A Hvlsis 1 MSVTSNTPTRANSRVNYSNEIHDLSTVQDGAPSLAPSMYYQ-EKSFADFFPPHLLKKVISELVATFLLVFVTCGAASIYG
0sLsi6 1 MASTT-APSRTNSRVNYSNEIHDLSTVQS--VSAVPSVYYP-EKSFADIFPPNLLKKVISEVVATFLLVFVTCGAASIYG
ZmLsi6 1 MAAAS-TTSRTNSRVNYSNEIHDLSTVQS--GSVVPTLFYP-DKSIADIFPPHLGKKVISEVVATFLLVFVTCGAASIYG
HvLsil 1 MASN----SRSNSRATFSSEIHDIGTVQN---STTPSMVYYTERSIADYFPPHLLKKVVSEVVSTFLLVFVTCGAAATSA
OsLsil 1 MASNN---SRTNSRANYSNEIHDLSTVQN---GTMPTMYYG-EKAIADFFPPHLLKKVVSEVVATFLLVFMTCGAAGISG
ZmLsil 1 MSTN----SRSNSRANFNNEIHDIGTAQN---SSMPPTYY--DRSLADIFPPHLLKKVVSEVVSTFLLVFVTCGAAGIYG
HvLsi6 80 ADVTRVSQLGQSVMGGLIVTVMIYATGHISGAHMNPAVTLSFACFRHFPWIQVPFYWAAQFTGAMCAAFVLRAVLHPITV
OsLsi6 77 EDMKRISQLGQSVMGGLIVTVMIYATGHISGAHMNPAVTLSFAFFRHFPWIQVPFYWAAQFTGAMCAAFVLRAVLYPIEV
ZmLsi6 77 EDNRRISQLGQSVAGGLIVTVMIYATGHISGAHMNPAVTLSFACFRHFPWIQVPFYWAAQF TGAMCAAFVLKAVLHPIAV
HvLsil 74 HDVTRISQLGQSVAGEGLIVVVMIYAVGHISGAHMNPAVTLAFAIFRHFPWIQVPFYWAAQFTGAICASFVLKAVLHPITV
OsLsil 74 SDLSRISQLGQSIAGEHLIVTVMIYAVGHISGAHMNPANTLAFAVFRHFPWIQVPFYWAAQFTGAICASFVLKAVIHPVDY
ZmLsil 72 SDKDRISQLGQSVAGELIVTVMIYAVGHISGAHMNPAVTLAFAVFRHFPWIQVPFYWAAQFTGSICASFVLKAVLHPIAV
HvLsi6 160 LGTTTPTGPHWHALVIEIIVTFNMMFITCAVATDSRAVGELAGLAVGSAVCITRIFAGPVSGGISMNPARTLAPAVASGVYY
OsLsi6 157 LGTTTPTGPHWHALVIEIVVTFNMMFVTCAVATDSRAVGELAGLAVGSAVCITSIFAGPVSGGISMNPARTLAPAVASNVY
ZmLsi6 157 IGTTTPSGPHWHALLIEIVVTFNMMFVTCAVATDSRAVGELAGLAVGSAVCITSI FAGPVSGGISMNPARITLAPAVASNVF
HvLsil 154 IGTTEPVGPHWHALVIEVVVTFNMMFVTLAVATDTRAVGELAGLAVGSSVCITSH FAGAVSGGSMNPARTLGPALASNRY
OsLsil 154 IGTTTPVGPHWHSLVVEVIVTFNMMFVTLAVATDTRAVGELAGLAVGSAVCITISH FAGATSGGSMNPARTLGPALASNKF
ZmLsil 152 LGTTTPTGPHWHSLVIEIIVTFNMMFVTLAVATDTRAVGELAGLAVGSAVCITISI FAGAVSGGSMNPARTLGPALASNLY
HvLsi6 240 TGLWIYFLGPVIGTLSGAWVYTYIRFEEEPSVKDG--PQKLSSFKLRRLQSQRSMAVDEFDHV - - - - -
OslLsi6 237 TGLWIYFLGPVVGTLSGAWVYTYIRFEEAPAAAGGAAPQKLSSFKLRRLQSQS-MAADEFDNV - - - --
ZmLsi6 237 TGLWIYFLGPVIGTLSGAWVYTYIRFEEAPAAKD---TQRLSSFKLRRMQSQ- -LAADEFDTV-----
HvLsil 234 PGLWLYFLGPVLGTLSGAWTYTYIRFEDPP--KDA--PQKLSSFKLRRLQSQ-SVAADD-DELDHIPY
OslLsil 234 DGLWIYFLGPVMGTLSGAWTYTFIRFEDTP-KEGS--SQKLSSFKLRRLRSQQSIAADDVDEMENTIQV
ZmLsil 232 TGLWIYFLGPVLGTLSGAWTYTYIRFEEAPSHKDM--SQKLSSFKLRRLQSQ-SVAVDD-DELDHIQV
B ™ HvLsi1
ZmLsi1 Supplemental Figure S1. Alignment and
OsLsit phylogenetic tree of HvLsi6.
675 OsLsi6 (A) Alignment of HvLsi6 with other Si influx
985 1 . .
HVLS_'6 transporter. Two NPA motifs and four amino
poy ZmLsi6 ~ acid residues of ar/R selectivity filter are
CmLsil  indicated by blue and green dotted boxes,
, respectively. (B) Phylogenetic tree of HvLsi6.
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Supplemental Figure S2. Subcellular localization of HvLsi6.
(A) GFP-HvLsi6 fusion or (B) GFP alone was transiently expressed in onion epidermal cells. Scale bar = 100 um.



