Supplementary figure 1.1. Gene association network of 106 TF, 6 clock, and 173
metabolic genes. The network contains 277 nodes and 1,174 edges. The metabolic
genes were selected from 11 functional categories (defined by MapMan and
shown in Table 2 in the main article). These 11 functional groups are related to
carbon metabolism in a broader view.
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Supplementary figure 1.1. Gene association network of 106 TF, 6 clock, and 173 metabolic genes. The network contains 277 nodes and 1,174 edges. The metabolic genes were selected from 11 functional categories (defined by MapMan and shown in Table 2 in the main article). These 11 functional groups are related to carbon metabolism in a broader view. 
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Supplementary figure 1.2. The intersection result of the networks constructed by
starch genes (Figure 2 in the main article) and carbon-related genes (Supp. figure
1.1). This intersected network contains 177 nodes and 181 edges. All nodes in the
starch network are in the carbon network and 68% of edges in the starch network
were detected in the carbon network.
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Supplementary figure 1.2. The intersection result of the networks constructed by starch genes (Figure 2 in the main article) and carbon-related genes (Supp. figure 1.1). This intersected network contains 177 nodes and 181 edges. All nodes in the starch network are in the carbon network and 68% of edges in the starch network were detected in the carbon network.  
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