Figure S1
A

MARTX,,

| | | | | | | | | | | |
600 610 620 630 640 650 660 670 680 690 700 710 720 730 740
| | | | | |

A
EN

De® e , A ] C AAG K Q KR ,D Ko ®"aq
e W haFAcEaagTy L UL AT 35 SN

v B,‘DAD QLK AN AS AT AN A E‘D?Qa Bk
T S toy : B*’;*’;* Q”Af)“.(* QAT AY

Q Q
&40 * A A QA A, A * o
My QQO’AQ*Q-,EE‘ & CAA f N RADHKON A\ Q
@ & NBBAA E A QB N K AWk A N m o N
[ Dela, F DR TR KGO K ***A*NDQ©D* ;  AC
BN o" DX e f ASDR AR AGFFT AGH A Q@ K o D A A
= e — [ &% 5
A—— & >
Predicted disordered Predicted disordered
Bl p2 p3 4 5
Y 2 10 o 020 30 s0 50,
vgreG GQPKPFHFSIGIENELGLVVPNSAQFGYVQGLFMLTKDMNQGY
:50 &5 W GEl O Pielod N k AV p el F €] 11 F NSNS I G I ENE LEG L v VA PEIN S A QWY F G Y VIs§els| O GINBE L. F ML TK DMN Q Glel Y]

GaQPnlglasKavPdFksHFaksSIGIENELaGLVVVv$PaNSAQkFGYVhdaQG#aLFMLTKDMNQGgYqQ

. s .
vgre PDNWQTHTELVYPEDAAVERKAMLWLAFTHIQSNHQLSDGRF
5o’ & NI 0 \geBB\ D ifeYeAlaN N W O T H THE L vii Y PEIERSS DINA A VEER KIA ML WL ARG F TINH T INQ S NHQEl LMY S BID G R F|

nPvgi#Diqnv#NWQTHT ! ELVSYPCEidDkAAVEsRK#AMLWLAkeFTAHI#QSNHQpLahivS#DGRF

nl B6 al
VgrGe Q200 TT — Q000000000000 000000000Q0Q0Q TT =
60 70 80 50 100 110 120

p7 B8 9 n2 o2 a3
VgrG ——b —>TT TT————p000 0000000 TT 000000

130 140 150 160 170 180 190

vgrG AR TUNNINK HUTAAGNGEISESRSIO GO T IBNMTP SGQQA T\ACAWNAK(EF GT SEWUNP EJRL L ESA P WY QiSSI L i4s]6] F 12\
o CF WRNNRY TSINSIK HI|TAAGNGESERFNQ GIST I[EMTP SGQ QA TURSNSIAKINFGTSEFSIPENYR LLE SA P WY QFN€ L 5988 F |

vivIsNaKHVIAAGNGiSi#aQGqQTIgMTPSGQQATva!aAKeFGTSasPEVRLLESAPWYQagLkd#F1

o4 s 10
Vgré QQ QQ000000000000000000000Q0Q T 0000000 =
200 210 <20 230 240 250 260

vgre LDDANVAYLTSYKTALAKGIYINWDPSEPNAGLTDPKVKNAWILPR
L0’ NN S 1. D DRFNA OIN VA YL T S YRR TABL ARG T Y INBWD Pfs E{eSaflP N Al L TDPRVKNAWEI LR

alaknenLDDkelAgQNV%AYLTS!Y1lKTA#LAKe%GIYIN#WDPmSEqisPNA#GLTDPKVKNAWeILPR

a6 o7 o8 B11 B12
— —

VgrGe

Q000000 QQQQQQQQ0Q000Q
270 280 290 300 310 320 330

vgrG TKPEL SDVILYSESLKNVFYFQGGEVAGHGINNATGPE
5o & W T K PSSV E A L S kNS D[RR visYele] T NN K4eRN Y SE S LI\K NV FISlY FQMGGE VA GHG I NNA TN G[SAe]e] P E )3

TKPvkivEiLSaeDakyVmgqqIlaeqLggrYSESLakKNVF#YFQyGGEVAGHGINNATvVGAvQQPELAILF

a9
vgre =—» QQ0
34.0 35(_) v 369 37(? 38(?

[
vgrG EFRINVPINENL(OFSR@NP K T)S TENK SNV KN L D(6]F D)sJUSNR KWy T (e]e] V)2¥s] L V|
RTX-A ERRUASNEESAMSDF VisRy AR VIV DA AR  Higel S A SI3WA TR T ERYN ARy

EFRsVPneLqd%vPKTeSTVKv#VKILDgFDpmkRKa!Igq#V#aLV



Figure S2







Figure $4

Glu270

DNAse1

Chimera Ny W )
elsolin-Thymp4 K
g ymp: % '\‘} >N

& J) Gelsolin




