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Supporting information figure legends

Figure S1. Effects of genetic loss of SK1 on systemic Sph and dhSph in SK1-/- versus
WT mice. (A-B) Sph (A) and dhSph (B) were measured in serum obtained from WT
versus SK1-/- mice using LC/MS/MS. Data, obtained from duplicates at least in two
independent trials, are represented as mean + SEM. Error bars represent standard

deviations. P <0.05 (*) was considered significant.

Figure S2. Loss of systemic SK1 inhibits lung colonization/metastasis of B16
melanoma cells in SK1-/- versus WT mice. Effects of systemic SKI1 loss on lung
colonization/metastasis of B16 melanoma cells were measured in WT and SK1-/- mice
(n=3/group). Data are represented as mean + SEM. Error bars represent standard

deviations. P <0.05 (*) was considered significant.

Figure S3. Effects of systemic loss of SK1 on expression of genes involved in the
regulation of metastasis in MB49-derived lung tumors obtained from SK1-/- versus
WT mice. Expression of 84 genes involved in the regulation of metastasis was measured
using the Super Array Mouse Tumor Metastasis by Q-PCR in MB49-derived tumors
obtained from SK1-/- compared to WT control mice. List of gene names and their
relative expression in lung tumors of SKI-/- mice compared to WT controls are

presented.

Figure S4. Effects of SIPR2 inhibition on Brms1 expression. (A) Effects of FTY720

versus JTEOQ13 treatment on BRMSI mRNA at various concentrations, 10-100 nM for 24



h were measured by Q-PCR in A549 human lung adenocarcinoma cells (beta-actin was
used as normalization control). (B) BrmsI mRNA was measured using Q-PCR in
response to SIPR2 inhibition in response to JTEQ13 treatment in MB49 cells (normalized
to rRNA). (C) Efficiency of siRNA-mediated knock-down of Brms! mRNA compared to
control Scr siRNAs at 100 nM was measured using Q-PCR. (D) Effects of neutralizing
S1P by Sphingomab (0.2-1 uM) in WT and S1PR2-/- MEFs grown in control media were
measured using Q-PCR compared to IgG-treated controls. Data, obtained from duplicates
at least in two independent trials are represented as mean = SEM. Error bars represent

standard deviations. P <0.05 (*) was considered significant.
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Supplementary Figure S3
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