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Supplemental Figure Legends 

 

Figure 1. Expression of FM R1 gene in the ovaries of fragile X premutation mice. 

Ovaries were isolated from fragile X premutation transgenic mice (TG296) and 

their WT littermates. A. Real-time PCR assay reveals Fmr1 mRNA levels versus 

WT littermates. B. Western blots for FMRP in fragile X premutation and WT 

littermates with GAPDH as internal control. Representative images are shown.  

 

Figure 2. Gonadotropin-induced response of follicular cells in fragile X premutation 

mice. A. Shown are the numbers of the oocytes ovulated after injection of 

exogenous hormones (PMSG and hCG) in WT and fragile X premutation females. 

Data represent the average number of oocytes collected from superovulated WT 

and fragile X premutation mice (n = 7). B. Size of ovulated oocytes. 
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Supplemental Figure 2-Lu et al. 




