Supplementary Figure 2: Amplified and sequenced alternative exons (AE) in OPRM1 for 12 mu-opioid receptor (MOR)
splice variants reported in the National Centre for Biotechnology Information (NCBI) database. (a) AE in intron 3 and the
region 3’ downstream of OPRM1 (b) AE in the 5’ region upstream of OPRM1 (c) AE involving >1 region of OPRM1.
Sequencing primers were located at least 100 bp away from the start and end of the AE. MOR1 is the main transcript of
MOR. MORL1 exons were referred to as the main OPRM1 exons. Other transcripts such as MOR1A and MOR1B4 are
referred to as splice variants and AE’s are only found in the splice variant transcripts.
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