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Table S1. List of vectors used in fluorescent protein localization studies

Vector Open reading frame 1 Open reading frame 2
pPA-TagRFP-N TagRFP None
pCAF2 WW CVLS WT FTase TagRFP-CVLS
pCAF2 WW SVLS WT FTase TagRFP-SVLS
pCAF2 WW CVDS WT FTase TagRFP-CVDS
pCAF2 WW CVKS WT FTase TagRFP-CVKS
pCAF2 RL CVDS W102R / W106L FTase TagRFP-CVDS

pCAF2 FE CVKS W102F / W106E FTase TagRFP-CVKS




Figure S1. pCAF plasmid map
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Figure S2. Polyacrylamide gel expression analysis of WT and variant FTases; variant FTase plasmids

were chosen at random to check FTase expression compared to WT FTase.
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Figure S3

. Representative secondary screening reactions of 102/106 library variants with dns-GCVLS
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Figure S4. Representative secondary screening reactions of 102/106 library variants with dns-GCVDS
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Figure S5. Representative secondary screening reactions of 102/106 library variants with dns-GCVKS
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Figure S6. Alignment of protein farnesyltransferase beta subunits.

Clustal-F alignment of protein farnesyltransferase beta subunits
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