Table S1. Putative transcriptional factor (TF) binding sites and their positions in the promoters of Del8 and

del8.
Del8 del8
TF Site TF Site
Dof core -86 Dof core  -139
-148 -231
-173 -293
-189 -464
-207 -475
-319 -497
-330 -582
-345 -725
-354 -749
-379 =757
-467 -1130
-493 | Opaque-2  -422
-590 -559
-733 -1150
-757 |Q-element -622
-765
-1030
-1131
-1142
Opaque-2  -277
-531
-567
Q-element -630




Table S2. Primers and gene accession numbers for gRT-PCR.

Gene Name Accession #

Forward Primer

Reverse Primer

Mn1l

AF165179

ACGGACATCTCGAACGGCAAGATA

CGTTCATGACCGGCTTCTTCATCT

ZmTarl

BT016739

ACTCTCAACTTCGTGCCGCTAAGA

CCTTGTTGTAGCGAAGCCATGCAA

ZmAlliinl

EU968410

GCTACTGCAACTTCGCCAAGCAAA

GTTGTCCCTGTCCAGCATGTTGAT

Zmvit2

BT085859

TGGCCAAGTTCATCGAGCTCAACA

TTCCTTGGTGAAGTTGCAGAAGGC

ZmYucl

DQ995287

TTATCCGTAGCCCGGTGCATGTTA

TCCACTGTGTTTCCTCTGATGCGA

ZmARF28

HMO004543

TGAGCCTTGTTCAGAAGCTACCCA

TAGACGACCAACCAGTTCCTGCAA




Table S3. Overlapping primers used for Yuc gene amplification of Del8 genotypes (B37, B73
and A69Y) and de18 mutant.

AMPLICON
NAME SEQUENCE LENGET
YUC1F GCCCCCTAGCAAAAAGAAAA 278 b
YUCIR GCCTCATGCCCAAGTAAATC P
YUC2F ACCTTCCCGTGAAACTTGTG 152 b
YUC2R TGTGCCAACGTCTAGGACAG P
YUC3F TCGCATCAGAGGAAACACAG 280 b
YUC3R CCTGCCAGAGCATTTTTGAT P
YUCAF GTGGGAGCTTGCTAGACGAC 71 b
YUC4R ATTCTTCACTCCGTCCATGC P

YUC_EX1F GAGAAGGTGCTAGTTCTGATCGTT 102 b
YUC_EXIR GACCAAGAACCTGGTCGTGTACT P

YUC_EX1INT1F CAGAGCGCGTGACCTAGC 112D

YUC EX1INTIR  TGTTATATGTGTGCCTGTAGATATGC P

YUC_EX3INT3F CTGGCGATATCAAGGTGAGC 461 bp

YUC_EXS3INT3R ATGCGTGCGTGTAAACAACT




Table S4. Primers used for yuc promoter amplification of Del8 and de18 maize genotypes.

AMPLICON  TARGET
NAME SEQUENCE i A
YUC_PROM_UP4 F  TGCTTCATCCTGCTCCCTAT
YUC PROM UP4 R GGCGTATTGGATATGGCAGT 492bp  Del8and deld
YUC_PROM_UP3 F  CACATCAACTTGACGGAAGG
YUC PROM UP3 R CAGCCCCTGAGCATTGTATT  °3obp  Del8anddel8
YUCPROM_UPF  GAACAAAAGGATCTCTAGCCACA .., Dels
YUCPROM UPR  TGTGGGGTTCCATTCAAAGT P
YUCPROM_DOWNF  TGGAACCCCACACTAAGGTT Dels
YUCPROM DOWNR TGGATGGGAAAGATGTTGGT P
YUCPROM3F  AAGGCACACGAGAATTTGATCT .o fe1s
YUCPROM3R  ACTCATTGCTAGAACAACCACA P
YUC_PROM_UP2 F  ATGGGAGCATAAGGTGTTGC ., . fe1s
YUC_PROM_UP2 R TGTCATTAATTGAGGTGGATGG P
YUCPROML1 F GGAAGATTCCATCCACCTCA o fe1s
YUCPROM1R  GGGCTATGTGCATTGACGTAT P
YUCTATA F AATGCACATAGCCCTGCTGT oo\ fe1s

YUCTATAR GCACCAACGATCAGAACTAGC




Figure S1. (A) cDNA sequences of the two Yucl alleles in Del8 and del8 endosperm, and (B) predicted amino
acid sequences for the YUCCA protein in Del8 and de18 endosperm (ZmYucl-Del8 is 400aa and ZmYucl-

del8 is 212aa).
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Figure S2. Promoter region of 1491bp of the Yucl gene. Single nucleotide polymorphisms in del8

compared to Del8 (B37) are marked by asterisks. Deletion and insertion were pointed out by broken lines.
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*

1001
ATATCCAATA
ATATCCAATA
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721

GTTGGGGACA
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651
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581

ATAGAGGAAA
ATGGAGGAAA

*
511
TTGTTCGAAT

441
AATGTGCATA

371

GAACCTCAAL
GAACCTCAAA

301

TGGCCGGAAG
CGGCCGAAAG

231

TGCTTAACGT
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91
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*
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C
C

GGTGGAGATC
GTTGGAGATC
*

AATCAAGGAG
AATCAAGGAG

GTTACAAGAT
GTTACAATAT
*

CATC----CA
CATCCACACA

CCGGGGAGAT
TCAGGGAGAT
* %

GTAGAAGGGT
GTAGAAGGGT

AGAGAAAGAC
AGAGAEAGAE

GGAAGGGTAG
GGAAGGGTAG

AAGATGCGTG
AAGATGCGTG

TTATCTTAAT
TTATCTTAAT

GGATCTCTAG
GGATCTCTAG

TCTGTGTGAG
TCTGTGTGAG

TATATGGGAG
TATATGGGAG

GTTACATTAT
GTTACATTAT

TTTGAAACTT

ATAACTTTAT
ATAACTTTAT

TGACATCATA
TGACATCATA

GGAACAAAGT
GGAACAAAAT
*

TTAAAATACT
TTAAAATACT

CAATGCACAT
CAATGCACAT

AAGAGAGAAT
AAGAGAGAAT

CAGAATTCAA
CAGAATTCAA

GGTGAGGTCC

GATTAATTCC
* * *

CACACACATA
CACACACACA
*

AAGAATAACA
AAGAATAACA

AATGTTGCTT
AATGTTGCTT

ATGGAGTCGA
ATGGA%TCGA

AGAGAAGTGT
AGAGAAGTGT

GATGGTTACC
GATGGTTACC

TTTTTCCAAC
TTTTTCCAAC

CCACATTTGT
CCACATTTGT

AAGATCTCCT
AAGATCTCCT

CATAAGGTGT
CATAAGGTGT

GTGGTTGTTC
GTGGTTTTTC
*

TGAATGGAAC

ATGATAAAGA
ATGATAAAGA

AATGTAAGGG
AATGTAEG%G

TTTTGAAAAC
TTTTGAAANA
*

ACAGTTTTAA
ACAGTTTTAA

AGCCCTGCTG
AGCCCTGCTG

CACTTCTTAT
CACTTCTTAT

GAATCAATCA
GAATCAATCA

TCTTAGATAT
TCTTAGATAT

TATGTCAAGT
TATGTCAAGT

ACACAAAGTG
ACACAAAATG
*

ACAATGTTGA
ACAATGTTGA

AGAGTAGTCG
AGAGTAGTCG

CATCGAGCAC
CATCGAGCAC

ACGCGCATCG
ACGCGCATCG

TACAAATTTA
TACAAATTTA
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*

ATATATAATC
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GACAGCGGAG
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