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Supplemental Figure 3. Genes associated with chloroplast function are
significantly down-regulated in the inflorescences by 24 h. The list of 248
genes identified in the term ‘Chloroplast’ by DAVID analysis (Supplemental
Table S12) were processed using the AT_CHLORO database which stores
information for proteins that have been identified in different sub-fractions
obtained from A. thaliana chloroplast. In total 147 down-regulated genes were
able to be assigned to particular chloroplast compartments and to their
respective MAPMAN bin. The pie graph was created using MAPMAN bins

with ID numbers > 3.



