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Human 28S rRNA
AI'" Ulm Cime ZBSﬁ primer
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28S-Fu2 28S-Fp1 28S-R primer
(Am2388, Um2402, Cm2409, Gm2411) ~ PCR primer
Low dNTPs High dNTPs Low dNTPs High dNTPs N
Size ize
(1uMm) (40uM) (bp) (1pMm) (40uM) (bp)
28S-Fy2— 214 28S-Fu2 214
28S-Fp1—> 168 28S-Fp1 168
PCRcycle: 24 26 28 14 16 18 PCRcycle: 24 26 28 14 16 18
Fu/Fo: 0 0 0 0.76 1.05 1.10 Fu/Fp: 0 0 0 0.67 0.54 0.70
(2uM) (1mM) (2pMm) (1mMm)
28S-Fyo—s 214 28S-Fy2 214
28S-Fp1—> 168 28S-Fp1 168
PCRcycle: 20 22 24 16 18 PCRcycle: 20 22 24 14 16 18
Fu/Fp: 0.29 0.44 0.43 1_10 118 1.27 Fu/Fp:0.12 0.14 0.15 0.87 0.67 0.95
Human 18S rRNA
18S-RT primer
Glm1490 -
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18S-Fu 18S-Fp1  18S-R primer
PCR primer
Low dNTPs High dNTPs Size Low dNTPs High dNTPs Size
(0.7uM) (40uM)  (bp) (0.7uM) (40pM) (bp)
18S-Fu
137 18S-Fp1—> 137
18S-Fp1—> 3
PCRcycle: 20 22 24 16 18 20 PCRcycle: 20 22 24 16 18 20
Fu/Fp1: 0.45 0.68 0.91 128 1.34 1.26 Fu/Fp1: 0.30 0.40 0.91 3.26 2.65 2.53
(0.5uM) (1mM) (0.5uM) (1TmM)
18S-Fu —> 199 185-Fu — 199
18S-Fp1—> 137 18S-Fp1—> 137
PCRcycle: 28 30 32 20 22 24 PCRcycle: 28 30 32 20 22 24
Fu/Fp1: 0 0 0.20 2.72 3.70 1.22 Fu/Fp1: 0.21 0.07 0.09 4.81 570 4.39



