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Mass: 1560.8148     Charge: 2     m/z: 781.41466
Modified Peptide: _GAYK(ac)LQNTITEGPK_     Score: 103.85     PEP: 6.327E-08
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Mass: 1438.7526     Charge: 2     m/z: 720.38359
Modified Peptide: _(ac)ASTDFSK(ac)IETLK_     Score: 81.565     PEP: 6.6888E-06
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Mass: 1584.8723     Charge: 2     m/z: 793.44342
Modified Peptide: _IETLK(ac)QLNASLADK_     Score: 125.22     PEP: 7.7695E-18
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Mass: 2120.9626     Charge: 3     m/z: 707.9948
Modified Peptide: _NFNDPEVQADM(ox)K(ac)HFPFK_     Score: 157.8     PEP: 4.6161E-52
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Mass: 1801.9574     Charge: 3     m/z: 601.65975
Modified Peptide: _QAALSANK(ac)IAEFLAADK_     Score: 42.58     PEP: 0.0059529
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Mass: 1647.8481     Charge: 3     m/z: 550.28999
Modified Peptide: _THPNYDVVLK(ac)QHR_     Score: 110.77     PEP: 8.4692E-11
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Mass: 1383.7973     Charge: 2     m/z: 692.90594
Modified Peptide: _VTDIQK(ac)VADLIK_     Score: 128.31     PEP: 3.2472E-14
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Mass: 1388.6776     Charge: 2     m/z: 695.34605
Modified Peptide: _GGAEAASK(ac)FASSTR_     Score: 148.48     PEP: 1.0063E-22
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Mass: 2510.3169     Charge: 3     m/z: 837.77958
Modified Peptide: _ENVVAVNYPGLK(ac)THPNYDVVLK_     Score: 172.81     PEP: 6.0418E-86
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Mass: 1484.8239     Charge: 3     m/z: 495.94857
Modified Peptide: _SLANLPELK(ac)YAPK_     Score: 127.02     PEP: 6.496E-16



0 500 1000 1500

m/z

0

50000

100000

150000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
4

)

y
2

 (
2

8
8

.2
0

2
0

)

y
3

 (
3

8
5

.2
5

5
1

)

y
4

 (
4

9
9

.2
9

6
6

)

y
5

 (
6

1
2

.3
8

0
8

)

y
6

 (
7

4
1

.4
2

4
0

)

y
7

 (
8

3
8

.4
7

6
5

)

y
8

 (
9

0
9

.5
2

1
0

)

y
9

 (
9

6
6

.5
3

5
8

)

y
1

0
 (

1
0

6
3

.5
8

1
2

)

y
3

-N
H

3
 (

3
6

8
.2

2
5

1
)

y
4

-N
H

3
 (

4
8

2
.2

7
1

4
)

y
6

-H
2

O
 (

7
2

3
.4

0
5

0
)

y
7

-N
H

3
 (

8
2

1
.4

6
3

7
)

y
8

(2
+

) 
(4

5
5

.2
6

1
9

)

a
2

 (
3

0
6

.1
8

0
0

)

b
3

 (
4

8
1

.2
4

5
0

)

b
4

 (
6

1
8

.3
0

3
0

)

b
5

 (
7

0
5

.3
3

5
0

)
b
5

-H
2

O
 (

6
8

7
.3

2
4

9
)

b
6

 (
8

5
2

.4
0

2
3

)
b
6

-H
2

O
 (

8
3

4
.3

9
2

8
)

b
8

 (
1

0
0

6
.4

7
7

9
)

b
9

 (
1

0
7

7
.5

1
3

2
)

b
9

-H
2

O
 (

1
0

5
9

.5
0

3
4

)

b
1

1
 (

1
3

0
3

.6
2

3
1

)

b
6

(2
+

) 
(4

2
6

.7
0

5
6

)

b
7

(2
+

) 
(4

7
5

.2
2

4
8

)

a
cK

* 
(1

2
6

.0
9

0
9

)

Mass: 1913.9788     Charge: 3     m/z: 639.00022
Modified Peptide: _K(ac)YFHSFPGAPELNPLR_     Score: 132.81     PEP: 3.1735E-31
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Mass: 1716.9509     Charge: 2     m/z: 859.48274
Modified Peptide: _LSSLVK(ac)QETLTESLK_     Score: 176.89     PEP: 2.4866E-39
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Mass: 1821.8493     Charge: 2     m/z: 911.93194
Modified Peptide: _(ac)SSSSSTGYSK(ac)NNAAHIK_     Score: 99.451     PEP: 2.5315E-16
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Mass: 1549.7961     Charge: 3     m/z: 517.60598
Modified Peptide: _NNAAHIK(ac)QENTLR_     Score: 279.62     PEP: 1.173E-139
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Mass: 983.60153     Charge: 2     m/z: 492.80804
Modified Peptide: _ALVAAK(ac)IEK_     Score: 90.15     PEP: 0.00087703
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Mass: 1059.6299     Charge: 2     m/z: 530.82224
Modified Peptide: _SDWLLLK(ac)K_     Score: 71.501     PEP: 0.003843
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Mass: 976.54117     Charge: 2     m/z: 489.27786
Modified Peptide: _SIDTLK(ac)DK_     Score: 81.972     PEP: 0.0028892
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Mass: 1060.5917     Charge: 2     m/z: 531.30312
Modified Peptide: _INFGIEK(ac)AK_     Score: 98.943     PEP: 0.00036674
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Mass: 2009.0317     Charge: 2     m/z: 1005.5231
Modified Peptide: _GVNLPGTDVDLPALSEK(ac)DK_     Score: 104.61     PEP: 6.3785E-24
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Mass: 1577.6742     Charge: 2     m/z: 789.84437
Modified Peptide: _ACDDK(ac)IM(ox)YVDYK_     Score: 111.39     PEP: 1.604E-10
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Mass: 946.54877     Charge: 2     m/z: 474.28166
Modified Peptide: _AK(ac)EFGILK_     Score: 113.71     PEP: 0.00010645
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Mass: 1383.7034     Charge: 2     m/z: 692.85899
Modified Peptide: _K(ac)GDTYVSIQGFK_     Score: 122.46     PEP: 9.4025E-13
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Mass: 1242.6456     Charge: 2     m/z: 622.33007
Modified Peptide: _EVLGEQGK(ac)DVK_     Score: 120.77     PEP: 3.6003E-08
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Mass: 2042.1048     Charge: 3     m/z: 681.70888
Modified Peptide: _K(ac)SEELYPGRPLAIALDTK_     Score: 134.37     PEP: 6.9501E-37
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Mass: 1444.7272     Charge: 2     m/z: 723.37088
Modified Peptide: _IM(ox)YVDYK(ac)NITK_     Score: 152.67     PEP: 7.5341E-12
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Mass: 1107.6492     Charge: 2     m/z: 554.83185
Modified Peptide: _NITK(ac)VISAGR_     Score: 183.57     PEP: 8.5882E-22
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Mass: 2466.3118     Charge: 3     m/z: 823.11122
Modified Peptide: _SEELYPGRPLAIALDTK(ac)GPEIR_     Score: 206.86     PEP: 4.9809E-111
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Mass: 3257.5045     Charge: 3     m/z: 1086.8421
Modified Peptide: _TGTTTNDVDYPIPPNHEM(ox)IFTTDDK(ac)YAK_     Score: 215.07     PEP: 3.099E-173
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Mass: 2746.3596     Charge: 3     m/z: 916.46047
Modified Peptide: _IENQQGVNNFDEILK(ac)VTDGVM(ox)VAR_     Score: 218.44     PEP: 1.1187E-136
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Mass: 2248.1587     Charge: 3     m/z: 750.39351
Modified Peptide: _PTSTTETVAASAVAAVFEQK(ac)AK_     Score: 220.36     PEP: 3.2793E-106
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Mass: 1177.7042     Charge: 2     m/z: 589.85935
Modified Peptide: _ILQK(ac)YTLNK_     Score: 57.785     PEP: 0.0099021
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Mass: 1853.9879     Charge: 3     m/z: 619.00325
Modified Peptide: _NK(ac)LPFLYSSQGPQAVR_     Score: 100.11     PEP: 1.4191E-14
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Mass: 1299.7034     Charge: 2     m/z: 650.85899
Modified Peptide: _TAAK(ac)NEALLEAK_     Score: 90.731     PEP: 3.5555E-07
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Mass: 1230.6833     Charge: 3     m/z: 411.23504
Modified Peptide: _HGHK(ac)SIEILR_     Score: 124.1     PEP: 0.00011335
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Mass: 1471.7642     Charge: 2     m/z: 736.88937
Modified Peptide: _SSSK(ac)GFVFNSVQK_     Score: 150.22     PEP: 4.0173E-20
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Mass: 1427.766     Charge: 2     m/z: 714.89029
Modified Peptide: _KYDTK(ac)YLSGIAK_     Score: 153.09     PEP: 1.9571E-16
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Mass: 1535.8308     Charge: 2     m/z: 768.92265
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Mass: 1228.6299     Charge: 2     m/z: 615.32224
Modified Peptide: _(ac)SSAAEK(ac)K(ac)PASK_     Score: 117.21     PEP: 2.862E-10
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Mass: 1228.6299     Charge: 2     m/z: 615.32224
Modified Peptide: _(ac)SSAAEK(ac)K(ac)PASK_     Score: 117.21     PEP: 2.862E-10
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Mass: 1109.6081     Charge: 2     m/z: 555.81131
Modified Peptide: _PASK(ac)APAEK(ac)K_     Score: 191.29     PEP: 3.8637E-28
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Mass: 1109.6081     Charge: 2     m/z: 555.81131
Modified Peptide: _PASK(ac)APAEK(ac)K_     Score: 191.29     PEP: 3.8637E-28
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Mass: 1372.7198     Charge: 2     m/z: 687.36718
Modified Peptide: _PAAK(ac)K(ac)TSTSVDGK_     Score: 250.52     PEP: 1.1763E-102
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Mass: 1372.7198     Charge: 2     m/z: 687.36718
Modified Peptide: _PAAK(ac)K(ac)TSTSVDGK_     Score: 250.52     PEP: 1.1763E-102
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Mass: 1200.6099     Charge: 2     m/z: 601.31221
Modified Peptide: _(ac)SGGK(ac)GGK(ac)AGSAAK_     Score: 141.82     PEP: 3.7402E-19
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Mass: 1200.6099     Charge: 2     m/z: 601.31221
Modified Peptide: _(ac)SGGK(ac)GGK(ac)AGSAAK_     Score: 141.82     PEP: 3.7402E-19
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Mass: 1638.7864     Charge: 3     m/z: 547.26943
Modified Peptide: _K(ac)HM(ox)FLEFVDPYR_     Score: 42.209     PEP: 0.003812
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Mass: 1210.6598     Charge: 2     m/z: 606.33716
Modified Peptide: _ITGFSLEK(ac)FK_     Score: 67.153     PEP: 0.00091639
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Mass: 1460.6949     Charge: 3     m/z: 487.90559
Modified Peptide: _AFANWENFK(ac)HR_     Score: 152.62     PEP: 3.026E-11
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Mass: 1284.7402     Charge: 2     m/z: 643.37735
Modified Peptide: _INVSISQK(ac)NLK_     Score: 61.235     PEP: 0.0011583
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Mass: 1155.6499     Charge: 2     m/z: 578.83225
Modified Peptide: _SLK(ac)LPDSVQK_     Score: 63.415     PEP: 0.0017502
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Mass: 1083.6903     Charge: 2     m/z: 542.85245
Modified Peptide: _LEK(ac)SLLVLK_     Score: 117.7     PEP: 0.00046915
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Mass: 1293.6557     Charge: 2     m/z: 647.83513
Modified Peptide: _HSK(ac)EQYSIPR_     Score: 138.75     PEP: 4.0126E-06
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Mass: 1493.7587     Charge: 3     m/z: 498.92683
Modified Peptide: _LHGNSNNK(ac)NDVLK_     Score: 48.467     PEP: 0.0034402
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Mass: 1255.6441     Charge: 2     m/z: 628.82931
Modified Peptide: _GVSK(ac)WPVYDR_     Score: 61.344     PEP: 0.0022124
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Mass: 1461.782     Charge: 3     m/z: 488.26793
Modified Peptide: _HAGEVLNLFK(ac)ER_     Score: 64.65     PEP: 0.0012683



0 200 400 600 800 1000 1200 1400

m/z

0

10000

20000

30000

40000

50000

60000

70000

80000
In

te
n
si

ty

y
1

 (
1

7
5

.1
1

9
0

)

y
2

 (
2

9
0

.1
4

7
0

)

y
3

 (
4

3
7

.2
1

4
4

)

y
4

 (
6

1
5

.3
3

4
7

)

y
5

 (
7

2
8

.4
1

9
0

)

y
6

 (
8

2
7

.4
8

7
3

)

y
7

 (
9

4
2

.5
1

3
7

)

y
3

-N
H

3
 (

4
2

0
.1

8
8

3
)

y
4

-N
H

3
 (

5
9

8
.3

0
8

0
)

y
5

-H
2

O
 (

7
1

0
.4

1
2

6
)

y
5

-N
H

3
 (

7
1

1
.3

9
4

8
)

y
6

-N
H

3
 (

8
1

0
.4

6
5

4
)

y
7

-N
H

3
 (

9
2

5
.4

9
6

3
)a

2
 (

2
0

2
.0

8
2

2
)

b
2

 (
2

3
0

.0
7

7
1

)

b
3

 (
3

2
9

.1
4

5
7

)
b
3

-N
H

3
 (

3
1

2
.1

1
8

6
)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 1055.5491     Charge: 2     m/z: 528.78183
Modified Peptide: _NDVLK(ac)FDR_     Score: 91.265     PEP: 0.0027698
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Mass: 1029.6041     Charge: 2     m/z: 515.80933
Modified Peptide: _IK(ac)VEEVQK_     Score: 101.65     PEP: 0.00060306
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Mass: 1243.6561     Charge: 2     m/z: 622.83532
Modified Peptide: _AQK(ac)NWSELVK_     Score: 110.66     PEP: 4.4556E-06
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Mass: 1485.8315     Charge: 3     m/z: 496.28444
Modified Peptide: _IDK(ac)HLYHVLYK_     Score: 149.26     PEP: 2.3865E-09
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Mass: 1300.6259     Charge: 2     m/z: 651.32023
Modified Peptide: _EK(ac)ALNEEAEAR_     Score: 152.14     PEP: 3.1829E-11
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Mass: 1457.7667     Charge: 3     m/z: 486.92951
Modified Peptide: _HLYHVLYK(ac)ESK_     Score: 202.65     PEP: 7.3799E-41
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Mass: 1139.6179     Charge: 2     m/z: 570.8162
Modified Peptide: _GVFQK(ac)AVDAR_     Score: 106.35     PEP: 3.216E-05



0 200 400 600 800 1000 1200

m/z

0

10000

20000

30000

40000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
9

)

y
2

 (
3

5
3

.2
3

8
9

)

y
3

 (
5

0
0

.3
1

1
9

)

y
4

 (
6

6
0

.3
4

2
2

)

y
5

 (
7

7
5

.3
7

0
0

)

y
6

 (
8

8
8

.4
5

3
8

)

y
7

 (
1

0
0

1
.5

3
7

5
)

y
8

 (
1

0
5

8
.5

6
0

7
)

y
9

 (
1

1
2

9
.5

9
7

3
)

y
2

-N
H

3
 (

3
3

6
.2

1
4

6
)

y
3

-N
H

3
 (

4
8

3
.2

8
3

9
)

y
5

-N
H

3
 (

7
5

8
.3

3
8

7
)

y
6

-N
H

3
 (

8
7

1
.4

3
3

5
)

a
2

 (
2

0
7

.1
1

3
8

)

b
2

 (
2

3
5

.1
0

9
1

) b
3

 (
2

9
2

.1
3

1
1

)

b
4

 (
4

0
5

.2
1

8
1

)

a
cK

 (
1

4
3

.1
1

8
8

)

Mass: 1291.6474     Charge: 2     m/z: 646.831
Modified Peptide: _YAGILDCFK(ac)R_     Score: 104.22     PEP: 1.8511E-05
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Mass: 2200.1522     Charge: 3     m/z: 734.39133
Modified Peptide: _LLIQNQDEM(ox)LK(ac)QGTLDRK_     Score: 119.4     PEP: 2.8932E-30
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Mass: 2073.1041     Charge: 3     m/z: 692.04197
Modified Peptide: _IVAAEGVGSLFK(ac)GCGANILR_     Score: 127.83     PEP: 9.6143E-44
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Mass: 1320.7038     Charge: 2     m/z: 661.35916
Modified Peptide: _TLK(ac)SDGVAGLYR_     Score: 136.96     PEP: 1.0045E-14



0 500 1000 1500

m/z

0

100000

200000

300000

400000

500000

In
te

n
si

ty

y
2

 (
2

7
0

.1
5

3
6

)

y
3

 (
4

4
8

.2
7

3
6

)

y
4

 (
5

9
5

.3
4

1
2

)

y
5

 (
6

6
6

.3
7

8
3

)

y
6

 (
8

1
3

.4
4

7
4

)

y
7

 (
9

2
7

.4
8

9
5

)

y
8

 (
1

0
4

0
.5

7
4

6
)

y
9

 (
1

1
1

1
.6

1
4

6
)

y
1

0
 (

1
2

3
9

.6
5

5
4

)

y
1

1
 (

1
3

4
0

.7
1

5
5

)

y
1

2
 (

1
4

3
7

.7
7

2
0

)

y
1

3
 (

1
5

8
4

.8
4

5
4

)

y
3

-H
2

O
 (

4
3

0
.2

6
3

6
)

y
7

-H
2

O
 (

9
0

9
.4

6
9

4
)

y
7

-N
H

3
 (

9
1

0
.4

6
0

2
)

y
8

-N
H

3
 (

1
0

2
3

.5
5

1
4

)

y
9

-N
H

3
 (

1
0

9
4

.5
9

4
8

)

y
1

0
-N

H
3

 (
1

2
2

2
.6

4
9

2
)

y
1

1
-N

H
3

 (
1

3
2

3
.6

9
9

6
)

y
6

(2
+

) 
(4

0
7

.2
2

5
4

)

a
2

 (
2

8
3

.1
4

3
7

)
b
2

 (
3

1
1

.1
3

8
4

)

b
4

 (
5

0
9

.2
3

3
6

) b
5

 (
6

3
7

.2
9

8
2

)

b
6

 (
7

0
8

.3
3

4
3

)
b
6

-H
2

O
 (

6
9

0
.3

3
5

4
)

b
6

-N
H

3
 (

6
9

1
.3

2
1

5
)

b
7

 (
8

2
1

.4
1

7
0

)

b
8

 (
9

3
5

.4
5

4
2

)

b
6

(2
+

) 
(3

5
4

.6
7

1
4

)

Mass: 1746.8952     Charge: 3     m/z: 583.30568
Modified Peptide: _YFPTQALNFAFK(ac)DK_     Score: 138.57     PEP: 6.5031E-22
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Mass: 1097.5757     Charge: 2     m/z: 549.79513
Modified Peptide: _ASSK(ac)FEFLK_     Score: 79.974     PEP: 0.00088322
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Mass: 1458.7137     Charge: 2     m/z: 730.36412
Modified Peptide: _IGISEK(ac)VPGCSDR_     Score: 109.95     PEP: 5.6799E-13
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Mass: 1256.6877     Charge: 3     m/z: 419.90318
Modified Peptide: _IYSHVIAK(ac)ER_     Score: 75.819     PEP: 0.00047817
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Mass: 1276.7726     Charge: 2     m/z: 639.39356
Modified Peptide: _IALVGK(ac)YTNLK_     Score: 99.439     PEP: 6.3854E-06
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Modified Peptide: _NIFLSK(ac)ENSAVAAK_     Score: 104.17     PEP: 5.3586E-14



0 200 400 600 800 1000

m/z

0

20000

40000

60000

80000

100000

120000

140000

160000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
5

)

y
2

 (
3

1
7

.2
1

7
7

)

y
3

 (
4

6
4

.2
8

6
0

)

y
4

 (
5

3
5

.3
2

3
7

)

y
5

 (
6

6
4

.3
6

6
3

)

y
6

 (
7

2
1

.3
8

7
5

)

y
7

 (
8

3
4

.4
7

1
3

) y
8

 (
9

2
1

.5
0

2
7

)

y
4

-N
H

3
 (

5
1

8
.3

0
0

7
)

y
5

-H
2

O
 (

6
4

6
.3

5
1

1
)

y
6

-H
2

O
 (

7
0

3
.3

7
7

2
)

y
8

-H
2

O
 (

9
0

3
.4

9
6

3
)

a
2

 (
1

7
3

.1
2

8
2

)

b
2

 (
2

0
1

.1
2

3
1

)
b
2

-H
2

O
 (

1
8

3
.1

1
2

5
)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1033.5808     Charge: 2     m/z: 517.79767
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Mass: 1089.6153     Charge: 3     m/z: 364.21239
Modified Peptide: _LKPEFDK(ac)R_     Score: 84.213     PEP: 0.0073903
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Modified Peptide: _IETGNFSWASEGISK(ac)K_     Score: 66.335     PEP: 7.7288E-06
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Mass: 1187.6034     Charge: 2     m/z: 594.80897
Modified Peptide: _NVK(ac)EEETVAK_     Score: 99.283     PEP: 8.8173E-05
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Mass: 790.43374     Charge: 2     m/z: 396.22415
Modified Peptide: _K(ac)FELGR_     Score: 143.97     PEP: 0.00015945
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Mass: 956.55425     Charge: 2     m/z: 479.2844
Modified Peptide: _DADK(ac)LIIK_     Score: 85.676     PEP: 0.002863



0 500 1000 1500

m/z

0

5000

10000

15000

20000

25000

30000

35000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
5

)

y
3

 (
3

4
7

.2
2

8
7

)

y
4

 (
4

7
6

.2
7

0
8

)

y
5

 (
5

4
7

.3
0

9
3

)

y
6

 (
7

1
7

.4
1

2
2

)

y
7

 (
8

3
0

.4
9

6
9

)

y
8

 (
9

2
9

.5
7

3
2

)

y
9

 (
1

0
2

6
.6

1
9

0
)

y
1

0
 (

1
1

1
3

.6
4

8
5

)

y
1

1
 (

1
2

2
7

.6
9

6
9

)

y
1

-N
H

3
 (

1
3

0
.0

8
7

1
)

y
6

(2
+

) 
(3

5
9

.2
0

9
5

) y
1

0
(2

+
) 

(5
5

7
.3

3
7

5
)

a
2

 (
2

4
9

.1
5

9
3

)
b
2

 (
2

7
7

.1
5

4
6

)

b
3

 (
3

9
0

.2
3

7
4

)

b
6

 (
7

0
4

.3
9

5
7

)
b
6

-H
2

O
 (

6
8

6
.3

9
0

5
)

b
6

-N
H

3
 (

6
8

7
.3

7
8

6
)

b
8

 (
9

0
0

.5
0

1
7

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1729.0026     Charge: 3     m/z: 577.34147
Modified Peptide: _LYLINSPVLK(ac)AESLK_     Score: 95.428     PEP: 3.5646E-11
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Mass: 1124.535     Charge: 2     m/z: 563.27476
Modified Peptide: _SDIAK(ac)YDGSK_     Score: 110.86     PEP: 4.5981E-05
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Mass: 2033.0371     Charge: 4     m/z: 509.26654
Modified Peptide: _FGWDTHGVPIEHIIDK(ac)K_     Score: 165.75     PEP: 8.749E-54
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Mass: 1848.8166     Charge: 2     m/z: 925.41559
Modified Peptide: _(ac)SESNAHFSFPK(ac)EEEK_     Score: 189.8     PEP: 1.7409E-46
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Mass: 1788.9523     Charge: 4     m/z: 448.24534
Modified Peptide: _PLDLAGK(ac)YIDHLQHK_     Score: 58.885     PEP: 8.5055E-05



0 200 400 600 800 1000 1200

m/z

0

10000

20000

30000

40000

50000

60000

70000

80000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
5

)

y
2

 (
3

2
2

.1
8

6
8

)

y
3

 (
5

0
0

.3
0

6
0

)

y
4

 (
6

0
1

.3
5

3
4

)

y
5

 (
6

5
8

.3
7

4
9

)

y
6

 (
7

8
6

.4
3

3
5

)

y
7

 (
8

5
7

.4
7

0
5

) y
8

 (
9

1
4

.4
9

1
7

)

y
9

 (
1

0
2

8
.5

4
3

7
)

y
1

0
 (

1
0

8
5

.5
4

5
8

)

y
3

-N
H

3
 (

4
8

3
.2

8
3

5
)

y
5

-H
2

O
 (

6
4

0
.3

6
1

6
)

y
6

-H
2

O
 (

7
6

8
.4

2
1

6
) y
6

-N
H

3
 (

7
6

9
.4

0
7

7
)

y
7

-H
2

O
 (

8
3

9
.4

5
9

3
)

y
7

-N
H

3
 (

8
4

0
.4

4
8

4
)

y
8

-H
2

O
 (

8
9

6
.4

8
1

9
)

y
8

-N
H

3
 (

8
9

7
.4

6
6

7
)

y
9

-N
H

3
 (

1
0

1
1

.5
0

4
6

)

y
1

0
-N

H
3

 (
1

0
6

8
.5

2
5

4
)

y
6

(2
+

) 
(3

9
3

.7
2

0
8

)

b
3

 (
3

0
1

.1
1

3
3

)
b
3

-H
2

O
 (

2
8

3
.1

0
3

1
)

b
4

 (
3

5
8

.1
3

5
0

)
b
4

-H
2

O
 (

3
4

0
.1

2
4

9
)

b
4

-N
H

3
 (

3
4

1
.1

0
6

6
)

b
5

 (
4

2
9

.1
7

0
7

)
b
5

-H
2

O
 (

4
1

1
.1

6
0

5
)

b
5

-N
H

3
 (

4
1

2
.1

4
4

8
)

a
cK

 (
1

4
3

.1
1

7
6

)

Mass: 1213.5931     Charge: 2     m/z: 607.80383
Modified Peptide: _(ac)SGNGAQGTK(ac)FR_     Score: 182.92     PEP: 3.2337E-23
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Mass: 1013.5869     Charge: 2     m/z: 507.80075
Modified Peptide: _NLLK(ac)TIDR_     Score: 68.371     PEP: 0.0063012
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Mass: 1050.5913     Charge: 2     m/z: 526.30293
Modified Peptide: _QK(ac)GIDSVVR_     Score: 91.636     PEP: 0.00083559
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Mass: 1142.6084     Charge: 3     m/z: 381.87675
Modified Peptide: _TK(ac)FLSPSGHK_     Score: 106.67     PEP: 0.00018758
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Mass: 1699.8642     Charge: 3     m/z: 567.62867
Modified Peptide: _TYAAEIAHNISAK(ac)NR_     Score: 118.33     PEP: 3.5429E-21
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Mass: 2118.1031     Charge: 3     m/z: 707.04164
Modified Peptide: _TFLVANVK(ac)DLETLTM(ox)HTK_     Score: 131.71     PEP: 1.1371E-37
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Mass: 1802.0062     Charge: 3     m/z: 601.67599
Modified Peptide: _FLSPSGHK(ac)TFLVANVK_     Score: 174.17     PEP: 1.3247E-47
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Mass: 1328.7551     Charge: 2     m/z: 665.38484
Modified Peptide: _GELSK(ac)ELLASLK_     Score: 68.809     PEP: 0.00054048
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Mass: 1491.85     Charge: 2     m/z: 746.9323
Modified Peptide: _TAVALDTILNQK(ac)R_     Score: 110.29     PEP: 3.8083E-13
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Mass: 1112.6554     Charge: 2     m/z: 557.33496
Modified Peptide: _VGSAAQVK(ac)ALK_     Score: 143.28     PEP: 1.9171E-08
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Mass: 1577.8788     Charge: 3     m/z: 526.96689
Modified Peptide: _LYVHSSIIDK(ac)FAK_     Score: 76.728     PEP: 4.0795E-05
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Mass: 996.58476     Charge: 2     m/z: 499.29966
Modified Peptide: _FAK(ac)LLAER_     Score: 94.85     PEP: 0.0020216
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Mass: 1513.8595     Charge: 3     m/z: 505.62712
Modified Peptide: _TVTSLDVVYALK(ac)R_     Score: 75.479     PEP: 4.1831E-05
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Mass: 1012.5665     Charge: 2     m/z: 507.29055
Modified Peptide: _GGK(ac)GLGK(ac)GGAK_     Score: 96.229     PEP: 6.7055E-05
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Mass: 926.52976     Charge: 2     m/z: 464.27216
Modified Peptide: _GLGK(ac)GGAK(ac)R_     Score: 99.442     PEP: 0.0014444
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Mass: 1012.5665     Charge: 2     m/z: 507.29055
Modified Peptide: _GGK(ac)GLGK(ac)GGAK_     Score: 96.229     PEP: 6.7055E-05
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Mass: 1071.6371     Charge: 2     m/z: 536.82585
Modified Peptide: _K(ac)QLASK(ac)AAR_     Score: 155.42     PEP: 5.8857E-09
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Mass: 1071.6371     Charge: 2     m/z: 536.82585
Modified Peptide: _K(ac)QLASK(ac)AAR_     Score: 155.42     PEP: 5.8857E-09
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Mass: 1142.6295     Charge: 2     m/z: 572.32205
Modified Peptide: _K(ac)SAPSTGGVK(ac)K_     Score: 158.04     PEP: 7.3972E-15
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Mass: 1142.6295     Charge: 2     m/z: 572.32205
Modified Peptide: _K(ac)SAPSTGGVK(ac)K_     Score: 158.04     PEP: 7.3972E-15
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Mass: 1431.8198     Charge: 2     m/z: 716.91718
Modified Peptide: _RFQK(ac)STELLIR_     Score: 283.35     PEP: 3.4559E-145
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Mass: 1244.6765     Charge: 2     m/z: 623.34552
Modified Peptide: _WTNAK(ac)LEITK_     Score: 84.309     PEP: 0.00028875
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Mass: 1213.619     Charge: 2     m/z: 607.81679
Modified Peptide: _ADAPIDK(ac)SIDK_     Score: 96.551     PEP: 1.1184E-05
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Mass: 2981.5233     Charge: 3     m/z: 994.84839
Modified Peptide: _GIDLTNVTLPDTPTYSK(ac)AASDAIPPASPK_     Score: 106.28     PEP: 2.6879E-33
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Mass: 1004.5906     Charge: 2     m/z: 503.30259
Modified Peptide: _K(ac)YALDIIK_     Score: 116.3     PEP: 5.8797E-05
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Mass: 1759.8781     Charge: 3     m/z: 587.63331
Modified Peptide: _YALDIIK(ac)ETHDSWK_     Score: 118.13     PEP: 5.2171E-17
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Mass: 1569.825     Charge: 2     m/z: 785.91978
Modified Peptide: _EETLNPIIQDTK(ac)K_     Score: 129.37     PEP: 8.8379E-18
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Modified Peptide: _VYIEK(ac)DGKPVSAFHDIPLYADK_     Score: 133.26     PEP: 8.0522E-45
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Mass: 2280.1426     Charge: 3     m/z: 761.05483
Modified Peptide: _IYK(ac)IPDGKPENQFAFSGEAK_     Score: 135.73     PEP: 6.0228E-44
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Mass: 1553.7838     Charge: 3     m/z: 518.93521
Modified Peptide: _ETHDSWK(ac)QLIAGK_     Score: 137.59     PEP: 6.6586E-18
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Mass: 1201.6132     Charge: 2     m/z: 601.81386
Modified Peptide: _YK(ac)VYFSTPR_     Score: 68.893     PEP: 0.0030937
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Mass: 1405.7709     Charge: 2     m/z: 703.89273
Modified Peptide: _EEM(ox)DLITK(ac)IIK_     Score: 71.153     PEP: 3.9417E-05
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Mass: 1132.6128     Charge: 2     m/z: 567.31369
Modified Peptide: _LK(ac)DIEFAQK_     Score: 84.054     PEP: 0.00088074
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Mass: 1751.0106     Charge: 3     m/z: 584.67749
Modified Peptide: _LQTISALPK(ac)IITTM(ox)R_     Score: 85.469     PEP: 2.3515E-09
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Mass: 1205.7223     Charge: 2     m/z: 603.86844
Modified Peptide: _IIK(ac)LLESGQR_     Score: 171.85     PEP: 3.6842E-15
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Mass: 2008.1357     Charge: 3     m/z: 670.38585
Modified Peptide: _QPVTLPTSLHIFK(ac)GLTSK_     Score: 95.814     PEP: 1.3554E-16
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Mass: 1063.5914     Charge: 2     m/z: 532.80296
Modified Peptide: _TFAK(ac)EVLSK_     Score: 102.95     PEP: 0.00012177
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Mass: 1409.7191     Charge: 2     m/z: 705.86682
Modified Peptide: _GLTSK(ac)GYWVTEK_     Score: 142.91     PEP: 9.5075E-15
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Mass: 1621.7948     Charge: 2     m/z: 811.90466
Modified Peptide: _VISESQNNDK(ac)TFAK_     Score: 188.09     PEP: 4.7998E-40
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Mass: 2019.1357     Charge: 3     m/z: 674.0525
Modified Peptide: _RGPLVVYAEDNGIVK(ac)ALR_     Score: 98.035     PEP: 2.3808E-16
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Mass: 1106.6307     Charge: 2     m/z: 554.32261
Modified Peptide: _VFAAEK(ac)LGSK_     Score: 104.79     PEP: 2.7379E-05
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Mass: 1308.6575     Charge: 3     m/z: 437.22644
Modified Peptide: _WNVK(ac)VNHNEK_     Score: 111.27     PEP: 4.7235E-05
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Mass: 1391.7449     Charge: 2     m/z: 696.87973
Modified Peptide: _LNPYAK(ac)VFAAEK_     Score: 118.88     PEP: 2.4339E-12



0 500 1000 1500

m/z

0

2000

4000

6000

8000

10000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
7

)

y
2

 (
2

6
8

.2
1

0
8

)

y
5

 (
5

8
3

.3
5

2
6

)

y
6

 (
7

2
0

.4
1

3
3

)

y
7

 (
7

9
1

.4
4

3
7

)

y
8

 (
8

4
8

.4
6

7
7

)

y
9

 (
9

4
7

.5
3

9
4

)

y
1

0
 (

1
0

1
8

.5
7

5
8

)

y
1

1
 (

1
1

9
6

.6
9

3
8

)

y
1

2
 (

1
3

0
9

.7
8

3
1

)

y
1

3
 (

1
3

8
0

.8
2

2
8

)

y
1

4
 (

1
4

5
1

.8
4

9
7

)

y
1

0
-H

2
O

 (
1

0
0

0
.5

6
3

5
)

y
1

3
-H

2
O

 (
1

3
6

2
.7

9
3

8
)

a
2

 (
1

7
3

.0
9

1
9

)
b
2

 (
2

0
1

.0
8

6
7

)
b
2

-H
2

O
 (

1
8

3
.0

7
6

0
)

b
3

 (
3

0
0

.1
5

4
4

)
b
3

-H
2

O
 (

2
8

2
.1

4
4

3
)

b
4

 (
3

7
1

.1
9

3
1

)
b
4

-H
2

O
 (

3
5

3
.1

8
0

4
)

b
5

 (
4

4
2

.2
2

9
4

)
b
5

-H
2

O
 (

4
2

4
.2

1
7

9
)

b
6

 (
5

5
5

.3
1

4
8

)

b
7

 (
7

3
3

.4
2

8
7

)

Mass: 1749.996     Charge: 2     m/z: 876.00527
Modified Peptide: _EAVAALK(ac)AVGAHSDLLK_     Score: 126.63     PEP: 1.8787E-34
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Mass: 1377.702     Charge: 2     m/z: 689.85827
Modified Peptide: _PAAVFTETLK(ac)HD_     Score: 127.37     PEP: 3.4066E-14



0 500 1000 1500 2000

m/z

0

50000

100000

150000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
4

)

y
2

 (
2

7
5

.1
7

1
0

)

y
3

 (
3

8
8

.2
5

4
4

)

y
4

 (
4

7
5

.2
8

3
5

)

y
5

 (
6

0
4

.3
2

9
8

)

y
6

 (
7

1
7

.4
1

3
9

)

y
7

 (
8

3
2

.4
3

9
5

)

y
8

 (
9

3
3

.4
8

7
4

)

y
9

 (
1

0
2

0
.5

1
9

7
)

y
1

0
 (

1
1

1
9

.5
8

7
1

)

y
1

1
 (

1
2

1
8

.6
5

5
3

)

y
1

2
 (

1
3

3
1

.7
4

8
4

)

y
1

3
 (

1
4

2
8

.7
9

4
2

)

y
1

4
 (

1
5

4
1

.8
8

2
0

)

y
1

6
 (

1
7

6
7

.9
6

1
1

)

y
2

-N
H

3
 (

2
5

8
.1

4
4

2
)

y
8

-H
2

O
 (

9
1

5
.4

8
8

2
)

y
9

-H
2

O
 (

1
0

0
2

.5
0

4
9

)

y
1

0
-H

2
O

 (
1

1
0

1
.5

8
1

9
)

y
1

3
-H

2
O

 (
1

4
1

0
.7

6
7

0
)

y
1

3
-N

H
3

 (
1

4
1

1
.7

8
8

9
)

a
2

 (
2

0
1

.1
2

2
9

)
b
2

 (
2

2
9

.1
1

8
1

)

b
3

 (
3

9
9

.2
2

3
2

)
b
3

-H
2

O
 (

3
8

1
.2

1
2

9
)

b
4

 (
5

1
2

.3
0

6
7

)

b
5

 (
6

0
9

.3
5

5
4

)

b
6

 (
7

3
8

.4
0

2
4

)
b
6

-H
2

O
 (

7
2

0
.4

0
2

9
)

b
7

 (
8

5
1

.4
8

5
1

)

b
8

 (
9

4
8

.5
4

1
8

)

b
9

 (
1

0
6

1
.6

2
3

6
)

b
1

0
 (

1
1

6
0

.6
9

1
5

)

b
8

(2
+

) 
(4

7
4

.7
7

2
9

)

a
cK

* 
(1

2
6

.0
9

0
9

)

Mass: 2278.2672     Charge: 3     m/z: 760.42967
Modified Peptide: _VEK(ac)IPEIPLVVSTDLESIQK_     Score: 131.56     PEP: 6.1844E-44



0 200 400 600 800 1000 1200 1400

m/z

0

20000

40000

60000

80000

100000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
8

)

y
2

 (
3

6
1

.1
9

7
5

)

y
3

 (
4

6
2

.2
4

6
7

)

y
4

 (
6

4
0

.3
5

9
9

)

y
5

 (
7

4
1

.4
0

7
6

)

y
6

 (
8

3
8

.4
6

3
5

)

y
7

 (
9

0
9

.5
0

0
9

)

y
8

 (
1

0
5

6
.5

6
7

2
)

y
3

-N
H

3
 (

4
4

5
.2

2
2

2
)

y
6

-H
2

O
 (

8
2

0
.4

5
9

0
)

y
6

-N
H

3
 (

8
2

1
.4

4
3

1
)

a
2

 (
2

6
7

.1
1

5
2

)

b
2

 (
2

9
5

.1
1

0
0

)

b
3

 (
3

6
6

.1
4

7
1

)

Mass: 1202.5998     Charge: 2     m/z: 602.30716
Modified Peptide: _M(ox)FAPTK(ac)TWR_     Score: 125.56     PEP: 0.00013607
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Mass: 1391.8136     Charge: 3     m/z: 464.94516
Modified Peptide: _AVGAHSDLLK(ac)VLK_     Score: 151.78     PEP: 3.4803E-20
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Mass: 911.55525     Charge: 2     m/z: 456.7849
Modified Peptide: _NK(ac)QVLLR_     Score: 163.84     PEP: 4.201E-09
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Mass: 1324.7503     Charge: 3     m/z: 442.59072
Modified Peptide: _ILLFK(ac)ELDHR_     Score: 118.4     PEP: 7.9769E-05
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Mass: 1478.767     Charge: 3     m/z: 493.92962
Modified Peptide: _AYLHYIPK(ac)YNR_     Score: 107.24     PEP: 5.1781E-07
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Mass: 1247.7209     Charge: 2     m/z: 624.86771
Modified Peptide: _FNVVK(ac)VSAAAGK_     Score: 107.39     PEP: 1.425E-09
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Mass: 1625.8649     Charge: 3     m/z: 542.96225
Modified Peptide: _AFQK(ac)QPHIFNNPK_     Score: 114.76     PEP: 2.2969E-15
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Mass: 1265.6503     Charge: 2     m/z: 633.83244
Modified Peptide: _TAIEGSYIDK(ac)K_     Score: 116.54     PEP: 1.1167E-07
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Mass: 1224.6291     Charge: 2     m/z: 613.32185
Modified Peptide: _WYK(ac)NAGLGFK_     Score: 117.31     PEP: 7.3337E-05
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Mass: 2261.2405     Charge: 3     m/z: 754.75412
Modified Peptide: _VQVGDIVTVGQCRPISK(ac)TVR_     Score: 120.31     PEP: 7.2874E-33
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Mass: 1073.5869     Charge: 2     m/z: 537.80075
Modified Peptide: _NAGLGFK(ac)TPK_     Score: 141.91     PEP: 2.8967E-06
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Mass: 1559.7468     Charge: 2     m/z: 780.88065
Modified Peptide: _GK(ac)WTAEEEQELAK_     Score: 78.814     PEP: 1.226E-05
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Mass: 2440.2057     Charge: 3     m/z: 814.40916
Modified Peptide: _NYM(ox)EVLPK(ac)VISQDTQPHQQK_     Score: 81.807     PEP: 2.8596E-12
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Mass: 3510.7128     Charge: 5     m/z: 703.14983
Modified Peptide: _NANQESVEEAVLK(ac)YVGVGLDHQNHDPQLHTK_     Score: 149.57     PEP: 2.7704E-71
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Mass: 1102.6386     Charge: 2     m/z: 552.3266
Modified Peptide: _ILK(ac)LFGNEK_     Score: 153.05     PEP: 3.8893E-09
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Mass: 1651.8682     Charge: 3     m/z: 551.63001
Modified Peptide: _WK(ac)DGNSLSLIVNHK_     Score: 68.171     PEP: 2.1375E-05
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Mass: 1194.6579     Charge: 2     m/z: 598.33624
Modified Peptide: _VGSNK(ac)YTQLK_     Score: 103.08     PEP: 2.2126E-05
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Mass: 1619.8564     Charge: 3     m/z: 540.9594
Modified Peptide: _SIEDVFHLM(ox)K(ac)ISK_     Score: 46.481     PEP: 0.0010347
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Mass: 1119.6176     Charge: 2     m/z: 560.81606
Modified Peptide: _K(ac)FIDLVESK_     Score: 63.408     PEP: 0.0044054
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Mass: 1000.5553     Charge: 2     m/z: 501.28493
Modified Peptide: _ISK(ac)IVDER_     Score: 95.573     PEP: 0.0018706
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Mass: 1271.7209     Charge: 3     m/z: 424.91423
Modified Peptide: _LLK(ac)DGLHQYK_     Score: 104.22     PEP: 2.5619E-05
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Mass: 1337.6859     Charge: 2     m/z: 669.85024
Modified Peptide: _FYK(ac)LYSTNPR_     Score: 148.56     PEP: 5.4663E-07
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Mass: 1232.6412     Charge: 2     m/z: 617.32789
Modified Peptide: _AFDLFK(ac)YSGK_     Score: 57.019     PEP: 0.0031771
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Mass: 1664.8592     Charge: 2     m/z: 833.43688
Modified Peptide: _GK(ac)AVSTVFDQDELAK_     Score: 173.44     PEP: 8.3549E-36
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Mass: 1972.9854     Charge: 3     m/z: 658.66908
Modified Peptide: _LPTPEGSTFSDTGNK(ac)RPK_     Score: 95.767     PEP: 3.5099E-16
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Mass: 1805.8948     Charge: 3     m/z: 602.97221
Modified Peptide: _NYTEHSTPFLNK(ac)VSK_     Score: 117.2     PEP: 4.0397E-21
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Mass: 1370.7293     Charge: 2     m/z: 686.37193
Modified Peptide: _LTSVIPEGEK(ac)EK_     Score: 127.17     PEP: 3.4404E-14
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Mass: 1290.6667     Charge: 2     m/z: 646.34063
Modified Peptide: _VSEK(ac)DSSK(ac)TVK_     Score: 130.01     PEP: 2.3822E-06
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Mass: 1290.6667     Charge: 2     m/z: 646.34063
Modified Peptide: _VSEK(ac)DSSK(ac)TVK_     Score: 130.01     PEP: 2.3822E-06
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Mass: 2028.0458     Charge: 3     m/z: 677.02256
Modified Peptide: _TASSTVTVHENVNK(ac)NEIK_     Score: 174.23     PEP: 4.1155E-60
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Mass: 1781.8917     Charge: 3     m/z: 594.97116
Modified Peptide: _K(ac)GLNMGAHMLAK(ac)ENGK_     Score: 195.15     PEP: 2.7924E-61



0 500 1000 1500 2000

m/z

0

20000

40000

60000

80000

100000

120000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
7

)

y
2

 (
2

0
4

.1
3

4
2

)

y
3

 (
3

1
8

.1
7

6
9

)

y
4

 (
4

4
7

.2
1

8
0

)

y
5

 (
6

1
7

.3
2

3
0

) y
6

 (
6

8
8

.3
6

1
0

)

y
7

 (
8

0
1

.4
4

7
2

)

y
8

 (
9

3
2

.4
8

5
2

)

y
9

 (
1

0
6

9
.5

4
8

9
)

y
1

1
 (

1
1

9
7

.6
0

3
0

)

y
1

2
 (

1
3

2
8

.6
4

4
2

)

y
1

3
 (

1
4

4
2

.6
8

6
7

)

y
1

4
 (

1
5

5
5

.7
7

0
8

)

y
1

5
 (

1
6

1
2

.7
9

4
1

)

y
3

-N
H

3
 (

3
0

1
.1

4
7

2
)

y
8

-N
H

3
 (

9
1

5
.4

5
7

6
)

y
1

3
-N

H
3

 (
1

4
2

5
.6

6
7

3
)

y
1

5
-N

H
3

 (
1

5
9

5
.7

6
9

9
)

a
2

 (
2

0
0

.1
3

9
5

)
b
2

 (
2

2
8

.1
3

4
1

)

b
3

 (
3

4
1

.2
1

7
7

)

b
4

 (
4

5
5

.2
6

3
1

)

b
5

 (
5

8
6

.3
0

7
5

)

b
7

 (
7

1
4

.3
6

3
8

)
b
7

-N
H

3
 (

6
9

7
.3

3
8

7
)

b
8

 (
8

5
1

.4
1

9
1

)

b
1

0
 (

1
0

9
5

.5
4

4
5

)

b
1

1
 (

1
1

6
6

.5
8

3
3

)

b
9

(2
+

) 
(4

9
1

.7
3

2
2

)

b
1

1
(2

+
) 

(5
8

3
.7

8
5

9
)

a
cK

* 
(1

2
6

.0
9

1
3

)
a
cK

 (
1

4
3

.1
1

7
8

)
a
cK

* 
(1

2
6

.0
9

1
3

)
a
cK

 (
1

4
3

.1
1

7
8

)

Mass: 1781.8917     Charge: 3     m/z: 594.97116
Modified Peptide: _K(ac)GLNMGAHMLAK(ac)ENGK_     Score: 195.15     PEP: 2.7924E-61
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Mass: 2144.8874     Charge: 3     m/z: 715.96975
Modified Peptide: _NEEQDM(ox)VEESSK(ac)TEDSSK_     Score: 253.71     PEP: 6.7338E-125
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Mass: 1214.6507     Charge: 2     m/z: 608.33261
Modified Peptide: _IAK(ac)ELSDLER_     Score: 78.692     PEP: 0.000345
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Mass: 1356.6877     Charge: 3     m/z: 453.23652
Modified Peptide: _TDRPK(ac)YEATAR_     Score: 105.65     PEP: 1.5667E-06
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Mass: 1670.8719     Charge: 3     m/z: 557.96458
Modified Peptide: _QITIGEAATEK(ac)GFTR_     Score: 52.823     PEP: 0.00036471



0 200 400 600 800 1000 1200 1400

m/z

0

10000

20000

30000

40000

In
te

n
si

ty

y
2

 (
2

7
6

.1
5

5
8

)

y
3

 (
4

4
6

.2
6

1
1

)

y
4

 (
5

4
5

.3
2

7
9

) y
5

 (
6

3
2

.3
6

6
1

)

y
6

 (
7

4
7

.3
9

6
9

)

y
7

 (
8

9
4

.4
6

2
3

)

y
8

 (
1

0
0

9
.4

8
9

0
)

y
1

1
 (

1
2

8
0

.6
2

1
4

)

y
2

-H
2

O
 (

2
5

8
.1

4
5

3
)

a
2

 (
1

8
5

.1
6

5
2

)
b
2

 (
2

1
3

.1
6

0
3

)

b
4

 (
3

8
5

.2
0

6
4

)

b
6

(2
+

) 
(3

0
0

.1
5

4
7

)

a
cK

* 
(1

2
6

.0
9

1
5

)

Mass: 1491.7457     Charge: 2     m/z: 746.88012
Modified Peptide: _LVGDVDFDSVK(ac)EK_     Score: 62.162     PEP: 0.00052226
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Mass: 1392.7613     Charge: 3     m/z: 465.26104
Modified Peptide: _LLEEAHVK(ac)LDGK_     Score: 101.53     PEP: 5.6597E-09
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Mass: 1486.7966     Charge: 2     m/z: 744.40559
Modified Peptide: _K(ac)QGFGNLPICIAK_     Score: 103.75     PEP: 9.5178E-13
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Mass: 1079.5127     Charge: 2     m/z: 540.76364
Modified Peptide: _NDSTFYK(ac)R_     Score: 131.06     PEP: 3.4938E-05
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Mass: 1890.095     Charge: 3     m/z: 631.03893
Modified Peptide: _SSSPIIK(ac)PDWIIVIHK_     Score: 44.294     PEP: 0.0021089



0 200 400 600 800 1000 1200

m/z

0

10000

20000

30000

40000

50000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
9

)

y
2

 (
3

5
3

.2
3

8
0

)

y
3

 (
5

0
0

.3
0

7
0

)

y
4

 (
6

1
3

.3
9

0
9

)

y
5

 (
7

0
0

.4
2

3
1

)

y
6

 (
7

7
1

.4
5

9
8

)

y
7

 (
9

0
0

.5
0

3
0

)

y
8

 (
1

0
2

9
.5

4
6

7
)

y
2

-N
H

3
 (

3
3

6
.2

1
2

1
)

y
3

-N
H

3
 (

4
8

3
.2

7
9

1
)

y
6

-N
H

3
 (

7
5

4
.4

4
0

7
)

y
7

-H
2

O
 (

8
8

2
.4

9
1

4
)

y
8

-H
2

O
 (

1
0

1
1

.5
3

5
5

)

a
2

 (
2

4
9

.1
2

3
2

)

b
2

 (
2

7
7

.1
1

8
3

)

b
3

 (
4

0
6

.1
6

1
4

)

Mass: 1175.6066     Charge: 2     m/z: 588.81059
Modified Peptide: _FEEASLFK(ac)R_     Score: 154.84     PEP: 2.2419E-09
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Mass: 1707.8308     Charge: 3     m/z: 570.2842
Modified Peptide: _RYESEK(ac)ELYNATR_     Score: 138.55     PEP: 1.556E-17
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Mass: 1105.588     Charge: 2     m/z: 553.80128
Modified Peptide: _SGNYQVLK(ac)R_     Score: 145.84     PEP: 3.1437E-06
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Mass: 1962.0058     Charge: 2     m/z: 982.01019
Modified Peptide: _SLDGK(ac)LIYPEATGISSNR_     Score: 160.43     PEP: 2.9019E-54
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Mass: 930.51747     Charge: 2     m/z: 466.26601
Modified Peptide: _EIK(ac)PFQK_     Score: 117.17     PEP: 0.0083947
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Mass: 1453.8264     Charge: 2     m/z: 727.92048
Modified Peptide: _IHLFGK(ac)PATGDLK_     Score: 83.729     PEP: 4.4721E-06
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Mass: 1762.9366     Charge: 3     m/z: 588.65282
Modified Peptide: _SALEHNEVK(ac)IHLFGK_     Score: 220.61     PEP: 9.8461E-67
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Mass: 1318.6558     Charge: 2     m/z: 660.33515
Modified Peptide: _YGYQGTK(ac)YVAK_     Score: 145.55     PEP: 1.2784E-08
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Mass: 2512.2769     Charge: 3     m/z: 838.43291
Modified Peptide: _LNSPNSNINK(ac)LVNTATSIEENAK_     Score: 261.26     PEP: 4.7631E-186
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Mass: 973.54151     Charge: 2     m/z: 487.77803
Modified Peptide: _ADDVK(ac)QLK_     Score: 66.621     PEP: 0.0069605



0 200 400 600 800 1000 1200 1400

m/z

0

50000

100000

150000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
7

)

y
2

 (
2

6
2

.1
3

9
4

)

y
3

 (
3

7
5

.2
2

3
5

)

y
4

 (
4

7
4

.2
9

1
5

)

y
5

 (
6

6
0

.3
6

9
9

) y
6

 (
7

3
1

.4
0

8
2

)

y
7

 (
8

9
4

.4
7

0
5

)

y
8

 (
1

0
6

4
.5

8
1

6
)

y
1

-N
H

3
 (

1
3

0
.0

8
6

0
)

y
2

-H
2

O
 (

2
4

4
.1

2
9

5
)

y
8

-H
2

O
 (

1
0

4
6

.5
8

2
1

)

b
4

 (
4

6
2

.2
3

6
1

)
b
4

-H
2

O
 (

4
4

4
.2

2
3

7
)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1354.6921     Charge: 2     m/z: 678.35335
Modified Peptide: _GSFK(ac)YAWVLDK_     Score: 64.121     PEP: 0.00071527
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Mass: 2487.3295     Charge: 3     m/z: 830.1171
Modified Peptide: _VETGVIK(ac)PGM(ox)VVTFAPAGVTTEVK_     Score: 75.524     PEP: 1.431E-10
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Mass: 1176.6543     Charge: 2     m/z: 589.33442
Modified Peptide: _YAWVLDK(ac)LK_     Score: 82.749     PEP: 0.00088154
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Mass: 1689.9152     Charge: 3     m/z: 564.31235
Modified Peptide: _ETSNFIKK(ac)VGYNPK_     Score: 86.291     PEP: 7.418E-07
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Mass: 1162.587     Charge: 2     m/z: 582.30078
Modified Peptide: _FEK(ac)EAAELGK_     Score: 89.403     PEP: 0.0002553
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Mass: 1665.8726     Charge: 3     m/z: 556.29815
Modified Peptide: _ETSNFIK(ac)KVGYNPK_     Score: 88.087     PEP: 4.6E-07
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Mass: 1791.8825     Charge: 3     m/z: 598.30145
Modified Peptide: _STTTGHLIYK(ac)CGGIDK_     Score: 129.62     PEP: 6.9576E-31
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Mass: 2376.1374     Charge: 3     m/z: 793.05307
Modified Peptide: _FVPSK(ac)PM(ox)CVEAFSEYPPLGR_     Score: 134.29     PEP: 9.1946E-45
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Mass: 1375.7682     Charge: 2     m/z: 688.89138
Modified Peptide: _SGDAALVK(ac)FVPSK_     Score: 142.97     PEP: 3.7468E-18
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Mass: 1623.8508     Charge: 2     m/z: 812.93269
Modified Peptide: _FQEIVK(ac)ETSNFIK_     Score: 151.74     PEP: 3.4959E-20
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Mass: 1189.6707     Charge: 2     m/z: 595.84261
Modified Peptide: _FLK(ac)SGDAALVK_     Score: 151.98     PEP: 3.2359E-11
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0 200 400 600 800 1000 1200

m/z

0

10000

20000

30000

40000

50000

60000

70000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
6

)

y
2

 (
2

7
6

.1
5

4
7

)

y
3

 (
4

2
3

.2
2

3
0

)

y
4

 (
5

9
3

.3
2

8
3

)

y
5

 (
7

2
2

.3
7

0
6

)

y
6

 (
8

3
5

.4
6

1
7

)

y
7

 (
9

3
6

.5
0

1
1

)

y
1

-N
H

3
 (

1
3

0
.0

8
5

9
)

y
2

-H
2

O
 (

2
5

8
.1

4
3

8
)

y
4

-H
2

O
 (

5
7

5
.3

1
6

6
)

y
4

-N
H

3
 (

5
7

6
.3

0
5

2
)

y
5

-H
2

O
 (

7
0

4
.3

6
1

4
)

y
6

-H
2

O
 (

8
1

7
.4

5
6

0
)

y
7

-H
2

O
 (

9
1

8
.5

0
1

9
)

b
3

 (
3

7
1

.2
3

9
8

)
b
3

-N
H

3
 (

3
5

4
.2

0
9

9
)

b
4

 (
5

0
0

.2
8

1
6

)
b
4

-N
H

3
 (

4
8

3
.2

5
3

5
)

b
5

 (
6

7
0

.3
8

7
2

)
b
5

-H
2

O
 (

6
5

2
.3

7
8

6
)

b
5

-N
H

3
 (

6
5

3
.3

5
9

1
)

b
6

 (
8

1
7

.4
5

6
0

)
b
6

-N
H

3
 (

8
0

0
.4

3
0

2
)

b
7

 (
9

4
6

.4
9

6
1

)
b
7

-N
H

3
 (

9
2

9
.4

7
4

5
)

a
cK

* 
(1

2
6

.0
9

1
0

)
a
cK

 (
1

4
3

.1
1

7
4

)

Mass: 1091.5975     Charge: 2     m/z: 546.80603
Modified Peptide: _RTIEK(ac)FEK_     Score: 176.33     PEP: 9.9613E-15
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Mass: 2023.1466     Charge: 2     m/z: 1012.5806
Modified Peptide: _LPLQDVYK(ac)IGGIGTVPVGR_     Score: 185.55     PEP: 1.7188E-73
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Mass: 2404.2962     Charge: 4     m/z: 602.08132
Modified Peptide: _TLLEAIDAIEQPSRPTDK(ac)PLR_     Score: 185.55     PEP: 2.2446E-87
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Mass: 1309.5609     Charge: 2     m/z: 655.78771
Modified Peptide: _M(ox)DSVK(ac)WDESR_     Score: 187.16     PEP: 1.0855E-72
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Mass: 1295.7238     Charge: 2     m/z: 648.86916
Modified Peptide: _KLEDHPK(ac)FLK_     Score: 206.36     PEP: 2.8363E-36
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Mass: 1483.7511     Charge: 2     m/z: 742.8828
Modified Peptide: _FDELLEK(ac)NDRR_     Score: 231.17     PEP: 7.6457E-63
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Mass: 997.61718     Charge: 2     m/z: 499.81587
Modified Peptide: _K(ac)LVNLLEK_     Score: 76.1     PEP: 0.0028001
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Mass: 1273.7617     Charge: 2     m/z: 637.88811
Modified Peptide: _LVNLLEK(ac)YPK_     Score: 97.456     PEP: 0.00012271
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Mass: 1047.5601     Charge: 2     m/z: 524.78731
Modified Peptide: _FNEIK(ac)DIK_     Score: 85.862     PEP: 0.0028617
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Mass: 1119.5924     Charge: 2     m/z: 560.80349
Modified Peptide: _DLK(ac)TGEIFR_     Score: 89.029     PEP: 0.00087771
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Mass: 1305.69     Charge: 3     m/z: 436.23726
Modified Peptide: _SAYDLTVHSK(ac)K_     Score: 100.93     PEP: 2.8227E-06
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Mass: 2292.1689     Charge: 3     m/z: 765.06357
Modified Peptide: _DVQEAGSTEPIVK(ac)TVGEAVASR_     Score: 102.6     PEP: 1.0608E-20
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Mass: 1234.7125     Charge: 2     m/z: 618.36352
Modified Peptide: _GSVENVIK(ac)AIR_     Score: 165.63     PEP: 5.0577E-16
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Mass: 1249.6343     Charge: 2     m/z: 625.82442
Modified Peptide: _EVNWEK(ac)LYK_     Score: 64.841     PEP: 0.0051277
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Mass: 1954.1251     Charge: 3     m/z: 652.38233
Modified Peptide: _IIVGVDRLDYIK(ac)GVPQK_     Score: 68.481     PEP: 1.3809E-06
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Mass: 1175.655     Charge: 2     m/z: 588.83479
Modified Peptide: _IQQLK(ac)ETFK_     Score: 138.66     PEP: 2.2507E-06
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Mass: 1003.5702     Charge: 2     m/z: 502.79239
Modified Peptide: _ELFAINK(ac)K_     Score: 98.009     PEP: 0.00098429
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Mass: 1919.9377     Charge: 3     m/z: 640.98652
Modified Peptide: _DHGDVSNQLYAK(ac)YAIGK_     Score: 124.25     PEP: 3.246E-28
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Mass: 1285.6779     Charge: 2     m/z: 643.84622
Modified Peptide: _AVEQGFNVK(ac)PR_     Score: 145.89     PEP: 1.1852E-08
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Mass: 1454.8468     Charge: 3     m/z: 485.95621
Modified Peptide: _TVLHK(ac)FTVDLPK_     Score: 110.29     PEP: 8.5527E-10
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Mass: 1092.6383     Charge: 2     m/z: 547.3264
Modified Peptide: _LVQSLEK(ac)AR_     Score: 119.68     PEP: 0.00048789
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Mass: 2001.0895     Charge: 3     m/z: 668.03711
Modified Peptide: _IPALGLGTANPHEK(ac)LAETK_     Score: 49.655     PEP: 0.0014117
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Mass: 1513.7988     Charge: 2     m/z: 757.90667
Modified Peptide: _GISGLVK(ac)TPVDDSGK_     Score: 150.05     PEP: 5.925E-31
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Mass: 1632.826     Charge: 3     m/z: 545.28261
Modified Peptide: _VFDSK(ac)LQEHGLYR_     Score: 128.68     PEP: 1.2701E-17
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Mass: 1224.6503     Charge: 2     m/z: 613.33241
Modified Peptide: _TSK(ac)AFFQLNK_     Score: 110.38     PEP: 4.5379E-06
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Mass: 1353.6565     Charge: 2     m/z: 677.83552
Modified Peptide: _FFGLSK(ac)EDDVR_     Score: 113.22     PEP: 1.2028E-07
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Mass: 867.48544     Charge: 2     m/z: 434.75
Modified Peptide: _K(ac)FFGLSK_     Score: 119.41     PEP: 0.0063104
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Mass: 1415.7686     Charge: 2     m/z: 708.89159
Modified Peptide: _LLLTK(ac)NVSCYR_     Score: 135.66     PEP: 1.2943E-07
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Mass: 1341.69     Charge: 2     m/z: 671.85226
Modified Peptide: _GYVFK(ac)ISGGNDK_     Score: 137.4     PEP: 1.7064E-14
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Mass: 1966.0822     Charge: 3     m/z: 656.36802
Modified Peptide: _HIAVGK(ac)QIVNIPSFM(ox)VR_     Score: 95.347     PEP: 2.3966E-16
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Mass: 1229.6993     Charge: 3     m/z: 410.90704
Modified Peptide: _LGLAK(ac)SVHHAR_     Score: 101.93     PEP: 2.2492E-06
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Mass: 1103.659     Charge: 2     m/z: 552.8368
Modified Peptide: _K(ac)LDYVLALK_     Score: 107.83     PEP: 0.00018403
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Mass: 1031.5834     Charge: 2     m/z: 516.79896
Modified Peptide: _VGVLSEDK(ac)K_     Score: 111.61     PEP: 0.00025839
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Mass: 1620.7987     Charge: 3     m/z: 541.27352
Modified Peptide: _TYSTPK(ac)RPYESSR_     Score: 117.07     PEP: 4.7486E-15
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Mass: 1132.6604     Charge: 2     m/z: 567.3375
Modified Peptide: _ISFQLSK(ac)IR_     Score: 126.31     PEP: 0.0005506
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Mass: 1232.626     Charge: 2     m/z: 617.32026
Modified Peptide: _TYSK(ac)TYSTPK_     Score: 102.4     PEP: 2.9213E-05
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Mass: 1133.6416     Charge: 2     m/z: 567.82805
Modified Peptide: _LAGEFGLK(ac)NK_     Score: 147.75     PEP: 8.306E-07
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Mass: 1402.8184     Charge: 2     m/z: 702.41648
Modified Peptide: _LQTQVYK(ac)LGLAK_     Score: 151.55     PEP: 8.939E-17
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Mass: 2396.1873     Charge: 4     m/z: 600.0541
Modified Peptide: _LDSEK(ac)HIDFAPTSPFGGARPGR_     Score: 150.58     PEP: 1.681E-70
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Mass: 1265.6198     Charge: 2     m/z: 633.81716
Modified Peptide: _GM(ox)PHK(ac)FYQGK_     Score: 119.68     PEP: 2.1854E-05
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Mass: 1644.8512     Charge: 2     m/z: 823.43286
Modified Peptide: _FYQGK(ac)TGVVYNVTK_     Score: 126.48     PEP: 5.3218E-21
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Mass: 1522.8381     Charge: 2     m/z: 762.42632
Modified Peptide: _SSVGVIINK(ac)MVGNR_     Score: 142.91     PEP: 4.0959E-22
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Mass: 868.57459     Charge: 2     m/z: 435.29457
Modified Peptide: _VLAK(ac)VIGK_     Score: 72.485     PEP: 0.0050099
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Mass: 1921.9716     Charge: 3     m/z: 641.66448
Modified Peptide: _DEEQVK(ac)AEGATGGLVPHK_     Score: 127.5     PEP: 7.4576E-37
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Mass: 2417.1942     Charge: 3     m/z: 806.73867
Modified Peptide: _PM(ox)YVDGVNVAPEVDSVLK(ac)HM(ox)K_     Score: 111.66     PEP: 4.3199E-26
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Mass: 1153.5404     Charge: 2     m/z: 577.77747
Modified Peptide: _SGEWK(ac)GYTGK_     Score: 136.94     PEP: 1.8085E-05
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Mass: 1806.7843     Charge: 3     m/z: 603.2687
Modified Peptide: _DAM(ox)FK(ac)GEHINSTEDR_     Score: 139.58     PEP: 3.0369E-30
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Mass: 2579.2616     Charge: 4     m/z: 645.82267
Modified Peptide: _TGNDPSHIAK(ac)HFAALSTNETEVAK_     Score: 146.06     PEP: 8.1444E-60
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Mass: 1871.9501     Charge: 3     m/z: 624.99064
Modified Peptide: _NWFLSK(ac)TGNDPSHIAK_     Score: 160.48     PEP: 4.4514E-41
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Mass: 1525.8504     Charge: 3     m/z: 509.62409
Modified Peptide: _LATELPAWSK(ac)LQK_     Score: 162.49     PEP: 3.9111E-24
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Mass: 1393.7453     Charge: 2     m/z: 697.87992
Modified Peptide: _IYESQGK(ac)TLSVK_     Score: 162.6     PEP: 9.6773E-21
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Mass: 1331.6292     Charge: 2     m/z: 666.82189
Modified Peptide: _HMK(ac)EFSEQVR_     Score: 169.52     PEP: 1.06E-17
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Mass: 1248.6714     Charge: 2     m/z: 625.34298
Modified Peptide: _TLSVK(ac)QEFQK_     Score: 171.85     PEP: 3.6842E-15
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Mass: 1234.6558     Charge: 2     m/z: 618.33515
Modified Peptide: _LQK(ac)IYESQGK_     Score: 208.6     PEP: 2.2964E-37
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Mass: 1428.6885     Charge: 2     m/z: 715.35153
Modified Peptide: _LNK(ac)TFTNYDGSK_     Score: 211.26     PEP: 5.9007E-55
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Mass: 1724.8733     Charge: 2     m/z: 863.44395
Modified Peptide: _TGK(ac)FPEQSSIPPNPGK_     Score: 105.39     PEP: 5.5358E-18
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Mass: 1925.9727     Charge: 3     m/z: 642.99817
Modified Peptide: _VNIEK(ac)SVFDHQEYLR_     Score: 55.885     PEP: 0.00011381
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Mass: 1423.8046     Charge: 2     m/z: 712.90958
Modified Peptide: _TSK(ac)AYQLFALPK_     Score: 67.456     PEP: 0.00060912
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Mass: 2398.1427     Charge: 3     m/z: 800.38817
Modified Peptide: _TPCAFSK(ac)EHVSGGSSAGSASVVAR_     Score: 91.128     PEP: 1.1985E-20
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Mass: 1674.9297     Charge: 3     m/z: 559.31717
Modified Peptide: _ENLLHQFQILK(ac)SR_     Score: 107.37     PEP: 8.7996E-13
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Mass: 1164.6139     Charge: 2     m/z: 583.31422
Modified Peptide: _GSSSFAAK(ac)QLK_     Score: 60.691     PEP: 0.0012419
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Mass: 2492.2006     Charge: 3     m/z: 831.7408
Modified Peptide: _FNK(ac)NTVELYQHSPSPVM(ox)TTNK_     Score: 96.718     PEP: 6.3376E-08
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Mass: 2011.8794     Charge: 3     m/z: 671.63374
Modified Peptide: _THYM(ox)SGGTQK(ac)CQM(ox)VFR_     Score: 80.706     PEP: 2.0494E-10
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Mass: 2061.067     Charge: 3     m/z: 688.02962
Modified Peptide: _ELEDFAFPDTPTIVK(ac)AVK_     Score: 90.714     PEP: 2.8172E-12
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Mass: 928.53418     Charge: 2     m/z: 465.27437
Modified Peptide: _VSK(ac)GLLDR_     Score: 112.8     PEP: 0.0001274
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Mass: 1397.7758     Charge: 2     m/z: 699.89518
Modified Peptide: _K(ac)YGVSAEVINLR_     Score: 139.78     PEP: 9.8284E-15
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Mass: 1725.0036     Charge: 2     m/z: 863.50909
Modified Peptide: _SIRPLDTEAIIK(ac)TVK_     Score: 142.45     PEP: 2.3062E-29
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Mass: 1252.7474     Charge: 2     m/z: 627.38099
Modified Peptide: _NLGK(ac)PVQLAQK_     Score: 61.958     PEP: 0.0010473
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Mass: 1514.8527     Charge: 2     m/z: 758.43361
Modified Peptide: _LAENLK(ac)TLEPTTK_     Score: 43.813     PEP: 0.0050639
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Mass: 1887.0073     Charge: 3     m/z: 630.0097
Modified Peptide: _QK(ac)HSITLIPSENFTSK_     Score: 63.691     PEP: 3.5045E-05
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Mass: 1189.6231     Charge: 2     m/z: 595.8188
Modified Peptide: _EIPYELEK(ac)K_     Score: 98.249     PEP: 0.00029716
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Mass: 1293.702     Charge: 2     m/z: 647.85827
Modified Peptide: _TLEPTTK(ac)LDAR_     Score: 122.51     PEP: 3.4344E-07
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Mass: 1228.6907     Charge: 2     m/z: 615.35262
Modified Peptide: _TDISK(ac)VTFLR_     Score: 57.019     PEP: 0.0031771
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Mass: 1179.6037     Charge: 3     m/z: 394.2085
Modified Peptide: _TDK(ac)WQHPVK_     Score: 78.113     PEP: 0.0011128
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Mass: 1179.5772     Charge: 2     m/z: 590.79586
Modified Peptide: _VEGTFNK(ac)TDK_     Score: 125.74     PEP: 0.000123
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Mass: 1229.6587     Charge: 2     m/z: 615.83661
Modified Peptide: _EQNVAK(ac)ELNK_     Score: 83.775     PEP: 0.00029226
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Mass: 1391.7521     Charge: 3     m/z: 464.92465
Modified Peptide: _HNEK(ac)QIALIER_     Score: 80.522     PEP: 2.8042E-05
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Mass: 1911.9524     Charge: 4     m/z: 478.99538
Modified Peptide: _PHIPYFM(ox)K(ac)PHVESEK_     Score: 87.566     PEP: 1.4652E-09
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Mass: 1512.8635     Charge: 3     m/z: 505.29511
Modified Peptide: _HTVATVGVPYK(ac)VGK_     Score: 88.163     PEP: 1.7421E-07
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Mass: 1283.6582     Charge: 2     m/z: 642.83638
Modified Peptide: _NNVNNGK(ac)VLDR_     Score: 88.187     PEP: 2.2458E-05
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Mass: 1350.6779     Charge: 3     m/z: 451.23326
Modified Peptide: _PHVESEK(ac)LQDK_     Score: 108.9     PEP: 1.149E-05
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Mass: 2432.27     Charge: 4     m/z: 609.07477
Modified Peptide: _EGLHGTLGEPTK(ac)HTVATVGVPYK_     Score: 111.66     PEP: 1.2807E-28



0 200 400 600 800 1000

m/z

0

10000

20000

30000

40000

50000

60000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
7

)

y
2

 (
2

8
8

.2
0

2
1

)

y
3

 (
4

0
1

.2
8

6
6

)

y
4

 (
4

8
8

.3
1

8
5

)

y
5

 (
6

5
1

.3
8

1
7

)

y
6

 (
8

2
9

.5
0

1
0

)

y
7

 (
9

4
3

.5
4

3
4

)

y
2

-N
H

3
 (

2
7

1
.1

7
5

8
)

y
3

-N
H

3
 (

3
8

4
.2

5
8

5
)

y
4

-N
H

3
 (

4
7

1
.2

9
1

4
)

y
5

-H
2

O
 (

6
3

3
.3

6
5

9
)

y
5

-N
H

3
 (

6
3

4
.3

5
4

4
)

y
6

-H
2

O
 (

8
1

1
.4

8
3

6
)

y
6

-N
H

3
 (

8
1

2
.4

7
6

5
)

y
7

-H
2

O
 (

9
2

5
.5

2
8

8
) y

7
-N

H
3

 (
9

2
6

.5
1

7
3

)

y
6

(2
+

) 
(4

1
5

.2
5

4
4

)

a
2

 (
2

0
0

.1
3

8
8

)

b
2

 (
2

2
8

.1
3

3
8

)
b
2

-N
H

3
 (

2
1

1
.1

0
7

3
)

b
3

 (
4

0
6

.2
5

3
6

)
b
3

-N
H

3
 (

3
8

9
.2

2
6

6
)

Mass: 1055.6219     Charge: 2     m/z: 528.81822
Modified Peptide: _INK(ac)YSLIR_     Score: 141.93     PEP: 2.1199E-05
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Mass: 2234.1192     Charge: 4     m/z: 559.53708
Modified Peptide: _LK(ac)HEHLNDITNLTNNFGGR_     Score: 102.58     PEP: 2.7191E-18
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Mass: 1256.6877     Charge: 2     m/z: 629.35114
Modified Peptide: _NYPPGTK(ac)VLAR_     Score: 103.34     PEP: 5.6792E-05
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Mass: 2220.0699     Charge: 3     m/z: 741.03057
Modified Peptide: _FEVRDPEPDELGNSGK(ac)VYK_     Score: 119.48     PEP: 4.6131E-32
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Mass: 1454.753     Charge: 2     m/z: 728.38379
Modified Peptide: _DM(ox)LTK(ac)EVLGEVR_     Score: 69.716     PEP: 0.00012379
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Mass: 1511.7402     Charge: 3     m/z: 504.92069
Modified Peptide: _DVENNLNM(ox)K(ac)HLK_     Score: 77.062     PEP: 3.0463E-05
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Mass: 1084.6241     Charge: 2     m/z: 543.31931
Modified Peptide: _SIAK(ac)AIDLGR_     Score: 79.693     PEP: 0.00031905
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Mass: 1516.8613     Charge: 3     m/z: 506.62772
Modified Peptide: _KQEINQLLSK(ac)FK_     Score: 90.926     PEP: 3.106E-07



0 500 1000 1500

m/z

0

20000

40000

60000

80000

100000

120000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
6

)

y
2

 (
2

3
4

.1
4

4
4

)

y
3

 (
3

0
5

.1
8

1
5

)

y
4

 (
4

0
4

.2
4

9
2

)

y
5

 (
5

5
1

.3
1

7
7

)

y
6

 (
6

6
4

.4
0

2
3

)

y
7

 (
7

9
3

.4
4

5
6

)

y
8

 (
9

0
7

.4
8

8
4

)

y
9

 (
1

0
3

6
.5

2
9

6
)

y
1

0
 (

1
1

0
7

.5
6

7
3

)

y
8

-N
H

3
 (

8
9

0
.4

5
8

4
)

y
9

-H
2

O
 (

1
0

1
8

.5
2

5
9

)
y
9

-N
H

3
 (

1
0

1
9

.5
0

4
0

)

y
1

0
-N

H
3

 (
1

0
9

0
.5

4
2

8
)

b
2

 (
2

3
7

.1
3

4
4

)

b
3

 (
4

0
7

.2
3

6
9

)

b
4

 (
5

2
2

.2
6

6
4

)

b
5

 (
6

3
5

.3
5

0
3

)

b
6

 (
7

4
8

.4
3

3
3

)

b
7

 (
8

1
9

.4
7

1
1

)

b
8

 (
9

4
8

.5
1

3
8

)

b
1

0
 (

1
1

9
1

.6
0

1
1

)

b
1

1
 (

1
3

0
4

.7
0

1
1

)

b
7

(2
+

) 
(4

1
0

.2
3

9
7

)

Mass: 1853.9887     Charge: 3     m/z: 619.00351
Modified Peptide: _HVK(ac)DLIAENEIFVASK_     Score: 97.284     PEP: 2.901E-14
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Mass: 1538.6736     Charge: 2     m/z: 770.3441
Modified Peptide: _K(ac)DGFESAVGEEDSK_     Score: 150.57     PEP: 7.4128E-24
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Mass: 1258.6921     Charge: 2     m/z: 630.35335
Modified Peptide: _SSTATK(ac)WVPIK_     Score: 160.67     PEP: 1.2938E-16
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Mass: 2579.2324     Charge: 5     m/z: 516.85375
Modified Peptide: _SK(ac)YHNHFHHNQQHPQQPMVK_     Score: 182.34     PEP: 3.2884E-84
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Mass: 1217.786     Charge: 3     m/z: 406.93594
Modified Peptide: _LLHLLK(ac)QAIK_     Score: 119.75     PEP: 1.788E-06
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Mass: 1138.671     Charge: 2     m/z: 570.34278
Modified Peptide: _ITK(ac)LPQELR_     Score: 69.979     PEP: 0.0028603
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Mass: 1697.8988     Charge: 3     m/z: 566.97356
Modified Peptide: _HLPTTK(ac)YDVVIDQK_     Score: 72.898     PEP: 1.2507E-05
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Mass: 1586.8205     Charge: 3     m/z: 529.94745
Modified Peptide: _LSTNPGFHLFEK(ac)R_     Score: 73.887     PEP: 5.7567E-05
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Mass: 1198.5982     Charge: 3     m/z: 400.54002
Modified Peptide: _YHPDELAK(ac)GK_     Score: 52.725     PEP: 0.0058598
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Mass: 1330.7133     Charge: 2     m/z: 666.36391
Modified Peptide: _DFLK(ac)GDASPIVK_     Score: 70.412     PEP: 0.00045916
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Mass: 1365.6859     Charge: 3     m/z: 456.23592
Modified Peptide: _NHDEIVNDPK(ac)K_     Score: 98.156     PEP: 6.1538E-06
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Mass: 1303.7388     Charge: 2     m/z: 652.87665
Modified Peptide: _AIESLVK(ac)DFLK_     Score: 110.08     PEP: 3.556E-07
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Mass: 1954.9636     Charge: 2     m/z: 978.48909
Modified Peptide: _SAFDNGNLK(ac)FIQTETTK_     Score: 77.468     PEP: 0.0043702
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Mass: 2310.1479     Charge: 3     m/z: 771.05659
Modified Peptide: _TSM(ox)PYLISHM(ox)PSLIEK(ac)PER_     Score: 83.253     PEP: 7.3347E-12
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Mass: 1496.8814     Charge: 2     m/z: 749.44797
Modified Peptide: _IPESLINSLIK(ac)TK_     Score: 62.287     PEP: 0.00051372
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Mass: 1028.6201     Charge: 2     m/z: 515.31732
Modified Peptide: _LQVEK(ac)LNK_     Score: 78.516     PEP: 0.0031169
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Mass: 982.61752     Charge: 2     m/z: 492.31603
Modified Peptide: _DLIK(ac)LLAR_     Score: 64.265     PEP: 0.0080522
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Mass: 1702.7839     Charge: 2     m/z: 852.39921
Modified Peptide: _DKPWDTDDIDK(ac)WK_     Score: 67.964     PEP: 0.00041335
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Mass: 1303.7511     Charge: 2     m/z: 652.88283
Modified Peptide: _AWEPIVK(ac)YIK_     Score: 51.927     PEP: 0.0065274
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Mass: 1505.7627     Charge: 3     m/z: 502.92817
Modified Peptide: _YIK(ac)EQHSQYLR_     Score: 118.9     PEP: 2.2939E-07
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Mass: 1336.6776     Charge: 2     m/z: 669.34605
Modified Peptide: _YFGK(ac)ALENPTR_     Score: 72.089     PEP: 0.00014247



0 200 400 600 800 1000 1200 1400

m/z

0

5000

10000

15000

20000

25000

30000

35000

40000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
7

)

y
2

 (
2

5
4

.1
9

5
1

)

y
3

 (
3

5
3

.2
6

2
9

)

y
4

 (
4

8
2

.3
0

5
9

)

y
5

 (
5

9
7

.3
3

2
6

)

y
6

 (
7

1
0

.4
1

6
6

)

y
7

 (
8

2
3

.5
0

0
9

)

y
8

 (
8

9
4

.5
3

7
7

)

y
9

 (
1

0
7

2
.6

5
8

3
)

y
1

0
 (

1
1

7
3

.6
9

9
2

)

y
1

1
 (

1
2

3
0

.7
2

7
5

)

y
1

2
 (

1
3

0
1

.7
6

6
9

)

y
4

-H
2

O
 (

4
6

4
.2

9
4

6
)

y
6

-H
2

O
 (

6
9

2
.4

0
9

9
)

y
1

1
-H

2
O

 (
1

2
1

2
.7

1
4

0
)

y
9

(2
+

) 
(5

3
6

.8
3

4
1

)

a
2

 (
1

9
1

.1
1

7
6

)

b
2

 (
2

1
9

.1
1

2
5

)

b
3

 (
2

9
0

.1
4

8
9

)

b
6

 (
6

2
6

.3
2

9
8

)
b
6

-H
2

O
 (

6
0

8
.3

3
0

3
)

b
8

 (
8

1
0

.4
6

0
1

)

Mass: 1518.8628     Charge: 2     m/z: 760.4387
Modified Peptide: _FAAGTK(ac)ALLDEVVK_     Score: 78.191     PEP: 2.5762E-06
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Mass: 1342.7501     Charge: 2     m/z: 672.38234
Modified Peptide: _AGAEIVPK(ac)LMEK_     Score: 82.85     PEP: 9.8518E-06
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Mass: 989.59097     Charge: 2     m/z: 495.80276
Modified Peptide: _K(ac)LFAATVAK_     Score: 102.52     PEP: 9.8953E-05
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Mass: 1288.6998     Charge: 2     m/z: 645.35718
Modified Peptide: _VDFNVPLDGK(ac)K_     Score: 102.62     PEP: 7.9425E-07
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Mass: 2587.3493     Charge: 4     m/z: 647.84461
Modified Peptide: _K(ac)YGVTDKISHVSTGGGASLELLEGK_     Score: 103.29     PEP: 1.1151E-29
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Mass: 1374.773     Charge: 3     m/z: 459.26493
Modified Peptide: _ELPGVAFLSEK(ac)K_     Score: 102.97     PEP: 1.655E-09
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Mass: 925.49092     Charge: 2     m/z: 463.75274
Modified Peptide: _ELK(ac)YFGK_     Score: 114.6     PEP: 0.0080338
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Mass: 1259.7125     Charge: 2     m/z: 630.86355
Modified Peptide: _AAGFLLEK(ac)ELK_     Score: 115.29     PEP: 1.1495E-07
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Mass: 2238.2707     Charge: 3     m/z: 747.09751
Modified Peptide: _ALENPTRPFLAILGGAK(ac)VADK_     Score: 120.52     PEP: 1.4195E-33
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Mass: 2368.1295     Charge: 3     m/z: 790.38378
Modified Peptide: _TVTDK(ac)EGIPAGWQGLDNGPESR_     Score: 132.83     PEP: 3.3995E-45
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Modified Peptide: _LSVQDLDLK(ac)DKR_     Score: 137.59     PEP: 4.3056E-14
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Mass: 1813.9323     Charge: 3     m/z: 605.65136
Modified Peptide: _PNGERNEK(ac)YSLAPVAK_     Score: 115.8     PEP: 4.645E-23
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Mass: 1638.9192     Charge: 2     m/z: 820.4669
Modified Peptide: _VADK(ac)IQLIDNLLDK_     Score: 167.55     PEP: 1.3757E-27
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Mass: 2386.2268     Charge: 3     m/z: 796.4162
Modified Peptide: _VLENTEIGDSIFDK(ac)AGAEIVPK_     Score: 189.82     PEP: 2.5609E-104
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Mass: 1998.1415     Charge: 4     m/z: 500.54264
Modified Peptide: _IVAALPTIK(ac)YVLEHHPR_     Score: 201.24     PEP: 9.1533E-72
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Mass: 1757.9927     Charge: 3     m/z: 587.00486
Modified Peptide: _YSLAPVAK(ac)ELQSLLGK_     Score: 232.93     PEP: 5.2137E-98
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Mass: 2475.2828     Charge: 3     m/z: 826.10154
Modified Peptide: _YGVTDK(ac)ISHVSTGGGASLELLEGK_     Score: 254.25     PEP: 1.9191E-171
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Mass: 1314.656     Charge: 2     m/z: 658.33529
Modified Peptide: _(ac)SENHVPAWK(ac)R_     Score: 99.788     PEP: 3.3328E-05
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Mass: 1055.5975     Charge: 2     m/z: 528.80603
Modified Peptide: _DINLLK(ac)NGK_     Score: 102.61     PEP: 0.0001315
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Mass: 1683.9771     Charge: 2     m/z: 842.99582
Modified Peptide: _GTTLSLVQK(ac)DINLLK_     Score: 103.14     PEP: 1.9069E-08
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Mass: 1366.7245     Charge: 2     m/z: 684.36953
Modified Peptide: _YLK(ac)YSIASQPR_     Score: 114.86     PEP: 1.0154E-07



0 500 1000 1500

m/z

0

10000

20000

30000

40000

50000

60000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

7
2

)

y
2

 (
2

7
2

.1
7

4
9

)

y
3

 (
3

6
9

.2
2

3
6

)

y
4

 (
4

6
6

.2
7

6
3

)

y
5

 (
5

7
9

.3
6

0
5

)

y
6

 (
6

8
0

.4
0

9
4

)

y
7

 (
7

8
1

.4
5

4
9

)

y
9

 (
9

9
1

.6
0

0
7

)

a
2

 (
1

8
9

.0
8

6
0

)
b
2

 (
2

1
7

.0
8

2
5

)

b
3

 (
3

6
4

.1
5

2
0

)
b
3

-H
2

O
 (

3
4

6
.1

4
0

6
)

b
6

 (
7

4
2

.3
8

1
2

)
b
6

-H
2

O
 (

7
2

4
.3

8
7

6
)

b
8

 (
9

0
0

.4
5

8
4

)
b
8

-H
2

O
 (

8
8

2
.4

5
1

7
)

a
cK

 (
1

4
3

.1
1

7
8

)

Mass: 1890.0342     Charge: 3     m/z: 631.01868
Modified Peptide: _DTFSK(ac)ISAPLTTLPPPR_     Score: 57.499     PEP: 0.0001487
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Mass: 1591.8581     Charge: 2     m/z: 796.93632
Modified Peptide: _EPFWK(ac)ANSTTILK_     Score: 59.607     PEP: 0.0006959
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Mass: 1934.1899     Charge: 3     m/z: 645.73725
Modified Peptide: _LIHQQATGLILTK(ac)IISK_     Score: 102.03     PEP: 1.0131E-16
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Mass: 1588.7634     Charge: 3     m/z: 530.59508
Modified Peptide: _SAPEHK(ac)TSYWSVR_     Score: 106.42     PEP: 9.9446E-13
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Mass: 1264.5961     Charge: 3     m/z: 422.53932
Modified Peptide: _EHELM(ox)EQK(ac)R_     Score: 85.67     PEP: 0.00015914
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Mass: 1739.8842     Charge: 4     m/z: 435.97834
Modified Peptide: _FHDANK(ac)LDKPEASVK_     Score: 119.54     PEP: 7.7556E-21
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Mass: 1574.8093     Charge: 3     m/z: 525.94371
Modified Peptide: _INLK(ac)HDYFDLQK_     Score: 141.38     PEP: 1.1508E-14
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Mass: 1518.7802     Charge: 3     m/z: 507.26733
Modified Peptide: _HPSAVYSK(ac)NSFPK_     Score: 175.48     PEP: 5.6629E-30
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Mass: 3077.4367     Charge: 3     m/z: 1026.8195
Modified Peptide: _(ac)SRPEELAPPEIFYNDSEAHK(ac)YTGSTR_     Score: 77.693     PEP: 1.8039E-06
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Mass: 1153.6132     Charge: 2     m/z: 577.81386
Modified Peptide: _FLK(ac)SGLYER_     Score: 87.258     PEP: 0.00087879
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Mass: 2084.0188     Charge: 3     m/z: 695.6802
Modified Peptide: _EFNSK(ac)HNVGAVNSINWAR_     Score: 113.29     PEP: 1.6786E-24
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Mass: 1312.6634     Charge: 2     m/z: 657.33898
Modified Peptide: _AIFGDK(ac)EFNSK_     Score: 122.77     PEP: 3.515E-07
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Mass: 1676.9713     Charge: 2     m/z: 839.49291
Modified Peptide: _EVAIIPK(ac)DLPNVSIK_     Score: 70.281     PEP: 2.8857E-06
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Mass: 1465.8504     Charge: 2     m/z: 733.93249
Modified Peptide: _IIGANPTALEK(ac)GIK_     Score: 126.1     PEP: 2.2597E-18
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Mass: 1339.6408     Charge: 2     m/z: 670.82769
Modified Peptide: _LQNQK(ac)DYDFK_     Score: 152.27     PEP: 1.9285E-09
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Mass: 2029.944     Charge: 2     m/z: 1015.9793
Modified Peptide: _APESTLK(ac)ETEPENNNTSK_     Score: 250.95     PEP: 1.7866E-112
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Mass: 1395.7358     Charge: 3     m/z: 466.25254
Modified Peptide: _VEK(ac)TSNGIELHK_     Score: 62.162     PEP: 0.0018693
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Mass: 1207.6085     Charge: 2     m/z: 604.81151
Modified Peptide: _SK(ac)FEGLAASEK_     Score: 95.417     PEP: 1.3068E-05
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Mass: 1197.6394     Charge: 2     m/z: 599.82696
Modified Peptide: _PFSK(ac)PQEPVK_     Score: 169.65     PEP: 7.9892E-15
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Mass: 1356.6917     Charge: 2     m/z: 679.35315
Modified Peptide: _YEPPVQSK(ac)FGR_     Score: 69.451     PEP: 0.00018469
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Mass: 1793.9767     Charge: 3     m/z: 598.99951
Modified Peptide: _IVGSELIQK(ac)YLGDGPR_     Score: 74.772     PEP: 4.7281E-07
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Mass: 1213.6343     Charge: 2     m/z: 607.82442
Modified Peptide: _PK(ac)YEPPVQSK_     Score: 143.79     PEP: 4.0244E-27
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Mass: 1420.7384     Charge: 2     m/z: 711.37649
Modified Peptide: _AISCLK(ac)GFEVGAK_     Score: 108.17     PEP: 7.8354E-13
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Mass: 1684.8559     Charge: 4     m/z: 422.22124
Modified Peptide: _ICSQLK(ac)GHVDSHVR_     Score: 116.58     PEP: 6.189E-17
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Mass: 1443.6743     Charge: 3     m/z: 482.23203
Modified Peptide: _DFRGEGK(ac)DVDHK_     Score: 139.89     PEP: 3.4633E-14



0 200 400 600 800 1000

m/z

0

10000

20000

30000

40000

50000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
7

)

y
2

 (
2

1
8

.1
4

9
8

)

y
3

 (
3

3
1

.2
3

3
3

)

y
4

 (
4

7
8

.3
0

1
7

)

y
5

 (
5

9
3

.3
2

8
5

)

y
6

 (
7

0
6

.4
1

3
0

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

1
)

y
2

-N
H

3
 (

2
0

1
.1

2
3

2
)

y
5

-H
2

O
 (

5
7

5
.3

1
6

7
)

y
5

-N
H

3
 (

5
7

6
.3

1
2

7
)

b
2

 (
3

0
0

.1
5

4
0

)
b
2

-H
2

O
 (

2
8

2
.1

4
4

6
)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 1004.5542     Charge: 2     m/z: 503.2844
Modified Peptide: _EK(ac)LDFLAK_     Score: 67.494     PEP: 0.0065764



0 200 400 600 800 1000 1200 1400 1600

m/z

0

2000

4000

6000

8000

10000

12000

14000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
9

)

y
2

 (
3

1
8

.1
9

0
4

)

y
3

 (
4

8
1

.2
5

2
0

)

y
4

 (
6

5
9

.3
6

7
7

)

b
2

 (
2

7
1

.1
5

1
5

)

b
4

 (
4

8
3

.2
2

8
8

)

b
5

 (
5

9
7

.2
6

9
3

)

b
6

 (
7

4
4

.3
5

0
2

)

b
7

 (
9

2
2

.4
6

3
4

)

b
8

 (
1

0
8

5
.5

2
5

6
)

b
9

 (
1

2
4

8
.5

9
6

6
)

b
7

(2
+

) 
(4

6
1

.7
3

5
6

)

Mass: 1401.7012     Charge: 2     m/z: 701.85787
Modified Peptide: _RNPDNFK(ac)YYK_     Score: 71.555     PEP: 0.0017383
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Mass: 1499.846     Charge: 3     m/z: 500.95595
Modified Peptide: _YRPVDK(ac)VIEALR_     Score: 56.122     PEP: 0.008559
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Mass: 975.51378     Charge: 2     m/z: 488.76417
Modified Peptide: _K(ac)QFDLQR_     Score: 172.03     PEP: 5.2294E-10
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Mass: 1397.813     Charge: 2     m/z: 699.91377
Modified Peptide: _ILK(ac)PISTENLTK_     Score: 81.494     PEP: 1.1486E-05
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Mass: 1502.8449     Charge: 3     m/z: 501.95558
Modified Peptide: _LTGWAQAAAK(ac)ALPR_     Score: 146.79     PEP: 1.9435E-22
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Mass: 1481.7527     Charge: 2     m/z: 741.88362
Modified Peptide: _SISDNVPK(ac)EAIIM(ox)_     Score: 53.448     PEP: 0.00042617
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Mass: 1385.7402     Charge: 2     m/z: 693.87738
Modified Peptide: _GTIVATK(ac)VDEPSK_     Score: 77.527     PEP: 2.987E-05
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Mass: 956.55425     Charge: 2     m/z: 479.2844
Modified Peptide: _LAEDVLK(ac)K_     Score: 88.948     PEP: 0.002052
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Mass: 1490.8428     Charge: 3     m/z: 497.95487
Modified Peptide: _VLPHK(ac)SISDNVPK_     Score: 105.14     PEP: 1.1496E-12
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Mass: 1366.6964     Charge: 2     m/z: 684.3555
Modified Peptide: _ELADFHK(ac)AHGGK_     Score: 112.43     PEP: 4.3651E-10
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Mass: 1839.9877     Charge: 3     m/z: 614.3365
Modified Peptide: _SVVLCNSTIK(ac)NHSLVK_     Score: 124.92     PEP: 2.5999E-24



0 500 1000 1500 2000 2500

m/z

0

50000

100000

150000

200000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
1

)

y
3

 (
4

0
3

.2
2

8
6

)

y
4

 (
5

1
6

.3
1

7
7

)

y
6

 (
7

2
7

.4
0

9
6

)

y
7

 (
8

2
8

.4
6

0
8

)

y
9

 (
1

0
1

2
.5

7
8

8
)

y
1

0
 (

1
1

2
7

.6
0

7
0

)

y
1

1
 (

1
2

6
4

.6
6

5
8

)

y
1

2
 (

1
3

6
3

.7
3

3
1

)

y
1

3
 (

1
4

7
6

.8
2

1
0

)

y
1

4
 (

1
5

7
5

.8
5

4
6

)

y
1

5
 (

1
6

3
2

.9
0

8
2

) y
1

6
 (

1
7

9
5

.9
7

1
8

)

y
1

7
 (

1
9

6
6

.0
7

5
7

)

y
1

8
 (

2
0

5
3

.1
0

9
8

)

y
1

9
 (

2
1

5
0

.1
6

2
3

)

y
2

0
 (

2
2

7
9

.2
0

5
0

)

y
2

1
 (

2
3

9
4

.2
2

9
9

)

y
1

0
-H

2
O

 (
1

1
0

9
.6

1
1

1
)

y
1

1
-H

2
O

 (
1

2
4

6
.6

6
3

0
)

y
1

5
-H

2
O

 (
1

6
1

4
.8

9
6

9
)

y
1

6
-H

2
O

 (
1

7
7

7
.9

6
6

3
)

y
1

9
-H

2
O

 (
2

1
3

2
.1

5
1

0
)

y
2

0
-H

2
O

 (
2

2
6

1
.1

8
8

2
)

y
2

1
-H

2
O

 (
2

3
7

6
.2

2
5

6
)

y
7

(2
+

) 
(4

1
4

.7
3

1
3

)

a
2

 (
1

8
7

.1
0

7
8

)
b
2

 (
2

1
5

.1
0

2
7

)

b
3

 (
3

4
4

.1
4

5
1

)
b
3

-H
2

O
 (

3
2

6
.1

3
5

2
)

b
6

 (
6

9
8

.3
3

3
4

)
b
6

-H
2

O
 (

6
8

0
.3

1
7

3
)

b
7

 (
8

6
1

.3
9

1
0

)
b
7

-H
2

O
 (

8
4

3
.3

9
5

5
)

b
8

 (
9

1
8

.4
1

4
9

)

b
1

3
 (

1
4

8
1

.7
2

7
3

)

a
cK

* 
(1

2
6

.0
9

1
3

)

Mass: 2492.2911     Charge: 3     m/z: 831.77098
Modified Peptide: _VDEPSK(ac)YGVIVHDIATPNLIDR_     Score: 164.58     PEP: 5.9557E-85
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Mass: 1411.865     Charge: 2     m/z: 706.93978
Modified Peptide: _IQVSLK(ac)TLEVLK_     Score: 48.659     PEP: 0.0097023
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Mass: 2697.2821     Charge: 3     m/z: 900.1013
Modified Peptide: _LIEDETQATTNNTVEK(ac)DNNTLER_     Score: 116.35     PEP: 3.7108E-37
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Mass: 2327.187     Charge: 3     m/z: 776.73627
Modified Peptide: _KAEENQFQSSK(ac)ILGNPTAAPR_     Score: 144.92     PEP: 6.1056E-56
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Mass: 1731.9603     Charge: 4     m/z: 433.99734
Modified Peptide: _ENK(ac)LALLLHGSQSHK_     Score: 154.07     PEP: 3.602E-31
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Mass: 1017.4727     Charge: 2     m/z: 509.74363
Modified Peptide: _AQK(ac)SEEER_     Score: 62.546     PEP: 0.0088481
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Mass: 2628.2812     Charge: 3     m/z: 877.10101
Modified Peptide: _YTIQPLFSQGSNSPNNVHK(ac)YER_     Score: 96.848     PEP: 2.9132E-19
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Mass: 1269.6346     Charge: 2     m/z: 635.82456
Modified Peptide: _ANDIGFHK(ac)YR_     Score: 189.58     PEP: 2.6273E-28
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Mass: 2363.3031     Charge: 3     m/z: 788.77498
Modified Peptide: _IVESLSALQAAEQQPQLK(ac)PAGK_     Score: 177     PEP: 4.8608E-98
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Mass: 1446.7296     Charge: 2     m/z: 724.37207
Modified Peptide: _DHPFGFYAK(ac)PVK_     Score: 90.614     PEP: 4.9696E-07
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Mass: 1108.5951     Charge: 2     m/z: 555.30481
Modified Peptide: _SK(ac)GGFIM(ox)ALK_     Score: 63.073     PEP: 0.00045727
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Mass: 1717.837     Charge: 2     m/z: 859.92579
Modified Peptide: _DATSDK(ac)ITQDAAEAIK_     Score: 74.772     PEP: 0.0032477
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Mass: 1864.9218     Charge: 3     m/z: 622.64788
Modified Peptide: _FK(ac)DIFQEVYEAQYK_     Score: 87.566     PEP: 2.1063E-07
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Mass: 1152.6655     Charge: 2     m/z: 577.34004
Modified Peptide: _WEK(ac)PIIIGR_     Score: 113.66     PEP: 0.00041352
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Mass: 1305.6511     Charge: 2     m/z: 653.83281
Modified Peptide: _EFNLHK(ac)M(ox)WK_     Score: 109.66     PEP: 7.6267E-05



0 200 400 600 800 1000 1200

m/z

0

20000

40000

60000

80000

100000

120000

140000

160000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

7
3

)

y
2

 (
2

9
2

.1
8

6
5

)

y
3

 (
4

0
5

.2
7

0
0

)

y
4

 (
5

1
9

.3
1

4
1

)

y
5

 (
6

6
6

.3
8

3
3

)

y
6

 (
7

9
5

.4
2

6
3

)

y
7

 (
9

7
3

.5
4

5
6

)

y
4

-N
H

3
 (

5
0

2
.2

8
7

3
)

y
5

-N
H

3
 (

6
4

9
.3

5
7

4
)

y
6

-H
2

O
 (

7
7

7
.4

1
4

5
)

y
6

-N
H

3
 (

7
7

8
.4

0
6

6
)

y
7

-N
H

3
 (

9
5

6
.5

2
0

7
)

b
2

 (
2

7
8

.1
9

6
0

)
b
2

-N
H

3
 (

2
6

1
.1

6
9

8
)

b
3

 (
4

0
7

.2
3

8
9

)

b
4

 (
5

5
4

.3
0

7
9

)

Mass: 1071.6048     Charge: 3     m/z: 358.20887
Modified Peptide: _VK(ac)EFNLHK_     Score: 120.15     PEP: 7.3226E-05
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Mass: 1692.8464     Charge: 3     m/z: 565.28939
Modified Peptide: _SK(ac)FEQLGIHYEHR_     Score: 130.24     PEP: 1.1643E-17
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Mass: 1246.6128     Charge: 2     m/z: 624.3137
Modified Peptide: _M(ox)WK(ac)SPNGTIR_     Score: 145.89     PEP: 3.7325E-07



0 500 1000 1500 2000 2500

m/z

0

50000

100000

150000

200000

250000

300000

350000

In
te

n
si

ty

y
5

 (
5

8
6

.3
5

4
0

)

y
6

 (
7

1
4

.4
1

4
5

)

y
7

 (
7

8
5

.4
5

2
5

)

y
8

 (
8

8
6

.4
9

4
7

)

y
1

0
 (

1
0

8
4

.6
0

4
2

)

y
1

3
 (

1
3

8
3

.7
1

6
4

)

y
1

5
 (

1
6

7
4

.8
6

5
8

)

y
1

6
 (

1
7

7
3

.9
3

8
3

)

y
1

7
 (

1
8

8
7

.0
1

7
6

)

y
1

8
 (

2
0

1
6

.0
5

6
6

)

y
2

2
 (

2
3

7
0

.2
5

0
0

)

y
2

3
 (

2
4

2
7

.2
5

7
1

)

y
2

4
 (

2
5

2
4

.3
2

3
3

)

y
2

5
 (

2
6

3
7

.4
0

3
7

)

y
6

-N
H

3
 (

6
9

7
.3

8
4

7
)

y
2

2
-H

2
O

 (
2

3
5

2
.2

6
2

6
)

y
2

4
-H

2
O

 (
2

5
0

6
.3

0
7

5
)

y
8

(2
+

) 
(4

4
3

.7
5

1
1

)

y
1

0
(2

+
) 

(5
4

2
.8

0
2

0
)

y
1

4
(2

+
) 

(7
5

6
.4

0
1

0
)

y
1

9
(2

+
) 

(1
0

6
5

.0
7

9
0

)

y
2

2
(2

+
) 

(1
1

8
5

.6
4

0
9

)

b
8

 (
9

7
9

.4
3

0
7

)

b
9

 (
1

0
5

0
.4

6
8

2
)

b
1

1
 (

1
2

6
6

.5
4

4
0

)

b
1

2
 (

1
3

6
7

.5
9

4
2

)
b
1

2
-H

2
O

 (
1

3
4

9
.5

8
3

0
)

b
1

3
 (

1
4

8
0

.6
7

8
0

)
b
1

3
-H

2
O

 (
1

4
6

2
.6

6
7

2
)

b
1

4
 (

1
5

9
3

.7
6

2
1

)
b
1

4
-N

H
3

 (
1

5
7

6
.7

4
9

4
)

b
8

(2
+

) 
(4

9
0

.2
2

2
0

)

b
1

0
(2

+
) 

(5
7

6
.2

6
1

4
)

b
2

1
(2

+
) 

(1
1

1
6

.0
2

8
9

)

b
2

9
(2

+
) 

(1
5

6
5

.7
7

1
4

)

a
cK

* 
(1

2
6

.0
9

1
6

)

Mass: 4116.0804     Charge: 5     m/z: 824.22335
Modified Peptide: _HAHGDQYK(ac)ATDTLIPGPGSLELVYKPSDPTTAQPQTLK_     Score: 161.55     PEP: 3.5467E-102
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Mass: 1446.6925     Charge: 3     m/z: 483.23813
Modified Peptide: _FAK(ac)LHM(ox)GTDDVR_     Score: 99.669     PEP: 2.6286E-09
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Mass: 1214.6408     Charge: 3     m/z: 405.88753
Modified Peptide: _EYTINLHK(ac)R_     Score: 105.1     PEP: 0.00013026
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Mass: 1487.834     Charge: 2     m/z: 744.92427
Modified Peptide: _LAPELNQAIWK(ac)R_     Score: 178.81     PEP: 6.7752E-27
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Mass: 2163.1172     Charge: 3     m/z: 722.04633
Modified Peptide: _ETQSQIYK(ac)LQETLLNSAR_     Score: 106.67     PEP: 9.9124E-24
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Mass: 1471.8147     Charge: 2     m/z: 736.91463
Modified Peptide: _SLVTAVGK(ac)FAPNAR_     Score: 77.078     PEP: 4.6639E-06
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Mass: 1292.7353     Charge: 3     m/z: 431.91906
Modified Peptide: _NLPILK(ac)NHFR_     Score: 105.4     PEP: 2.9224E-05
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Mass: 1428.7856     Charge: 2     m/z: 715.4001
Modified Peptide: _EYQSK(ac)IIVFPR_     Score: 167.18     PEP: 4.092E-16
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Mass: 1674.9596     Charge: 3     m/z: 559.32716
Modified Peptide: _FK(ac)VYEPLLLVGLDK_     Score: 97.836     PEP: 4.9579E-10
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Mass: 1331.7085     Charge: 2     m/z: 666.86153
Modified Peptide: _(ac)SAVPSVQTFGK(ac)K_     Score: 105.03     PEP: 7.9973E-10
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Mass: 869.43955     Charge: 2     m/z: 435.72705
Modified Peptide: _FQK(ac)SYR_     Score: 132.94     PEP: 0.0077449
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Mass: 1393.6725     Charge: 2     m/z: 697.84354
Modified Peptide: _YVDEQSK(ac)NELK_     Score: 154.66     PEP: 2.3631E-11
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Mass: 1821.9232     Charge: 3     m/z: 608.31501
Modified Peptide: _GLVAYHQK(ac)YVDEQSK_     Score: 178.07     PEP: 2.1488E-39
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Mass: 2563.3217     Charge: 4     m/z: 641.8377
Modified Peptide: _ANELTK(ac)LLNASNFPAITVHGHM(ox)K_     Score: 34.346     PEP: 0.00053019
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Mass: 2449.2172     Charge: 4     m/z: 613.31158
Modified Peptide: _LLNASNFPAITVHGHM(ox)K(ac)QEER_     Score: 74.698     PEP: 3.4995E-09
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Mass: 1272.6714     Charge: 3     m/z: 425.23108
Modified Peptide: _EK(ac)YIDLSHVK_     Score: 96.64     PEP: 0.00013814
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Mass: 1967.0586     Charge: 2     m/z: 984.5366
Modified Peptide: _TAVFYGGTPISK(ac)DAELLK_     Score: 106.67     PEP: 9.9124E-24
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Mass: 1258.6921     Charge: 2     m/z: 630.35335
Modified Peptide: _DFLLK(ac)PELSR_     Score: 116.23     PEP: 6.6984E-05
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Mass: 1957.0058     Charge: 3     m/z: 653.34253
Modified Peptide: _VPEFFQTANEK(ac)HITVR_     Score: 105.39     PEP: 5.5371E-18
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Mass: 1531.8035     Charge: 3     m/z: 511.60844
Modified Peptide: _PASFISK(ac)FIESHK_     Score: 96.591     PEP: 3.1707E-07
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Mass: 2155.0083     Charge: 4     m/z: 539.75935
Modified Peptide: _LHSHDHK(ac)PPVSESSDWQK_     Score: 106.93     PEP: 9.5853E-24
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Mass: 984.62193     Charge: 2     m/z: 493.31824
Modified Peptide: _VLK(ac)TLIEK_     Score: 83.647     PEP: 0.0028773
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Mass: 2502.1962     Charge: 3     m/z: 835.07266
Modified Peptide: _HFLM(ox)K(ac)DPVNLSQSPDGNGGLYR_     Score: 43.841     PEP: 0.00024751
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Mass: 1301.6616     Charge: 2     m/z: 651.83806
Modified Peptide: _EFSPLK(ac)NGPGSK_     Score: 74.46     PEP: 0.0070514
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Mass: 1281.6717     Charge: 2     m/z: 641.84314
Modified Peptide: _K(ac)YGFTQLLDR_     Score: 99.522     PEP: 6.0434E-05
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Mass: 1115.6128     Charge: 3     m/z: 372.8782
Modified Peptide: _WHIK(ac)YLSK_     Score: 122.13     PEP: 6.9035E-05
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Mass: 1499.8319     Charge: 3     m/z: 500.95124
Modified Peptide: _LDHTNVLK(ac)FDLK_     Score: 63.662     PEP: 0.0015069
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Mass: 1526.6961     Charge: 3     m/z: 509.90598
Modified Peptide: _TEDHRDISGK(ac)DVN_     Score: 69.602     PEP: 0.00035571
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Mass: 1516.8108     Charge: 2     m/z: 759.41268
Modified Peptide: _SK(ac)FTHLDEEILK_     Score: 149.3     PEP: 1.1462E-15
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Mass: 1225.6495     Charge: 2     m/z: 613.83205
Modified Peptide: _LYWNK(ac)LYGK_     Score: 88.948     PEP: 0.00087776
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Mass: 1678.893     Charge: 2     m/z: 840.45379
Modified Peptide: _NAIFLTDK(ac)YSPQIK_     Score: 93.823     PEP: 3.9482E-05
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Mass: 1050.5597     Charge: 2     m/z: 526.28714
Modified Peptide: _ELSEK(ac)YIK_     Score: 95.099     PEP: 0.0019697
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Mass: 1359.6823     Charge: 2     m/z: 680.84843
Modified Peptide: _LYGK(ac)YNYAAQK_     Score: 190.88     PEP: 7.7008E-31
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Mass: 1008.6303     Charge: 3     m/z: 337.21736
Modified Peptide: _LHK(ac)ELLAK_     Score: 105.94     PEP: 0.0002863
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Mass: 1202.6911     Charge: 2     m/z: 602.35281
Modified Peptide: _IIK(ac)SEIPSFK_     Score: 129.89     PEP: 9.1496E-05
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Mass: 2118.1023     Charge: 3     m/z: 707.04138
Modified Peptide: _LGDLVTIHPCPDIK(ac)YATR_     Score: 66.12     PEP: 2.3864E-05
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Mass: 1319.618     Charge: 3     m/z: 440.87994
Modified Peptide: _EHFAEAM(ox)K(ac)TAK_     Score: 88.596     PEP: 5.5477E-06
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Mass: 1379.7744     Charge: 3     m/z: 460.93206
Modified Peptide: _EQLAHVK(ac)EQLK_     Score: 65.563     PEP: 0.00049401
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Mass: 1697.9312     Charge: 3     m/z: 566.98434
Modified Peptide: _KLENLENK(ac)INNLSK_     Score: 157.82     PEP: 9.5337E-24
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Mass: 1866.0222     Charge: 3     m/z: 623.01468
Modified Peptide: _DFHAELSTPLLK(ac)PVNK_     Score: 92.063     PEP: 5.6377E-14
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Mass: 1042.5771     Charge: 2     m/z: 522.29583
Modified Peptide: _TVDK(ac)IGVNR_     Score: 103.55     PEP: 0.0001379
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Mass: 1855.8548     Charge: 3     m/z: 619.62554
Modified Peptide: _GTDDDNIDISNGHVSK(ac)K_     Score: 132.51     PEP: 6.7202E-35
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Mass: 2445.1998     Charge: 3     m/z: 816.07389
Modified Peptide: _AILANPSTYEILDPHDFGM(ox)K(ac)R_     Score: 162.33     PEP: 2.067E-78
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Mass: 1595.7402     Charge: 2     m/z: 798.87739
Modified Peptide: _QYSHGK(ac)DMNYIAK_     Score: 215.51     PEP: 1.6405E-58
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Mass: 1615.7701     Charge: 2     m/z: 808.89231
Modified Peptide: _GNYSAVSK(ac)FIDDDK_     Score: 78.191     PEP: 2.5762E-06
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Mass: 982.54877     Charge: 2     m/z: 492.28166
Modified Peptide: _YVQYIK(ac)K_     Score: 108.09     PEP: 0.0087914
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Mass: 1412.7875     Charge: 2     m/z: 707.40102
Modified Peptide: _EQLASQLVDLK(ac)K_     Score: 89.013     PEP: 1.7529E-06
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Mass: 960.50288     Charge: 2     m/z: 481.25872
Modified Peptide: _YQPK(ac)DLR_     Score: 130.04     PEP: 0.0079201
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Mass: 871.50148     Charge: 2     m/z: 436.75802
Modified Peptide: _K(ac)ELAELK_     Score: 131.06     PEP: 0.0053347
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Mass: 1114.6569     Charge: 2     m/z: 558.33571
Modified Peptide: _ELAELK(ac)VQK_     Score: 131.22     PEP: 0.00033417
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Mass: 1508.8057     Charge: 3     m/z: 503.94252
Modified Peptide: _ALTK(ac)FEASQVTEK_     Score: 174.39     PEP: 6.2749E-30
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Mass: 1363.6732     Charge: 2     m/z: 682.84387
Modified Peptide: _FEASQVTEK(ac)QR_     Score: 240.85     PEP: 5.6954E-76
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Mass: 1852.9795     Charge: 3     m/z: 618.66713
Modified Peptide: _GIHPTIIADSFQSAAK(ac)R_     Score: 77.562     PEP: 5.8696E-08
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Mass: 1051.6066     Charge: 2     m/z: 526.81059
Modified Peptide: _PLEK(ac)WPLK_     Score: 66.435     PEP: 0.007047
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Mass: 1440.8089     Charge: 2     m/z: 721.41173
Modified Peptide: _ALVNK(ac)NFPEVLR_     Score: 76.326     PEP: 0.00015906
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Mass: 1857.9472     Charge: 3     m/z: 620.32302
Modified Peptide: _NK(ac)WDDLNEQLTLLSK_     Score: 104.45     PEP: 3.3787E-15
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Mass: 1931.0629     Charge: 4     m/z: 483.773
Modified Peptide: _LTK(ac)FTEHIPLALQNHK_     Score: 93.51     PEP: 4.8793E-14
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Mass: 2224.08     Charge: 3     m/z: 742.36729
Modified Peptide: _PVSIPTHAPK(ac)YEENFNPDK_     Score: 130.11     PEP: 1.3357E-40
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Mass: 1526.8388     Charge: 3     m/z: 509.95353
Modified Peptide: _PGISK(ac)QIGEEQRK_     Score: 215.87     PEP: 3.9426E-58
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Mass: 1580.8381     Charge: 2     m/z: 791.42632
Modified Peptide: _GFIK(ac)SEGSGSSLVQK_     Score: 157.75     PEP: 1.9139E-31
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Mass: 1557.7646     Charge: 2     m/z: 779.88957
Modified Peptide: _FYTSK(ac)IDQQENK_     Score: 91.858     PEP: 3.0786E-08
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Mass: 1261.7365     Charge: 2     m/z: 631.87554
Modified Peptide: _AINYQILK(ac)NK_     Score: 96.342     PEP: 0.00014378
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Mass: 1117.5669     Charge: 3     m/z: 373.52957
Modified Peptide: _NK(ac)VFHEFR_     Score: 73.573     PEP: 0.0046685
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Mass: 1213.6495     Charge: 2     m/z: 607.83205
Modified Peptide: _YAVGNVFFK(ac)K_     Score: 113.22     PEP: 3.8462E-05
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Mass: 1116.5928     Charge: 2     m/z: 559.30366
Modified Peptide: _SAPEK(ac)FAIGR_     Score: 58.699     PEP: 0.0028023
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Mass: 2296.1886     Charge: 3     m/z: 766.40346
Modified Peptide: _EVPELLK(ac)FTCNATHELVVR_     Score: 43.534     PEP: 0.0029407
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Mass: 1200.73     Charge: 2     m/z: 601.3723
Modified Peptide: _IVELVK(ac)EVSK_     Score: 103.34     PEP: 2.2919E-05
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Mass: 1633.7882     Charge: 3     m/z: 545.60336
Modified Peptide: _ETMYSVVQK(ac)SQHR_     Score: 107.37     PEP: 8.7996E-13
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Mass: 1690.8467     Charge: 3     m/z: 564.62286
Modified Peptide: _K(ac)SDFTLYHTWPVR_     Score: 123.02     PEP: 4.9527E-16
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Mass: 1574.8304     Charge: 2     m/z: 788.42249
Modified Peptide: _AIK(ac)EESQSIYIPR_     Score: 127.02     PEP: 1.3825E-17
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Mass: 1246.671     Charge: 2     m/z: 624.34278
Modified Peptide: _TIK(ac)WQFTPGK_     Score: 128.01     PEP: 3.8518E-07
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Mass: 1219.6925     Charge: 2     m/z: 610.85351
Modified Peptide: _TVNLYSK(ac)VVR_     Score: 113.44     PEP: 5.3924E-05
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Mass: 1642.8162     Charge: 3     m/z: 548.61269
Modified Peptide: _LADSTGDVK(ac)HAVSSSK_     Score: 144.05     PEP: 1.0302E-37
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Mass: 1313.7314     Charge: 3     m/z: 438.91775
Modified Peptide: _SK(ac)FHLTIEGPK_     Score: 159.5     PEP: 7.8781E-12
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Mass: 1450.7238     Charge: 2     m/z: 726.3692
Modified Peptide: _LNLCAEYK(ac)DRK_     Score: 158.05     PEP: 1.1048E-15
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Mass: 1519.7419     Charge: 3     m/z: 507.58792
Modified Peptide: _HAVSSSK(ac)FFEPSR_     Score: 162.72     PEP: 3.829E-24
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Mass: 1517.809     Charge: 2     m/z: 759.91176
Modified Peptide: _EPQVAK(ac)TVNLYSK_     Score: 199.31     PEP: 4.547E-47
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Mass: 1512.7395     Charge: 2     m/z: 757.37703
Modified Peptide: _LFSNLFGNK(ac)EM(ox)R_     Score: 55.314     PEP: 0.00091963
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Mass: 1006.6063     Charge: 2     m/z: 504.31042
Modified Peptide: _TTVLYK(ac)LK_     Score: 105.57     PEP: 0.00029481
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Mass: 3514.7079     Charge: 4     m/z: 879.68424
Modified Peptide: _PYVPATTTSAPVHTEGK(ac)YAPPSQPSM(ox)ASPFVNK_     Score: 45.527     PEP: 5.2754E-11
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Mass: 1171.635     Charge: 2     m/z: 586.82476
Modified Peptide: _DFK(ac)PLINQR_     Score: 58.433     PEP: 0.0094635
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Mass: 1189.5768     Charge: 2     m/z: 595.79566
Modified Peptide: _NAYFAK(ac)YGSK_     Score: 76.655     PEP: 0.00043943
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Mass: 1565.8424     Charge: 2     m/z: 783.9285
Modified Peptide: _NEGVTAFFK(ac)GLTPK_     Score: 63.128     PEP: 0.00015502
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Mass: 1915.9468     Charge: 2     m/z: 958.9807
Modified Peptide: _VYK(ac)YGGQPFANEFLNK_     Score: 109.07     PEP: 3.3306E-18
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Mass: 1953.9373     Charge: 3     m/z: 652.31973
Modified Peptide: _YGGQPFANEFLNK(ac)HYK_     Score: 114.69     PEP: 1.9941E-23
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Mass: 1736.9057     Charge: 3     m/z: 579.97585
Modified Peptide: _HVK(ac)INESSLVQEGQK_     Score: 60.474     PEP: 6.9825E-05
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Mass: 1861.9638     Charge: 3     m/z: 621.66189
Modified Peptide: _NNTASK(ac)HGFQNINVLR_     Score: 78.69     PEP: 5.3481E-08
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Mass: 1352.6208     Charge: 2     m/z: 677.31769
Modified Peptide: _ESK(ac)TVDNYEAR_     Score: 144.1     PEP: 3.5404E-13
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Mass: 1227.6815     Charge: 2     m/z: 614.84804
Modified Peptide: _HLK(ac)PAQIESR_     Score: 66.595     PEP: 0.0010408



0 200 400 600 800 1000 1200 1400

m/z

0

10000

20000

30000

40000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
4

)

y
2

 (
2

8
3

.1
8

6
2

)

y
3

 (
3

9
7

.2
2

8
3

)

y
4

 (
4

5
4

.2
4

9
7

)

y
5

 (
5

6
9

.2
7

6
9

)

y
6

 (
6

8
3

.3
1

9
9

)

y
7

 (
7

9
6

.4
0

3
0

)

y
8

 (
9

2
7

.4
4

3
3

)

y
9

 (
1

1
0

5
.5

6
4

4
)

y
1

0
 (

1
2

0
6

.6
0

9
6

)

y
2

-N
H

3
 (

2
6

6
.1

5
8

2
)

y
3

-N
H

3
 (

3
8

0
.2

0
4

3
)

y
4

-N
H

3
 (

4
3

7
.2

2
4

2
)

y
5

-N
H

3
 (

5
5

2
.2

4
8

3
)

y
6

-H
2

O
 (

6
6

5
.3

0
2

0
)

y
6

-N
H

3
 (

6
6

6
.2

9
2

6
)

y
7

-H
2

O
 (

7
7

8
.3

9
2

0
)

y
7

-N
H

3
 (

7
7

9
.3

7
8

3
)

y
8

-H
2

O
 (

9
0

9
.4

3
0

3
)

y
8

-N
H

3
 (

9
1

0
.4

1
8

6
)

y
9

-N
H

3
 (

1
0

8
8

.5
3

1
5

)

y
9

(2
+

) 
(5

5
3

.2
8

2
9

)

y
1

0
(2

+
) 

(6
0

3
.8

0
9

7
)

a
2

 (
1

8
7

.1
4

4
0

)

b
2

 (
2

1
5

.1
3

9
6

)
b
2

-H
2

O
 (

1
9

7
.1

2
8

2
)

b
3

 (
3

9
3

.2
5

8
7

)
b
3

-H
2

O
 (

3
7

5
.2

4
8

2
)

b
4

 (
5

2
4

.2
9

9
4

)
b
4

-H
2

O
 (

5
0

6
.2

9
4

1
)

a
cK

* 
(1

2
6

.0
9

1
5

)

Mass: 1318.6886     Charge: 2     m/z: 660.35157
Modified Peptide: _LTK(ac)MINDGNQK_     Score: 201.09     PEP: 9.1413E-41
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Mass: 1266.766     Charge: 2     m/z: 634.39026
Modified Peptide: _LLQLQK(ac)IGANK_     Score: 102.52     PEP: 1.2606E-06
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Mass: 1150.5295     Charge: 2     m/z: 576.27202
Modified Peptide: _FDADAK(ac)EWK_     Score: 66.056     PEP: 0.0043054
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Mass: 1705.796     Charge: 3     m/z: 569.60595
Modified Peptide: _TM(ox)EEDEEVLYK(ac)VR_     Score: 103.44     PEP: 3.392E-13
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Mass: 997.47566     Charge: 2     m/z: 499.74511
Modified Peptide: _FK(ac)EEFEK_     Score: 124.98     PEP: 8.027E-08
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Mass: 1082.5401     Charge: 2     m/z: 542.27734
Modified Peptide: _GTGDCK(ac)FLK_     Score: 136.99     PEP: 7.0882E-05
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Mass: 2409.2111     Charge: 3     m/z: 804.07764
Modified Peptide: _ICANHIIAPEYTLK(ac)PNVGSDR_     Score: 142.98     PEP: 3.2603E-56
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Mass: 1347.6914     Charge: 2     m/z: 674.85298
Modified Peptide: _PAAVFAETLK(ac)HD_     Score: 140.31     PEP: 1.2903E-14
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Mass: 1058.5356     Charge: 2     m/z: 530.27509
Modified Peptide: _PSSQLDSK(ac)R_     Score: 59.931     PEP: 0.0061056
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Mass: 1409.7779     Charge: 3     m/z: 470.93325
Modified Peptide: _LSGPHSVK(ac)FLQR_     Score: 83.204     PEP: 9.4263E-06
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Mass: 1565.7466     Charge: 3     m/z: 522.92282
Modified Peptide: _EAGSHGK(ac)DAWGVFR_     Score: 82.55     PEP: 5.1667E-07



0 200 400 600 800 1000 1200 1400

m/z

0

10000

20000

30000

40000

50000

60000

70000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
0

)

y
2

 (
3

1
7

.2
1

7
8

)

y
3

 (
4

3
1

.2
6

0
5

)

y
4

 (
5

4
4

.3
4

4
4

)

y
5

 (
6

7
3

.3
8

8
0

)

y
6

 (
7

8
8

.4
1

4
1

)

y
3

-N
H

3
 (

4
1

4
.2

3
2

3
)

y
5

-H
2

O
 (

6
5

5
.3

7
5

9
)

b
2

 (
2

5
8

.1
5

5
7

)
b
2

-N
H

3
 (

2
4

1
.1

2
8

5
)

b
3

 (
4

0
5

.2
2

5
1

)

b
4

 (
5

3
4

.2
6

6
0

)

b
5

 (
6

4
7

.3
5

1
6

)
b
5

-H
2

O
 (

6
2

9
.3

4
2

3
)

b
6

 (
7

6
2

.3
7

7
9

)
b
6

-H
2

O
 (

7
4

4
.3

5
8

2
)

b
7

 (
8

9
1

.4
1

9
4

)
b
7

-H
2

O
 (

8
7

3
.4

2
1

1
)

b
6

(2
+

) 
(3

8
1

.6
8

8
7

)

a
cK

* 
(1

2
6

.0
9

1
0

)

Mass: 1433.7514     Charge: 3     m/z: 478.92442
Modified Peptide: _TRFELDELNK(ac)K_     Score: 99.5     PEP: 1.6164E-05
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Mass: 955.57023     Charge: 2     m/z: 478.79239
Modified Peptide: _LQK(ac)DIGLK_     Score: 108.3     PEP: 0.00023151
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Mass: 1330.6616     Charge: 2     m/z: 666.33809
Modified Peptide: _EDASGLLAEK(ac)EK_     Score: 120.53     PEP: 1.9126E-12
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Mass: 2101.1067     Charge: 3     m/z: 701.37616
Modified Peptide: _VHAFEK(ac)IEQFVITEPEK_     Score: 140.81     PEP: 2.6763E-43
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Mass: 1352.7536     Charge: 3     m/z: 451.92513
Modified Peptide: _TGGLWAK(ac)GALHGK_     Score: 51.612     PEP: 0.0023429
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Mass: 1445.7263     Charge: 3     m/z: 482.91604
Modified Peptide: _AK(ac)YNHVQTSTQK_     Score: 53.967     PEP: 0.0048939
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Mass: 1985.9344     Charge: 4     m/z: 497.49087
Modified Peptide: _YNHVQTSTQK(ac)EHPGYR_     Score: 60.474     PEP: 6.4663E-05
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Mass: 1198.6528     Charge: 2     m/z: 600.3337
Modified Peptide: _PAATPNLSK(ac)DK_     Score: 132.32     PEP: 2.5235E-07
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Mass: 2046.0058     Charge: 3     m/z: 683.00922
Modified Peptide: _FPSGDQLHTAETGEFLK(ac)K_     Score: 49.924     PEP: 0.0014233
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Mass: 1680.9814     Charge: 3     m/z: 561.33442
Modified Peptide: _EVLLFPTLK(ac)PDVLR_     Score: 87.863     PEP: 1.9249E-07
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Mass: 1670.9174     Charge: 3     m/z: 557.97974
Modified Peptide: _KGETLPEEK(ac)VSIAGR_     Score: 96.247     PEP: 8.1526E-11
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Mass: 2505.254     Charge: 3     m/z: 836.09194
Modified Peptide: _VFNVK(ac)FPSGDQLHTAETGEFLK_     Score: 115.46     PEP: 1.5228E-34
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Mass: 1602.7791     Charge: 3     m/z: 535.26696
Modified Peptide: _YLPEYHEVK(ac)NNR_     Score: 84.718     PEP: 7.6019E-06
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Mass: 1556.7987     Charge: 2     m/z: 779.40664
Modified Peptide: _TFFVGGNFK(ac)LNGSK_     Score: 40.025     PEP: 0.0087146
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Mass: 1019.5651     Charge: 2     m/z: 510.78985
Modified Peptide: _FLASK(ac)LGDK_     Score: 76.228     PEP: 0.0015178
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Mass: 1607.842     Charge: 2     m/z: 804.92827
Modified Peptide: _DVGAK(ac)WVILGHSER_     Score: 136.17     PEP: 1.4991E-21
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Mass: 2560.3173     Charge: 3     m/z: 854.44638
Modified Peptide: _ADVDGFLVGGASLK(ac)PEFVDIINSR_     Score: 143.91     PEP: 1.2471E-59
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Mass: 1256.7089     Charge: 3     m/z: 419.91023
Modified Peptide: _KAGK(ac)TLDVVER_     Score: 111.94     PEP: 6.4076E-07
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Mass: 3062.5673     Charge: 4     m/z: 766.6491
Modified Peptide: _KPQVTVGAQNAYLK(ac)ASGAFTGENSVDQIK_     Score: 149.07     PEP: 8.9258E-68
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Mass: 1100.5826     Charge: 2     m/z: 551.29857
Modified Peptide: _LGDK(ac)AASELR_     Score: 155.11     PEP: 1.36E-09
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Mass: 2034.9858     Charge: 3     m/z: 679.33588
Modified Peptide: _ASGAFTGENSVDQIK(ac)DVGAK_     Score: 168.79     PEP: 3.2087E-77
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Mass: 1142.6295     Charge: 2     m/z: 572.32205
Modified Peptide: _QSIK(ac)EIVER_     Score: 177.78     PEP: 9.7843E-18
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Mass: 1655.7468     Charge: 3     m/z: 552.92286
Modified Peptide: _SYFHEDDK(ac)FIADK_     Score: 194.85     PEP: 3.3104E-38
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Mass: 1898.9709     Charge: 3     m/z: 633.99757
Modified Peptide: _ILYGGSANGSNAVTFK(ac)DK_     Score: 218.64     PEP: 2.326E-84
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Mass: 1781.8716     Charge: 2     m/z: 891.94306
Modified Peptide: _EK(ac)DTNIVFYTSPYR_     Score: 143.46     PEP: 3.7909E-22
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Mass: 1991.9494     Charge: 3     m/z: 664.99042
Modified Peptide: _NDLQNFMK(ac)NVGFDQHK_     Score: 96.163     PEP: 3.4886E-14
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Mass: 1729.8927     Charge: 2     m/z: 865.95362
Modified Peptide: _FVLTAYPTTTK(ac)DGFK_     Score: 138.21     PEP: 5.9128E-28
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Mass: 2187.1576     Charge: 3     m/z: 730.0598
Modified Peptide: _NAPAWFK(ac)LSSESVIEQIVK_     Score: 50.425     PEP: 0.0027972
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Mass: 1422.8558     Charge: 2     m/z: 712.4352
Modified Peptide: _K(ac)GLTPSQIGVLLR_     Score: 129.71     PEP: 1.6961E-16
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Mass: 1762.9465     Charge: 3     m/z: 588.65611
Modified Peptide: _LSSESVIEQIVK(ac)YAR_     Score: 180.84     PEP: 1.3535E-39
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Mass: 1805.873     Charge: 2     m/z: 903.94379
Modified Peptide: _M(ox)HSAGK(ac)GISSSAIPYSR_     Score: 219.79     PEP: 6.9869E-83
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Mass: 1607.7402     Charge: 2     m/z: 804.87739
Modified Peptide: _NFAEQK(ac)WIDMER_     Score: 189.33     PEP: 2.5423E-34
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Mass: 1356.7249     Charge: 2     m/z: 679.36972
Modified Peptide: _IIAENTNVAK(ac)DK_     Score: 194.96     PEP: 7.6233E-35
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Mass: 1103.6128     Charge: 2     m/z: 552.81366
Modified Peptide: _FLNK(ac)WLGGK_     Score: 67.563     PEP: 0.0033795
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Mass: 1067.5685     Charge: 2     m/z: 534.79153
Modified Peptide: _LASK(ac)AYVM(ox)K_     Score: 78.934     PEP: 0.0002344
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Mass: 1981.9844     Charge: 2     m/z: 991.99948
Modified Peptide: _EQVEDIPSEGSVAK(ac)DIPK_     Score: 79.511     PEP: 0.0040514
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Mass: 1098.6437     Charge: 2     m/z: 550.32914
Modified Peptide: _IAEGK(ac)WLLK_     Score: 125.97     PEP: 0.00054734
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Mass: 1959.08     Charge: 3     m/z: 654.03396
Modified Peptide: _VQHVLVANPTK(ac)YEYLK_     Score: 100.23     PEP: 1.3585E-14
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Mass: 1042.6386     Charge: 2     m/z: 522.3266
Modified Peptide: _STALK(ac)ILAGK_     Score: 67.113     PEP: 0.00092537
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Mass: 1549.8304     Charge: 3     m/z: 517.6174
Modified Peptide: _RDIEK(ac)LSGGELQR_     Score: 91.207     PEP: 2.7026E-08



0 200 400 600 800 1000 1200

m/z

0

10000

20000

30000

40000

50000

60000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
0

)

y
2

 (
3

2
2

.1
8

8
1

)

y
3

 (
4

2
3

.2
3

4
6

)

y
4

 (
5

2
2

.3
0

3
7

)

y
5

 (
6

3
6

.3
4

5
8

)

y
6

 (
7

4
9

.4
3

0
1

)

y
7

 (
8

6
3

.4
7

3
1

)

y
8

 (
1

0
4

1
.5

9
2

5
)

y
9

 (
1

1
5

4
.6

6
6

7
)

y
3

-N
H

3
 (

4
0

6
.2

0
1

8
)

y
5

-N
H

3
 (

6
1

9
.3

1
0

5
)

y
7

-N
H

3
 (

8
4

6
.4

4
6

6
)

y
8

-N
H

3
 (

1
0

2
4

.5
5

7
9

)

a
2

 (
2

3
3

.1
6

4
5

)

b
2

 (
2

6
1

.1
5

8
9

)

b
3

 (
4

3
9

.2
7

8
7

)

Mass: 1300.7383     Charge: 2     m/z: 651.37643
Modified Peptide: _FLK(ac)NLNVTFR_     Score: 104.79     PEP: 2.7379E-05
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Mass: 976.61606     Charge: 2     m/z: 489.31531
Modified Peptide: _VGELLK(ac)LR_     Score: 126.41     PEP: 5.9983E-05
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Mass: 1266.766     Charge: 2     m/z: 634.39026
Modified Peptide: _ILQLENVLK(ac)R_     Score: 105.86     PEP: 2.2151E-05
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Mass: 1557.8304     Charge: 3     m/z: 520.28406
Modified Peptide: _FLTK(ac)IYHPNIDR_     Score: 78.324     PEP: 5.7669E-05
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Mass: 1907.92     Charge: 3     m/z: 636.9806
Modified Peptide: _NVPSNWVQM(ox)AANK(ac)TYK_     Score: 38.093     PEP: 0.0029811
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Mass: 2105.0872     Charge: 3     m/z: 702.703
Modified Peptide: _LVNAAPVM(ox)LFM(ox)K(ac)GSPSEPK_     Score: 81.723     PEP: 8.7833E-12
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Mass: 2141.1361     Charge: 3     m/z: 714.71929
Modified Peptide: _VTSFSSPQNANVK(ac)VFTIPR_     Score: 152.13     PEP: 4.5843E-59
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Mass: 1353.6751     Charge: 2     m/z: 677.84483
Modified Peptide: _NFVPYK(ac)LGCSK_     Score: 64.55     PEP: 0.00064938
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Mass: 1199.6914     Charge: 2     m/z: 600.85298
Modified Peptide: _PFNLAK(ac)DLLK_     Score: 74.944     PEP: 0.00051875
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Mass: 1349.7092     Charge: 2     m/z: 675.86187
Modified Peptide: _IK(ac)ANFTAYGAPR_     Score: 91.858     PEP: 0.0002726
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Mass: 1870.0452     Charge: 2     m/z: 936.02986
Modified Peptide: _LSK(ac)ILVAYGLPVSPDEK_     Score: 41.871     PEP: 0.0075199
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Mass: 1081.6747     Charge: 2     m/z: 541.84462
Modified Peptide: _TPLDILLK(ac)K_     Score: 74.162     PEP: 0.0014174
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Mass: 1242.6761     Charge: 3     m/z: 415.23264
Modified Peptide: _WFK(ac)ELTLHK_     Score: 98.048     PEP: 0.00042413
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Mass: 2320.2216     Charge: 4     m/z: 581.06267
Modified Peptide: _SPILHNTGYEILGLPHK(ac)FDK_     Score: 115.76     PEP: 4.9312E-33
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Mass: 1498.7602     Charge: 3     m/z: 500.59402
Modified Peptide: _VM(ox)PGAVDFK(ac)HVNK_     Score: 79.466     PEP: 1.7745E-06
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Mass: 1409.7263     Charge: 2     m/z: 705.87042
Modified Peptide: _ETLK(ac)HVGVDASGR_     Score: 122.97     PEP: 2.154E-14
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Mass: 1399.7907     Charge: 3     m/z: 467.60417
Modified Peptide: _HINIHIK(ac)PNEK_     Score: 81.92     PEP: 2.7024E-05
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Mass: 1266.6397     Charge: 2     m/z: 634.32713
Modified Peptide: _LYAWEK(ac)PYR_     Score: 116.52     PEP: 0.00086283
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Mass: 1885.9636     Charge: 3     m/z: 629.66182
Modified Peptide: _KPEGVYEAAQAK(ac)WESK_     Score: 94.544     PEP: 1.1155E-13
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Mass: 1353.6347     Charge: 2     m/z: 677.82463
Modified Peptide: _NNSNK(ac)FSNM(ox)IK_     Score: 89.805     PEP: 5.3273E-06
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Mass: 2532.3315     Charge: 3     m/z: 845.11778
Modified Peptide: _QTEPAIPISENISTK(ac)TPAPVAYR_     Score: 157.63     PEP: 5.4532E-73
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Mass: 1477.7275     Charge: 2     m/z: 739.87104
Modified Peptide: _TGTK(ac)FGFM(ox)GLFSK_     Score: 40.025     PEP: 0.0039101
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Mass: 1062.5961     Charge: 2     m/z: 532.30533
Modified Peptide: _LYK(ac)DEIIK_     Score: 67.704     PEP: 0.0065104
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Mass: 1190.6911     Charge: 3     m/z: 397.9043
Modified Peptide: _LYKDEIIK(ac)K_     Score: 70.977     PEP: 0.0068053
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Mass: 1192.7038     Charge: 2     m/z: 597.35919
Modified Peptide: _EAVTFLK(ac)TVK_     Score: 94.465     PEP: 0.00017927
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Mass: 1844.9672     Charge: 3     m/z: 615.99636
Modified Peptide: _HVVFGEVVDGYDIVK(ac)K_     Score: 143.46     PEP: 8.1708E-38
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Mass: 1720.8784     Charge: 2     m/z: 861.44649
Modified Peptide: _LYNDIVPK(ac)TAENFR_     Score: 143.93     PEP: 3.679E-24
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Mass: 1542.7355     Charge: 2     m/z: 772.37501
Modified Peptide: _SIYGGK(ac)FPDENFK_     Score: 159.5     PEP: 8.3122E-21
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Mass: 1065.5131     Charge: 2     m/z: 533.76383
Modified Peptide: _FPDENFK(ac)K_     Score: 161.02     PEP: 4.9468E-08
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Mass: 1301.6827     Charge: 2     m/z: 651.84862
Modified Peptide: _K(ac)VESLGSPSGATK_     Score: 166.38     PEP: 1.8472E-24
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Mass: 1995.9261     Charge: 3     m/z: 666.31599
Modified Peptide: _ALCTGEK(ac)GFGYAGSPFHR_     Score: 211.13     PEP: 9.697E-84
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Mass: 1540.8362     Charge: 3     m/z: 514.61934
Modified Peptide: _FK(ac)NRPAPSVEQVK_     Score: 92.457     PEP: 2.4117E-08
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Mass: 1163.5975     Charge: 2     m/z: 582.80603
Modified Peptide: _K(ac)YVDAVNWK_     Score: 94.692     PEP: 4.0827E-05
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Mass: 1464.8523     Charge: 2     m/z: 733.43342
Modified Peptide: _THVK(ac)LLTPEEIK_     Score: 161.21     PEP: 6.1321E-18
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Mass: 2125.1251     Charge: 4     m/z: 532.28855
Modified Peptide: _PVAQPVSHVHLK(ac)SQDNSPK_     Score: 45.138     PEP: 0.002398
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Mass: 2099.1415     Charge: 3     m/z: 700.72112
Modified Peptide: _TAAK(ac)VPSPGLGAPPIYSYIR_     Score: 150.98     PEP: 2.8148E-65
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Mass: 1413.7951     Charge: 3     m/z: 472.27231
Modified Peptide: _SVQEK(ac)FLHIQK_     Score: 123.8     PEP: 3.8425E-07
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Mass: 1582.8831     Charge: 3     m/z: 528.63499
Modified Peptide: _FQK(ac)LSLHALESLR_     Score: 48.527     PEP: 0.0034191
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Mass: 1384.7926     Charge: 3     m/z: 462.6048
Modified Peptide: _DQGTTIAIGK(ac)IVK_     Score: 89.46     PEP: 9.5494E-07
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Mass: 1548.7168     Charge: 3     m/z: 517.24623
Modified Peptide: _EK(ac)RPFDSETENR_     Score: 212.1     PEP: 1.3874E-54
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Mass: 1445.6787     Charge: 3     m/z: 482.90017
Modified Peptide: _SEIK(ac)NSHGEFEK_     Score: 82.774     PEP: 9.9434E-06
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Mass: 1658.8376     Charge: 3     m/z: 553.95315
Modified Peptide: _GSTHYALAQTK(ac)DAVR_     Score: 59.673     PEP: 7.7507E-05
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Mass: 1097.6324     Charge: 2     m/z: 549.8235
Modified Peptide: _FLDK(ac)LGLSR_     Score: 60.434     PEP: 0.0081098
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Mass: 2609.2914     Charge: 3     m/z: 870.77109
Modified Peptide: _NSPFHTNEQYIPPPPPK(ac)YINSK_     Score: 83.606     PEP: 2.8842E-13



0 200 400 600 800 1000 1200

m/z

0

100000

200000

300000

400000

500000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
6

)

y
2

 (
2

9
0

.1
4

6
4

)

y
3

 (
4

6
8

.2
6

5
5

)

y
4

 (
5

8
2

.3
0

7
6

)

y
5

 (
7

2
9

.3
7

6
3

) y
6

 (
8

9
2

.4
3

9
1

)

y
7

 (
1

0
3

9
.5

0
8

1
)

y
3

-N
H

3
 (

4
5

1
.2

3
9

8
)

y
4

-N
H

3
 (

5
6

5
.2

8
2

0
)

y
5

-H
2

O
 (

7
1

1
.3

5
6

9
)

y
5

-N
H

3
 (

7
1

2
.3

5
1

4
)

y
6

-H
2

O
 (

8
7

4
.4

1
8

4
)

y
6

-N
H

3
 (

8
7

5
.4

1
1

8
)

a
2

 (
2

3
4

.1
2

3
3

)

b
2

 (
2

6
2

.1
1

8
3

)
b
2

-N
H

3
 (

2
4

5
.0

9
0

9
)

b
3

 (
4

2
5

.1
8

1
4

)

Mass: 1152.5444     Charge: 2     m/z: 577.27945
Modified Peptide: _NFYFNK(ac)DR_     Score: 96.331     PEP: 0.0017124
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Mass: 2419.1514     Charge: 3     m/z: 807.39109
Modified Peptide: _ASSGLAYTADYPNATSPDFAK(ac)SK_     Score: 104.52     PEP: 4.3508E-28
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Mass: 1219.6561     Charge: 2     m/z: 610.83532
Modified Peptide: _YINSK(ac)LDGLR_     Score: 125.75     PEP: 0.00012303
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Mass: 1718.7934     Charge: 3     m/z: 573.9384
Modified Peptide: _SYHAASQM(ox)AK(ac)PEDVK_     Score: 71.692     PEP: 6.0866E-07
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Mass: 1187.7249     Charge: 2     m/z: 594.86972
Modified Peptide: _YPVK(ac)AVNVLK_     Score: 110.53     PEP: 4.499E-05
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Mass: 1947.0677     Charge: 3     m/z: 650.02984
Modified Peptide: _GK(ac)IVDEIHAGVLEPTISK_     Score: 130.11     PEP: 5.6517E-37
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Mass: 1158.6245     Charge: 2     m/z: 580.3195
Modified Peptide: _DSSELVAK(ac)LR_     Score: 134.23     PEP: 4.6333E-05
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Mass: 1289.7183     Charge: 3     m/z: 430.91338
Modified Peptide: _SLHDSLSVVK(ac)R_     Score: 149.23     PEP: 1.782E-09
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Mass: 1594.7991     Charge: 2     m/z: 798.40684
Modified Peptide: _SAQFFNSGPK(ac)LETK_     Score: 47.545     PEP: 0.0016223
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Mass: 910.51859     Charge: 2     m/z: 456.26657
Modified Peptide: _(ac)SAK(ac)AEK(ac)K_     Score: 76.679     PEP: 0.0042424
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Mass: 910.51859     Charge: 2     m/z: 456.26657
Modified Peptide: _(ac)SAK(ac)AEK(ac)K_     Score: 76.679     PEP: 0.0042424
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Mass: 1109.6081     Charge: 2     m/z: 555.81131
Modified Peptide: _PASK(ac)APAEK(ac)K_     Score: 191.29     PEP: 3.8637E-28
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Mass: 1133.5535     Charge: 2     m/z: 567.78404
Modified Peptide: _SDDNADALK(ac)K_     Score: 47.288     PEP: 0.007518
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Mass: 2183.1612     Charge: 3     m/z: 728.72768
Modified Peptide: _MVLIGPPGAGK(ac)GTQAPNLQER_     Score: 60.062     PEP: 1.9222E-05
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Mass: 1496.8086     Charge: 2     m/z: 749.41159
Modified Peptide: _EQGTPLEK(ac)AIELK_     Score: 84.173     PEP: 4.1994E-06
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Mass: 1686.8498     Charge: 2     m/z: 844.43219
Modified Peptide: _LDQM(ox)LK(ac)EQGTPLEK_     Score: 96.414     PEP: 1.5955E-10
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Mass: 1271.6663     Charge: 3     m/z: 424.89603
Modified Peptide: _SYHK(ac)IFNPPK_     Score: 104.82     PEP: 2.7468E-05
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Mass: 1484.8199     Charge: 2     m/z: 743.41721
Modified Peptide: _SQIAK(ac)GTQLGLEAK_     Score: 119.31     PEP: 9.1881E-13
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Mass: 2035.0415     Charge: 3     m/z: 679.35444
Modified Peptide: _LAAYHAQTEPIVDFYK(ac)K_     Score: 156.49     PEP: 1.7534E-51
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Mass: 1518.8406     Charge: 2     m/z: 760.42757
Modified Peptide: _SLNK(ac)INNLYASLK_     Score: 83.729     PEP: 6.7766E-05
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Mass: 1404.6547     Charge: 2     m/z: 703.33463
Modified Peptide: _TIDK(ac)YGCGAGGTR_     Score: 65.805     PEP: 0.00027463
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Mass: 1348.7238     Charge: 3     m/z: 450.58189
Modified Peptide: _TKPYLDK(ac)VESK_     Score: 97.86     PEP: 2.3172E-05
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Mass: 1443.7874     Charge: 2     m/z: 722.90099
Modified Peptide: _TVFAQVPK(ac)HTFK_     Score: 120.53     PEP: 1.9126E-12
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Mass: 1257.6597     Charge: 2     m/z: 629.83714
Modified Peptide: _TLIDWYK(ac)NR_     Score: 95.502     PEP: 0.00058755
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Mass: 2105.1117     Charge: 3     m/z: 702.71117
Modified Peptide: _IK(ac)NPSQIVTTLDHDIQNK_     Score: 97.284     PEP: 1.0709E-16
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Mass: 1037.5869     Charge: 2     m/z: 519.80075
Modified Peptide: _TNK(ac)LALTHV_     Score: 90.263     PEP: 0.00087696
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Mass: 937.49014     Charge: 2     m/z: 469.75234
Modified Peptide: _FSFFGK(ac)R_     Score: 119.89     PEP: 0.006363
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Mass: 1797.7992     Charge: 3     m/z: 600.27368
Modified Peptide: _FDM(ox)SEFQEK(ac)HTVSR_     Score: 75.669     PEP: 0.00060435
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Mass: 1876.9643     Charge: 4     m/z: 470.24835
Modified Peptide: _LQHESKPDEIQK(ac)LDR_     Score: 79.652     PEP: 4.9419E-08
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Mass: 1200.5986     Charge: 2     m/z: 601.30659
Modified Peptide: _K(ac)ETDPVSVER_     Score: 99.215     PEP: 0.00019672
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Mass: 1027.5451     Charge: 2     m/z: 514.77982
Modified Peptide: _HLAEK(ac)FNK_     Score: 112.41     PEP: 0.00013644
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Mass: 1363.75     Charge: 2     m/z: 682.88227
Modified Peptide: _VAIGK(ac)GAIDGFFK_     Score: 51.211     PEP: 0.0024827
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Mass: 2021.1633     Charge: 3     m/z: 674.72838
Modified Peptide: _RPLILQK(ac)SLIALEGGSER_     Score: 109.42     PEP: 1.6685E-23
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Mass: 1119.5958     Charge: 2     m/z: 560.80517
Modified Peptide: _TISK(ac)IGNM(ox)AK_     Score: 50.108     PEP: 0.0020148
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Mass: 1773.7853     Charge: 3     m/z: 592.26904
Modified Peptide: _NSTHNPSDNQFGMK(ac)R_     Score: 145.1     PEP: 4.3721E-30
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Mass: 2105.0252     Charge: 3     m/z: 702.68233
Modified Peptide: _VPGVTSISCDTHK(ac)YGFAPK_     Score: 87.16     PEP: 1.7267E-11
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Mass: 1512.7645     Charge: 2     m/z: 757.38951
Modified Peptide: _NNVQVEK(ac)AAANGTR_     Score: 180.84     PEP: 3.4892E-41
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Mass: 1617.825     Charge: 2     m/z: 809.91978
Modified Peptide: _GTVTSAEPLDPK(ac)SFK_     Score: 69.729     PEP: 3.0634E-06
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Mass: 1143.6612     Charge: 2     m/z: 572.83786
Modified Peptide: _RIEK(ac)ALSASK_     Score: 107.09     PEP: 8.8549E-05
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Mass: 2093.0641     Charge: 3     m/z: 698.6953
Modified Peptide: _NSSIDAAFQSLQK(ac)VESTVK_     Score: 115.26     PEP: 2.8765E-32
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Mass: 1254.6456     Charge: 2     m/z: 628.33007
Modified Peptide: _AEK(ac)GLELNDPK_     Score: 59.898     PEP: 0.0013635
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Mass: 1204.6787     Charge: 2     m/z: 603.34661
Modified Peptide: _TAVLNK(ac)WSTK_     Score: 140.48     PEP: 3.4016E-06
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Mass: 1436.7987     Charge: 2     m/z: 719.40664
Modified Peptide: _HALSK(ac)LIQQETK_     Score: 216.34     PEP: 2.8263E-55
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Mass: 1835.9894     Charge: 3     m/z: 613.00374
Modified Peptide: _ALNVPLHTK(ac)FIANDNK_     Score: 104.45     PEP: 6.0966E-18
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Mass: 1359.7762     Charge: 2     m/z: 680.89538
Modified Peptide: _GAVLIDLTK(ac)FNK_     Score: 59.57     PEP: 0.0024953
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Mass: 1170.5346     Charge: 3     m/z: 391.18547
Modified Peptide: _YEK(ac)YHFDK_     Score: 71.451     PEP: 0.0053345
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Mass: 1447.6976     Charge: 2     m/z: 724.85606
Modified Peptide: _INNYEFK(ac)WER_     Score: 138.25     PEP: 4.4629E-06
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Mass: 2274.2273     Charge: 4     m/z: 569.56411
Modified Peptide: _VIIEFSSPNIAK(ac)PFHAGHLR_     Score: 198.13     PEP: 5.9152E-96
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Mass: 1078.6357     Charge: 2     m/z: 540.32515
Modified Peptide: _ITFK(ac)GINTK_     Score: 115.42     PEP: 0.0004476
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Modified Peptide: _VDLSSK(ac)PFK_     Score: 66.435     PEP: 0.0040491
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Mass: 1097.6193     Charge: 2     m/z: 549.81693
Modified Peptide: _GDGK(ac)LLNALR_     Score: 114.4     PEP: 5.6858E-05
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Mass: 1754.8911     Charge: 2     m/z: 878.45284
Modified Peptide: _AQSPIPSNGK(ac)SSSNLAR_     Score: 127.22     PEP: 1.7844E-34
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Mass: 1635.8592     Charge: 3     m/z: 546.29366
Modified Peptide: _ANHLSDYVK(ac)YLQK_     Score: 75.89     PEP: 5.2264E-05
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Mass: 1829.9371     Charge: 2     m/z: 915.97581
Modified Peptide: _(ac)STDVAAAQAQSK(ac)IDLTK_     Score: 121.27     PEP: 4.4806E-28
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Mass: 1329.694     Charge: 2     m/z: 665.85427
Modified Peptide: _FAGIYSDPK(ac)FK_     Score: 67.08     PEP: 0.00026113
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Mass: 1597.722     Charge: 3     m/z: 533.58127
Modified Peptide: _HTNDEEEIEK(ac)NAK_     Score: 88.282     PEP: 4.3892E-05
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Mass: 2076.0389     Charge: 3     m/z: 693.02023
Modified Peptide: _SVDNNGYHSVIAALK(ac)AGYR_     Score: 71.558     PEP: 2.9744E-07
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Mass: 1480.8129     Charge: 2     m/z: 741.41374
Modified Peptide: _GYVVLAK(ac)SVNPER_     Score: 89.629     PEP: 8.5093E-07
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Mass: 2191.2154     Charge: 3     m/z: 731.4124
Modified Peptide: _IANVVHFYK(ac)SLPQGPAPAIK_     Score: 98.165     PEP: 2.4575E-17
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Mass: 1506.8195     Charge: 2     m/z: 754.41701
Modified Peptide: _LLNK(ac)FNSDVFLR_     Score: 129.84     PEP: 1.0783E-13
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Mass: 1227.5798     Charge: 3     m/z: 410.20053
Modified Peptide: _VYHDM(ox)VK(ac)DR_     Score: 50.108     PEP: 0.0045246
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Mass: 1534.8831     Charge: 3     m/z: 512.63499
Modified Peptide: _VLHIVGVAK(ac)SIDSR_     Score: 89.629     PEP: 8.4711E-08



0 200 400 600 800 1000 1200 1400 1600

m/z

0

20000

40000

60000

80000

100000

120000

140000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
6

)

y
2

 (
3

4
5

.2
2

6
0

)

y
3

 (
4

9
2

.2
9

5
2

)

y
4

 (
6

0
5

.3
7

6
1

)

y
5

 (
7

6
8

.4
3

8
8

)

y
6

 (
8

9
7

.4
7

8
1

)

y
7

 (
9

5
4

.5
0

1
0

)

y
8

 (
1

1
0

1
.5

7
2

3
)

y
9

 (
1

1
9

8
.6

2
4

5
)

y
3

-N
H

3
 (

4
7

5
.2

6
7

9
)

y
9

-H
2

O
 (

1
1

8
0

.6
3

2
5

)
y
9

-N
H

3
 (

1
1

8
1

.5
9

9
8

)

a
2

 (
1

3
1

.0
8

1
6

)
b
2

 (
1

5
9

.0
7

6
0

) b
3

 (
2

6
0

.1
2

3
7

)
b
3

-H
2

O
 (

2
4

2
.1

1
3

2
)

a
cK

* 
(1

2
6

.0
9

1
3

)

Mass: 1569.8191     Charge: 2     m/z: 785.91684
Modified Peptide: _SATIPFGEYIFK(ac)R_     Score: 91.858     PEP: 7.1669E-09
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Mass: 1894.0205     Charge: 3     m/z: 632.34744
Modified Peptide: _YTNSTLIQCPSK(ac)LALK_     Score: 119.65     PEP: 1.1538E-23
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Mass: 1609.8151     Charge: 3     m/z: 537.61231
Modified Peptide: _SLDEIIGSNK(ac)AGSNR_     Score: 71.031     PEP: 2.6441E-06
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Mass: 1217.5274     Charge: 2     m/z: 609.771
Modified Peptide: _EM(ox)ADYFEK(ac)K_     Score: 71.349     PEP: 0.00046416
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Mass: 2097.1786     Charge: 3     m/z: 700.0668
Modified Peptide: _LNLIVDPNQRPVK(ac)SLADR_     Score: 73.464     PEP: 1.3542E-06
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Mass: 988.50769     Charge: 2     m/z: 495.26112
Modified Peptide: _K(ac)SLEDLDK_     Score: 117.7     PEP: 5.6666E-05
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Mass: 1057.6132     Charge: 2     m/z: 529.81386
Modified Peptide: _VAK(ac)LLDTTR_     Score: 182.65     PEP: 3.6593E-18
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Mass: 1696.7621     Charge: 2     m/z: 849.38831
Modified Peptide: _EEVPGWQEYYDK(ac)L_     Score: 41.092     PEP: 0.0090903
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Mass: 986.59467     Charge: 2     m/z: 494.30461
Modified Peptide: _ALLK(ac)VVM(ox)R_     Score: 78.77     PEP: 0.00076035
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Mass: 2300.126     Charge: 3     m/z: 767.71593
Modified Peptide: _K(ac)IWCFGPDGNGPNLVIDQTK_     Score: 83.776     PEP: 6.4851E-12
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Mass: 1027.5914     Charge: 2     m/z: 514.80296
Modified Peptide: _DLEGK(ac)ALLK_     Score: 85.67     PEP: 0.00087976
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Mass: 1436.905     Charge: 3     m/z: 479.9756
Modified Peptide: _IKPVVVINK(ac)VDR_     Score: 100.19     PEP: 2.3543E-08
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Mass: 1211.6424     Charge: 2     m/z: 606.82845
Modified Peptide: _SLMDK(ac)VTNVR_     Score: 110.54     PEP: 4.5011E-05
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Mass: 1066.7085     Charge: 2     m/z: 534.36153
Modified Peptide: _IK(ac)PVVVINK_     Score: 113.18     PEP: 0.00040036
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Mass: 1285.7075     Charge: 2     m/z: 643.86104
Modified Peptide: _LFTAIM(ox)NFK(ac)K_     Score: 112.75     PEP: 9.3675E-06
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Mass: 1433.6787     Charge: 3     m/z: 478.90017
Modified Peptide: _KWTNK(ac)DTDAEGK_     Score: 109.84     PEP: 2.4258E-09
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Mass: 1184.6653     Charge: 2     m/z: 593.3399
Modified Peptide: _LEIVLK(ac)GDEK_     Score: 152.07     PEP: 1.9693E-09
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Mass: 1922.9078     Charge: 3     m/z: 641.97653
Modified Peptide: _TGTLTTSETAHNM(ox)K(ac)VM(ox)K_     Score: 160.81     PEP: 1.0744E-52
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Mass: 2737.4538     Charge: 3     m/z: 913.49188
Modified Peptide: _IYLK(ac)AEPIDEEVSLAIENGIINPR_     Score: 173.8     PEP: 1.4904E-49
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Mass: 1271.5994     Charge: 2     m/z: 636.80696
Modified Peptide: _DTDAEGK(ac)PLER_     Score: 162.26     PEP: 2.7998E-51
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Mass: 1387.7823     Charge: 2     m/z: 694.89845
Modified Peptide: _KDDLFIK(ac)AIQR_     Score: 180.2     PEP: 2.88E-22
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Mass: 2281.2318     Charge: 3     m/z: 761.41788
Modified Peptide: _FSVSPVVQVAVEVK(ac)NANDLPK_     Score: 186.89     PEP: 8.8597E-90
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Mass: 1417.8515     Charge: 2     m/z: 709.93305
Modified Peptide: _VLNLLK(ac)YAPTTK_     Score: 89.629     PEP: 1.6828E-06
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Mass: 1644.7712     Charge: 3     m/z: 549.26435
Modified Peptide: _GHMVCTLNK(ac)TTDAR_     Score: 96.734     PEP: 1.3319E-07
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Mass: 1508.726     Charge: 2     m/z: 755.37025
Modified Peptide: _FNK(ac)DFIDDLNAR_     Score: 177.1     PEP: 1.176E-26
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Mass: 1030.5811     Charge: 2     m/z: 516.29784
Modified Peptide: _K(ac)IEFPSLR_     Score: 69.598     PEP: 0.0042745
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Mass: 1837.9202     Charge: 3     m/z: 613.64736
Modified Peptide: _VNGSEFVHK(ac)YLGEGPR_     Score: 92.977     PEP: 5.1588E-14
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Mass: 1180.6128     Charge: 2     m/z: 591.31369
Modified Peptide: _YFAAK(ac)TVPDK_     Score: 119.27     PEP: 8.49E-05
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Mass: 1210.6234     Charge: 2     m/z: 606.31897
Modified Peptide: _YAK(ac)FLGVDEK_     Score: 56.205     PEP: 0.0033588
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Mass: 1072.5764     Charge: 2     m/z: 537.2955
Modified Peptide: _VGEDIAK(ac)ATK_     Score: 101.93     PEP: 3.8134E-05
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Mass: 2612.4377     Charge: 3     m/z: 871.81985
Modified Peptide: _QAAASVVPSASSLVITALK(ac)EPPRDR_     Score: 130.71     PEP: 2.4443E-50
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Mass: 2604.2708     Charge: 3     m/z: 869.09753
Modified Peptide: _VDFK(ac)NPHDIIEGINAGEIEIPEN_     Score: 158.73     PEP: 4.0497E-73
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Mass: 992.51786     Charge: 2     m/z: 497.26621
Modified Peptide: _IEDGVK(ac)YK_     Score: 117.04     PEP: 7.9826E-05
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Modified Peptide: _SLETFK(ac)NSGR_     Score: 108.47     PEP: 3.8656E-05
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Mass: 1932.0357     Charge: 3     m/z: 645.01916
Modified Peptide: _SFANQPLEVVYSK(ac)LPAK_     Score: 90.334     PEP: 4.5598E-12
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Mass: 2402.2453     Charge: 3     m/z: 801.7557
Modified Peptide: _AIEEVHGK(ac)SFANQPLEVVYSK_     Score: 114.72     PEP: 1.0909E-33
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Mass: 1611.9076     Charge: 3     m/z: 538.30979
Modified Peptide: _IIDHLETIDK(ac)IPR_     Score: 176.91     PEP: 4.8574E-30
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Mass: 1339.7107     Charge: 2     m/z: 670.86263
Modified Peptide: _SGGK(ac)FSFSPLQK_     Score: 160.38     PEP: 1.3256E-17
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Modified Peptide: _IAGYTTHLMK(ac)R_     Score: 98.353     PEP: 5.9171E-06
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Mass: 1687.8792     Charge: 3     m/z: 563.63368
Modified Peptide: _YYPK(ac)LTLDFQTNK_     Score: 109.02     PEP: 6.8035E-13
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Mass: 928.53418     Charge: 2     m/z: 465.27437
Modified Peptide: _ASK(ac)ALIER_     Score: 157.96     PEP: 3.0109E-07
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Mass: 1661.8373     Charge: 3     m/z: 554.95304
Modified Peptide: _GISFK(ac)LQEEERER_     Score: 141.58     PEP: 1.1501E-17
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Mass: 1836.0833     Charge: 3     m/z: 613.03504
Modified Peptide: _SLGLK(ac)LPLSVINVSAQR_     Score: 171.71     PEP: 3.9901E-48
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Mass: 2242.1805     Charge: 3     m/z: 748.40077
Modified Peptide: _SNGVLNVDNQTSDLVK(ac)SLGLK_     Score: 212.18     PEP: 8.8105E-106
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Mass: 1700.8482     Charge: 3     m/z: 567.95668
Modified Peptide: _DYHTLANNVESK(ac)LR_     Score: 127.71     PEP: 4.8362E-21
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Mass: 1431.8449     Charge: 2     m/z: 716.92975
Modified Peptide: _IVYALTTIK(ac)GVGR_     Score: 158.04     PEP: 1.3307E-20
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Mass: 2303.0666     Charge: 3     m/z: 768.69614
Modified Peptide: _QNDITDGK(ac)DYHTLANNVESK_     Score: 173.56     PEP: 1.1663E-78
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Mass: 1433.7402     Charge: 2     m/z: 717.87738
Modified Peptide: _VIVNDDLDK(ac)AYK_     Score: 95.401     PEP: 2.1584E-08
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Mass: 1304.6208     Charge: 2     m/z: 653.31769
Modified Peptide: _GTETEESINK(ac)R_     Score: 103.34     PEP: 5.356E-07
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Mass: 1837.0058     Charge: 3     m/z: 613.34253
Modified Peptide: _TELHSALK(ac)SSNLNLIR_     Score: 106.42     PEP: 6.8942E-08
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Mass: 1261.703     Charge: 2     m/z: 631.85879
Modified Peptide: _TATGIK(ac)QIFNK_     Score: 101.95     PEP: 6.8095E-05
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Mass: 1163.6186     Charge: 2     m/z: 582.8166
Modified Peptide: _TLGEGSFGK(ac)VK_     Score: 80.014     PEP: 2.8412E-05
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Mass: 2590.3027     Charge: 3     m/z: 864.44152
Modified Peptide: _SSLADGAHIGNYQIVK(ac)TLGEGSFGK_     Score: 93.093     PEP: 5.0799E-07
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Mass: 2537.2649     Charge: 4     m/z: 635.32351
Modified Peptide: _EEDHSGKPPTITTSPAEK(ac)TVPFK_     Score: 130.25     PEP: 5.1945E-47
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Mass: 1569.8737     Charge: 3     m/z: 524.29852
Modified Peptide: _IENFIK(ac)HEILEK_     Score: 89.959     PEP: 1.2858E-06
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Mass: 1391.766     Charge: 2     m/z: 696.89029
Modified Peptide: _GLLSSIK(ac)YVENK_     Score: 76.522     PEP: 0.00014908
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Mass: 1318.77     Charge: 2     m/z: 660.39228
Modified Peptide: _LQK(ac)LLEQELR_     Score: 85.813     PEP: 0.00027888
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Mass: 1237.6096     Charge: 2     m/z: 619.81208
Modified Peptide: _LNDCQAFGK(ac)K_     Score: 130.94     PEP: 5.8203E-05
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Mass: 2422.1951     Charge: 3     m/z: 808.40564
Modified Peptide: _GANTSFVK(ac)NPTGNTVVM(ox)QPQFK_     Score: 142.43     PEP: 7.0935E-28
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Mass: 1996.9993     Charge: 2     m/z: 999.50695
Modified Peptide: _VHELK(ac)YEPTQEIIEDI_     Score: 41.871     PEP: 0.0053979
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Mass: 1241.6375     Charge: 2     m/z: 621.82604
Modified Peptide: _FK(ac)NGFQTGSAK_     Score: 86.911     PEP: 2.3388E-05
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Mass: 1097.6667     Charge: 2     m/z: 549.84063
Modified Peptide: _DIVEK(ac)VIPK_     Score: 67.334     PEP: 0.0034405
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Mass: 1443.7908     Charge: 2     m/z: 722.90268
Modified Peptide: _WVAK(ac)SLVAAGLCK_     Score: 91.914     PEP: 9.8678E-09
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Mass: 2006.9585     Charge: 3     m/z: 669.99346
Modified Peptide: _SK(ac)TFLFTSESVGEGHPDK_     Score: 98.702     PEP: 7.9666E-17
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Mass: 1442.858     Charge: 3     m/z: 481.95995
Modified Peptide: _K(ac)NFDLRPGVLVK_     Score: 103.88     PEP: 5.4325E-09
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Mass: 1242.682     Charge: 2     m/z: 622.34826
Modified Peptide: _TQLQK(ac)DIVEK_     Score: 103.43     PEP: 2.3199E-05
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Mass: 1996.1106     Charge: 3     m/z: 666.37746
Modified Peptide: _NFDLRPGVLVK(ac)ELDLAR_     Score: 142.78     PEP: 5.4213E-43
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Mass: 1022.5219     Charge: 2     m/z: 512.26823
Modified Peptide: _LM(ox)EAFAK(ac)R_     Score: 141.39     PEP: 4.0781E-06
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Mass: 1268.6387     Charge: 2     m/z: 635.32661
Modified Peptide: _RQGK(ac)EMDSLR_     Score: 161.99     PEP: 5.9151E-14
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Mass: 1452.7573     Charge: 3     m/z: 485.2597
Modified Peptide: _HIGGNSDLETLK(ac)K_     Score: 147.18     PEP: 1.1259E-18
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Mass: 1784.9796     Charge: 3     m/z: 596.00048
Modified Peptide: _AYESHLPAPLFK(ac)NLK_     Score: 38.028     PEP: 0.0078095
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Mass: 1558.7416     Charge: 2     m/z: 780.37808
Modified Peptide: _NNVFQAK(ac)YNEYK_     Score: 147.71     PEP: 3.2297E-15
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Mass: 2474.2817     Charge: 3     m/z: 825.76783
Modified Peptide: _LHVELPDNYPYK(ac)SPSIGFVNK_     Score: 110.77     PEP: 2.6649E-25



0 500 1000 1500

m/z

0

50000

100000

150000

200000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
7

)

y
2

 (
2

4
6

.1
5

6
0

)

y
3

 (
3

7
5

.1
9

7
9

)

y
4

 (
4

7
4

.2
6

7
0

)

y
5

 (
6

6
0

.3
4

6
3

)

y
6

 (
7

3
1

.3
8

4
7

)

y
7

 (
8

4
6

.4
1

1
8

)

y
8

 (
9

0
3

.4
3

1
1

)

y
9

 (
1

0
1

7
.4

6
2

0
)

y
1

0
 (

1
1

0
4

.5
0

6
8

)

y
1

1
 (

1
2

4
1

.5
6

5
5

)

y
1

2
 (

1
4

1
9

.6
8

6
1

)

y
1

3
 (

1
5

1
8

.7
5

8
4

)

y
5

-N
H

3
 (

6
4

3
.3

2
0

9
)

y
1

1
-N

H
3

 (
1

2
2

4
.5

4
9

5
)

y
1

2
-H

2
O

 (
1

4
0

1
.6

7
0

1
)

y
1

3
-H

2
O

 (
1

5
0

0
.7

3
0

3
)

a
2

 (
1

8
5

.1
6

4
9

)
b
2

 (
2

1
3

.1
5

9
9

)

b
3

 (
3

9
1

.2
7

9
3

)

b
8

 (
9

0
1

.4
5

8
5

)

b
9

 (
9

7
2

.4
9

7
7

)
b
9

-H
2

O
 (

9
5

4
.4

6
9

9
)

b
9

-N
H

3
 (

9
5

5
.4

7
6

8
)

b
1

0
 (

1
1

5
8

.5
6

0
9

)

b
7

(2
+

) 
(3

9
3

.7
2

0
3

)

Mass: 1630.8307     Charge: 3     m/z: 544.61751
Modified Peptide: _IVK(ac)HSNGDAWVEAR_     Score: 100.43     PEP: 2.3806E-10
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Mass: 1548.7784     Charge: 2     m/z: 775.39647
Modified Peptide: _TTPSVVAFTK(ac)DGER_     Score: 110.51     PEP: 2.6464E-12
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Mass: 1596.8334     Charge: 2     m/z: 799.42398
Modified Peptide: _TM(ox)GIK(ac)PYTINVFR_     Score: 81.431     PEP: 1.4726E-06



0 200 400 600 800 1000 1200

m/z

0

10000

20000

30000

40000

50000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
8

)

y
2

 (
2

6
2

.1
5

2
4

)

y
3

 (
4

3
2

.2
5

7
6

)

y
4

 (
5

4
5

.3
4

2
6

)

y
5

 (
6

4
4

.4
1

2
0

)

y
6

 (
7

4
3

.4
8

0
3

)

y
7

 (
8

9
0

.5
4

7
1

)

y
8

 (
9

4
7

.5
6

4
3

)

y
3

-N
H

3
 (

4
1

5
.2

3
1

8
)

a
2

 (
1

4
4

.0
7

7
5

)

b
2

 (
1

7
2

.0
7

2
4

)

b
3

 (
3

1
9

.1
4

1
4

)
b
3

-N
H

3
 (

3
0

2
.1

1
4

2
)

b
4

 (
4

1
8

.2
0

8
5

)
b
4

-N
H

3
 (

4
0

1
.1

8
3

4
)

a
cK

* 
(1

2
6

.0
9

1
6

)

Mass: 1060.6029     Charge: 2     m/z: 531.30874
Modified Peptide: _NGFVVIK(ac)SR_     Score: 93.096     PEP: 0.00074195
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Mass: 2362.0812     Charge: 3     m/z: 788.36769
Modified Peptide: _DDVK(ac)APEGELGDSLQTAFDEGK_     Score: 123.14     PEP: 4.5918E-35



0 200 400 600 800

m/z

0

500000

1000000

1500000

2000000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

3
2

)

y
2

 (
2

6
0

.1
9

7
7

)

y
3

 (
3

5
9

.2
6

6
4

)

y
4

 (
4

5
8

.3
3

5
5

)

y
5

 (
6

0
5

.4
0

2
8

)

y
6

 (
6

6
2

.4
2

5
8

)

y
7

 (
7

7
6

.4
6

9
3

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

6
)

y
7

-N
H

3
 (

7
5

9
.4

4
2

8
)

b
2

 (
2

8
5

.1
5

6
9

)
b
2

-N
H

3
 (

2
6

8
.1

2
9

8
)

b
3

 (
3

4
2

.1
7

8
3

)
b
3

-N
H

3
 (

3
2

5
.1

5
0

9
)

b
4

 (
4

8
9

.2
4

4
7

)
b
4

-N
H

3
 (

4
7

2
.2

1
4

9
)

b
5

 (
5

8
8

.3
1

4
8

)
b
5

-N
H

3
 (

5
7

1
.2

8
9

2
)

b
6

 (
6

8
7

.3
8

4
0

)
b
6

-N
H

3
 (

6
7

0
.3

5
6

0
)

a
cK

* 
(1

2
6

.0
9

1
6

)
a
cK

 (
1

4
3

.1
1

8
2

)

Mass: 945.56475     Charge: 2     m/z: 473.78965
Modified Peptide: _K(ac)NGFVVIK_     Score: 164.53     PEP: 2.706E-10
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Mass: 1549.7592     Charge: 2     m/z: 775.8869
Modified Peptide: _SRPCK(ac)IVDMSTSK_     Score: 184.21     PEP: 2.036E-82
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Mass: 1101.574     Charge: 2     m/z: 551.79427
Modified Peptide: _M(ox)DPDVLVK(ac)K_     Score: 51.268     PEP: 0.0030123
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Mass: 1874.0336     Charge: 3     m/z: 625.68513
Modified Peptide: _SM(ox)GAPIGSVLVGNLK(ac)FVK_     Score: 151.9     PEP: 4.7897E-54
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Mass: 1178.6135     Charge: 2     m/z: 590.31403
Modified Peptide: _AQVIGK(ac)NDER_     Score: 84.658     PEP: 0.00028645
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Mass: 1376.6435     Charge: 2     m/z: 689.32901
Modified Peptide: _NNLDFYM(ox)FK(ac)K_     Score: 93.556     PEP: 3.554E-05
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Mass: 1365.7839     Charge: 3     m/z: 456.26856
Modified Peptide: _VELAK(ac)LIEHEK_     Score: 85.288     PEP: 2.457E-05
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Mass: 1354.7831     Charge: 2     m/z: 678.39884
Modified Peptide: _AQLLYTK(ac)VAYK_     Score: 96.103     PEP: 1.1929E-05
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Mass: 1957.9869     Charge: 3     m/z: 653.66957
Modified Peptide: _DIK(ac)NHYDPNGILNPYK_     Score: 89.506     PEP: 1.4119E-10
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Mass: 1380.7137     Charge: 2     m/z: 691.36411
Modified Peptide: _LTAFLK(ac)DTTDSK_     Score: 100.22     PEP: 9.0611E-09
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Mass: 1524.802     Charge: 3     m/z: 509.2746
Modified Peptide: _GSISAEHGIGFHK(ac)K_     Score: 186.13     PEP: 4.2016E-40
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Mass: 1029.5706     Charge: 2     m/z: 515.79259
Modified Peptide: _EADLSK(ac)VVK_     Score: 71.614     PEP: 0.0025091
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Mass: 1430.7439     Charge: 2     m/z: 716.37923
Modified Peptide: _DIISK(ac)NPSAM(ox)LGK_     Score: 41.092     PEP: 0.0031496
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Mass: 1458.7388     Charge: 2     m/z: 730.37669
Modified Peptide: _NPSAM(ox)LGK(ac)DIIDK_     Score: 73.802     PEP: 0.00066068
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Mass: 1517.8566     Charge: 3     m/z: 506.95947
Modified Peptide: _VLSIQAHPDK(ac)ALGK_     Score: 75.669     PEP: 7.3081E-06
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Mass: 1091.5434     Charge: 2     m/z: 546.77896
Modified Peptide: _M(ox)QPLK(ac)FDR_     Score: 96.668     PEP: 0.0004111
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Mass: 1492.8514     Charge: 3     m/z: 498.62442
Modified Peptide: _LVSLPFQK(ac)VQHR_     Score: 85.813     PEP: 6.2822E-06
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Mass: 1572.9098     Charge: 3     m/z: 525.31054
Modified Peptide: _DIVEK(ac)LVSLPFQK_     Score: 109.44     PEP: 6.2987E-13



0 500 1000 1500

m/z

0

2000

4000

6000

8000

10000

12000
In

te
n
si

ty

y
1

 (
1

4
7

.1
1

2
2

)

y
2

 (
3

1
7

.2
1

8
6

)

y
3

 (
4

3
2

.2
4

3
1

)

y
5

 (
6

5
2

.3
2

8
5

)

y
6

 (
7

0
9

.3
4

9
4

)

y
7

 (
8

2
2

.4
3

2
9

)

y
8

 (
9

3
5

.5
2

7
7

)

b
2

 (
2

5
4

.1
6

0
2

)

b
4

 (
5

4
5

.2
7

9
0

)

b
5

 (
6

4
4

.3
5

0
3

)

b
6

 (
7

5
8

.3
9

1
4

)

b
7

 (
8

5
7

.4
5

9
8

)

b
8

 (
9

7
0

.5
4

8
3

)

b
8

(2
+

) 
(4

8
5

.7
6

9
7

)

a
cK

* 
(1

2
6

.0
9

0
4

)

Mass: 1790.9679     Charge: 3     m/z: 597.99658
Modified Peptide: _RPYQVNVLIGGYDK(ac)K_     Score: 46.89     PEP: 0.0023289
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Mass: 1217.6139     Charge: 2     m/z: 609.81425
Modified Peptide: _GISVLK(ac)DSDDK_     Score: 88.83     PEP: 2.199E-05
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Mass: 2479.1351     Charge: 3     m/z: 827.38566
Modified Peptide: _IYYNELK(ac)HGSNTQAM(ox)IDNM(ox)R_     Score: 162.85     PEP: 1.4863E-77
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Mass: 1573.8868     Charge: 3     m/z: 525.63621
Modified Peptide: _SLLPYYHLTK(ac)AVK_     Score: 67.275     PEP: 0.0001747
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Mass: 1059.5924     Charge: 2     m/z: 530.80349
Modified Peptide: _SLK(ac)DLSSLR_     Score: 84.817     PEP: 0.00088028
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Mass: 1439.7442     Charge: 3     m/z: 480.92203
Modified Peptide: _M(ox)VEK(ac)SGAHPSVLK_     Score: 79.633     PEP: 1.7489E-06
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Mass: 2196.2042     Charge: 3     m/z: 733.07534
Modified Peptide: _PLVNELISQVGK(ac)YVELPEK_     Score: 80.382     PEP: 7.0835E-06
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Mass: 1568.8381     Charge: 3     m/z: 523.9533
Modified Peptide: _EESALEHQK(ac)SILK_     Score: 47.037     PEP: 0.0039388
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Mass: 1195.6309     Charge: 2     m/z: 598.82274
Modified Peptide: _(ac)SK(ac)IQVAHSSR_     Score: 69.979     PEP: 0.0050729
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Mass: 1830.7796     Charge: 2     m/z: 916.39706
Modified Peptide: _NYDDYDAEVAK(ac)EETK_     Score: 167.92     PEP: 3.5014E-42
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Mass: 1737.8057     Charge: 3     m/z: 580.27585
Modified Peptide: _KEPSTGSK(ac)DDVGYGEK_     Score: 180.02     PEP: 1.6551E-47
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Mass: 1660.8156     Charge: 2     m/z: 831.41506
Modified Peptide: _TAEELDK(ac)KEPSTGSK_     Score: 186.77     PEP: 1.2761E-47
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Mass: 1100.6958     Charge: 2     m/z: 551.35516
Modified Peptide: _VALAK(ac)ALFVK_     Score: 93.111     PEP: 0.00020489
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Mass: 1156.6696     Charge: 2     m/z: 579.34205
Modified Peptide: _STFLK(ac)ALATR_     Score: 113.44     PEP: 5.3924E-05
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Mass: 1786.8275     Charge: 3     m/z: 596.61643
Modified Peptide: _LTAYGGNYDSYHK(ac)TR_     Score: 164.09     PEP: 2.7395E-34
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Mass: 1872.9979     Charge: 3     m/z: 625.33991
Modified Peptide: _STLLK(ac)IMTGELTPQSGR_     Score: 202.34     PEP: 7.8818E-72



0 500 1000 1500

m/z

0

20000

40000

60000

80000

100000

120000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
9

)

y
2

 (
2

1
8

.1
5

0
0

)

y
3

 (
3

3
1

.2
3

3
9

)

y
4

 (
4

6
0

.2
7

6
2

)

y
5

 (
6

3
0

.3
8

2
2

)

y
6

 (
7

4
3

.4
6

4
4

)

y
7

 (
8

5
8

.4
8

4
4

)

y
8

 (
9

2
9

.5
3

5
1

)

y
9

 (
1

0
4

4
.5

6
1

5
)

y
1

0
 (

1
1

3
1

.5
9

1
7

)

y
1

1
 (

1
2

6
8

.6
4

8
9

)

y
1

2
 (

1
3

3
9

.6
8

7
1

)

y
1

3
 (

1
4

8
6

.7
5

6
5

)

y
1

4
 (

1
5

9
9

.8
3

9
4

)

y
1

5
 (

1
6

5
6

.8
6

3
7

)

y
2

-N
H

3
 (

2
0

1
.1

2
3

2
)

y
4

-H
2

O
 (

4
4

2
.2

6
4

6
)

y
1

0
-H

2
O

 (
1

1
1

3
.5

6
5

8
)

y
1

1
-H

2
O

 (
1

2
5

0
.6

3
7

5
)

y
1

2
-H

2
O

 (
1

3
2

1
.6

7
4

8
)

y
1

3
-H

2
O

 (
1

4
6

8
.7

4
2

2
)

y
1

4
-H

2
O

 (
1

5
8

1
.8

3
3

1
)

y
1

5
-H

2
O

 (
1

6
3

8
.8

5
6

3
)

b
2

 (
1

4
5

.0
6

0
8

)

b
3

 (
2

5
8

.1
4

4
7

)

b
9

 (
8

8
6

.3
9

4
0

)

b
1

0
 (

1
0

0
1

.4
3

3
5

)

b
1

1
 (

1
1

1
4

.5
0

6
7

)

b
1

0
(2

+
) 

(5
0

1
.2

1
4

4
)a
cK

* 
(1

2
6

.0
9

1
3

)

Mass: 1742.8839     Charge: 3     m/z: 581.96858
Modified Peptide: _SGLFAHSDADLK(ac)ELAK_     Score: 126.91     PEP: 1.1359E-18
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Mass: 1065.591     Charge: 2     m/z: 533.80276
Modified Peptide: _ESLVDGIK(ac)R_     Score: 109.29     PEP: 0.00021276
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Mass: 1893.0472     Charge: 3     m/z: 632.02302
Modified Peptide: _ILDEAVAK(ac)FHLGNLGVR_     Score: 141.85     PEP: 2.3775E-43
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Mass: 2384.1528     Charge: 3     m/z: 795.72488
Modified Peptide: _VQSEYLGIPEEGPFK(ac)ADHYR_     Score: 142.23     PEP: 1.964E-55
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Mass: 1159.6237     Charge: 2     m/z: 580.81914
Modified Peptide: _K(ac)AYGDVQPLK_     Score: 147.37     PEP: 6.9885E-07
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Mass: 1115.5946     Charge: 2     m/z: 558.80458
Modified Peptide: _EK(ac)HIEFQK_     Score: 153.97     PEP: 6.0369E-07
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Mass: 1315.6884     Charge: 2     m/z: 658.8515
Modified Peptide: _AYGDVQPLK(ac)GAR_     Score: 163.12     PEP: 9.2295E-21
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Mass: 1300.587     Charge: 2     m/z: 651.30079
Modified Peptide: _SK(ac)FDNLYGCR_     Score: 169.99     PEP: 1.0056E-17
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Mass: 1392.7493     Charge: 2     m/z: 697.38191
Modified Peptide: _TYGISK(ac)IFTGTR_     Score: 102.66     PEP: 2.7279E-09
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Mass: 1249.674     Charge: 2     m/z: 625.8443
Modified Peptide: _VLM(ox)NLFK(ac)EAK_     Score: 69.672     PEP: 0.00019106
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Mass: 1331.6569     Charge: 2     m/z: 666.83571
Modified Peptide: _NSK(ac)QISLEEDK_     Score: 158.4     PEP: 1.1449E-11
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Mass: 986.64994     Charge: 2     m/z: 494.33224
Modified Peptide: _LLFAIPK(ac)K_     Score: 72.485     PEP: 0.0036199



0 200 400 600 800 1000 1200

m/z

0

5000

10000

15000

20000

25000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
5

)

y
3

 (
3

2
9

.1
9

3
6

)

y
4

 (
4

3
0

.2
4

0
7

)

y
5

 (
5

2
9

.3
0

8
9

)

y
6

 (
7

0
7

.4
2

9
0

)

y
7

 (
8

2
0

.5
1

3
6

)

y
8

 (
9

3
3

.5
9

7
8

)

y
9

 (
1

0
6

2
.6

4
0

3
)

y
1

0
 (

1
1

5
9

.6
9

0
9

)

y
3

-N
H

3
 (

3
1

2
.1

6
6

9
)

y
9

-H
2

O
 (

1
0

4
4

.6
1

9
0

)

y
7

(2
+

) 
(4

1
0

.7
6

3
1

)

y
8

(2
+

) 
(4

6
7

.3
0

0
8

)

a
2

 (
1

8
3

.1
4

9
0

)

b
2

 (
2

1
1

.1
4

4
1

)

b
3

 (
3

4
0

.1
8

7
0

)

b
4

 (
4

5
3

.2
7

1
8

)

b
5

 (
5

6
6

.3
5

7
5

)

Mass: 1271.7693     Charge: 2     m/z: 636.89191
Modified Peptide: _LPELLK(ac)VTPGR_     Score: 96.64     PEP: 1.1036E-05
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Mass: 2070.0989     Charge: 3     m/z: 691.04026
Modified Peptide: _LYSK(ac)SVSILNGADITFHR_     Score: 183.23     PEP: 8.4439E-61
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Mass: 1358.781     Charge: 2     m/z: 680.39775
Modified Peptide: _AFLIEEQK(ac)IVK_     Score: 99.283     PEP: 6.6456E-06
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Mass: 1080.6655     Charge: 2     m/z: 541.34004
Modified Peptide: _VVK(ac)TPGGILR_     Score: 103.26     PEP: 2.2654E-05
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Mass: 1182.6025     Charge: 3     m/z: 395.20812
Modified Peptide: _YFNTHK(ac)PAR_     Score: 74.162     PEP: 0.0019616
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Mass: 1416.75     Charge: 2     m/z: 709.3823
Modified Peptide: _LEAEIPVK(ac)YGEK_     Score: 101.6     PEP: 4.8079E-06
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Mass: 1846.881     Charge: 2     m/z: 924.44775
Modified Peptide: _ANK(ac)FGQDQADIDSLQR_     Score: 204.43     PEP: 1.1946E-62
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Mass: 1573.8841     Charge: 5     m/z: 315.7841
Modified Peptide: _HLHQHIEK(ac)HLLK_     Score: 124.12     PEP: 7.7596E-13
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Mass: 1153.6103     Charge: 2     m/z: 577.8124
Modified Peptide: _QSWVK(ac)YGTK_     Score: 107.45     PEP: 0.00024444
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Mass: 1669.8498     Charge: 3     m/z: 557.62387
Modified Peptide: _LCYGLDPK(ac)HIDAVK_     Score: 48.112     PEP: 0.0015351
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Mass: 1945.0524     Charge: 3     m/z: 649.35807
Modified Peptide: _HGSK(ac)GYFVKPTVFADVK_     Score: 51.798     PEP: 0.0031079
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Mass: 1576.8097     Charge: 2     m/z: 789.41212
Modified Peptide: _ILDYVDVAK(ac)SEGAR_     Score: 76.759     PEP: 5.2623E-06
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Mass: 974.60041     Charge: 2     m/z: 488.30748
Modified Peptide: _IAIDK(ac)PIR_     Score: 79.906     PEP: 0.0029037
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Mass: 1511.8024     Charge: 3     m/z: 504.94142
Modified Peptide: _GYFVK(ac)PTVFADVK_     Score: 83.204     PEP: 4.7946E-06
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Mass: 2111.0688     Charge: 3     m/z: 704.69686
Modified Peptide: _IYGNVIDTGK(ac)NHFTYSIK_     Score: 164.53     PEP: 5.9851E-56
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Mass: 1269.7172     Charge: 2     m/z: 635.86589
Modified Peptide: _GDVALVSK(ac)YLR_     Score: 174.4     PEP: 2.3319E-22
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Mass: 1253.6802     Charge: 2     m/z: 627.84737
Modified Peptide: _HIMK(ac)VAADTVK_     Score: 176.05     PEP: 1.9866E-22
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Mass: 2197.0795     Charge: 3     m/z: 733.36711
Modified Peptide: _ITTVYK(ac)AMEDDVDEAVAAAK_     Score: 225.6     PEP: 7.6748E-116
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Mass: 1036.5776     Charge: 2     m/z: 519.29606
Modified Peptide: _EK(ac)LAEVYK_     Score: 99.653     PEP: 0.0010191
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Mass: 1077.5706     Charge: 2     m/z: 539.79259
Modified Peptide: _YGLAEK(ac)VEK_     Score: 107.21     PEP: 0.00023763
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Mass: 1091.5863     Charge: 2     m/z: 546.80041
Modified Peptide: _LAEVYK(ac)AEK_     Score: 112.75     PEP: 0.00038872
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Mass: 2257.1379     Charge: 3     m/z: 753.38658
Modified Peptide: _TQFGGGK(ac)SVGFGLVYNSVAEAK_     Score: 153.65     PEP: 4.7674E-71
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Mass: 1080.5655     Charge: 2     m/z: 541.29002
Modified Peptide: _ANVSK(ac)DELR_     Score: 154.01     PEP: 3.4658E-09
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Mass: 981.49198     Charge: 2     m/z: 491.75327
Modified Peptide: _K(ac)FEPTYR_     Score: 162.5     PEP: 1.1601E-39
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Mass: 1500.8292     Charge: 2     m/z: 751.4219
Modified Peptide: _K(ac)QFVVDVLHPNR_     Score: 202.81     PEP: 4.7776E-44
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Mass: 1352.7089     Charge: 2     m/z: 677.3617
Modified Peptide: _FTK(ac)FSIEGLNR_     Score: 60.49     PEP: 0.0012727
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Mass: 1286.7234     Charge: 2     m/z: 644.369
Modified Peptide: _IAPDLFNVK(ac)TK_     Score: 63.727     PEP: 0.00077579
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Mass: 1679.8519     Charge: 3     m/z: 560.95791
Modified Peptide: _KFPLNYSK(ac)EDIER_     Score: 98.531     PEP: 9.9814E-09
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Mass: 1416.7361     Charge: 3     m/z: 473.25265
Modified Peptide: _HVEDLQK(ac)LHEK_     Score: 105.17     PEP: 6.3654E-07



0 500 1000 1500 2000

m/z

0

10000

20000

30000

40000

50000

60000

In
te

n
si

ty

y
2

 (
3

1
2

.1
8

3
4

)

y
5

 (
6

8
4

.3
8

2
6

)

y
6

 (
8

1
3

.4
2

1
7

)

y
7

 (
9

5
0

.4
9

3
6

)

y
8

 (
1

0
6

3
.5

6
7

9
)

y
9

 (
1

1
5

0
.5

9
0

1
)

y
1

0
 (

1
2

3
7

.6
2

7
2

)

y
1

1
 (

1
3

5
0

.7
1

3
2

)

y
1

2
 (

1
4

5
1

.7
6

0
7

)

y
1

3
 (

1
5

5
2

.8
0

9
0

)

y
1

4
 (

1
6

5
1

.8
8

5
8

)

y
1

5
 (

1
7

7
9

.9
3

4
8

)

y
1

0
-H

2
O

 (
1

2
1

9
.6

1
4

8
)

y
1

1
-H

2
O

 (
1

3
3

2
.6

9
9

8
)

y
1

2
-H

2
O

 (
1

4
3

3
.7

5
3

1
)

y
1

3
-H

2
O

 (
1

5
3

4
.7

9
9

7
)

y
1

4
-H

2
O

 (
1

6
3

3
.8

6
5

9
)

y
1

5
-H

2
O

 (
1

7
6

1
.9

2
0

0
)

y
7

(2
+

) 
(4

7
5

.7
4

2
4

)

y
9

(2
+

) 
(5

7
5

.8
0

2
0

)

a
2

 (
2

0
0

.1
3

9
6

)
b
2

 (
2

2
8

.1
3

4
6

)
b
2

-N
H

3
 (

2
1

1
.1

0
8

1
)

b
3

 (
3

2
7

.2
0

2
7

)

b
5

 (
5

2
9

.2
9

8
1

)
b
5

-H
2

O
 (

5
1

1
.2

8
6

5
)

b
6

 (
6

4
2

.3
8

6
1

)

a
cK

 (
1

4
3

.1
1

7
7

)

Mass: 1877.9951     Charge: 4     m/z: 470.50606
Modified Peptide: _VQVTTLSSIHEGK(ac)HHR_     Score: 132.84     PEP: 4.371E-31
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Mass: 1571.8629     Charge: 2     m/z: 786.93873
Modified Peptide: _SSLPEEELIEK(ac)IK_     Score: 56.482     PEP: 0.00090836
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Modified Peptide: _ILK(ac)PFSTGDM(ox)K_     Score: 91.937     PEP: 4.7191E-06
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Mass: 1162.6822     Charge: 2     m/z: 582.3484
Modified Peptide: _IK(ac)DVHAIGIR_     Score: 180.66     PEP: 2.1183E-21
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Mass: 1723.9006     Charge: 3     m/z: 575.6408
Modified Peptide: _SIELHTGTWNK(ac)VAAR_     Score: 218.68     PEP: 5.7394E-66
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Mass: 1390.6589     Charge: 3     m/z: 464.56026
Modified Peptide: _ERENQNK(ac)FER_     Score: 75.695     PEP: 0.0012447
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Mass: 1217.571     Charge: 2     m/z: 609.79279
Modified Peptide: _AECAK(ac)LAEER_     Score: 88.596     PEP: 0.0002606
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Mass: 2113.0076     Charge: 2     m/z: 1057.5111
Modified Peptide: _NSSK(ac)NPSSWDPQDDLLLR_     Score: 116.82     PEP: 9.4494E-12
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Mass: 1983.0174     Charge: 2     m/z: 992.51597
Modified Peptide: _TPNSK(ac)NPQDIALLNNFR_     Score: 174.52     PEP: 9.3535E-58
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Mass: 2954.4985     Charge: 3     m/z: 985.84012
Modified Peptide: _TALIDINTYTGPLK(ac)ITHGDETANAQQK_     Score: 213.02     PEP: 9.6881E-155
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Mass: 2535.2241     Charge: 3     m/z: 846.08199
Modified Peptide: _LNQTFESNVGK(ac)EGYENHVSTLK_     Score: 284.88     PEP: 7.0115E-162



0 500 1000 1500 2000

m/z

0

100000

200000

300000

400000

500000

600000

700000

In
te

n
si

ty

y
3

 (
3

7
9

.1
7

3
5

)

y
4

 (
4

5
0

.2
1

2
2

)

y
5

 (
5

9
7

.2
8

0
8

)

y
6

 (
7

1
0

.3
6

7
5

)

y
7

 (
8

1
1

.4
1

0
8

)

y
8

 (
9

2
6

.4
3

9
6

)

y
9

 (
1

0
3

9
.5

2
0

8
)

y
1

0
 (

1
1

3
6

.5
7

4
2

)

y
8

-H
2

O
 (

9
0

8
.4

2
6

3
)

y
1

0
-H

2
O

 (
1

1
1

8
.5

7
8

7
)

b
2

 (
2

6
5

.1
1

7
9

)

b
3

 (
4

4
3

.2
3

7
8

)
b
3

-H
2

O
 (

4
2

5
.2

2
6

9
)

b
4

 (
6

0
6

.2
9

9
1

)

b
5

 (
7

2
1

.3
2

6
7

)

b
6

 (
8

3
4

.4
1

6
8

)

b
7

 (
9

2
1

.4
4

5
0

)
b
7

-H
2

O
 (

9
0

3
.4

3
3

6
)

b
8

 (
1

0
1

8
.4

7
7

1
)

b
1

1
 (

1
3

4
7

.6
7

2
1

)
b
1

1
-H

2
O

 (
1

3
2

9
.6

5
7

4
)

Mass: 2056.0067     Charge: 3     m/z: 686.34284
Modified Peptide: _YTK(ac)YDLSPIDTLFAM(ox)GR_     Score: 46.133     PEP: 0.0006929
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Mass: 1121.584     Charge: 2     m/z: 561.7993
Modified Peptide: _NIWK(ac)NDFK_     Score: 66.621     PEP: 0.0069605
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Mass: 2128.0212     Charge: 3     m/z: 710.34767
Modified Peptide: _GTISAEEYEK(ac)FINSEIEK_     Score: 75.682     PEP: 0.00031462
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Mass: 1289.7231     Charge: 2     m/z: 645.86883
Modified Peptide: _ITVDELFK(ac)VGK_     Score: 78.692     PEP: 3.6814E-05
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Mass: 1188.639     Charge: 2     m/z: 595.3268
Modified Peptide: _IPSK(ac)DEFIAK_     Score: 108.9     PEP: 3.9986E-05



0 500 1000 1500

m/z

0

50000

100000

150000

200000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
9

)

y
3

 (
3

6
1

.1
7

9
6

)

y
4

 (
4

1
8

.2
0

4
2

)

y
5

 (
5

3
1

.2
8

8
3

)

y
6

 (
7

0
9

.4
0

7
7

)

y
7

 (
8

3
8

.4
5

0
5

)

y
8

 (
9

5
1

.5
3

7
6

)

y
1

-N
H

3
 (

1
5

8
.0

9
2

2
)

y
3

-N
H

3
 (

3
4

4
.1

5
7

6
)

y
4

-N
H

3
 (

4
0

1
.1

7
8

1
)

y
5

-H
2

O
 (

5
1

3
.2

7
4

0
)

y
5

-N
H

3
 (

5
1

4
.2

6
2

0
)

y
6

-N
H

3
 (

6
9

2
.3

8
2

5
) y
7

-H
2

O
 (

8
2

0
.4

3
8

8
)

a
2

 (
1

5
7

.1
3

3
5

)
b
2

 (
1

8
5

.1
2

8
4

)

b
3

 (
3

1
4

.1
6

9
9

)

b
4

 (
4

9
2

.2
9

0
1

)

b
8

 (
8

4
8

.4
4

7
2

)

Mass: 1021.5648     Charge: 2     m/z: 511.78966
Modified Peptide: _AIEK(ac)LGADR_     Score: 110.53     PEP: 0.00032835
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Mass: 1102.6106     Charge: 2     m/z: 552.31257
Modified Peptide: _TQNWK(ac)LQK_     Score: 111.39     PEP: 0.00016002
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Mass: 1277.6286     Charge: 2     m/z: 639.82155
Modified Peptide: _VASIDEK(ac)MSTR_     Score: 127.87     PEP: 2.3871E-11
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Modified Peptide: _SSAIVNK(ac)AIEK_     Score: 160.86     PEP: 3.4485E-12
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Mass: 1156.6241     Charge: 2     m/z: 579.31931
Modified Peptide: _SK(ac)FIHDAAVK_     Score: 161.93     PEP: 2.3113E-14
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Mass: 1706.8814     Charge: 3     m/z: 569.96775
Modified Peptide: _LSLTHMVEAAK(ac)YFR_     Score: 163.27     PEP: 2.3279E-27
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Mass: 1388.7664     Charge: 2     m/z: 695.39046
Modified Peptide: _FINSEIEK(ac)VIR_     Score: 169.52     PEP: 2.6318E-16
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Mass: 1390.7708     Charge: 2     m/z: 696.39267
Modified Peptide: _ISTILK(ac)SYPAEK_     Score: 184.34     PEP: 1.6861E-27
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Mass: 1556.7359     Charge: 2     m/z: 779.3752
Modified Peptide: _FNK(ac)GTISAEEYEK_     Score: 217.09     PEP: 1.1695E-58
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Mass: 2165.0804     Charge: 3     m/z: 722.70074
Modified Peptide: _NVSGQDVAAALEANAK(ac)SVESR_     Score: 221.92     PEP: 1.7895E-116
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Mass: 1550.8275     Charge: 2     m/z: 776.42104
Modified Peptide: _LGSQSLGVSNK(ac)FEK_     Score: 119.96     PEP: 4.0675E-17
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Mass: 1434.6548     Charge: 2     m/z: 718.33469
Modified Peptide: _EDIDK(ac)M(ox)VAEAEK_     Score: 78.964     PEP: 0.0006907
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Mass: 2091.9902     Charge: 3     m/z: 698.33733
Modified Peptide: _KFDDPEVTNDAK(ac)HYPFK_     Score: 90.654     PEP: 0.00099971
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Mass: 1109.5427     Charge: 2     m/z: 555.77862
Modified Peptide: _M(ox)VAEAEK(ac)FK_     Score: 105.4     PEP: 4.7147E-05
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Mass: 1696.8533     Charge: 3     m/z: 566.62504
Modified Peptide: _LVSK(ac)HWNAIDESTR_     Score: 99.566     PEP: 3.2365E-10
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Mass: 1020.6332     Charge: 2     m/z: 511.32386
Modified Peptide: _HK(ac)VIELLK_     Score: 112.75     PEP: 0.00012863
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Mass: 2785.3532     Charge: 3     m/z: 929.45834
Modified Peptide: _NLPQK(ac)NYYQQQQQQQQPQNNVK_     Score: 158.45     PEP: 3.5612E-37
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Mass: 2128.1164     Charge: 3     m/z: 710.37942
Modified Peptide: _KEEVPPVVQK(ac)TVPHENEK_     Score: 95.205     PEP: 3.7894E-16
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Mass: 2492.2994     Charge: 3     m/z: 831.77375
Modified Peptide: _VK(ac)YLISPDVHPAQNQNIQENK_     Score: 171.47     PEP: 2.2655E-78
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Mass: 1581.7827     Charge: 2     m/z: 791.89865
Modified Peptide: _K(ac)TLNPYWNETFK_     Score: 58.674     PEP: 0.0019592
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Mass: 1158.662     Charge: 2     m/z: 580.33826
Modified Peptide: _ADK(ac)FSVPLPK_     Score: 64.64     PEP: 0.001477
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Mass: 1529.795     Charge: 3     m/z: 510.93896
Modified Peptide: _FNRDNK(ac)VSPAAAAK_     Score: 46.964     PEP: 0.0044025
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Mass: 2245.1125     Charge: 2     m/z: 1123.5635
Modified Peptide: _DLSEASVYPEYALPK(ac)TYNK_     Score: 112.82     PEP: 1.1575E-24
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Mass: 1852.8744     Charge: 3     m/z: 618.63208
Modified Peptide: _AHQVVEDGYEFFSK(ac)R_     Score: 115.5     PEP: 3.453E-21
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Mass: 1301.7678     Charge: 2     m/z: 651.89119
Modified Peptide: _NPVQAISLFK(ac)K_     Score: 93.345     PEP: 1.193E-05
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Mass: 1444.731     Charge: 2     m/z: 723.3728
Modified Peptide: _EANK(ac)IVFDPNTR_     Score: 123.26     PEP: 1.0492E-12



0 500 1000 1500

m/z

0

1000

2000

3000

4000

5000

6000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
7

)

y
2

 (
3

1
8

.1
9

0
2

)

y
3

 (
4

1
7

.2
5

6
0

)

y
4

 (
5

9
5

.3
7

5
0

)

y
5

 (
7

1
0

.4
0

8
8

) y
6

 (
8

7
3

.4
6

7
9

)

y
7

 (
9

8
6

.5
4

8
7

)

y
8

 (
1

0
9

9
.6

4
8

3
)

y
9

 (
1

2
1

4
.6

6
3

9
)

y
1

1
 (

1
4

4
2

.7
4

6
1

)

y
1

2
 (

1
5

2
9

.7
8

0
6

)

a
2

 (
1

5
9

.1
1

2
1

)

Mass: 1801.932     Charge: 2     m/z: 901.9733
Modified Peptide: _VSSSDLDLLYDK(ac)VYK_     Score: 51.695     PEP: 0.0004675
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Mass: 1261.703     Charge: 2     m/z: 631.85879
Modified Peptide: _(ac)SFLSK(ac)LSQIR_     Score: 135.86     PEP: 1.3124E-21
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Mass: 1358.7205     Charge: 2     m/z: 680.36754
Modified Peptide: _LK(ac)GFGFVNYEK_     Score: 64.121     PEP: 0.00071527
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Mass: 1454.7592     Charge: 2     m/z: 728.38686
Modified Peptide: _M(ox)AK(ac)YQGVNLFVK_     Score: 112.13     PEP: 8.5162E-10



0 200 400 600 800 1000 1200 1400

m/z

0

10000

20000

30000

40000

50000

60000

70000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

3
4

)

y
2

 (
3

1
7

.2
1

9
5

)

y
3

 (
4

8
0

.2
8

3
6

)

y
4

 (
5

9
3

.3
6

9
7

)

y
5

 (
7

2
1

.4
2

8
7

)

y
6

 (
8

5
0

.4
7

2
1

)

y
7

 (
9

0
7

.4
9

2
1

)

y
8

 (
1

0
2

0
.5

7
7

0
)

y
9

 (
1

0
9

1
.6

1
2

8
)

y
1

-N
H

3
 (

1
3

0
.0

8
6

6
)

y
5

-N
H

3
 (

7
0

4
.4

0
3

6
)

y
6

-H
2

O
 (

8
3

2
.4

6
2

0
)

y
7

-H
2

O
 (

8
8

9
.4

8
1

7
)

y
7

-N
H

3
 (

8
9

0
.4

6
9

4
)

a
2

 (
1

7
2

.1
0

8
7

)

b
2

 (
2

0
0

.1
0

3
7

)

b
3

 (
3

1
3

.1
8

8
6

)
b
3

-N
H

3
 (

2
9

6
.1

6
1

5
)

b
5

 (
4

9
9

.2
5

4
5

)
b
5

-N
H

3
 (

4
8

2
.2

2
4

9
)

b
9

 (
1

0
7

3
.5

6
7

7
)

b
9

-H
2

O
 (

1
0

5
5

.5
6

0
1

)

a
cK

* 
(1

2
6

.0
9

1
8

)

Mass: 1218.6608     Charge: 2     m/z: 610.3377
Modified Peptide: _QALGEQLYK(ac)K_     Score: 121.36     PEP: 7.0226E-05



0 500 1000 1500

m/z

0

20000

40000

60000

80000

100000

120000

140000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
9

)

y
2

 (
2

4
6

.1
8

1
3

)

y
3

 (
3

1
7

.2
1

8
5

)

y
4

 (
4

3
2

.2
4

6
0

)

y
5

 (
5

6
1

.2
8

7
1

)

y
6

 (
6

9
8

.3
4

6
7

)

y
7

 (
8

6
8

.4
5

3
2

)

y
8

 (
9

9
7

.4
9

5
2

)

y
9

 (
1

1
6

0
.5

5
9

0
)

y
1

0
 (

1
2

7
4

.6
0

0
6

)

y
1

1
 (

1
3

7
3

.6
7

0
9

)

y
1

2
 (

1
5

2
0

.7
4

0
2

)

y
1

3
 (

1
5

7
7

.7
5

8
6

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

3
)

y
6

-H
2

O
 (

6
8

0
.3

3
2

8
)

y
8

-H
2

O
 (

9
7

9
.4

9
1

8
)

y
1

0
-N

H
3

 (
1

2
5

7
.5

6
5

9
)

y
1

1
-N

H
3

 (
1

3
5

6
.6

4
4

1
)

y
1

3
-N

H
3

 (
1

5
6

0
.7

4
2

8
)

y
7

(2
+

) 
(4

3
4

.7
2

8
6

)

y
8

(2
+

) 
(4

9
9

.2
5

0
0

)

a
2

 (
1

7
7

.1
0

2
2

)
b
2

 (
2

0
5

.0
9

7
0

)

b
3

 (
2

6
2

.1
1

8
2

)

Mass: 1780.842     Charge: 3     m/z: 594.62129
Modified Peptide: _GFGFVNYEK(ac)HEDAVK_     Score: 126.48     PEP: 1.09E-25
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Mass: 1808.819     Charge: 3     m/z: 603.94695
Modified Peptide: _NANDNNQFYQQK(ac)QR_     Score: 127.02     PEP: 8.8138E-18
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Mass: 1939.0134     Charge: 3     m/z: 647.34508
Modified Peptide: _GSGNIFIK(ac)NLHPDIDNK_     Score: 137.32     PEP: 1.5407E-35
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Mass: 1918.088     Charge: 3     m/z: 640.36994
Modified Peptide: _NQQIVAGK(ac)PLYVAIAQR_     Score: 141.34     PEP: 2.5231E-43
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Mass: 1543.8358     Charge: 2     m/z: 772.9252
Modified Peptide: _AIEQLNYTPIK(ac)GR_     Score: 196.7     PEP: 8.9029E-39
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Mass: 1440.7936     Charge: 2     m/z: 721.4041
Modified Peptide: _AITEK(ac)NQQIVAGK_     Score: 232.78     PEP: 1.559E-73
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Mass: 1153.5615     Charge: 2     m/z: 577.78804
Modified Peptide: _SEK(ac)YTELSR_     Score: 58.592     PEP: 0.009356
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Mass: 1337.7758     Charge: 2     m/z: 669.89518
Modified Peptide: _SNLILSK(ac)VASTR_     Score: 96.591     PEP: 1.8492E-08
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Mass: 1952.9579     Charge: 2     m/z: 977.48621
Modified Peptide: _SELGYK(ac)DTSVIQDLSEK_     Score: 139.29     PEP: 2.0631E-26
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Mass: 1051.5383     Charge: 2     m/z: 526.77645
Modified Peptide: _VFYYK(ac)M(ox)K_     Score: 57.559     PEP: 0.0092566
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Mass: 1105.6202     Charge: 2     m/z: 553.81735
Modified Peptide: _SK(ac)IETELTK_     Score: 89.9     PEP: 0.00087718
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Mass: 1762.8737     Charge: 2     m/z: 882.44415
Modified Peptide: _EDSVYLAK(ac)LAEQAER_     Score: 96.163     PEP: 4.0131E-06
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Mass: 1365.6776     Charge: 2     m/z: 683.84608
Modified Peptide: _EK(ac)ATNASLEAYK_     Score: 158.2     PEP: 3.2018E-17
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Mass: 1558.8831     Charge: 2     m/z: 780.44884
Modified Peptide: _NLLSVAYK(ac)NVIGAR_     Score: 160.69     PEP: 4.2034E-31
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Mass: 1433.7584     Charge: 2     m/z: 717.88649
Modified Peptide: _IVSSIEQK(ac)EESK_     Score: 179.35     PEP: 8.6254E-27
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Mass: 1099.6208     Charge: 2     m/z: 550.81769
Modified Peptide: _SK(ac)NDPIAGLK_     Score: 64.439     PEP: 0.001522
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Mass: 1532.7623     Charge: 3     m/z: 511.92806
Modified Peptide: _GRIPEDTWDFK(ac)K_     Score: 112.51     PEP: 1.0841E-09
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Mass: 2111.0423     Charge: 2     m/z: 1056.5284
Modified Peptide: _K(ac)YVDEQVELADAAPPPEAK_     Score: 140.95     PEP: 4.5088E-49
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Mass: 1268.5951     Charge: 2     m/z: 635.30481
Modified Peptide: _SSAMTEYFK(ac)R_     Score: 196.27     PEP: 2.6873E-29
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Mass: 812.40685     Charge: 2     m/z: 407.2107
Modified Peptide: _K(ac)FDFSK_     Score: 135.87     PEP: 0.0026978
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Mass: 2662.2987     Charge: 4     m/z: 666.58195
Modified Peptide: _ITELENANKPHSEK(ac)FQHIEDNK_     Score: 148.91     PEP: 1.4168E-57
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Mass: 1442.7133     Charge: 2     m/z: 722.36391
Modified Peptide: _VSSK(ac)AIQGNFDDL_     Score: 45.115     PEP: 0.0046094
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Mass: 1317.6929     Charge: 2     m/z: 659.85371
Modified Peptide: _NLAWSDK(ac)TLTK_     Score: 77.597     PEP: 5.4337E-05



0 200 400 600 800 1000 1200 1400

m/z

0

50000

100000

150000

200000

250000

300000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
3

)

y
2

 (
2

8
8

.2
0

3
9

) y
6

 (
8

8
3

.4
6

8
8

)

y
7

 (
9

4
0

.4
9

0
7

)

y
8

 (
1

0
2

7
.5

2
2

8
)

y
6

-H
2

O
 (

8
6

5
.4

5
7

3
)

y
7

-H
2

O
 (

9
2

2
.4

8
2

3
)

y
7

-N
H

3
 (

9
2

3
.4

7
6

8
)

y
8

-H
2

O
 (

1
0

0
9

.5
1

0
9

)

y
8

(2
+

) 
(5

1
4

.2
7

1
0

)

a
2

 (
1

4
3

.1
1

8
3

)

b
2

 (
1

7
1

.1
1

3
2

)

b
3

 (
2

5
8

.1
4

5
7

)
b
3

-H
2

O
 (

2
4

0
.1

3
4

9
)

a
cK

 (
1

4
3

.1
1

8
3

)

Mass: 1196.619     Charge: 2     m/z: 599.31676
Modified Peptide: _GLSGDFK(ac)YLR_     Score: 89.047     PEP: 0.00025764
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Mass: 1228.6663     Charge: 2     m/z: 615.34043
Modified Peptide: _LIQEK(ac)IDSNK_     Score: 74.944     PEP: 0.00051875
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Mass: 1480.8261     Charge: 2     m/z: 741.42031
Modified Peptide: _TVK(ac)PFVYAINGSK_     Score: 63.185     PEP: 0.0004527
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Mass: 2329.1826     Charge: 3     m/z: 777.40148
Modified Peptide: _AIETFIHPSNNGFWTK(ac)PNAK_     Score: 63.337     PEP: 2.1766E-05
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Mass: 1087.5178     Charge: 2     m/z: 544.76618
Modified Peptide: _ADTWK(ac)FDR_     Score: 105.52     PEP: 0.0002959
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Mass: 1596.9422     Charge: 2     m/z: 799.47835
Modified Peptide: _SPIPITNK(ac)TLSQLK_     Score: 141.46     PEP: 4.8981E-22
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Mass: 1382.7013     Charge: 2     m/z: 692.3579
Modified Peptide: _YNSSATVNK(ac)VDK_     Score: 76.262     PEP: 0.0001623
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Mass: 1225.6303     Charge: 2     m/z: 613.82241
Modified Peptide: _VAGK(ac)VQPEDNK_     Score: 48.284     PEP: 0.0098259
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Mass: 1214.6143     Charge: 2     m/z: 608.31442
Modified Peptide: _ASEALK(ac)PDSQK_     Score: 119.03     PEP: 2.3329E-07
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Mass: 1499.7369     Charge: 2     m/z: 750.8757
Modified Peptide: _GVFQGVHDSAEK(ac)GK_     Score: 123.02     PEP: 1.9095E-13
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Mass: 1732.8632     Charge: 3     m/z: 578.62834
Modified Peptide: _GFGEK(ac)ASEALKPDSQK_     Score: 126.88     PEP: 6.097E-18
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Mass: 1123.5397     Charge: 2     m/z: 562.77714
Modified Peptide: _EYITDK(ac)ADK_     Score: 131.52     PEP: 0.00032086
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Mass: 1478.7365     Charge: 2     m/z: 740.37554
Modified Peptide: _SK(ac)LNDAVEYVSGR_     Score: 161.21     PEP: 2.4425E-21
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Mass: 1572.7308     Charge: 2     m/z: 787.37266
Modified Peptide: _SYAEQGK(ac)EYITDK_     Score: 180.28     PEP: 2.9648E-30
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Mass: 1977.9643     Charge: 3     m/z: 660.32873
Modified Peptide: _ASEALKPDSQK(ac)SYAEQGK_     Score: 182.07     PEP: 7.2099E-60
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Mass: 1387.7017     Charge: 2     m/z: 694.85813
Modified Peptide: _IILDCDEK(ac)NVK_     Score: 139.31     PEP: 3.0316E-08
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Mass: 1841.9676     Charge: 3     m/z: 614.99647
Modified Peptide: _LVIDDQFNSK(ac)FPHIK_     Score: 37.657     PEP: 0.0082405
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Mass: 1599.9418     Charge: 2     m/z: 800.97819
Modified Peptide: _IVSSTGALSLK(ac)EIPK_     Score: 60.918     PEP: 6.5566E-05
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Mass: 1256.6757     Charge: 2     m/z: 629.34513
Modified Peptide: _IGK(ac)FPFAANSR_     Score: 75.739     PEP: 8.4065E-05
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Mass: 1605.7933     Charge: 2     m/z: 803.90394
Modified Peptide: _AAQLGFNTACVEK(ac)R_     Score: 126.63     PEP: 3.803E-21
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Mass: 1173.6506     Charge: 2     m/z: 587.83258
Modified Peptide: _INVANFQK(ac)AK_     Score: 137.95     PEP: 7.5484E-06
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Mass: 1115.6186     Charge: 2     m/z: 558.8166
Modified Peptide: _ILIDSK(ac)TER_     Score: 154.56     PEP: 3.2272E-09
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Mass: 1422.6238     Charge: 2     m/z: 712.31918
Modified Peptide: _YNWK(ac)PEECQK_     Score: 76.228     PEP: 0.00045924
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Modified Peptide: _FK(ac)PYNFNSQGVQISSGALHPLNK_     Score: 90.316     PEP: 2.345E-15



0 500 1000 1500

m/z

0

10000

20000

30000

40000

50000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
0

)

y
3

 (
3

6
0

.1
9

7
6

)

y
4

 (
4

8
9

.2
3

8
1

)

y
5

 (
6

2
6

.2
9

7
5

)

y
6

 (
7

2
5

.3
6

7
6

)

y
7

 (
7

9
6

.4
0

3
0

)

y
8

 (
9

6
6

.5
0

7
9

)

y
9

 (
1

0
7

9
.5

9
1

3
)

y
1

0
 (

1
1

9
3

.6
3

3
0

) y
1

1
 (

1
3

0
8

.6
5

9
0

)

y
1

2
 (

1
4

5
5

.6
9

4
4

)

y
1

3
 (

1
6

1
8

.7
5

8
7

)

y
7

-H
2

O
 (

7
7

8
.3

8
9

2
)

y
1

1
-H

2
O

 (
1

2
9

0
.6

4
2

4
)

y
1

2
-N

H
3

 (
1

4
3

8
.6

7
4

5
)

a
2

 (
2

3
7

.1
2

2
3

)
b
2

 (
2

6
5

.1
1

6
6

)
b
2

-H
2

O
 (

2
4

7
.1

0
6

8
)

b
3

 (
4

1
2

.1
5

5
0

)

b
6

 (
7

5
4

.3
0

8
5

)
b
6

-N
H

3
 (

7
3

7
.2

7
8

9
)

b
8

 (
9

9
5

.4
5

5
5

)

a
cK

* 
(1

2
6

.0
9

0
7

)

Mass: 1718.8046     Charge: 3     m/z: 573.94215
Modified Peptide: _TYM(ox)DNIK(ac)AVHEQGR_     Score: 97.836     PEP: 1.2412E-10
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Mass: 1394.8245     Charge: 2     m/z: 698.41955
Modified Peptide: _NAK(ac)DLALLVAK(ac)R_     Score: 81.431     PEP: 9.3769E-05
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Modified Peptide: _AAAAAAAAK(ac)AK_     Score: 96.89     PEP: 0.00010935
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Mass: 1196.7129     Charge: 2     m/z: 599.36371
Modified Peptide: _NAK(ac)DLALLVAK_     Score: 109.24     PEP: 4.0374E-07
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Mass: 2581.0913     Charge: 3     m/z: 861.37104
Modified Peptide: _SAHDDGLDSFSK(ac)GDSGAGASAGSSNSR_     Score: 338.97     PEP: 0
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Mass: 1100.6805     Charge: 2     m/z: 551.34753
Modified Peptide: _STLLK(ac)LLSGK_     Score: 82.171     PEP: 0.00030278
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Mass: 1063.639     Charge: 2     m/z: 532.82677
Modified Peptide: _VK(ac)IIAPPER_     Score: 138.08     PEP: 2.1076E-05
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Mass: 2438.0842     Charge: 3     m/z: 813.70202
Modified Peptide: _HQGIM(ox)VGM(ox)GQK(ac)DSYVGDEAQSK_     Score: 169.98     PEP: 5.1463E-86
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Mass: 1681.8105     Charge: 3     m/z: 561.61077
Modified Peptide: _TYCLQHVEK(ac)DGFK_     Score: 76.588     PEP: 4.2714E-05
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Mass: 946.54877     Charge: 2     m/z: 474.28166
Modified Peptide: _AK(ac)FVEALK_     Score: 93.178     PEP: 0.0023706
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Mass: 1480.6987     Charge: 3     m/z: 494.5735
Modified Peptide: _DGFK(ac)EIHFFGDK_     Score: 95.981     PEP: 2.0076E-08
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Mass: 1400.7875     Charge: 3     m/z: 467.93644
Modified Peptide: _TTSIAK(ac)DGKPTLK_     Score: 62.891     PEP: 0.0012158
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Mass: 1775.8744     Charge: 3     m/z: 592.96539
Modified Peptide: _FHRPYWDSVSNK(ac)AK_     Score: 229.17     PEP: 7.7454E-73
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Mass: 2815.3685     Charge: 5     m/z: 564.08097
Modified Peptide: _GVAMNPVDHPHGGGNHQHIGK(ac)ASTISR_     Score: 75.226     PEP: 8.7991E-13
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Mass: 1601.893     Charge: 2     m/z: 801.95376
Modified Peptide: _GAPLAK(ac)VVFRDPYK_     Score: 112.42     PEP: 2.9303E-14
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Mass: 1383.7299     Charge: 3     m/z: 462.25058
Modified Peptide: _VVFRDPYK(ac)YR_     Score: 128.17     PEP: 2.029E-06
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Mass: 1349.7415     Charge: 2     m/z: 675.87805
Modified Peptide: _GIVK(ac)QIVHDSGR_     Score: 179.35     PEP: 8.6254E-27
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Mass: 1040.5542     Charge: 2     m/z: 521.2844
Modified Peptide: _TYK(ac)YPSLK_     Score: 112.11     PEP: 0.00014347



0 200 400 600 800 1000 1200

m/z

0

100000

200000

300000

400000

500000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

7
0

)

y
2

 (
2

5
2

.1
7

9
8

)

y
3

 (
3

6
7

.2
0

7
0

)

y
5

 (
5

2
3

.2
9

6
8

)

y
6

 (
7

0
1

.4
1

6
4

)

y
7

 (
8

1
4

.5
0

0
7

)

y
8

 (
9

0
1

.5
3

3
3

)

y
9

 (
9

9
8

.5
8

5
4

)

y
8

-H
2

O
 (

8
8

3
.5

2
4

9
)

y
9

-H
2

O
 (

9
8

0
.5

8
0

2
)

a
2

 (
2

3
3

.1
2

8
6

)

b
2

 (
2

6
1

.1
2

3
3

)

b
3

 (
3

4
8

.1
5

5
8

)
b
3

-H
2

O
 (

3
3

0
.1

4
5

1
)

b
4

 (
4

6
1

.2
3

9
4

)
b
4

-H
2

O
 (

4
4

3
.2

2
9

2
)

b
5

 (
6

3
9

.3
6

0
2

)
b
5

-H
2

O
 (

6
2

1
.3

4
8

9
)

b
6

 (
6

9
6

.3
8

1
7

)

b
7

 (
7

9
5

.4
5

0
7

)
b
7

-H
2

O
 (

7
7

7
.4

3
8

1
)

b
8

 (
9

1
0

.4
7

6
7

)
b
8

-H
2

O
 (

8
9

2
.4

6
8

6
)

Mass: 1160.6412     Charge: 2     m/z: 581.32789
Modified Peptide: _YPSLK(ac)GVDPK_     Score: 121.68     PEP: 9.9072E-05
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Mass: 1400.7888     Charge: 3     m/z: 467.93689
Modified Peptide: _HALHGTAK(ac)ALAAAK_     Score: 212.17     PEP: 1.0272E-120
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Mass: 2041.8573     Charge: 3     m/z: 681.62638
Modified Peptide: _DQEGDDEDGNTATGHGVK(ac)R_     Score: 44.587     PEP: 0.0018195
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Mass: 1378.7245     Charge: 2     m/z: 690.36953
Modified Peptide: _IDSLK(ac)PQFFSR_     Score: 106.67     PEP: 5.5082E-07
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Mass: 1288.591     Charge: 2     m/z: 645.3028
Modified Peptide: _FM(ox)ENYK(ac)PFR_     Score: 87.308     PEP: 0.003356
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Mass: 1387.6943     Charge: 3     m/z: 463.57205
Modified Peptide: _NK(ac)EIEATEERK_     Score: 98.902     PEP: 1.872E-05
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Mass: 1518.7802     Charge: 3     m/z: 507.26733
Modified Peptide: _SFQFK(ac)THPNIDK_     Score: 101.39     PEP: 6.0347E-09
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Mass: 1804.7678     Charge: 3     m/z: 602.59656
Modified Peptide: _K(ac)HGFMSSNGDYDGANR_     Score: 137.79     PEP: 2.841E-32
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Mass: 1163.5823     Charge: 2     m/z: 582.7984
Modified Peptide: _ETEK(ac)FALER_     Score: 77.14     PEP: 0.0013218
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Mass: 1116.5386     Charge: 3     m/z: 373.18681
Modified Peptide: _YK(ac)LPHDM(ox)R_     Score: 76.572     PEP: 0.00093308
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Mass: 1382.7558     Charge: 3     m/z: 461.92588
Modified Peptide: _VVK(ac)HFIDELNK_     Score: 112.5     PEP: 1.2838E-07
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Mass: 1965.9585     Charge: 3     m/z: 656.32677
Modified Peptide: _TGHIAADGSVYNK(ac)YPGFK_     Score: 140.22     PEP: 1.2221E-45
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Mass: 1767.8428     Charge: 2     m/z: 884.92867
Modified Peptide: _LSGNHTFDTTQSK(ac)YK_     Score: 246.34     PEP: 9.1671E-108
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Mass: 1485.8304     Charge: 3     m/z: 496.28406
Modified Peptide: _ADGHIDK(ac)HVIVLK_     Score: 113.72     PEP: 1.1274E-13
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Mass: 3160.5353     Charge: 4     m/z: 791.1411
Modified Peptide: _GAPLFVLK(ac)TVEEDHPIPEDVHENYENK_     Score: 87.102     PEP: 1.7413E-17
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Mass: 1762.9265     Charge: 3     m/z: 588.64944
Modified Peptide: _YK(ac)VLEFHPFDPVSK_     Score: 98.508     PEP: 4.2894E-10
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Mass: 3069.4407     Charge: 4     m/z: 768.36745
Modified Peptide: _TVEEDHPIPEDVHENYENK(ac)VAELASR_     Score: 109.68     PEP: 9.5635E-31
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Mass: 1231.6812     Charge: 3     m/z: 411.56769
Modified Peptide: _GLDAIDK(ac)AFLK_     Score: 110.39     PEP: 1.5196E-07
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Mass: 1369.6519     Charge: 2     m/z: 685.83321
Modified Peptide: _K(ac)YGLNQM(ox)ADEK_     Score: 109.72     PEP: 6.8005E-08
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Mass: 1678.8018     Charge: 2     m/z: 840.4082
Modified Peptide: _M(ox)LTGDAVGIAK(ac)ETCR_     Score: 144.68     PEP: 1.6308E-30
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Mass: 2677.3123     Charge: 3     m/z: 893.44471
Modified Peptide: _PVPEEYLQTDPSYGLTSDEVLK(ac)R_     Score: 157.73     PEP: 3.8463E-73
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Mass: 1661.7889     Charge: 3     m/z: 554.93691
Modified Peptide: _HYGDQTFSSSTVK(ac)R_     Score: 185.95     PEP: 4.2707E-40
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Mass: 1919.0409     Charge: 2     m/z: 960.52772
Modified Peptide: _ALAYM(ox)GLEPNTPLK(ac)SIK_     Score: 41.871     PEP: 0.0018826
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Mass: 1147.5906     Charge: 2     m/z: 574.80257
Modified Peptide: _K(ac)GLFYEWR_     Score: 63.216     PEP: 0.006169
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Mass: 1568.8322     Charge: 3     m/z: 523.95135
Modified Peptide: _EHAPWALK(ac)DFGIK_     Score: 78.486     PEP: 1.6748E-05
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Modified Peptide: _AVTTTFDK(ac)VHQDW_     Score: 110.15     PEP: 5.4435E-13
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Mass: 2338.1143     Charge: 3     m/z: 780.37872
Modified Peptide: _TLENNVK(ac)QFGVPYFGM(ox)SDAR_     Score: 128.05     PEP: 2.358E-44
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Mass: 1713.9301     Charge: 2     m/z: 857.97234
Modified Peptide: _ANVDTDAIIPK(ac)QFLK_     Score: 132.24     PEP: 5.5771E-26
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Mass: 1342.7791     Charge: 2     m/z: 672.39683
Modified Peptide: _LQVK(ac)TLENNVK_     Score: 134.98     PEP: 1.5467E-07
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Mass: 1892.1317     Charge: 3     m/z: 631.71786
Modified Peptide: _LDQQIIIDK(ac)LIPIANK_     Score: 136.26     PEP: 1.622E-31
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Mass: 1451.7256     Charge: 2     m/z: 726.87009
Modified Peptide: _SLDTFIK(ac)QTDSR_     Score: 160.22     PEP: 1.4624E-17
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Mass: 1641.7158     Charge: 2     m/z: 821.8652
Modified Peptide: _EFEYK(ac)DQDQSSPK_     Score: 164.48     PEP: 9.1792E-53
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Mass: 1114.6386     Charge: 2     m/z: 558.3266
Modified Peptide: _LLK(ac)FDNVPK_     Score: 167.12     PEP: 3.5018E-13
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Mass: 1255.7289     Charge: 2     m/z: 628.87171
Modified Peptide: _ALVAK(ac)FPIEAR_     Score: 91.937     PEP: 0.0013393
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Mass: 1603.8644     Charge: 2     m/z: 802.93946
Modified Peptide: _FILTK(ac)PGLQAM(ox)AEK_     Score: 56.569     PEP: 9.0082E-05
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Mass: 1488.7613     Charge: 2     m/z: 745.38792
Modified Peptide: _ATK(ac)YLVNNSFYK_     Score: 121.04     PEP: 1.7504E-12
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Mass: 1499.766     Charge: 2     m/z: 750.89029
Modified Peptide: _VLSK(ac)DEFFAFQK_     Score: 64.55     PEP: 0.0012924
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Mass: 2413.2238     Charge: 3     m/z: 805.41519
Modified Peptide: _LLGVEAGGDGVDTK(ac)FHSATLTAGR_     Score: 96.903     PEP: 6.0644E-21
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Mass: 1278.682     Charge: 2     m/z: 640.34826
Modified Peptide: _TFQSVIGK(ac)ETK_     Score: 100.93     PEP: 7.6429E-05
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Mass: 1932.933     Charge: 3     m/z: 645.31827
Modified Peptide: _EILDEFDENHK(ac)HPIR_     Score: 102.28     PEP: 2.6147E-12
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Mass: 1627.948     Charge: 2     m/z: 814.98126
Modified Peptide: _SQESINQK(ac)LALVIK_     Score: 58.071     PEP: 0.00031292
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Mass: 985.65066     Charge: 2     m/z: 493.83261
Modified Peptide: _LALVIK(ac)SGK_     Score: 75.294     PEP: 0.0017184
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Mass: 2087.0324     Charge: 3     m/z: 696.68473
Modified Peptide: _TK(ac)VYYFQGGNNELGTAVGK_     Score: 197.45     PEP: 2.8008E-83
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Mass: 977.52943     Charge: 2     m/z: 489.77199
Modified Peptide: _SASLFK(ac)QR_     Score: 138.54     PEP: 2.9615E-05
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Mass: 1809.0108     Charge: 3     m/z: 604.01089
Modified Peptide: _AQRPITGASLDLIK(ac)ER_     Score: 138.77     PEP: 4.9556E-37
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Mass: 869.49707     Charge: 2     m/z: 435.75581
Modified Peptide: _SLK(ac)PEVR_     Score: 147.52     PEP: 0.0008096
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Mass: 1198.554     Charge: 2     m/z: 600.28427
Modified Peptide: _TDM(ox)NK(ac)YLEK_     Score: 75.652     PEP: 0.00041093
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Mass: 1549.81     Charge: 3     m/z: 517.61062
Modified Peptide: _EELK(ac)AHNINVVDK_     Score: 128.9     PEP: 1.2548E-17
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Mass: 1495.7354     Charge: 3     m/z: 499.58575
Modified Peptide: _AVAHHTDCK(ac)FIR_     Score: 207.88     PEP: 1.364E-44
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Mass: 1583.7955     Charge: 2     m/z: 792.90502
Modified Peptide: _NAIK(ac)WYQYDPTK_     Score: 83.53     PEP: 9.0323E-06
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Mass: 1418.7154     Charge: 2     m/z: 710.36497
Modified Peptide: _SNLNNTTNK(ac)FPK_     Score: 146.36     PEP: 4.6085E-19
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Mass: 1521.79     Charge: 3     m/z: 508.27059
Modified Peptide: _EHQTK(ac)IGAAAEK(ac)R_     Score: 97.797     PEP: 2.4723E-08
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Mass: 1521.79     Charge: 3     m/z: 508.27059
Modified Peptide: _EHQTK(ac)IGAAAEK(ac)R_     Score: 97.797     PEP: 2.4723E-08
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Mass: 2407.2132     Charge: 3     m/z: 803.41167
Modified Peptide: _QQQLQQQK(ac)FEAAASYLANATK_     Score: 114.75     PEP: 1.0882E-33
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Mass: 1218.5993     Charge: 2     m/z: 610.30693
Modified Peptide: _NDSSFNPLK(ac)R_     Score: 117.67     PEP: 8.3668E-07
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Mass: 2844.3124     Charge: 3     m/z: 949.1114
Modified Peptide: _VIEEYSLSQGSGPSNDSWK(ac)SLM(ox)SSAK_     Score: 154.86     PEP: 2.1893E-77
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Mass: 1679.873     Charge: 2     m/z: 840.94378
Modified Peptide: _SK(ac)TGTPQTFSSSIK(ac)K_     Score: 194.77     PEP: 8.1384E-54
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Mass: 1679.873     Charge: 2     m/z: 840.94378
Modified Peptide: _SK(ac)TGTPQTFSSSIK(ac)K_     Score: 194.77     PEP: 8.1384E-54
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Mass: 1496.7623     Charge: 2     m/z: 749.38845
Modified Peptide: _NPTEK(ac)HLIDFNK_     Score: 213.18     PEP: 4.7394E-55
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Mass: 1015.555     Charge: 2     m/z: 508.78476
Modified Peptide: _K(ac)TLEDLGAK_     Score: 121.5     PEP: 0.00017297
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Mass: 1543.7572     Charge: 3     m/z: 515.59301
Modified Peptide: _YFK(ac)HSNFASFVR_     Score: 105.95     PEP: 2.4032E-06
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Mass: 1850.9246     Charge: 3     m/z: 617.98215
Modified Peptide: _RDAK(ac)AAGSYYVEAQHK_     Score: 74.772     PEP: 1.2161E-06
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Mass: 1160.6441     Charge: 2     m/z: 581.32934
Modified Peptide: _EEFINK(ac)LVK_     Score: 96.034     PEP: 0.00055342
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Mass: 1197.6969     Charge: 2     m/z: 599.85572
Modified Peptide: _ILTPESQLK(ac)K_     Score: 107.83     PEP: 2.6515E-05
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Mass: 2296.1389     Charge: 4     m/z: 575.042
Modified Peptide: _FK(ac)HFIQGGSFGNREEFINK_     Score: 133.93     PEP: 1.8278E-40
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Mass: 1234.6921     Charge: 2     m/z: 618.35335
Modified Peptide: _INSGTFVK(ac)VTK_     Score: 147.24     PEP: 8.0411E-09
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Mass: 1613.7322     Charge: 2     m/z: 807.87336
Modified Peptide: _NAAYQK(ac)EYETAER_     Score: 211.38     PEP: 2.8707E-58
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Mass: 2430.204     Charge: 3     m/z: 811.07528
Modified Peptide: _NLK(ac)YNGYNVAAIHGDLSQQQR_     Score: 48.656     PEP: 0.00097422
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Mass: 1236.6463     Charge: 2     m/z: 619.3304
Modified Peptide: _RDQYLK(ac)SASK_     Score: 79.82     PEP: 0.00081846
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Mass: 1576.791     Charge: 4     m/z: 395.20503
Modified Peptide: _YFHK(ac)QQAHFWK_     Score: 85.958     PEP: 2.4082E-05
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Mass: 1780.9595     Charge: 3     m/z: 594.66046
Modified Peptide: _QQAHFWK(ac)PVLNLDK_     Score: 86.497     PEP: 2.7586E-07
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Mass: 1626.7501     Charge: 3     m/z: 543.2573
Modified Peptide: _INM(ox)DK(ac)YHPGYFGK_     Score: 103.88     PEP: 3.2587E-13
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Mass: 1452.6972     Charge: 3     m/z: 485.23969
Modified Peptide: _YHPGYFGK(ac)VGMR_     Score: 118.28     PEP: 2.6249E-12
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Mass: 1091.5863     Charge: 2     m/z: 546.80041
Modified Peptide: _FVSK(ac)LAEEK_     Score: 103.7     PEP: 0.00014209
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Mass: 899.50763     Charge: 2     m/z: 450.76109
Modified Peptide: _LAEEK(ac)IR_     Score: 139.28     PEP: 0.0032919
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Mass: 1799.9709     Charge: 2     m/z: 900.99275
Modified Peptide: _FESLIISK(ac)YPVSFTK_     Score: 71.692     PEP: 2.4312E-06
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Mass: 1755.9255     Charge: 2     m/z: 878.97004
Modified Peptide: _YVVVVCNLK(ac)PVNM(ox)R_     Score: 81.431     PEP: 1.4643E-07
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Mass: 1044.6332     Charge: 2     m/z: 523.32386
Modified Peptide: _VGFIQK(ac)AIK_     Score: 93.143     PEP: 0.00073889
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Mass: 2129.0398     Charge: 3     m/z: 710.6872
Modified Peptide: _TVCSGLVK(ac)HFPLDAMQER_     Score: 115.98     PEP: 6.6737E-30
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Mass: 2099.1234     Charge: 4     m/z: 525.78812
Modified Peptide: _LEINHDLDLPHEVIEK(ac)K_     Score: 176.46     PEP: 5.5698E-58
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Mass: 1368.726     Charge: 2     m/z: 685.37028
Modified Peptide: _ANK(ac)DIFTLFDK_     Score: 75.088     PEP: 9.4489E-05
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Mass: 1167.6176     Charge: 2     m/z: 584.81606
Modified Peptide: _DIFTLFDK(ac)K_     Score: 111.61     PEP: 0.00025839
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Mass: 1289.6838     Charge: 2     m/z: 645.84918
Modified Peptide: _FLEPSPGK(ac)TEK_     Score: 89.548     PEP: 2.1466E-05
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Mass: 1008.6332     Charge: 2     m/z: 505.32386
Modified Peptide: _IPDLIK(ac)LR_     Score: 65.246     PEP: 0.0075974
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Mass: 1064.607     Charge: 2     m/z: 533.31075
Modified Peptide: _TAK(ac)EVAGAIR_     Score: 90.306     PEP: 0.00024938
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Mass: 1225.6051     Charge: 2     m/z: 613.80983
Modified Peptide: _(ac)SAPEAQQQK(ac)R_     Score: 96.89     PEP: 2.816E-05



0 200 400 600 800 1000 1200 1400 1600

m/z

0

50000

100000

150000

200000

250000

300000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

7
0

)

y
2

 (
2

5
6

.1
7

4
2

)

y
3

 (
3

5
5

.2
4

3
2

)

y
4

 (
4

5
2

.2
9

5
3

)

y
5

 (
5

5
1

.3
6

2
8

)

y
6

 (
7

3
7

.4
4

3
5

)

y
7

 (
7

9
4

.4
6

4
4

)

y
8

 (
9

7
2

.5
8

4
2

)

y
9

 (
1

1
0

1
.6

3
2

1
)

y
1

0
 (

1
2

3
0

.6
6

9
4

)

y
2

-H
2

O
 (

2
3

8
.1

6
3

7
)

y
4

-H
2

O
 (

4
3

4
.2

8
4

4
)

y
9

-H
2

O
 (

1
0

8
3

.6
1

7
1

)

a
2

 (
1

8
8

.1
0

2
1

)
b
2

 (
2

1
6

.0
9

7
8

)
b
2

-H
2

O
 (

1
9

8
.0

8
7

2
)

b
3

 (
3

4
5

.1
4

0
2

)
b
3

-H
2

O
 (

3
2

7
.1

2
8

8
)

b
3

-N
H

3
 (

3
2

8
.1

1
4

7
)

b
4

 (
4

7
4

.1
8

3
7

)

b
5

 (
6

5
2

.3
1

2
2

)

b
6

 (
7

0
9

.3
2

1
0

)
b
6

-H
2

O
 (

6
9

1
.3

0
3

0
)

b
6

-N
H

3
 (

6
9

2
.2

8
5

8
)

b
7

 (
8

9
5

.4
0

6
6

)
b
7

-N
H

3
 (

8
7

8
.3

7
4

8
)

Mass: 1444.7533     Charge: 2     m/z: 723.38392
Modified Peptide: _NTEEK(ac)GWVPVTK_     Score: 115.06     PEP: 3.6424E-12
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Mass: 2174.1091     Charge: 3     m/z: 725.71031
Modified Peptide: _GYWGTNLGQPHSLATK(ac)TTGK_     Score: 178.88     PEP: 6.8287E-84
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Mass: 1194.6357     Charge: 3     m/z: 399.21917
Modified Peptide: _ITEK(ac)LEQHR_     Score: 85.355     PEP: 0.00087995
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Mass: 1152.6867     Charge: 2     m/z: 577.35061
Modified Peptide: _LLGPQLSK(ac)AGK_     Score: 122.7     PEP: 3.4941E-07
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Mass: 1581.7015     Charge: 2     m/z: 791.85801
Modified Peptide: _SCGVDAM(ox)SVDDLK(ac)K_     Score: 128.76     PEP: 7.9994E-22
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Mass: 1036.5917     Charge: 2     m/z: 519.30312
Modified Peptide: _EHVK(ac)ELLK_     Score: 139.98     PEP: 2.6049E-05
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Mass: 1886.9163     Charge: 3     m/z: 629.97937
Modified Peptide: _AGK(ac)FPTPVSHNDDLYGK_     Score: 153.74     PEP: 3.6473E-51
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Mass: 1088.5826     Charge: 2     m/z: 545.29857
Modified Peptide: _(ac)SK(ac)ITSSQVR_     Score: 164.97     PEP: 2.723E-13
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Mass: 1889.0411     Charge: 3     m/z: 630.68764
Modified Peptide: _YNAFIASEVLIK(ac)QVPR_     Score: 169.09     PEP: 2.2961E-43



0 200 400 600 800 1000 1200

m/z

0

10000

20000

30000

40000

50000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
4

)

y
2

 (
2

4
8

.1
6

0
1

)

y
3

 (
3

7
7

.2
0

2
3

)

y
4

 (
4

9
1

.2
4

6
9

)

y
5

 (
5

7
8

.2
7

6
9

)

y
6

 (
7

4
1

.3
4

0
4

)

y
7

 (
9

1
1

.4
4

5
9

)

y
8

 (
1

0
2

4
.5

3
1

4
)

y
2

-H
2

O
 (

2
3

0
.1

4
9

2
)

y
3

-H
2

O
 (

3
5

9
.1

9
2

4
)

y
4

-N
H

3
 (

4
7

4
.2

1
8

7
)

y
5

-H
2

O
 (

5
6

0
.2

6
5

1
)

y
5

-N
H

3
 (

5
6

1
.2

4
4

6
)

y
6

-H
2

O
 (

7
2

3
.3

2
7

4
)

y
7

-H
2

O
 (

8
9

3
.4

3
3

6
)

y
7

-N
H

3
 (

8
9

4
.4

3
0

4
)

y
8

-H
2

O
 (

1
0

0
6

.5
1

2
5

)
y
8

-N
H

3
 (

1
0

0
7

.4
9

6
6

)

a
2

 (
2

1
5

.1
3

8
6

)

b
2

 (
2

4
3

.1
3

3
5

)
b
2

-H
2

O
 (

2
2

5
.1

2
2

8
)

a
cK

* 
(1

2
6

.0
9

1
1

)
a
cK

 (
1

4
3

.1
1

7
7

)

Mass: 1265.6503     Charge: 2     m/z: 633.83244
Modified Peptide: _ELLK(ac)YSNETK_     Score: 170.99     PEP: 8.9094E-18
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Mass: 2209.0895     Charge: 3     m/z: 737.37044
Modified Peptide: _FPTPVSHNDDLYGK(ac)VTDVR_     Score: 175.73     PEP: 3.0805E-70
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Mass: 1412.7776     Charge: 2     m/z: 707.39608
Modified Peptide: _K(ac)NWQNVGSLVVK_     Score: 189.24     PEP: 1.8561E-34
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Mass: 2268.2002     Charge: 3     m/z: 757.074
Modified Peptide: _SIAVHPTK(ac)PYVLSGSDDLTVK_     Score: 80.109     PEP: 2.7306E-12
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Mass: 1659.9169     Charge: 3     m/z: 554.31291
Modified Peptide: _VNNQLIK(ac)VAVHNGGR_     Score: 155.66     PEP: 5.7987E-34
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Mass: 1737.7747     Charge: 3     m/z: 580.26551
Modified Peptide: _HNDPFYFEK(ac)ETNR_     Score: 164.53     PEP: 3.2012E-24
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Mass: 1188.6321     Charge: 2     m/z: 595.32333
Modified Peptide: _SQEK(ac)NDGLLK_     Score: 78.653     PEP: 0.00034683
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Mass: 1388.7482     Charge: 3     m/z: 463.92335
Modified Peptide: _IISK(ac)VEDDREK_     Score: 122.51     PEP: 8.8332E-07
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Mass: 987.57241     Charge: 3     m/z: 330.19808
Modified Peptide: _IHLYEK(ac)K_     Score: 139.28     PEP: 0.0023785
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Mass: 1239.6976     Charge: 3     m/z: 414.2398
Modified Peptide: _AHDLLNFIK(ac)K_     Score: 81.338     PEP: 0.00022273
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Mass: 2227.0983     Charge: 3     m/z: 743.37339
Modified Peptide: _LQM(ox)DHQAVK(ac)YYPSYIVSK_     Score: 86.727     PEP: 1.0584E-11
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Mass: 1485.772     Charge: 2     m/z: 743.89327
Modified Peptide: _ITSK(ac)FM(ox)ITDATGK_     Score: 95.651     PEP: 1.624E-09
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Mass: 2444.3275     Charge: 3     m/z: 815.78311
Modified Peptide: _PVVK(ac)TAQNLAEVNGPETLIGPGAK_     Score: 129.43     PEP: 1.0533E-47
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Mass: 1789.9574     Charge: 3     m/z: 597.65975
Modified Peptide: _LVSQNNLTEGVTFAK(ac)K_     Score: 56.851     PEP: 7.0823E-05
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Mass: 2046.1473     Charge: 3     m/z: 683.05639
Modified Peptide: _AVLSLQSLK(ac)LPQLSQHDK_     Score: 77.468     PEP: 1.5773E-07
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Mass: 1022.5873     Charge: 2     m/z: 512.30092
Modified Peptide: _HEVLK(ac)TVR_     Score: 81.594     PEP: 0.0028918
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Mass: 1086.6408     Charge: 3     m/z: 363.22089
Modified Peptide: _IIHDLK(ac)YK_     Score: 68.016     PEP: 0.0064125
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Mass: 1260.6826     Charge: 3     m/z: 421.23482
Modified Peptide: _DHTK(ac)IIHDLK_     Score: 147.24     PEP: 1.0108E-06
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Mass: 995.52798     Charge: 2     m/z: 498.77127
Modified Peptide: _HEYTLK(ac)R_     Score: 154.35     PEP: 1.5275E-05
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Mass: 2155.0222     Charge: 3     m/z: 719.34801
Modified Peptide: _TK(ac)YNSDPYQLEQSLYHK_     Score: 211.29     PEP: 2.2258E-81
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Mass: 1674.7672     Charge: 2     m/z: 838.39086
Modified Peptide: _ITNENSM(ox)YK(ac)YQAR_     Score: 61.375     PEP: 0.00014413
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Mass: 1415.8024     Charge: 2     m/z: 708.90848
Modified Peptide: _IFSK(ac)SDNLPLIK_     Score: 95.401     PEP: 2.1584E-08
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Mass: 1087.6125     Charge: 2     m/z: 544.81352
Modified Peptide: _SLSILK(ac)EEK_     Score: 103.26     PEP: 0.00012997
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Mass: 1302.7336     Charge: 3     m/z: 435.25181
Modified Peptide: _LESHK(ac)LIFFK_     Score: 106.29     PEP: 0.00020659
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Mass: 1426.8031     Charge: 2     m/z: 714.40885
Modified Peptide: _DISLEQIVK(ac)NVK_     Score: 100.55     PEP: 8.201E-09
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Mass: 1648.8607     Charge: 2     m/z: 825.43761
Modified Peptide: _VAVCAGSGSGVFK(ac)QLK_     Score: 141.34     PEP: 1.4905E-37
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Mass: 1378.6729     Charge: 2     m/z: 690.34371
Modified Peptide: _LQYAK(ac)ETNNEK_     Score: 49.423     PEP: 0.0086024
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Mass: 1351.6554     Charge: 2     m/z: 676.83499
Modified Peptide: _SQIMQK(ac)YQER_     Score: 149.96     PEP: 5.0963E-08
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Mass: 1607.9239     Charge: 3     m/z: 536.9819
Modified Peptide: _ALNK(ac)TLRDPVIYR_     Score: 64.798     PEP: 0.00088238
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Mass: 1935.1041     Charge: 3     m/z: 646.04197
Modified Peptide: _IVNALAPNSIAIK(ac)LVDDK_     Score: 73.138     PEP: 5.566E-07
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Mass: 1454.7882     Charge: 2     m/z: 728.40136
Modified Peptide: _EQVAK(ac)WVNLAQK_     Score: 86.313     PEP: 5.6798E-06
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Mass: 1102.6386     Charge: 2     m/z: 552.3266
Modified Peptide: _ELVIK(ac)NFAK_     Score: 96.948     PEP: 0.00049476
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Mass: 1104.5815     Charge: 2     m/z: 553.29804
Modified Peptide: _LNLEGDFK(ac)K_     Score: 98.249     PEP: 0.00029716
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Mass: 1726.9043     Charge: 2     m/z: 864.4594
Modified Peptide: _AALLNQYFAQAYK(ac)GK_     Score: 109.22     PEP: 1.7973E-15
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Mass: 1005.5495     Charge: 2     m/z: 503.78202
Modified Peptide: _IDYK(ac)ALNK_     Score: 126.24     PEP: 6.0341E-05
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Mass: 1049.6233     Charge: 2     m/z: 525.81894
Modified Peptide: _K(ac)VIDPIAPR_     Score: 102.07     PEP: 0.00012011
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Mass: 1730.7974     Charge: 2     m/z: 866.40598
Modified Peptide: _FDK(ac)PFVM(ox)DTSYPAR_     Score: 64.394     PEP: 0.0022539
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Mass: 1905.9446     Charge: 3     m/z: 636.32213
Modified Peptide: _RGYK(ac)TGHIAADGSVYNR_     Score: 71.558     PEP: 9.8373E-07
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Mass: 2593.321     Charge: 3     m/z: 865.44762
Modified Peptide: _GFDIPNIENHDVVPM(ox)LQK(ac)QITK_     Score: 84.573     PEP: 6.2769E-14
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Mass: 1151.5794     Charge: 2     m/z: 576.79695
Modified Peptide: _NQDLSK(ac)FDK_     Score: 101.38     PEP: 0.00021028
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Mass: 1096.6604     Charge: 2     m/z: 549.3375
Modified Peptide: _VVLVK(ac)LGGDR_     Score: 115.7     PEP: 6.384E-05
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Mass: 1428.7613     Charge: 3     m/z: 477.26104
Modified Peptide: _HFISELEK(ac)GLSK_     Score: 116.54     PEP: 3.1758E-12
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Mass: 1481.7849     Charge: 2     m/z: 741.89974
Modified Peptide: _QGFIFK(ac)NQDLSK_     Score: 152.38     PEP: 8.2224E-17
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Mass: 2523.2129     Charge: 3     m/z: 842.07825
Modified Peptide: _TK(ac)YDITIDEESPRPGQQTFEK_     Score: 162.85     PEP: 2.8052E-77
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Mass: 1287.6095     Charge: 2     m/z: 644.81204
Modified Peptide: _TFDTTQSK(ac)YR_     Score: 239.39     PEP: 6.075E-71
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Mass: 2167.0921     Charge: 3     m/z: 723.3713
Modified Peptide: _ESPYSK(ac)FNQHLSIPSFTK_     Score: 60.564     PEP: 0.0001259
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Mass: 1946.8606     Charge: 3     m/z: 649.96081
Modified Peptide: _SVESEK(ac)NHNENFTNEK_     Score: 96.163     PEP: 3.4886E-14
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Mass: 2019.9439     Charge: 4     m/z: 505.99325
Modified Peptide: _YFSHTGNYGESPNHIK(ac)K_     Score: 65.107     PEP: 2.4877E-05
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Mass: 2042.9657     Charge: 3     m/z: 681.99586
Modified Peptide: _GSNLQSHEQK(ac)FENVQKE_     Score: 106.87     PEP: 2.0764E-21
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Mass: 2303.0607     Charge: 4     m/z: 576.77245
Modified Peptide: _ADPK(ac)YFSHTGNYGESPNHIK_     Score: 135.73     PEP: 2.3417E-44
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Mass: 1075.5815     Charge: 2     m/z: 538.79801
Modified Peptide: _FIPNK(ac)PYR_     Score: 67.981     PEP: 0.0064235
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Mass: 1648.8817     Charge: 3     m/z: 550.6345
Modified Peptide: _PLNIK(ac)HLPYFDSR_     Score: 140.08     PEP: 5.2523E-18
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Mass: 1025.6121     Charge: 2     m/z: 513.81332
Modified Peptide: _EGIIK(ac)PISK_     Score: 82.831     PEP: 0.00088149
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Mass: 1532.8926     Charge: 3     m/z: 511.97149
Modified Peptide: _HLEK(ac)EGIIKPISK_     Score: 145.7     PEP: 5.9884E-18
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Mass: 1159.6601     Charge: 2     m/z: 580.83733
Modified Peptide: _ILK(ac)EVPTYR_     Score: 150.35     PEP: 5.0704E-09
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Mass: 1997.9919     Charge: 3     m/z: 667.00458
Modified Peptide: _DRAQHAVILDQEK(ac)YDR_     Score: 126.88     PEP: 2.3545E-30
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Mass: 2475.2506     Charge: 3     m/z: 826.09082
Modified Peptide: _STTEPIQLNNK(ac)HDLHLRPGTY_     Score: 136.58     PEP: 1.0491E-44
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Mass: 2028.1732     Charge: 3     m/z: 677.065
Modified Peptide: _VNGASVPINLHPSK(ac)LVITK_     Score: 88.396     PEP: 1.1705E-11
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Mass: 1088.623     Charge: 2     m/z: 545.31877
Modified Peptide: _LK(ac)FAVQVDK_     Score: 93.096     PEP: 0.00074195
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Mass: 1220.7493     Charge: 3     m/z: 407.9237
Modified Peptide: _LVITK(ac)LHLDK_     Score: 114.83     PEP: 5.8739E-05



0 200 400 600 800 1000 1200

m/z

0

50000

100000

150000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

3
0

)

y
2

 (
2

4
8

.1
6

0
9

)

y
3

 (
3

4
7

.2
2

9
5

)

y
4

 (
5

1
7

.3
3

5
5

)

y
5

 (
6

3
2

.3
6

2
9

)

y
6

 (
7

3
1

.4
3

1
5

)

y
7

 (
8

5
9

.4
9

0
2

)

y
8

 (
9

5
8

.5
5

8
4

)

y
9

 (
1

0
2

9
.5

9
7

5
)

y
7

-H
2

O
 (

8
4

1
.4

7
8

8
)

y
7

-N
H

3
 (

8
4

2
.4

6
5

0
)

y
8

-N
H

3
 (

9
4

1
.5

1
4

7
)

y
9

-N
H

3
 (

1
0

1
2

.5
7

3
3

)

a
2

 (
1

9
1

.1
1

8
2

)

b
2

 (
2

1
9

.1
1

3
2

)

b
3

 (
3

1
8

.1
8

2
1

)

b
4

 (
4

4
6

.2
4

1
5

)

a
cK

* 
(1

2
6

.0
9

1
5

)
a
cK

 (
1

4
3

.1
1

8
1

)

Mass: 1175.655     Charge: 2     m/z: 588.83479
Modified Peptide: _FAVQVDK(ac)VTK_     Score: 131.82     PEP: 3.954E-20
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Mass: 1270.7398     Charge: 3     m/z: 424.5872
Modified Peptide: _AQYGIK(ac)ALPIR_     Score: 156.48     PEP: 1.7696E-11
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Mass: 1374.8326     Charge: 2     m/z: 688.42358
Modified Peptide: _VLLSAPLSK(ac)ELR_     Score: 169.89     PEP: 3.3412E-21
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Mass: 1297.6303     Charge: 2     m/z: 649.82241
Modified Peptide: _K(ac)AYFTAPSSER_     Score: 194.17     PEP: 2.7501E-31
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Mass: 2204.1212     Charge: 3     m/z: 735.71436
Modified Peptide: _SQEDAEK(ac)EYIALVDQLIAK_     Score: 125.88     PEP: 1.4711E-33
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Mass: 1694.8388     Charge: 2     m/z: 848.42665
Modified Peptide: _DRYK(ac)WEAWENLK_     Score: 139.89     PEP: 3.4633E-14
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Mass: 2548.3312     Charge: 3     m/z: 850.45102
Modified Peptide: _AVNELPTK(ac)PSTDELLELYALYK_     Score: 158.73     PEP: 1.8362E-71
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Mass: 1391.7202     Charge: 3     m/z: 464.91402
Modified Peptide: _EKPGIFNMK(ac)DR_     Score: 174.05     PEP: 6.1857E-22
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Mass: 1251.6987     Charge: 2     m/z: 626.85662
Modified Peptide: _VWYLNK(ac)PFK_     Score: 67.897     PEP: 0.0033076
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Mass: 1371.735     Charge: 3     m/z: 458.25228
Modified Peptide: _VLNHQGK(ac)EEIR_     Score: 84.289     PEP: 2.5297E-05
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Mass: 1379.6933     Charge: 2     m/z: 690.85391
Modified Peptide: _ATFSK(ac)SAEQLEK_     Score: 101.39     PEP: 6.0293E-09
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Mass: 2286.1637     Charge: 3     m/z: 763.06183
Modified Peptide: _FNQVLTNQDFQK(ac)NPFGALR_     Score: 46.621     PEP: 0.0020741
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Mass: 1314.7499     Charge: 3     m/z: 439.25725
Modified Peptide: _NEK(ac)IAVHVTVR_     Score: 78.324     PEP: 4.2704E-05
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Mass: 1382.6718     Charge: 2     m/z: 692.34317
Modified Peptide: _TTK(ac)EDTVSWFK_     Score: 93.959     PEP: 1.549E-05
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Mass: 1251.6318     Charge: 2     m/z: 626.82317
Modified Peptide: _QK(ac)YDADVLDK_     Score: 97.911     PEP: 0.0001141
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Mass: 1190.6387     Charge: 2     m/z: 596.3266
Modified Peptide: _GPK(ac)AEEILER_     Score: 113.63     PEP: 5.4489E-05
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Mass: 1308.635     Charge: 2     m/z: 655.32478
Modified Peptide: _EDTVSWFK(ac)QK_     Score: 103.26     PEP: 2.4595E-05
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Mass: 1840.9894     Charge: 3     m/z: 614.67042
Modified Peptide: _ASK(ac)VLEQLSGQTPVQSK_     Score: 155.63     PEP: 2.8076E-51
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Mass: 1390.7034     Charge: 2     m/z: 696.35896
Modified Peptide: _FFGK(ac)GGLAYSFR_     Score: 80.312     PEP: 1.2911E-05
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Mass: 912.53927     Charge: 2     m/z: 457.27691
Modified Peptide: _IEK(ac)NVLR_     Score: 117.16     PEP: 0.0083933
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Mass: 1105.6383     Charge: 2     m/z: 553.82643
Modified Peptide: _ITDK(ac)IAYLK_     Score: 123.86     PEP: 0.00052744
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Mass: 1098.6649     Charge: 2     m/z: 550.33971
Modified Peptide: _LSQLVK(ac)IEK_     Score: 143.4     PEP: 6.8414E-06
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Mass: 1309.615     Charge: 2     m/z: 655.81478
Modified Peptide: _DYETK(ac)ANTQAK_     Score: 56.205     PEP: 0.0019305
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Mass: 1519.8246     Charge: 2     m/z: 760.91958
Modified Peptide: _SLLSEYNILK(ac)NGK_     Score: 59.898     PEP: 0.00067613
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Mass: 1027.5914     Charge: 2     m/z: 514.80296
Modified Peptide: _VIEQLK(ac)EK_     Score: 105.78     PEP: 0.0002898
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Mass: 1313.6438     Charge: 2     m/z: 657.82918
Modified Peptide: _FCNK(ac)IYQATK_     Score: 118.23     PEP: 8.7723E-14
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Mass: 1597.7405     Charge: 3     m/z: 533.58744
Modified Peptide: _VWEWK(ac)EEYHSR_     Score: 118.48     PEP: 2.1606E-07
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Mass: 1225.691     Charge: 2     m/z: 613.85279
Modified Peptide: _K(ac)LQVSLADFR_     Score: 65.695     PEP: 0.00089724
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Mass: 1687.9733     Charge: 4     m/z: 423.00061
Modified Peptide: _VTHQIVDRPVLK(ac)NK_     Score: 83.856     PEP: 1.1239E-06
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Mass: 1526.6736     Charge: 2     m/z: 764.3441
Modified Peptide: _YSETSEADK(ac)DVNK_     Score: 117.92     PEP: 1.6816E-15
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Mass: 1483.7228     Charge: 2     m/z: 742.8687
Modified Peptide: _LLNEM(ox)TSSEK(ac)FK_     Score: 64.121     PEP: 0.00034951
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Mass: 1305.7445     Charge: 2     m/z: 653.87953
Modified Peptide: _TFFK(ac)GSIIPVR_     Score: 101.93     PEP: 2.2492E-06
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Mass: 1900.9742     Charge: 2     m/z: 951.49437
Modified Peptide: _EQSIK(ac)QPTQITGLSSDK_     Score: 130.27     PEP: 1.2918E-34
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Mass: 2073.9716     Charge: 4     m/z: 519.50017
Modified Peptide: _RQK(ac)YEDLEHDQLDSTR_     Score: 157.42     PEP: 3.5538E-40
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Mass: 1741.8999     Charge: 3     m/z: 581.64058
Modified Peptide: _SSPFGGSSHAK(ac)GIVLEK_     Score: 97.284     PEP: 7.0908E-16



0 200 400 600 800 1000 1200 1400

m/z

0

2000

4000

6000

8000

10000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
6

)

y
2

 (
2

4
2

.1
5

9
4

)

y
3

 (
3

7
1

.2
0

2
0

)

y
4

 (
4

8
4

.2
8

0
3

)

y
5

 (
5

4
1

.3
0

6
1

)

y
6

 (
6

5
4

.3
9

0
7

)

y
7

 (
8

3
2

.5
0

9
4

) y
8

 (
9

6
1

.5
5

3
5

)

y
9

 (
1

0
7

4
.6

3
5

6
)

y
1

0
 (

1
1

7
3

.7
1

2
8

)

y
2

-H
2

O
 (

2
2

4
.1

4
7

4
)

y
3

-H
2

O
 (

3
5

3
.1

8
9

8
)

y
7

-H
2

O
 (

8
1

4
.5

1
1

2
)

y
8

-H
2

O
 (

9
4

3
.5

4
7

9
)

a
2

 (
1

4
3

.1
1

7
6

)
b
2

 (
1

7
1

.1
1

2
7

)

b
3

 (
2

7
0

.1
8

0
9

)

b
6

 (
6

9
0

.4
1

4
2

)

a
cK

 (
1

4
3

.1
1

7
6

)

Mass: 1342.8043     Charge: 2     m/z: 672.40941
Modified Peptide: _GIVLEK(ac)LGIESK_     Score: 112.51     PEP: 4.2151E-10
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Mass: 940.57057     Charge: 2     m/z: 471.29256
Modified Peptide: _VQLIK(ac)NGK_     Score: 119.17     PEP: 7.5302E-05
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Mass: 1848.9705     Charge: 3     m/z: 617.33077
Modified Peptide: _LLGTAFK(ac)SSPFGGSSHAK_     Score: 192.24     PEP: 1.6436E-66
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Mass: 1947.1153     Charge: 3     m/z: 650.04571
Modified Peptide: _IILNHILEK(ac)STQLQQK_     Score: 62.813     PEP: 4.3126E-05
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Mass: 1321.675     Charge: 3     m/z: 441.5656
Modified Peptide: _HEDIHNFK(ac)PK_     Score: 173.71     PEP: 5.2301E-17
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Mass: 1124.5714     Charge: 2     m/z: 563.29295
Modified Peptide: _TSGK(ac)YAETVK_     Score: 70.942     PEP: 0.00070431
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Mass: 1114.6357     Charge: 2     m/z: 558.32515
Modified Peptide: _SLPDWIAK(ac)K_     Score: 55.461     PEP: 0.0083219
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Mass: 1088.6412     Charge: 2     m/z: 545.32789
Modified Peptide: _TLVDK(ac)LSQK_     Score: 96.143     PEP: 0.0005464
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Mass: 1617.8223     Charge: 3     m/z: 540.28138
Modified Peptide: _RQLK(ac)NDLEYQNR_     Score: 134.99     PEP: 5.4389E-14
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Mass: 1220.6077     Charge: 2     m/z: 611.31115
Modified Peptide: _FVDDEWLK(ac)K_     Score: 64.297     PEP: 0.0039706
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Mass: 1105.6172     Charge: 2     m/z: 553.81587
Modified Peptide: _K(ac)LIDVWYK_     Score: 75.378     PEP: 0.0029637
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Mass: 2485.3581     Charge: 4     m/z: 622.34679
Modified Peptide: _FFEK(ac)NSSAVITDGLKPIHIVTK_     Score: 87.652     PEP: 3.3585E-13
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Mass: 1069.6747     Charge: 2     m/z: 535.84462
Modified Peptide: _VTDVIK(ac)ILK_     Score: 96.143     PEP: 0.0005464
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Mass: 1354.6616     Charge: 2     m/z: 678.33809
Modified Peptide: _FDSSK(ac)LEASTTK_     Score: 117.93     PEP: 2.7345E-12
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Mass: 1902.1273     Charge: 3     m/z: 635.04972
Modified Peptide: _HNVIDLVGNTPLIALK(ac)K_     Score: 122.31     PEP: 4.4127E-28
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Mass: 2465.3744     Charge: 4     m/z: 617.35089
Modified Peptide: _YADVFGNATVK(ac)DLHLKPVVSVK_     Score: 124.31     PEP: 7.6589E-35
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Mass: 1184.6048     Charge: 2     m/z: 593.30969
Modified Peptide: _FIK(ac)FDENSK_     Score: 107.79     PEP: 0.00025351
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Mass: 1891.0415     Charge: 2     m/z: 946.52802
Modified Peptide: _AVVAGAGTGGTISGISK(ac)YLK_     Score: 131.71     PEP: 6.043E-44
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Mass: 1291.7835     Charge: 2     m/z: 646.89901
Modified Peptide: _DLHLK(ac)PVVSVK_     Score: 136.27     PEP: 1.0715E-07
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Mass: 1368.6674     Charge: 3     m/z: 457.22974
Modified Peptide: _TDDKPSFK(ac)YAR_     Score: 158.4     PEP: 2.9448E-11
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Mass: 1934.0837     Charge: 3     m/z: 645.70184
Modified Peptide: _NSSAVITDGLK(ac)PIHIVTK_     Score: 172.23     PEP: 9.7806E-57
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Mass: 1760.8738     Charge: 3     m/z: 587.96522
Modified Peptide: _PM(ox)AFSNTTTHVPEK(ac)K_     Score: 114.59     PEP: 3.0945E-18
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Mass: 1030.5183     Charge: 2     m/z: 516.2664
Modified Peptide: _DLK(ac)DEELK_     Score: 94.309     PEP: 0.0021344
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Mass: 1146.528     Charge: 2     m/z: 574.2713
Modified Peptide: _GCFK(ac)YFQR_     Score: 99.375     PEP: 0.0010771



0 500 1000 1500 2000

m/z

0

5000

10000

15000

20000

25000

30000

35000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
7

)

y
3

 (
3

7
4

.2
4

0
0

)

y
4

 (
4

8
9

.2
6

5
9

)

y
5

 (
6

3
6

.3
3

6
2

)

y
6

 (
7

7
3

.3
9

2
7

)

y
7

 (
9

0
2

.4
3

7
1

)

y
9

 (
1

0
3

0
.4

9
8

3
)

y
1

0
 (

1
1

5
9

.5
3

4
7

)

y
1

1
 (

1
2

8
8

.5
7

9
5

)

y
1

2
 (

1
3

8
5

.6
3

0
5

)

y
1

3
 (

1
4

8
6

.6
7

6
5

)

y
1

4
 (

1
6

7
2

.7
5

7
4

)

y
1

5
 (

1
8

4
2

.8
5

8
0

)

y
1

2
-H

2
O

 (
1

3
6

7
.6

3
8

1
)

y
1

4
-N

H
3

 (
1

6
5

5
.7

4
0

6
)

y
9

(2
+

) 
(5

1
5

.7
5

0
5

)

a
2

 (
2

1
5

.1
3

8
6

)
b
2

 (
2

4
3

.1
3

4
0

)

b
3

 (
4

1
3

.2
3

9
3

)
b
3

-H
2

O
 (

3
9

5
.2

2
7

9
)

b
4

 (
5

9
9

.3
2

1
9

)

b
5

 (
7

0
0

.3
6

0
7

)

a
cK

* 
(1

2
6

.0
9

1
1

)
a
cK

 (
1

4
3

.1
1

7
7

)

Mass: 2083.9851     Charge: 3     m/z: 695.66897
Modified Peptide: _LEK(ac)WTPEEGAEHFDINK_     Score: 96.447     PEP: 8.164E-16
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Mass: 1882.8711     Charge: 3     m/z: 628.63096
Modified Peptide: _NHGSFFGAK(ac)NPHTNDAK_     Score: 123.4     PEP: 3.418E-13



0 200 400 600 800 1000 1200 1400

m/z

0

20000

40000

60000

80000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
8

)

y
2

 (
3

2
2

.1
8

6
9

)

y
3

 (
4

9
2

.2
9

2
0

)

y
4

 (
5

9
3

.3
4

0
0

)

y
5

 (
6

9
2

.4
0

8
9

)

y
6

 (
8

2
1

.4
5

2
0

)

y
7

 (
9

3
5

.4
9

4
8

)

y
8

 (
1

0
2

2
.5

2
7

0
)

y
9

 (
1

1
5

1
.5

7
0

1
)

y
1

0
 (

1
2

0
8

.5
8

9
8

)

y
1

1
 (

1
3

2
2

.6
3

3
7

)

y
4

-N
H

3
 (

5
7

6
.3

1
6

2
)

y
6

-H
2

O
 (

8
0

3
.4

4
1

6
)

y
7

-N
H

3
 (

9
1

8
.4

8
1

7
)

y
8

-N
H

3
 (

1
0

0
5

.5
0

0
1

)

y
9

-H
2

O
 (

1
1

3
3

.5
5

8
5

)

y
1

0
-H

2
O

 (
1

1
9

0
.5

8
9

4
)

y
1

0
-N

H
3

 (
1

1
9

1
.5

7
8

5
)

y
1

1
-N

H
3

 (
1

3
0

5
.5

9
7

1
)

a
2

 (
1

8
6

.1
2

3
4

) b
2

 (
2

1
4

.1
1

8
5

)
b
2

-N
H

3
 (

1
9

7
.0

9
1

9
)

b
3

 (
2

7
1

.1
3

9
8

)

Mass: 1420.6947     Charge: 2     m/z: 711.3546
Modified Peptide: _VNGESNEVTK(ac)FR_     Score: 158.04     PEP: 3.3408E-17
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Mass: 1765.9978     Charge: 3     m/z: 589.67322
Modified Peptide: _NIPLFK(ac)EIANLPEVK_     Score: 60.918     PEP: 6.5566E-05
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Mass: 1349.6768     Charge: 3     m/z: 450.89955
Modified Peptide: _YHEIWAAYK(ac)K_     Score: 63.283     PEP: 0.0012859
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Mass: 1318.7245     Charge: 3     m/z: 440.58211
Modified Peptide: _EIANLPEVK(ac)HK_     Score: 69.451     PEP: 0.00018469
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Mass: 1639.7548     Charge: 2     m/z: 820.88468
Modified Peptide: _DTEDFQK(ac)LTDDQK_     Score: 119.25     PEP: 1.4205E-15
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Mass: 1399.6289     Charge: 2     m/z: 700.82175
Modified Peptide: _VSDYQK(ac)ASDMSK_     Score: 136.93     PEP: 1.7851E-14
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Mass: 1736.8527     Charge: 3     m/z: 579.95817
Modified Peptide: _(ac)M(ox)EAHNQFLK(ac)TFQK_     Score: 147.68     PEP: 2.7553E-19
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Mass: 1252.7027     Charge: 2     m/z: 627.35863
Modified Peptide: _TTPNPIAK(ac)ELK_     Score: 66.498     PEP: 0.00035047
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Mass: 1361.7638     Charge: 2     m/z: 681.88918
Modified Peptide: _LLAK(ac)FNNQQTK_     Score: 172.61     PEP: 7.0098E-17
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Mass: 1169.6332     Charge: 2     m/z: 585.82389
Modified Peptide: _AK(ac)YYELTIK_     Score: 88.681     PEP: 0.00087793
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Mass: 1946.9478     Charge: 2     m/z: 974.48116
Modified Peptide: _M(ox)SASDPNSK(ac)IDLLEEPK_     Score: 115.73     PEP: 3.9519E-28
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Mass: 1514.7954     Charge: 3     m/z: 505.93907
Modified Peptide: _ATNAHVHK(ac)EPTLR_     Score: 62.042     PEP: 0.00053042
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Mass: 1851.9393     Charge: 3     m/z: 618.32037
Modified Peptide: _WLM(ox)K(ac)HLDNIGTTTTR_     Score: 83.966     PEP: 2.9865E-09



0 200 400 600 800 1000 1200 1400

m/z

0

2000

4000

6000

8000

10000

12000

14000
In

te
n
si

ty

y
1

 (
1

7
5

.1
1

8
7

)

y
2

 (
3

5
3

.2
3

8
1

)

y
5

 (
7

1
0

.4
4

3
3

)

y
6

 (
7

9
7

.4
7

4
3

)

y
7

 (
8

6
8

.5
0

8
4

)

y
8

 (
9

8
2

.5
5

5
6

)

y
9

 (
1

0
8

3
.5

9
4

8
)

y
1

0
 (

1
1

8
0

.6
5

7
5

)

y
1

1
 (

1
2

3
7

.6
5

5
6

)

y
2

-N
H

3
 (

3
3

6
.2

1
1

8
)

y
1

0
-N

H
3

 (
1

1
6

3
.6

0
9

4
)

y
1

0
(2

+
) 

(5
9

0
.8

3
3

4
)

b
2

 (
1

7
2

.0
7

1
8

)

b
3

 (
2

2
9

.0
9

4
2

)
b
3

-N
H

3
 (

2
1

2
.0

6
6

1
)

b
4

 (
2

8
6

.1
1

4
5

)

Mass: 1464.7565     Charge: 2     m/z: 733.38551
Modified Peptide: _NGGGPTNASPFIK(ac)R_     Score: 95.651     PEP: 5.1536E-10
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Mass: 1915.968     Charge: 2     m/z: 958.99127
Modified Peptide: _ILK(ac)SFPEGEWNPQTTK_     Score: 97.836     PEP: 2.6119E-14
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Mass: 1142.6448     Charge: 3     m/z: 381.88887
Modified Peptide: _THLLK(ac)FQSK_     Score: 106.29     PEP: 4.1906E-07
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Mass: 2584.2848     Charge: 3     m/z: 862.43553
Modified Peptide: _YTSDLK(ac)IVSNASCTTNCLAPLAK_     Score: 102.48     PEP: 7.0783E-22
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Mass: 1724.9375     Charge: 3     m/z: 575.98643
Modified Peptide: _VLPELQGK(ac)LTGM(ox)AFR_     Score: 104.95     PEP: 8.0433E-16
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Mass: 1228.6907     Charge: 2     m/z: 615.35262
Modified Peptide: _VVDLVEHVAK(ac)A_     Score: 108.98     PEP: 3.0213E-07
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Mass: 1867.0666     Charge: 3     m/z: 623.36282
Modified Peptide: _VPTVDVSVVDLTVK(ac)LNK_     Score: 120.66     PEP: 8.5247E-28
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Mass: 1167.5659     Charge: 2     m/z: 584.79024
Modified Peptide: _ETTYDEIK(ac)K_     Score: 108.43     PEP: 0.00019588
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Mass: 950.55492     Charge: 2     m/z: 476.28473
Modified Peptide: _HIIVDGK(ac)K_     Score: 144.09     PEP: 1.144E-05
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Mass: 1786.976     Charge: 3     m/z: 596.66593
Modified Peptide: _TASGNIIPSSTGAAK(ac)AVGK_     Score: 163     PEP: 2.4258E-66
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Mass: 1279.75     Charge: 2     m/z: 640.88227
Modified Peptide: _AVGK(ac)VLPELQGK_     Score: 163.78     PEP: 8.6528E-21
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Mass: 1522.7879     Charge: 3     m/z: 508.60324
Modified Peptide: _LNK(ac)ETTYDEIKK_     Score: 166.45     PEP: 1.6294E-20
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Mass: 2971.4559     Charge: 3     m/z: 991.49256
Modified Peptide: _VVITAPSSTAPM(ox)FVMGVNEEK(ac)YTSDLK_     Score: 197.37     PEP: 3.7345E-132
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Mass: 1338.6317     Charge: 2     m/z: 670.32311
Modified Peptide: _TVDGPSHK(ac)DWR_     Score: 202.05     PEP: 8.055E-41
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Mass: 2052.0276     Charge: 3     m/z: 685.01648
Modified Peptide: _YAGEVSHDDK(ac)HIIVDGKK_     Score: 214.19     PEP: 1.7217E-83
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Mass: 3453.7086     Charge: 4     m/z: 864.43443
Modified Peptide: _VINDAFGIEEGLM(ox)TTVHSLTATQK(ac)TVDGPSHK_     Score: 224.41     PEP: 3.8683E-208
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Mass: 4091.0124     Charge: 4     m/z: 1023.7604
Modified Peptide: _IATYQERDPANLPWGSSNVDIAIDSTGVFK(ac)ELDTAQK_     Score: 260.14     PEP: 2.056E-284
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Mass: 1537.7736     Charge: 2     m/z: 769.89409
Modified Peptide: _ELDTAQK(ac)HIDAGAK_     Score: 272.96     PEP: 5.2198E-142
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Mass: 1672.0349     Charge: 3     m/z: 558.35226
Modified Peptide: _LDLSNIKPIQLK(ac)PK_     Score: 65.805     PEP: 0.00018374
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Mass: 1078.5811     Charge: 2     m/z: 540.29784
Modified Peptide: _GGIVSWK(ac)YK_     Score: 68.371     PEP: 0.0032059



0 500 1000 1500

m/z

0

20000

40000

60000

80000

100000

In
te

n
si

ty

y
2

 (
2

4
4

.1
6

5
2

)

y
3

 (
3

7
2

.2
6

0
9

)

y
4

 (
4

8
5

.3
4

4
6

)

y
5

 (
6

1
3

.4
0

4
5

)

y
6

 (
7

2
6

.4
8

0
3

)

y
7

 (
8

2
3

.5
4

0
3

)

y
8

 (
9

9
3

.6
4

4
5

)

y
9

 (
1

1
0

6
.7

2
5

6
)

y
1

0
 (

1
2

2
0

.7
6

4
4

)

y
1

1
 (

1
3

0
7

.8
0

2
5

)

y
1

2
 (

1
4

2
0

.8
9

0
0

)

y
1

3
 (

1
5

3
5

.9
1

6
9

)

y
7

(2
+

) 
(4

1
2

.2
7

3
1

)

y
9

(2
+

) 
(5

5
3

.8
7

0
3

)

a
2

 (
2

0
1

.1
2

3
0

)
b
2

 (
2

2
9

.1
1

7
8

)

b
5

 (
5

4
3

.2
7

6
7

)
b
5

-H
2

O
 (

5
2

5
.2

6
0

5
)

b
6

 (
6

5
6

.3
6

3
2

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1647.9923     Charge: 3     m/z: 550.33806
Modified Peptide: _LDLSNIK(ac)PIQLKPK_     Score: 113.35     PEP: 1.7161E-14
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Mass: 1809.9221     Charge: 3     m/z: 604.31464
Modified Peptide: _KPSADSTEATQQHLK(ac)K_     Score: 149.3     PEP: 3.5818E-38
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Mass: 1340.7048     Charge: 2     m/z: 671.35969
Modified Peptide: _ALK(ac)EIAPSGSNGR_     Score: 153.38     PEP: 1.0004E-28



0 500 1000 1500

m/z

0

50000

100000

150000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
5

)

y
2

 (
2

7
6

.1
6

7
8

)

y
3

 (
4

1
3

.2
2

8
5

)

y
4

 (
5

2
7

.2
7

1
0

)

y
5

 (
7

0
5

.3
9

2
9

)

y
6

 (
8

3
4

.4
3

3
5

)

y
7

 (
9

3
5

.4
8

1
3

)

y
8

 (
1

0
3

2
.5

3
4

6
)

y
9

 (
1

1
0

3
.5

7
2

2
)

y
1

0
 (

1
2

3
1

.6
3

3
2

)

y
1

1
 (

1
2

8
8

.6
5

2
1

)

y
1

2
 (

1
4

0
1

.7
3

6
8

)

y
1

3
 (

1
5

0
2

.7
8

4
6

)

y
1

4
 (

1
6

1
5

.8
7

0
3

)

y
6

-N
H

3
 (

8
1

7
.4

0
4

1
)

y
7

-H
2

O
 (

9
1

7
.4

7
5

3
)

y
8

-H
2

O
 (

1
0

1
4

.5
1

7
0

)

y
1

0
-H

2
O

 (
1

2
1

3
.6

1
2

2
)

y
1

0
-N

H
3

 (
1

2
1

4
.6

0
8

9
)

y
1

1
-N

H
3

 (
1

2
7

1
.6

2
9

8
)

y
1

2
-N

H
3

 (
1

3
8

4
.7

1
4

3
)

y
1

3
-H

2
O

 (
1

4
8

4
.7

6
5

9
)

a
2

 (
2

1
4

.1
5

5
8

)
b
2

 (
2

4
2

.1
5

0
6

)
b
2

-N
H

3
 (

2
2

5
.1

2
4

6
)

b
3

 (
3

4
3

.1
9

8
7

)
b
3

-H
2

O
 (

3
2

5
.1

8
8

0
)

b
3

-N
H

3
 (

3
2

6
.1

7
1

6
)

b
8

 (
8

0
9

.4
5

2
2

)

b
9

 (
9

1
0

.5
0

9
0

)
b
9

-H
2

O
 (

8
9

2
.4

9
3

3
)

Mass: 1742.9155     Charge: 3     m/z: 581.97911
Modified Peptide: _QITIGQAPTEK(ac)NHTR_     Score: 156.5     PEP: 2.4882E-31
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Mass: 2426.1174     Charge: 3     m/z: 809.71308
Modified Peptide: _M(ox)IAPM(ox)IEK(ac)FAEQYSDAAFYK_     Score: 180.14     PEP: 1.1669E-84
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Mass: 1196.7009     Charge: 2     m/z: 599.35771
Modified Peptide: _DLVVFK(ac)GTLR_     Score: 63.624     PEP: 0.0017036
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Mass: 997.61718     Charge: 2     m/z: 499.81587
Modified Peptide: _LLK(ac)VINEK_     Score: 143.45     PEP: 1.7417E-05
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Mass: 1308.6939     Charge: 3     m/z: 437.23857
Modified Peptide: _DK(ac)FNQIPLHR_     Score: 80.037     PEP: 0.00031679
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Mass: 1063.5485     Charge: 2     m/z: 532.7815
Modified Peptide: _FAVK(ac)MEAAR_     Score: 75.294     PEP: 0.0017184
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Mass: 2193.2045     Charge: 3     m/z: 732.07545
Modified Peptide: _IIVHTDTEPLINAAFLK(ac)EK_     Score: 129.43     PEP: 1.4474E-40
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Mass: 1464.7696     Charge: 3     m/z: 489.26381
Modified Peptide: _AVPHGK(ac)WQDELK_     Score: 93.959     PEP: 2.5327E-08
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Mass: 1966.0484     Charge: 3     m/z: 656.35673
Modified Peptide: _IPQQEATNK(ac)AQSQGALLK_     Score: 98.227     PEP: 8.885E-17
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Mass: 2104.0185     Charge: 3     m/z: 702.34678
Modified Peptide: _FK(ac)HGENSLLSSGTSQDSLR_     Score: 107.57     PEP: 4.4945E-24
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Mass: 1113.591     Charge: 2     m/z: 557.80276
Modified Peptide: _DFDK(ac)AISLR_     Score: 110.47     PEP: 0.00032672
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Mass: 1419.7609     Charge: 3     m/z: 474.26092
Modified Peptide: _SIITNDEALFK(ac)K_     Score: 113.65     PEP: 1.4277E-10
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Mass: 1149.5455     Charge: 2     m/z: 575.78001
Modified Peptide: _FK(ac)FDTHGEK_     Score: 101.97     PEP: 0.00017221
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Mass: 1252.634     Charge: 2     m/z: 627.32425
Modified Peptide: _FTK(ac)EEVAPYK_     Score: 126.66     PEP: 0.00012512
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Mass: 1599.8551     Charge: 3     m/z: 534.29232
Modified Peptide: _KNEASPNTDAK(ac)VLR_     Score: 135.5     PEP: 4.5341E-21



0 200 400 600 800 1000 1200 1400

m/z

0

20000

40000

60000

80000

100000

120000

140000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
7

)

y
2

 (
3

1
7

.2
1

8
2

)

y
3

 (
4

3
1

.2
6

1
3

) y
4

 (
6

1
7

.3
4

0
6

)

y
5

 (
7

4
5

.3
9

9
0

)

y
6

 (
8

7
4

.4
4

1
6

)

y
7

 (
9

8
7

.5
2

5
6

)

y
3

-N
H

3
 (

4
1

4
.2

3
4

5
)

y
4

-N
H

3
 (

6
0

0
.3

1
4

7
)

y
5

-N
H

3
 (

7
2

8
.3

7
8

9
)

y
6

-H
2

O
 (

8
5

6
.4

2
6

8
)

y
7

-N
H

3
 (

9
7

0
.4

9
8

3
)

a
2

 (
2

3
3

.1
6

4
8

)

b
2

 (
2

6
1

.1
5

9
7

)

b
3

 (
3

9
0

.2
0

2
6

)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 1133.5869     Charge: 2     m/z: 567.80075
Modified Peptide: _FIEQWNK(ac)K_     Score: 157.54     PEP: 2.4048E-07
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Mass: 1331.7631     Charge: 2     m/z: 666.88884
Modified Peptide: _LTK(ac)SVATAIENK_     Score: 178.15     PEP: 1.0301E-26
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Mass: 1426.7547     Charge: 2     m/z: 714.38465
Modified Peptide: _EDITLLK(ac)ENFR_     Score: 199.03     PEP: 1.1467E-40
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Mass: 1756.9654     Charge: 3     m/z: 586.66241
Modified Peptide: _LQGTK(ac)VEEGRDIINK_     Score: 91.845     PEP: 1.3614E-10
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Mass: 1067.5651     Charge: 2     m/z: 534.78985
Modified Peptide: _K(ac)YDLNFVK_     Score: 97.565     PEP: 0.0010512
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Modified Peptide: _EM(ox)LNHNLITK(ac)QTGIAGK_     Score: 99.344     PEP: 1.1145E-16
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Mass: 1150.5771     Charge: 2     m/z: 576.29583
Modified Peptide: _QEK(ac)IYSWR_     Score: 143.04     PEP: 0.00016373
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Mass: 1184.7129     Charge: 2     m/z: 593.36371
Modified Peptide: _KLENAIK(ac)TVK_     Score: 64.827     PEP: 0.0036918
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Mass: 983.57638     Charge: 2     m/z: 492.79547
Modified Peptide: _LQK(ac)VLEGR_     Score: 78.264     PEP: 0.0031961
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Mass: 1601.8817     Charge: 3     m/z: 534.96785
Modified Peptide: _SLIHEFGK(ac)FILEK_     Score: 169.19     PEP: 3.2319E-33
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Mass: 1158.6318     Charge: 2     m/z: 580.3232
Modified Peptide: _ILK(ac)QVMEEK_     Score: 76.228     PEP: 0.0015178
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Mass: 1282.6856     Charge: 3     m/z: 428.56915
Modified Peptide: _WM(ox)GK(ac)GVLHAVK_     Score: 57.293     PEP: 0.00044149
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Mass: 1984.0964     Charge: 3     m/z: 662.37275
Modified Peptide: _NVNDVIAPAFVK(ac)ANIDVK_     Score: 79.461     PEP: 1.1418E-10
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Mass: 1554.8741     Charge: 2     m/z: 778.44431
Modified Peptide: _NVPLYK(ac)HLADLSK_     Score: 106.13     PEP: 1.0299E-12



0 200 400 600 800 1000

m/z

0

500000

1000000

1500000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
1

)

y
2

 (
2

9
4

.1
7

9
7

)

y
3

 (
4

0
9

.2
0

6
6

)

y
4

 (
5

2
2

.2
9

0
1

)

y
5

 (
6

3
7

.3
1

5
6

)

y
6

 (
8

0
0

.3
7

8
8

)

y
7

 (
9

7
0

.4
7

7
5

)

y
1

-N
H

3
 (

1
3

0
.0

8
5

4
)

y
3

-H
2

O
 (

3
9

1
.1

9
8

2
)

y
3

-N
H

3
 (

3
9

2
.1

7
6

9
)

y
4

-H
2

O
 (

5
0

4
.2

7
5

5
)

y
5

-H
2

O
 (

6
1

9
.3

0
5

2
)

y
6

-H
2

O
 (

7
8

2
.3

8
0

9
)

b
2

 (
1

7
3

.0
5

4
8

)

b
3

 (
3

4
3

.1
5

9
3

)
b
3

-H
2

O
 (

3
2

5
.1

4
8

8
)

a
cK

* 
(1

2
6

.0
9

0
7

)

Mass: 1141.5292     Charge: 2     m/z: 571.77185
Modified Peptide: _DGK(ac)YDLDFK_     Score: 106.2     PEP: 0.0002102
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Mass: 1039.5662     Charge: 2     m/z: 520.79038
Modified Peptide: _HLADLSK(ac)SK_     Score: 125.74     PEP: 0.00054515



0 500 1000 1500

m/z

0

5000

10000

15000

20000

25000

30000

35000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

7
0

)

y
2

 (
2

1
2

.1
4

8
5

)

y
3

 (
3

2
7

.1
7

5
6

)

y
4

 (
5

0
5

.2
9

5
1

)

y
5

 (
6

5
2

.3
6

3
8

)

y
6

 (
7

9
9

.4
3

3
4

)

y
7

 (
9

2
8

.4
7

5
6

)

y
8

 (
1

0
1

5
.5

0
6

6
)

y
9

 (
1

1
0

2
.5

3
9

4
)

y
1

0
 (

1
1

7
3

.5
7

7
9

)

y
1

1
 (

1
3

3
3

.6
0

7
7

)

y
1

2
 (

1
4

4
8

.6
3

8
4

)

y
1

4
 (

1
6

1
8

.7
3

0
0

)

y
4

-H
2

O
 (

4
8

7
.2

8
2

7
)

y
5

-H
2

O
 (

6
3

4
.3

5
6

8
)

y
6

-H
2

O
 (

7
8

1
.4

1
3

9
)

y
7

-H
2

O
 (

9
1

0
.4

6
1

5
)

y
8

-H
2

O
 (

9
9

7
.4

9
8

0
)

y
9

-H
2

O
 (

1
0

8
4

.5
2

8
0

)

y
1

0
-H

2
O

 (
1

1
5

5
.5

5
9

4
)

y
1

1
-H

2
O

 (
1

3
1

5
.6

0
5

4
)

y
1

1
-N

H
3

 (
1

3
1

6
.5

9
2

1
)

y
1

2
-H

2
O

 (
1

4
3

0
.6

3
8

5
)

a
2

 (
1

4
3

.1
1

7
8

)
b
2

 (
1

7
1

.1
1

2
7

)

b
3

 (
2

8
4

.1
9

6
9

)

b
4

 (
3

9
9

.2
2

3
8

)

b
5

 (
5

5
9

.2
6

2
2

)

b
7

 (
7

1
7

.3
3

4
7

)
b
7

-H
2

O
 (

6
9

9
.3

2
1

3
)

b
8

 (
8

0
4

.3
5

8
5

)

a
cK

 (
1

4
3

.1
1

7
8

)

Mass: 1730.8156     Charge: 2     m/z: 866.41509
Modified Peptide: _IGLDCASSEFFK(ac)DGK_     Score: 147.56     PEP: 3.337E-30
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Mass: 1315.7136     Charge: 2     m/z: 658.86408
Modified Peptide: _AAAAEK(ac)NVPLYK_     Score: 148.18     PEP: 2.6056E-15



0 200 400 600 800 1000 1200 1400

m/z

0

10000

20000

30000

40000

50000

60000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
6

)

y
2

 (
2

6
2

.1
3

9
3

)

y
3

 (
3

4
9

.1
7

1
1

)

y
4

 (
4

6
3

.2
1

5
8

)

y
5

 (
5

6
0

.2
6

7
0

)

y
6

 (
6

7
4

.3
1

0
1

)

y
7

 (
8

4
4

.4
1

6
5

)

y
8

 (
9

9
1

.4
8

3
9

)

y
9

 (
1

1
0

6
.5

1
3

1
)

y
1

0
 (

1
2

1
9

.6
0

3
8

)

y
1

1
 (

1
3

3
4

.6
3

1
3

)

y
4

-N
H

3
 (

4
4

6
.1

8
3

0
)

y
5

-H
2

O
 (

5
4

2
.2

5
5

7
)

y
5

-N
H

3
 (

5
4

3
.2

3
8

9
)

y
6

-H
2

O
 (

6
5

6
.2

9
8

0
)

y
6

-N
H

3
 (

6
5

7
.2

8
4

4
)

y
7

-H
2

O
 (

8
2

6
.4

0
7

2
)

y
7

-N
H

3
 (

8
2

7
.3

9
2

0
)

y
8

-H
2

O
 (

9
7

3
.4

5
6

3
)

y
8

-N
H

3
 (

9
7

4
.4

5
2

3
)

y
9

-H
2

O
 (

1
0

8
8

.5
0

9
8

)
y
9

-N
H

3
 (

1
0

8
9

.4
8

6
5

)

y
1

0
-N

H
3

 (
1

2
0

2
.5

8
3

0
)

y
8

(2
+

) 
(4

9
6

.2
4

5
7

)

a
2

 (
2

5
1

.1
0

2
5

)

b
2

 (
2

7
9

.0
9

7
4

)

b
3

 (
3

9
2

.1
8

2
8

)

b
4

 (
5

0
7

.2
0

9
3

)

b
5

 (
6

5
4

.2
8

0
4

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1496.6783     Charge: 2     m/z: 749.34645
Modified Peptide: _YDLDFK(ac)NPNSDK_     Score: 150.14     PEP: 1.015E-16
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Mass: 2048.1753     Charge: 2     m/z: 1025.0949
Modified Peptide: _GVLHAVK(ac)NVNDVIAPAFVK_     Score: 153.21     PEP: 4.0792E-59
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Mass: 2482.1401     Charge: 3     m/z: 828.3873
Modified Peptide: _IEEELGDNAVFAGENFHHGDK(ac)L_     Score: 167.24     PEP: 3.0545E-85
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Mass: 1320.7049     Charge: 2     m/z: 661.35972
Modified Peptide: _YNGVVPK(ac)FDPK_     Score: 49.448     PEP: 0.0085756
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Mass: 1330.667     Charge: 4     m/z: 333.67402
Modified Peptide: _YHK(ac)IHSDVYK_     Score: 76.143     PEP: 0.00046319
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Mass: 1446.8053     Charge: 2     m/z: 724.40994
Modified Peptide: _TITQSWLK(ac)DGLK_     Score: 93.011     PEP: 2.7791E-08
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Mass: 1392.7736     Charge: 2     m/z: 697.39409
Modified Peptide: _FVNAK(ac)YNGVVPK_     Score: 112.13     PEP: 4.9617E-10
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Mass: 1703.7598     Charge: 3     m/z: 568.92722
Modified Peptide: _QRAEETEEEEK(ac)ER_     Score: 67.964     PEP: 0.00041335
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Mass: 1149.5567     Charge: 2     m/z: 575.78563
Modified Peptide: _HSFEK(ac)FASR_     Score: 182.46     PEP: 3.8417E-17
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Mass: 1648.8672     Charge: 3     m/z: 550.62968
Modified Peptide: _IIQK(ac)AFETLTDSNK_     Score: 49.216     PEP: 0.0013651
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Mass: 1958.073     Charge: 3     m/z: 653.69828
Modified Peptide: _RPVEPVGK(ac)FFLQHAQR_     Score: 106.36     PEP: 1.2752E-17
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Mass: 897.56475     Charge: 2     m/z: 449.78965
Modified Peptide: _LVK(ac)LVER_     Score: 146.54     PEP: 0.0011037



0 200 400 600 800 1000 1200 1400

m/z

0

5000

10000

15000

20000

25000

30000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
7

)

y
2

 (
3

1
2

.1
7

8
6

)

y
3

 (
3

8
3

.2
1

6
8

)

y
4

 (
5

6
1

.3
3

6
5

)

y
5

 (
6

7
4

.4
2

2
4

)

y
6

 (
7

8
7

.5
0

6
9

)

y
7

 (
9

1
5

.5
6

5
7

)

y
8

 (
1

0
0

2
.5

9
8

3
)

y
9

 (
1

1
3

1
.6

4
1

3
)

y
2

-N
H

3
 (

2
9

5
.1

5
4

0
)

y
6

-N
H

3
 (

7
7

0
.4

6
1

6
)

y
7

-N
H

3
 (

8
9

8
.5

3
4

0
)

y
8

-N
H

3
 (

9
8

5
.5

6
5

7
)

y
9

-H
2

O
 (

1
1

1
3

.6
2

3
6

)

y
9

(2
+

) 
(5

6
6

.3
2

9
1

)

y
1

0
(2

+
) 

(6
1

6
.8

5
0

4
)

a
2

 (
1

4
5

.0
9

7
5

)

b
2

 (
1

7
3

.0
9

2
8

)
b
2

-H
2

O
 (

1
5

5
.0

8
2

4
)

b
3

 (
3

0
2

.1
3

4
1

)
b
3

-H
2

O
 (

2
8

4
.1

2
6

2
)

b
4

 (
3

8
9

.1
6

6
8

)
b
4

-H
2

O
 (

3
7

1
.1

5
7

9
)

b
5

 (
5

1
7

.2
2

7
3

)
b
5

-H
2

O
 (

4
9

9
.2

1
7

1
)

b
6

 (
6

3
0

.3
0

4
8

)

Mass: 1302.7135     Charge: 2     m/z: 652.36405
Modified Peptide: _ATESQIIK(ac)AHR_     Score: 185.77     PEP: 1.3764E-30
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Mass: 1210.6801     Charge: 2     m/z: 606.34734
Modified Peptide: _K(ac)LQFDEILR_     Score: 114.5     PEP: 0.00031529
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Mass: 1942.8367     Charge: 2     m/z: 972.42563
Modified Peptide: _TPNGEGSK(ac)TWETYEM(ox)R_     Score: 101.05     PEP: 2.3152E-15
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Mass: 1584.8875     Charge: 2     m/z: 793.45105
Modified Peptide: _YIDLEAPVQIVK(ac)R_     Score: 138.24     PEP: 4.4936E-18
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Mass: 1938.0171     Charge: 2     m/z: 970.0158
Modified Peptide: _VEEQEQQQQQIIK(ac)IR_     Score: 180.48     PEP: 1.4571E-39
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Mass: 1925.9694     Charge: 3     m/z: 642.99709
Modified Peptide: _EK(ac)VEEQEQQQQQIIK_     Score: 181.71     PEP: 1.1047E-39
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Mass: 2305.2026     Charge: 3     m/z: 769.40815
Modified Peptide: _QLENVSSNIVK(ac)NAEQHNLVK_     Score: 183.22     PEP: 2.3885E-84
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Mass: 1158.6649     Charge: 3     m/z: 387.2289
Modified Peptide: _LK(ac)DFEIKPK_     Score: 84.658     PEP: 0.0022643
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Mass: 1034.576     Charge: 2     m/z: 518.2953
Modified Peptide: _LFSEK(ac)TIR_     Score: 101.64     PEP: 0.00060362
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Mass: 3015.5567     Charge: 4     m/z: 754.89644
Modified Peptide: _LAK(ac)YPTGPSLTEHLPPLHSNTAGGVFNR_     Score: 112.23     PEP: 3.0837E-33
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Mass: 1235.6919     Charge: 2     m/z: 618.85322
Modified Peptide: _M(ox)GVPYAIVK(ac)GK_     Score: 57.348     PEP: 0.00043935
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Mass: 1244.6947     Charge: 2     m/z: 623.35463
Modified Peptide: _LTK(ac)EAAAVAEGK_     Score: 112.08     PEP: 5.0432E-10
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Mass: 1655.7679     Charge: 2     m/z: 828.89122
Modified Peptide: _IDFDNIK(ac)ENYDTK_     Score: 105.14     PEP: 1.1496E-12
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Mass: 1664.8774     Charge: 2     m/z: 833.44596
Modified Peptide: _DTLYINNVPFK(ac)ATK_     Score: 118.52     PEP: 4.97E-17
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Mass: 2743.3413     Charge: 3     m/z: 915.45438
Modified Peptide: _RPGYISNK(ac)FNIGDSNSSLSSSGSSLK_     Score: 91.175     PEP: 9.4474E-22
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Mass: 1348.7351     Charge: 2     m/z: 675.37481
Modified Peptide: _VVIVK(ac)PHDEGSK_     Score: 114.82     PEP: 3.7209E-12
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Mass: 1266.6509     Charge: 2     m/z: 634.33275
Modified Peptide: _NQWFFSK(ac)LR_     Score: 200.86     PEP: 2.5735E-32
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Mass: 1518.7368     Charge: 2     m/z: 760.37567
Modified Peptide: _HQAGK(ac)NQWFFSK_     Score: 205.86     PEP: 3.4566E-44
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Mass: 1199.651     Charge: 2     m/z: 600.83278
Modified Peptide: _K(ac)NADSLELLR_     Score: 68.355     PEP: 0.00059552
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Mass: 1445.7265     Charge: 2     m/z: 723.87051
Modified Peptide: _FPVEIK(ac)SFYM(ox)K_     Score: 53.569     PEP: 0.0010389
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Mass: 1213.679     Charge: 2     m/z: 607.84678
Modified Peptide: _QLNPNFK(ac)APK_     Score: 105.2     PEP: 2.8607E-05



0 500 1000 1500

m/z

0

20000

40000

60000

80000

100000

120000

140000

160000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
0

)

y
4

 (
4

6
2

.2
3

1
2

)

y
5

 (
5

7
5

.3
0

9
0

)

y
6

 (
6

3
2

.3
3

7
3

)

y
7

 (
7

9
5

.4
0

3
1

)

y
8

 (
8

5
2

.4
2

1
5

)

y
9

 (
9

0
9

.4
4

2
8

)

y
1

0
 (

1
0

4
6

.5
0

2
9

) y
1

1
 (

1
1

4
3

.5
5

5
7

)

y
1

2
 (

1
3

0
3

.5
8

5
2

)

y
1

3
 (

1
4

0
4

.6
3

0
2

)

y
1

4
 (

1
4

6
1

.6
5

3
1

)

y
1

5
 (

1
6

2
4

.7
1

6
9

)

y
1

1
-H

2
O

 (
1

1
2

5
.5

4
3

2
)

y
1

4
-H

2
O

 (
1

4
4

3
.6

4
3

3
)

y
1

5
-H

2
O

 (
1

6
0

6
.7

0
0

1
)

a
2

 (
3

0
6

.1
8

1
3

)
b
2

 (
3

3
4

.1
7

6
2

)
b
2

-N
H

3
 (

3
1

7
.1

5
2

1
)

b
3

 (
3

9
1

.1
9

8
4

)

b
4

 (
4

9
2

.2
4

0
3

)

b
7

 (
8

8
6

.3
8

7
5

)

b
9

 (
1

0
0

0
.4

1
9

2
)

b
8

(2
+

) 
(4

7
2

.2
0

5
3

)
b
9

(2
+

) 
(5

0
0

.7
1

7
9

)

b
1

0
(2

+
) 

(5
8

2
.2

4
3

3
)

b
1

1
(2

+
) 

(6
1

0
.7

5
7

9
)

a
cK

* 
(1

2
6

.0
9

1
3

)
a
cK

 (
1

4
3

.1
1

7
8

)

Mass: 1793.8155     Charge: 3     m/z: 598.94578
Modified Peptide: _K(ac)YGTCPHGGYGIGTER_     Score: 133.86     PEP: 2.563E-31
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Mass: 1525.783     Charge: 3     m/z: 509.60162
Modified Peptide: _WEFK(ac)HPQPFLR_     Score: 64.103     PEP: 0.00071804
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Mass: 1787.0528     Charge: 3     m/z: 596.69153
Modified Peptide: _VSQFQSVVIPVGITK(ac)K_     Score: 98.507     PEP: 1.633E-14
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Mass: 1347.7602     Charge: 2     m/z: 674.88736
Modified Peptide: _DIEK(ac)NQVVVVR_     Score: 133.07     PEP: 2.2488E-07
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Mass: 1136.5826     Charge: 2     m/z: 569.29857
Modified Peptide: _AK(ac)LSEGTSFR_     Score: 162.36     PEP: 2.2267E-14
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Mass: 2289.143     Charge: 3     m/z: 764.05494
Modified Peptide: _NK(ac)FYTPENTVAAFVGVPHEK_     Score: 105.67     PEP: 3.5278E-24
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Mass: 1870.9313     Charge: 2     m/z: 936.47291
Modified Peptide: _LSYTK(ac)ESEGYSTVPLR_     Score: 150.59     PEP: 3.4722E-40
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Mass: 1989.003     Charge: 3     m/z: 664.00827
Modified Peptide: _GFM(ox)GPVIHEQSFDK(ac)LVK_     Score: 106.36     PEP: 2.1536E-22
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Mass: 1055.6227     Charge: 2     m/z: 528.81861
Modified Peptide: _LVK(ac)VIEDAK_     Score: 114.97     PEP: 0.00044334
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Mass: 1276.6776     Charge: 2     m/z: 639.34605
Modified Peptide: _IQSGVVEGK(ac)YR_     Score: 188.27     PEP: 1.0799E-30
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Mass: 1180.62     Charge: 3     m/z: 394.54729
Modified Peptide: _EAHEIVSK(ac)AR_     Score: 58.37     PEP: 0.0028758
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Mass: 1164.6027     Charge: 2     m/z: 583.3086
Modified Peptide: _EIDSYK(ac)IQK_     Score: 65.305     PEP: 0.0048133
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Mass: 1611.8832     Charge: 3     m/z: 538.30167
Modified Peptide: _KAEAGVQGELAEIK(ac)K_     Score: 68.978     PEP: 8.5011E-06
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Mass: 1281.6089     Charge: 2     m/z: 641.81171
Modified Peptide: _TDAAK(ac)EIDSYK_     Score: 90.697     PEP: 2.0629E-05
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Mass: 1107.5783     Charge: 2     m/z: 554.79642
Modified Peptide: _ELK(ac)EFEQK_     Score: 104.06     PEP: 0.00032978
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Mass: 1158.6215     Charge: 2     m/z: 580.31805
Modified Peptide: _NAGGVGELEK(ac)K_     Score: 130.01     PEP: 2.4397E-07
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Mass: 1264.6888     Charge: 3     m/z: 422.5702
Modified Peptide: _AEK(ac)HLSAAGAIR_     Score: 150.26     PEP: 1.0044E-16
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Mass: 1158.6124     Charge: 2     m/z: 580.31349
Modified Peptide: _VFSEK(ac)SSGIR_     Score: 99.568     PEP: 8.2774E-05
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Mass: 1038.575     Charge: 2     m/z: 520.29477
Modified Peptide: _VFEALK(ac)YK_     Score: 71.379     PEP: 0.0053568
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Mass: 1167.7227     Charge: 2     m/z: 584.86863
Modified Peptide: _VIK(ac)AVNELIK_     Score: 81.017     PEP: 0.00031036
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Mass: 1306.7641     Charge: 3     m/z: 436.59532
Modified Peptide: _ISHK(ac)FPLFLR_     Score: 65.232     PEP: 0.001345
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Mass: 1103.6561     Charge: 2     m/z: 552.83535
Modified Peptide: _LLTEPK(ac)FAK_     Score: 90.906     PEP: 0.00087657
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Mass: 1109.6303     Charge: 2     m/z: 555.82244
Modified Peptide: _EK(ac)LYTLGTK_     Score: 102.52     PEP: 0.00013695



0 200 400 600 800 1000 1200

m/z

0

20000

40000

60000

80000

100000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
9

)

y
5

 (
6

3
0

.3
2

0
4

)

y
6

 (
7

4
3

.4
0

5
7

)

y
7

 (
8

5
6

.4
8

8
0

)

y
8

 (
1

0
2

6
.5

9
4

1
)

y
9

 (
1

1
3

9
.6

8
7

2
)

y
5

-N
H

3
 (

6
1

3
.2

9
3

0
)

a
2

 (
1

9
9

.1
8

0
2

)

b
2

 (
2

2
7

.1
7

5
1

)

b
3

 (
3

9
7

.2
8

0
0

)

b
4

 (
5

1
0

.3
5

8
3

)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 1251.7551     Charge: 2     m/z: 626.88481
Modified Peptide: _ILK(ac)IIPTQER_     Score: 54.784     PEP: 0.0041391
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Mass: 1530.8042     Charge: 2     m/z: 766.40938
Modified Peptide: _NLNYSK(ac)PTPIQSK_     Score: 96.464     PEP: 5.7509E-09



0 500 1000 1500 2000

m/z

0

5000

10000

15000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

3
1

)

y
2

 (
2

8
4

.1
7

1
8

)

y
3

 (
3

5
5

.2
1

2
2

)

y
4

 (
5

4
1

.2
8

7
0

)

y
5

 (
7

0
4

.3
5

4
4

)

y
6

 (
8

1
7

.4
3

2
6

)

y
8

 (
1

0
0

3
.5

3
4

6
)

y
9

 (
1

0
9

0
.5

8
8

4
)

y
6

(2
+

) 
(4

0
9

.2
2

1
2

)
b
3

 (
3

7
5

.2
0

2
6

)

b
4

 (
5

0
4

.2
4

1
5

)

b
5

 (
6

1
7

.3
2

4
5

)

b
7

 (
8

4
6

.4
1

1
8

)

a
cK

* 
(1

2
6

.0
9

0
9

)

Mass: 2063.9953     Charge: 3     m/z: 689.00569
Modified Peptide: _FGK(ac)EINDESSVLYWAHK_     Score: 48.053     PEP: 0.0022392
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Mass: 1476.6845     Charge: 4     m/z: 370.1784
Modified Peptide: _GK(ac)HIDELDDHEK_     Score: 108.97     PEP: 1.1145E-09
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Mass: 1435.6914     Charge: 3     m/z: 479.57108
Modified Peptide: _HIDELDDHEK(ac)K_     Score: 160.22     PEP: 3.9881E-12



0 200 400 600 800 1000 1200 1400

m/z

0

5000

10000

15000

20000

In
te

n
si

ty

y
2

 (
3

0
2

.1
9

4
7

)

y
3

 (
4

1
6

.2
3

7
7

)

y
4

 (
5

9
4

.3
5

6
5

)

y
5

 (
6

8
1

.3
9

0
3

)

y
6

 (
8

2
8

.4
5

9
0

)

y
7

 (
9

2
7

.5
2

4
0

)

y
8

 (
1

0
1

4
.5

5
7

7
)

y
3

-N
H

3
 (

3
9

9
.2

0
9

2
)

a
2

 (
2

0
0

.1
3

9
1

)

b
2

 (
2

2
8

.1
3

3
8

)

b
3

 (
3

1
5

.1
6

8
2

)
b
3

-H
2

O
 (

2
9

7
.1

5
6

1
)

Mass: 1240.6787     Charge: 2     m/z: 621.34661
Modified Peptide: _NISVFSK(ac)NFK_     Score: 93.058     PEP: 0.00020589
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Mass: 1155.5197     Charge: 2     m/z: 578.7671
Modified Peptide: _FSPDDK(ac)YSR_     Score: 57.836     PEP: 0.0098676



0 500 1000 1500

m/z

0

20000

40000

60000

80000

100000

120000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
8

)

y
2

 (
2

4
8

.1
6

0
2

)

y
3

 (
3

4
9

.2
1

0
3

)

y
4

 (
4

5
0

.2
5

5
0

)

y
5

 (
5

3
7

.2
8

7
1

)

y
6

 (
6

6
6

.3
3

0
8

)

y
7

 (
7

3
7

.3
6

8
6

)

y
8

 (
8

5
0

.4
5

2
1

)

y
9

 (
9

7
9

.4
9

9
3

)

y
1

0
 (

1
0

9
4

.5
1

5
7

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

0
)

y
6

-H
2

O
 (

6
4

8
.3

2
0

3
)

y
7

-H
2

O
 (

7
1

9
.3

5
8

6
)

y
9

-H
2

O
 (

9
6

1
.4

9
7

3
)

y
7

(2
+

) 
(3

6
9

.1
8

8
0

)

b
2

 (
2

3
9

.1
1

4
1

)

b
3

 (
4

0
9

.2
2

0
1

) b
4

 (
5

5
6

.2
8

9
2

)

b
5

 (
6

8
5

.3
3

2
0

)

b
6

 (
7

9
9

.3
7

4
0

)
b
6

-N
H

3
 (

7
8

2
.3

6
1

1
)

b
7

 (
9

1
4

.4
0

0
5

)
b
7

-H
2

O
 (

8
9

6
.3

8
5

6
)

b
7

-N
H

3
 (

8
9

7
.3

7
7

2
)

b
8

 (
1

0
4

3
.4

4
3

1
)

b
8

-H
2

O
 (

1
0

2
5

.4
3

3
6

)
b
8

-N
H

3
 (

1
0

2
6

.4
2

1
4

)

b
9

 (
1

1
5

6
.5

4
3

2
)

b
6

(2
+

) 
(4

0
0

.1
8

8
0

)

b
8

(2
+

) 
(5

2
2

.2
2

5
6

)

Mass: 1891.88     Charge: 3     m/z: 631.63393
Modified Peptide: _HTK(ac)FENDELAESTTTK_     Score: 109.67     PEP: 2.9751E-18
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Mass: 2781.3471     Charge: 4     m/z: 696.34404
Modified Peptide: _KPSTQQQK(ac)FFNQGYNTTLSTHER_     Score: 79.445     PEP: 1.021E-13
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Mass: 1680.8683     Charge: 2     m/z: 841.44141
Modified Peptide: _NATDTSFVSK(ac)TISIR_     Score: 106.19     PEP: 2.8039E-15
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Mass: 1247.6146     Charge: 2     m/z: 624.81458
Modified Peptide: _AQVENEFGK(ac)GK_     Score: 153.12     PEP: 2.8637E-11
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Mass: 1517.7686     Charge: 2     m/z: 759.89155
Modified Peptide: _TSK(ac)LQNEIDVSSR_     Score: 162.93     PEP: 3.758E-24
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Mass: 1997.9959     Charge: 3     m/z: 667.00592
Modified Peptide: _VSTAATHENIHQK(ac)FVQF_     Score: 76.341     PEP: 1.4248E-07
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Mass: 1433.7758     Charge: 3     m/z: 478.93255
Modified Peptide: _ALLEEK(ac)HFELR_     Score: 108.37     PEP: 4.5319E-07
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Mass: 1423.8147     Charge: 2     m/z: 712.91463
Modified Peptide: _DAAIALAK(ac)LINNR_     Score: 72.089     PEP: 0.0041939
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Mass: 1527.6776     Charge: 3     m/z: 510.23315
Modified Peptide: _HSSYK(ac)NDM(ox)GYIR_     Score: 98.407     PEP: 1.2254E-06
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Mass: 1300.6558     Charge: 2     m/z: 651.33516
Modified Peptide: _QPVAEM(ox)REK(ac)R_     Score: 140.49     PEP: 2.1897E-06
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Mass: 1359.7481     Charge: 2     m/z: 680.88135
Modified Peptide: _NQSPQNFK(ac)VIK_     Score: 113.63     PEP: 1.5218E-07
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Mass: 1686.8366     Charge: 3     m/z: 563.28613
Modified Peptide: _EGIEK(ac)YHAAFPEVR_     Score: 81.311     PEP: 5.9228E-07
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Mass: 1519.8399     Charge: 2     m/z: 760.92721
Modified Peptide: _LETFSK(ac)IFAPGLR_     Score: 72.089     PEP: 0.00010427
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Mass: 1310.6731     Charge: 3     m/z: 437.89832
Modified Peptide: _HTQHK(ac)VTQYK_     Score: 58.172     PEP: 0.0029199
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Mass: 1261.6096     Charge: 3     m/z: 421.54381
Modified Peptide: _CK(ac)HFELGGEK_     Score: 101.6     PEP: 4.4442E-05
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Mass: 1085.5506     Charge: 3     m/z: 362.85746
Modified Peptide: _HFELGGEK(ac)K_     Score: 104.2     PEP: 0.00011246
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Mass: 1386.8123     Charge: 2     m/z: 694.4134
Modified Peptide: _ITFTLPVLK(ac)DAK_     Score: 49.423     PEP: 0.0090102
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Mass: 1611.8984     Charge: 3     m/z: 538.30676
Modified Peptide: _ASLTHQLGEFIVK(ac)K_     Score: 153.24     PEP: 5.6719E-24
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Mass: 984.54838     Charge: 2     m/z: 493.28147
Modified Peptide: _(ac)AVSK(ac)VYAR_     Score: 60.91     PEP: 0.0056359
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Mass: 1641.8072     Charge: 2     m/z: 821.9109
Modified Peptide: _VK(ac)IGLDCASSEFFK_     Score: 69.594     PEP: 1.8706E-05
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Mass: 2600.2723     Charge: 4     m/z: 651.07535
Modified Peptide: _SIVPSGASTGVHEALEMRDEDK(ac)SK_     Score: 92.336     PEP: 2.764E-20
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Mass: 1141.5292     Charge: 2     m/z: 571.77185
Modified Peptide: _DGK(ac)YDLDFK_     Score: 106.2     PEP: 0.0002102
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Mass: 1140.6251     Charge: 2     m/z: 571.31984
Modified Peptide: _TGQIK(ac)TGAPAR_     Score: 107.85     PEP: 4.8329E-07
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Mass: 1598.7478     Charge: 2     m/z: 800.38115
Modified Peptide: _AVYAGENFHHGDK(ac)L_     Score: 115.69     PEP: 4.8722E-17



0 500 1000 1500 2000

m/z

0

10000

20000

30000

40000

50000

60000

70000

80000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
0

)

y
2

 (
2

9
4

.1
4

7
5

)

y
3

 (
4

0
7

.2
2

9
9

)

y
4

 (
4

9
4

.2
6

3
2

)

y
5

 (
6

3
1

.3
2

1
4

)

y
6

 (
7

9
4

.3
8

8
7

)

y
7

 (
9

4
1

.4
2

3
9

)

y
8

 (
1

0
5

6
.4

4
9

1
)

y
9

 (
1

1
2

7
.4

8
4

0
)

y
1

0
 (

1
2

4
0

.5
7

5
0

)

y
1

1
 (

1
3

6
9

.6
1

2
2

)

y
1

2
 (

1
4

6
8

.6
5

2
1

)

y
1

3
 (

1
5

2
5

.6
9

8
1

)

y
1

4
 (

1
6

2
6

.7
4

5
3

)

y
1

5
 (

1
7

3
9

.8
2

5
2

)

y
1

6
 (

1
9

2
5

.9
0

7
9

)

y
1

1
-H

2
O

 (
1

3
5

1
.6

1
9

8
)

y
1

4
-H

2
O

 (
1

6
0

8
.7

2
2

0
)

y
1

5
-H

2
O

 (
1

7
2

1
.8

1
1

0
)

y
1

6
-N

H
3

 (
1

9
0

8
.8

8
0

8
)

y
7

(2
+

) 
(4

7
1

.2
1

1
1

)

y
9

(2
+

) 
(5

6
4

.2
3

7
1

)

y
1

0
(2

+
) 

(6
2

0
.7

8
7

5
)

a
2

 (
2

3
0

.1
4

7
7

)
b
2

 (
2

5
8

.1
4

4
3

)
b
2

-H
2

O
 (

2
4

0
.1

3
3

7
)

b
3

 (
4

4
4

.2
2

3
4

)

b
4

 (
5

5
7

.3
0

5
8

)

b
5

 (
6

5
8

.3
6

1
5

)

a
cK

* 
(1

2
6

.0
9

1
0

)

Mass: 2182.0439     Charge: 3     m/z: 728.35523
Modified Peptide: _SK(ac)WLTGVELADM(ox)YHSLM(ox)K_     Score: 131.67     PEP: 9.6297E-38
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Mass: 914.54368     Charge: 2     m/z: 458.27912
Modified Peptide: _IATAIEK(ac)K_     Score: 134.91     PEP: 2.7973E-05
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Mass: 1087.5844     Charge: 2     m/z: 544.79949
Modified Peptide: _ANLDVK(ac)DQK_     Score: 135.43     PEP: 0.00014216
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Mass: 1924.9986     Charge: 2     m/z: 963.50655
Modified Peptide: _GNPTVEVELTTEK(ac)GVFR_     Score: 137.44     PEP: 1.3519E-35
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Mass: 983.60153     Charge: 2     m/z: 492.80804
Modified Peptide: _K(ac)AADALLLK_     Score: 138.25     PEP: 9.6108E-06
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Mass: 2123.018     Charge: 3     m/z: 708.67994
Modified Peptide: _WLTGVELADM(ox)YHSLM(ox)K(ac)R_     Score: 140.81     PEP: 4.0707E-44
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Mass: 1511.678     Charge: 2     m/z: 756.84628
Modified Peptide: _YDLDFK(ac)NPESDK_     Score: 141.37     PEP: 1.1522E-14
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Mass: 1730.8156     Charge: 2     m/z: 866.41509
Modified Peptide: _IGLDCASSEFFK(ac)DGK_     Score: 147.56     PEP: 3.337E-30
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Mass: 1109.6921     Charge: 2     m/z: 555.85332
Modified Peptide: _LAK(ac)LNQLLR_     Score: 155.1     PEP: 2.9869E-09
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Mass: 2080.0953     Charge: 3     m/z: 694.37238
Modified Peptide: _AAAAEK(ac)NVPLYQHLADLSK_     Score: 160.13     PEP: 8.3869E-60
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Mass: 1753.9363     Charge: 2     m/z: 877.97542
Modified Peptide: _NVPLYQHLADLSK(ac)SK_     Score: 177.04     PEP: 2.4441E-39
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Modified Peptide: _DQK(ac)AVDDFLLSLDGTANK_     Score: 188.41     PEP: 5.2611E-61
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Mass: 2528.2154     Charge: 4     m/z: 633.06113
Modified Peptide: _IEEELGDK(ac)AVYAGENFHHGDKL_     Score: 207.07     PEP: 4.5292E-111
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Mass: 1629.8726     Charge: 2     m/z: 815.94359
Modified Peptide: _IGSEVYHNLK(ac)SLTK_     Score: 242.43     PEP: 6.1905E-88
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Mass: 1650.8588     Charge: 2     m/z: 826.43669
Modified Peptide: _DFK(ac)PQALGDTNLFK_     Score: 74.769     PEP: 8.997E-06
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Mass: 1063.555     Charge: 2     m/z: 532.78476
Modified Peptide: _DEIK(ac)QYVK_     Score: 83.265     PEP: 0.00288
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Mass: 1140.6291     Charge: 3     m/z: 381.21699
Modified Peptide: _IFK(ac)AIHENK_     Score: 121.8     PEP: 0.0005079
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Mass: 1635.8216     Charge: 3     m/z: 546.28116
Modified Peptide: _ANNPQHSITK(ac)DEIK_     Score: 128.76     PEP: 4.4223E-21
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Mass: 1052.623     Charge: 2     m/z: 527.31877
Modified Peptide: _LEK(ac)GLPLNK_     Score: 134.51     PEP: 0.00018418
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Mass: 1786.9225     Charge: 3     m/z: 596.6481
Modified Peptide: _GLPLNK(ac)YDRDTFYK_     Score: 122.64     PEP: 6.1523E-17
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Mass: 1997.1048     Charge: 3     m/z: 666.70888
Modified Peptide: _DFKPQALGDTNLFK(ac)PIK_     Score: 164.53     PEP: 3.5918E-53
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Mass: 1367.7085     Charge: 2     m/z: 684.86153
Modified Peptide: _QYVK(ac)EYVQAAK_     Score: 167.11     PEP: 4.1322E-16
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Mass: 1444.815     Charge: 3     m/z: 482.61229
Modified Peptide: _PIK(ac)IGNNELLHR_     Score: 197.3     PEP: 2.4003E-36
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Mass: 1405.8152     Charge: 2     m/z: 703.91486
Modified Peptide: _VLPGPEVPK(ac)DAVK_     Score: 46.964     PEP: 0.0039644
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Mass: 1683.8691     Charge: 2     m/z: 842.9418
Modified Peptide: _LGGFTDK(ac)EISDVFAK_     Score: 61.097     PEP: 6.3853E-05
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Mass: 1402.698     Charge: 2     m/z: 702.35628
Modified Peptide: _FDDVDGK(ac)PLVEK_     Score: 70.563     PEP: 0.00045147
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Mass: 1628.8158     Charge: 3     m/z: 543.94589
Modified Peptide: _TQSK(ac)VDHFLANEAK_     Score: 113.65     PEP: 5.1007E-15
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Mass: 1871.988     Charge: 3     m/z: 625.00329
Modified Peptide: _DILK(ac)FDDVDGKPLVEK_     Score: 113.69     PEP: 1.4664E-18
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Mass: 1431.7965     Charge: 2     m/z: 716.90555
Modified Peptide: _SVFLGQITK(ac)AYR_     Score: 115.14     PEP: 3.6197E-12
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Mass: 1369.699     Charge: 3     m/z: 457.57361
Modified Peptide: _VDHFLANEAK(ac)GK_     Score: 138.94     PEP: 1.4708E-14
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Mass: 1306.7398     Charge: 3     m/z: 436.5872
Modified Peptide: _HFHEK(ac)LLLTK_     Score: 78.903     PEP: 0.00033524
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Modified Peptide: _NQAIK(ac)ALK_     Score: 70.919     PEP: 0.0055014
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Mass: 1762.889     Charge: 2     m/z: 882.45178
Modified Peptide: _DNQIYAIEK(ac)PEVFR_     Score: 102.28     PEP: 5.3922E-11
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Mass: 1940.0186     Charge: 2     m/z: 971.01656
Modified Peptide: _(ac)SAIPENANVTVLNK(ac)NEK_     Score: 111.01     PEP: 2.2129E-22
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Mass: 1248.7918     Charge: 2     m/z: 625.40317
Modified Peptide: _LGLK(ac)QIPGIIR_     Score: 133.23     PEP: 2.1908E-07



0 200 400 600 800 1000 1200

m/z

0

5000

10000

15000

20000

25000

30000

35000

In
te

n
si

ty

y
2

 (
3

3
3

.2
4

6
2

)

y
3

 (
4

8
0

.3
1

5
0

)

y
4

 (
5

9
3

.3
9

9
9

)

y
5

 (
6

6
4

.4
3

8
0

)

y
6

 (
7

6
5

.4
8

9
9

)

y
7

 (
8

8
0

.5
0

3
0

)

y
8

 (
9

9
5

.5
4

6
3

)

a
2

 (
1

7
1

.1
4

8
8

)

b
2

 (
1

9
9

.1
4

3
5

)a
cK

* 
(1

2
6

.0
9

0
9

)
a
cK

 (
1

4
3

.1
1

7
5

)

Mass: 1192.6674     Charge: 2     m/z: 597.341
Modified Peptide: _VVDDTAIFK(ac)K_     Score: 43.958     PEP: 0.0095293
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Mass: 1638.8617     Charge: 2     m/z: 820.43814
Modified Peptide: _HEVPK(ac)VVDDTAIFK_     Score: 130.02     PEP: 6.3376E-18
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Mass: 1156.6452     Charge: 2     m/z: 579.32987
Modified Peptide: _GIK(ac)LSIAEER_     Score: 54.471     PEP: 0.0044007
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Mass: 1461.8079     Charge: 2     m/z: 731.91122
Modified Peptide: _IDLASGK(ac)ITDFIK_     Score: 79.614     PEP: 0.0013256
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Mass: 983.56436     Charge: 2     m/z: 492.78946
Modified Peptide: _LK(ac)YALNGR_     Score: 81.548     PEP: 0.0028921
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Mass: 1423.746     Charge: 2     m/z: 712.88026
Modified Peptide: _FDAGK(ac)LVYVTGGR_     Score: 84.566     PEP: 3.9583E-06
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Mass: 1295.6762     Charge: 2     m/z: 648.84535
Modified Peptide: _ITDFIK(ac)FDAGK_     Score: 95.018     PEP: 0.00052787
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Mass: 1101.6386     Charge: 3     m/z: 368.22014
Modified Peptide: _IGTIVHK(ac)ER_     Score: 95.573     PEP: 0.00058296
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Mass: 1400.7511     Charge: 2     m/z: 701.38283
Modified Peptide: _VNDTVK(ac)IDLASGK_     Score: 97.203     PEP: 5.0819E-09
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Mass: 990.54983     Charge: 2     m/z: 496.28219
Modified Peptide: _LVYDVK(ac)GR_     Score: 127.02     PEP: 5.8474E-05
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Mass: 1394.6929     Charge: 2     m/z: 698.35374
Modified Peptide: _ITDEEASYK(ac)LGK_     Score: 136.7     PEP: 1.8248E-14
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Mass: 2173.2118     Charge: 3     m/z: 725.41121
Modified Peptide: _LNNVFVIGEQGK(ac)PYISLPK_     Score: 156.39     PEP: 2.59E-59
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Mass: 3215.6649     Charge: 4     m/z: 804.9235
Modified Peptide: _LIEQDK(ac)HLVPQGNGYSLYIRPTM(ox)IGTSK_     Score: 61.801     PEP: 3.7398E-12
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Mass: 1201.6889     Charge: 2     m/z: 601.85173
Modified Peptide: _LTGK(ac)LIEQDK_     Score: 147.62     PEP: 8.7689E-07
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Mass: 1673.8272     Charge: 2     m/z: 837.92087
Modified Peptide: _EK(ac)YGFAGFPVTTDGK_     Score: 117.37     PEP: 3.9615E-21
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Mass: 1961.0441     Charge: 3     m/z: 654.68863
Modified Peptide: _ITNIEYSSSVLTK(ac)SPHK_     Score: 49.559     PEP: 0.0018245
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Mass: 1492.8108     Charge: 2     m/z: 747.41268
Modified Peptide: _IVYAGGAK(ac)SVDDLK_     Score: 112.72     PEP: 9.8589E-15
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Mass: 1481.7151     Charge: 2     m/z: 741.86481
Modified Peptide: _IFK(ac)EQDVYADGR_     Score: 119.69     PEP: 1.655E-09
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Mass: 2369.1333     Charge: 3     m/z: 790.71837
Modified Peptide: _SSVM(ox)FK(ac)SPFVNEDPHSNVFK_     Score: 33.45     PEP: 0.0027448
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Mass: 1102.6205     Charge: 2     m/z: 552.31752
Modified Peptide: _AK(ac)LADALDTK_     Score: 58.274     PEP: 0.0028972



0 500 1000 1500 2000 2500 3000 3500 4000

m/z

0

50000

100000

150000

200000

250000

300000

350000

400000

In
te

n
si

ty

y
3

 (
4

1
3

.2
2

3
2

)

y
1

3
 (

1
6

2
0

.7
4

4
5

)

y
1

7
 (

2
1

2
9

.9
3

2
9

)

y
1

8
 (

2
2

2
6

.9
9

1
1

)

y
1

9
 (

2
3

4
2

.0
1

7
5

)

y
2

0
 (

2
4

5
5

.1
0

5
3

)

y
2

1
 (

2
5

6
9

.1
4

5
7

)

y
2

2
 (

2
7

1
6

.2
1

6
1

)
y
2

3
 (

2
7

7
3

.2
3

6
4

)

y
2

4
 (

2
8

6
0

.2
6

5
0

)
y
2

4
-N

H
3

 (
2

8
4

3
.2

4
7

5
)

y
6

(2
+

) 
(3

9
9

.7
0

3
1

)

y
1

0
(2

+
) 

(6
2

7
.7

9
1

4
)

y
1

1
(2

+
) 

(6
9

1
.8

3
4

5
)

y
2

1
(2

+
) 

(1
2

8
5

.0
6

1
7

)

a
2

 (
1

5
7

.0
9

7
2

)
b
2

 (
1

8
5

.0
9

2
4

)

b
3

 (
3

3
2

.1
6

0
2

)

b
4

 (
4

3
1

.2
2

9
8

)
b
4

-H
2

O
 (

4
1

3
.2

2
3

2
)

b
7

 (
7

8
9

.3
4

1
1

)

b
1

2
 (

1
3

2
3

.5
9

0
0

)

b
1

7
 (

1
9

3
1

.9
1

7
7

)

b
2

0
 (

2
2

7
4

.0
4

0
3

)

b
1

3
(2

+
) 

(7
3

5
.8

3
9

4
)

b
1

6
(2

+
) 

(8
9

2
.9

3
1

4
)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 4499.0187     Charge: 6     m/z: 750.84373
Modified Peptide: _SPFVNEDPHSNVFK(ac)SGFNLDPHEQDTHQQAQEEQQHTR_     Score: 79.163     PEP: 1.9004E-29
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Mass: 1282.6558     Charge: 2     m/z: 642.33515
Modified Peptide: _GK(ac)YSEVFQGVK_     Score: 75.695     PEP: 8.4766E-05
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Mass: 2701.3923     Charge: 3     m/z: 901.47137
Modified Peptide: _AEQVFQNVK(ac)NILAESNSSLDNIVK_     Score: 41.908     PEP: 0.00033549
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Mass: 2134.0356     Charge: 4     m/z: 534.51617
Modified Peptide: _NFAEFNSVYAK(ac)HFHTHK_     Score: 147.17     PEP: 8.4362E-44
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Mass: 1822.9548     Charge: 3     m/z: 608.65889
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Mass: 1246.6306     Charge: 2     m/z: 624.32258
Modified Peptide: _EK(ac)WAVATSGTR_     Score: 126.71     PEP: 4.5899E-07
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Mass: 990.55385     Charge: 2     m/z: 496.2842
Modified Peptide: _K(ac)WFDILK_     Score: 127.56     PEP: 0.0066616
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Mass: 2481.1588     Charge: 3     m/z: 828.06019
Modified Peptide: _FAPDFADEEYVNK(ac)LEGEIPEK_     Score: 137.73     PEP: 1.3094E-45
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Mass: 2322.1743     Charge: 3     m/z: 775.06539
Modified Peptide: _LEGEIPEK(ac)YGEHSIEVPGAVK_     Score: 147.25     PEP: 1.306E-56
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Mass: 1411.7493     Charge: 2     m/z: 706.88194
Modified Peptide: _LCNALNALPK(ac)EK_     Score: 155.88     PEP: 5.2005E-17
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Mass: 1234.6459     Charge: 3     m/z: 412.5559
Modified Peptide: _PHPEPYLK(ac)GR_     Score: 163.38     PEP: 2.0269E-14
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Mass: 2364.1133     Charge: 3     m/z: 789.04503
Modified Peptide: _TYDAIAK(ac)FAPDFADEEYVNK_     Score: 172.66     PEP: 6.9752E-78
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Modified Peptide: _LTEK(ac)ILQHAR_     Score: 97.813     PEP: 0.00011596
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Mass: 2532.202     Charge: 3     m/z: 845.07461
Modified Peptide: _DQGYQVEFHK(ac)SSLPEDELIEK_     Score: 138.82     PEP: 5.1661E-56
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Mass: 1162.6822     Charge: 2     m/z: 582.3484
Modified Peptide: _IK(ac)DVHAIGIR_     Score: 180.66     PEP: 2.1183E-21
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Mass: 1839.9843     Charge: 3     m/z: 614.33538
Modified Peptide: _NFLSVITNK(ac)HQEGLAK_     Score: 101.39     PEP: 7.5145E-15
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Mass: 2109.0392     Charge: 5     m/z: 422.81511
Modified Peptide: _LDHEHAFIK(ac)HHQEIDAK_     Score: 52.522     PEP: 0.0010088
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Mass: 2014.0735     Charge: 3     m/z: 672.36511
Modified Peptide: _TVSQADFPGLEGVAK(ac)NVIK_     Score: 51.348     PEP: 0.001042
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Mass: 1467.7068     Charge: 3     m/z: 490.24288
Modified Peptide: _EDLLK(ac)M(ox)FHYSK_     Score: 53.252     PEP: 0.0011241
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Mass: 983.60153     Charge: 2     m/z: 492.80804
Modified Peptide: _IVLK(ac)DGAVK_     Score: 63.283     PEP: 0.0061815
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Mass: 1160.5325     Charge: 2     m/z: 581.27351
Modified Peptide: _M(ox)FHYSK(ac)YK_     Score: 67.897     PEP: 0.0016147
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Mass: 950.65284     Charge: 2     m/z: 476.3337
Modified Peptide: _VPLK(ac)IVLK_     Score: 70.856     PEP: 0.0055212
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Mass: 2010.0422     Charge: 2     m/z: 1006.0284
Modified Peptide: _TYLVQTK(ac)VPDGGATTVYR_     Score: 111.06     PEP: 4.4432E-24
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Mass: 987.53491     Charge: 2     m/z: 494.77473
Modified Peptide: _GISK(ac)SLADR_     Score: 133.13     PEP: 0.00024698
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Mass: 1634.9083     Charge: 3     m/z: 545.9767
Modified Peptide: _NATVSVEEVLK(ac)QLR_     Score: 169.04     PEP: 1.0442E-27
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Mass: 1184.6441     Charge: 2     m/z: 593.32934
Modified Peptide: _YK(ac)TYLVQTK_     Score: 174.98     PEP: 1.3304E-17
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Mass: 1564.9341     Charge: 2     m/z: 783.47433
Modified Peptide: _LIVNLDPVPK(ac)FLR_     Score: 55.314     PEP: 0.0010513
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Mass: 1249.6918     Charge: 2     m/z: 625.85318
Modified Peptide: _LYSSIEQK(ac)IK_     Score: 107.83     PEP: 3.6696E-05
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Mass: 1609.798     Charge: 2     m/z: 805.90628
Modified Peptide: _VNK(ac)IYQNFYSER_     Score: 129.71     PEP: 3.0108E-14
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Mass: 2063.0692     Charge: 3     m/z: 688.69702
Modified Peptide: _EM(ox)GLFANVRPVK(ac)SVEGEK_     Score: 52.784     PEP: 0.00069391
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Mass: 1192.6729     Charge: 2     m/z: 597.34374
Modified Peptide: _GK(ac)PIDM(ox)VIVR_     Score: 72.434     PEP: 0.000159



0 500 1000 1500 2000

m/z

0

50000

100000

150000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
8

)

y
2

 (
2

7
4

.1
8

7
7

)

y
3

 (
3

8
7

.2
7

0
0

)

y
4

 (
4

8
6

.3
3

8
8

)

y
5

 (
6

3
3

.3
7

5
3

)

y
6

 (
7

4
8

.4
0

1
2

)

y
7

 (
8

6
1

.4
7

7
3

)

y
8

 (
9

5
8

.5
3

8
7

)

y
9

 (
1

0
8

6
.6

4
7

4
)

y
1

0
 (

1
1

4
3

.6
5

5
3

)

y
1

1
 (

1
3

1
3

.7
5

9
3

)

y
1

2
 (

1
4

4
2

.8
1

1
5

)

y
1

3
 (

1
4

9
9

.8
2

4
2

)

y
1

4
 (

1
6

2
8

.8
6

7
5

)
y
1

4
-H

2
O

 (
1

6
1

0
.8

5
9

4
)

a
2

 (
1

5
9

.1
1

2
7

)
b
2

 (
1

8
7

.1
0

7
7

)

b
3

 (
3

1
6

.1
5

0
3

)

b
4

 (
3

7
3

.1
7

1
2

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1813.9608     Charge: 3     m/z: 605.66087
Modified Peptide: _SVEGEK(ac)GKPIDM(ox)VIVR_     Score: 81.346     PEP: 5.8789E-10



0 200 400 600 800 1000 1200 1400

m/z

0

5000

10000

15000

20000

25000

30000

35000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
4

)

y
2

 (
2

6
8

.2
1

0
0

)

y
3

 (
3

6
7

.2
7

7
6

)

y
4

 (
5

4
5

.3
9

7
0

)

y
5

 (
6

4
4

.4
6

4
8

) y
6

 (
7

4
5

.5
1

3
5

) y
7

 (
8

7
4

.5
5

7
0

)

y
8

 (
9

8
9

.5
8

2
2

)

y
9

 (
1

0
8

6
.6

3
4

0
)

y
7

-H
2

O
 (

8
5

6
.5

3
1

5
)

y
8

-H
2

O
 (

9
7

1
.5

5
9

5
)

y
9

-H
2

O
 (

1
0

6
8

.6
2

3
9

)

a
2

 (
1

5
7

.1
3

3
1

)

b
2

 (
1

8
5

.1
2

8
2

)

a
cK

* 
(1

2
6

.0
9

0
9

)

Mass: 1269.7515     Charge: 2     m/z: 635.88303
Modified Peptide: _ALPDETVK(ac)VLK_     Score: 82.171     PEP: 2.6841E-05
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Mass: 1050.5597     Charge: 2     m/z: 526.28714
Modified Peptide: _IEK(ac)TYIDK_     Score: 108.57     PEP: 0.00022533
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Mass: 1166.5932     Charge: 2     m/z: 584.30385
Modified Peptide: _TYIDK(ac)ATGTR_     Score: 112.13     PEP: 4.9887E-05
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Mass: 1872.9105     Charge: 2     m/z: 937.46254
Modified Peptide: _LVSSSTSSFPK(ac)FNSDTK_     Score: 66.965     PEP: 6.5198E-06
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Mass: 2076.0025     Charge: 3     m/z: 693.0081
Modified Peptide: _GFK(ac)WNTANAANNAGSVSPTK_     Score: 100.92     PEP: 2.6564E-07
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Mass: 2466.1968     Charge: 3     m/z: 823.07288
Modified Peptide: _FTAGQTHFYPGFSGK(ac)NPNDIVK_     Score: 78.352     PEP: 1.0409E-09



0 200 400 600 800 1000 1200

m/z

0

2000

4000

6000

8000

10000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
2

)

y
2

 (
2

7
5

.1
7

0
0

)

y
3

 (
3

4
6

.2
0

7
5

)

y
4

 (
5

0
9

.2
7

3
2

)

y
5

 (
5

9
6

.3
0

3
6

)

y
6

 (
7

0
9

.3
9

0
2

)

y
7

 (
8

2
3

.4
3

1
6

)

y
8

 (
9

7
0

.5
0

2
7

)

y
2

-N
H

3
 (

2
5

8
.1

4
3

8
)

a
2

 (
1

5
8

.0
9

2
3

)

b
2

 (
1

8
6

.0
8

7
5

)

b
3

 (
3

5
6

.1
9

2
3

)
b
3

-N
H

3
 (

3
3

9
.1

6
4

1
)

b
4

 (
5

0
3

.2
5

6
0

)

a
cK

* 
(1

2
6

.0
9

1
0

)
a
cK

 (
1

4
3

.1
1

7
3

)

Mass: 1324.6776     Charge: 2     m/z: 663.34605
Modified Peptide: _NAK(ac)FNLSYAQK_     Score: 90.653     PEP: 0.0016775
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Mass: 2087.1022     Charge: 4     m/z: 522.78284
Modified Peptide: _ITVGTHEENTHLIK(ac)YFK_     Score: 44.005     PEP: 0.0033535
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Mass: 1827.9843     Charge: 3     m/z: 610.33538
Modified Peptide: _HDLDK(ac)EINLGPGILPR_     Score: 99.238     PEP: 1.8772E-14
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Mass: 1910.989     Charge: 3     m/z: 638.00363
Modified Peptide: _VLSSWPEGFEVHK(ac)NLK_     Score: 100.11     PEP: 1.4191E-14
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Mass: 1150.6234     Charge: 2     m/z: 576.31897
Modified Peptide: _LISEGTFSK(ac)K_     Score: 114.83     PEP: 4.2442E-05
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Mass: 1160.619     Charge: 2     m/z: 581.31676
Modified Peptide: _VIQAGK(ac)FDNK_     Score: 107.83     PEP: 3.6696E-05
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Mass: 1558.7143     Charge: 2     m/z: 780.36444
Modified Peptide: _FSGK(ac)YSSYTAQDR_     Score: 220.4     PEP: 1.8185E-59
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Mass: 1202.6154     Charge: 3     m/z: 401.87908
Modified Peptide: _VSSAEYYAK(ac)K_     Score: 119.53     PEP: 6.2427E-05
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Mass: 1450.7932     Charge: 2     m/z: 726.4039
Modified Peptide: _ISK(ac)FGINTFINR_     Score: 102.97     PEP: 2.2905E-09
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Mass: 881.50109     Charge: 2     m/z: 441.75782
Modified Peptide: _IFGTK(ac)FK_     Score: 117.16     PEP: 0.0083933
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Mass: 1098.6033     Charge: 2     m/z: 550.30894
Modified Peptide: _LAQLEK(ac)AER_     Score: 105.2     PEP: 0.00018284
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Mass: 1210.5652     Charge: 2     m/z: 606.28989
Modified Peptide: _ALASK(ac)YNCDK_     Score: 131.28     PEP: 7.6973E-05
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Mass: 1696.9483     Charge: 3     m/z: 566.65671
Modified Peptide: _LGFDPTHGK(ac)ISQVLK_     Score: 126.88     PEP: 1.0536E-25
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Mass: 1899.0214     Charge: 3     m/z: 634.01441
Modified Peptide: _AVPVQK(ac)DLHDNVLPGQK_     Score: 58.246     PEP: 0.00013748
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Mass: 1359.7369     Charge: 2     m/z: 680.87573
Modified Peptide: _HK(ac)FVLEDSVTK_     Score: 122.45     PEP: 3.4143E-07
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Mass: 2042.0289     Charge: 3     m/z: 681.68357
Modified Peptide: _AVCIAPGVVDTQMQK(ac)DIR_     Score: 42.338     PEP: 0.0066317
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Mass: 1848.9258     Charge: 2     m/z: 925.47017
Modified Peptide: _IDVNGGNEDPVYK(ac)FLK_     Score: 48.177     PEP: 0.0014187
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Mass: 1062.571     Charge: 2     m/z: 532.29276
Modified Peptide: _ELEALYK(ac)R_     Score: 107.01     PEP: 0.00018894
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Mass: 1062.5498     Charge: 2     m/z: 532.28219
Modified Peptide: _GIK(ac)WNFEK_     Score: 133.86     PEP: 4.1338E-05
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Mass: 1273.7981     Charge: 2     m/z: 637.90631
Modified Peptide: _YGILVLK(ac)VPSK_     Score: 67.456     PEP: 0.0002166
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Mass: 1016.5655     Charge: 2     m/z: 509.29002
Modified Peptide: _VPSK(ac)FELR_     Score: 105.94     PEP: 0.0002863
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Mass: 1101.5863     Charge: 2     m/z: 551.80045
Modified Peptide: _VYTFCK(ac)VK_     Score: 77.318     PEP: 0.0034931
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Mass: 1022.5437     Charge: 2     m/z: 512.27912
Modified Peptide: _LDSK(ac)PFFK_     Score: 83.005     PEP: 0.0028819
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Mass: 847.51674     Charge: 2     m/z: 424.76565
Modified Peptide: _K(ac)TGFILK_     Score: 107.01     PEP: 0.0092858



0 200 400 600 800 1000 1200

m/z

0

5000

10000

15000

20000

25000

30000

35000

40000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
3

) y
2

 (
2

0
4

.1
3

3
8

)

y
3

 (
3

7
4

.2
3

9
3

)

y
4

 (
4

8
7

.3
2

3
1

)

y
5

 (
6

3
4

.3
9

4
3

)

y
6

 (
7

4
9

.4
1

7
2

)

y
7

 (
8

6
3

.4
6

0
0

)

y
8

 (
9

6
2

.5
2

8
5

)

y
1

-N
H

3
 (

1
3

0
.0

8
5

9
)

y
7

-N
H

3
 (

8
4

6
.4

4
0

2
)

a
2

 (
2

0
9

.1
3

9
3

)

b
2

 (
2

3
7

.1
3

3
9

)

b
3

 (
3

5
1

.1
7

7
9

) b
4

 (
4

6
6

.2
0

3
2

)

b
5

 (
6

1
3

.2
7

1
8

)
b
5

-N
H

3
 (

5
9

6
.2

5
3

3
)

b
6

 (
7

2
6

.3
5

7
1

)

b
7

 (
8

9
6

.4
7

4
1

)

a
cK

* 
(1

2
6

.0
9

1
0

)

Mass: 1098.5822     Charge: 2     m/z: 550.29837
Modified Peptide: _HVNDFLK(ac)GK_     Score: 118.4     PEP: 0.00047582
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Mass: 1296.6714     Charge: 2     m/z: 649.34298
Modified Peptide: _GK(ac)YTVDQVFAK_     Score: 119.03     PEP: 2.3329E-07
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Mass: 1823.0164     Charge: 3     m/z: 608.6794
Modified Peptide: _ELVGSHLVEPVPK(ac)FSK_     Score: 131.82     PEP: 5.1842E-31
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Mass: 1375.8158     Charge: 3     m/z: 459.61255
Modified Peptide: _GVLLNK(ac)DVVHPK_     Score: 96.103     PEP: 1.9761E-08
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Mass: 2122.1085     Charge: 3     m/z: 708.37676
Modified Peptide: _GVSDLAQHYLLK(ac)GGCSVLR_     Score: 115.76     PEP: 2.7484E-32
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Mass: 1161.6506     Charge: 2     m/z: 581.83258
Modified Peptide: _DRNYIK(ac)IAK_     Score: 73.067     PEP: 0.0056506
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Mass: 1885.9494     Charge: 3     m/z: 629.65707
Modified Peptide: _SNLNK(ac)ELETLREENR_     Score: 173.36     PEP: 2.7772E-35
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Mass: 1357.699     Charge: 3     m/z: 453.57361
Modified Peptide: _NK(ac)LENYAHSLK_     Score: 109     PEP: 4.1741E-07
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Mass: 1464.8089     Charge: 3     m/z: 489.27691
Modified Peptide: _DIK(ac)HLPFNVVNK_     Score: 143.86     PEP: 8.2681E-15
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Mass: 1522.774     Charge: 3     m/z: 508.5986
Modified Peptide: _HGIDVSDNNK(ac)ALAK_     Score: 172.99     PEP: 1.6552E-28
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Mass: 1348.6663     Charge: 2     m/z: 675.34043
Modified Peptide: _PAFSFGAK(ac)PEEK_     Score: 124.86     PEP: 5.4225E-13
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Mass: 1450.6875     Charge: 3     m/z: 484.56976
Modified Peptide: _HDLHEDM(ox)K(ac)QLK_     Score: 142.08     PEP: 5.6378E-09
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Mass: 1796.9785     Charge: 3     m/z: 600.0001
Modified Peptide: _HIIIDGVK(ac)IATYQER_     Score: 80.706     PEP: 0.00055262
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Mass: 1136.5714     Charge: 2     m/z: 569.29295
Modified Peptide: _EATYDQIK(ac)K_     Score: 109.44     PEP: 0.00021569
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Mass: 2077.0579     Charge: 3     m/z: 693.35991
Modified Peptide: _IDVAVDSTGVFK(ac)ELDTAQK_     Score: 117.67     PEP: 7.1337E-12
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Mass: 1378.698     Charge: 2     m/z: 690.35628
Modified Peptide: _LEK(ac)EATYDQIK_     Score: 117.86     PEP: 1.9633E-07
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Mass: 1774.9214     Charge: 3     m/z: 592.64773
Modified Peptide: _GTVSHDDK(ac)HIIIDGVK_     Score: 170.61     PEP: 1.5449E-43
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Mass: 1537.7736     Charge: 2     m/z: 769.89409
Modified Peptide: _ELDTAQK(ac)HIDAGAK_     Score: 272.96     PEP: 5.2198E-142
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Mass: 1483.7671     Charge: 2     m/z: 742.89082
Modified Peptide: _VVANK(ac)YFTSNTAK_     Score: 179.93     PEP: 3.1613E-30
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Mass: 1747.8741     Charge: 2     m/z: 874.94432
Modified Peptide: _TVGLK(ac)K(ac)DDYQLNDR_     Score: 220.21     PEP: 6.9878E-72
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Mass: 1747.8741     Charge: 2     m/z: 874.94432
Modified Peptide: _TVGLK(ac)K(ac)DDYQLNDR_     Score: 220.21     PEP: 6.9878E-72



0 200 400 600 800 1000 1200

m/z

0

10000

20000

30000

40000

50000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
7

)

y
2

 (
2

4
6

.1
8

0
3

)

y
3

 (
3

5
9

.2
6

6
1

)

y
4

 (
5

2
9

.3
7

1
5

)

y
5

 (
6

4
3

.4
1

4
1

)

y
6

 (
7

5
6

.4
9

5
9

)

y
7

 (
8

8
5

.5
3

9
1

)

y
8

 (
1

0
1

4
.5

8
5

0
)

y
9

 (
1

1
1

3
.6

4
7

1
)

a
2

 (
1

7
1

.1
4

9
1

)

b
2

 (
1

9
9

.1
4

3
8

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1211.7125     Charge: 2     m/z: 606.86355
Modified Peptide: _VVEEINK(ac)IVK_     Score: 55.314     PEP: 0.0036957
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Mass: 1416.7948     Charge: 2     m/z: 709.40466
Modified Peptide: _DITVQGPQK(ac)FVK_     Score: 60.49     PEP: 0.0022731
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Mass: 1200.73     Charge: 2     m/z: 601.3723
Modified Peptide: _ILAIVK(ac)EETK_     Score: 79.659     PEP: 0.00031927
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Mass: 1565.9363     Charge: 2     m/z: 783.97545
Modified Peptide: _LTK(ac)PINAVIEVPSK_     Score: 79.771     PEP: 6.8621E-07
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Mass: 2269.2463     Charge: 4     m/z: 568.31884
Modified Peptide: _ELIVPVK(ac)FHGSLIGPHGTYR_     Score: 82.586     PEP: 1.0455E-11
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Mass: 1258.6153     Charge: 2     m/z: 630.31495
Modified Peptide: _SDEANDIK(ac)AVR_     Score: 60.49     PEP: 0.0012727



0 200 400 600 800 1000 1200 1400 1600

m/z

0

10000

20000

30000

40000

50000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
8

)

y
3

 (
3

4
7

.1
9

1
9

)

y
4

 (
5

1
7

.2
9

7
7

)

y
5

 (
6

4
6

.3
3

9
1

)

y
6

 (
7

4
5

.4
1

0
2

)

y
7

 (
8

5
9

.4
5

0
4

)

y
8

 (
9

8
8

.4
9

3
9

)

y
9

 (
1

0
8

5
.5

4
5

9
)

y
1

0
 (

1
1

5
6

.5
8

0
2

)

y
1

1
 (

1
2

1
3

.6
0

2
9

)

y
1

2
 (

1
3

1
4

.6
5

1
0

)

y
1

3
 (

1
4

2
7

.7
5

8
3

)

y
5

-H
2

O
 (

6
2

8
.3

3
0

2
)

y
8

-N
H

3
 (

9
7

1
.4

8
1

1
)

y
1

1
-H

2
O

 (
1

1
9

5
.5

8
0

3
)

y
6

(2
+

) 
(3

7
3

.2
0

8
0

)

a
2

 (
1

8
7

.1
4

3
7

)
b
2

 (
2

1
5

.1
3

8
6

)
b
2

-H
2

O
 (

1
9

7
.1

2
8

1
)

b
4

 (
4

2
9

.2
6

9
8

)
b
4

-H
2

O
 (

4
1

1
.2

5
7

6
)

b
6

 (
5

5
7

.3
2

6
3

)
b
6

-H
2

O
 (

5
3

9
.3

1
4

5
)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 1640.8621     Charge: 2     m/z: 821.43833
Modified Peptide: _ITITGAPENVEK(ac)AEK_     Score: 93.909     PEP: 4.2973E-11
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Mass: 1187.6034     Charge: 2     m/z: 594.80897
Modified Peptide: _K(ac)LASNLDEEK_     Score: 107.06     PEP: 2.4794E-05
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Mass: 1136.6077     Charge: 2     m/z: 569.31115
Modified Peptide: _TSIQDYLK(ac)K_     Score: 142.92     PEP: 5.2244E-07
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Mass: 1045.5556     Charge: 2     m/z: 523.7851
Modified Peptide: _NDYVPLK(ac)R_     Score: 114.89     PEP: 6.0953E-05
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Mass: 1240.718     Charge: 2     m/z: 621.36626
Modified Peptide: _GVAPLLPK(ac)YNK_     Score: 105.98     PEP: 5.9047E-07
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Mass: 1084.6029     Charge: 2     m/z: 543.30874
Modified Peptide: _LK(ac)WELAQR_     Score: 106.42     PEP: 0.00027502
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Mass: 2527.2781     Charge: 3     m/z: 843.43331
Modified Peptide: _TETTPPHFIPFLQSSK(ac)APCISK_     Score: 40.756     PEP: 0.002635
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Mass: 1518.7748     Charge: 2     m/z: 760.39468
Modified Peptide: _K(ac)IEGGSTDIESTPK_     Score: 88.768     PEP: 9.9183E-08
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Mass: 1030.5295     Charge: 2     m/z: 516.27202
Modified Peptide: _EEVSK(ac)ELR_     Score: 67.897     PEP: 0.0064498
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Mass: 1120.6252     Charge: 2     m/z: 561.31987
Modified Peptide: _IDK(ac)WFLNK_     Score: 63.816     PEP: 0.0082599
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Mass: 1686.7849     Charge: 3     m/z: 563.26892
Modified Peptide: _VNEIK(ac)EEVDYDHR_     Score: 80.534     PEP: 6.433E-06
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Mass: 2233.1379     Charge: 3     m/z: 745.38658
Modified Peptide: _LYVPPADNK(ac)HIELQTGPDGK_     Score: 85.974     PEP: 6.2444E-12
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Mass: 1231.7511     Charge: 2     m/z: 616.88283
Modified Peptide: _SLLATGFK(ac)LPK_     Score: 89.548     PEP: 2.1466E-05
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Mass: 1657.901     Charge: 3     m/z: 553.64095
Modified Peptide: _DTYIVDNK(ac)ILAHAK_     Score: 97.551     PEP: 5.2412E-10
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Mass: 1236.7201     Charge: 2     m/z: 619.36735
Modified Peptide: _VFAIANAFAK(ac)K_     Score: 119.16     PEP: 1.7147E-07
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Mass: 1154.6812     Charge: 2     m/z: 578.34787
Modified Peptide: _HILSIK(ac)QFK_     Score: 151.83     PEP: 4.4237E-09
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Mass: 1904.9745     Charge: 3     m/z: 635.99876
Modified Peptide: _LAQNDGLLK(ac)NVWSYSR_     Score: 114.29     PEP: 2.0708E-19
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Mass: 1889.9193     Charge: 2     m/z: 945.96693
Modified Peptide: _(ac)M(ox)ENDK(ac)GQLVELYVPR_     Score: 143.38     PEP: 1.6888E-30
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Mass: 2055.9823     Charge: 2     m/z: 1028.9984
Modified Peptide: _VVYK(ac)FDDM(ox)ELDENLLR_     Score: 68.919     PEP: 0.0010953
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Mass: 1186.6445     Charge: 2     m/z: 594.32954
Modified Peptide: _K(ac)DELTLEGIK_     Score: 142.71     PEP: 1.89E-06
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Mass: 1096.5223     Charge: 2     m/z: 549.26842
Modified Peptide: _DTIM(ox)K(ac)EFR_     Score: 148.99     PEP: 9.1525E-07
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Mass: 2421.2288     Charge: 3     m/z: 808.08356
Modified Peptide: _LRNDK(ac)FTVSAIYSDLPQQER_     Score: 164.98     PEP: 1.4607E-76
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Mass: 1437.7365     Charge: 2     m/z: 719.87551
Modified Peptide: _HLK(ac)NFPLNGDNK_     Score: 216.83     PEP: 2.5335E-55
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Mass: 2803.3678     Charge: 3     m/z: 935.46321
Modified Peptide: _PVSIASYNHLGNNDGYNLSAPK(ac)QFR_     Score: 195.34     PEP: 6.8807E-77
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Mass: 1265.7202     Charge: 2     m/z: 633.86738
Modified Peptide: _SLSESIK(ac)GLFK_     Score: 73.632     PEP: 0.00011779
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Mass: 1108.5401     Charge: 2     m/z: 555.2773
Modified Peptide: _TLDENYGK(ac)K_     Score: 99.688     PEP: 0.0012259
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Mass: 1077.607     Charge: 2     m/z: 539.81078
Modified Peptide: _VDLSK(ac)FSLK_     Score: 102.06     PEP: 0.0001666
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Mass: 918.51747     Charge: 2     m/z: 460.26601
Modified Peptide: _K(ac)IFNDLK_     Score: 140.09     PEP: 0.0022023
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Mass: 1269.6605     Charge: 2     m/z: 635.83753
Modified Peptide: _IAEK(ac)YGYGLSK_     Score: 114.72     PEP: 9.706E-08



0 200 400 600 800 1000 1200

m/z

0

1000

2000

3000

4000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
1

)

y
3

 (
3

5
5

.2
0

5
5

)

y
4

 (
4

2
6

.2
4

1
4

)

y
5

 (
6

0
4

.3
5

9
2

)

y
6

 (
6

7
5

.3
9

4
2

)

y
7

 (
7

7
4

.4
6

4
9

)

y
8

 (
8

4
5

.4
9

9
0

)

a
2

 (
2

3
1

.0
9

6
6

)

b
2

 (
2

5
9

.0
8

9
8

)
b
2

-H
2

O
 (

2
4

1
.0

8
0

6
)

a
cK

* 
(1

2
6

.0
9

0
6

)
a
cK

 (
1

4
3

.1
1

7
5

)

Mass: 1102.5841     Charge: 2     m/z: 552.29933
Modified Peptide: _EEAVAK(ac)AAEK_     Score: 54.471     PEP: 0.0044007
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Mass: 1206.6245     Charge: 2     m/z: 604.3195
Modified Peptide: _TAQGK(ac)EFGVTK_     Score: 119.39     PEP: 2.446E-07
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Mass: 956.51708     Charge: 2     m/z: 479.26582
Modified Peptide: _EFGVTK(ac)AR_     Score: 121.05     PEP: 7.1334E-05
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Mass: 1662.8569     Charge: 3     m/z: 555.29292
Modified Peptide: _AQK(ac)YLDQVLDHQR_     Score: 152.99     PEP: 3.0644E-20
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Mass: 2130.1179     Charge: 3     m/z: 711.04659
Modified Peptide: _INK(ac)YESSPSHIELVVTEK_     Score: 171.04     PEP: 1.7541E-56
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Mass: 2139.1659     Charge: 3     m/z: 714.06258
Modified Peptide: _GLDATK(ac)LYVSHIQVNQAPK_     Score: 183.23     PEP: 7.2849E-71
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Mass: 2402.2188     Charge: 3     m/z: 801.74687
Modified Peptide: _YESSPSHIELVVTEK(ac)EEAVAK_     Score: 203.71     PEP: 4.534E-97
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Mass: 2000.0691     Charge: 3     m/z: 667.69697
Modified Peptide: _SVK(ac)FVQGLLQNAAANAEAK_     Score: 227.04     PEP: 4.2144E-104
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Mass: 1362.7983     Charge: 3     m/z: 455.27339
Modified Peptide: _EVGITAVHVK(ac)IR_     Score: 94.191     PEP: 2.4725E-08
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Mass: 1173.5692     Charge: 2     m/z: 587.79187
Modified Peptide: _NFCLEK(ac)ASR_     Score: 117.7     PEP: 0.00046915
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Mass: 1141.6707     Charge: 2     m/z: 571.84261
Modified Peptide: _TNVLLK(ac)VEGK_     Score: 51.841     PEP: 0.006599
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Mass: 1229.7202     Charge: 2     m/z: 615.86738
Modified Peptide: _IILK(ac)DPSATSK_     Score: 72.089     PEP: 0.00014247
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Mass: 1238.6084     Charge: 3     m/z: 413.87675
Modified Peptide: _K(ac)FGHAYEAFK_     Score: 121.08     PEP: 6.9015E-05
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Mass: 1804.9584     Charge: 3     m/z: 602.66008
Modified Peptide: _HIIVDGHK(ac)IATFQER_     Score: 166.9     PEP: 1.9408E-34
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Mass: 2737.328     Charge: 3     m/z: 913.44995
Modified Peptide: _K(ac)NVEVVALNDPFISNDYSAYM(ox)FK_     Score: 177.87     PEP: 4.6458E-106
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Mass: 1338.6317     Charge: 2     m/z: 670.32311
Modified Peptide: _TVDGPSHK(ac)DWR_     Score: 202.05     PEP: 8.055E-41
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Mass: 3487.6599     Charge: 4     m/z: 872.92226
Modified Peptide: _VINDAFGIEEGLM(ox)TTVHSM(ox)TATQK(ac)TVDGPSHK_     Score: 210.21     PEP: 3.9765E-185
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Mass: 2060.9916     Charge: 3     m/z: 688.00447
Modified Peptide: _YAGEVSHDDK(ac)HIIVDGHK_     Score: 233.38     PEP: 1.4065E-108
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Mass: 1537.7736     Charge: 2     m/z: 769.89409
Modified Peptide: _ELDTAQK(ac)HIDAGAK_     Score: 272.96     PEP: 5.2198E-142
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Mass: 1158.6132     Charge: 2     m/z: 580.31389
Modified Peptide: _DVK(ac)VETIDAK_     Score: 77.64     PEP: 0.00039376
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Mass: 1698.8399     Charge: 3     m/z: 567.28726
Modified Peptide: _GQGASQAMLYATGFK(ac)K_     Score: 39.91     PEP: 0.0063415



0 500 1000 1500 2000

m/z

0

10000

20000

30000

40000

50000

60000
In

te
n
si

ty

y
2

 (
2

0
4

.1
3

3
0

)

y
5

 (
5

3
7

.2
9

3
0

)

y
6

 (
5

9
4

.3
2

0
5

)

y
7

 (
7

4
1

.3
5

8
8

)

y
8

 (
8

5
4

.4
4

7
9

)

y
9

 (
9

2
5

.4
8

7
5

)

y
1

0
 (

1
0

1
2

.5
1

5
1

)

y
1

1
 (

1
0

9
9

.5
4

1
5

)

y
1

2
 (

1
1

9
6

.5
9

6
1

)

b
5

 (
4

3
0

.1
7

4
6

)

b
9

 (
9

1
6

.3
8

3
8

)

b
1

0
 (

1
0

8
6

.4
8

9
5

)

a
cK

* 
(1

2
6

.0
9

0
9

)

Mass: 2281.0793     Charge: 3     m/z: 761.36703
Modified Peptide: _GAPGM(ox)PEM(ox)LK(ac)PSSALM(ox)GYGLGK_     Score: 40.369     PEP: 0.00047034
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Modified Peptide: _ISDTTPLIGDFK(ac)PSGK_     Score: 44.567     PEP: 0.0020604
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Mass: 1006.4963     Charge: 2     m/z: 504.25545
Modified Peptide: _EGTYFK(ac)GR_     Score: 114.5     PEP: 8.8143E-05
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Mass: 2178.0991     Charge: 3     m/z: 727.0403
Modified Peptide: _PSSALM(ox)GYGLGK(ac)DVALLTDGR_     Score: 129.32     PEP: 5.3822E-45
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Mass: 2111.1961     Charge: 3     m/z: 704.73932
Modified Peptide: _APSLPEGQEIIK(ac)PLSHPIK_     Score: 136.04     PEP: 3.6567E-41
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Mass: 1184.6077     Charge: 2     m/z: 593.31115
Modified Peptide: _ITGK(ac)EGTYFK_     Score: 143.89     PEP: 2.1968E-06
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Mass: 1509.8079     Charge: 2     m/z: 755.91122
Modified Peptide: _LNK(ac)YSYIITEPK_     Score: 186.76     PEP: 3.3523E-34
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Mass: 2103.961     Charge: 3     m/z: 702.32761
Modified Peptide: _HSQWEEPEGTNK(ac)DQLHK_     Score: 129.62     PEP: 1.397E-34
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Mass: 1019.5288     Charge: 2     m/z: 510.77166
Modified Peptide: _SLFGK(ac)DPSK_     Score: 57.785     PEP: 0.0099021
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Mass: 1015.6066     Charge: 2     m/z: 508.81059
Modified Peptide: _QVPYK(ac)IVK_     Score: 65.246     PEP: 0.0075974
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Mass: 992.48148     Charge: 2     m/z: 497.24801
Modified Peptide: _EFEGK(ac)VDK_     Score: 66.568     PEP: 0.0069854
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Mass: 1736.9301     Charge: 3     m/z: 579.98397
Modified Peptide: _QAVVNPENTLFATK(ac)R_     Score: 82.109     PEP: 1.0886E-08
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Mass: 1353.7252     Charge: 2     m/z: 677.86989
Modified Peptide: _VPK(ac)IIENAEGSR_     Score: 90.731     PEP: 3.5555E-07
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Mass: 1031.5651     Charge: 2     m/z: 516.78985
Modified Peptide: _DIK(ac)QVPYK_     Score: 95.815     PEP: 0.0018201
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Mass: 1630.8307     Charge: 3     m/z: 544.61751
Modified Peptide: _IVK(ac)HSNGDAWVEAR_     Score: 100.43     PEP: 2.3806E-10
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Mass: 2120.0972     Charge: 3     m/z: 707.70635
Modified Peptide: _VVNEPTAAALAYGLEK(ac)SDSK_     Score: 104.18     PEP: 4.1135E-24
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Mass: 1087.6282     Charge: 2     m/z: 544.82138
Modified Peptide: _MPK(ac)VVETVK_     Score: 104.43     PEP: 0.0001621
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Mass: 1586.7668     Charge: 2     m/z: 794.39066
Modified Peptide: _FK(ac)TETGIDLENDR_     Score: 105     PEP: 1.1662E-12
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Mass: 2148.0631     Charge: 3     m/z: 717.02832
Modified Peptide: _TEELQTSSM(ox)K(ac)LFEQLYK_     Score: 108.56     PEP: 1.5812E-22



0 200 400 600 800 1000 1200 1400

m/z

0

10000

20000

30000

40000

50000

60000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
8

)

y
2

 (
3

5
3

.2
3

8
3

)

y
4

 (
5

6
5

.3
8

0
7

)

y
5

 (
6

6
2

.4
4

4
5

)

y
6

 (
7

3
3

.4
8

1
2

)

y
7

 (
8

3
4

.5
2

8
6

)

y
8

 (
9

4
7

.6
1

2
3

)

y
9

 (
1

0
4

8
.6

5
9

4
)

y
1

0
 (

1
1

7
7

.7
0

5
9

)

y
1

1
 (

1
3

2
4

.7
7

2
7

)

y
2

-N
H

3
 (

3
3

6
.2

1
1

7
)

y
5

-N
H

3
 (

6
4

5
.4

1
8

5
)

y
6

-N
H

3
 (

7
1

6
.4

5
5

2
)

y
9

-H
2

O
 (

1
0

3
0

.6
6

0
4

)

y
1

0
-H

2
O

 (
1

1
5

9
.7

0
3

7
)

y
1

1
-H

2
O

 (
1

3
0

6
.7

5
6

4
)

b
2

 (
2

0
0

.1
0

2
8

)
b
2

-N
H

3
 (

1
8

3
.0

7
6

2
)

b
3

 (
3

4
7

.1
7

1
9

)

b
4

 (
4

7
6

.2
1

5
8

)

Mass: 1522.8599     Charge: 2     m/z: 762.43721
Modified Peptide: _AQFETLTAPLVK(ac)R_     Score: 108.59     PEP: 5.2906E-13
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Mass: 1247.7125     Charge: 2     m/z: 624.86355
Modified Peptide: _VVETVK(ac)SLFGK_     Score: 124.42     PEP: 4.0391E-07
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Mass: 1570.8082     Charge: 2     m/z: 786.41139
Modified Peptide: _TTPSVVAFTK(ac)EGER_     Score: 140.82     PEP: 9.2084E-24
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Mass: 2049.9491     Charge: 2     m/z: 1025.9818
Modified Peptide: _ADQLANDTENSLK(ac)EFEGK_     Score: 143.71     PEP: 7.8961E-46
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Mass: 1671.8315     Charge: 2     m/z: 836.92305
Modified Peptide: _VQGGEEVNAEELK(ac)TK_     Score: 170.11     PEP: 1.0286E-34
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Mass: 1548.8148     Charge: 3     m/z: 517.27887
Modified Peptide: _EK(ac)DRNDLITYLK_     Score: 70.563     PEP: 0.0011612
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Modified Peptide: _TTQCNILYK(ac)K_     Score: 61.78     PEP: 0.0015283
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Mass: 1745.8472     Charge: 2     m/z: 873.93087
Modified Peptide: _ETDEANIEK(ac)WTLQK_     Score: 111.83     PEP: 2.387E-12
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Mass: 1616.8046     Charge: 3     m/z: 539.94214
Modified Peptide: _HK(ac)LDISSVEEYQK_     Score: 105.03     PEP: 1.1629E-12
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Mass: 1119.5924     Charge: 2     m/z: 560.80349
Modified Peptide: _K(ac)VVDIGYER_     Score: 100.48     PEP: 0.00019386
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Mass: 2067.1001     Charge: 3     m/z: 690.04063
Modified Peptide: _ISK(ac)LAAEQSLAQQPWVEK_     Score: 142.26     PEP: 9.6973E-46
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Modified Peptide: _INWTHGGAK(ac)DK_     Score: 53.034     PEP: 0.0047242
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Mass: 1968.0026     Charge: 3     m/z: 657.00816
Modified Peptide: _IQLEPTVYNK(ac)GM(ox)VGSFK_     Score: 89.502     PEP: 2.5694E-12
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Mass: 2540.0945     Charge: 4     m/z: 636.0309
Modified Peptide: _GFDTFSK(ac)SHHSHADSAFNNNDR_     Score: 139.28     PEP: 5.0369E-57
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Mass: 1716.8319     Charge: 2     m/z: 859.42322
Modified Peptide: _QK(ac)FDSPVEETPATAR_     Score: 193.96     PEP: 1.339E-46
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Mass: 1163.6411     Charge: 2     m/z: 582.82783
Modified Peptide: _K(ac)LEIQQHAR_     Score: 93.111     PEP: 0.0005354
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Mass: 1090.6135     Charge: 2     m/z: 546.31402
Modified Peptide: _VGITGK(ac)YGVR_     Score: 170.47     PEP: 6.3901E-15
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Mass: 1827.8421     Charge: 3     m/z: 610.28799
Modified Peptide: _HVGDM(ox)GNVK(ac)TDENGVAK_     Score: 34.748     PEP: 0.0058238
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Mass: 1293.6201     Charge: 2     m/z: 647.81732
Modified Peptide: _TDENGVAK(ac)GSFK_     Score: 92.295     PEP: 2.9649E-08
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Mass: 1595.9247     Charge: 2     m/z: 798.9696
Modified Peptide: _DSLIK(ac)LIGPTSVVGR_     Score: 110.77     PEP: 1.2816E-15
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Mass: 2239.0968     Charge: 3     m/z: 747.37288
Modified Peptide: _SVVIHAGQDDLGK(ac)GDTEESLK_     Score: 117.64     PEP: 8.1984E-34
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Mass: 1572.738     Charge: 2     m/z: 787.37627
Modified Peptide: _GDTEESLK(ac)TGNAGPR_     Score: 222.81     PEP: 1.1106E-77
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Mass: 1520.7722     Charge: 2     m/z: 761.3934
Modified Peptide: _GTSTYPVK(ac)PLDSSK_     Score: 89.624     PEP: 8.5057E-08
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Mass: 1071.6147     Charge: 2     m/z: 536.81461
Modified Peptide: _IVK(ac)DSPVEK_     Score: 91.658     PEP: 0.00083418
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Mass: 1255.6772     Charge: 2     m/z: 628.84588
Modified Peptide: _LLNENEK(ac)AGVK_     Score: 141.88     PEP: 2.3098E-08
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Mass: 1153.6172     Charge: 2     m/z: 577.81587
Modified Peptide: _IDK(ac)WFLYK_     Score: 80.239     PEP: 0.0029014
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Mass: 972.6008     Charge: 2     m/z: 487.30768
Modified Peptide: _VSLIK(ac)FPK_     Score: 81.548     PEP: 0.0028921
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Mass: 1288.7726     Charge: 2     m/z: 645.39356
Modified Peptide: _YNVK(ac)VLGTPIK_     Score: 84.169     PEP: 2.5385E-05
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Mass: 1022.6368     Charge: 2     m/z: 512.32568
Modified Peptide: _VK(ac)YPVIVR_     Score: 94.302     PEP: 0.0021359
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Mass: 1329.6929     Charge: 3     m/z: 444.23823
Modified Peptide: _TYLQEHIK(ac)EK_     Score: 98.898     PEP: 9.544E-05
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Mass: 1184.7281     Charge: 2     m/z: 593.37134
Modified Peptide: _TLGIIPFVK(ac)R_     Score: 111.61     PEP: 3.4887E-05
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Mass: 2099.0721     Charge: 3     m/z: 700.69799
Modified Peptide: _ITGPFNM(ox)QIIK(ac)DGEHTLK_     Score: 133.78     PEP: 7.7877E-38



0 200 400 600 800 1000 1200 1400 1600

m/z

0

1000

2000

3000

4000

5000

In
te

n
si

ty

y
2

 (
3

1
7

.2
1

7
2

)

y
3

 (
3

8
8

.2
5

3
0

)

y
4

 (
5

5
1

.3
1

6
5

)

y
5

 (
6

2
2

.3
5

0
7

)

y
6

 (
7

3
7

.3
7

8
6

)

y
7

 (
8

0
8

.4
1

2
5

)

b
2

 (
2

3
9

.1
1

1
5

)

b
3

 (
3

6
8

.1
5

4
2

)

b
4

 (
5

3
1

.2
1

7
0

)

b
5

 (
6

5
9

.2
7

4
2

)

b
6

 (
7

3
0

.3
1

3
4

)

b
7

 (
8

4
5

.3
4

1
9

)
b
7

-N
H

3
 (

8
2

8
.3

0
0

5
)

a
cK

* 
(1

2
6

.0
9

0
7

)

Mass: 1465.6838     Charge: 3     m/z: 489.56853
Modified Peptide: _THEYQADAYAK(ac)K_     Score: 94.191     PEP: 4.9612E-05
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Mass: 1082.5608     Charge: 2     m/z: 542.28767
Modified Peptide: _GSSTSYAIK(ac)K_     Score: 59.542     PEP: 0.001889
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Mass: 1230.6456     Charge: 2     m/z: 616.33007
Modified Peptide: _NLAGK(ac)TSEELK_     Score: 108.37     PEP: 1.5813E-05
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Mass: 1803.0142     Charge: 3     m/z: 602.01201
Modified Peptide: _TLPLDDLIAHLK(ac)TSPK_     Score: 66.965     PEP: 4.8991E-06
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Mass: 2282.1219     Charge: 3     m/z: 761.71458
Modified Peptide: _YDYSHPFASLK(ac)GSDNVISIK_     Score: 79.511     PEP: 1.4276E-11



0 200 400 600 800 1000

m/z

0

50000

100000

150000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

3
4

)

y
2

 (
2

1
8

.1
5

0
8

)

y
3

 (
3

1
7

.2
1

9
3

)

y
4

 (
4

8
7

.3
2

6
4

)

y
5

 (
5

8
6

.3
9

4
6

)

y
6

 (
6

8
5

.4
6

4
0

) y
7

 (
8

0
0

.4
9

1
7

) y
8

 (
8

8
7

.5
2

1
7

)
y
8

-H
2

O
 (

8
6

9
.5

0
2

5
)a
2

 (
2

0
7

.1
1

3
7

)

b
2

 (
2

3
5

.1
0

8
3

)

b
3

 (
3

5
0

.1
3

6
3

)
b
3

-H
2

O
 (

3
3

2
.1

2
5

7
)

b
4

 (
4

4
9

.2
0

5
3

)

a
cK

* 
(1

2
6

.0
9

1
9

)

Mass: 1033.5808     Charge: 2     m/z: 517.79767
Modified Peptide: _FSDVVK(ac)VAK_     Score: 89.047     PEP: 0.0008777
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Mass: 1716.8065     Charge: 2     m/z: 859.41053
Modified Peptide: _SADEFLEK(ac)LSDYDK_     Score: 89.466     PEP: 9.4656E-08
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Mass: 1950.0069     Charge: 3     m/z: 651.00959
Modified Peptide: _SLISK(ac)DFSPLNVGSDWK_     Score: 92.307     PEP: 1.3468E-15
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Mass: 2168.079     Charge: 3     m/z: 723.70027
Modified Peptide: _SVSVGIEK(ac)YDYSHPFASLK_     Score: 121.44     PEP: 1.29E-32
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Mass: 2204.2416     Charge: 3     m/z: 735.75449
Modified Peptide: _AALAASTTK(ac)TLPLDDLIAHLK_     Score: 126.69     PEP: 2.7823E-44
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Mass: 1171.6197     Charge: 2     m/z: 586.81713
Modified Peptide: _EAATENK(ac)VLR_     Score: 142     PEP: 2.8669E-06
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Mass: 1632.8247     Charge: 2     m/z: 817.41961
Modified Peptide: _PLESVK(ac)SADEFLEK_     Score: 143.38     PEP: 3.9494E-24
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Mass: 1479.7457     Charge: 2     m/z: 740.88012
Modified Peptide: _LSDYDK(ac)DLTQLK_     Score: 163.71     PEP: 8.7106E-21
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Mass: 1381.8181     Charge: 3     m/z: 461.6133
Modified Peptide: _LAAIVEIIDQK(ac)K_     Score: 67.456     PEP: 0.0093303
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Mass: 1781.9887     Charge: 3     m/z: 595.00351
Modified Peptide: _GQSAGK(ac)LAAIVEIIDQK_     Score: 81.606     PEP: 6.439E-11
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Mass: 1075.5451     Charge: 2     m/z: 538.77982
Modified Peptide: _WAASSWAK(ac)K_     Score: 103.55     PEP: 9.9641E-05
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Mass: 1262.7347     Charge: 2     m/z: 632.37461
Modified Peptide: _VLIDGPK(ac)AGVPR_     Score: 128.28     PEP: 3.2524E-14
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Mass: 1446.7103     Charge: 2     m/z: 724.36243
Modified Peptide: _(ac)STDSIVK(ac)ASNWR_     Score: 188.91     PEP: 1.5693E-34
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Mass: 1033.5779     Charge: 2     m/z: 517.79622
Modified Peptide: _NK(ac)FEIPTK_     Score: 61.78     PEP: 0.0092033
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Mass: 1026.6073     Charge: 2     m/z: 514.31095
Modified Peptide: _VLQK(ac)ALGEK_     Score: 87.895     PEP: 0.0008784
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Mass: 1867.9792     Charge: 3     m/z: 623.66701
Modified Peptide: _QADEIEQILVHK(ac)FTR_     Score: 89.541     PEP: 2.518E-09
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Mass: 1588.9188     Charge: 2     m/z: 795.4667
Modified Peptide: _IVVSTK(ac)YLQQLQK_     Score: 167.3     PEP: 2.2376E-24
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Mass: 1106.5731     Charge: 2     m/z: 554.29385
Modified Peptide: _GK(ac)WDVPGYK_     Score: 59.067     PEP: 0.0090343
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Mass: 1303.6871     Charge: 2     m/z: 652.85083
Modified Peptide: _ETESLVSK(ac)ELK_     Score: 87.667     PEP: 2.2836E-05
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Mass: 1198.6234     Charge: 2     m/z: 600.31897
Modified Peptide: _IESYVK(ac)QYK_     Score: 133.57     PEP: 9.5401E-05
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Mass: 1621.8134     Charge: 2     m/z: 811.91397
Modified Peptide: _AGSQYGELIK(ac)NCIK_     Score: 72.496     PEP: 0.0045748
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Mass: 1270.6822     Charge: 3     m/z: 424.56802
Modified Peptide: _HK(ac)FLIDGFPR_     Score: 83     PEP: 0.00029734
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Mass: 1375.7534     Charge: 2     m/z: 688.88396
Modified Peptide: _QLCYLK(ac)TPLAK_     Score: 86.911     PEP: 2.3388E-05
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Mass: 2098.0727     Charge: 3     m/z: 700.36485
Modified Peptide: _VYPSAVLHFEDFGVK(ac)NAR_     Score: 89.261     PEP: 1.7194E-11
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Mass: 1871.876     Charge: 2     m/z: 936.94527
Modified Peptide: _ENTFQK(ac)PYSDEEVTK_     Score: 111.43     PEP: 1.0633E-15
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Mass: 1174.6234     Charge: 2     m/z: 588.31897
Modified Peptide: _TTLEWDK(ac)IK_     Score: 63.283     PEP: 0.0061815
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Mass: 1595.8824     Charge: 3     m/z: 532.96808
Modified Peptide: _FGPNPLIK(ac)LGSHFK_     Score: 71.692     PEP: 1.477E-05
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Mass: 1201.6303     Charge: 2     m/z: 601.82241
Modified Peptide: _NALNK(ac)LADSSK_     Score: 94.191     PEP: 1.5105E-05
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Mass: 1952.059     Charge: 3     m/z: 651.6936
Modified Peptide: _LLEVAQVPK(ac)EHIDEFK_     Score: 104.2     PEP: 6.252E-18
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Mass: 1022.5397     Charge: 2     m/z: 512.27711
Modified Peptide: _YLVEK(ac)SSR_     Score: 122.19     PEP: 6.8924E-05
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Mass: 1349.6819     Charge: 3     m/z: 450.90125
Modified Peptide: _EHIDEFK(ac)NIR_     Score: 132.01     PEP: 6.9413E-05
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Mass: 1302.6416     Charge: 2     m/z: 652.32806
Modified Peptide: _LADSSK(ac)LDDAAR_     Score: 139.46     PEP: 4.3794E-23
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Mass: 1392.7361     Charge: 2     m/z: 697.37534
Modified Peptide: _LEHGSLK(ac)LDPSR_     Score: 188.48     PEP: 2.8101E-34
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Mass: 965.5182     Charge: 2     m/z: 483.76637
Modified Peptide: _HGIVEEK(ac)I_     Score: 75.213     PEP: 0.0030013
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Mass: 1407.7108     Charge: 3     m/z: 470.24422
Modified Peptide: _SFLTYIK(ac)GYM(ox)K_     Score: 110.39     PEP: 8.4573E-08
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Mass: 1040.5906     Charge: 2     m/z: 521.30259
Modified Peptide: _K(ac)SFLTYIK_     Score: 145.9     PEP: 8.1793E-06
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Mass: 1211.6186     Charge: 2     m/z: 606.8166
Modified Peptide: _FEK(ac)GAQTYVK_     Score: 154.15     PEP: 1.5531E-09
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Mass: 1728.857     Charge: 2     m/z: 865.43579
Modified Peptide: _LQETNPEEVPK(ac)FEK_     Score: 158.81     PEP: 2.8064E-24
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Mass: 1119.5924     Charge: 2     m/z: 560.80349
Modified Peptide: _LQQTAFDK(ac)K_     Score: 158.85     PEP: 9.719E-10



0 200 400 600 800 1000

m/z

0

50000

100000

150000

200000

250000

300000

350000

400000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

3
3

)

y
2

 (
3

1
7

.2
1

9
5

)

y
3

 (
4

3
1

.2
6

2
9

)

y
4

 (
5

4
4

.3
4

7
2

)

y
5

 (
6

4
3

.4
1

6
2

)

y
6

 (
8

0
6

.4
7

8
3

)

y
3

-N
H

3
 (

4
1

4
.2

3
6

5
)

y
4

-N
H

3
 (

5
2

7
.3

2
1

5
)

y
5

-N
H

3
 (

6
2

6
.3

9
0

2
)

a
2

 (
2

5
1

.1
0

3
6

)

b
2

 (
2

7
9

.0
9

8
5

)
b
2

-H
2

O
 (

2
6

1
.0

8
7

8
)

b
3

 (
3

7
8

.1
6

7
4

)

a
cK

* 
(1

2
6

.0
9

1
8

)

Mass: 920.49673     Charge: 2     m/z: 461.25564
Modified Peptide: _DYVLNK(ac)K_     Score: 119.89     PEP: 0.006363
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Mass: 2204.1412     Charge: 4     m/z: 552.04258
Modified Peptide: _SIAPAYGIPVVLHSDHCAK(ac)K_     Score: 130     PEP: 5.5084E-44
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Mass: 2595.3657     Charge: 3     m/z: 866.12916
Modified Peptide: _EHK(ac)FAIPAINVTSSSTAVAALEAAR_     Score: 134.91     PEP: 4.2266E-51
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Mass: 2298.1644     Charge: 4     m/z: 575.54839
Modified Peptide: _TGVIVGEDVHNLFTYAK(ac)EHK_     Score: 135.73     PEP: 2.3417E-44
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Mass: 2181.0838     Charge: 3     m/z: 728.03522
Modified Peptide: _DYIM(ox)SPVGNPEGPEK(ac)PNKK_     Score: 138.55     PEP: 5.0768E-49
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Mass: 850.43374     Charge: 2     m/z: 426.22415
Modified Peptide: _K(ac)FFDPR_     Score: 139.27     PEP: 0.00028177
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Mass: 1929.936     Charge: 2     m/z: 965.97528
Modified Peptide: _EDLYTK(ac)PEQVYNVYK_     Score: 153     PEP: 4.0937E-31
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Mass: 1833.879     Charge: 2     m/z: 917.94676
Modified Peptide: _K(ac)DYIM(ox)SPVGNPEGPEK_     Score: 169.61     PEP: 3.6889E-44
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Mass: 3269.6357     Charge: 5     m/z: 654.93441
Modified Peptide: _EEK(ac)PLFLVFHGGSGSTVQEFHTGIDNGVVK_     Score: 177.85     PEP: 5.5364E-118
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Mass: 2282.1767     Charge: 3     m/z: 761.73286
Modified Peptide: _GISNEGQNASIK(ac)GAIAAAHYIR_     Score: 187.33     PEP: 3.4052E-104
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Mass: 3034.536     Charge: 3     m/z: 1012.5193
Modified Peptide: _SPIILQTSNGGAAYFAGK(ac)GISNEGQNASIK_     Score: 203.19     PEP: 2.0061E-156
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Mass: 1135.6237     Charge: 2     m/z: 568.81914
Modified Peptide: _ITK(ac)SLETFR_     Score: 204.52     PEP: 1.442E-32
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Mass: 1602.8617     Charge: 2     m/z: 802.43814
Modified Peptide: _LVK(ac)YQGLINEQEK_     Score: 148.96     PEP: 6.3264E-19
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Mass: 1893.9221     Charge: 4     m/z: 474.4878
Modified Peptide: _ADDK(ac)LLEQHYAEHVGK_     Score: 106.6     PEP: 6.5847E-08
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Mass: 2081.0734     Charge: 3     m/z: 694.69843
Modified Peptide: _LLEQHYAEHVGK(ac)PFFPK_     Score: 159.19     PEP: 1.2269E-51
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Mass: 1205.6445     Charge: 2     m/z: 603.82951
Modified Peptide: _SHYIEK(ac)FIK_     Score: 80.916     PEP: 0.00088265
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Mass: 1420.6987     Charge: 3     m/z: 474.5735
Modified Peptide: _NHK(ac)YTELPSYK_     Score: 61.48     PEP: 0.0011207



0 200 400 600 800 1000

m/z

0

20000

40000

60000

80000

100000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
6

)

y
2

 (
2

8
4

.1
6

9
3

)

y
3

 (
4

3
1

.2
3

7
2

)

y
4

 (
5

4
6

.2
6

3
1

)

y
5

 (
6

3
3

.2
9

5
6

)

y
6

 (
8

1
1

.4
1

5
0

)

y
7

 (
9

2
4

.4
9

7
9

)y
2

-H
2

O
 (

2
6

6
.1

5
8

5
)

y
4

-H
2

O
 (

5
2

8
.2

5
4

3
)

y
5

-H
2

O
 (

6
1

5
.2

8
3

8
)

y
6

-H
2

O
 (

7
9

3
.4

0
5

4
)

a
2

 (
1

7
3

.1
2

8
2

)

b
2

 (
2

0
1

.1
2

2
9

)

b
3

 (
3

7
9

.2
4

2
0

)
b
3

-H
2

O
 (

3
6

1
.2

3
1

9
)

b
5

 (
5

8
1

.3
0

1
2

)

Mass: 1010.5255     Charge: 2     m/z: 506.27004
Modified Peptide: _SLK(ac)SDFEK_     Score: 103.7     PEP: 0.00033804
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Mass: 1305.6677     Charge: 2     m/z: 653.84113
Modified Peptide: _K(ac)NVQEFTTAAR_     Score: 184.36     PEP: 1.8036E-23
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Mass: 1307.651     Charge: 2     m/z: 654.83278
Modified Peptide: _STFVLDDWK(ac)R_     Score: 79.659     PEP: 0.0065203
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Mass: 1289.7202     Charge: 2     m/z: 645.86738
Modified Peptide: _TPFAEVK(ac)LAEK_     Score: 86.288     PEP: 2.3842E-05
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Mass: 1131.563     Charge: 2     m/z: 566.78879
Modified Peptide: _LDPTK(ac)EEDK_     Score: 96.342     PEP: 0.00053363
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Mass: 973.55967     Charge: 2     m/z: 487.78711
Modified Peptide: _GLIPYNK(ac)K_     Score: 111.01     PEP: 0.00012205
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Mass: 1122.5379     Charge: 2     m/z: 562.27625
Modified Peptide: _K(ac)DVDACFVK_     Score: 112.85     PEP: 0.00028278
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Mass: 1564.8654     Charge: 2     m/z: 783.43995
Modified Peptide: _PFLSFK(ac)GLIPYNK_     Score: 147.18     PEP: 1.6937E-30
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Mass: 1372.7602     Charge: 2     m/z: 687.38739
Modified Peptide: _LAEK(ac)ALTYTPPK_     Score: 156.81     PEP: 4.4014E-17
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Mass: 1611.9196     Charge: 2     m/z: 806.96706
Modified Peptide: _LLGSDVIEK(ac)SQILR_     Score: 182.33     PEP: 2.8347E-33
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Mass: 1170.6983     Charge: 2     m/z: 586.35645
Modified Peptide: _PVVLPGEK(ac)FK_     Score: 89.171     PEP: 0.00025683
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Mass: 1346.7194     Charge: 2     m/z: 674.36698
Modified Peptide: _NIEK(ac)GVNFVASK_     Score: 88.087     PEP: 3.5421E-06
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Mass: 1436.7412     Charge: 2     m/z: 719.37788
Modified Peptide: _FANAVLSGFK(ac)GER_     Score: 139.48     PEP: 4.9643E-22
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Mass: 1949.0047     Charge: 3     m/z: 650.67551
Modified Peptide: _IPSLAPHFGK(ac)PAEGPFDK_     Score: 64.723     PEP: 4.952E-05
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Mass: 1268.734     Charge: 2     m/z: 635.37428
Modified Peptide: _GSPLLIGVK(ac)SEK_     Score: 58.116     PEP: 0.0028464
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Mass: 1023.6077     Charge: 2     m/z: 512.81112
Modified Peptide: _QVLK(ac)LEPR_     Score: 66.27     PEP: 0.0071231
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Mass: 1158.6496     Charge: 2     m/z: 580.33208
Modified Peptide: _VSALK(ac)EEITK_     Score: 87.363     PEP: 0.0002687
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Mass: 1090.6386     Charge: 2     m/z: 546.3266
Modified Peptide: _TLLINK(ac)GYK_     Score: 97.635     PEP: 0.0039358
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Mass: 1198.671     Charge: 2     m/z: 600.34278
Modified Peptide: _VLGLSEHFK(ac)K_     Score: 112.36     PEP: 4.7205E-09
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Mass: 2425.2965     Charge: 3     m/z: 809.43945
Modified Peptide: _VGSLSVITPATANNGK(ac)FNPLQQK_     Score: 100.39     PEP: 5.0901E-21
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Mass: 1634.8516     Charge: 2     m/z: 818.43305
Modified Peptide: _ETAQLAIDK(ac)INSYK_     Score: 108.66     PEP: 1.6048E-08
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Mass: 2288.0964     Charge: 3     m/z: 763.70607
Modified Peptide: _HQEISSAGTSSNTTK(ac)NVNNNK_     Score: 200.99     PEP: 6.7742E-97



0 500 1000 1500 2000

m/z

0

10000

20000

30000

40000

50000

60000

70000

80000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
9

)

y
2

 (
3

0
2

.1
9

5
3

)

y
3

 (
4

8
0

.3
1

5
0

)

y
4

 (
5

6
7

.3
4

6
7

)

y
5

 (
6

6
6

.4
1

6
6

)

y
6

 (
7

6
7

.4
6

4
0

)

y
7

 (
9

0
4

.5
1

5
9

)

y
8

 (
1

0
1

8
.5

6
4

2
)

y
9

 (
1

1
0

5
.6

0
1

6
)

y
1

0
 (

1
2

1
9

.6
4

1
8

)

y
1

1
 (

1
3

3
3

.6
7

7
1

)

y
1

2
 (

1
4

9
6

.7
3

9
9

)

y
1

3
 (

1
5

8
3

.7
7

5
6

)

y
1

4
 (

1
6

7
0

.8
0

6
9

)

y
1

5
 (

1
7

9
9

.8
4

9
7

)

y
1

6
 (

1
9

1
2

.9
3

4
5

)

y
1

7
 (

2
0

2
6

.0
2

2
3

)

y
1

8
 (

2
1

5
4

.0
8

8
3

)

y
1

9
 (

2
2

6
9

.1
1

0
3

)

y
1

1
-N

H
3

 (
1

3
1

6
.6

6
9

4
)

y
1

3
-N

H
3

 (
1

5
6

6
.7

5
2

4
)

y
1

4
-N

H
3

 (
1

6
5

3
.7

8
5

2
)

y
1

5
-H

2
O

 (
1

7
8

1
.8

3
3

3
)

y
1

6
-N

H
3

 (
1

8
9

5
.9

1
4

4
)

y
1

7
-H

2
O

 (
2

0
0

7
.9

8
9

5
)

y
1

8
-H

2
O

 (
2

1
3

6
.0

7
1

1
)

y
1

8
-N

H
3

 (
2

1
3

7
.0

3
6

7
)

y
7

(2
+

) 
(4

5
2

.7
5

7
8

)

y
1

0
(2

+
) 

(6
1

0
.3

1
7

4
)

y
1

1
(2

+
) 

(6
6

7
.3

5
0

7
)

a
2

 (
2

3
5

.1
0

7
1

) b
2

 (
2

6
3

.1
0

2
2

)

b
3

 (
3

9
1

.1
6

0
6

)
b
3

-N
H

3
 (

3
7

4
.1

3
3

5
) b

4
 (

5
0

4
.2

4
5

0
)

b
5

 (
6

1
7

.3
2

9
5

)

Mass: 2415.1678     Charge: 3     m/z: 806.06319
Modified Peptide: _FDQILESSYNNSNHTVSK(ac)FK_     Score: 222.25     PEP: 1.1233E-115
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Mass: 1252.809     Charge: 2     m/z: 627.41175
Modified Peptide: _GVGPVTALK(ac)LIK_     Score: 53.252     PEP: 0.0055414
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Mass: 1128.6139     Charge: 2     m/z: 565.31422
Modified Peptide: _NDTLQK(ac)LGAK_     Score: 112.75     PEP: 5.1786E-05
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Mass: 1298.6875     Charge: 3     m/z: 433.90312
Modified Peptide: _EIIPEK(ac)TM(ox)HK_     Score: 73.841     PEP: 0.00014267
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Mass: 1260.7083     Charge: 2     m/z: 631.3614
Modified Peptide: _NILVK(ac)NDLM(ox)K_     Score: 56.359     PEP: 0.00083225
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Mass: 1209.6506     Charge: 2     m/z: 605.83258
Modified Peptide: _FSNGTK(ac)FVLR_     Score: 105.86     PEP: 0.00022815
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Mass: 1475.7765     Charge: 3     m/z: 492.93277
Modified Peptide: _NWK(ac)ELYHAIPR_     Score: 86.313     PEP: 2.3823E-05
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Mass: 1202.6841     Charge: 2     m/z: 602.34935
Modified Peptide: _SSAIPAAK(ac)VSSK_     Score: 62.799     PEP: 0.0017153



0 200 400 600 800 1000 1200

m/z

0

5000

10000

15000

20000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
4

)

y
3

 (
3

3
1

.2
3

3
6

)

y
4

 (
4

5
9

.2
8

9
6

)

y
5

 (
6

2
9

.3
9

6
4

)

y
6

 (
7

4
2

.4
8

4
2

)

y
7

 (
8

5
6

.5
2

2
0

)

y
8

 (
9

6
9

.6
1

0
0

)

y
4

-N
H

3
 (

4
4

2
.2

6
2

0
)

y
7

-N
H

3
 (

8
3

9
.5

0
3

4
)

y
6

(2
+

) 
(3

7
1

.7
4

4
3

)

a
2

 (
2

3
5

.1
4

3
4

)

b
2

 (
2

6
3

.1
3

8
4

)

b
6

 (
7

7
3

.4
5

3
9

)

a
cK

* 
(1

2
6

.0
9

0
8

)

Mass: 1230.7336     Charge: 2     m/z: 616.37408
Modified Peptide: _YVINLK(ac)QIAK_     Score: 87.913     PEP: 0.00026509
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Mass: 1280.6765     Charge: 2     m/z: 641.34552
Modified Peptide: _SYGAAPYAAK(ac)LK_     Score: 90.653     PEP: 4.4928E-07
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Mass: 2521.2709     Charge: 4     m/z: 631.325
Modified Peptide: _M(ox)TSHLFGLKPNDTVSFK(ac)GPIM(ox)K_     Score: 41.115     PEP: 0.0013194
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Mass: 1978.9822     Charge: 3     m/z: 660.66803
Modified Peptide: _M(ox)TSHLFGLK(ac)PNDTVSFK_     Score: 57.499     PEP: 3.7227E-05
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Mass: 1302.6509     Charge: 2     m/z: 652.33275
Modified Peptide: _WK(ac)WQPNQFK_     Score: 106.6     PEP: 0.002085
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Mass: 1157.6081     Charge: 3     m/z: 386.87663
Modified Peptide: _YILEK(ac)HEGK_     Score: 69.275     PEP: 0.0030115
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Mass: 1455.8449     Charge: 2     m/z: 728.92975
Modified Peptide: _VILTPNVVEFK(ac)R_     Score: 144.1     PEP: 5.7411E-15
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Mass: 2000.0983     Charge: 3     m/z: 667.7067
Modified Peptide: _LLPYWQDVIAK(ac)DLLSGK_     Score: 125.18     PEP: 1.8864E-28
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Mass: 1201.5728     Charge: 2     m/z: 601.79365
Modified Peptide: _HYGDLQGK(ac)DK_     Score: 127.87     PEP: 0.00011254
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Mass: 1940.0149     Charge: 3     m/z: 647.67892
Modified Peptide: _DLLSGK(ac)TVM(ox)IAAHGNSLR_     Score: 128.69     PEP: 1.66E-37
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Mass: 944.55134     Charge: 2     m/z: 473.28295
Modified Peptide: _AGELLK(ac)EK_     Score: 130.75     PEP: 4.914E-05
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Mass: 2378.3097     Charge: 3     m/z: 793.77718
Modified Peptide: _LNIPTGIPLVFELDENLK(ac)PSK_     Score: 139.95     PEP: 4.6517E-56
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Mass: 2414.139     Charge: 3     m/z: 805.72028
Modified Peptide: _SFDVPPPPIDASSPFSQK(ac)GDER_     Score: 142.99     PEP: 3.3109E-57
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Mass: 1581.8403     Charge: 3     m/z: 528.28736
Modified Peptide: _VYPDVLYTSK(ac)LSR_     Score: 155.66     PEP: 2.1473E-20
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Mass: 1722.9487     Charge: 3     m/z: 575.32351
Modified Peptide: _GLVK(ac)HLEGISDADIAK_     Score: 174.52     PEP: 1.2836E-47
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Mass: 1475.738     Charge: 2     m/z: 738.87626
Modified Peptide: _KFGEEK(ac)FNTYR_     Score: 223.22     PEP: 4.4116E-62
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Mass: 1554.8366     Charge: 2     m/z: 778.42556
Modified Peptide: _AIQTANIALEK(ac)ADR_     Score: 225.55     PEP: 5.9916E-73
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Mass: 1224.6503     Charge: 2     m/z: 613.33241
Modified Peptide: _GVSQYLNK(ac)FK_     Score: 77.662     PEP: 0.00039273
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Mass: 1397.6827     Charge: 2     m/z: 699.84862
Modified Peptide: _VGGAENYEK(ac)VYK_     Score: 118.48     PEP: 2.5601E-12
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Mass: 985.5808     Charge: 2     m/z: 493.79767
Modified Peptide: _LVQK(ac)LDTK_     Score: 66.27     PEP: 0.0071231
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Mass: 1676.8726     Charge: 3     m/z: 559.9648
Modified Peptide: _AQK(ac)YLEQVLDHQR_     Score: 151.74     PEP: 3.4959E-20
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Mass: 1836.9779     Charge: 2     m/z: 919.49622
Modified Peptide: _ITAVIPQFPYSK(ac)QCK_     Score: 63.709     PEP: 3.8819E-05
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Mass: 2208.2952     Charge: 3     m/z: 737.10567
Modified Peptide: _TVVTLSEPVQGELK(ac)PTVILK_     Score: 36.679     PEP: 0.0081294
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Mass: 1602.7293     Charge: 2     m/z: 802.37193
Modified Peptide: _EIIDNWEK(ac)YEQS_     Score: 50.149     PEP: 0.0083524
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Mass: 1169.6991     Charge: 2     m/z: 585.85681
Modified Peptide: _NK(ac)LVPTLEAK_     Score: 51.252     PEP: 0.0070914
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Mass: 974.54705     Charge: 2     m/z: 488.2808
Modified Peptide: _VM(ox)IAK(ac)EVK_     Score: 65.224     PEP: 0.0019046
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Mass: 1014.6044     Charge: 2     m/z: 508.3095
Modified Peptide: _NIIK(ac)ENVK_     Score: 66.504     PEP: 0.0070147
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Mass: 1821.9414     Charge: 3     m/z: 608.32107
Modified Peptide: _NPNWLEEYHPK(ac)LIK_     Score: 76.262     PEP: 6.1954E-06
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Mass: 1660.9188     Charge: 2     m/z: 831.4667
Modified Peptide: _YIPNLTAK(ac)PFQVTK_     Score: 81.619     PEP: 5.7347E-07
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Mass: 1722.8763     Charge: 2     m/z: 862.44544
Modified Peptide: _NANIFSSVK(ac)CFGPIK_     Score: 82.908     PEP: 1.3717E-08
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Mass: 1269.7172     Charge: 2     m/z: 635.86589
Modified Peptide: _ELIK(ac)NYITAR_     Score: 84.658     PEP: 0.00028645
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Mass: 1067.6339     Charge: 2     m/z: 534.82422
Modified Peptide: _LVPTLEAK(ac)R_     Score: 89.047     PEP: 0.00063418
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Mass: 2540.1689     Charge: 4     m/z: 636.0495
Modified Peptide: _GGGHHSFEDAHTPMLQMYSK(ac)IR_     Score: 92.492     PEP: 5.0386E-19
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Mass: 1507.7453     Charge: 4     m/z: 377.9436
Modified Peptide: _SIM(ox)DGIHDGHIK(ac)K_     Score: 96.464     PEP: 1.0403E-09
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Mass: 1525.7559     Charge: 3     m/z: 509.59257
Modified Peptide: _SEM(ox)GEPIHK(ac)IATR_     Score: 97.551     PEP: 1.1934E-09
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Mass: 1381.8181     Charge: 2     m/z: 691.91631
Modified Peptide: _LQK(ac)IDIIELQK_     Score: 106.26     PEP: 5.7429E-07
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Mass: 1595.7732     Charge: 3     m/z: 532.93169
Modified Peptide: _K(ac)NPNWLEEYHPK_     Score: 107.37     PEP: 1.0317E-09
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Mass: 1869.0612     Charge: 3     m/z: 624.02766
Modified Peptide: _AIIK(ac)AIFPNTVDGDLLK_     Score: 109.48     PEP: 5.3602E-22
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Mass: 1139.6227     Charge: 2     m/z: 570.81861
Modified Peptide: _IFVETK(ac)FSK_     Score: 110.14     PEP: 0.0003175
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Mass: 1329.7656     Charge: 2     m/z: 665.89009
Modified Peptide: _LAGK(ac)YIPNLTAK_     Score: 118.37     PEP: 2.597E-12
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Mass: 1920.9461     Charge: 3     m/z: 641.32265
Modified Peptide: _IFK(ac)EINEHSTSYTFR_     Score: 130.47     PEP: 7.2183E-26
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Mass: 1733.8993     Charge: 3     m/z: 578.97371
Modified Peptide: _TVEPVYQM(ox)HIK(ac)TSK_     Score: 134.24     PEP: 5.6555E-22
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Mass: 1051.6117     Charge: 2     m/z: 526.81313
Modified Peptide: _TSK(ac)DIAVLR_     Score: 138.66     PEP: 1.1677E-05
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Mass: 947.54402     Charge: 2     m/z: 474.77928
Modified Peptide: _LIK(ac)FETR_     Score: 157.21     PEP: 1.3156E-05



0 500 1000 1500 2000

m/z

0

10000

20000

30000

40000

50000

60000

70000

80000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
5

)

y
2

 (
2

7
6

.1
5

4
5

)

y
3

 (
3

8
9

.2
3

8
7

)

y
4

 (
4

6
0

.2
7

5
8

)

y
5

 (
5

8
9

.3
1

8
0

)

y
6

 (
7

0
4

.3
5

0
7

)

y
7

 (
8

0
1

.3
9

9
1

)

y
8

 (
9

7
1

.5
0

7
8

)

y
9

 (
1

0
8

6
.5

3
1

1
)

y
1

0
 (

1
1

9
9

.6
1

9
0

)

y
1

1
 (

1
3

1
2

.7
0

4
3

)

y
1

2
 (

1
3

9
9

.7
1

9
5

)

y
1

4
 (

1
6

4
9

.8
1

1
0

)

y
2

-H
2

O
 (

2
5

8
.1

4
4

3
)

y
4

-H
2

O
 (

4
4

2
.2

6
6

8
)

y
6

-H
2

O
 (

6
8

6
.3

2
6

6
)

y
7

-H
2

O
 (

7
8

3
.3

8
7

3
)

y
9

-H
2

O
 (

1
0

6
8

.5
2

7
1

)
y
9

-N
H

3
 (

1
0

6
9

.5
1

2
4

)

y
1

0
-H

2
O

 (
1

1
8

1
.6

0
2

8
)

a
2

 (
1

8
7

.1
4

4
1

)
b
2

 (
2

1
5

.1
3

8
9

)

b
3

 (
3

0
2

.1
7

1
0

)
b
3

-H
2

O
 (

2
8

4
.1

6
0

3
)

b
4

 (
4

1
5

.2
5

3
5

)
b
4

-H
2

O
 (

3
9

7
.2

4
4

8
)

b
5

 (
5

2
8

.3
3

6
6

)
b
5

-H
2

O
 (

5
1

0
.3

2
6

1
)

b
6

 (
6

5
6

.3
9

4
1

)
b
6

-H
2

O
 (

6
3

8
.3

8
9

5
)

b
7

 (
7

4
3

.4
2

6
6

)
b
7

-H
2

O
 (

7
2

5
.4

2
2

0
)

b
8

 (
9

0
6

.5
0

0
6

)
b
8

-H
2

O
 (

8
8

8
.4

8
2

8
)

b
9

 (
9

9
3

.5
2

8
8

)
b
9

-H
2

O
 (

9
7

5
.5

1
3

6
)

b
1

6
 (

1
8

4
5

.9
5

9
0

)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 2304.2101     Charge: 3     m/z: 769.0773
Modified Peptide: _TLSLIQSYSLLDK(ac)PDEAIEK_     Score: 159.04     PEP: 5.0849E-36
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Modified Peptide: _ALDTVTNVLNFIK(ac)LQK_     Score: 224.16     PEP: 5.9334E-145
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Mass: 2070.013     Charge: 3     m/z: 691.01162
Modified Peptide: _NSPNIANK(ac)QISSDTQFHK_     Score: 194.92     PEP: 7.8425E-67
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Mass: 1359.6783     Charge: 2     m/z: 680.84642
Modified Peptide: _AFDK(ac)NSPNIANK_     Score: 237.76     PEP: 3.9257E-83
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Mass: 1668.8624     Charge: 3     m/z: 557.29474
Modified Peptide: _SFPNK(ac)IDHTIAWAK_     Score: 75.764     PEP: 7.1295E-06
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Mass: 1313.6503     Charge: 2     m/z: 657.83244
Modified Peptide: _IGSVK(ac)EYGEYK_     Score: 78.692     PEP: 3.6814E-05
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Mass: 1609.8862     Charge: 2     m/z: 805.95036
Modified Peptide: _GPICLK(ac)AVAAEQALK_     Score: 52.527     PEP: 0.00039169
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Mass: 939.50657     Charge: 2     m/z: 470.76056
Modified Peptide: _K(ac)EFIFSK_     Score: 122.52     PEP: 0.0066507
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Mass: 2552.2806     Charge: 3     m/z: 851.76746
Modified Peptide: _TSPISHDNCGIFK(ac)NVPQGIAVTR_     Score: 134.66     PEP: 9.1027E-48
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Mass: 1670.9094     Charge: 3     m/z: 557.97708
Modified Peptide: _YAQSPK(ac)FSKPDPLK_     Score: 74.678     PEP: 2.3576E-05
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Mass: 1521.9243     Charge: 3     m/z: 508.31536
Modified Peptide: _LRPEIK(ac)VIGTGGIK_     Score: 71.344     PEP: 3.9667E-05
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Mass: 1117.5689     Charge: 2     m/z: 559.79173
Modified Peptide: _ELK(ac)DIMEAK_     Score: 90.263     PEP: 0.00087696
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Mass: 1399.7388     Charge: 2     m/z: 700.87665
Modified Peptide: _ETLEK(ac)VFAFFK_     Score: 101.95     PEP: 2.2068E-06



0 200 400 600 800 1000

m/z

0

5000

10000

15000

20000

25000

30000

35000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
6

)

y
2

 (
3

1
7

.2
1

8
6

)

y
3

 (
4

6
4

.2
8

7
8

)

y
4

 (
6

1
1

.3
5

5
1

)

y
5

 (
6

8
2

.3
9

2
8

)

y
6

 (
8

2
9

.4
6

1
4

)

a
2

 (
2

1
9

.1
4

9
2

)

b
2

 (
2

4
7

.1
4

4
2

)

b
3

 (
3

1
8

.1
8

1
4

)

b
4

 (
4

6
5

.2
4

7
6

)

a
cK

* 
(1

2
6

.0
9

1
3

)

Mass: 927.52182     Charge: 2     m/z: 464.76819
Modified Peptide: _VFAFFK(ac)K_     Score: 112.75     PEP: 0.0066557
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Mass: 1506.8042     Charge: 2     m/z: 754.40938
Modified Peptide: _AGAFITK(ac)SATTLER_     Score: 142.38     PEP: 4.3878E-22
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Mass: 1463.7409     Charge: 2     m/z: 732.87772
Modified Peptide: _PK(ac)NGFGGIGGEYVK_     Score: 234.22     PEP: 2.9044E-87
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Mass: 1416.7372     Charge: 3     m/z: 473.25303
Modified Peptide: _K(ac)FYNFDEIRK_     Score: 109.6     PEP: 0.00010834



0 200 400 600 800 1000

m/z

0

50000

100000

150000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
7

)

y
2

 (
2

5
2

.1
7

9
2

)

y
3

 (
3

8
9

.2
3

7
5

)

y
4

 (
5

6
7

.3
6

4
6

)

y
5

 (
6

2
4

.3
7

8
0

)

y
6

 (
7

2
1

.4
3

0
9

)

y
7

 (
8

3
4

.5
0

9
1

)

y
7

(2
+

) 
(4

1
7

.7
6

1
4

)

a
2

 (
2

4
9

.1
5

9
2

)

b
2

 (
2

7
7

.1
5

4
0

)

Mass: 996.57275     Charge: 2     m/z: 499.29365
Modified Peptide: _YLPGK(ac)HPK_     Score: 64.265     PEP: 0.0080522
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Mass: 1015.6066     Charge: 2     m/z: 508.81059
Modified Peptide: _IPK(ac)YNVIK_     Score: 69.825     PEP: 0.0058448
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Mass: 1588.8573     Charge: 2     m/z: 795.43593
Modified Peptide: _NLYSQATK(ac)PLLGSR_     Score: 74.769     PEP: 8.997E-06
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Mass: 1418.8133     Charge: 2     m/z: 710.41393
Modified Peptide: _LLSNLLSTFNK(ac)K_     Score: 113.77     PEP: 1.26E-10
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Mass: 1485.8191     Charge: 2     m/z: 743.91684
Modified Peptide: _IIEK(ac)AINEVPYR_     Score: 87.001     PEP: 4.8504E-06
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Modified Peptide: _K(ac)PFYVVTESHK_     Score: 106.01     PEP: 4.2531E-07
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Mass: 2993.3632     Charge: 3     m/z: 998.79502
Modified Peptide: _RNPSNNSIDSK(ac)NESASVNSSDGLTSM(ox)PK_     Score: 133.4     PEP: 3.0657E-54
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Mass: 1360.5994     Charge: 2     m/z: 681.30699
Modified Peptide: _EVNVDDEK(ac)EDK_     Score: 117.79     PEP: 6.926E-08
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Mass: 1590.9134     Charge: 3     m/z: 531.31173
Modified Peptide: _PIIHVPK(ac)EVYLNK_     Score: 98.182     PEP: 4.196E-09
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Mass: 1223.5969     Charge: 2     m/z: 612.80571
Modified Peptide: _SVGGLYCK(ac)NGK_     Score: 61.213     PEP: 0.0011618
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Mass: 1809.9989     Charge: 3     m/z: 604.34024
Modified Peptide: _EFLIK(ac)PLHLQGSTASK_     Score: 87.932     PEP: 2.9008E-10
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Mass: 1324.7252     Charge: 3     m/z: 442.58233
Modified Peptide: _EFLK(ac)HIINNR_     Score: 53.124     PEP: 0.0055269
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Mass: 1824.9231     Charge: 3     m/z: 609.31497
Modified Peptide: _LSHNQQLAQFNNK(ac)NK_     Score: 124.81     PEP: 7.1795E-22
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Mass: 978.5386     Charge: 2     m/z: 490.27658
Modified Peptide: _IGSLK(ac)EYK_     Score: 128.69     PEP: 5.4303E-05
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Mass: 1742.8698     Charge: 2     m/z: 872.44217
Modified Peptide: _YLSIVK(ac)EYANDQDK_     Score: 122.1     PEP: 2.7317E-17
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Mass: 1007.54     Charge: 2     m/z: 504.77727
Modified Peptide: _SLVNK(ac)YSR_     Score: 128.12     PEP: 5.5719E-05
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Mass: 1058.6004     Charge: 2     m/z: 530.30748
Modified Peptide: _VIK(ac)SFPYR_     Score: 107.01     PEP: 0.00026149
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Mass: 2531.2193     Charge: 4     m/z: 633.81211
Modified Peptide: _EK(ac)DVEGLNHVYYQNLYHNVR_     Score: 155.11     PEP: 1.7533E-65
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Mass: 1175.5935     Charge: 2     m/z: 588.80402
Modified Peptide: _LDNPQK(ac)YTR_     Score: 97.456     PEP: 0.00046212
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Mass: 1028.5866     Charge: 2     m/z: 515.30058
Modified Peptide: _TLK(ac)ILDER_     Score: 67.563     PEP: 0.0065547
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Mass: 3078.4118     Charge: 5     m/z: 616.68965
Modified Peptide: _SESSQHHSSSSVTTNK(ac)FNHIDQSEISR_     Score: 98.326     PEP: 7.362E-24
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Mass: 2208.1306     Charge: 2     m/z: 1105.0726
Modified Peptide: _ENSLAVYNIPLFPDDPK(ac)AR_     Score: 223.5     PEP: 6.7857E-104
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Mass: 1135.6328     Charge: 2     m/z: 568.8237
Modified Peptide: _DVDLDK(ac)IIR_     Score: 80.688     PEP: 0.00088279
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Mass: 1093.6335     Charge: 2     m/z: 547.82403
Modified Peptide: _NSK(ac)VLGALSR_     Score: 145.91     PEP: 1.481E-06
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Mass: 1629.8111     Charge: 3     m/z: 544.27764
Modified Peptide: _QIVGTVHK(ac)YEDSGR_     Score: 74.769     PEP: 8.997E-06
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Mass: 1576.7297     Charge: 2     m/z: 789.37213
Modified Peptide: _DK(ac)YDTDFYILDK_     Score: 74.475     PEP: 0.0070402
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Mass: 1394.6314     Charge: 2     m/z: 698.32297
Modified Peptide: _AAAEDTAK(ac)DNYGK_     Score: 81.494     PEP: 5.8439E-06
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Mass: 1147.5907     Charge: 2     m/z: 574.80263
Modified Peptide: _EGTISK(ac)NMVK_     Score: 90.827     PEP: 0.00024596
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Mass: 1204.634     Charge: 2     m/z: 603.32425
Modified Peptide: _VK(ac)FVDLDEAK_     Score: 91.937     PEP: 0.00022708
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Mass: 1554.9064     Charge: 2     m/z: 778.4605
Modified Peptide: _QQASLIQGLVK(ac)ANK_     Score: 105     PEP: 4.9321E-14
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Mass: 1174.6194     Charge: 2     m/z: 588.31696
Modified Peptide: _SNK(ac)ITITNDK_     Score: 67.153     PEP: 0.00091639
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Mass: 1785.9847     Charge: 3     m/z: 596.33553
Modified Peptide: _LIDVDGK(ac)PQIQVEFK_     Score: 68.944     PEP: 3.3162E-06
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Mass: 1812.8668     Charge: 3     m/z: 605.29622
Modified Peptide: _NQAAM(ox)NPANTVFDAK(ac)R_     Score: 91.355     PEP: 1.0869E-14
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Mass: 2022.9932     Charge: 3     m/z: 675.33835
Modified Peptide: _GETK(ac)NFTPEQISSM(ox)VLGK_     Score: 98.572     PEP: 2.057E-17
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Mass: 1987.0618     Charge: 3     m/z: 663.36122
Modified Peptide: _DNNLLGK(ac)FELSGIPPAPR_     Score: 100.97     PEP: 3.5845E-17
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Mass: 1828.9935     Charge: 3     m/z: 610.67176
Modified Peptide: _IINEPTAAAIAYGLDK(ac)K_     Score: 101.92     PEP: 8.2856E-17
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Mass: 1002.5233     Charge: 2     m/z: 502.26895
Modified Peptide: _LSK(ac)EDIEK_     Score: 111.65     PEP: 0.00015401
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Mass: 1448.6705     Charge: 2     m/z: 725.34251
Modified Peptide: _EDIEK(ac)M(ox)VAEAEK_     Score: 112.5     PEP: 1.0591E-10
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Mass: 2209.2056     Charge: 3     m/z: 737.40916
Modified Peptide: _LIDVDGKPQIQVEFK(ac)GETK_     Score: 116.98     PEP: 6.266E-32
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Mass: 2436.1701     Charge: 3     m/z: 813.06398
Modified Peptide: _EEFDDQLK(ac)ELQEVANPIM(ox)SK_     Score: 133.21     PEP: 1.1683E-44
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Mass: 1305.7384     Charge: 2     m/z: 653.87646
Modified Peptide: _STLDPVEK(ac)VLR_     Score: 138.76     PEP: 3.1842E-08
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Mass: 1739.7924     Charge: 3     m/z: 580.93807
Modified Peptide: _M(ox)VAEAEK(ac)FKEEDEK_     Score: 141.46     PEP: 3.1539E-22
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Mass: 1058.572     Charge: 2     m/z: 530.29329
Modified Peptide: _ITITNDK(ac)GR_     Score: 166.09     PEP: 4.0492E-13



0 200 400 600 800 1000 1200 1400 1600

m/z

0

5000

10000

15000

20000

25000

30000

35000

40000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
6

)

y
3

 (
3

8
6

.2
1

4
1

)

y
4

 (
5

1
5

.2
5

6
1

)

y
5

 (
6

8
5

.3
6

1
9

)

y
6

 (
7

4
2

.3
8

3
7

)

y
7

 (
8

5
6

.4
2

5
8

)

y
8

 (
1

0
0

3
.4

9
5

0
)

y
9

 (
1

1
6

6
.5

5
8

8
)

y
1

0
 (

1
2

8
1

.5
8

6
2

)

y
1

1
 (

1
3

8
2

.6
3

2
2

)

y
1

2
 (

1
4

8
1

.6
8

8
4

)

y
3

-N
H

3
 (

3
6

9
.1

8
7

4
)

y
4

-H
2

O
 (

4
9

7
.2

4
3

1
)

y
5

-N
H

3
 (

6
6

8
.3

2
6

1
)

y
7

-N
H

3
 (

8
3

9
.3

9
8

0
)

y
8

-H
2

O
 (

9
8

5
.4

7
6

3
)

y
8

-N
H

3
 (

9
8

6
.4

6
5

2
)

y
9

-H
2

O
 (

1
1

4
8

.5
6

0
4

)
y
9

-N
H

3
 (

1
1

4
9

.5
2

6
8

)

y
1

0
-N

H
3

 (
1

2
6

4
.5

6
7

7
)

y
1

1
-N

H
3

 (
1

3
6

5
.6

1
1

1
)

a
2

 (
1

8
5

.1
6

4
6

)
b
2

 (
2

1
3

.1
5

9
4

)

b
3

 (
3

1
4

.2
0

3
2

)

b
4

 (
4

2
9

.2
3

3
4

)
b
4

-H
2

O
 (

4
1

1
.2

2
3

9
)

b
5

 (
5

9
2

.2
8

9
1

)a
cK

* 
(1

2
6

.0
9

1
0

)

Mass: 1593.7787     Charge: 2     m/z: 797.89664
Modified Peptide: _LVTDYFNGK(ac)EPNR_     Score: 170.18     PEP: 1.2362E-24
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Mass: 1659.7952     Charge: 2     m/z: 830.90486
Modified Peptide: _NTISEAGDK(ac)LEQADK_     Score: 172.82     PEP: 2.6003E-35
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Mass: 1471.7936     Charge: 2     m/z: 736.90407
Modified Peptide: _LVNHFIQEFK(ac)R_     Score: 192.44     PEP: 4.2268E-31
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Mass: 1481.6969     Charge: 3     m/z: 494.90624
Modified Peptide: _FKEEDEK(ac)ESQR_     Score: 206.69     PEP: 7.2634E-41
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Mass: 1452.7613     Charge: 2     m/z: 727.38792
Modified Peptide: _VQK(ac)LVTDYFNGK_     Score: 215.5     PEP: 3.3357E-55
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Mass: 2222.1067     Charge: 3     m/z: 741.7095
Modified Peptide: _NQLESIAYSLK(ac)NTISEAGDK_     Score: 263.52     PEP: 5.7263E-159
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Mass: 1135.6277     Charge: 2     m/z: 568.82115
Modified Peptide: _YFAIPDIK(ac)K_     Score: 61.65     PEP: 0.0052651
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Mass: 1574.8318     Charge: 4     m/z: 394.71522
Modified Peptide: _GLQPK(ac)YEIHHGVR_     Score: 90.926     PEP: 5.5383E-08
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Mass: 1105.6608     Charge: 3     m/z: 369.56087
Modified Peptide: _AIHK(ac)IVDIR_     Score: 110.38     PEP: 0.00032421
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Mass: 1762.7969     Charge: 3     m/z: 588.60626
Modified Peptide: _ALERDEDADSTTK(ac)DR_     Score: 115.82     PEP: 1.1938E-20
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Mass: 1170.6943     Charge: 2     m/z: 586.35444
Modified Peptide: _VLQDAAK(ac)IQK_     Score: 129.16     PEP: 9.9126E-05
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Mass: 1853.8544     Charge: 3     m/z: 618.95874
Modified Peptide: _YNEEK(ac)HGHEELTQAK_     Score: 130.47     PEP: 7.7644E-19
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Mass: 1385.7303     Charge: 2     m/z: 693.87243
Modified Peptide: _HYK(ac)LNLTQEAK_     Score: 158.01     PEP: 1.2711E-11



0 200 400 600 800 1000 1200

m/z

0

2000

4000

6000

8000

In
te

n
si

ty

y
3

 (
3

9
0

.2
6

4
5

)

y
4

 (
5

0
3

.3
5

2
2

)

y
5

 (
6

1
6

.4
3

5
6

)

y
6

 (
6

8
7

.4
7

6
4

)

y
8

 (
9

4
7

.5
9

0
7

)

y
8

(2
+

) 
(4

7
4

.2
9

4
4

)

b
2

 (
2

0
5

.0
6

4
1

)

b
3

 (
3

0
4

.1
3

3
0

)

Mass: 1249.7075     Charge: 2     m/z: 625.86104
Modified Peptide: _M(ox)GVPYAIIK(ac)GK_     Score: 51.092     PEP: 0.0017049
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Mass: 1670.9327     Charge: 3     m/z: 557.98483
Modified Peptide: _YGLNHVVSLIENK(ac)K_     Score: 85.837     PEP: 2.2839E-07
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Mass: 1207.6462     Charge: 2     m/z: 604.83037
Modified Peptide: _K(ac)HWGGGILGNK_     Score: 100.69     PEP: 6.4582E-05
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Mass: 1355.731     Charge: 2     m/z: 678.87277
Modified Peptide: _NFGIGQAVQPK(ac)R_     Score: 113.63     PEP: 1.4554E-10
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Mass: 1527.8257     Charge: 3     m/z: 510.2825
Modified Peptide: _ERLTK(ac)EAAAIAEGK_     Score: 124.09     PEP: 3.8065E-17
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Mass: 1280.6554     Charge: 2     m/z: 641.33496
Modified Peptide: _YVK(ac)WPEYVR_     Score: 102.06     PEP: 0.0001666
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Mass: 1477.779     Charge: 3     m/z: 493.60028
Modified Peptide: _HWGGGILGNK(ac)AQAK_     Score: 140.24     PEP: 5.5755E-22
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Mass: 1244.6401     Charge: 2     m/z: 623.32733
Modified Peptide: _QDASPK(ac)PYAVK_     Score: 155.47     PEP: 2.0974E-11
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Mass: 1424.73     Charge: 3     m/z: 475.91727
Modified Peptide: _NTAAETFK(ac)LFNK_     Score: 166.7     PEP: 6.1122E-21
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Mass: 1968.968     Charge: 3     m/z: 657.32996
Modified Peptide: _LVSTIDANFADK(ac)YDEVK_     Score: 173.51     PEP: 3.4674E-55
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Mass: 2191.172     Charge: 3     m/z: 731.39796
Modified Peptide: _NPLTHSTPK(ac)NFGIGQAVQPK_     Score: 200.99     PEP: 4.3855E-96
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Mass: 1623.8592     Charge: 2     m/z: 812.93685
Modified Peptide: _LFNK(ac)YRPETAAEK_     Score: 203.32     PEP: 6.9569E-47
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Mass: 1042.5811     Charge: 2     m/z: 522.29784
Modified Peptide: _HFSLEK(ac)LK_     Score: 119.62     PEP: 7.4364E-05
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Mass: 1297.6336     Charge: 2     m/z: 649.82409
Modified Peptide: _M(ox)VYASSK(ac)DALR_     Score: 86.313     PEP: 5.9642E-06
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Mass: 1970.0266     Charge: 3     m/z: 657.68282
Modified Peptide: _IM(ox)LANHPDK(ac)GGSPFLATK_     Score: 53.779     PEP: 0.00019212
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Mass: 1409.7191     Charge: 2     m/z: 705.86682
Modified Peptide: _STTAFLK(ac)GGFDPK_     Score: 80.371     PEP: 6.5333E-06
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Mass: 2076.1255     Charge: 3     m/z: 693.04912
Modified Peptide: _IVAK(ac)LLETPELTEQWHK_     Score: 129.32     PEP: 1.4453E-34
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Mass: 2004.064     Charge: 3     m/z: 669.02861
Modified Peptide: _RNDAIINQSTFK(ac)EIVSK_     Score: 45.094     PEP: 0.0078549
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Mass: 1673.7976     Charge: 3     m/z: 558.93982
Modified Peptide: _YNWICDPVHK(ac)HR_     Score: 107.09     PEP: 1.4834E-09
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Mass: 1130.6328     Charge: 2     m/z: 566.32367
Modified Peptide: _AK(ac)QGFVIYR_     Score: 135.79     PEP: 0.00012561
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Mass: 1717.8635     Charge: 2     m/z: 859.93903
Modified Peptide: _GATYGK(ac)PTNQGVNELK_     Score: 165.86     PEP: 3.8879E-43
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Mass: 1595.8147     Charge: 2     m/z: 798.91464
Modified Peptide: _PTNQGVNELK(ac)YQR_     Score: 300.4     PEP: 1.2051E-179
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Mass: 1818.955     Charge: 2     m/z: 910.48476
Modified Peptide: _NEVSAM(ox)PTLLLFK(ac)NGK_     Score: 73.156     PEP: 0.00071711
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Mass: 1423.837     Charge: 2     m/z: 712.92576
Modified Peptide: _EVAK(ac)VVGANPAAIK_     Score: 94.09     PEP: 8.6854E-10
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Mass: 2509.1545     Charge: 3     m/z: 837.39212
Modified Peptide: _M(ox)IAPM(ox)IEK(ac)FSEQYPQADFYK_     Score: 148.24     PEP: 9.7301E-57
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Mass: 968.49271     Charge: 2     m/z: 485.25363
Modified Peptide: _HDVK(ac)AETK_     Score: 81.338     PEP: 0.0028936
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Mass: 1963.0489     Charge: 3     m/z: 655.3569
Modified Peptide: _K(ac)LIDLTQFPAFVTPM(ox)GK_     Score: 94.203     PEP: 8.0747E-09
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Mass: 1682.8199     Charge: 3     m/z: 561.94723
Modified Peptide: _NIVEFHSDHM(ox)K(ac)IR_     Score: 105.03     PEP: 2.9114E-13
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Mass: 1098.6186     Charge: 2     m/z: 550.31657
Modified Peptide: _GYK(ac)PVAVPAR_     Score: 103.55     PEP: 2.3547E-05
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Mass: 1129.5607     Charge: 2     m/z: 565.78764
Modified Peptide: _SFNDNSK(ac)IR_     Score: 109.29     PEP: 0.00029446
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Mass: 1672.9764     Charge: 3     m/z: 558.66606
Modified Peptide: _FVLQK(ac)LLTTIADAAK_     Score: 122.34     PEP: 3.3244E-13
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Mass: 2186.0777     Charge: 3     m/z: 729.69983
Modified Peptide: _LLQTPIDM(ox)SLK(ac)PNDAESEK_     Score: 149.94     PEP: 2.6257E-51
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Mass: 1653.8949     Charge: 2     m/z: 827.95471
Modified Peptide: _YGGVYVGTLSK(ac)PEVK_     Score: 155.64     PEP: 2.8829E-31
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Mass: 1538.7981     Charge: 2     m/z: 770.40631
Modified Peptide: _(ac)SEITLGK(ac)YLFER_     Score: 165.58     PEP: 4.1573E-21
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Mass: 1584.9309     Charge: 2     m/z: 793.47274
Modified Peptide: _EVIDTILALVK(ac)DAK_     Score: 166.86     PEP: 1.5284E-27
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Mass: 2112.2278     Charge: 3     m/z: 705.0832
Modified Peptide: _LLTTIADAAK(ac)GYKPVAVPAR_     Score: 168.89     PEP: 8.0777E-77
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Mass: 1780.9517     Charge: 3     m/z: 594.65783
Modified Peptide: _NATFPGVQM(ox)K(ac)FVLQK_     Score: 182.33     PEP: 2.321E-40
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Mass: 1437.6736     Charge: 2     m/z: 719.84407
Modified Peptide: _LTQDK(ac)SFNDNSK_     Score: 184.87     PEP: 9.5213E-28
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Mass: 1642.7773     Charge: 3     m/z: 548.59972
Modified Peptide: _TK(ac)NIVEFHSDHM(ox)K_     Score: 196.48     PEP: 2.954E-39
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Mass: 1648.8279     Charge: 3     m/z: 550.61658
Modified Peptide: _VATTGEWDK(ac)LTQDK_     Score: 222.29     PEP: 8.6766E-73
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Mass: 1235.7118     Charge: 2     m/z: 618.86315
Modified Peptide: _TWEK(ac)LVLAAR_     Score: 84.658     PEP: 0.00028645
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Mass: 1721.9577     Charge: 3     m/z: 574.99317
Modified Peptide: _AVLK(ac)FAAHTGATPIAGR_     Score: 118.31     PEP: 1.6071E-21
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Mass: 1504.731     Charge: 4     m/z: 377.19004
Modified Peptide: _TPDFLEK(ac)DPHHK_     Score: 73.848     PEP: 0.0075068
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Mass: 1921.9785     Charge: 2     m/z: 961.99655
Modified Peptide: _QAATPEFK(ac)EYQTQVLK_     Score: 83.966     PEP: 0.00022979



0 200 400 600 800 1000 1200 1400

m/z

0

5000

10000

15000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
8

)

y
3

 (
3

9
5

.2
0

2
9

)

y
4

 (
5

0
8

.2
8

5
9

)

y
5

 (
6

2
2

.3
3

0
0

)

y
6

 (
7

9
2

.4
3

5
5

)

y
7

 (
9

3
9

.5
0

8
2

)

y
8

 (
1

0
6

8
.5

4
1

6
)

y
9

 (
1

1
5

5
.5

7
8

9
)

y
1

0
 (

1
2

8
4

.6
2

0
3

)

y
5

-N
H

3
 (

6
0

5
.3

0
8

8
)

y
8

-H
2

O
 (

1
0

5
0

.5
5

7
5

)
y
8

-N
H

3
 (

1
0

5
1

.5
1

7
2

)

y
9

-H
2

O
 (

1
1

3
7

.5
7

6
4

)
y
9

-N
H

3
 (

1
1

3
8

.5
4

9
6

)

y
1

0
-H

2
O

 (
1

2
6

6
.6

1
4

7
)

y
7

(2
+

) 
(4

7
0

.2
5

2
8

)

a
2

 (
1

5
7

.1
3

3
3

)
b
2

 (
1

8
5

.1
2

8
2

)

a
cK

* 
(1

2
6

.0
9

1
0

)

Mass: 1467.7358     Charge: 2     m/z: 734.87517
Modified Peptide: _ALESEFK(ac)NLGYR_     Score: 97.452     PEP: 1.6257E-08
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Mass: 848.4756     Charge: 2     m/z: 425.24508
Modified Peptide: _LIDYK(ac)R_     Score: 131.65     PEP: 0.0068712
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Mass: 2686.3793     Charge: 3     m/z: 896.46703
Modified Peptide: _LITSHLVDTDPEVDSIIK(ac)DEIER_     Score: 166.21     PEP: 3.8644E-88
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Mass: 1267.6925     Charge: 2     m/z: 634.85351
Modified Peptide: _ALK(ac)AFHVTPDK_     Score: 168.85     PEP: 3.0514E-16
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Mass: 1362.7143     Charge: 2     m/z: 682.36444
Modified Peptide: _EYQTQVLK(ac)NAK_     Score: 169.65     PEP: 2.5467E-16
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Mass: 1340.8614     Charge: 2     m/z: 671.43797
Modified Peptide: _TTLLPGILK(ac)TVK_     Score: 62.14     PEP: 0.0018745
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Mass: 1680.9563     Charge: 2     m/z: 841.48542
Modified Peptide: _LSNANFIAK(ac)PLPINK_     Score: 98.253     PEP: 2.2022E-11
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Mass: 1422.7395     Charge: 2     m/z: 712.37702
Modified Peptide: _LIEFYK(ac)SPEQK_     Score: 100.69     PEP: 7.8419E-05



0 200 400 600 800 1000 1200 1400

m/z

0

50000

100000

150000

200000

250000

300000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
3

)

y
2

 (
3

3
8

.1
8

2
8

)

y
3

 (
4

6
7

.2
2

6
0

)

y
4

 (
5

8
1

.2
6

8
9

)

y
5

 (
6

8
2

.3
1

6
4

)

y
6

 (
8

5
2

.4
2

2
3

)

y
7

 (
9

5
3

.4
7

0
5

)

y
8

 (
1

0
4

0
.5

0
1

7
)

y
9

 (
1

1
3

9
.5

7
0

8
)

y
2

-N
H

3
 (

3
2

1
.1

5
6

9
)

y
3

-N
H

3
 (

4
5

0
.1

9
8

0
)

y
4

-N
H

3
 (

5
6

4
.2

4
2

7
)

y
5

-H
2

O
 (

6
6

4
.3

0
6

8
)

y
5

-N
H

3
 (

6
6

5
.2

9
2

6
)

y
6

-H
2

O
 (

8
3

4
.4

0
9

6
)

y
6

-N
H

3
 (

8
3

5
.3

9
6

8
)

y
7

-H
2

O
 (

9
3

5
.4

5
9

3
)

y
8

-H
2

O
 (

1
0

2
2

.4
9

3
4

)
y
8

-N
H

3
 (

1
0

2
3

.4
8

4
5

)

y
9

-N
H

3
 (

1
1

2
2

.5
5

7
0

)

a
2

 (
2

1
9

.1
4

9
5

)

b
2

 (
2

4
7

.1
4

4
4

)

b
3

 (
3

3
4

.1
7

6
8

)
b
3

-H
2

O
 (

3
1

6
.1

6
6

6
)

a
cK

* 
(1

2
6

.0
9

1
5

)
a
cK

 (
1

4
3

.1
1

7
9

)

Mass: 1285.6303     Charge: 2     m/z: 643.82241
Modified Peptide: _FVSTK(ac)TNEYR_     Score: 164.97     PEP: 1.7159E-14
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Mass: 1180.591     Charge: 2     m/z: 591.3028
Modified Peptide: _VTFINK(ac)M(ox)DR_     Score: 73.887     PEP: 0.00050591
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Mass: 1353.6823     Charge: 2     m/z: 677.84844
Modified Peptide: _LSNEMHALK(ac)NR_     Score: 130.56     PEP: 1.7503E-11
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Mass: 1261.668     Charge: 3     m/z: 421.56327
Modified Peptide: _GAWGK(ac)PHGLAAR_     Score: 67.385     PEP: 0.00061275
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Mass: 1807.9257     Charge: 3     m/z: 603.64918
Modified Peptide: _WGFTNLDRPEYLK(ac)K_     Score: 92.65     PEP: 2.6025E-09
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Mass: 1421.7009     Charge: 2     m/z: 711.85774
Modified Peptide: _EAGEVK(ac)DDGAFVK_     Score: 123.28     PEP: 6.3534E-16
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Mass: 1807.9257     Charge: 3     m/z: 603.64918
Modified Peptide: _K(ac)WGFTNLDRPEYLK_     Score: 125.53     PEP: 1.4948E-17
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Mass: 1036.5342     Charge: 2     m/z: 519.27437
Modified Peptide: _YK(ac)FPGQQK_     Score: 130.22     PEP: 5.046E-05



0 200 400 600 800 1000 1200 1400

m/z

0

10000

20000

30000

40000

50000

60000

In
te

n
si

ty y
1

 (
1

4
7

.1
1

2
8

)

y
2

 (
2

3
4

.1
4

4
9

)

y
3

 (
3

4
7

.2
2

9
3

)

y
4

 (
4

6
0

.3
1

3
2

)

y
5

 (
5

7
3

.3
9

7
4

)

y
6

 (
7

4
3

.5
0

5
0

)

y
7

 (
8

7
1

.5
6

4
8

)

y
9

 (
1

0
5

6
.6

4
2

9
)

y
1

0
 (

1
1

5
3

.6
9

4
6

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

3
)

y
2

-H
2

O
 (

2
1

6
.1

3
4

4
)

y
7

-N
H

3
 (

8
5

4
.5

3
7

4
)

y
9

-H
2

O
 (

1
0

3
8

.6
3

1
5

)
y
9

-N
H

3
 (

1
0

3
9

.6
2

2
0

)

y
1

0
-N

H
3

 (
1

1
3

6
.6

6
7

2
)a
2

 (
2

1
7

.1
3

3
1

)

b
2

 (
2

4
5

.1
2

8
0

)

b
3

 (
3

0
2

.1
5

1
7

)

b
5

 (
5

5
8

.2
6

3
4

)

b
6

 (
7

2
8

.3
7

3
9

)

b
7

 (
8

4
1

.4
5

6
6

)

b
8

 (
9

5
4

.5
3

9
0

)

a
cK

* 
(1

2
6

.0
9

1
3

)

Mass: 1299.7551     Charge: 2     m/z: 650.88481
Modified Peptide: _FPGQQK(ac)IILSK_     Score: 113.61     PEP: 1.5333E-07
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Mass: 1379.7136     Charge: 2     m/z: 690.86408
Modified Peptide: _DSNK(ac)DVVVEGLR_     Score: 137.6     PEP: 1.672E-14
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Mass: 1376.6541     Charge: 2     m/z: 689.3343
Modified Peptide: _INK(ac)MLSCAGADR_     Score: 199.4     PEP: 1.0144E-43
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Mass: 1541.733     Charge: 2     m/z: 771.87379
Modified Peptide: _ICANK(ac)YMTTVSGR_     Score: 221.09     PEP: 3.1681E-71
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Mass: 1259.7077     Charge: 3     m/z: 420.90985
Modified Peptide: _NSIHEK(ac)LITR_     Score: 119.39     PEP: 8.556E-05
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Mass: 1239.6823     Charge: 3     m/z: 414.23471
Modified Peptide: _SLGVK(ac)DTTHIK_     Score: 96.067     PEP: 1.1988E-05
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Mass: 1952.9273     Charge: 3     m/z: 651.98305
Modified Peptide: _DTTHIK(ac)FASDPGCAFTK_     Score: 126     PEP: 6.7527E-29
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Mass: 1975.0085     Charge: 3     m/z: 659.34343
Modified Peptide: _M(ox)PQTVEWSK(ac)LISENKK_     Score: 159.88     PEP: 4.052E-41
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Mass: 1089.6405     Charge: 2     m/z: 545.82752
Modified Peptide: _PSK(ac)FLELAK_     Score: 112.13     PEP: 0.00037174
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Mass: 2369.2379     Charge: 3     m/z: 790.75326
Modified Peptide: _VLTFQGHPEFNSDVAQK(ac)GLLK_     Score: 131.65     PEP: 7.1826E-19
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Mass: 1260.602     Charge: 2     m/z: 631.30828
Modified Peptide: _LDIENDK(ac)MGGK_     Score: 89.805     PEP: 2.1279E-05
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Mass: 1187.5571     Charge: 2     m/z: 594.78583
Modified Peptide: _VNQGWGDDK(ac)K_     Score: 67.153     PEP: 0.00066213
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Mass: 1000.5189     Charge: 2     m/z: 501.26674
Modified Peptide: _K(ac)VELDAER_     Score: 107.15     PEP: 0.00018649
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Mass: 1843.9519     Charge: 3     m/z: 615.65792
Modified Peptide: _RVGEAEIAK(ac)YDTSSLR_     Score: 53.779     PEP: 0.0010882
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Mass: 1747.0124     Charge: 2     m/z: 874.51345
Modified Peptide: _GEIGPFASPK(ac)TIILVR_     Score: 76.151     PEP: 3.2524E-07
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Mass: 1411.7823     Charge: 3     m/z: 471.60139
Modified Peptide: _VVYEAHNVK(ac)ALK_     Score: 81.92     PEP: 1.0973E-05
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Mass: 1493.7627     Charge: 3     m/z: 498.92817
Modified Peptide: _EHK(ac)VVYEAHNVK_     Score: 85.554     PEP: 6.5938E-06
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Mass: 1225.6216     Charge: 2     m/z: 613.81809
Modified Peptide: _VVITCDEGK(ac)R_     Score: 90.149     PEP: 0.00018093
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Mass: 1726.8791     Charge: 2     m/z: 864.44683
Modified Peptide: _ALK(ac)APQHFYNSQPGK_     Score: 145.52     PEP: 4.4563E-26
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Mass: 2466.095     Charge: 3     m/z: 823.03896
Modified Peptide: _YM(ox)DTYLK(ac)PYPGHYFTGDGAGR_     Score: 174.2     PEP: 4.4933E-85
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Mass: 1654.889     Charge: 2     m/z: 828.45178
Modified Peptide: _K(ac)IVDEGLNGVDLVSR_     Score: 175.45     PEP: 2.0962E-39
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Mass: 1153.7405     Charge: 2     m/z: 577.87755
Modified Peptide: _TILGPIK(ac)NIK_     Score: 59.908     PEP: 0.0025328
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Mass: 1734.9428     Charge: 3     m/z: 579.32155
Modified Peptide: _LVQYAQK(ac)YFGHVPK_     Score: 100.55     PEP: 2.2555E-10
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Mass: 1387.746     Charge: 2     m/z: 694.88026
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Modified Peptide: _NFDK(ac)LLVR_     Score: 69.954     PEP: 0.0058044
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Mass: 1109.5717     Charge: 3     m/z: 370.86451
Modified Peptide: _LHDALK(ac)DEK_     Score: 90.906     PEP: 0.00087657
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Mass: 1129.6678     Charge: 2     m/z: 565.84116
Modified Peptide: _(ac)SSAIVAK(ac)LNK_     Score: 88.681     PEP: 0.00015258
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Mass: 1653.7886     Charge: 2     m/z: 827.90158
Modified Peptide: _FTPFDK(ac)SQLSAEDK_     Score: 142.1     PEP: 4.5429E-22
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Mass: 1596.7623     Charge: 3     m/z: 533.26139
Modified Peptide: _TQVTVEYK(ac)DDHGR_     Score: 73.91     PEP: 7.9354E-05
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Mass: 1232.722     Charge: 2     m/z: 617.36827
Modified Peptide: _SEIIEK(ac)VIPR_     Score: 83.862     PEP: 0.00029168
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Mass: 1199.6762     Charge: 2     m/z: 600.84535
Modified Peptide: _AQLK(ac)SEIIEK_     Score: 104.43     PEP: 2.6271E-05



0 500 1000 1500 2000

m/z

0

20000

40000

60000

80000

100000

120000

140000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
5

)

y
2

 (
2

4
6

.1
5

5
3

)

y
3

 (
3

5
9

.2
3

8
9

)

y
4

 (
4

7
4

.2
6

5
8

)

y
5

 (
5

8
7

.3
4

9
5

)

y
6

 (
7

1
6

.3
9

2
1

)

y
7

 (
8

8
6

.4
9

7
2

)

y
8

 (
9

8
5

.5
6

4
8

)

y
9

 (
1

0
9

8
.6

5
1

6
)

y
1

2
 (

1
3

5
1

.8
0

1
7

)

y
1

3
 (

1
5

0
7

.8
9

2
2

)

y
1

4
 (

1
6

2
0

.9
7

5
1

)

y
1

5
 (

1
7

3
6

.0
0

1
9

)

y
1

6
 (

1
8

8
3

.0
6

9
8

)

y
6

-H
2

O
 (

6
9

8
.3

7
8

8
)

y
9

(2
+

) 
(5

4
9

.8
2

1
1

)

a
2

 (
2

3
4

.1
2

3
1

)
b
2

 (
2

6
2

.1
1

7
7

)

b
3

 (
3

7
7

.1
4

3
7

)

b
5

 (
6

4
6

.3
2

3
1

)

b
7

 (
8

0
0

.4
0

4
8

)

b
8

 (
8

9
9

.4
7

0
6

)

b
9

 (
1

0
1

2
.5

5
6

0
)

b
9

-N
H

3
 (

9
9

5
.5

2
5

9
)

b
1

0
 (

1
1

1
1

.6
2

4
9

)
b
1

0
-N

H
3

 (
1

0
9

4
.5

9
1

8
)

b
1

1
 (

1
2

8
1

.7
2

7
1

)

b
1

0
(2

+
) 

(5
5

6
.3

2
0

0
)

b
1

1
(2

+
) 

(6
4

1
.3

6
2

0
)

a
cK

* 
(1

2
6

.0
9

1
0

)

Mass: 1996.1106     Charge: 3     m/z: 666.37746
Modified Peptide: _NFDLRPGVLVK(ac)ELDLAR_     Score: 142.78     PEP: 5.4213E-43



0 200 400 600 800 1000 1200 1400

m/z

0

50000

100000

150000

200000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
2

)

y
2

 (
2

7
4

.1
8

8
0

)

y
3

 (
3

8
7

.2
7

1
7

)

y
4

 (
5

6
5

.3
9

2
1

)

y
5

 (
6

9
3

.4
5

0
6

)

y
6

 (
8

5
6

.5
1

4
4

)

y
7

 (
9

7
1

.5
4

0
9

)

y
8

 (
1

0
8

4
.6

2
5

1
)

y
9

 (
1

2
1

2
.6

7
6

7
)

y
4

-N
H

3
 (

5
4

8
.3

6
6

2
)

y
5

-N
H

3
 (

6
7

6
.4

2
4

7
)

y
6

-N
H

3
 (

8
3

9
.4

8
5

2
)

y
7

-H
2

O
 (

9
5

3
.5

3
9

2
)

y
7

-N
H

3
 (

9
5

4
.5

1
7

8
)

y
8

-H
2

O
 (

1
0

6
6

.6
1

6
9

)
y
8

-N
H

3
 (

1
0

6
7

.6
0

5
9

)

y
9

-H
2

O
 (

1
1

9
4

.6
7

4
6

)
y
9

-N
H

3
 (

1
1

9
5

.6
5

7
0

)

y
6

(2
+

) 
(4

2
8

.7
6

0
8

)

a
2

 (
1

7
2

.1
0

8
4

)

b
2

 (
2

0
0

.1
0

3
3

)
b
2

-N
H

3
 (

1
8

3
.0

7
6

7
)

b
3

 (
3

1
3

.1
8

7
2

)

b
4

 (
4

2
8

.2
1

3
7

)
b
4

-N
H

3
 (

4
1

1
.1

8
7

3
)

Mass: 1282.7125     Charge: 2     m/z: 642.36352
Modified Peptide: _AQLDYQK(ac)IVR_     Score: 172.98     PEP: 1.4774E-15
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Mass: 1065.5243     Charge: 2     m/z: 533.76945
Modified Peptide: _SYNWGAK(ac)AK_     Score: 98.033     PEP: 2.6361E-05
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Mass: 2454.2543     Charge: 4     m/z: 614.57086
Modified Peptide: _RPAFTK(ac)DTPIETHPLFNAETK_     Score: 83.606     PEP: 4.7677E-12
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Mass: 1715.8842     Charge: 3     m/z: 572.96869
Modified Peptide: _EQEEQALK(ac)RPAFTK_     Score: 99.927     PEP: 7.4006E-10
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Mass: 1323.8126     Charge: 2     m/z: 662.91357
Modified Peptide: _LTPVLIK(ac)EITR_     Score: 63.727     PEP: 0.00077579
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Modified Peptide: _QAASTVQILGAEK(ac)ALFR_     Score: 49.463     PEP: 0.0018511
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Mass: 1922.989     Charge: 3     m/z: 642.00363
Modified Peptide: _GNTPK(ac)YGLIYHSGFISK_     Score: 101.96     PEP: 1.1044E-16
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Mass: 1513.7201     Charge: 3     m/z: 505.58066
Modified Peptide: _SHNYK(ac)ETFTFAK_     Score: 109.84     PEP: 9.4316E-10
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Mass: 1359.8238     Charge: 3     m/z: 454.28188
Modified Peptide: _LPSLEHLLLK(ac)R_     Score: 110.86     PEP: 2.2467E-07
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Mass: 1482.7718     Charge: 2     m/z: 742.3932
Modified Peptide: _QNYSVALEK(ac)YVK_     Score: 66.393     PEP: 0.00084755



0 200 400 600 800 1000 1200

m/z

0

5000

10000

15000

20000

25000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
5

)

y
2

 (
2

6
0

.1
9

6
4

)

y
3

 (
3

8
8

.2
5

4
3

)

y
4

 (
5

0
2

.2
9

7
5

)

y
5

 (
6

1
5

.3
8

1
0

)

y
6

 (
7

8
5

.4
8

4
7

)

y
7

 (
9

1
4

.5
2

9
2

)

y
8

 (
1

0
2

7
.6

1
4

6
)

y
3

-N
H

3
 (

3
7

1
.2

2
6

7
)

y
4

-N
H

3
 (

4
8

5
.2

7
0

6
)

y
5

-N
H

3
 (

5
9

8
.3

5
3

1
)

y
7

-H
2

O
 (

8
9

6
.5

1
6

3
)

b
2

 (
2

5
8

.1
0

9
8

)
b
2

-H
2

O
 (

2
4

0
.0

9
7

5
)

b
2

-N
H

3
 (

2
4

1
.0

8
3

7
)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1283.7085     Charge: 2     m/z: 642.86153
Modified Peptide: _EQIEK(ac)INQLK_     Score: 94.309     PEP: 0.00018223
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Mass: 1105.5768     Charge: 2     m/z: 553.79566
Modified Peptide: _NIGTEQFK(ac)K_     Score: 96.331     PEP: 0.00038607
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Mass: 1549.7049     Charge: 3     m/z: 517.57557
Modified Peptide: _FEDENFTVK(ac)HDK_     Score: 122.46     PEP: 5.8947E-10
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Mass: 1322.671     Charge: 2     m/z: 662.34278
Modified Peptide: _QYSQK(ac)TYSLR_     Score: 113.69     PEP: 5.4666E-05
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Mass: 1269.7515     Charge: 2     m/z: 635.88303
Modified Peptide: _ISLSK(ac)IPEPTK_     Score: 103.21     PEP: 7.4861E-07
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Mass: 2125.0023     Charge: 3     m/z: 709.34139
Modified Peptide: _AM(ox)K(ac)ALSAMNTNSNTLYSSR_     Score: 164.53     PEP: 5.2055E-67
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Mass: 2101.0662     Charge: 3     m/z: 701.36269
Modified Peptide: _EVNGSGTTTTQQALSFK(ac)FK_     Score: 176.94     PEP: 2.7012E-70
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Mass: 2016.0752     Charge: 4     m/z: 505.02609
Modified Peptide: _K(ac)STINHSTHSGK(ac)LPANIK_     Score: 186.11     PEP: 2.757E-65
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Mass: 1845.9697     Charge: 3     m/z: 616.33051
Modified Peptide: _STINHSTHSGK(ac)LPANIK_     Score: 336.47     PEP: 4.0535E-279
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Mass: 1640.8057     Charge: 2     m/z: 821.41014
Modified Peptide: _DGLEGAYDPFPK(ac)FK_     Score: 54.598     PEP: 0.00053693
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Mass: 2293.0975     Charge: 4     m/z: 574.28165
Modified Peptide: _PGTTFQELGDHIEK(ac)HATENK_     Score: 196.62     PEP: 4.1234E-90
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Mass: 1143.6499     Charge: 2     m/z: 572.83225
Modified Peptide: _DSLGALSK(ac)ALK_     Score: 80.014     PEP: 2.8412E-05
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Mass: 2178.1557     Charge: 5     m/z: 436.63841
Modified Peptide: _IAYIK(ac)QHAFAHIESHLDK_     Score: 83.758     PEP: 7.1654E-11
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Mass: 2597.1414     Charge: 3     m/z: 866.72108
Modified Peptide: _NTYEYECSFLLGENIGM(ox)K(ac)SER_     Score: 102.61     PEP: 4.5947E-20
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Mass: 1557.7787     Charge: 3     m/z: 520.26685
Modified Peptide: _NLTEEVWAVK(ac)DGR_     Score: 103.11     PEP: 1.3948E-12
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Mass: 1281.6358     Charge: 2     m/z: 641.82519
Modified Peptide: _FDAM(ox)GNK(ac)IAGGK_     Score: 103.44     PEP: 5.5041E-10
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Mass: 1954.0524     Charge: 2     m/z: 978.03346
Modified Peptide: _LLPGLK(ac)SNFATIADPEAR_     Score: 106.93     PEP: 9.5853E-24
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Mass: 1110.571     Charge: 2     m/z: 556.29276
Modified Peptide: _GNFTEFVK(ac)K_     Score: 110.88     PEP: 0.00024412
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Mass: 2188.2871     Charge: 3     m/z: 730.43632
Modified Peptide: _LVEDPQVIAPFLGK(ac)LLPGLK_     Score: 122.22     PEP: 1.9547E-33
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Mass: 1521.805     Charge: 2     m/z: 761.90977
Modified Peptide: _FPEPGYLEGVK(ac)TK_     Score: 128.9     PEP: 1.2548E-17
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Mass: 1712.7199     Charge: 3     m/z: 571.91392
Modified Peptide: _KEDEEDK(ac)FDAM(ox)GNK_     Score: 143.05     PEP: 2.5855E-22
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Mass: 1101.6182     Charge: 2     m/z: 551.8164
Modified Peptide: _IFK(ac)IEGTPR_     Score: 159.79     PEP: 9.3133E-10
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Mass: 1978.023     Charge: 3     m/z: 660.34827
Modified Peptide: _(ac)SDSQQSIK(ac)VLEELFQK_     Score: 186.77     PEP: 2.6273E-54



0 500 1000 1500 2000

m/z

0

100000

200000

300000

400000

500000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
5

)

y
2

 (
2

8
4

.1
6

8
6

)

y
3

 (
4

1
2

.2
2

8
2

)

y
4

 (
5

9
8

.3
0

7
1

)

y
5

 (
7

7
6

.4
2

7
1

)

y
6

 (
8

9
0

.4
7

0
7

)

y
7

 (
9

9
1

.5
1

7
4

) y
8

 (
1

1
2

0
.5

5
9

6
)

y
9

 (
1

2
1

9
.6

2
6

4
)

y
1

0
 (

1
3

3
2

.7
1

2
5

)

y
1

6
 (

1
9

6
6

.0
4

2
1

)

y
2

-H
2

O
 (

2
6

6
.1

5
8

1
)

y
3

-H
2

O
 (

3
9

4
.2

1
6

8
)

y
3

-N
H

3
 (

3
9

5
.1

9
9

4
)

y
7

-N
H

3
 (

9
7

4
.4

9
8

0
)

y
8

-H
2

O
 (

1
1

0
2

.5
4

3
8

)

y
9

-H
2

O
 (

1
2

0
1

.6
2

2
3

)
y
9

-N
H

3
 (

1
2

0
2

.6
0

3
4

)

y
1

6
-N

H
3

 (
1

9
4

9
.0

1
4

0
)

y
7

(2
+

) 
(4

9
6

.2
5

9
4

)

y
9

(2
+

) 
(6

1
0

.3
1

8
8

)

a
2

 (
1

5
7

.1
3

3
3

)
b
2

 (
1

8
5

.1
2

8
1

)

b
3

 (
2

9
8

.2
1

2
3

)

b
5

 (
5

3
2

.3
2

4
2

)

b
6

 (
6

4
5

.4
0

5
8

)

b
7

 (
7

4
6

.4
5

4
2

) b
8

 (
8

6
0

.4
9

8
1

)
b
8

-H
2

O
 (

8
4

2
.4

8
1

7
)

b
9

 (
9

3
1

.5
3

4
6

)
b
9

-N
H

3
 (

9
1

4
.5

1
0

5
)

b
1

0
 (

1
0

4
4

.6
1

9
1

)
b
1

0
-N

H
3

 (
1

0
2

7
.5

9
6

2
)

b
1

1
 (

1
1

4
3

.6
9

1
0

)

b
1

2
 (

1
2

7
2

.7
2

6
9

)

b
1

0
(2

+
) 

(5
2

2
.8

1
3

6
)

b
1

5
(2

+
) 

(8
3

3
.4

7
7

6
)

Mass: 2262.2343     Charge: 3     m/z: 755.08538
Modified Peptide: _ALLPHLTNAIVETNK(ac)WQEK_     Score: 193.9     PEP: 2.3613E-76
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Mass: 1431.6842     Charge: 2     m/z: 716.84935
Modified Peptide: _ATETVDNK(ac)DIER_     Score: 213.38     PEP: 4.6219E-55
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Mass: 1898.9792     Charge: 4     m/z: 475.75206
Modified Peptide: _FQAFHEFQNLHALK(ac)K_     Score: 65.472     PEP: 0.0026361
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Mass: 2319.2376     Charge: 4     m/z: 580.81666
Modified Peptide: _APITVAQYK(ac)DHYHLIGPLNK_     Score: 59.512     PEP: 4.2364E-05
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Mass: 994.49713     Charge: 2     m/z: 498.25584
Modified Peptide: _SSK(ac)VEFEK_     Score: 63.816     PEP: 0.0082599
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Mass: 1075.5662     Charge: 2     m/z: 538.79038
Modified Peptide: _ELK(ac)FGVEGR_     Score: 79.16     PEP: 0.00088776



0 200 400 600 800 1000 1200

m/z

0

5000

10000

15000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

7
1

)

y
2

 (
3

3
3

.2
4

8
1

)

y
3

 (
4

6
2

.2
8

8
7

)

y
4

 (
5

4
9

.3
1

7
4

)

y
5

 (
6

6
2

.4
0

7
2

)

y
6

 (
7

7
5

.4
9

2
1

)

y
7

 (
8

8
8

.5
7

5
9

)

y
8

 (
1

0
0

1
.6

5
9

2
)

a
2

 (
1

8
3

.1
4

9
6

)

b
2

 (
2

1
1

.1
4

4
9

)

b
3

 (
3

2
4

.2
2

9
2

)

b
4

 (
4

3
7

.3
1

1
6

)

Mass: 1097.7031     Charge: 2     m/z: 549.85882
Modified Peptide: _PLLLLSEK(ac)K_     Score: 85.377     PEP: 0.0006358
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Mass: 1859.9993     Charge: 3     m/z: 621.00704
Modified Peptide: _GSQVAVEK(ac)VIEFLSANK_     Score: 89.049     PEP: 1.3364E-11
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Mass: 1743.9054     Charge: 2     m/z: 872.95999
Modified Peptide: _GFISPYFITDPK(ac)SSK_     Score: 80.534     PEP: 1.7724E-08
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Mass: 1585.8967     Charge: 2     m/z: 793.95563
Modified Peptide: _VEFEK(ac)PLLLLSEK_     Score: 96.464     PEP: 5.7509E-09
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Mass: 1203.6533     Charge: 2     m/z: 602.83393
Modified Peptide: _LLASAM(ox)EK(ac)VGK_     Score: 110.08     PEP: 8.9018E-08
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Mass: 1947.8738     Charge: 2     m/z: 974.94418
Modified Peptide: _LIDEYGDDFAK(ac)GYDASK_     Score: 111.33     PEP: 3.441E-22
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Mass: 1032.5484     Charge: 2     m/z: 517.28147
Modified Peptide: _AEYGFLK(ac)R_     Score: 64.265     PEP: 0.0058181
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Mass: 1510.7772     Charge: 3     m/z: 504.59968
Modified Peptide: _K(ac)YEQQNFHLVR_     Score: 104.87     PEP: 4.7252E-07
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Mass: 1711.7941     Charge: 2     m/z: 856.90432
Modified Peptide: _EEFDQEK(ac)VYENIK_     Score: 45.28     PEP: 0.004552
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Mass: 1285.6779     Charge: 3     m/z: 429.56657
Modified Peptide: _RHLTGEFEK(ac)K_     Score: 101.71     PEP: 0.00010864
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Mass: 1468.7575     Charge: 2     m/z: 735.38604
Modified Peptide: _ITYK(ac)NVPNWHR_     Score: 189.58     PEP: 9.2397E-31
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Mass: 1276.6998     Charge: 2     m/z: 639.35718
Modified Peptide: _IPQSYENLK(ac)K_     Score: 123.79     PEP: 8.0579E-05
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Mass: 2238.1209     Charge: 3     m/z: 747.04756
Modified Peptide: _AVYLETIGNPK(ac)YNVPDFEK_     Score: 92.39     PEP: 0.00018871
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Mass: 2030.0837     Charge: 3     m/z: 677.70184
Modified Peptide: _TLVIAPYFTTHK(ac)QLNDK_     Score: 110.22     PEP: 4.5926E-22
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Mass: 1546.7486     Charge: 2     m/z: 774.38158
Modified Peptide: _DLPNADK(ac)ETDPFK_     Score: 121.28     PEP: 1.0249E-15
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Mass: 1784.9461     Charge: 3     m/z: 595.98932
Modified Peptide: _YNVPDFEK(ac)IVAIAHK_     Score: 128.71     PEP: 9.658E-19
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Mass: 1121.6193     Charge: 2     m/z: 561.81693
Modified Peptide: _HGENALK(ac)LAK_     Score: 161.19     PEP: 1.4516E-10
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Mass: 1213.703     Charge: 2     m/z: 607.85879
Modified Peptide: _LASGVTK(ac)DLIR_     Score: 179.19     PEP: 1.3295E-22
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Mass: 1200.6424     Charge: 2     m/z: 601.32848
Modified Peptide: _DAK(ac)DM(ox)PILIK_     Score: 53.237     PEP: 0.0013598
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Mass: 1873.9574     Charge: 2     m/z: 937.98598
Modified Peptide: _QGLLPLNFK(ac)NPADYDK_     Score: 74.12     PEP: 5.4261E-07
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Mass: 1116.6179     Charge: 2     m/z: 559.31623
Modified Peptide: _FNPLTDK(ac)LK_     Score: 88.495     PEP: 0.00087804
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Mass: 1718.8355     Charge: 2     m/z: 860.42503
Modified Peptide: _NVYTGEYK(ac)GVPDTAR_     Score: 94.544     PEP: 3.9909E-11



0 500 1000 1500 2000

m/z

0

50000

100000

150000

200000

250000

300000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
9

)

y
3

 (
4

0
0

.2
3

0
5

)

y
5

 (
5

7
0

.3
3

4
9

)

y
6

 (
6

8
5

.3
6

3
0

)

y
7

 (
7

4
2

.3
7

8
3

)

y
8

 (
8

7
9

.4
4

2
6

)

y
9

 (
9

7
6

.4
9

9
8

)

y
1

0
 (

1
0

7
3

.5
4

9
1

)

y
1

1
 (

1
2

5
1

.6
6

8
8

)

y
1

2
 (

1
3

6
4

.7
5

7
0

)

y
1

3
 (

1
5

1
1

.7
8

7
3

)

y
1

4
 (

1
6

5
8

.8
5

8
1

)

y
1

5
 (

1
7

8
7

.9
0

3
7

)

y
9

-H
2

O
 (

9
5

8
.4

8
3

6
)

y
1

0
-H

2
O

 (
1

0
5

5
.5

4
1

2
)

y
1

0
-N

H
3

 (
1

0
5

6
.5

2
9

7
)

b
2

 (
1

7
3

.0
5

5
6

)

b
3

 (
2

8
7

.0
9

7
0

)
b
3

-H
2

O
 (

2
6

9
.0

8
7

9
)

b
3

-N
H

3
 (

2
7

0
.0

7
2

7
)

b
4

 (
4

1
6

.1
4

1
3

)
b
4

-H
2

O
 (

3
9

8
.1

3
1

2
)

b
4

-N
H

3
 (

3
9

9
.1

1
3

0
)

b
5

 (
5

6
3

.2
1

1
4

)
b
5

-N
H

3
 (

5
4

6
.1

8
0

5
)

b
6

 (
7

1
0

.2
5

5
1

)
b
6

-N
H

3
 (

6
9

3
.2

1
5

0
)

b
7

 (
8

2
3

.3
2

9
3

)
b
7

-N
H

3
 (

8
0

6
.3

0
3

3
)

b
8

 (
1

0
0

1
.4

4
1

2
)

b
8

-H
2

O
 (

9
8

3
.4

3
3

9
)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 2072.9829     Charge: 3     m/z: 692.00158
Modified Peptide: _DGNEFM(ox)LK(ac)PPHGDGLPQR_     Score: 105.21     PEP: 2.9337E-24
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Mass: 2387.154     Charge: 3     m/z: 796.72526
Modified Peptide: _GHLENISNNYM(ox)IGAINAENK(ac)K_     Score: 106.86     PEP: 9.6882E-26
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Mass: 1424.7958     Charge: 2     m/z: 713.40519
Modified Peptide: _SASIVK(ac)DAAAHGLK_     Score: 126.1     PEP: 2.2597E-18
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Mass: 1610.9184     Charge: 3     m/z: 537.98009
Modified Peptide: _LQLLK(ac)PFKPWDGK_     Score: 130.19     PEP: 3.0034E-17
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Mass: 1445.7362     Charge: 2     m/z: 723.87537
Modified Peptide: _STVEVK(ac)VSPTSDR_     Score: 131.13     PEP: 1.1036E-17
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Mass: 1262.6994     Charge: 3     m/z: 421.90708
Modified Peptide: _IADFAK(ac)LYHK_     Score: 104.52     PEP: 2.6544E-05
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Mass: 1343.7085     Charge: 2     m/z: 672.86153
Modified Peptide: _LYHK(ac)DLLSADK_     Score: 149.69     PEP: 1.1698E-09
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Mass: 1015.5127     Charge: 2     m/z: 508.76363
Modified Peptide: _PFK(ac)PWDGK_     Score: 148.14     PEP: 2.0054E-21
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Mass: 1933.9356     Charge: 3     m/z: 645.65249
Modified Peptide: _TTTDHISM(ox)AGPWLK(ac)YR_     Score: 208.92     PEP: 1.7184E-64
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Mass: 1586.7399     Charge: 2     m/z: 794.37722
Modified Peptide: _ANCVK(ac)NVYTGEYK_     Score: 213.06     PEP: 2.3708E-58
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Mass: 1780.9542     Charge: 2     m/z: 891.48436
Modified Peptide: _GSSSLYTLVINDAGK(ac)AK_     Score: 74.12     PEP: 2.5395E-07
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Mass: 1646.8879     Charge: 3     m/z: 549.96992
Modified Peptide: _EITDIK(ac)QFLELTR_     Score: 210.41     PEP: 6.8345E-57
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Mass: 2003.0142     Charge: 3     m/z: 668.67868
Modified Peptide: _NPLSLTEATK(ac)TNVDNNSK_     Score: 77.137     PEP: 1.8822E-07
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Mass: 1156.5922     Charge: 2     m/z: 579.30336
Modified Peptide: _M(ox)AFK(ac)PFGSAK_     Score: 104.79     PEP: 6.8543E-06
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Mass: 1223.6005     Charge: 2     m/z: 612.80752
Modified Peptide: _PFGSAK(ac)SDETK_     Score: 116.24     PEP: 1.4504E-07
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Mass: 1329.714     Charge: 2     m/z: 665.86427
Modified Peptide: _SK(ac)NPLSLTEATK_     Score: 120.87     PEP: 1.8039E-12
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Mass: 1869.908     Charge: 2     m/z: 935.96125
Modified Peptide: _PSFSFGVPNSSK(ac)NETSK_     Score: 123.36     PEP: 4.5539E-28
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Mass: 1473.7351     Charge: 2     m/z: 737.87484
Modified Peptide: _SSFTFGSTTIEK(ac)K_     Score: 128.31     PEP: 9.355E-18
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Mass: 2232.0822     Charge: 3     m/z: 745.03469
Modified Peptide: _K(ac)PFSFGTSQPNNTPSFSFGK_     Score: 155.28     PEP: 1.2344E-65
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Mass: 1676.925     Charge: 2     m/z: 839.46977
Modified Peptide: _TSFFQALGVPTK(ac)IAR_     Score: 101.36     PEP: 7.0506E-12
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Mass: 1166.6448     Charge: 2     m/z: 584.32967
Modified Peptide: _KAEYFAK(ac)LR_     Score: 169.76     PEP: 5.4134E-13
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Mass: 2337.1675     Charge: 3     m/z: 780.0631
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Mass: 1791.9399     Charge: 3     m/z: 598.32058
Modified Peptide: _FK(ac)PHELENAEFLLR_     Score: 139.6     PEP: 5.9303E-22
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Mass: 1296.6463     Charge: 2     m/z: 649.3304
Modified Peptide: _K(ac)AYFTAPSSQR_     Score: 179.72     PEP: 8.8088E-23
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Mass: 1549.7599     Charge: 2     m/z: 775.88723
Modified Peptide: _YGYK(ac)TIVM(ox)GASFR_     Score: 53.754     PEP: 0.00039944
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Mass: 1065.6546     Charge: 2     m/z: 533.83459
Modified Peptide: _EILK(ac)IVPGR_     Score: 91.867     PEP: 0.00082081
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Mass: 1518.7566     Charge: 2     m/z: 760.38557
Modified Peptide: _DYK(ac)GEADPGVISVK_     Score: 103.6     PEP: 5.6465E-14
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Mass: 1582.7362     Charge: 2     m/z: 792.3754
Modified Peptide: _EAGDK(ac)ISYISDESK_     Score: 108.71     PEP: 3.0354E-14
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Mass: 1584.8846     Charge: 2     m/z: 793.4496
Modified Peptide: _HIIK(ac)LFEQEGVSK_     Score: 119.32     PEP: 1.4083E-15
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Mass: 1338.682     Charge: 2     m/z: 670.34826
Modified Peptide: _ILDWYK(ac)SSTGK_     Score: 121.02     PEP: 3.3202E-08
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Mass: 2647.3828     Charge: 3     m/z: 883.46822
Modified Peptide: _FQPQDSTTNPSLILAAAK(ac)QPTYAK_     Score: 127.35     PEP: 1.3012E-47
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Mass: 1385.6827     Charge: 2     m/z: 693.84862
Modified Peptide: _ISYISDESK(ac)FR_     Score: 174.4     PEP: 1.3868E-21
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Mass: 2603.3395     Charge: 4     m/z: 651.84215
Modified Peptide: _TLYFSHGFSPVFK(ac)DLTHVEPPK_     Score: 50.539     PEP: 0.00043256
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Mass: 2117.0178     Charge: 3     m/z: 706.67987
Modified Peptide: _GINSSYAVWNDVTGK(ac)AHEK_     Score: 64.2     PEP: 3.4193E-05
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Mass: 1096.5805     Charge: 2     m/z: 549.29751
Modified Peptide: _EK(ac)LLDYFK_     Score: 89.247     PEP: 0.0028378
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Mass: 1161.5852     Charge: 2     m/z: 581.79989
Modified Peptide: _NM(ox)EIWK(ac)VGK_     Score: 86.882     PEP: 0.00022006
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Mass: 2314.1845     Charge: 3     m/z: 772.40211
Modified Peptide: _AAIEDGWVPGK(ac)NLFTVEDAIK_     Score: 101.48     PEP: 1.1946E-18
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Mass: 1771.9268     Charge: 3     m/z: 591.64956
Modified Peptide: _GK(ac)TLYFSHGFSPVFK_     Score: 106.52     PEP: 2.6919E-15
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Mass: 885.47997     Charge: 2     m/z: 443.74726
Modified Peptide: _SLFK(ac)EGR_     Score: 113.89     PEP: 0.0084863
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Mass: 1793.92     Charge: 2     m/z: 897.96726
Modified Peptide: _NALK(ac)PVFQDLYESTK_     Score: 114.69     PEP: 5.1321E-21
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Mass: 1346.7194     Charge: 2     m/z: 674.36698
Modified Peptide: _NLFTVEDAIK(ac)R_     Score: 124.42     PEP: 1.1174E-11
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Mass: 1157.6292     Charge: 2     m/z: 579.82188
Modified Peptide: _LEK(ac)ELDTIR_     Score: 176.33     PEP: 1.1612E-17
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Mass: 2156.2064     Charge: 3     m/z: 719.74273
Modified Peptide: _DLTHVEPPK(ac)DLDVILVAPK_     Score: 186.05     PEP: 7.6936E-76
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Mass: 1334.6921     Charge: 2     m/z: 668.35335
Modified Peptide: _TGYSSSK(ac)LSSLR_     Score: 78.529     PEP: 4.7272E-05
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Mass: 1355.6503     Charge: 2     m/z: 678.83245
Modified Peptide: _SQIGSSAM(ox)AYK(ac)R_     Score: 64.65     PEP: 0.0033884
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Mass: 1342.7245     Charge: 2     m/z: 672.36953
Modified Peptide: _APQQVEK(ac)FVQK_     Score: 218.75     PEP: 5.5014E-52
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Mass: 1403.821     Charge: 2     m/z: 702.9178
Modified Peptide: _VIIK(ac)FLQVM(ox)QK_     Score: 84.17     PEP: 6.355E-06
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Mass: 1203.6499     Charge: 2     m/z: 602.83225
Modified Peptide: _FNVK(ac)IGDIEK_     Score: 89.9     PEP: 0.00025204
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Mass: 1957.0116     Charge: 3     m/z: 653.34449
Modified Peptide: _SSVLADALNAINNAEK(ac)TGK_     Score: 119.38     PEP: 1.8191E-32
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Mass: 1385.698     Charge: 2     m/z: 693.85625
Modified Peptide: _ANSFFK(ac)NFEIK_     Score: 51.841     PEP: 0.0060054
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Mass: 1217.6041     Charge: 2     m/z: 609.8093
Modified Peptide: _NFEIK(ac)SPADR_     Score: 116.23     PEP: 2.8197E-06
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Mass: 1230.6237     Charge: 2     m/z: 616.31911
Modified Peptide: _ANDIGFNK(ac)FR_     Score: 148.32     PEP: 6.3008E-07
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Mass: 1398.8074     Charge: 3     m/z: 467.27643
Modified Peptide: _SPSILHILK(ac)EGR_     Score: 60.401     PEP: 0.0022946
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Mass: 1468.7224     Charge: 3     m/z: 490.58141
Modified Peptide: _FAK(ac)LHM(ox)GTEDVR_     Score: 98.531     PEP: 3.3684E-09
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Mass: 2387.1791     Charge: 3     m/z: 796.73365
Modified Peptide: _NNLPSAPSEM(ox)SPLFLNK(ac)NTQK_     Score: 63.184     PEP: 0.0047701
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Mass: 1829.8846     Charge: 2     m/z: 915.9496
Modified Peptide: _RPASSGSSSSTSVNK(ac)TLD_     Score: 123.14     PEP: 5.4354E-30
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Mass: 1230.6791     Charge: 2     m/z: 616.34681
Modified Peptide: _TIEDINK(ac)NVK_     Score: 86.18     PEP: 0.00027646
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Mass: 2508.2409     Charge: 3     m/z: 837.08756
Modified Peptide: _AAVSGK(ac)PYFFFGSDSAPHPVQNK_     Score: 130.87     PEP: 1.8636E-47
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Mass: 1445.7726     Charge: 2     m/z: 723.89356
Modified Peptide: _TSSGNAPTISK(ac)LTK_     Score: 65.805     PEP: 7.1437E-05
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Mass: 2110.127     Charge: 3     m/z: 704.38294
Modified Peptide: _NPVTGAQGITLSEGNEILK(ac)K_     Score: 107.33     PEP: 2.9355E-08



0 200 400 600 800 1000 1200 1400

m/z

0

20000

40000

60000

80000

100000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
8

)

y
2

 (
2

7
2

.1
7

1
5

)

y
3

 (
3

8
5

.2
5

6
1

)

y
4

 (
4

7
2

.2
8

7
2

)

y
5

 (
6

4
2

.3
9

2
5

)

y
6

 (
7

1
3

.4
3

0
3

)

y
7

 (
8

6
0

.4
9

6
4

)

y
8

 (
9

8
9

.5
4

3
8

)

y
2

-N
H

3
 (

2
5

5
.1

4
5

0
)

y
5

-H
2

O
 (

6
2

4
.3

8
7

1
)

y
7

-H
2

O
 (

8
4

2
.4

8
0

3
)

y
8

-H
2

O
 (

9
7

1
.5

2
3

0
)

y
6

(2
+

) 
(3

5
7

.2
1

6
0

)

y
7

(2
+

) 
(4

3
0

.7
5

2
4

)

a
2

 (
1

4
5

.0
9

6
9

)
b
2

 (
1

7
3

.0
9

1
8

)

b
3

 (
2

8
6

.1
7

4
2

)

b
4

 (
4

1
5

.2
1

8
5

)
b
4

-H
2

O
 (

3
9

7
.2

0
8

9
)

b
5

 (
5

6
2

.2
8

8
6

)
b
5

-H
2

O
 (

5
4

4
.2

7
6

3
)

b
6

 (
6

3
3

.3
1

7
7

)
b
6

-H
2

O
 (

6
1

5
.3

1
6

7
)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1273.703     Charge: 3     m/z: 425.57496
Modified Peptide: _TALEFAK(ac)SLPR_     Score: 129.82     PEP: 3.4453E-07
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Mass: 2138.0505     Charge: 3     m/z: 713.69077
Modified Peptide: _TASAQLEGGVHNLHSYEK(ac)R_     Score: 248.55     PEP: 8.978E-132
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Mass: 1763.9431     Charge: 4     m/z: 441.99305
Modified Peptide: _DHGLLAK(ac)PTHDHIIR_     Score: 106.14     PEP: 2.8196E-15
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Mass: 2049.0585     Charge: 4     m/z: 513.27189
Modified Peptide: _YSAHNYHPLPVVFHK(ac)AK_     Score: 118.53     PEP: 1.1666E-27
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Mass: 2835.3861     Charge: 4     m/z: 709.85381
Modified Peptide: _LRVDEVQGK(ac)NLLTNFHGM(ox)DFTTDK_     Score: 96.019     PEP: 1.1124E-06
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Mass: 1218.6456     Charge: 2     m/z: 610.33007
Modified Peptide: _STGLK(ac)SASDALK_     Score: 101.38     PEP: 6.0555E-09
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Mass: 1013.5869     Charge: 2     m/z: 507.80075
Modified Peptide: _NVGK(ac)TLVNK_     Score: 106.2     PEP: 0.0002102
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Mass: 2088.019     Charge: 3     m/z: 697.0136
Modified Peptide: _NLLTNFHGM(ox)DFTTDK(ac)LR_     Score: 115.15     PEP: 4.1642E-28



0 200 400 600 800 1000 1200

m/z

0

50000

100000

150000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
6

)

y
2

 (
2

6
0

.1
9

6
4

)

y
3

 (
3

7
5

.2
2

3
9

)

y
4

 (
5

2
2

.2
9

1
5

)

y
5

 (
7

0
8

.3
7

1
4

)

y
6

 (
8

3
7

.4
1

2
9

)

y
1

-N
H

3
 (

1
3

0
.0

8
5

9
)

y
3

-H
2

O
 (

3
5

7
.2

1
0

5
)

y
6

-H
2

O
 (

8
1

9
.4

0
6

9
)

a
2

 (
2

7
2

.1
5

9
9

)

b
2

 (
3

0
0

.1
5

5
1

)
b
2

-H
2

O
 (

2
8

2
.1

4
4

2
)

b
3

 (
4

8
6

.2
3

4
3

)

b
4

 (
6

3
3

.3
0

0
3

)

a
cK

* 
(1

2
6

.0
9

1
0

)
a
cK

 (
1

4
3

.1
1

7
7

)

Mass: 1006.5124     Charge: 2     m/z: 504.26347
Modified Peptide: _K(ac)EWFDIK_     Score: 114.89     PEP: 0.0058167
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Mass: 1767.9953     Charge: 2     m/z: 885.00493
Modified Peptide: _LIPEVINK(ac)EIENATK_     Score: 124.09     PEP: 1.0305E-21
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Mass: 1788.8562     Charge: 2     m/z: 895.4354
Modified Peptide: _EWFDIK(ac)APSTFENR_     Score: 133.47     PEP: 2.5643E-21



0 500 1000 1500

m/z

0

10000

20000

30000

40000

50000

60000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
5

)

y
2

 (
2

3
4

.1
4

4
1

)

y
3

 (
3

3
5

.1
9

1
8

)

y
4

 (
4

4
8

.2
7

4
5

)

y
5

 (
5

7
6

.3
3

3
5

)

y
6

 (
6

4
7

.3
7

1
6

)

y
7

 (
7

6
0

.4
5

7
8

)

y
8

 (
8

6
1

.5
0

2
8

)

y
9

 (
9

4
8

.5
3

6
2

)

y
1

0
 (

1
0

0
5

.5
5

6
3

)

y
1

1
 (

1
1

3
3

.6
1

4
7

)

y
1

2
 (

1
2

3
2

.6
8

5
4

)

y
1

3
 (

1
3

6
1

.7
1

8
9

)

y
1

4
 (

1
5

3
1

.8
1

7
7

)

y
1

0
-H

2
O

 (
9

8
7

.5
4

2
6

)

y
1

1
-H

2
O

 (
1

1
1

5
.6

0
3

2
)

y
1

1
-N

H
3

 (
1

1
1

6
.5

8
9

9
)

y
1

2
-N

H
3

 (
1

2
1

5
.6

5
6

4
)

y
1

3
-H

2
O

 (
1

3
4

3
.7

2
9

4
)

y
1

1
(2

+
) 

(5
6

7
.3

1
3

0
)

y
1

6
(2

+
) 

(8
7

3
.4

7
0

8
)

a
2

 (
1

8
5

.1
6

4
6

)
b
2

 (
2

1
3

.1
5

9
4

)

b
3

 (
3

0
0

.1
9

1
8

)

b
4

 (
4

2
9

.2
3

3
4

)
b
4

-H
2

O
 (

4
1

1
.2

2
3

1
)

b
5

 (
5

4
2

.3
1

7
2

)
b
5

-H
2

O
 (

5
2

4
.3

0
3

9
)

b
6

 (
6

5
5

.4
0

1
9

)
b
6

-H
2

O
 (

6
3

7
.3

9
2

0
)

b
7

 (
7

5
6

.4
6

0
3

)
b
7

-H
2

O
 (

7
3

8
.4

4
5

2
)

b
8

 (
9

2
6

.5
5

3
8

)
b
8

-H
2

O
 (

9
0

8
.5

4
4

3
)

b
9

 (
1

0
5

5
.6

0
0

7
)

b
9

-H
2

O
 (

1
0

3
7

.5
8

0
7

)

b
1

0
 (

1
1

5
4

.6
7

2
1

)

b
1

3
 (

1
4

2
6

.7
8

2
7

)

b
9

(2
+

) 
(5

2
8

.3
0

2
2

)

a
cK

* 
(1

2
6

.0
9

1
0

)

Mass: 2286.2682     Charge: 3     m/z: 763.09669
Modified Peptide: _VISEILTK(ac)EVQGSTLAQLTSK_     Score: 150.13     PEP: 4.6882E-66
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Mass: 1101.6394     Charge: 2     m/z: 551.82696
Modified Peptide: _TLVNK(ac)STGLK_     Score: 161.51     PEP: 8.0812E-11
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Mass: 2186.1575     Charge: 3     m/z: 729.72645
Modified Peptide: _EIENATK(ac)DIFPLQNIHVR_     Score: 193.64     PEP: 1.1949E-66
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Mass: 1331.6733     Charge: 2     m/z: 666.8439
Modified Peptide: _FNVEYFAK(ac)EK_     Score: 72.34     PEP: 0.00063948
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Mass: 2516.3863     Charge: 4     m/z: 630.10386
Modified Peptide: _HLEDNTLLVTGPFK(ac)VNGVPLRR_     Score: 88.396     PEP: 2.6113E-13
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Mass: 926.58007     Charge: 2     m/z: 464.29731
Modified Peptide: _ALLAEIK(ac)K_     Score: 107.01     PEP: 0.00018894
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Mass: 1225.679     Charge: 2     m/z: 613.84678
Modified Peptide: _NGDKPHLLK(ac)F_     Score: 121.29     PEP: 0.00024887
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Mass: 1715.873     Charge: 2     m/z: 858.94378
Modified Peptide: _EANLFPEQQTK(ac)EIK_     Score: 133.16     PEP: 2.6872E-21
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Mass: 1486.7627     Charge: 3     m/z: 496.59486
Modified Peptide: _TERVEDQK(ac)VVDK_     Score: 157.56     PEP: 9.6638E-17
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Mass: 1687.9661     Charge: 3     m/z: 563.66265
Modified Peptide: _GKPFVFK(ac)LGQGEVIK_     Score: 62.077     PEP: 0.00014007
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Mass: 1131.654     Charge: 2     m/z: 566.83426
Modified Peptide: _LPLYSLEK(ac)K_     Score: 70.1     PEP: 0.0020479
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Mass: 1476.6885     Charge: 2     m/z: 739.35153
Modified Peptide: _YVNDK(ac)YSQQYK_     Score: 122.51     PEP: 3.4344E-07
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Mass: 2598.3011     Charge: 3     m/z: 867.10763
Modified Peptide: _VYAIEATCHAPK(ac)LEGVYSEIYK_     Score: 67.364     PEP: 1.4866E-08
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Mass: 1634.8409     Charge: 3     m/z: 545.95423
Modified Peptide: _HEHYLAYK(ac)AGIQR_     Score: 101.53     PEP: 1.1649E-09
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Mass: 1047.5713     Charge: 2     m/z: 524.79292
Modified Peptide: _EAVQK(ac)YLR_     Score: 117.1     PEP: 7.9696E-05
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Modified Peptide: _GQLGIVK(ac)DVNGDK_     Score: 77.894     PEP: 0.001981
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Mass: 1021.6011     Charge: 2     m/z: 511.80785
Modified Peptide: _EVALGK(ac)TVR_     Score: 84.817     PEP: 0.00088028
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Mass: 1672.8164     Charge: 2     m/z: 837.41549
Modified Peptide: _M(ox)NPEIISK(ac)MGPPSSK_     Score: 159.18     PEP: 3.1546E-32
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Mass: 1480.8078     Charge: 2     m/z: 741.41119
Modified Peptide: _IK(ac)YPENFFLLR_     Score: 113.69     PEP: 1.4888E-07
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Mass: 1563.7165     Charge: 2     m/z: 782.86553
Modified Peptide: _EANTDK(ac)YPANSNAK_     Score: 111.83     PEP: 1.4419E-14
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Mass: 1483.7017     Charge: 2     m/z: 742.85813
Modified Peptide: _LPGECFK(ac)ATYEK_     Score: 83.53     PEP: 0.0082221
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Mass: 1592.8522     Charge: 3     m/z: 531.95802
Modified Peptide: _VNK(ac)LINSIDHSPSK_     Score: 156.6     PEP: 8.1099E-31
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Mass: 1925.9622     Charge: 3     m/z: 642.99468
Modified Peptide: _TAVVDGVFDEVSLDK(ac)YK_     Score: 92.977     PEP: 1.2611E-15
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Mass: 1368.8129     Charge: 2     m/z: 685.41374
Modified Peptide: _GLFIIDPK(ac)GVIR_     Score: 122.42     PEP: 1.3134E-12
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Mass: 1867.9974     Charge: 3     m/z: 623.67309
Modified Peptide: _ELGTANGTGHSTPLSK(ac)LK_     Score: 61.648     PEP: 0.00010599
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Mass: 1331.7085     Charge: 2     m/z: 666.86153
Modified Peptide: _VSASFADK(ac)LPQK_     Score: 90.926     PEP: 1.2076E-07
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Mass: 2165.1957     Charge: 3     m/z: 722.73917
Modified Peptide: _FLQNSNLGGIIPTVNGK(ac)PVR_     Score: 35.133     PEP: 0.0094869
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Mass: 1788.941     Charge: 3     m/z: 597.32095
Modified Peptide: _YIEAYHK(ac)EVNQLLK_     Score: 58.071     PEP: 0.00031292
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Mass: 2439.1765     Charge: 3     m/z: 814.06612
Modified Peptide: _NVLSK(ac)AVSPTDSTPPSTHTEDSK_     Score: 67.364     PEP: 3.7786E-09
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Mass: 1056.5968     Charge: 3     m/z: 353.2062
Modified Peptide: _TLHK(ac)FLEK_     Score: 77.192     PEP: 0.0035326



0 200 400 600 800 1000 1200

m/z

0

50000

100000

150000

200000

In
te

n
si

ty

y
2

 (
2

6
2

.1
5

1
0

)

y
3

 (
3

7
7

.1
7

4
1

)

y
4

 (
4

9
1

.2
2

1
0

)

y
5

 (
6

6
1

.3
2

5
7

)

y
6

 (
7

9
0

.3
7

0
2

)

y
7

 (
9

0
5

.3
9

8
3

)

y
8

 (
9

9
2

.4
2

7
8

)

y
4

-N
H

3
 (

4
7

4
.1

9
1

9
)

y
5

-N
H

3
 (

6
4

4
.3

0
5

8
)

y
6

-H
2

O
 (

7
7

2
.3

5
7

2
)

y
7

-N
H

3
 (

8
8

8
.3

7
4

9
)

y
8

-H
2

O
 (

9
7

4
.4

1
8

8
)

y
8

-N
H

3
 (

9
7

5
.4

0
6

0
)

a
2

 (
2

0
0

.1
3

9
4

)

b
2

 (
2

2
8

.1
3

4
2

)
b
2

-N
H

3
 (

2
1

1
.1

0
7

6
)

b
3

 (
3

1
5

.1
6

7
6

)
b
3

-N
H

3
 (

2
9

8
.1

4
2

3
)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 1218.5477     Charge: 2     m/z: 610.28111
Modified Peptide: _NLSDEK(ac)NDSR_     Score: 104.79     PEP: 0.00028205
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Mass: 1065.5971     Charge: 2     m/z: 533.80583
Modified Peptide: _LLTNK(ac)WIH_     Score: 122.13     PEP: 6.9049E-05
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Mass: 974.59829     Charge: 2     m/z: 488.30642
Modified Peptide: _ILSK(ac)SIEK_     Score: 122.13     PEP: 6.9035E-05
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Mass: 1993.0343     Charge: 3     m/z: 665.35204
Modified Peptide: _VHEM(ox)QK(ac)LIGLASYVGYK_     Score: 130.56     PEP: 3.1189E-35
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Mass: 1210.6346     Charge: 2     m/z: 606.32459
Modified Peptide: _GLSGEYK(ac)FLR_     Score: 163.16     PEP: 2.0704E-14
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Mass: 2457.0966     Charge: 3     m/z: 820.03946
Modified Peptide: _EVHTNQDPLDVSASK(ac)TEECEK_     Score: 253.52     PEP: 7.1369E-144
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Mass: 1532.7179     Charge: 2     m/z: 767.36623
Modified Peptide: _NSGGNNNTTDLK(ac)TR_     Score: 98.694     PEP: 4.1046E-10
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Mass: 3068.5489     Charge: 3     m/z: 1023.8569
Modified Peptide: _IM(ox)SNHDPSELSNGAIK(ac)YPLDVITLQQK_     Score: 134.76     PEP: 2.7106E-53
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Mass: 1297.794     Charge: 2     m/z: 649.90429
Modified Peptide: _NPVTGIK(ac)GITLK_     Score: 79.633     PEP: 1.3729E-05
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Mass: 1327.7282     Charge: 2     m/z: 664.87138
Modified Peptide: _CPGK(ac)LVGLVTSR_     Score: 92.925     PEP: 0.00021293
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Mass: 1556.7511     Charge: 2     m/z: 779.38283
Modified Peptide: _K(ac)FGFSGFPVTEDGK_     Score: 98.943     PEP: 3.8917E-08
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Mass: 1333.7213     Charge: 3     m/z: 445.58103
Modified Peptide: _ALEHLK(ac)TYSSK_     Score: 132.5     PEP: 2.4576E-07
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Mass: 1363.6871     Charge: 2     m/z: 682.85083
Modified Peptide: _VSGFK(ac)DEVLETV_     Score: 49.423     PEP: 0.0090102
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Mass: 972.49886     Charge: 2     m/z: 487.25671
Modified Peptide: _NASDALK(ac)GR_     Score: 87.913     PEP: 0.00087839
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Mass: 1002.5498     Charge: 2     m/z: 502.28219
Modified Peptide: _K(ac)VVDPFTR_     Score: 101.65     PEP: 0.00043574
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Mass: 1006.5124     Charge: 2     m/z: 504.26347
Modified Peptide: _K(ac)EWFDIK_     Score: 114.89     PEP: 0.0058167
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Mass: 1245.6565     Charge: 2     m/z: 623.83552
Modified Peptide: _STGLK(ac)NASDALK_     Score: 149.83     PEP: 4.5152E-16
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Mass: 1434.7148     Charge: 3     m/z: 479.24554
Modified Peptide: _AAEIAEK(ac)HYM(ox)AK_     Score: 57.802     PEP: 0.00073158



0 200 400 600 800 1000 1200 1400

m/z

0

5000

10000

15000

20000

25000

30000

35000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
6

)

y
2

 (
2

6
2

.1
3

9
6

)

y
3

 (
3

7
6

.1
8

2
4

)

y
4

 (
4

7
3

.2
3

5
5

)

y
5

 (
5

8
8

.2
6

1
6

)

y
6

 (
7

0
1

.3
4

6
5

)

y
7

 (
8

1
4

.4
2

9
9

)

y
8

 (
9

8
4

.5
3

4
8

)

y
9

 (
1

0
8

1
.5

8
9

9
)

y
1

0
 (

1
1

9
4

.6
7

7
5

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

3
)

y
4

-H
2

O
 (

4
5

5
.2

2
5

2
)

y
4

-N
H

3
 (

4
5

6
.2

0
6

3
)

y
5

-H
2

O
 (

5
7

0
.2

5
2

5
)

y
9

-H
2

O
 (

1
0

6
3

.5
7

5
1

)

b
2

 (
3

1
1

.1
0

6
0

)

b
3

 (
4

2
4

.1
8

8
9

)

a
cK

* 
(1

2
6

.0
9

1
3

)

Mass: 1503.7643     Charge: 2     m/z: 752.88943
Modified Peptide: _YM(ox)LPK(ac)LLDPNDK_     Score: 70.563     PEP: 0.00011303
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Mass: 1255.6197     Charge: 2     m/z: 628.81713
Modified Peptide: _STATFEAK(ac)FGR_     Score: 82.171     PEP: 0.0047518
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Mass: 1180.5947     Charge: 2     m/z: 591.30461
Modified Peptide: _K(ac)FESELNEK_     Score: 152.97     PEP: 2.833E-09
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Mass: 1341.6921     Charge: 3     m/z: 448.23797
Modified Peptide: _DLNYSK(ac)LHFR_     Score: 61.815     PEP: 0.0021071
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Mass: 1720.922     Charge: 2     m/z: 861.46829
Modified Peptide: _VGGNLPQK(ac)VINQQER_     Score: 117.2     PEP: 4.0364E-21
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Mass: 1401.7435     Charge: 3     m/z: 468.25509
Modified Peptide: _EIK(ac)AERVEDQK_     Score: 69.864     PEP: 0.00045803
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Mass: 1447.7347     Charge: 3     m/z: 483.58552
Modified Peptide: _WYPSEDVAALK(ac)K_     Score: 74.76     PEP: 0.0023836
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Mass: 1743.9196     Charge: 3     m/z: 582.3138
Modified Peptide: _APK(ac)WYPSEDVAALKK_     Score: 77.562     PEP: 1.3911E-06
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Mass: 1243.6019     Charge: 3     m/z: 415.54126
Modified Peptide: _NGDKPHM(ox)LK(ac)F_     Score: 78.513     PEP: 0.00022751
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Mass: 2516.3863     Charge: 4     m/z: 630.10386
Modified Peptide: _HLEDNTLLISGPFK(ac)VNGVPLRR_     Score: 102.33     PEP: 6.1734E-20
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Mass: 1456.7522     Charge: 3     m/z: 486.59133
Modified Peptide: _AERVEDQK(ac)VVDK_     Score: 159.66     PEP: 5.0119E-17



0 200 400 600 800 1000 1200 1400 1600

m/z

0

5000

10000

15000

20000

25000

30000

35000

40000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

7
0

)

y
2

 (
3

0
2

.1
9

5
3

)

y
3

 (
3

7
3

.2
3

1
4

)

y
4

 (
5

2
0

.3
0

4
3

)

y
5

 (
6

1
7

.3
5

2
9

)

y
6

 (
7

9
5

.4
6

9
3

)

y
7

 (
8

5
2

.4
9

3
3

)

y
8

 (
9

3
9

.5
2

5
1

)

y
9

 (
1

0
4

0
.5

6
8

9
)

y
8

-H
2

O
 (

9
2

1
.5

1
3

9
)

a
2

 (
1

8
8

.1
0

2
7

)
b
2

 (
2

1
6

.0
9

7
5

)
b
2

-H
2

O
 (

1
9

8
.0

8
6

9
)

Mass: 1153.6103     Charge: 2     m/z: 577.8124
Modified Peptide: _NTSGK(ac)PFAFK_     Score: 81.865     PEP: 0.00030479
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Mass: 1319.7561     Charge: 3     m/z: 440.92599
Modified Peptide: _NK(ac)EVAALVIHGK_     Score: 75.088     PEP: 0.00022189
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Mass: 1131.6874     Charge: 2     m/z: 566.851
Modified Peptide: _LPLYALEK(ac)K_     Score: 103.7     PEP: 0.00010267



0 200 400 600 800 1000 1200

m/z

0

10000

20000

30000

40000

50000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
6

)

y
2

 (
3

1
2

.1
7

9
0

)

y
3

 (
4

5
9

.2
4

7
3

)

y
4

 (
5

5
6

.3
0

0
0

)

y
5

 (
6

5
5

.3
7

5
1

)

y
6

 (
7

1
2

.3
9

0
1

)

y
7

 (
8

8
2

.4
9

7
3

)

y
8

 (
1

0
4

5
.5

5
7

2
)

y
9

 (
1

1
0

2
.5

8
0

7
)

a
2

 (
2

1
6

.1
1

3
6

)

b
2

 (
2

4
4

.1
0

8
7

)

b
3

 (
3

0
1

.1
3

0
3

)

b
6

 (
6

9
1

.3
1

7
3

)

a
cK

* 
(1

2
6

.0
9

1
6

)

Mass: 1344.6727     Charge: 3     m/z: 449.23152
Modified Peptide: _GWGYK(ac)GVPFHR_     Score: 55.721     PEP: 0.0020048
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Mass: 1561.8253     Charge: 2     m/z: 781.91992
Modified Peptide: _VFFDPAVNGTK(ac)IGR_     Score: 103.21     PEP: 5.8461E-14
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Mass: 1645.7988     Charge: 2     m/z: 823.90667
Modified Peptide: _SIYGSK(ac)FADENFVK_     Score: 121.76     PEP: 2.942E-17
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Mass: 1138.5659     Charge: 2     m/z: 570.29021
Modified Peptide: _FADENFVK(ac)K_     Score: 103.7     PEP: 0.00010267
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Mass: 1410.6602     Charge: 3     m/z: 471.22734
Modified Peptide: _ALCTGEK(ac)GWGYK_     Score: 155.15     PEP: 5.8325E-17
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Mass: 1178.6183     Charge: 2     m/z: 590.31643
Modified Peptide: _AISK(ac)FLSDEK_     Score: 84.658     PEP: 0.009324
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Mass: 1677.8322     Charge: 2     m/z: 839.92338
Modified Peptide: _SASK(ac)FQSVSENISPR_     Score: 154.69     PEP: 3.3183E-31
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Mass: 1784.8806     Charge: 2     m/z: 893.44756
Modified Peptide: _QEVSK(ac)WNDIVQQNR_     Score: 184.21     PEP: 1.1813E-33
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Mass: 1285.7365     Charge: 3     m/z: 429.58612
Modified Peptide: _FVHLASK(ac)ELGK_     Score: 94.538     PEP: 1.4529E-05
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Mass: 1517.8606     Charge: 3     m/z: 506.96081
Modified Peptide: _VDVVPPK(ac)PFITHK_     Score: 88.552     PEP: 1.512E-06



0 200 400 600 800 1000 1200

m/z

0

5000

10000

15000

20000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

3
0

)

y
2

 (
2

6
0

.1
9

7
5

)

y
3

 (
3

8
8

.2
5

5
6

)

y
4

 (
5

0
2

.2
9

8
9

)

y
5

 (
6

0
1

.3
6

7
4

) y
6

 (
7

3
0

.4
1

0
7

)

y
7

 (
8

7
7

.4
7

8
9

)

y
8

 (
1

0
4

7
.5

8
3

7
)

y
9

 (
1

1
4

8
.6

3
5

1
)

y
3

-N
H

3
 (

3
7

1
.2

2
7

7
)

y
4

-N
H

3
 (

4
8

5
.2

7
2

2
)

y
6

-H
2

O
 (

7
1

2
.4

0
3

1
)

y
6

-N
H

3
 (

7
1

3
.3

7
8

5
)

y
7

-N
H

3
 (

8
6

0
.4

6
4

9
)

y
8

-N
H

3
 (

1
0

3
0

.5
7

3
3

)

y
8

(2
+

) 
(5

2
4

.3
0

1
5

)

a
2

 (
1

7
3

.1
2

8
3

)

b
2

 (
2

0
1

.1
2

3
5

)
b
2

-H
2

O
 (

1
8

3
.1

1
2

6
)

b
3

 (
3

7
1

.2
2

7
7

)
b
3

-H
2

O
 (

3
5

3
.2

1
8

4
)

b
7

 (
8

6
0

.4
6

4
9

)

a
cK

* 
(1

2
6

.0
9

1
2

)
a
cK

 (
1

4
3

.1
1

7
6

)

Mass: 1246.6921     Charge: 2     m/z: 624.35335
Modified Peptide: _VTK(ac)FEVNQLK_     Score: 112.83     PEP: 3.8179E-06
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Mass: 2823.405     Charge: 3     m/z: 942.14228
Modified Peptide: _NFK(ac)PQGSIEHLQSGVYYLTNIDDK_     Score: 59.814     PEP: 2.4552E-06
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Mass: 1185.6605     Charge: 2     m/z: 593.83753
Modified Peptide: _ELDITNK(ac)LAK_     Score: 73.885     PEP: 0.00056784
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Mass: 2188.0998     Charge: 3     m/z: 730.37387
Modified Peptide: _YFDYNVFHVPTCK(ac)LVTK_     Score: 85.808     PEP: 3.5583E-11
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Mass: 1303.7136     Charge: 2     m/z: 652.86408
Modified Peptide: _NIEK(ac)TFVNVAK_     Score: 99.752     PEP: 5.8657E-06
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Mass: 1489.821     Charge: 2     m/z: 745.9178
Modified Peptide: _LEVGTETLIDK(ac)SK_     Score: 105.14     PEP: 1.1496E-12
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Mass: 1626.9024     Charge: 3     m/z: 543.30808
Modified Peptide: _TAEQK(ac)TRPQNVGIK_     Score: 127.71     PEP: 1.2442E-20
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Mass: 1328.7241     Charge: 3     m/z: 443.91531
Modified Peptide: _TFVNVAK(ac)PFHK_     Score: 136.5     PEP: 9.8596E-08
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Mass: 1321.6626     Charge: 2     m/z: 661.83859
Modified Peptide: _SYNIDTNK(ac)IGR_     Score: 141.1     PEP: 2.5297E-08
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Mass: 964.53418     Charge: 2     m/z: 483.27437
Modified Peptide: _LVTK(ac)SYGR_     Score: 164.53     PEP: 5.19E-06
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Mass: 1610.7312     Charge: 2     m/z: 806.37286
Modified Peptide: _DYDESLTDK(ac)NIEK_     Score: 168.76     PEP: 1.7302E-24
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Mass: 1992.1226     Charge: 3     m/z: 665.04816
Modified Peptide: _IVGDVQHIIK(ac)ELDITNK_     Score: 176.21     PEP: 7.9205E-58
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Mass: 1349.7191     Charge: 2     m/z: 675.86682
Modified Peptide: _LIK(ac)SYNIDTNK_     Score: 223.77     PEP: 1.6159E-62
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Mass: 1665.8111     Charge: 3     m/z: 556.27764
Modified Peptide: _TEASQVWDK(ac)HAQPK_     Score: 70.373     PEP: 0.0054687
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Mass: 1232.6361     Charge: 2     m/z: 617.32532
Modified Peptide: _SSGK(ac)VASDITAR_     Score: 84.365     PEP: 8.0268E-06
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Mass: 2571.2453     Charge: 4     m/z: 643.8186
Modified Peptide: _KPSDGTGVSASDTPK(ac)YQHTVPETK_     Score: 130.6     PEP: 4.3735E-19
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Mass: 1374.7296     Charge: 3     m/z: 459.25047
Modified Peptide: _K(ac)FISHVQAFEK_     Score: 75.088     PEP: 6.8273E-05
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Mass: 1234.6081     Charge: 2     m/z: 618.31134
Modified Peptide: _VEK(ac)EGVEFEK_     Score: 102.4     PEP: 0.00040287
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Mass: 1342.7973     Charge: 2     m/z: 672.40591
Modified Peptide: _LQLILK(ac)PYSAR_     Score: 110.86     PEP: 3.1093E-07
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Mass: 1085.6416     Charge: 2     m/z: 543.82805
Modified Peptide: _INK(ac)LVQEGK_     Score: 111.61     PEP: 0.0003576
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Mass: 1390.758     Charge: 3     m/z: 464.59327
Modified Peptide: _FISHVQAFEK(ac)K_     Score: 122.34     PEP: 2.4435E-07
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Mass: 1930.0283     Charge: 4     m/z: 483.51436
Modified Peptide: _LLNNK(ac)IHYYETHLSK_     Score: 70.281     PEP: 2.8857E-06
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Mass: 1045.5556     Charge: 2     m/z: 523.7851
Modified Peptide: _SLQK(ac)FEPR_     Score: 89.698     PEP: 0.0028347
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Mass: 1518.7285     Charge: 3     m/z: 507.25012
Modified Peptide: _VESESASHSK(ac)WSK_     Score: 105.14     PEP: 1.1496E-12
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Mass: 1442.8531     Charge: 2     m/z: 722.43381
Modified Peptide: _ASK(ac)M(ox)LIEVILLR_     Score: 44.543     PEP: 0.0033627
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Mass: 2631.3115     Charge: 3     m/z: 878.11112
Modified Peptide: _GAAFVNTVPTNK(ac)YLDNHGLNIM(ox)GK_     Score: 64.295     PEP: 2.4993E-07
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Mass: 1676.9138     Charge: 2     m/z: 839.46416
Modified Peptide: _IANVPLSFNEYLK(ac)K_     Score: 41.092     PEP: 0.0049401



0 200 400 600 800 1000 1200 1400

m/z

0

10000

20000

30000

40000

50000

60000

70000

80000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
8

)

y
2

 (
2

7
5

.1
7

1
9

)

y
5

 (
6

7
3

.3
8

7
4

)

y
6

 (
8

1
0

.4
5

5
1

)

y
7

 (
9

2
3

.5
3

2
0

)

y
1

1
 (

1
3

1
7

.7
2

6
9

)

y
2

-N
H

3
 (

2
5

8
.1

4
4

3
)

y
6

-N
H

3
 (

7
9

3
.4

1
5

1
)

y
7

-N
H

3
 (

9
0

6
.5

0
5

6
)

y
6

(2
+

) 
(4

0
5

.7
2

7
3

)

b
2

 (
3

0
1

.1
2

9
4

)

b
4

 (
4

4
5

.1
8

2
3

)
b
4

-H
2

O
 (

4
2

7
.1

7
5

8
)

b
5

 (
5

5
8

.2
7

4
6

)

b
6

 (
6

7
1

.3
4

1
3

)

b
9

 (
1

0
9

3
.5

4
2

1
)

b
9

-N
H

3
 (

1
0

7
6

.5
1

9
7

)

a
cK

 (
1

4
3

.1
1

7
9

)

Mass: 1479.7834     Charge: 4     m/z: 370.95313
Modified Peptide: _YHGSILHK(ac)DLQK_     Score: 62.088     PEP: 0.0018871
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Mass: 1477.7413     Charge: 2     m/z: 739.87791
Modified Peptide: _SNGTK(ac)FEQGEVIK_     Score: 83.729     PEP: 4.4721E-06
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Mass: 1807.9257     Charge: 3     m/z: 603.64918
Modified Peptide: _QIFTHPK(ac)DTFYITR_     Score: 72.175     PEP: 1.3863E-05
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Mass: 1017.5859     Charge: 2     m/z: 509.80022
Modified Peptide: _ISLK(ac)SPFGK_     Score: 81.525     PEP: 0.00088228
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Mass: 2196.0699     Charge: 3     m/z: 733.03057
Modified Peptide: _LQTIVDPNIYSK(ac)YADGSDR_     Score: 42.172     PEP: 0.0046485
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Mass: 1377.7405     Charge: 2     m/z: 689.87752
Modified Peptide: _NFIPQK(ac)YSALR_     Score: 98.353     PEP: 8.1893E-06
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Mass: 1527.8308     Charge: 2     m/z: 764.92268
Modified Peptide: _YALYVPK(ac)TGSFPK_     Score: 72.496     PEP: 9.8701E-05
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Mass: 1476.7824     Charge: 2     m/z: 739.39848
Modified Peptide: _ISTGINK(ac)IFGEEK_     Score: 134.04     PEP: 9.0618E-18
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Mass: 1985.0582     Charge: 3     m/z: 662.69334
Modified Peptide: _SQFVK(ac)ENPTLRPAEISK_     Score: 68.567     PEP: 1.3697E-06
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Mass: 1143.5783     Charge: 2     m/z: 572.79642
Modified Peptide: _DK(ac)YIQEYK_     Score: 71.349     PEP: 0.0053664



0 500 1000 1500 2000

m/z

0

10000

20000

30000

40000

50000

60000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
7

)

y
2

 (
3

0
2

.1
6

2
0

)

y
3

 (
4

1
5

.2
4

6
3

)

y
4

 (
5

3
0

.2
7

2
6

)

y
5

 (
6

4
3

.3
6

2
5

)

y
6

 (
7

7
1

.4
0

9
6

)

y
8

 (
1

0
3

6
.5

6
8

4
)

y
9

 (
1

1
5

1
.6

0
9

8
)

y
1

0
 (

1
2

4
8

.6
4

7
2

)

y
1

1
 (

1
3

8
5

.7
0

2
6

)

y
1

2
 (

1
5

1
3

.7
5

6
8

)

y
1

3
 (

1
5

8
4

.7
9

8
6

)

y
1

4
 (

1
7

3
1

.8
6

7
5

)

y
1

5
 (

1
8

3
0

.9
3

6
2

)

y
1

2
-H

2
O

 (
1

4
9

5
.7

4
3

2
)

y
1

4
-H

2
O

 (
1

7
1

3
.8

5
8

4
)

y
1

5
-N

H
3

 (
1

8
1

3
.9

1
8

6
)

a
2

 (
1

8
8

.1
0

2
5

)
b
2

 (
2

1
6

.0
9

7
5

)
b
2

-H
2

O
 (

1
9

8
.0

8
7

2
)

b
2

-N
H

3
 (

1
9

9
.0

7
1

3
)

b
3

 (
3

1
5

.1
6

5
9

)
b
3

-N
H

3
 (

2
9

8
.1

3
8

4
)

b
4

 (
4

6
2

.2
3

3
2

)

b
7

 (
7

9
8

.4
0

1
6

)

b
1

0
 (

1
1

8
8

.5
7

3
7

)
b
1

0
-H

2
O

 (
1

1
7

0
.5

6
2

5
)

Mass: 2045.0223     Charge: 3     m/z: 682.68137
Modified Peptide: _SQVFAQHPDK(ac)SQLDLM(ox)K_     Score: 96.487     PEP: 2.0309E-16
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Mass: 1671.8832     Charge: 2     m/z: 836.94887
Modified Peptide: _IIGDK(ac)WQSLDQSIK_     Score: 141.85     PEP: 4.6832E-22
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Mass: 1581.825     Charge: 2     m/z: 791.91978
Modified Peptide: _IILSTNATYDSK(ac)SK_     Score: 82.908     PEP: 4.9484E-07
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Mass: 1791.8275     Charge: 2     m/z: 896.92104
Modified Peptide: _GQYSDENDK(ac)IPLTDR_     Score: 117.4     PEP: 1.326E-12
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Mass: 1647.8369     Charge: 2     m/z: 824.92573
Modified Peptide: _FTQVPK(ac)NFQDLNR_     Score: 144.27     PEP: 2.9676E-22
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Mass: 1288.6503     Charge: 2     m/z: 645.33242
Modified Peptide: _STSNASEK(ac)IFR_     Score: 183.33     PEP: 4.641E-23
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Mass: 1485.7667     Charge: 2     m/z: 743.89063
Modified Peptide: _LSSQNVNYDLK(ac)R_     Score: 234.63     PEP: 4.1219E-83



0 200 400 600 800 1000

m/z

0

5000

10000

15000

20000

25000

30000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
6

)

y
2

 (
2

1
8

.1
4

9
5

)

y
3

 (
3

3
1

.2
3

3
4

)

y
4

 (
4

5
9

.2
9

3
4

)

y
5

 (
5

5
8

.3
6

0
4

)

y
6

 (
6

7
3

.3
8

8
2

)

y
7

 (
8

2
0

.4
5

5
3

)a
2

 (
2

9
0

.1
8

5
7

)

b
2

 (
3

1
8

.1
8

1
8

)

b
3

 (
4

3
3

.2
0

7
6

)

b
4

 (
5

3
2

.2
7

6
2

)

b
6

 (
7

7
3

.4
0

4
3

)
b
6

-H
2

O
 (

7
5

5
.4

0
9

3
)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 989.55458     Charge: 2     m/z: 495.78457
Modified Peptide: _K(ac)FDVQLAK_     Score: 70.908     PEP: 0.0039774
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Mass: 1695.9782     Charge: 2     m/z: 848.99638
Modified Peptide: _IFILGSSYQK(ac)ELLK_     Score: 83.729     PEP: 4.4472E-07
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Mass: 1531.865     Charge: 2     m/z: 766.93978
Modified Peptide: _LFK(ac)PFLDPVTVSK_     Score: 98.592     PEP: 3.825E-09
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Mass: 1223.567     Charge: 2     m/z: 612.79077
Modified Peptide: _FGGK(ac)SEVDESK_     Score: 103.75     PEP: 7.1781E-07
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Mass: 2096.1656     Charge: 3     m/z: 699.72914
Modified Peptide: _ILVCAPSNVAVDHLAAK(ac)LR_     Score: 61.648     PEP: 6.1428E-05
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Mass: 1200.6838     Charge: 2     m/z: 601.34915
Modified Peptide: _GWK(ac)VGDLAGIK_     Score: 65.395     PEP: 0.00051969
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Mass: 2497.3944     Charge: 3     m/z: 833.47209
Modified Peptide: _LHYK(ac)DIPVPEPKPNEILINVK_     Score: 90.316     PEP: 4.4018E-13
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Mass: 1421.8494     Charge: 2     m/z: 711.93196
Modified Peptide: _SPIK(ac)IVGLSELPK_     Score: 126.48     PEP: 1.4187E-17
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Mass: 1703.9934     Charge: 3     m/z: 569.00508
Modified Peptide: _AIQIVDK(ac)GVQIHTLK_     Score: 73.834     PEP: 1.7413E-06
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Mass: 2283.1899     Charge: 3     m/z: 762.07059
Modified Peptide: _GGIPLVFPVFGK(ac)NSTDEHLSK_     Score: 81.016     PEP: 2.5033E-12
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Mass: 1943.9813     Charge: 4     m/z: 487.00261
Modified Peptide: _NSTDEHLSK(ac)LPQHGLAR_     Score: 95.347     PEP: 9.5728E-16
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Mass: 1528.7409     Charge: 2     m/z: 765.37775
Modified Peptide: _SQYQK(ac)TAEEYLK_     Score: 83.204     PEP: 0.0007564
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Mass: 1553.7627     Charge: 2     m/z: 777.88861
Modified Peptide: _TIQNEFWAK(ac)YGR_     Score: 84.289     PEP: 0.0075828
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Mass: 1097.6193     Charge: 2     m/z: 549.81693
Modified Peptide: _ANK(ac)IVDQLR_     Score: 102.06     PEP: 0.0001666
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Mass: 1242.682     Charge: 2     m/z: 622.34826
Modified Peptide: _KQEELDAK(ac)LK_     Score: 65.5     PEP: 0.0033053
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Mass: 2674.3937     Charge: 3     m/z: 892.47185
Modified Peptide: _RPEPAPSFNVDPLEQPAEPSK(ac)LAK_     Score: 85.423     PEP: 2.4726E-14
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Mass: 1008.5826     Charge: 2     m/z: 505.2986
Modified Peptide: _LK(ac)EFVSTK_     Score: 86.18     PEP: 0.0028595
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Mass: 1325.6443     Charge: 2     m/z: 663.82941
Modified Peptide: _SCTK(ac)WNVM(ox)VK_     Score: 88.056     PEP: 6.6129E-05
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Mass: 1223.6787     Charge: 2     m/z: 612.84665
Modified Peptide: _LAEAM(ox)GLK(ac)GLR_     Score: 89.561     PEP: 5.3718E-06
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Mass: 1477.7354     Charge: 3     m/z: 493.58574
Modified Peptide: _SEWFAQINK(ac)WK_     Score: 104.52     PEP: 6.7362E-07
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Mass: 1430.7518     Charge: 2     m/z: 716.38317
Modified Peptide: _VTGNISK(ac)FAPEAR_     Score: 132.31     PEP: 1.0237E-17
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Mass: 1915.1142     Charge: 2     m/z: 958.5644
Modified Peptide: _PGPVLVDLPK(ac)DVTAAILR_     Score: 144.97     PEP: 6.337E-46
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Mass: 1151.6663     Charge: 3     m/z: 384.89603
Modified Peptide: _TELITHLK(ac)R_     Score: 62.303     PEP: 0.0049459
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Mass: 2244.1092     Charge: 3     m/z: 749.04369
Modified Peptide: _VVPNEK(ac)ADDDSVTIISAGNDK_     Score: 76.156     PEP: 9.433E-09
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Mass: 1047.5935     Charge: 2     m/z: 524.80405
Modified Peptide: _DK(ac)TLISWK_     Score: 94.692     PEP: 0.0020546



0 200 400 600 800 1000 1200

m/z

0

5000

10000

15000

20000

25000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
6

)

y
2

 (
3

1
7

.2
1

8
0

)

y
3

 (
4

3
2

.2
4

4
5

)

y
4

 (
5

4
5

.3
2

7
9

)

y
5

 (
6

6
0

.3
5

5
4

)

y
6

 (
7

5
9

.4
2

5
9

)

y
7

 (
8

4
6

.4
5

4
7

)

y
8

 (
9

9
3

.4
9

4
0

)

y
5

-H
2

O
 (

6
4

2
.3

3
8

5
)

y
5

-N
H

3
 (

6
4

3
.3

4
1

4
)

y
7

-H
2

O
 (

8
2

8
.4

3
7

3
)

a
2

 (
1

7
5

.0
7

1
2

)

b
2

 (
2

0
3

.0
6

6
1

) b
3

 (
3

0
2

.1
3

4
0

)
b
3

-H
2

O
 (

2
8

4
.1

2
4

0
)

b
4

 (
4

4
9

.1
6

9
6

)
b
4

-H
2

O
 (

4
3

1
.1

5
8

0
)

b
5

 (
5

3
6

.2
0

4
5

)
b
5

-H
2

O
 (

5
1

8
.1

9
2

4
)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1293.6122     Charge: 2     m/z: 647.81339
Modified Peptide: _SDVM(ox)SVDIDK(ac)K_     Score: 96.103     PEP: 1.609E-05
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Mass: 1545.8039     Charge: 2     m/z: 773.90921
Modified Peptide: _TLISWK(ac)LTGDDQK_     Score: 116.98     PEP: 1.8641E-15
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Mass: 1029.6223     Charge: 2     m/z: 515.81841
Modified Peptide: _TIK(ac)VWTIK_     Score: 153.24     PEP: 6.5878E-07
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Mass: 1472.7623     Charge: 2     m/z: 737.38845
Modified Peptide: _LTGDDQK(ac)FGVPVR_     Score: 159.64     PEP: 7.8236E-21



0 200 400 600 800 1000 1200

m/z

0

5000

10000

15000

20000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
0

)

y
2

 (
2

7
6

.1
5

1
9

)

y
3

 (
3

8
9

.2
3

5
6

)

y
4

 (
5

2
6

.2
9

5
2

)

y
5

 (
6

5
4

.3
4

7
2

)

y
6

 (
7

8
3

.3
9

3
4

)

y
7

 (
9

5
3

.4
9

8
3

)

y
1

-N
H

3
 (

1
3

0
.0

8
5

4
)

y
2

-H
2

O
 (

2
5

8
.1

4
2

1
)

a
2

 (
2

0
1

.1
2

2
2

)

b
2

 (
2

2
9

.1
1

7
0

)

b
3

 (
3

9
9

.2
2

0
4

)

b
6

 (
7

9
3

.3
7

0
3

)

b
8

(2
+

) 
(5

1
8

.2
5

6
0

)

a
cK

* 
(1

2
6

.0
9

0
5

)

Mass: 1180.6088     Charge: 3     m/z: 394.54354
Modified Peptide: _DLK(ac)EQHIEK_     Score: 71.03     PEP: 0.0026345



0 200 400 600 800 1000 1200 1400

m/z

0

20000

40000

60000

80000

100000

120000

140000

160000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
9

)

y
2

 (
2

7
4

.1
8

7
6

)

y
3

 (
3

8
8

.2
3

0
4

)

y
4

 (
5

5
8

.3
3

5
7

)

y
5

 (
6

8
7

.3
7

8
3

)

y
6

 (
8

0
0

.4
6

2
5

)

y
3

-N
H

3
 (

3
7

1
.2

0
3

6
)

y
4

-N
H

3
 (

5
4

1
.3

1
4

7
)

y
5

-H
2

O
 (

6
6

9
.3

6
5

3
)

y
6

-H
2

O
 (

7
8

2
.4

5
2

4
)

y
6

-N
H

3
 (

7
8

3
.4

4
6

0
)

a
2

 (
1

4
3

.1
1

7
8

)

b
2

 (
1

7
1

.1
1

2
8

)

b
3

 (
2

8
4

.1
9

7
0

)

b
4

 (
4

1
3

.2
4

0
9

)
b
4

-H
2

O
 (

3
9

5
.2

3
2

9
)

b
7

 (
7

9
6

.4
6

4
7

)

a
cK

* 
(1

2
6

.0
9

1
3

)
a
cK

 (
1

4
3

.1
1

7
8

)

Mass: 969.56073     Charge: 2     m/z: 485.78764
Modified Peptide: _GLIEK(ac)NVR_     Score: 116.25     PEP: 8.1489E-05
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Mass: 1204.5917     Charge: 2     m/z: 603.30312
Modified Peptide: _FGK(ac)YFYNPK_     Score: 68.016     PEP: 0.0032821
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Mass: 1478.7116     Charge: 2     m/z: 740.36305
Modified Peptide: _LYLDNK(ac)SM(ox)YFK_     Score: 113.22     PEP: 4.3902E-08
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Mass: 1651.824     Charge: 2     m/z: 826.91925
Modified Peptide: _TQK(ac)EM(ox)LYGILNER_     Score: 130.61     PEP: 2.851E-18
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Mass: 1546.8566     Charge: 2     m/z: 774.43559
Modified Peptide: _SLSQSLTATTQK(ac)LK_     Score: 203.7     PEP: 2.4189E-49
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Mass: 1235.7096     Charge: 2     m/z: 618.86209
Modified Peptide: _TIIGK(ac)LQDYK_     Score: 96.015     PEP: 0.00014997
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Mass: 1467.8198     Charge: 3     m/z: 490.28054
Modified Peptide: _RLDK(ac)FIEHQLK_     Score: 99.531     PEP: 1.6032E-05
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Mass: 1513.7413     Charge: 2     m/z: 757.87791
Modified Peptide: _NDK(ac)YGFLSNSISK_     Score: 85.837     PEP: 3.1783E-06
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Mass: 2461.1694     Charge: 5     m/z: 493.24116
Modified Peptide: _TITHNRPNTK(ac)DESIQDSHGNR_     Score: 119.31     PEP: 1.708E-33
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Mass: 1180.5947     Charge: 2     m/z: 591.30461
Modified Peptide: _YDVEK(ac)AAEAK_     Score: 66.262     PEP: 0.0011151
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Mass: 1280.6765     Charge: 2     m/z: 641.34552
Modified Peptide: _ILNFFDK(ac)NTK_     Score: 56.225     PEP: 0.0033543
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Mass: 1196.7464     Charge: 2     m/z: 599.38045
Modified Peptide: _SK(ac)NLNLPLIK_     Score: 70.977     PEP: 0.00070266
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Mass: 1387.746     Charge: 2     m/z: 694.88026
Modified Peptide: _NALPISK(ac)DGYIR_     Score: 69.602     PEP: 0.00050027
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Mass: 1495.6977     Charge: 3     m/z: 499.57317
Modified Peptide: _IGEDRFDK(ac)MESK_     Score: 72.681     PEP: 0.00088478
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Mass: 1505.7263     Charge: 3     m/z: 502.91604
Modified Peptide: _HNYQEQYNK(ac)LK_     Score: 86.014     PEP: 0.0028991
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Mass: 904.59494     Charge: 2     m/z: 453.30474
Modified Peptide: _AALAK(ac)LLR_     Score: 64.207     PEP: 0.0080787
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Mass: 1739.8465     Charge: 3     m/z: 580.95612
Modified Peptide: _EVPIPEEEK(ac)KDEEK_     Score: 59.862     PEP: 0.00066101
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Mass: 1564.7958     Charge: 3     m/z: 522.60587
Modified Peptide: _NIK(ac)LGVHEDTQNR_     Score: 75.462     PEP: 5.8117E-05
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Mass: 1232.6653     Charge: 2     m/z: 617.3399
Modified Peptide: _EYEPLTK(ac)ALK_     Score: 76.143     PEP: 0.00046319
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Mass: 1130.6336     Charge: 2     m/z: 566.32406
Modified Peptide: _SPFLDALK(ac)AK_     Score: 81.017     PEP: 0.00031036
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Mass: 1459.7602     Charge: 3     m/z: 487.594
Modified Peptide: _RVDEGGAQDK(ac)TVK_     Score: 91.969     PEP: 2.5253E-08
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Mass: 1784.9531     Charge: 3     m/z: 595.99165
Modified Peptide: _NIYYITGESLK(ac)AVEK_     Score: 101.42     PEP: 6.7424E-12
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Mass: 1358.7446     Charge: 2     m/z: 680.37956
Modified Peptide: _AVEK(ac)SPFLDALK_     Score: 101.6     PEP: 5.4969E-09



0 500 1000 1500

m/z

0

20000

40000

60000

80000

100000

120000

140000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
8

)

y
2

 (
2

8
8

.2
0

2
8

)

y
3

 (
4

1
7

.2
4

5
4

)

y
4

 (
5

3
0

.3
2

9
2

)

y
5

 (
6

2
9

.3
9

7
4

)

y
6

 (
8

0
7

.5
1

7
6

)

y
7

 (
9

3
6

.5
6

0
7

)

y
8

 (
1

0
6

5
.6

0
2

1
)

y
9

 (
1

1
6

2
.6

5
4

9
)

y
1

0
 (

1
2

9
8

.7
6

3
0

)

y
1

1
 (

1
3

9
5

.8
1

6
8

)

y
1

2
 (

1
4

9
6

.8
6

3
4

)

y
8

-H
2

O
 (

1
0

4
7

.5
8

9
8

)

y
9

-H
2

O
 (

1
1

4
4

.6
4

3
2

)

y
1

0
-H

2
O

 (
1

2
8

0
.7

4
5

9
)

y
1

2
-H

2
O

 (
1

4
7

8
.8

5
8

5
)

y
6

(2
+

) 
(4

0
4

.2
6

3
6

)

a
2

 (
1

8
7

.1
4

3
9

)
b
2

 (
2

1
5

.1
3

8
7

)

b
8

 (
9

8
1

.5
4

4
0

)

Mass: 1608.9422     Charge: 3     m/z: 537.32133
Modified Peptide: _ITPKPEEK(ac)VLEIR_     Score: 102.52     PEP: 6.9746E-10
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Mass: 1655.961     Charge: 2     m/z: 828.9878
Modified Peptide: _VVVSYK(ac)LLDAPAAIR_     Score: 103.21     PEP: 3.7905E-15
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Mass: 2108.0248     Charge: 3     m/z: 703.68222
Modified Peptide: _M(ox)PEHQK(ac)NIYYITGESLK_     Score: 103.85     PEP: 2.8051E-22
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Mass: 1229.6445     Charge: 2     m/z: 615.82951
Modified Peptide: _FYSAFAK(ac)NIK_     Score: 103.88     PEP: 2.4566E-05
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Mass: 968.59063     Charge: 2     m/z: 485.30259
Modified Peptide: _SPIIK(ac)ELK_     Score: 106.2     PEP: 0.00028021
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Mass: 1585.8312     Charge: 3     m/z: 529.61766
Modified Peptide: _ELISNASDALDK(ac)IR_     Score: 112.02     PEP: 1.3441E-14
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Mass: 1369.7453     Charge: 2     m/z: 685.87992
Modified Peptide: _ALK(ac)DILGDQVEK_     Score: 112.44     PEP: 4.3502E-10
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Mass: 1627.8305     Charge: 2     m/z: 814.92252
Modified Peptide: _VK(ac)EEVQELEELNK_     Score: 113.76     PEP: 1.0869E-13



0 200 400 600 800 1000 1200 1400

m/z

0

5000

10000

15000

20000

25000

30000

35000

40000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

4
0

)

y
2

 (
2

6
0

.1
9

9
5

)

y
4

 (
4

7
0

.3
3

8
2

)

y
5

 (
5

5
7

.3
7

0
8

)

y
6

 (
7

2
7

.4
7

5
0

)

y
7

 (
8

2
4

.5
3

1
1

)

y
8

 (
9

1
1

.5
6

4
6

)

y
9

 (
1

0
2

4
.6

4
8

5
)

y
1

0
 (

1
1

5
3

.6
9

2
4

)

y
7

-H
2

O
 (

8
0

6
.5

2
6

2
)

y
8

-H
2

O
 (

8
9

3
.5

4
7

5
)

y
1

0
-H

2
O

 (
1

1
3

5
.6

6
9

6
)

y
8

(2
+

) 
(4

5
6

.2
8

5
7

)

a
2

 (
2

2
1

.1
3

0
4

)

b
2

 (
2

4
9

.1
2

5
7

)

b
3

 (
3

7
8

.1
6

9
4

)
b
3

-H
2

O
 (

3
6

0
.1

5
8

9
)

b
5

 (
5

7
8

.2
8

3
4

)

a
cK

* 
(1

2
6

.0
9

2
6

)

Mass: 1400.7915     Charge: 2     m/z: 701.40304
Modified Peptide: _TFEISPK(ac)SPIIK_     Score: 115.14     PEP: 3.6197E-12
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Mass: 2304.1638     Charge: 3     m/z: 769.06187
Modified Peptide: _YQALSDPK(ac)QLETEPDLFIR_     Score: 116.6     PEP: 8.3308E-12
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Mass: 2233.075     Charge: 2     m/z: 1117.5448
Modified Peptide: _YNSTK(ac)SVDELTSLTDYVTR_     Score: 119.31     PEP: 1.8356E-32
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Mass: 1060.6029     Charge: 2     m/z: 531.30874
Modified Peptide: _NNIK(ac)LYVR_     Score: 107.9     PEP: 0.00024094
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Mass: 1306.6991     Charge: 2     m/z: 654.35684
Modified Peptide: _EIK(ac)EYEPLTK_     Score: 115.18     PEP: 6.0752E-05
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Mass: 1335.6527     Charge: 2     m/z: 668.83361
Modified Peptide: _EM(ox)LQQNK(ac)IM(ox)K_     Score: 103.7     PEP: 5.0561E-06
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Mass: 1629.8097     Charge: 3     m/z: 544.27719
Modified Peptide: _EEVQELEELNK(ac)TK_     Score: 137.8     PEP: 6.5168E-18
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Mass: 2037.9015     Charge: 3     m/z: 680.30777
Modified Peptide: _DFELEETDEEK(ac)AEREK_     Score: 148.33     PEP: 7.8011E-38
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Mass: 1595.793     Charge: 2     m/z: 798.90379
Modified Peptide: _EVEK(ac)EVPIPEEEK_     Score: 152     PEP: 3.4037E-20
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Mass: 2103.0882     Charge: 3     m/z: 702.03667
Modified Peptide: _DSGIGM(ox)TK(ac)AELINNLGTIAK_     Score: 176.11     PEP: 2.4193E-84
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Mass: 1478.6889     Charge: 2     m/z: 740.35173
Modified Peptide: _DDQLEYLEEK(ac)R_     Score: 181.31     PEP: 6.4072E-23
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Mass: 2167.0321     Charge: 3     m/z: 723.35131
Modified Peptide: _K(ac)LIEAFNEIAEDSEQFDK_     Score: 183.77     PEP: 4.6882E-61
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Mass: 1771.8364     Charge: 3     m/z: 591.61939
Modified Peptide: _LEEVDEEEEEK(ac)KPK_     Score: 195.43     PEP: 2.5835E-40
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Mass: 1205.6404     Charge: 2     m/z: 603.82749
Modified Peptide: _HLGPSPSDVK(ac)K_     Score: 117.98     PEP: 1.4451E-07
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Mass: 1064.5291     Charge: 2     m/z: 533.27182
Modified Peptide: _LNYGWDK(ac)K_     Score: 67.507     PEP: 0.0047487
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Mass: 1395.842     Charge: 3     m/z: 466.28796
Modified Peptide: _ILLRPDEK(ac)INK_     Score: 56.205     PEP: 0.0049653
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Mass: 1997.0582     Charge: 3     m/z: 666.69334
Modified Peptide: _TTDTYPSLPK(ac)PLNRPQK_     Score: 62.055     PEP: 0.00020644
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Mass: 1902.8901     Charge: 3     m/z: 635.30396
Modified Peptide: _GGPEYIK(ac)EFHWEDVR_     Score: 67.605     PEP: 0.0048399



0 200 400 600 800 1000 1200 1400 1600

m/z

0

2000

4000

6000

8000

10000

12000

14000

16000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
8

)

y
2

 (
3

6
1

.1
9

7
4

)

y
3

 (
4

7
6

.2
1

8
3

)

y
5

 (
7

0
5

.3
3

1
4

)

y
6

 (
8

7
5

.4
3

8
2

)

y
7

 (
9

7
6

.4
8

4
7

)

y
8

 (
1

0
8

9
.5

6
5

0
)

y
9

 (
1

1
7

6
.6

0
4

8
)

y
1

0
 (

1
2

9
0

.6
4

6
3

)

y
6

-N
H

3
 (

8
5

8
.3

9
6

9
)

y
7

-H
2

O
 (

9
5

8
.4

7
0

7
)

y
1

0
-H

2
O

 (
1

2
7

2
.6

3
9

7
)

a
2

 (
2

1
5

.1
3

8
7

)
b
2

 (
2

4
3

.1
3

3
8

)

b
3

 (
3

5
7

.1
7

4
3

)
b
3

-H
2

O
 (

3
3

9
.1

6
5

6
)

b
4

 (
4

4
4

.2
0

2
4

)b
4

-H
2

O
 (

4
2

6
.1

9
7

9
)

b
9

 (
1

0
5

7
.5

6
2

5
)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 1531.7631     Charge: 2     m/z: 766.88881
Modified Peptide: _ELNSITK(ac)TQDWR_     Score: 85.536     PEP: 0.00062603
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Mass: 1206.6721     Charge: 3     m/z: 403.2313
Modified Peptide: _INK(ac)NVEAHLK_     Score: 120.32     PEP: 1.6208E-06
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Mass: 2391.1971     Charge: 3     m/z: 798.07299
Modified Peptide: _FDAK(ac)PAYPGHVQQGGLPSPIDR_     Score: 134.9     PEP: 2.1073E-45
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Mass: 1331.7085     Charge: 2     m/z: 666.86153
Modified Peptide: _AVAEAIQAK(ac)DFK_     Score: 135.6     PEP: 2.0113E-14



0 500 1000 1500

m/z

0

2000

4000

6000

8000

10000

12000

14000

16000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
9

)

y
2

 (
2

4
8

.1
6

0
2

)

y
4

 (
4

4
8

.2
7

8
5

)

y
5

 (
5

6
2

.3
2

5
8

)

y
6

 (
6

7
5

.4
0

2
8

)

y
7

 (
8

0
4

.4
3

5
4

)

y
8

 (
9

7
4

.5
4

9
2

)

y
9

 (
1

0
8

7
.6

3
2

5
)

y
1

-N
H

3
 (

1
3

0
.0

8
6

3
)

y
2

-H
2

O
 (

2
3

0
.1

5
0

2
)

y
1

0
(2

+
) 

(6
1

2
.8

5
1

3
)

a
2

 (
1

8
6

.1
2

3
6

)
b
2

 (
2

1
4

.1
1

8
2

)

b
3

 (
3

4
3

.1
6

1
0

)
b
3

-H
2

O
 (

3
2

5
.1

4
6

5
)

b
4

 (
4

1
4

.1
9

8
0

)
b
4

-H
2

O
 (

3
9

6
.1

8
7

9
)

b
5

 (
5

5
1

.2
5

7
3

)

b
6

 (
6

6
4

.3
3

9
1

)

b
7

 (
8

3
4

.4
5

4
9

)
b
7

-N
H

3
 (

8
1

7
.4

1
3

5
)

b
8

 (
9

6
3

.4
8

4
6

)

b
9

 (
1

0
7

6
.5

7
2

9
)

b
1

0
 (

1
1

9
0

.6
1

1
7

)

b
1

1
 (

1
2

7
7

.6
6

2
3

)
b
1

1
-H

2
O

 (
1

2
5

9
.6

3
0

3
)

b
1

1
-N

H
3

 (
1

2
6

0
.6

1
4

4
)

b
1

1
(2

+
) 

(6
3

9
.3

2
8

3
)

Mass: 1636.8784     Charge: 2     m/z: 819.44649
Modified Peptide: _NVEAHLK(ac)ELNSITK_     Score: 145.69     PEP: 2.5515E-22
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Mass: 1283.7449     Charge: 2     m/z: 642.87973
Modified Peptide: _LTK(ac)AVAEAIQAK_     Score: 177.1     PEP: 3.4163E-27



0 200 400 600 800 1000

m/z

0

50000

100000

150000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
7

)

y
2

 (
3

0
4

.1
6

0
9

)

y
3

 (
4

5
1

.2
3

1
5

)

y
4

 (
5

7
9

.2
8

8
2

)

y
5

 (
7

0
8

.3
3

0
7

) y
6

 (
8

5
5

.3
9

9
1

)

y
2

-N
H

3
 (

2
8

7
.1

3
4

4
)

y
3

-N
H

3
 (

4
3

4
.1

9
9

8
)

y
4

-H
2

O
 (

5
6

1
.2

7
6

3
)

y
4

-N
H

3
 (

5
6

2
.2

5
8

8
)

y
5

-H
2

O
 (

6
9

0
.3

1
8

0
)

y
6

-N
H

3
 (

8
3

8
.3

7
9

0
)

a
2

 (
2

9
0

.1
8

6
0

)

b
2

 (
3

1
8

.1
8

0
2

)

b
3

 (
4

4
7

.2
2

2
0

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1024.4978     Charge: 2     m/z: 513.25617
Modified Peptide: _K(ac)FEQFER_     Score: 130.27     PEP: 0.0056345
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Mass: 2620.2021     Charge: 4     m/z: 656.0578
Modified Peptide: _GM(ox)NDSTVWM(ox)SHGDK(ac)LHGLPTGYK_     Score: 87.156     PEP: 2.7796E-15
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Mass: 1030.663     Charge: 2     m/z: 516.33878
Modified Peptide: _LK(ac)LIEPLR_     Score: 111.95     PEP: 0.00014717
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Mass: 1084.5644     Charge: 2     m/z: 543.28949
Modified Peptide: _ELFK(ac)DEVR_     Score: 124.08     PEP: 6.4918E-05
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Mass: 1643.8377     Charge: 3     m/z: 548.95319
Modified Peptide: _IPVIEK(ac)YESDEHK_     Score: 74.678     PEP: 6.884E-05
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Mass: 1284.5986     Charge: 2     m/z: 643.30659
Modified Peptide: _DQGFAK(ac)DAYTK_     Score: 81.431     PEP: 0.0057963
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Mass: 1198.6921     Charge: 2     m/z: 600.35335
Modified Peptide: _RLEK(ac)LEELK_     Score: 101.38     PEP: 0.00054085
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Mass: 1211.655     Charge: 2     m/z: 606.83479
Modified Peptide: _SSLYK(ac)FLNAK_     Score: 52.79     PEP: 0.005806
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Mass: 1147.6936     Charge: 2     m/z: 574.85407
Modified Peptide: _NQK(ac)FLLSLK_     Score: 72.006     PEP: 0.0024249
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Mass: 1526.8792     Charge: 3     m/z: 509.967
Modified Peptide: _AGLIEHVNFK(ac)TLK_     Score: 84.566     PEP: 3.9583E-06
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Mass: 1274.6143     Charge: 3     m/z: 425.8787
Modified Peptide: _TFSEEDLK(ac)HK_     Score: 91.855     PEP: 0.00022864
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Mass: 1914.0363     Charge: 3     m/z: 639.01939
Modified Peptide: _NK(ac)IHQYLFQEGVVVAK_     Score: 88.561     PEP: 2.3057E-10
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Mass: 1335.7398     Charge: 2     m/z: 668.87718
Modified Peptide: _ALQSLTSK(ac)GYVK_     Score: 151.1     PEP: 9.3275E-17
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Mass: 1615.7478     Charge: 2     m/z: 808.88118
Modified Peptide: _DFNQAK(ac)HEEIDTK_     Score: 170.49     PEP: 1.1295E-24
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Mass: 1642.8566     Charge: 3     m/z: 548.62616
Modified Peptide: _HEEIDTK(ac)NLYVIK_     Score: 177.83     PEP: 4.3414E-30
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Mass: 1308.7765     Charge: 2     m/z: 655.39554
Modified Peptide: _VLIPK(ac)NDLISR_     Score: 55.452     PEP: 0.0021268
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Mass: 1711.9661     Charge: 3     m/z: 571.66265
Modified Peptide: _VFTEVK(ac)FPNLHVLK_     Score: 78.964     PEP: 1.1257E-06
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Mass: 1274.6689     Charge: 2     m/z: 638.34172
Modified Peptide: _SESVLK(ac)DPSQK_     Score: 158.08     PEP: 1.2488E-11
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Mass: 1811.9556     Charge: 3     m/z: 604.99247
Modified Peptide: _NNHVVIVEK(ac)NPVMNR_     Score: 108.71     PEP: 1.9658E-15
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Mass: 2170.103     Charge: 3     m/z: 724.37493
Modified Peptide: _SASAGGVPQSSWSVFK(ac)NIYK_     Score: 69.737     PEP: 8.4109E-08
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Mass: 1615.8358     Charge: 2     m/z: 808.9252
Modified Peptide: _YIYQSNGLK(ac)GLYR_     Score: 72.089     PEP: 0.00010427
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Mass: 1048.5917     Charge: 2     m/z: 525.30312
Modified Peptide: _NLTVGK(ac)TFK_     Score: 100.48     PEP: 0.0033491
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Mass: 1252.7252     Charge: 2     m/z: 627.36986
Modified Peptide: _GINK(ac)GVNAVAIR_     Score: 107.03     PEP: 1.8097E-06
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Mass: 1502.7769     Charge: 2     m/z: 752.39574
Modified Peptide: _TFK(ac)YIYQSNGLK_     Score: 117.23     PEP: 2.956E-12
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Mass: 1709.9465     Charge: 3     m/z: 570.98943
Modified Peptide: _RLPTESVPEPK(ac)LFR_     Score: 85.909     PEP: 8.0172E-07
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Mass: 1211.6885     Charge: 2     m/z: 606.85153
Modified Peptide: _QYVK(ac)QFLTK_     Score: 91.095     PEP: 0.00087031
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Mass: 1436.8574     Charge: 3     m/z: 479.95973
Modified Peptide: _SIHILK(ac)VAEIEK_     Score: 99.941     PEP: 9.7918E-09
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Mass: 1033.5808     Charge: 2     m/z: 517.79767
Modified Peptide: _QFLTK(ac)DLK_     Score: 114.89     PEP: 8.4358E-05
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Mass: 1438.7448     Charge: 2     m/z: 720.3797
Modified Peptide: _(ac)AHFK(ac)EYQVIGR_     Score: 116.74     PEP: 9.4356E-08
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Mass: 1392.6456     Charge: 3     m/z: 465.22248
Modified Peptide: _SGTHNM(ox)YK(ac)EIR_     Score: 137.84     PEP: 1.2375E-08
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Mass: 1216.6423     Charge: 2     m/z: 609.32842
Modified Peptide: _STK(ac)TFSYK(ac)R_     Score: 147.75     PEP: 3.9244E-08
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Mass: 1163.6451     Charge: 3     m/z: 388.88899
Modified Peptide: _DLK(ac)FPLPHR_     Score: 153.24     PEP: 3.8019E-09
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Mass: 1375.746     Charge: 2     m/z: 688.88026
Modified Peptide: _IFASNEVIAK(ac)SR_     Score: 159.64     PEP: 1.9642E-17
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Mass: 1243.666     Charge: 2     m/z: 622.84027
Modified Peptide: _VAEIEK(ac)TADVK_     Score: 166.14     PEP: 4.7393E-16
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Modified Peptide: _TFSYK(ac)RPSTFY_     Score: 194.96     PEP: 7.3616E-31
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Mass: 1039.639     Charge: 2     m/z: 520.82677
Modified Peptide: _VILEK(ac)IQR_     Score: 98.629     PEP: 0.0012327
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Modified Peptide: _LVK(ac)QEVEK_     Score: 66.299     PEP: 0.0071099
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Mass: 1071.5601     Charge: 2     m/z: 536.78731
Modified Peptide: _LGAK(ac)TYSYK_     Score: 117.7     PEP: 0.00046915
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Mass: 1831.8424     Charge: 4     m/z: 458.96788
Modified Peptide: _YYNNQQNHSMK(ac)HVK_     Score: 69.602     PEP: 1.8692E-05
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Mass: 2702.3664     Charge: 5     m/z: 541.48056
Modified Peptide: _ILK(ac)DDQTVESYHIQDGHSVHLVK_     Score: 48.597     PEP: 0.00017992
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Mass: 1294.762     Charge: 2     m/z: 648.38828
Modified Peptide: _ATAAAFLLK(ac)GFK_     Score: 75.695     PEP: 0.00019105
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Mass: 1540.9159     Charge: 2     m/z: 771.46525
Modified Peptide: _IANVQSQLEK(ac)LIK_     Score: 49.31     PEP: 0.0031461
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Mass: 1756.8169     Charge: 3     m/z: 586.61291
Modified Peptide: _SNYYLHQTAK(ac)DGYR_     Score: 133.48     PEP: 2.5617E-21
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Mass: 1255.635     Charge: 3     m/z: 419.55226
Modified Peptide: _SYK(ac)HFTYLR_     Score: 115.78     PEP: 0.00045103
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Mass: 1471.7307     Charge: 3     m/z: 491.58418
Modified Peptide: _VQHK(ac)IGFTDEEK_     Score: 87.831     PEP: 3.8506E-06
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Mass: 1299.6935     Charge: 3     m/z: 434.23845
Modified Peptide: _DVSK(ac)HSLLFGR_     Score: 110.08     PEP: 3.5558E-07



0 200 400 600 800 1000 1200 1400

m/z

0

20000

40000

60000

80000

100000

120000

140000

160000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
8

)

y
2

 (
2

9
0

.1
4

5
9

)

y
3

 (
3

6
1

.1
8

2
1

)

y
4

 (
5

2
4

.2
4

6
1

) y
5

 (
5

8
1

.2
6

6
8

)

y
6

 (
6

6
8

.2
9

9
2

)

y
7

 (
7

6
9

.3
4

6
9

)

y
8

 (
9

4
7

.4
6

5
7

)

y
9

 (
1

0
9

4
.5

3
5

3
)

y
2

-N
H

3
 (

2
7

3
.1

1
9

2
)

y
3

-N
H

3
 (

3
4

4
.1

5
5

7
)

y
5

-N
H

3
 (

5
6

4
.2

3
7

1
)

y
6

-H
2

O
 (

6
5

0
.2

8
4

8
)

y
6

-N
H

3
 (

6
5

1
.2

7
1

7
)

y
7

-H
2

O
 (

7
5

1
.3

3
0

6
)

y
8

-H
2

O
 (

9
2

9
.4

5
8

8
)

y
8

(2
+

) 
(4

7
4

.2
3

3
5

)

a
2

 (
1

7
5

.0
7

1
5

)

b
2

 (
2

0
3

.0
6

6
0

)

b
3

 (
3

5
0

.1
2

9
0

)

b
4

 (
5

2
8

.2
5

0
4

)

b
9

 (
1

0
0

7
.4

7
5

2
)

Mass: 1295.5873     Charge: 2     m/z: 648.80095
Modified Peptide: _SDFK(ac)TSGYADR_     Score: 85.554     PEP: 2.4376E-05
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Mass: 1227.5884     Charge: 2     m/z: 614.80148
Modified Peptide: _QYISDK(ac)NYR_     Score: 113.62     PEP: 0.00041253
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Mass: 2166.0837     Charge: 3     m/z: 723.03517
Modified Peptide: _SLEHYDK(ac)LSFQGPPETLR_     Score: 165.66     PEP: 5.2502E-56
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Mass: 2017.1572     Charge: 3     m/z: 673.393
Modified Peptide: _AGKPVILEK(ac)PIAANLDQAK_     Score: 69.747     PEP: 9.4679E-07
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Mass: 1676.8199     Charge: 3     m/z: 559.94723
Modified Peptide: _HLPSYQEFPDK(ac)FK_     Score: 93.348     PEP: 1.7325E-05
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Mass: 2439.3083     Charge: 3     m/z: 814.11005
Modified Peptide: _IVSISIPEQHEM(ox)LSLK(ac)PYGLK_     Score: 108.18     PEP: 1.1138E-25
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Mass: 1252.6522     Charge: 2     m/z: 627.33337
Modified Peptide: _TTDVLK(ac)FDEK_     Score: 57.019     PEP: 0.0031771
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Mass: 1741.8999     Charge: 3     m/z: 581.64058
Modified Peptide: _NETQHIASGK(ac)DFILK_     Score: 150.39     PEP: 5.2914E-31
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Mass: 1395.7813     Charge: 2     m/z: 698.89792
Modified Peptide: _AESIVAK(ac)TLATSR_     Score: 175.74     PEP: 5.5158E-30
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Mass: 1428.6521     Charge: 3     m/z: 477.22465
Modified Peptide: _YHPDK(ac)PTGDTEK_     Score: 57.802     PEP: 0.0029222
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Mass: 991.60371     Charge: 2     m/z: 496.80913
Modified Peptide: _GNLIVK(ac)YK_     Score: 76.478     PEP: 0.0037567
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Mass: 1703.8155     Charge: 4     m/z: 426.96115
Modified Peptide: _YHPDKPTGDTEK(ac)FK_     Score: 116.19     PEP: 1.6542E-16
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Mass: 1811.9054     Charge: 3     m/z: 604.97574
Modified Peptide: _AALK(ac)YHPDKPTGDTEK_     Score: 125.52     PEP: 4.0725E-24
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Mass: 1856.9785     Charge: 3     m/z: 620.0001
Modified Peptide: _TLQFVIQEK(ac)SHPNFK_     Score: 136.17     PEP: 1.9502E-26
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Mass: 1589.7726     Charge: 3     m/z: 530.93147
Modified Peptide: _IIYK(ac)DESPFGHDK_     Score: 125.61     PEP: 1.7927E-16
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Mass: 1637.9141     Charge: 3     m/z: 546.97864
Modified Peptide: _GYTIK(ac)VPDVLHLNK_     Score: 87.18     PEP: 2.3419E-07



0 200 400 600 800 1000 1200 1400

m/z

0

20000

40000

60000

80000

100000

120000

140000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
5

)

y
2

 (
2

6
0

.1
9

6
2

)

y
3

 (
4

3
0

.3
0

2
9

)

y
4

 (
5

4
4

.3
4

4
7

)

y
6

 (
7

9
4

.4
8

6
9

)

y
7

 (
9

0
7

.5
7

4
9

)

y
8

 (
1

0
0

6
.6

2
5

8
)

y
9

 (
1

1
2

1
.6

6
9

7
)

y
1

0
 (

1
2

1
8

.7
1

8
1

)

y
1

-N
H

3
 (

1
3

0
.0

8
5

7
)

y
9

-N
H

3
 (

1
1

0
4

.6
4

1
3

)

y
1

0
-N

H
3

 (
1

2
0

1
.6

8
3

5
)

y
6

(2
+

) 
(3

9
7

.7
4

7
7

)

y
8

(2
+

) 
(5

0
3

.8
2

2
9

)

y
9

(2
+

) 
(5

6
1

.3
3

7
2

)

a
2

 (
1

6
9

.1
3

3
2

)

b
2

 (
1

9
7

.1
2

8
6

)

b
3

 (
3

1
2

.1
5

4
9

)

b
4

 (
4

1
1

.2
2

2
5

)

b
8

 (
8

8
8

.4
9

1
1

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1316.7816     Charge: 2     m/z: 659.39809
Modified Peptide: _VPDVLHLNK(ac)LK_     Score: 113.69     PEP: 1.4888E-07
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Mass: 1738.801     Charge: 3     m/z: 580.6076
Modified Peptide: _EK(ac)HNDVIENVEEDK_     Score: 166.64     PEP: 1.5772E-27
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Mass: 1505.7474     Charge: 2     m/z: 753.88099
Modified Peptide: _EVLENPDHDLK(ac)R_     Score: 167.2     PEP: 8.241E-27
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Mass: 1337.7092     Charge: 4     m/z: 335.43457
Modified Peptide: _ITAHELYK(ac)HGK_     Score: 86.313     PEP: 2.3823E-05
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Mass: 2124.1328     Charge: 3     m/z: 709.05153
Modified Peptide: _LQPSYK(ac)HGLLTGLSNGEIR_     Score: 61.102     PEP: 6.7256E-05
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Mass: 1014.5175     Charge: 2     m/z: 508.26601
Modified Peptide: _FAFDFAK(ac)K_     Score: 95.099     PEP: 0.0014232
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Mass: 1420.7198     Charge: 2     m/z: 711.36718
Modified Peptide: _EGVYEAVESLK(ac)R_     Score: 116.13     PEP: 2.387E-12
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Mass: 1399.7373     Charge: 2     m/z: 700.87594
Modified Peptide: _ANIM(ox)K(ac)LGDGLFR_     Score: 116.13     PEP: 8.2705E-13
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Mass: 1423.7671     Charge: 3     m/z: 475.59631
Modified Peptide: _ISK(ac)AVHETIAEGK_     Score: 122.64     PEP: 7.5965E-16
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Mass: 1590.8114     Charge: 4     m/z: 398.71013
Modified Peptide: _AVHETIAEGK(ac)HTTR_     Score: 131.53     PEP: 3.3285E-21
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Mass: 1141.6707     Charge: 2     m/z: 571.84261
Modified Peptide: _LSTISNK(ac)LPK_     Score: 68.355     PEP: 0.0008242
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Mass: 1821.9617     Charge: 3     m/z: 608.32785
Modified Peptide: _GGK(ac)PYVFSQLEAIHAR_     Score: 127.88     PEP: 8.355E-31
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Mass: 1681.8111     Charge: 3     m/z: 561.61097
Modified Peptide: _GK(ac)RPSTTQGDEVSDR_     Score: 90.367     PEP: 2.8911E-09
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Mass: 1012.6168     Charge: 2     m/z: 507.3157
Modified Peptide: _EIIDK(ac)IIK_     Score: 72.23     PEP: 0.0050899
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Mass: 1508.726     Charge: 3     m/z: 503.91593
Modified Peptide: _SFHNK(ac)TVYSQEK_     Score: 82.202     PEP: 1.0633E-05
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Mass: 1815.9254     Charge: 3     m/z: 606.31576
Modified Peptide: _DIK(ac)HEISASLEELYK_     Score: 54.768     PEP: 0.00018749
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Mass: 1793.9721     Charge: 2     m/z: 897.99331
Modified Peptide: _GM(ox)PIPK(ac)YGGYGNLIIK_     Score: 82.102     PEP: 2.1068E-10
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Mass: 1306.6376     Charge: 2     m/z: 654.32607
Modified Peptide: _NPSEEAAEK(ac)FK_     Score: 86.313     PEP: 2.3823E-05
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Mass: 2122.0371     Charge: 3     m/z: 708.35298
Modified Peptide: _FTIK(ac)FPENHFTSEENLK_     Score: 106.36     PEP: 1.1976E-07
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Mass: 1655.7427     Charge: 2     m/z: 828.87864
Modified Peptide: _YHPDK(ac)NPSEEAAEK_     Score: 136.39     PEP: 1.4096E-21
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Mass: 1680.8562     Charge: 3     m/z: 561.29269
Modified Peptide: _HEISASLEELYK(ac)GR_     Score: 160.38     PEP: 1.3921E-24
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Mass: 1717.9224     Charge: 3     m/z: 573.64806
Modified Peptide: _VNNQLIK(ac)VAVHNGDR_     Score: 85.493     PEP: 9.352E-09
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Mass: 1682.8884     Charge: 2     m/z: 842.45148
Modified Peptide: _SLVDNMITGVTK(ac)GYK_     Score: 90.348     PEP: 1.1556E-09
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Mass: 1083.5804     Charge: 2     m/z: 542.79748
Modified Peptide: _DGAK(ac)FIEVR_     Score: 110.53     PEP: 0.00032835
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Mass: 2234.1707     Charge: 3     m/z: 745.73083
Modified Peptide: _YVYAHFPINVNIVEK(ac)DGAK_     Score: 119.23     PEP: 1.8561E-32
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Mass: 908.58074     Charge: 2     m/z: 455.29764
Modified Peptide: _IVK(ac)VVGPR_     Score: 120.92     PEP: 7.1603E-05



0 200 400 600 800 1000 1200 1400

m/z

0

20000

40000

60000

80000

100000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
6

)

y
2

 (
2

8
4

.1
7

2
0

)

y
3

 (
3

7
1

.2
0

2
8

)

y
4

 (
4

7
0

.2
7

2
0

)

y
5

 (
6

3
3

.3
3

4
1

)

y
6

 (
7

4
6

.4
2

3
0

)

y
7

 (
8

0
3

.4
4

0
1

)

y
8

 (
9

1
8

.4
6

6
8

)

y
9

 (
1

0
3

1
.5

5
0

0
)

y
1

0
 (

1
1

7
8

.6
1

9
5

)

y
3

-H
2

O
 (

3
5

3
.1

9
3

0
)

y
4

-H
2

O
 (

4
5

2
.2

6
4

4
)

y
5

-H
2

O
 (

6
1

5
.3

1
8

0
)

y
7

-H
2

O
 (

7
8

5
.4

1
7

1
)

y
8

-H
2

O
 (

9
0

0
.4

6
1

1
)

y
8

-N
H

3
 (

9
0

1
.4

4
6

2
)

y
9

-H
2

O
 (

1
0

1
3

.5
3

5
5

)

y
1

0
-H

2
O

 (
1

1
6

0
.6

1
5

6
)

y
9

(2
+

) 
(5

1
6

.2
7

7
5

)

a
2

 (
2

9
0

.1
8

5
9

)

b
2

 (
3

1
8

.1
8

0
9

)
b
2

-N
H

3
 (

3
0

1
.1

5
4

0
)

b
3

 (
4

3
1

.2
6

4
6

)

b
4

 (
5

4
6

.2
8

8
1

)

b
5

 (
6

0
3

.3
1

2
0

)

b
6

 (
7

1
6

.3
9

3
1

)
b
6

-H
2

O
 (

6
9

8
.3

8
6

6
)

a
cK

* 
(1

2
6

.0
9

1
1

)
a
cK

 (
1

4
3

.1
1

7
7

)

Mass: 1347.7187     Charge: 2     m/z: 674.86662
Modified Peptide: _K(ac)FLDGIYVSHK_     Score: 158.42     PEP: 8.2296E-12
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Mass: 1356.7402     Charge: 2     m/z: 679.37735
Modified Peptide: _NLK(ac)HIDVTFTK_     Score: 184.34     PEP: 2.5336E-23
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Mass: 1827.0225     Charge: 3     m/z: 610.01479
Modified Peptide: _HIDVTFTK(ac)VNNQLIK_     Score: 192.14     PEP: 2.0499E-46
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Mass: 2195.0474     Charge: 2     m/z: 1098.531
Modified Peptide: _VSSASAAASESDVAK(ac)QLASFGY_     Score: 61.096     PEP: 9.1565E-06
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Mass: 1722.8829     Charge: 2     m/z: 862.4487
Modified Peptide: _LSTSVGWK(ac)YEDVVAK_     Score: 79.022     PEP: 7.0672E-08
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Mass: 1349.6715     Charge: 2     m/z: 675.84301
Modified Peptide: _YEDVVAK(ac)LEDK_     Score: 91.914     PEP: 1.8888E-05
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Mass: 1581.8403     Charge: 2     m/z: 791.92741
Modified Peptide: _YTTLGK(ac)LSTSVGWK_     Score: 92.935     PEP: 9.8349E-10
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Mass: 1829.9999     Charge: 2     m/z: 916.00725
Modified Peptide: _(ac)SQPVVVIDAK(ac)DHLLGR_     Score: 238.32     PEP: 1.6534E-98
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Modified Peptide: _GAEFM(ox)K(ac)ELK_     Score: 70.552     PEP: 0.00068529
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Mass: 1229.7566     Charge: 2     m/z: 615.88557
Modified Peptide: _TIALEK(ac)GISLK_     Score: 85.288     PEP: 2.457E-05
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Mass: 1178.5972     Charge: 2     m/z: 590.30586
Modified Peptide: _ADVPAFK(ac)DFK_     Score: 96.015     PEP: 0.00014997
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Mass: 1740.9298     Charge: 2     m/z: 871.47218
Modified Peptide: _DIPVNK(ac)PIAVYVEDK_     Score: 100.43     PEP: 1.1541E-11
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Mass: 942.61137     Charge: 2     m/z: 472.31296
Modified Peptide: _ISISK(ac)LLK_     Score: 117.89     PEP: 7.8019E-05
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Mass: 1410.6878     Charge: 2     m/z: 706.3512
Modified Peptide: _ADIESYLEK(ac)SSK_     Score: 122.45     PEP: 1.3051E-12
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Mass: 1855.9163     Charge: 3     m/z: 619.64606
Modified Peptide: _KQEAPAEETK(ac)TSAPEAK_     Score: 129.36     PEP: 3.6994E-34
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Mass: 1393.6838     Charge: 2     m/z: 697.84916
Modified Peptide: _QSLNATANDK(ac)YK_     Score: 187.58     PEP: 3.0951E-34
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Mass: 1385.7507     Charge: 2     m/z: 693.88261
Modified Peptide: _GISLK(ac)DVHGTGPR_     Score: 219.97     PEP: 3.0994E-59
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Mass: 1216.6998     Charge: 2     m/z: 609.35718
Modified Peptide: _ENQIK(ac)SLTVK_     Score: 87.184     PEP: 0.00026987
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Mass: 1386.6627     Charge: 2     m/z: 694.33862
Modified Peptide: _NK(ac)DLEQENVEK_     Score: 117.98     PEP: 6.7216E-08
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Mass: 1538.7435     Charge: 2     m/z: 770.37903
Modified Peptide: _(ac)STEPVSASDK(ac)YQK_     Score: 101.53     PEP: 6.8346E-10
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Mass: 1141.5819     Charge: 2     m/z: 571.79821
Modified Peptide: _SSQALK(ac)SESR_     Score: 75.695     PEP: 0.00048393
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Mass: 1428.6746     Charge: 3     m/z: 477.23214
Modified Peptide: _DFNK(ac)DHQTQVR_     Score: 84.479     PEP: 2.5159E-05
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Mass: 2793.1611     Charge: 4     m/z: 699.29755
Modified Peptide: _QGEHYSASTHQQDDSK(ac)NDANYGGSR_     Score: 187.83     PEP: 8.7602E-127
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Mass: 1506.7718     Charge: 2     m/z: 754.3932
Modified Peptide: _AK(ac)YQGGLVFEPEK_     Score: 60.401     PEP: 0.00064197
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Mass: 1092.5456     Charge: 2     m/z: 547.28008
Modified Peptide: _NM(ox)LK(ac)DPSSK_     Score: 62.303     PEP: 0.0017137
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Mass: 1545.8646     Charge: 2     m/z: 773.93959
Modified Peptide: _IPYLPLDPK(ac)DIGR_     Score: 67.275     PEP: 0.0001747
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Mass: 1123.6096     Charge: 2     m/z: 562.81207
Modified Peptide: _SDEISK(ac)LFK_     Score: 73.067     PEP: 0.002197
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Mass: 1535.8136     Charge: 3     m/z: 512.94516
Modified Peptide: _EYFHK(ac)LVNIGFK_     Score: 74.76     PEP: 0.0068285
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Mass: 1005.5284     Charge: 2     m/z: 503.77146
Modified Peptide: _YK(ac)PFNAPK_     Score: 82.241     PEP: 0.0028873
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Mass: 1316.6824     Charge: 2     m/z: 659.34846
Modified Peptide: _EEAISK(ac)AVEATK_     Score: 112.5     PEP: 4.4209E-09
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Mass: 1027.6026     Charge: 2     m/z: 514.80857
Modified Peptide: _AVEATK(ac)LVR_     Score: 140.83     PEP: 9.4565E-06



0 200 400 600 800 1000 1200

m/z

0

20000

40000

60000

80000

100000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

7
6

)

y
2

 (
2

5
6

.1
7

6
7

)

y
3

 (
3

6
9

.2
6

2
6

)

y
4

 (
4

2
6

.2
8

2
0

)

y
5

 (
6

0
4

.4
0

2
7

)

y
6

 (
7

3
3

.4
4

5
9

)

y
7

 (
8

3
2

.5
1

5
8

)

y
8

 (
9

4
5

.5
9

5
6

)

y
2

-H
2

O
 (

2
3

8
.1

6
5

4
)

y
2

-N
H

3
 (

2
3

9
.1

5
0

5
)

y
6

-H
2

O
 (

7
1

5
.4

3
4

9
)

y
7

-H
2

O
 (

8
1

4
.4

9
9

0
)

b
2

 (
2

5
6

.1
7

6
7

)
b
2

-N
H

3
 (

2
3

9
.1

5
0

5
)

b
3

 (
3

6
9

.2
6

2
6

)

b
4

 (
4

6
8

.3
3

1
3

)

b
5

 (
5

9
7

.3
7

7
5

)

b
6

 (
7

7
5

.4
9

4
5

)

b
7

 (
8

3
2

.5
1

5
8

)
b
7

-H
2

O
 (

8
1

4
.4

9
9

0
)

b
8

 (
9

4
5

.5
9

5
6

)

b
9

 (
1

0
4

6
.6

5
0

9
)

Mass: 1199.7573     Charge: 3     m/z: 400.92636
Modified Peptide: _RVLVEK(ac)GITK_     Score: 74.987     PEP: 0.0013291
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Mass: 1346.69     Charge: 2     m/z: 674.35229
Modified Peptide: _ETVTK(ac)QPTEEK_     Score: 75.695     PEP: 8.4766E-05
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Mass: 1358.6437     Charge: 2     m/z: 680.32915
Modified Peptide: _DQQYNK(ac)TNYK_     Score: 57.019     PEP: 0.0031771
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Mass: 1280.7201     Charge: 3     m/z: 427.91397
Modified Peptide: _K(ac)IVDQIRPDR_     Score: 74.841     PEP: 0.0013465
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Mass: 1204.634     Charge: 2     m/z: 603.32425
Modified Peptide: _ALELK(ac)PDYSK_     Score: 90.685     PEP: 0.0049688
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Mass: 1807.8853     Charge: 3     m/z: 603.63571
Modified Peptide: _ALK(ac)LDSNNSSVYYHR_     Score: 122.34     PEP: 1.7964E-21
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Mass: 1702     Charge: 3     m/z: 568.34061
Modified Peptide: _ALELKPDYSK(ac)VLLR_     Score: 167.88     PEP: 3.3483E-27
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Mass: 1787.8537     Charge: 3     m/z: 596.95852
Modified Peptide: _DHSK(ac)ISDGTSGESSLVK_     Score: 160.64     PEP: 5.8645E-52
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Mass: 1228.5724     Charge: 2     m/z: 615.29348
Modified Peptide: _LYK(ac)YQSDDR_     Score: 157.96     PEP: 2.0538E-10
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Mass: 1086.5921     Charge: 2     m/z: 544.30332
Modified Peptide: _TNLLK(ac)DDVK_     Score: 90.827     PEP: 0.00087662
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Mass: 1274.6234     Charge: 2     m/z: 638.31897
Modified Peptide: _TTEK(ac)AEDIYR_     Score: 71.03     PEP: 0.00070019
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Mass: 1249.5867     Charge: 2     m/z: 625.80061
Modified Peptide: _YVYYK(ac)ESEK_     Score: 96.89     PEP: 0.00049847
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Mass: 976.59282     Charge: 2     m/z: 489.30368
Modified Peptide: _EAAIK(ac)FIK_     Score: 63.673     PEP: 0.0083262
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Mass: 1023.5601     Charge: 2     m/z: 512.78731
Modified Peptide: _DK(ac)LPEGPVK_     Score: 78.655     PEP: 0.00099626
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Mass: 1063.6401     Charge: 2     m/z: 532.82733
Modified Peptide: _FIK(ac)FINPK_     Score: 83.313     PEP: 0.0028797
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Mass: 1956.0076     Charge: 3     m/z: 653.00981
Modified Peptide: _TVAVAGNPTDWK(ac)HIDFK_     Score: 94.01     PEP: 1.1286E-15



0 500 1000 1500 2000

m/z

0

10000

20000

30000

40000

50000

60000

70000

80000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
9

)

y
2

 (
3

1
0

.1
7

6
7

)

y
3

 (
4

0
9

.2
4

5
7

)

y
4

 (
5

7
9

.3
5

0
5

)

y
5

 (
6

7
8

.4
1

8
2

)

y
6

 (
7

7
5

.4
7

1
9

)

y
7

 (
8

8
8

.5
5

1
1

)

y
8

 (
1

0
2

5
.6

1
3

4
)

y
9

 (
1

1
6

2
.6

7
3

9
)

y
1

0
 (

1
2

7
5

.7
5

7
1

)

y
1

1
 (

1
4

0
4

.7
9

6
5

)

y
1

2
 (

1
4

6
1

.8
2

1
4

)

y
1

3
 (

1
5

7
6

.8
4

8
9

)

y
1

4
 (

1
6

9
0

.8
9

1
1

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

5
)

y
1

3
-H

2
O

 (
1

5
5

8
.8

2
6

0
)

y
1

4
-N

H
3

 (
1

6
7

3
.8

6
5

7
)

a
2

 (
2

0
0

.1
3

8
7

)
b
2

 (
2

2
8

.1
3

4
1

)

b
3

 (
3

4
3

.1
5

4
9

)

b
7

 (
7

7
9

.3
6

9
9

)

b
8

 (
9

1
6

.4
2

7
0

)
b
8

-H
2

O
 (

8
9

8
.4

1
3

4
)

b
8

-N
H

3
 (

8
9

9
.4

0
0

4
)

b
9

 (
1

0
2

9
.5

1
1

9
)

b
9

-N
H

3
 (

1
0

1
2

.4
8

2
4

)

b
1

0
 (

1
1

2
6

.5
6

2
6

)

b
1

1
 (

1
2

2
5

.6
3

1
2

)
b
1

1
-N

H
3

 (
1

2
0

8
.5

9
6

3
)

b
1

2
 (

1
3

9
5

.7
4

3
6

)

b
1

0
(2

+
) 

(5
6

3
.7

8
8

0
)

b
1

3
(2

+
) 

(7
4

7
.9

0
9

5
)

a
cK

* 
(1

2
6

.0
9

1
3

)

Mass: 1802.9679     Charge: 4     m/z: 451.74926
Modified Peptide: _INDGEIHHIPVK(ac)VYK_     Score: 178.14     PEP: 2.1288E-39
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Mass: 1316.6907     Charge: 2     m/z: 659.35262
Modified Peptide: _GK(ac)QIESEGGNLK_     Score: 167.18     PEP: 5.6994E-21
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Mass: 1643.8928     Charge: 2     m/z: 822.95366
Modified Peptide: _YTM(ox)QGYNLVK(ac)LLK_     Score: 73.848     PEP: 2.0079E-05
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Mass: 1723.857     Charge: 3     m/z: 575.62627
Modified Peptide: _AYIK(ac)EYHTTGVSWK_     Score: 128.76     PEP: 4.4223E-21
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Mass: 862.49125     Charge: 2     m/z: 432.2529
Modified Peptide: _ILK(ac)EYR_     Score: 141.55     PEP: 0.00030784
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Mass: 1077.5243     Charge: 2     m/z: 539.76945
Modified Peptide: _HSFADGK(ac)FK_     Score: 142.98     PEP: 7.2655E-06
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Mass: 1793.7605     Charge: 2     m/z: 897.88753
Modified Peptide: _YSGNAGGK(ac)DGYGSSNYR_     Score: 142.39     PEP: 2.2207E-43
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Mass: 1248.5978     Charge: 2     m/z: 625.3062
Modified Peptide: _NK(ac)FQTQDYR_     Score: 176.38     PEP: 1.1542E-17
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Mass: 1280.7129     Charge: 2     m/z: 641.36371
Modified Peptide: _SLAVK(ac)YINFGK_     Score: 150.61     PEP: 3.6811E-11
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Mass: 2044.1317     Charge: 3     m/z: 682.38451
Modified Peptide: _ALSLPGTISHPSLPK(ac)ELSR_     Score: 117.67     PEP: 7.1337E-12
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Mass: 1740.8795     Charge: 3     m/z: 581.30044
Modified Peptide: _NYAAHIK(ac)ELNNSTPK_     Score: 82.707     PEP: 1.4056E-08



0 200 400 600 800 1000 1200 1400

m/z

0

10000

20000

30000

40000

50000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

7
1

)

y
2

 (
2

5
6

.1
7

5
0

)

y
3

 (
3

5
5

.2
4

4
2

)

y
4

 (
4

2
6

.2
8

1
7

)

y
5

 (
5

4
1

.3
0

5
3

)

y
6

 (
6

7
0

.3
4

9
8

)

y
7

 (
8

4
8

.4
7

8
2

)

y
8

 (
9

3
5

.5
0

3
5

)

y
9

 (
1

0
4

8
.5

8
6

2
)

y
1

0
 (

1
1

7
7

.6
1

1
4

)

y
6

-H
2

O
 (

6
5

2
.3

3
6

9
)

a
2

 (
2

3
1

.0
9

7
7

)
b
2

 (
2

5
9

.0
9

2
1

)
b
2

-H
2

O
 (

2
4

1
.0

8
2

1
)

b
3

 (
3

6
0

.1
4

0
4

)
b
3

-H
2

O
 (

3
4

2
.1

3
0

0
)

b
4

 (
4

8
9

.1
8

3
8

)
b
4

-H
2

O
 (

4
7

1
.1

7
2

9
)

Mass: 1535.7537     Charge: 2     m/z: 768.88415
Modified Peptide: _(ac)SETELSK(ac)EDAVTK_     Score: 60.55     PEP: 0.0003707
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Mass: 2808.3541     Charge: 3     m/z: 937.12531
Modified Peptide: _AM(ox)K(ac)FADGFLIHSGQPVNDFIDTATR_     Score: 78.202     PEP: 1.6384E-06
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Mass: 1375.8278     Charge: 2     m/z: 688.9212
Modified Peptide: _INELTLLVQK(ac)R_     Score: 86.313     PEP: 1.7214E-05
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Mass: 1668.8875     Charge: 2     m/z: 835.45105
Modified Peptide: _FK(ac)YAPGTIVLYAER_     Score: 102.28     PEP: 5.3922E-11
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Mass: 1539.7938     Charge: 3     m/z: 514.27187
Modified Peptide: _GLSAVAQAESM(ox)K(ac)FK_     Score: 123.36     PEP: 4.8518E-18



0 500 1000 1500

m/z

0

20000

40000

60000

80000

100000

120000

140000

160000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
8

)

y
2

 (
2

8
8

.2
0

3
0

)

y
3

 (
3

5
9

.2
3

9
6

)

y
4

 (
4

7
2

.3
2

3
5

)

y
5

 (
5

2
9

.3
4

5
8

)

y
6

 (
6

4
3

.3
8

8
4

)

y
7

 (
7

5
6

.4
7

2
4

)

y
8

 (
8

6
9

.5
5

6
1

)

y
9

 (
1

0
3

9
.6

6
0

9
)

y
2

-N
H

3
 (

2
7

1
.1

7
4

2
)

y
3

-N
H

3
 (

3
4

2
.2

1
4

4
)

y
6

-N
H

3
 (

6
2

6
.3

6
2

3
)

y
7

-N
H

3
 (

7
3

9
.4

5
1

3
)

y
8

-N
H

3
 (

8
5

2
.5

3
1

4
)

y
9

(2
+

) 
(5

2
0

.3
3

6
4

)

a
2

 (
2

9
0

.1
8

6
2

)
b
2

 (
3

1
8

.1
8

1
2

)
b
2

-N
H

3
 (

3
0

1
.1

5
4

4
)

b
3

 (
4

3
1

.2
6

4
8

)a
cK

* 
(1

2
6

.0
9

1
3

)
a
cK

 (
1

4
3

.1
1

8
3

)

Mass: 1185.7234     Charge: 2     m/z: 593.86897
Modified Peptide: _FK(ac)LLNGLAIR_     Score: 127.4     PEP: 4.092E-07
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Mass: 1297.7606     Charge: 2     m/z: 649.88755
Modified Peptide: _VTPTK(ac)TEVIIR_     Score: 123.67     PEP: 1.1692E-13
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Mass: 2500.3676     Charge: 3     m/z: 834.46315
Modified Peptide: _ALPDAVTIIEPK(ac)EEEPILAPSVK_     Score: 156.87     PEP: 6.4149E-73
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Modified Peptide: _K(ac)NVSASYINPK_     Score: 103.91     PEP: 1.821E-05
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Mass: 1234.6809     Charge: 2     m/z: 618.34773
Modified Peptide: _LLEVAEYK(ac)TK_     Score: 128.17     PEP: 0.00010944
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Mass: 1362.6099     Charge: 2     m/z: 682.31222
Modified Peptide: _NYGNK(ac)NMPNNR_     Score: 185.61     PEP: 1.3955E-30
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Mass: 1503.8297     Charge: 2     m/z: 752.92212
Modified Peptide: _ELSIYQLNK(ac)NIK_     Score: 110.86     PEP: 7.4483E-10
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Mass: 1055.5036     Charge: 2     m/z: 528.75908
Modified Peptide: _NVK(ac)YDGYR_     Score: 96.668     PEP: 0.0016421
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Mass: 976.48993     Charge: 2     m/z: 489.25224
Modified Peptide: _M(ox)K(ac)EIAEAK_     Score: 56.432     PEP: 0.0029242
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Mass: 1078.6226     Charge: 2     m/z: 540.31858
Modified Peptide: _NTTVPTIK(ac)R_     Score: 58.37     PEP: 0.0068688
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Mass: 1015.5885     Charge: 2     m/z: 508.80151
Modified Peptide: _EIAEAK(ac)IGK_     Score: 72.243     PEP: 0.0023739
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Mass: 1109.5216     Charge: 2     m/z: 555.76806
Modified Peptide: _DM(ox)K(ac)TWPFK_     Score: 98.233     PEP: 0.00032933
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Mass: 991.50869     Charge: 2     m/z: 496.76162
Modified Peptide: _NTVFDAK(ac)R_     Score: 114.99     PEP: 6.0811E-05
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Modified Peptide: _AADEAFAK(ac)K_     Score: 122.28     PEP: 3.2621E-11
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Mass: 1437.7504     Charge: 2     m/z: 719.88247
Modified Peptide: _VQK(ac)LLSDFFDGK_     Score: 124.86     PEP: 5.4225E-13
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Mass: 2448.2999     Charge: 3     m/z: 817.10726
Modified Peptide: _LESYVASIEQTVTDPVLSSK(ac)LK_     Score: 129.51     PEP: 7.1982E-19



0 500 1000 1500

m/z

0

2000

4000

6000

8000

10000

In
te

n
si

ty

y
2

 (
2

2
6

.1
6

4
2

)

y
3

 (
3

7
3

.2
3

1
4

)

y
4

 (
4

4
4

.2
7

0
1

)

y
5

 (
5

7
3

.3
1

2
6

)

y
6

 (
6

8
8

.3
4

0
7

)

y
7

 (
7

5
9

.3
7

4
7

)

y
8

 (
8

3
0

.4
1

2
7

)

y
9

 (
1

0
0

8
.5

3
7

8
)

y
1

0
 (

1
1

5
5

.6
0

0
7

)

y
1

1
 (

1
2

8
4

.6
4

2
9

)

y
1

2
 (

1
4

1
3

.6
7

9
5

)

y
1

3
 (

1
4

8
4

.7
2

2
1

)

y
5

-H
2

O
 (

5
5

5
.3

0
4

8
)

y
1

1
-N

H
3

 (
1

2
6

7
.6

1
9

9
)

y
1

2
-H

2
O

 (
1

3
9

5
.6

7
0

8
)

a
2

 (
2

1
9

.1
1

6
0

)
b
2

 (
2

4
7

.1
1

0
9

)

b
3

 (
3

6
1

.1
5

4
6

)

b
4

 (
4

8
9

.2
1

3
0

)

b
5

 (
5

6
0

.2
5

0
5

)
b
5

-N
H

3
 (

5
4

3
.2

3
0

8
)

Mass: 1971.9219     Charge: 2     m/z: 986.96822
Modified Peptide: _M(ox)VNQAEEFK(ac)AADEAFAK_     Score: 135.45     PEP: 1.1411E-35
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Mass: 1538.7035     Charge: 2     m/z: 770.35903
Modified Peptide: _RFDDESVQK(ac)DMK_     Score: 141.07     PEP: 5.0507E-18
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Mass: 2131.1496     Charge: 3     m/z: 711.39047
Modified Peptide: _IINEPTAAAIAYGLGAGK(ac)SEK_     Score: 147.67     PEP: 1.1128E-56
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Mass: 2083.9954     Charge: 2     m/z: 1043.005
Modified Peptide: _LSSEEIEK(ac)M(ox)VNQAEEFK_     Score: 156.72     PEP: 5.8256E-52
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Mass: 2432.2839     Charge: 3     m/z: 811.76857
Modified Peptide: _FEDLNAALFK(ac)STLEPVEQVLK_     Score: 172.83     PEP: 9.0716E-79
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Mass: 1662.9144     Charge: 2     m/z: 832.46449
Modified Peptide: _QATK(ac)DAGAISGLNVLR_     Score: 176.29     PEP: 1.0777E-47
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Mass: 1597.8563     Charge: 3     m/z: 533.62604
Modified Peptide: _STLEPVEQVLK(ac)DAK_     Score: 176.89     PEP: 7.603E-33
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Mass: 1461.7351     Charge: 2     m/z: 731.87484
Modified Peptide: _ITK(ac)YEDLPENAK_     Score: 136.38     PEP: 1.8794E-14
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Mass: 1382.7082     Charge: 2     m/z: 692.36137
Modified Peptide: _STPLEFASK(ac)YAK_     Score: 59.898     PEP: 0.0024159
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Mass: 1684.8254     Charge: 3     m/z: 562.61575
Modified Peptide: _AVFFGSHTPK(ac)FM(ox)DK_     Score: 103.85     PEP: 1.3817E-14
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Mass: 1343.7784     Charge: 2     m/z: 672.89647
Modified Peptide: _ELQK(ac)NLGPLFK_     Score: 49.5     PEP: 0.0085193
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Mass: 1679.8995     Charge: 3     m/z: 560.97378
Modified Peptide: _VIVEK(ac)PFGHDLASAR_     Score: 87.932     PEP: 5.2339E-09
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Mass: 1063.555     Charge: 2     m/z: 532.78476
Modified Peptide: _TQIEK(ac)FEK_     Score: 89.886     PEP: 0.0028333
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Mass: 1371.7733     Charge: 3     m/z: 458.26504
Modified Peptide: _IDHYLGK(ac)ELVK_     Score: 121.21     PEP: 3.0223E-07
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Mass: 1439.7157     Charge: 3     m/z: 480.91252
Modified Peptide: _FEK(ac)SANVDVPHR_     Score: 134.61     PEP: 4.2215E-14



0 500 1000 1500 2000

m/z

0

20000

40000

60000

80000

100000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
3

)

y
2

 (
3

4
5

.2
2

5
8

)

y
3

 (
4

5
8

.3
0

7
6

)

y
4

 (
5

7
3

.3
3

5
4

)

y
5

 (
7

3
6

.3
9

8
6

)

y
6

 (
8

6
5

.4
4

0
3

)

y
7

 (
9

9
4

.4
7

9
5

)

y
8

 (
1

0
9

1
.5

3
6

7
)

y
1

0
 (

1
2

4
7

.6
0

5
4

)

a
2

 (
1

8
7

.1
4

3
8

)
b
2

 (
2

1
5

.1
3

9
3

)

b
5

 (
5

1
6

.3
0

9
1

)
b
5

-H
2

O
 (

4
9

8
.2

9
1

3
)

b
7

 (
7

0
1

.3
7

9
4

)
b
7

-H
2

O
 (

6
8

3
.3

6
8

2
)

b
6

(2
+

) 
(3

2
2

.6
8

5
7

)
b
7

(2
+

) 
(3

5
1

.1
9

3
3

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1889.9735     Charge: 3     m/z: 630.99843
Modified Peptide: _TLTTVQGVPEEYDLK(ac)R_     Score: 58.09     PEP: 6.2582E-05
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Mass: 1322.6624     Charge: 2     m/z: 662.33846
Modified Peptide: _K(ac)DFACNGNIVK_     Score: 129.74     PEP: 2.5098E-07
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Mass: 1452.7544     Charge: 3     m/z: 485.25873
Modified Peptide: _LNEEK(ac)HANELAK_     Score: 121.04     PEP: 1.7504E-12
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Mass: 1029.5455     Charge: 2     m/z: 515.78001
Modified Peptide: _TASK(ac)DLPTR_     Score: 57.785     PEP: 0.0099021
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Mass: 1167.7227     Charge: 2     m/z: 584.86863
Modified Peptide: _APVLVSK(ac)VVSK_     Score: 66.498     PEP: 0.00035047
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Mass: 1502.9043     Charge: 2     m/z: 752.45943
Modified Peptide: _SIQLYK(ac)APVLVSK_     Score: 84.566     PEP: 3.9583E-06
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Mass: 1339.6645     Charge: 2     m/z: 670.83955
Modified Peptide: _AISQK(ac)MPTDSGR_     Score: 207.47     PEP: 1.7894E-44
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Mass: 1243.6783     Charge: 2     m/z: 622.84644
Modified Peptide: _QTSLTK(ac)FFSK_     Score: 48.004     PEP: 0.0098065
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Mass: 2874.4148     Charge: 3     m/z: 959.14554
Modified Peptide: _YSAGNK(ac)YNTLSNNYALSAQQLLNASK_     Score: 120.08     PEP: 3.5699E-40
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Mass: 1473.6558     Charge: 3     m/z: 492.22589
Modified Peptide: _SHSMQSK(ac)YSYSK_     Score: 61.212     PEP: 0.0020987
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Mass: 1167.6037     Charge: 2     m/z: 584.8091
Modified Peptide: _YQGTK(ac)FINR_     Score: 175.51     PEP: 1.298E-15
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Mass: 1576.7886     Charge: 2     m/z: 789.40156
Modified Peptide: _NTLPWSK(ac)DYLNGK_     Score: 91.62     PEP: 2.6385E-05
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Mass: 1182.6972     Charge: 2     m/z: 592.35589
Modified Peptide: _NQLAK(ac)VELVK_     Score: 53.569     PEP: 0.0051548
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Mass: 1478.6889     Charge: 2     m/z: 740.35173
Modified Peptide: _K(ac)FENSTSGDLPDK_     Score: 185.87     PEP: 1.0905E-37
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Mass: 1195.754     Charge: 2     m/z: 598.88428
Modified Peptide: _ILK(ac)NLAEIIK_     Score: 68.536     PEP: 0.00081584
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Mass: 1174.766     Charge: 2     m/z: 588.39029
Modified Peptide: _VVLK(ac)ALFLSK_     Score: 86.014     PEP: 0.00027755
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Mass: 1428.8089     Charge: 2     m/z: 715.41173
Modified Peptide: _RTDAPFNK(ac)VVLK_     Score: 117.07     PEP: 7.7335E-12
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Mass: 1541.8697     Charge: 2     m/z: 771.94213
Modified Peptide: _IFEFPK(ac)TTVAALR_     Score: 131.69     PEP: 1.0656E-17
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Mass: 1601.9     Charge: 2     m/z: 801.95725
Modified Peptide: _QGK(ac)LEVPGYVDIVK_     Score: 70.529     PEP: 1.6952E-05
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Mass: 1004.5655     Charge: 2     m/z: 503.29002
Modified Peptide: _LNK(ac)LYGGAK_     Score: 104.01     PEP: 0.00015064
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Mass: 1778.0553     Charge: 3     m/z: 593.69239
Modified Peptide: _VLQALEK(ac)IGIVEISPK_     Score: 155.92     PEP: 1.8405E-40
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Mass: 1810.9438     Charge: 3     m/z: 604.65522
Modified Peptide: _GVRPYK(ac)HIDASGSINR_     Score: 155.22     PEP: 5.2879E-40
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Mass: 995.511     Charge: 2     m/z: 498.76278
Modified Peptide: _M(ox)LVK(ac)EYR_     Score: 75.109     PEP: 0.0081706
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Mass: 2111.0034     Charge: 3     m/z: 704.67507
Modified Peptide: _FEK(ac)YFGHSGPDGIDLLM(ox)K_     Score: 96.487     PEP: 8.1006E-07
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Mass: 1209.6729     Charge: 2     m/z: 605.8437
Modified Peptide: _VFGALK(ac)EFGGK_     Score: 97.911     PEP: 8.9239E-06
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Mass: 1200.723     Charge: 2     m/z: 601.3688
Modified Peptide: _LPVIASK(ac)IYR_     Score: 60.434     PEP: 0.0024154
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Mass: 1046.5255     Charge: 2     m/z: 524.27004
Modified Peptide: _SFSTEK(ac)YK_     Score: 69.954     PEP: 0.0058044
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Mass: 1210.6346     Charge: 2     m/z: 606.32459
Modified Peptide: _FAK(ac)AYAQGVSK_     Score: 85.845     PEP: 2.4164E-05
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Mass: 1364.6936     Charge: 3     m/z: 455.90514
Modified Peptide: _LREEVK(ac)GDYSK_     Score: 86.288     PEP: 6.1321E-05
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Mass: 1757.9312     Charge: 3     m/z: 586.98434
Modified Peptide: _AVGAPIERPK(ac)SFSTEK_     Score: 82.59     PEP: 2.0458E-09
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Mass: 1210.5717     Charge: 2     m/z: 606.29315
Modified Peptide: _GDYSK(ac)ETIEK_     Score: 103.22     PEP: 2.2547E-05
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Mass: 1953.0935     Charge: 3     m/z: 652.03845
Modified Peptide: _LVSTIYEVAPGVLTK(ac)HGK_     Score: 116.06     PEP: 6.621E-30
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Mass: 1366.7205     Charge: 3     m/z: 456.58077
Modified Peptide: _VATHSK(ac)SEPLTR_     Score: 79.886     PEP: 1.3424E-05
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Mass: 1736.9421     Charge: 2     m/z: 869.47833
Modified Peptide: _INK(ac)LAIANIADASEPR_     Score: 121.32     PEP: 8.7042E-24
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Mass: 2246.1767     Charge: 4     m/z: 562.55146
Modified Peptide: _SLAPEVHQQISK(ac)QLADRER_     Score: 70.942     PEP: 8.2687E-07
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Mass: 1191.6288     Charge: 2     m/z: 596.82168
Modified Peptide: _GEWVFK(ac)SLGK_     Score: 78.488     PEP: 0.00035445
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Mass: 1460.7875     Charge: 2     m/z: 731.40102
Modified Peptide: _GLK(ac)LESFAQDLAK_     Score: 79.875     PEP: 6.8375E-06
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Mass: 1463.762     Charge: 2     m/z: 732.88828
Modified Peptide: _SSVVK(ac)VAYGSSNPK_     Score: 90.707     PEP: 1.8961E-08
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Mass: 1642.8865     Charge: 2     m/z: 822.45053
Modified Peptide: _AGVLEPQGMVGIK(ac)FR_     Score: 98.531     PEP: 2.0682E-11
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Mass: 1719.8944     Charge: 2     m/z: 860.95449
Modified Peptide: _LSNFNIK(ac)PIFTDNR_     Score: 102.52     PEP: 7.6362E-08
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Mass: 1679.961     Charge: 3     m/z: 560.99429
Modified Peptide: _LVK(ac)FLVENGEHIIK_     Score: 113.53     PEP: 5.7483E-15
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Mass: 1552.7998     Charge: 3     m/z: 518.60721
Modified Peptide: _DFVK(ac)SHGGHTVISK_     Score: 113.59     PEP: 5.4477E-15
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Mass: 1575.7351     Charge: 3     m/z: 526.25232
Modified Peptide: _AETFHEM(ox)EK(ac)AAVR_     Score: 126.95     PEP: 3.473E-18
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Mass: 1522.7962     Charge: 3     m/z: 508.60602
Modified Peptide: _KFDK(ac)ENSVLTER_     Score: 139.48     PEP: 3.601E-14
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Mass: 1226.675     Charge: 2     m/z: 614.34479
Modified Peptide: _LNEEYLIK(ac)R_     Score: 149.72     PEP: 2.8081E-07
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Mass: 1186.6346     Charge: 2     m/z: 594.32459
Modified Peptide: _HK(ac)YIESLQK_     Score: 164.64     PEP: 4.8155E-13
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Mass: 2431.3621     Charge: 3     m/z: 811.46131
Modified Peptide: _AIQVEGQPIILTGAPAINK(ac)MLGR_     Score: 188.32     PEP: 1.0845E-120
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Mass: 1913.0007     Charge: 3     m/z: 638.67417
Modified Peptide: _GK(ac)HDTAGSIGAGALTGALFK_     Score: 69.763     PEP: 8.3877E-08
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Mass: 2030.0433     Charge: 3     m/z: 677.68837
Modified Peptide: _HDTAGSIGAGALTGALFK(ac)SSK_     Score: 91.64     PEP: 0.00022818
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Mass: 1169.6404     Charge: 2     m/z: 585.82749
Modified Peptide: _IQK(ac)LNAADAGK_     Score: 67.456     PEP: 0.0002166
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Mass: 1664.7278     Charge: 3     m/z: 555.91655
Modified Peptide: _RK(ac)FDEGEQNEDEK_     Score: 105.19     PEP: 2.9406E-12
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Mass: 1061.6485     Charge: 2     m/z: 531.83152
Modified Peptide: _VYALK(ac)VLSK_     Score: 58.37     PEP: 0.0095063
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Mass: 1666.8719     Charge: 3     m/z: 556.63124
Modified Peptide: _YIGNK(ac)HLYTEFLK_     Score: 58.487     PEP: 0.00077207
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Mass: 1254.6245     Charge: 2     m/z: 628.3195
Modified Peptide: _NFVGYQEK(ac)TK_     Score: 80.706     PEP: 0.0003124
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Mass: 2484.2689     Charge: 3     m/z: 829.09691
Modified Peptide: _YYVTSYALPHPTEGIPHEK(ac)LK_     Score: 98.816     PEP: 3.5655E-18
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Mass: 1661.8811     Charge: 3     m/z: 554.96764
Modified Peptide: _ELISK(ac)FLDCAVGLR_     Score: 108.97     PEP: 1.3009E-08
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Mass: 1676.7853     Charge: 2     m/z: 839.39994
Modified Peptide: _TSAGNQGIESETEK(ac)GK_     Score: 222.27     PEP: 2.1615E-84
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Mass: 1735.8712     Charge: 3     m/z: 579.631
Modified Peptide: _ATNK(ac)YPTIANDNTQK_     Score: 226.93     PEP: 6.5439E-78
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Mass: 954.61137     Charge: 2     m/z: 478.31296
Modified Peptide: _ALLLK(ac)VEK_     Score: 87.308     PEP: 0.0028515
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Mass: 1957.1724     Charge: 3     m/z: 653.39809
Modified Peptide: _ATIASGGVLPHINK(ac)ALLLK_     Score: 103.5     PEP: 7.0836E-24
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Mass: 1261.6597     Charge: 2     m/z: 631.83714
Modified Peptide: _GK(ac)SGAK(ac)DSGSLR_     Score: 186.13     PEP: 2.3191E-33



0 200 400 600 800 1000 1200 1400

m/z

0

50000

100000

150000

200000

250000

300000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
4

)

y
2

 (
2

8
8

.2
0

2
3

)

y
3

 (
3

7
5

.2
3

3
1

)

y
4

 (
4

3
2

.2
5

5
3

)

y
5

 (
5

1
9

.2
8

6
6

)

y
6

 (
6

3
4

.3
1

3
6

)

y
7

 (
8

1
2

.4
3

3
1

)

y
8

 (
8

8
3

.4
6

9
1

)

y
9

 (
9

4
0

.4
9

0
7

)

y
1

0
 (

1
0

2
7

.5
2

2
2

)

y
1

1
 (

1
2

0
5

.6
4

2
9

)

y
5

-H
2

O
 (

5
0

1
.2

7
6

3
)

y
5

-N
H

3
 (

5
0

2
.2

5
7

7
)

y
6

-H
2

O
 (

6
1

6
.3

0
3

3
)

y
6

-N
H

3
 (

6
1

7
.2

8
3

0
)

y
7

-H
2

O
 (

7
9

4
.4

2
6

9
)

y
7

-N
H

3
 (

7
9

5
.4

0
9

4
)

y
9

-H
2

O
 (

9
2

2
.4

8
1

3
)

y
9

-N
H

3
 (

9
2

3
.4

7
2

5
)

y
1

0
-H

2
O

 (
1

0
0

9
.5

0
8

2
)

b
2

 (
2

3
6

.1
4

7
6

)
b
2

-N
H

3
 (

2
1

9
.1

2
1

1
)

b
3

 (
3

2
3

.1
7

9
5

)
b
3

-H
2

O
 (

3
0

5
.1

6
9

2
)

b
4

 (
3

8
0

.2
0

0
3

)
b
4

-H
2

O
 (

3
6

2
.1

9
0

9
)

b
5

 (
4

5
1

.2
3

8
9

)
b
5

-H
2

O
 (

4
3

3
.2

3
4

1
)

b
6

 (
6

2
9

.3
4

9
7

)
b
6

-H
2

O
 (

6
1

1
.3

4
2

2
)

a
cK

* 
(1

2
6

.0
9

0
9

)
a
cK

* 
(1

2
6

.0
9

0
9

)

Mass: 1261.6597     Charge: 2     m/z: 631.83714
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Mass: 2445.2486     Charge: 3     m/z: 816.09015
Modified Peptide: _VSSVLSALEGK(ac)SVDELITEGNEK_     Score: 247.85     PEP: 1.5717E-170
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Mass: 1198.6528     Charge: 2     m/z: 600.3337
Modified Peptide: _AAK(ac)LAAPENEK_     Score: 69.554     PEP: 0.00018304



0 500 1000 1500

m/z

0

100000

200000

300000

400000

500000

600000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
4

)

y
3

 (
3

9
3

.2
4

8
6

)

y
4

 (
5

0
8

.2
7

4
7

)

y
5

 (
6

3
7

.3
1

3
9

)

y
6

 (
7

3
8

.3
6

3
8

)

y
7

 (
8

2
5

.3
9

6
7

)

y
8

 (
9

7
2

.4
3

0
5

)

y
9

 (
1

1
0

1
.4

7
6

7
)

y
1

0
 (

1
2

1
4

.5
5

5
1

)

y
1

1
 (

1
3

2
7

.6
4

1
0

)

y
1

-N
H

3
 (

1
3

0
.0

8
5

8
)

y
8

-H
2

O
 (

9
5

4
.4

3
1

9
)

y
9

-H
2

O
 (

1
0

8
3

.4
6

8
1

)

y
1

0
-H

2
O

 (
1

1
9

6
.5

4
5

8
)

y
1

1
-H

2
O

 (
1

3
0

9
.6

1
8

4
)

y
9

(2
+

) 
(5

5
1

.2
3

7
0

)

y
1

2
(2

+
) 

(7
4

9
.3

7
2

2
)

a
2

 (
1

2
9

.1
0

1
8

)
b
2

 (
1

5
7

.0
9

6
8

)

b
3

 (
2

7
2

.1
2

3
3

)

b
4

 (
3

8
5

.2
0

5
8

)

b
5

 (
5

1
4

.2
5

1
0

) b
6

 (
6

8
4

.3
5

2
9

)
b
6

-H
2

O
 (

6
6

6
.3

4
4

7
)

b
7

 (
7

9
7

.4
3

7
8

)
b
7

-H
2

O
 (

7
7

9
.4

2
2

2
)

b
8

 (
9

1
0

.5
2

1
5

)
b
8

-H
2

O
 (

8
9

2
.4

9
6

1
)

b
1

1
(2

+
) 

(6
3

7
.3

1
3

9
)

a
cK

* 
(1

2
6

.0
9

0
9

)

Mass: 2009.9867     Charge: 3     m/z: 671.00285
Modified Peptide: _GVDLEK(ac)LLEM(ox)STEDFVK_     Score: 106.19     PEP: 2.3264E-08
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Mass: 1078.556     Charge: 3     m/z: 360.52594
Modified Peptide: _VFK(ac)THSYR_     Score: 128.69     PEP: 5.4303E-05
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Mass: 1432.7674     Charge: 2     m/z: 717.39099
Modified Peptide: _LAAPENEK(ac)PAPVR_     Score: 180.18     PEP: 5.0864E-30
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Mass: 2137.0725     Charge: 3     m/z: 713.36478
Modified Peptide: _KIESSVDK(ac)LFSSSCGPINK_     Score: 98.165     PEP: 1.3526E-16
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Mass: 1719.8866     Charge: 2     m/z: 860.95055
Modified Peptide: _LFSSSCGPINK(ac)LEVK_     Score: 100.45     PEP: 9.3235E-08
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Mass: 1372.7474     Charge: 3     m/z: 458.58975
Modified Peptide: _DYLK(ac)HLHVYK_     Score: 98.249     PEP: 0.00010772
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Mass: 1433.6394     Charge: 3     m/z: 478.88707
Modified Peptide: _DYQGDGK(ac)DVDHK_     Score: 55.314     PEP: 0.0036734
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Mass: 1360.7554     Charge: 3     m/z: 454.59241
Modified Peptide: _SDSAVSIVHLK(ac)R_     Score: 82.543     PEP: 7.386E-06
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Mass: 1259.7125     Charge: 2     m/z: 630.86355
Modified Peptide: _LPIK(ac)LSYQEK_     Score: 134.38     PEP: 4.4728E-05
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Mass: 1255.7248     Charge: 2     m/z: 628.86969
Modified Peptide: _NSLLGIQK(ac)SVR_     Score: 49.423     PEP: 0.0086024
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Mass: 1136.6412     Charge: 2     m/z: 569.32789
Modified Peptide: _(ac)SSIYK(ac)ALAGK_     Score: 62.303     PEP: 0.0011725
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Mass: 1242.686     Charge: 2     m/z: 622.35027
Modified Peptide: _LEYK(ac)DIPVPK_     Score: 94.82     PEP: 0.00017257
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Mass: 2003     Charge: 3     m/z: 668.67395
Modified Peptide: _(ac)SIPETQK(ac)GVIFYESHGK_     Score: 94.882     PEP: 5.9667E-16
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Mass: 1112.6441     Charge: 2     m/z: 557.32934
Modified Peptide: _EK(ac)DIVGAVLK_     Score: 103.91     PEP: 2.4661E-05



0 200 400 600 800 1000 1200 1400

m/z

0

100000

200000

300000

400000

500000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
9

)

y
2

 (
2

6
0

.1
9

6
9

) y
3

 (
3

1
7

.2
1

8
6

)

y
4

 (
3

8
8

.2
5

5
8

)

y
5

 (
5

5
1

.3
1

9
6

)

y
6

 (
6

6
6

.3
4

6
4

)

y
7

 (
7

2
3

.3
6

8
2

)

y
8

 (
8

3
6

.4
5

2
1

)

y
9

 (
1

0
0

6
.5

5
8

0
)

y
1

0
 (

1
1

9
2

.6
3

6
0

)

y
6

-N
H

3
 (

6
4

9
.3

2
2

1
)

y
7

-H
2

O
 (

7
0

5
.3

5
8

6
)

y
8

-H
2

O
 (

8
1

8
.4

4
1

9
)

y
9

-H
2

O
 (

9
8

8
.5

5
0

0
)

a
2

 (
2

1
6

.1
1

3
3

)

b
2

 (
2

4
4

.1
0

8
3

)

b
3

 (
4

1
4

.2
1

4
1

)

b
4

 (
5

2
7

.2
9

2
1

)

b
7

 (
8

6
2

.4
1

6
9

)

b
8

 (
9

3
3

.4
5

4
5

)

a
cK

* 
(1

2
6

.0
9

1
4

)
a
cK

 (
1

4
3

.1
1

7
9

)

Mass: 1248.6503     Charge: 2     m/z: 625.33241
Modified Peptide: _GWK(ac)IGDYAGIK_     Score: 105.17     PEP: 6.3654E-07
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Mass: 1710.8617     Charge: 2     m/z: 856.43814
Modified Peptide: _GVIFYESHGK(ac)LEYK_     Score: 126.56     PEP: 5.2906E-21
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Mass: 2447.2966     Charge: 3     m/z: 816.77281
Modified Peptide: _LPLVGGHEGAGVVVGMGENVK(ac)GWK_     Score: 128.55     PEP: 1.1574E-47
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Mass: 1626.8476     Charge: 2     m/z: 814.43107
Modified Peptide: _SIGGEVFIDFTK(ac)EK_     Score: 128.96     PEP: 4.3437E-21
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Mass: 1892.9805     Charge: 3     m/z: 632.00078
Modified Peptide: _VVGLSTLPEIYEK(ac)M(ox)EK_     Score: 157.38     PEP: 3.4871E-41
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Mass: 1074.5492     Charge: 2     m/z: 538.28187
Modified Peptide: _M(ox)EK(ac)GQIVGR_     Score: 175.93     PEP: 3.0305E-18
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Mass: 1667.861     Charge: 3     m/z: 556.96094
Modified Peptide: _VLGIDGGEGK(ac)EELFR_     Score: 176.32     PEP: 2.6508E-39
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Mass: 1914.0714     Charge: 2     m/z: 958.04297
Modified Peptide: _SPIK(ac)VVGLSTLPEIYEK_     Score: 179.09     PEP: 5.4777E-58
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Mass: 1279.75     Charge: 2     m/z: 640.88227
Modified Peptide: _PK(ac)ANELLINVK_     Score: 203.51     PEP: 6.4067E-41



0 200 400 600 800 1000 1200 1400

m/z

0

20000

40000

60000

80000

100000

120000

140000

In
te

n
si

ty

y
2

 (
2

6
2

.1
5

2
1

)

y
3

 (
3

9
9

.2
1

1
9

)

y
4

 (
5

1
2

.2
9

6
2

)

y
5

 (
6

2
5

.3
8

0
4

)

y
6

 (
6

9
6

.4
1

8
3

)

y
7

 (
7

9
3

.4
7

1
2

)

y
8

 (
9

7
1

.5
9

2
5

)

y
9

 (
1

0
5

8
.6

2
3

9
)

y
7

-N
H

3
 (

7
7

6
.4

5
0

1
)

y
9

-H
2

O
 (

1
0

4
0

.6
1

3
6

)

a
2

 (
2

2
3

.1
0

8
9

)

b
2

 (
2

5
1

.1
0

2
8

)

b
5

 (
5

9
7

.3
1

6
3

)
b
5

-H
2

O
 (

5
7

9
.3

0
2

7
)

b
6

 (
7

1
0

.3
9

9
2

)
b
6

-H
2

O
 (

6
9

2
.3

8
7

7
)

Mass: 1220.6757     Charge: 3     m/z: 407.89918
Modified Peptide: _YSK(ac)PALLHSR_     Score: 67.456     PEP: 0.00086587
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Mass: 1108.6241     Charge: 2     m/z: 555.31931
Modified Peptide: _HK(ac)LTINDVK_     Score: 97.452     PEP: 0.00046241
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Mass: 1911.9683     Charge: 3     m/z: 638.33003
Modified Peptide: _INK(ac)YAFSGGQVSADLHR_     Score: 185.63     PEP: 8.7762E-64
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Mass: 1206.6812     Charge: 2     m/z: 604.34787
Modified Peptide: _INK(ac)LTDGQIR_     Score: 102.52     PEP: 2.6882E-05
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Mass: 1300.6623     Charge: 2     m/z: 651.33842
Modified Peptide: _ESLQNK(ac)GQEVK_     Score: 80.245     PEP: 2.8244E-05
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Mass: 1260.6198     Charge: 2     m/z: 631.31716
Modified Peptide: _TEAANK(ac)VEETK_     Score: 133.05     PEP: 2.256E-07
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Mass: 1799.8901     Charge: 3     m/z: 600.97065
Modified Peptide: _GQEVK(ac)EQAEASIDNLK_     Score: 142.74     PEP: 1.2532E-37
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Mass: 1528.7369     Charge: 2     m/z: 765.37573
Modified Peptide: _K(ac)EEQNIADGVEQK_     Score: 143.46     PEP: 1.1533E-22
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Mass: 1384.6834     Charge: 3     m/z: 462.56842
Modified Peptide: _NEATPEAEQVK(ac)K_     Score: 154.36     PEP: 4.7087E-17
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Mass: 2455.1714     Charge: 3     m/z: 819.39776
Modified Peptide: _EQAEASIDNLK(ac)NEATPEAEQVK_     Score: 165.53     PEP: 5.3383E-85



0 200 400 600 800 1000 1200 1400

m/z

0

50000

100000

150000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
7

)

y
2

 (
2

6
1

.1
5

5
2

)

y
3

 (
3

8
9

.2
1

4
2

)

y
4

 (
5

0
2

.2
9

8
0

)

y
5

 (
5

8
9

.3
3

0
2

)

y
6

 (
7

1
8

.3
7

2
4

)

y
7

 (
8

8
8

.4
7

7
8

)

y
8

 (
9

8
9

.5
2

6
1

)

y
9

 (
1

1
1

8
.5

6
7

9
)

y
1

0
 (

1
2

4
7

.6
0

9
9

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

1
)

y
3

-N
H

3
 (

3
7

2
.1

8
7

3
)

y
5

-H
2

O
 (

5
7

1
.3

1
5

6
)

y
5

-N
H

3
 (

5
7

2
.3

0
8

4
)

y
6

-H
2

O
 (

7
0

0
.3

6
3

3
)

y
6

-N
H

3
 (

7
0

1
.3

5
3

8
)

y
7

-H
2

O
 (

8
7

0
.4

7
0

6
)

y
7

-N
H

3
 (

8
7

1
.4

5
1

9
)

y
8

-H
2

O
 (

9
7

1
.5

1
2

1
)

y
8

-N
H

3
 (

9
7

2
.5

1
1

0
)

y
9

-H
2

O
 (

1
1

0
0

.5
5

5
6

)

y
1

0
-H

2
O

 (
1

2
2

9
.5

9
7

1
)

a
2

 (
2

1
5

.1
3

8
9

)

b
2

 (
2

4
3

.1
3

3
7

)

b
6

 (
7

7
2

.3
7

5
4

)

b
7

 (
8

5
9

.4
0

1
9

)
b
7

-H
2

O
 (

8
4

1
.3

9
2

8
)

b
9

 (
1

1
0

0
.5

5
5

6
)

b
9

-H
2

O
 (

1
0

8
2

.5
3

9
6

)

a
cK

* 
(1

2
6

.0
9

1
2

)
a
cK

 (
1

4
3

.1
1

7
7

)

Mass: 1359.6882     Charge: 2     m/z: 680.85136
Modified Peptide: _LEETK(ac)ESLQNK_     Score: 188.06     PEP: 1.1048E-30
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Mass: 1970.9545     Charge: 2     m/z: 986.48453
Modified Peptide: _(ac)SEIQNK(ac)AETAAQDVQQK_     Score: 216.01     PEP: 6.7176E-82
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Mass: 1829.9007     Charge: 2     m/z: 915.95762
Modified Peptide: _AETAAQDVQQK(ac)LEETK_     Score: 270.26     PEP: 3.6607E-150
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Mass: 1392.8341     Charge: 3     m/z: 465.28529
Modified Peptide: _ASHISEIK(ac)LLLK_     Score: 63.727     PEP: 0.0014913
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Mass: 2392.1812     Charge: 4     m/z: 599.05257
Modified Peptide: _EILNTDYPWILNHDHSK(ac)QK_     Score: 56.055     PEP: 0.00012113
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Mass: 1203.6976     Charge: 2     m/z: 602.85606
Modified Peptide: _SILGNVIK(ac)YR_     Score: 78.556     PEP: 0.00035129
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Mass: 1504.8249     Charge: 3     m/z: 502.61559
Modified Peptide: _TQHILDGK(ac)VIDPK_     Score: 75.764     PEP: 5.3987E-05
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Mass: 1339.6595     Charge: 2     m/z: 670.83701
Modified Peptide: _VCQNK(ac)FIDFK_     Score: 91.937     PEP: 0.00022708
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Mass: 1462.8254     Charge: 2     m/z: 732.41997
Modified Peptide: _AVK(ac)ELYEVDVLK_     Score: 80.469     PEP: 1.2722E-05
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Mass: 1684.8685     Charge: 3     m/z: 562.63012
Modified Peptide: _APK(ac)YASK(ac)AVPHYNR_     Score: 108.89     PEP: 1.9995E-13
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Mass: 1346.6731     Charge: 2     m/z: 674.34384
Modified Peptide: _YASK(ac)AVPHYNR_     Score: 198.62     PEP: 1.1923E-40
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Mass: 1162.6135     Charge: 2     m/z: 582.31402
Modified Peptide: _GGNK(ac)FALWTK_     Score: 70.942     PEP: 0.00070431
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Mass: 1119.5825     Charge: 2     m/z: 560.79854
Modified Peptide: _GGK(ac)WSFQLR_     Score: 120.99     PEP: 0.00050026
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Mass: 2066.0768     Charge: 4     m/z: 517.52646
Modified Peptide: _TVLSDSAHFDVK(ac)HPLNTK_     Score: 179.78     PEP: 2.0983E-60
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Mass: 1689.9021     Charge: 3     m/z: 564.30797
Modified Peptide: _GLGKPDQVYDGSK(ac)IR_     Score: 151.38     PEP: 1.2443E-30
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Mass: 1770.9053     Charge: 3     m/z: 591.30905
Modified Peptide: _PLNHLQAAAK(ac)FYDNK_     Score: 130.98     PEP: 6.7442E-26
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Mass: 1598.8176     Charge: 3     m/z: 533.94648
Modified Peptide: _LDAFDHVFQK(ac)HGK_     Score: 112.51     PEP: 2.5976E-13
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Modified Peptide: _GSDLQYLGEFSGK(ac)NFSPTK_     Score: 115.57     PEP: 2.7974E-32
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Mass: 1174.5652     Charge: 2     m/z: 588.28989
Modified Peptide: _AEDLK(ac)MQGNK_     Score: 68.893     PEP: 0.00079927
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Mass: 1921.9737     Charge: 3     m/z: 641.66519
Modified Peptide: _SEFK(ac)GQHLADILNSASR_     Score: 150.7     PEP: 4.997E-51
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Mass: 1765.8887     Charge: 3     m/z: 589.63683
Modified Peptide: _YAQGKPEEALEAYK(ac)K_     Score: 181.74     PEP: 2.8167E-39
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Mass: 1112.6441     Charge: 2     m/z: 557.32934
Modified Peptide: _DAEILAK(ac)IAK_     Score: 64.439     PEP: 0.001522
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Mass: 930.5386     Charge: 2     m/z: 466.27658
Modified Peptide: _(ac)STLLK(ac)SAK_     Score: 78.113     PEP: 0.001903



0 500 1000 1500

m/z

0

20000

40000

60000

80000

100000

120000

In
te

n
si

ty

y
2

 (
2

7
6

.1
5

3
5

)

y
3

 (
3

7
5

.2
2

0
4

)

y
4

 (
4

8
9

.2
6

6
1

)

y
5

 (
6

5
9

.3
7

4
3

)

y
6

 (
7

8
8

.4
0

9
2

)

y
7

 (
8

8
5

.4
6

7
4

)

y
8

 (
9

9
8

.5
5

0
8

)

y
9

 (
1

1
6

1
.6

1
4

3
)

y
2

-H
2

O
 (

2
5

8
.1

4
4

8
)

y
4

-N
H

3
 (

4
7

2
.2

4
4

6
)

y
7

-H
2

O
 (

8
6

7
.4

5
0

0
)

y
7

-N
H

3
 (

8
6

8
.4

4
5

2
)

y
7

(2
+

) 
(4

4
3

.2
3

5
1

)

a
2

 (
1

4
5

.0
9

6
9

)
b
2

 (
1

7
3

.0
9

2
1

)

b
4

 (
3

1
7

.1
4

4
9

)
b
4

-H
2

O
 (

2
9

9
.1

3
4

9
)

b
5

 (
4

3
0

.2
2

9
3

)
b
5

-H
2

O
 (

4
1

2
.2

1
8

1
)

b
6

 (
5

9
3

.2
9

1
9

)
b
6

-H
2

O
 (

5
7

5
.2

8
3

8
)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 1589.8301     Charge: 2     m/z: 795.92232
Modified Peptide: _TASGLYLPEK(ac)NVEK_     Score: 106.58     PEP: 4.1267E-14
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Mass: 1107.6015     Charge: 2     m/z: 554.80804
Modified Peptide: _DLELLK(ac)DGR_     Score: 58.699     PEP: 0.0092835
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Mass: 1540.698     Charge: 2     m/z: 771.35629
Modified Peptide: _FNK(ac)NEATEM(ox)PFR_     Score: 88.021     PEP: 9.0667E-07



0 500 1000 1500 2000

m/z

0

10000

20000

30000

40000

50000

60000

70000

80000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
7

)

y
2

 (
2

8
8

.2
0

0
8

)

y
3

 (
4

0
2

.2
4

4
8

)

y
4

 (
5

6
5

.3
0

8
9

)

y
5

 (
7

2
8

.3
6

9
1

) y
6

 (
8

1
5

.4
0

1
1

)

y
7

 (
9

0
2

.4
3

5
3

)

y
8

 (
9

8
9

.4
6

6
3

)

y
9

 (
1

1
6

7
.5

8
8

9
)

y
1

0
 (

1
2

3
8

.6
2

3
3

)

y
1

1
 (

1
3

0
9

.6
5

3
0

)

y
1

2
 (

1
4

0
6

.7
1

2
2

)

y
1

5
 (

1
6

7
5

.8
4

9
1

)

y
1

0
-N

H
3

 (
1

2
2

1
.6

0
2

4
)

y
1

4
(2

+
) 

(8
0

9
.9

1
5

9
)

b
2

 (
2

5
0

.1
6

2
4

)

b
3

 (
3

2
1

.1
9

9
8

)

b
4

 (
4

3
4

.2
8

5
0

)

b
5

 (
5

4
7

.3
6

7
9

)

b
7

 (
7

6
2

.4
5

9
2

)

b
8

 (
8

9
1

.5
0

3
0

)
b
8

-H
2

O
 (

8
7

3
.5

0
5

8
)

b
8

-N
H

3
 (

8
7

4
.4

7
7

3
)

b
9

 (
1

0
0

4
.6

0
6

4
)

b
1

0
 (

1
1

3
3

.6
2

9
4

)

b
1

3
 (

1
4

0
2

.7
2

4
0

)

Mass: 2807.4312     Charge: 3     m/z: 936.81769
Modified Peptide: _K(ac)AALLTNELEGPDPAAK(ac)SSSYYNLR_     Score: 120     PEP: 5.7218E-39
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Mass: 2078.0176     Charge: 3     m/z: 693.67983
Modified Peptide: _AAALAK(ac)LM(ox)SFPEAIADCNK_     Score: 68.41     PEP: 1.0522E-07
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Modified Peptide: _LEGK(ac)EYFTK_     Score: 102.52     PEP: 0.00013695
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Mass: 1682.8264     Charge: 2     m/z: 842.42048
Modified Peptide: _EIDQLYYK(ac)ASQQR_     Score: 139.48     PEP: 4.9643E-22
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Mass: 1079.643     Charge: 2     m/z: 540.82878
Modified Peptide: _TADILTK(ac)LR_     Score: 144.77     PEP: 5.4403E-06
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Mass: 1362.668     Charge: 2     m/z: 682.3413
Modified Peptide: _INPSWSK(ac)GYNR_     Score: 176.95     PEP: 5.7931E-22
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Mass: 1708.842     Charge: 3     m/z: 570.62129
Modified Peptide: _TIEYYQK(ac)SLTEHR_     Score: 177.21     PEP: 4.6912E-30
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Mass: 1555.945     Charge: 3     m/z: 519.65561
Modified Peptide: _EVRFLVK(ac)ELILR_     Score: 86.313     PEP: 1.4609E-05
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Mass: 1518.8235     Charge: 3     m/z: 507.28177
Modified Peptide: _YVPK(ac)IFGFELHK_     Score: 60.157     PEP: 0.0023534
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Mass: 1447.6314     Charge: 2     m/z: 724.823
Modified Peptide: _DNEEEEIAK(ac)DSK_     Score: 133.71     PEP: 5.4618E-14
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Mass: 1780.8592     Charge: 3     m/z: 594.627
Modified Peptide: _HRLEK(ac)DNEEEEIAK_     Score: 150.59     PEP: 2.6349E-23
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Mass: 1552.789     Charge: 2     m/z: 777.40179
Modified Peptide: _ANK(ac)TNFNLAEVM(ox)K_     Score: 159.52     PEP: 2.0614E-21
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Mass: 1861.9574     Charge: 3     m/z: 621.65975
Modified Peptide: _KEPFFK(ac)GSSNPDQLVK_     Score: 54.368     PEP: 0.00081871
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Mass: 1468.8129     Charge: 2     m/z: 735.41374
Modified Peptide: _ISNYEIINK(ac)IGR_     Score: 104.59     PEP: 1.9725E-09
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Mass: 1170.5669     Charge: 2     m/z: 586.29075
Modified Peptide: _GK(ac)YSEVFSGR_     Score: 112.13     PEP: 4.9887E-05
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Mass: 1451.8024     Charge: 2     m/z: 726.90848
Modified Peptide: _SK(ac)PVALTSFLGYK_     Score: 87.18     PEP: 2.3545E-06
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Mass: 956.49673     Charge: 2     m/z: 479.25564
Modified Peptide: _AFTK(ac)YSAK_     Score: 78.149     PEP: 0.0032322
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Mass: 1193.6081     Charge: 2     m/z: 597.81131
Modified Peptide: _WIDTASK(ac)FGK_     Score: 96.015     PEP: 0.00014997
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Mass: 1089.5641     Charge: 2     m/z: 545.78933
Modified Peptide: _HAFM(ox)GTLK(ac)K_     Score: 137.95     PEP: 4.8551E-06
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Mass: 1180.6444     Charge: 2     m/z: 591.32948
Modified Peptide: _TSINHK(ac)IYR_     Score: 151.22     PEP: 4.6911E-09
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Mass: 1746.8763     Charge: 3     m/z: 583.29939
Modified Peptide: _FQTPAEK(ac)HAFMGTLK_     Score: 154.69     PEP: 3.3183E-31
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Mass: 1730.9091     Charge: 3     m/z: 577.97697
Modified Peptide: _ALEEVSLK(ac)WIDTASK_     Score: 155.98     PEP: 2.728E-31
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Mass: 1340.6837     Charge: 2     m/z: 671.34913
Modified Peptide: _DLDRPGSK(ac)FHK_     Score: 157.03     PEP: 4.0939E-11
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Mass: 1577.7565     Charge: 2     m/z: 789.88554
Modified Peptide: _YSAK(ac)YAQDGAGIER_     Score: 209.79     PEP: 5.8234E-60
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Mass: 1532.7736     Charge: 3     m/z: 511.9318
Modified Peptide: _HWVK(ac)ELHEQASK_     Score: 180.48     PEP: 7.0609E-27
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Mass: 2164.2408     Charge: 3     m/z: 722.42089
Modified Peptide: _ALAIFVPVPSLAGFHK(ac)VQTK_     Score: 61.167     PEP: 3.3454E-05
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Mass: 1506.8762     Charge: 3     m/z: 503.29934
Modified Peptide: _AELRPLQFK(ac)SIR_     Score: 95.264     PEP: 5.6425E-08



0 200 400 600 800 1000 1200 1400

m/z

0

50000

100000

150000

200000

250000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

3
6

)

y
2

 (
2

7
5

.1
7

3
2

)

y
3

 (
3

8
8

.2
5

7
6

)

y
4

 (
5

5
8

.3
6

5
1

)

y
5

 (
6

7
2

.4
0

7
8

)

y
6

 (
7

2
9

.4
3

0
2

)

y
7

 (
7

8
6

.4
5

1
3

)

y
8

 (
8

8
5

.5
2

0
2

)

y
9

 (
9

9
8

.6
0

4
3

)

y
2

-N
H

3
 (

2
5

8
.1

4
6

5
)

y
7

-N
H

3
 (

7
6

9
.4

2
6

9
)

y
8

-N
H

3
 (

8
6

8
.4

9
4

5
)

y
7

(2
+

) 
(3

9
3

.7
3

0
5

)

a
2

 (
2

4
9

.1
6

1
2

)

b
2

 (
2

7
7

.1
5

6
2

)

b
3

 (
3

7
6

.2
2

8
1

)

a
cK

* 
(1

2
6

.0
9

2
0

)

Mass: 1160.6554     Charge: 2     m/z: 581.33496
Modified Peptide: _YLVGGNK(ac)IQK_     Score: 100.02     PEP: 7.4284E-05
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Mass: 1747.9236     Charge: 3     m/z: 583.64848
Modified Peptide: _LTGK(ac)QIVFEIPSETH_     Score: 118.58     PEP: 3.4368E-21
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Mass: 2245.1238     Charge: 3     m/z: 749.38186
Modified Peptide: _DVQQIDYK(ac)LESFQAVYNK_     Score: 136.35     PEP: 1.335E-37
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Mass: 1704.8934     Charge: 2     m/z: 853.45398
Modified Peptide: _VLLDSK(ac)DVQQIDYK_     Score: 140.1     PEP: 5.6536E-22
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Mass: 1638.8617     Charge: 3     m/z: 547.29452
Modified Peptide: _LESFQAVYNK(ac)LTGK_     Score: 148.41     PEP: 1.4688E-24
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Mass: 1084.6492     Charge: 2     m/z: 543.33188
Modified Peptide: _IQK(ac)VLLDSK_     Score: 187.5     PEP: 5.3728E-24
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Mass: 1612.7733     Charge: 2     m/z: 807.39393
Modified Peptide: _K(ac)PTFTFGQSTSENK_     Score: 93.494     PEP: 1.541E-05
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Mass: 1324.6998     Charge: 2     m/z: 663.35718
Modified Peptide: _PLFSFGK(ac)SDAAK_     Score: 112.51     PEP: 4.2151E-10
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Mass: 1193.6779     Charge: 2     m/z: 597.84625
Modified Peptide: _FYNINK(ac)LPK_     Score: 97.431     PEP: 0.00046377
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Mass: 1683.8327     Charge: 2     m/z: 842.92361
Modified Peptide: _YSTVLSSGSGYK(ac)YSK_     Score: 117.37     PEP: 3.9615E-21
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Mass: 1414.7468     Charge: 2     m/z: 708.38065
Modified Peptide: _AYFAQIEK(ac)YPK_     Score: 103.34     PEP: 7.4126E-07
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Mass: 1091.5975     Charge: 2     m/z: 546.80603
Modified Peptide: _VDK(ac)AVIYSR_     Score: 163.65     PEP: 5.3395E-13
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Mass: 1452.8188     Charge: 2     m/z: 727.41667
Modified Peptide: _TPLK(ac)IEAANDVIK_     Score: 115.1     PEP: 2.2311E-15
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Mass: 1548.9574     Charge: 2     m/z: 775.48598
Modified Peptide: _NLVALK(ac)GPLATPIGK_     Score: 90.367     PEP: 1.1241E-09



0 500 1000 1500

m/z

0

10000

20000

30000

40000

50000

60000

70000

80000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
7

)

y
2

 (
2

3
4

.1
4

4
7

)

y
3

 (
3

4
7

.2
2

7
9

)

y
5

 (
5

7
3

.3
2

7
4

)

y
6

 (
6

3
0

.3
4

5
5

)

y
7

 (
7

4
3

.4
3

9
4

)

y
8

 (
8

0
0

.4
5

0
8

)

y
9

 (
9

1
5

.4
8

1
2

)

y
1

0
 (

9
7

2
.4

9
9

7
)

y
1

1
 (

1
1

0
1

.5
4

3
0

)

y
1

2
 (

1
2

1
4

.6
2

6
8

)

y
1

3
 (

1
3

6
1

.6
9

5
3

)

y
1

4
 (

1
4

4
8

.7
2

8
9

)

y
1

5
 (

1
5

4
7

.7
9

8
4

)

y
1

6
 (

1
6

4
8

.8
3

1
5

)

y
1

1
-H

2
O

 (
1

0
8

3
.5

3
1

0
)

y
1

3
-H

2
O

 (
1

3
4

3
.6

9
5

6
)

a
2

 (
2

3
7

.1
2

3
3

)
b
2

 (
2

6
5

.1
1

8
9

)

b
4

 (
4

5
0

.2
3

6
4

)
b
4

-N
H

3
 (

4
3

3
.2

0
5

9
)

b
6

 (
6

6
1

.3
3

1
4

)

b
8

 (
8

4
5

.4
2

5
6

)

b
9

 (
9

4
6

.4
6

3
1

)

b
1

1
 (

1
1

7
3

.5
8

7
4

)
b
1

1
-H

2
O

 (
1

1
5

5
.5

8
3

9
)

b
1

2
 (

1
3

3
6

.6
6

0
7

)

b
1

3
 (

1
4

3
7

.7
0

6
1

)
b
1

3
-H

2
O

 (
1

4
1

9
.6

9
1

1
)

b
1

4
 (

1
5

3
6

.7
8

4
7

)
b
1

4
-H

2
O

 (
1

5
1

8
.7

5
7

3
)

b
1

5
 (

1
6

2
3

.8
0

2
5

)
b
1

5
-H

2
O

 (
1

6
0

5
.7

8
9

4
)

b
1

6
 (

1
7

7
0

.8
9

9
1

)
b
1

6
-N

H
3

 (
1

7
5

3
.8

6
9

7
)

b
1

4
(2

+
) 

(7
6

8
.8

8
9

2
)

b
1

8
(2

+
) 

(1
0

0
6

.9
9

9
8

)

b
2

7
(2

+
) 

(1
4

1
9

.6
9

1
1

)

a
cK

* 
(1

2
6

.0
9

1
3

)

Mass: 2983.4815     Charge: 3     m/z: 995.5011
Modified Peptide: _YTGKPNPSTGK(ac)YTVSFIEGDGIGPEISK_     Score: 172.75     PEP: 7.5096E-97



0 200 400 600 800 1000 1200

m/z

0

10000

20000

30000

40000

50000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
9

)

y
2

 (
2

6
8

.2
1

0
7

)

y
3

 (
3

6
9

.2
5

8
8

)

y
4

 (
5

4
7

.3
7

8
1

)

y
5

 (
6

6
2

.4
0

6
6

) y
6

 (
8

2
5

.4
6

8
3

)

y
7

 (
9

2
2

.5
2

0
4

)

y
8

 (
1

0
3

5
.5

9
8

4
)

y
6

-H
2

O
 (

8
0

7
.4

6
5

4
)

y
7

-H
2

O
 (

9
0

4
.5

1
2

0
)

y
7

-N
H

3
 (

9
0

5
.4

9
6

1
)

a
2

 (
1

8
9

.0
8

6
9

)

b
2

 (
2

1
7

.0
8

1
7

)
b
2

-H
2

O
 (

1
9

9
.0

7
1

2
)

b
4

 (
4

2
7

.2
1

8
1

)

Mass: 1250.6729     Charge: 2     m/z: 626.34373
Modified Peptide: _ESIPYDK(ac)TIK_     Score: 68.132     PEP: 0.00083455
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Mass: 1096.7191     Charge: 2     m/z: 549.36682
Modified Peptide: _TIK(ac)NLLLPK_     Score: 76.943     PEP: 0.0013641
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Mass: 1396.6888     Charge: 4     m/z: 350.17947
Modified Peptide: _K(ac)WEHLHSGFSK_     Score: 45.183     PEP: 0.0095058
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Mass: 1231.6925     Charge: 2     m/z: 616.85351
Modified Peptide: _SAGNIVQVFK(ac)K_     Score: 91.937     PEP: 0.00046749



0 200 400 600 800 1000 1200 1400 1600

m/z

0

5000

10000

15000

20000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
8

)

y
2

 (
2

7
5

.1
7

1
8

)

y
3

 (
3

8
8

.2
5

5
8

)

y
4

 (
5

5
1

.3
1

8
5

)

y
5

 (
6

8
0

.3
5

3
3

)

y
7

 (
9

8
7

.5
2

5
6

)

y
8

 (
1

1
2

4
.5

8
4

6
)

y
9

 (
1

2
3

7
.6

6
9

0
)

y
1

-N
H

3
 (

1
3

0
.0

8
6

1
)

y
2

-N
H

3
 (

2
5

8
.1

4
4

7
)

y
8

-H
2

O
 (

1
1

0
6

.5
7

3
2

)
y
8

-N
H

3
 (

1
1

0
7

.5
5

5
2

)

y
9

-H
2

O
 (

1
2

1
9

.6
4

8
2

)

a
2

 (
1

9
9

.1
8

0
2

)

b
5

 (
6

7
1

.3
9

7
3

)

b
6

 (
8

0
0

.4
4

2
1

)

b
7

 (
9

6
3

.5
0

3
2

)

b
8

 (
1

0
7

6
.5

8
7

4
)

Mass: 1349.7456     Charge: 4     m/z: 338.44367
Modified Peptide: _LLHK(ac)HEYLQK_     Score: 101.93     PEP: 3.8134E-05
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Mass: 1086.5862     Charge: 3     m/z: 363.20268
Modified Peptide: _FIEK(ac)FHPK_     Score: 78.334     PEP: 0.0031739
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Mass: 1888.8736     Charge: 4     m/z: 473.22568
Modified Peptide: _GTENYYFK(ac)PQYHHR_     Score: 118.76     PEP: 4.819E-17
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Mass: 1316.6646     Charge: 2     m/z: 659.33958
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Mass: 825.54362     Charge: 2     m/z: 413.77909
Modified Peptide: _VIK(ac)VLGR_     Score: 132.96     PEP: 0.0063861
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Mass: 1110.7012     Charge: 2     m/z: 556.3579
Modified Peptide: _TPVTLAK(ac)VIK_     Score: 150.04     PEP: 2.1299E-08
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Mass: 1454.8497     Charge: 2     m/z: 728.43213
Modified Peptide: _LVPGIFADVK(ac)NLK_     Score: 70.622     PEP: 0.0047533
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Mass: 1672.8057     Charge: 3     m/z: 558.60916
Modified Peptide: _IHVNYDNK(ac)VEEGSK_     Score: 102.73     PEP: 9.0859E-12
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Mass: 1867.0538     Charge: 3     m/z: 623.35855
Modified Peptide: _ALVHNLASFVK(ac)GTDLPK_     Score: 116.35     PEP: 1.4874E-27
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Mass: 1141.7042     Charge: 2     m/z: 571.85935
Modified Peptide: _LAEVLIK(ac)NGK_     Score: 142.43     PEP: 2.7141E-06



0 200 400 600 800 1000

m/z

0

10000

20000

30000

40000

50000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
3

)

y
2

 (
2

1
8

.1
4

9
7

)

y
3

 (
3

3
1

.2
3

3
8

)

y
4

 (
4

9
4

.2
9

5
5

)

y
5

 (
6

6
4

.4
0

1
0

)

y
6

 (
7

3
5

.4
3

8
4

)

y
7

 (
8

4
8

.5
2

9
7

)

y
1

-N
H

3
 (

1
3

0
.0

8
5

8
)

a
2

 (
1

8
7

.1
4

3
7

)

b
2

 (
2

1
5

.1
3

9
0

)
b
2

-H
2

O
 (

1
9

7
.1

2
8

4
)

a
cK

* 
(1

2
6

.0
9

1
0

)

Mass: 948.56442     Charge: 2     m/z: 475.28949
Modified Peptide: _TIAK(ac)YIAK_     Score: 71.501     PEP: 0.0053186
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Mass: 1822.8916     Charge: 3     m/z: 608.63781
Modified Peptide: _TCPETAPHK(ac)PYVAFR_     Score: 84.173     PEP: 1.158E-08
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Mass: 1479.7643     Charge: 2     m/z: 740.88943
Modified Peptide: _PLTAETYK(ac)QM(ox)LK_     Score: 87.001     PEP: 1.2143E-06
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Modified Peptide: _ISK(ac)WNPLNNLR_     Score: 141.89     PEP: 2.3077E-08
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Mass: 2027.0436     Charge: 3     m/z: 676.68848
Modified Peptide: _GGASTSDK(ac)HVLALNYSPIR_     Score: 156.73     PEP: 2.4316E-59
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Mass: 1591.9661     Charge: 3     m/z: 531.66265
Modified Peptide: _LIK(ac)DLVNIEPIRK_     Score: 99.481     PEP: 7.7711E-09
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Mass: 1767.9003     Charge: 3     m/z: 590.30737
Modified Peptide: _KHEELLSK(ac)QEEQTK_     Score: 100.11     PEP: 6.9276E-10
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Mass: 999.59645     Charge: 2     m/z: 500.8055
Modified Peptide: _ITVEQLK(ac)K_     Score: 134.48     PEP: 2.8754E-05
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Mass: 1650.8941     Charge: 2     m/z: 826.45432
Modified Peptide: _INQLK(ac)EELNGLNPK_     Score: 139.78     PEP: 5.8326E-22
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Mass: 1766.9498     Charge: 3     m/z: 589.99053
Modified Peptide: _SNIHDSIK(ac)QLDAQIK_     Score: 159.13     PEP: 1.2826E-31
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Mass: 1316.699     Charge: 3     m/z: 439.90693
Modified Peptide: _WIDGK(ac)HVPAPR_     Score: 65.5     PEP: 0.00050353
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Mass: 1102.6357     Charge: 2     m/z: 552.32515
Modified Peptide: _FTK(ac)PTPVQK_     Score: 94.409     PEP: 0.00065766
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Mass: 1627.8835     Charge: 4     m/z: 407.97814
Modified Peptide: _ISHHYHDVLK(ac)LPK_     Score: 98.592     PEP: 3.825E-09
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Mass: 3582.7155     Charge: 5     m/z: 717.55037
Modified Peptide: _YISSSNYK(ac)LHPEEQISFTSEEIEGKPTHYK_     Score: 122.5     PEP: 1.3031E-45
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Mass: 1714.8497     Charge: 3     m/z: 572.62385
Modified Peptide: _TNFGSDAIHK(ac)DEPVK_     Score: 107.98     PEP: 2.2103E-15
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Mass: 1039.4975     Charge: 2     m/z: 520.75601
Modified Peptide: _ENAK(ac)FDFK_     Score: 78.264     PEP: 0.0031961
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Mass: 1474.8031     Charge: 2     m/z: 738.40885
Modified Peptide: _SLTFSNVVVPDK(ac)K_     Score: 57.434     PEP: 0.00060954
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Mass: 1510.8031     Charge: 2     m/z: 756.40885
Modified Peptide: _TSDK(ac)PIWVLGEPK_     Score: 63.709     PEP: 0.00041712
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Mass: 2320.1812     Charge: 4     m/z: 581.05257
Modified Peptide: _SSTPSTYEHISSLRPK(ac)FVSR_     Score: 66.874     PEP: 6.9978E-06
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Mass: 1108.5917     Charge: 2     m/z: 555.30312
Modified Peptide: _DFALQK(ac)FAK_     Score: 92.062     PEP: 0.00080825
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Mass: 2105.1229     Charge: 3     m/z: 702.71492
Modified Peptide: _GNK(ac)HTSVAGLVTIPGSPTTAR_     Score: 45.784     PEP: 0.0013676
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Mass: 1675.7438     Charge: 3     m/z: 559.58854
Modified Peptide: _HSTYSSSASSYSK(ac)SR_     Score: 53.169     PEP: 0.00033318
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Mass: 1136.6645     Charge: 2     m/z: 569.33951
Modified Peptide: _VSISK(ac)IGLDR_     Score: 90.913     PEP: 0.00024539
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Modified Peptide: _RPLDAHVGPSENAAK(ac)K_     Score: 168.89     PEP: 6.1522E-43
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Mass: 1497.6947     Charge: 2     m/z: 749.85463
Modified Peptide: _DENISHEDEIK(ac)K_     Score: 169.46     PEP: 2.6835E-21
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Mass: 3284.4991     Charge: 3     m/z: 1095.8403
Modified Peptide: _ENTDVM(ox)DLDNLNVQGIK(ac)DENISHEDEIK_     Score: 233.42     PEP: 2.0888E-193
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Mass: 1520.7471     Charge: 2     m/z: 761.38082
Modified Peptide: _(ac)SHDGK(ac)EEPGIAK(ac)K_     Score: 244.44     PEP: 2.0643E-103
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Mass: 1520.7471     Charge: 2     m/z: 761.38082
Modified Peptide: _(ac)SHDGK(ac)EEPGIAK(ac)K_     Score: 244.44     PEP: 2.0643E-103
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Mass: 1540.8097     Charge: 2     m/z: 771.41212
Modified Peptide: _GVNGDEQDAILLK(ac)K_     Score: 106.13     PEP: 1.4279E-08
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Mass: 1737.905     Charge: 3     m/z: 580.30894
Modified Peptide: _EHFITK(ac)TGDIHTLGK_     Score: 169.92     PEP: 2.8545E-42
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Mass: 1240.718     Charge: 3     m/z: 414.57993
Modified Peptide: _LEIFK(ac)IHTAK_     Score: 121.9     PEP: 0.00010036
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Mass: 1730.0091     Charge: 3     m/z: 577.67696
Modified Peptide: _VINK(ac)ELPINHTILGK_     Score: 56.527     PEP: 0.00010765
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Mass: 1294.774     Charge: 2     m/z: 648.39429
Modified Peptide: _LLPTLYEK(ac)IR_     Score: 64.374     PEP: 0.0015364
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Mass: 1349.6351     Charge: 2     m/z: 675.82481
Modified Peptide: _EDK(ac)SVDPYDLK_     Score: 72.29     PEP: 0.00013925
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Mass: 1669.8199     Charge: 2     m/z: 835.91723
Modified Peptide: _LTK(ac)EEGYYQQELK_     Score: 107.2     PEP: 9.0104E-13
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Mass: 1409.698     Charge: 2     m/z: 705.85625
Modified Peptide: _K(ac)AYFSAVTYYR_     Score: 107.18     PEP: 3.7697E-07
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Mass: 1844.9017     Charge: 3     m/z: 615.97451
Modified Peptide: _HSK(ac)QENVPTSYTSGLR_     Score: 73.464     PEP: 6.1277E-07
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Mass: 1307.5895     Charge: 3     m/z: 436.87043
Modified Peptide: _YADK(ac)HGEGSFR_     Score: 75.695     PEP: 8.4766E-05
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Mass: 1700.9574     Charge: 3     m/z: 567.99306
Modified Peptide: _IVGK(ac)HDPNVVLVDVR_     Score: 123.97     PEP: 1.0858E-21
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Mass: 1370.7318     Charge: 3     m/z: 457.91787
Modified Peptide: _VFQFAK(ac)PPHDK_     Score: 58.674     PEP: 0.0015515
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Mass: 2718.4051     Charge: 3     m/z: 907.14231
Modified Peptide: _M(ox)PTTINIPVNSAPGALGLPEK(ac)EFHK_     Score: 110.83     PEP: 3.6365E-31
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Mass: 1378.7245     Charge: 2     m/z: 690.36953
Modified Peptide: _APK(ac)IYTFDQVR_     Score: 111.63     PEP: 1.3808E-07
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Mass: 1204.6746     Charge: 2     m/z: 603.3446
Modified Peptide: _TAGK(ac)TSVK(ac)SAR_     Score: 162.68     PEP: 4.1289E-15
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Mass: 1204.6746     Charge: 2     m/z: 603.3446
Modified Peptide: _TAGK(ac)TSVK(ac)SAR_     Score: 162.68     PEP: 4.1289E-15
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Mass: 1536.8624     Charge: 2     m/z: 769.43847
Modified Peptide: _AIPNQQVLSK(ac)LER_     Score: 151.78     PEP: 3.4803E-20



0 500 1000 1500 2000

m/z

0

10000

20000

30000

40000

50000

In
te

n
si

ty

y
2

 (
2

4
8

.1
6

0
7

)

y
4

 (
4

4
2

.2
4

2
1

)

y
5

 (
5

5
6

.2
8

4
4

)

y
6

 (
6

5
7

.3
3

1
5

)

y
7

 (
7

5
6

.3
9

9
1

)

y
8

 (
8

7
1

.4
2

5
4

)

y
9

 (
9

2
8

.4
5

0
1

)

y
1

0
 (

1
0

4
1

.5
3

9
0

)

y
6

-N
H

3
 (

6
4

0
.3

0
3

7
)

y
9

-H
2

O
 (

9
1

0
.4

3
9

5
)

y
8

(2
+

) 
(4

3
6

.2
1

3
4

)

y
1

1
(2

+
) 

(5
7

8
.2

9
5

5
)

a
2

 (
2

0
9

.1
4

0
2

) b
2

 (
2

3
7

.1
3

4
9

)

b
4

 (
4

2
3

.1
9

7
4

)

b
5

 (
4

8
0

.2
1

8
9

)

b
6

 (
6

0
9

.2
6

2
9

)

b
7

 (
7

7
9

.3
6

8
1

)
b
7

-H
2

O
 (

7
6

1
.3

5
6

1
)

b
8

 (
8

9
3

.4
1

2
6

)
b
8

-H
2

O
 (

8
7

5
.4

0
2

9
)

b
8

-N
H

3
 (

8
7

6
.3

8
9

7
)

a
cK

* 
(1

2
6

.0
9

1
4

)

Mass: 1932.929     Charge: 4     m/z: 484.23952
Modified Peptide: _VHGEGEK(ac)NIGDVTNGHTK_     Score: 93.768     PEP: 1.7515E-16
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Mass: 1235.6762     Charge: 2     m/z: 618.84535
Modified Peptide: _AVYSDLLK(ac)TGK_     Score: 69.451     PEP: 0.00018469
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Mass: 1303.7751     Charge: 2     m/z: 652.89485
Modified Peptide: _LIK(ac)AVYSDLLK_     Score: 81.92     PEP: 2.7024E-05
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Mass: 1919.0112     Charge: 3     m/z: 640.67769
Modified Peptide: _ANAHAIEEANK(ac)IDLAVAK_     Score: 47.618     PEP: 0.0026891
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Mass: 1280.6564     Charge: 2     m/z: 641.33549
Modified Peptide: _(ac)SSSQQIAK(ac)NAR_     Score: 53.569     PEP: 0.0024347
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Mass: 1456.7926     Charge: 3     m/z: 486.6048
Modified Peptide: _SDILYK(ac)IHDALK_     Score: 62.042     PEP: 0.0018983
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Mass: 1226.6659     Charge: 3     m/z: 409.89592
Modified Peptide: _AFVHK(ac)DLDIK_     Score: 70.685     PEP: 0.00071622
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Mass: 1132.6241     Charge: 2     m/z: 567.31931
Modified Peptide: _RLDLFK(ac)GDK_     Score: 80.245     PEP: 0.0022712
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Mass: 1748.8581     Charge: 2     m/z: 875.43632
Modified Peptide: _ADQEYEIEK(ac)TNIVR_     Score: 104.17     PEP: 5.3586E-14
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Mass: 940.57057     Charge: 2     m/z: 471.29256
Modified Peptide: _AIVK(ac)ALER_     Score: 108.81     PEP: 0.00021983
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Mass: 1521.7059     Charge: 2     m/z: 761.86025
Modified Peptide: _NETNNIDGNFK(ac)SK_     Score: 130.2     PEP: 1.1668E-17



0 200 400 600 800 1000 1200 1400

m/z

0

2000

4000

6000

8000

10000

In
te

n
si

ty

y
2

 (
2

3
4

.1
4

4
7

)

y
3

 (
4

0
4

.2
4

9
3

)

y
4

 (
5

5
1

.3
1

8
9

)

y
5

 (
7

1
4

.3
8

4
5

)

y
6

 (
8

2
9

.4
0

9
0

)

y
7

 (
9

4
2

.4
9

2
0

)

y
8

 (
1

0
8

9
.5

6
5

3
)

y
3

-H
2

O
 (

3
8

6
.2

3
6

8
)

a
2

 (
1

8
8

.1
0

2
8

)

b
2

 (
2

1
6

.0
9

7
7

)
b
2

-H
2

O
 (

1
9

8
.0

8
7

1
)

b
3

 (
3

6
3

.1
6

6
8

)
b
3

-H
2

O
 (

3
4

5
.1

5
6

5
)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1303.6449     Charge: 2     m/z: 652.8297
Modified Peptide: _NTFLDYFK(ac)SK_     Score: 76.655     PEP: 0.00043943
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Mass: 1102.5659     Charge: 2     m/z: 552.29021
Modified Peptide: _IDGPGFEK(ac)AK_     Score: 90.05     PEP: 0.00025106
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Mass: 1255.6449     Charge: 2     m/z: 628.8297
Modified Peptide: _LFEK(ac)YASAASK_     Score: 101.89     PEP: 2.3163E-06
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Mass: 1396.6918     Charge: 3     m/z: 466.57119
Modified Peptide: _AGGK(ac)HNDLEDVGK_     Score: 131.53     PEP: 1.0763E-17
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Mass: 1792.822     Charge: 2     m/z: 897.41827
Modified Peptide: _DSNGGSNSLGK(ac)FSFGNR_     Score: 83.418     PEP: 5.1972E-11
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Mass: 1556.7846     Charge: 2     m/z: 779.39957
Modified Peptide: _NPYVSPYK(ac)EFQK_     Score: 101.6     PEP: 5.4969E-09
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Mass: 1842.9992     Charge: 3     m/z: 615.34035
Modified Peptide: _VEHGYK(ac)IFNIAGNLVK_     Score: 40.237     PEP: 0.0082128
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Mass: 1307.7481     Charge: 2     m/z: 654.88135
Modified Peptide: _SPYLK(ac)WPLVR_     Score: 51.927     PEP: 0.0065274
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Mass: 1210.6809     Charge: 2     m/z: 606.34773
Modified Peptide: _DIPVEK(ac)VELK_     Score: 87.184     PEP: 0.00026987
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Mass: 1296.8352     Charge: 2     m/z: 649.42486
Modified Peptide: _LITSK(ac)LLVPQK_     Score: 94.616     PEP: 1.4399E-05
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Mass: 1950.005     Charge: 4     m/z: 488.50854
Modified Peptide: _AELEK(ac)LVDHHPEGLSAR_     Score: 139.04     PEP: 3.1852E-43
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Mass: 1921.9898     Charge: 3     m/z: 641.67054
Modified Peptide: _DFYTALK(ac)RPTEELAAR_     Score: 96.993     PEP: 1.5498E-10
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Mass: 1483.7783     Charge: 2     m/z: 742.89644
Modified Peptide: _QLGEWAGLGK(ac)IDR_     Score: 82.925     PEP: 4.9658E-06
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Mass: 1583.8308     Charge: 2     m/z: 792.92265
Modified Peptide: _VADAK(ac)QLGEWAGLGK_     Score: 118.47     PEP: 3.4839E-21
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Mass: 1094.6699     Charge: 2     m/z: 548.34225
Modified Peptide: _VPLIK(ac)VADAK_     Score: 108.9     PEP: 3.9986E-05
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Mass: 2075.0369     Charge: 3     m/z: 692.68623
Modified Peptide: _GYFIKPTVFGDVK(ac)EDM(ox)R_     Score: 44.998     PEP: 0.0019833
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Mass: 1236.6463     Charge: 2     m/z: 619.3304
Modified Peptide: _K(ac)VAFTGSTATGR_     Score: 70.412     PEP: 0.0035123
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Mass: 1460.8351     Charge: 3     m/z: 487.95231
Modified Peptide: _IVGEAITNHPK(ac)IK_     Score: 70.622     PEP: 0.00012434
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Mass: 1897.0349     Charge: 3     m/z: 633.35225
Modified Peptide: _LGSK(ac)GYFIKPTVFGDVK_     Score: 73.788     PEP: 6.96E-07
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Mass: 1511.8024     Charge: 2     m/z: 756.90848
Modified Peptide: _GYFIK(ac)PTVFGDVK_     Score: 90.731     PEP: 1.7496E-07
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Mass: 1089.6434     Charge: 2     m/z: 545.82897
Modified Peptide: _ILK(ac)YVDIGK_     Score: 119.68     PEP: 0.00048789
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Mass: 2049.9392     Charge: 3     m/z: 684.32034
Modified Peptide: _VTWENDK(ac)GEQEVAQGYR_     Score: 55.297     PEP: 0.00024504
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Mass: 1115.5757     Charge: 2     m/z: 558.79514
Modified Peptide: _GGLCVDLK(ac)GR_     Score: 107.79     PEP: 3.6563E-05



0 200 400 600 800 1000 1200 1400

m/z

0

2000

4000

6000

8000

10000

12000

14000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
9

)

y
3

 (
4

3
2

.2
6

0
6

)

y
4

 (
5

0
3

.2
8

7
9

)

y
5

 (
6

6
6

.3
5

6
6

)

y
6

 (
7

3
7

.3
9

4
2

)

y
7

 (
8

5
1

.4
3

7
3

)

y
8

 (
9

3
8

.4
6

9
1

)

y
9

 (
1

0
2

5
.4

9
8

9
)

y
1

0
 (

1
1

1
2

.5
3

1
6

)

y
1

1
 (

1
2

2
5

.6
1

3
6

)

y
1

0
-N

H
3

 (
1

0
9

5
.5

1
4

1
)

a
2

 (
1

7
3

.1
2

8
0

)
b
2

 (
2

0
1

.1
2

2
9

)

b
3

 (
3

1
4

.2
0

9
2

)

Mass: 1424.726     Charge: 2     m/z: 713.37025
Modified Peptide: _TVISSSNAYASK(ac)R_     Score: 96.591     PEP: 4.072E-09
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Mass: 1371.7398     Charge: 3     m/z: 458.25388
Modified Peptide: _ITDEIAHLK(ac)YK_     Score: 99.215     PEP: 6.7574E-06
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Mass: 1353.7475     Charge: 3     m/z: 452.25644
Modified Peptide: _EK(ac)ITDEIAHLK_     Score: 111.63     PEP: 2.6665E-07
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Mass: 1086.6285     Charge: 2     m/z: 544.32151
Modified Peptide: _LSQLVK(ac)TEK_     Score: 151.22     PEP: 4.6911E-09
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Mass: 1309.6819     Charge: 2     m/z: 655.84823
Modified Peptide: _GFLGAWGFAK(ac)SK_     Score: 103.75     PEP: 2.1375E-09
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Mass: 1970.9709     Charge: 3     m/z: 657.99757
Modified Peptide: _HYNGYDINYISK(ac)IGEK_     Score: 63.918     PEP: 3.2957E-05
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Mass: 1315.7339     Charge: 3     m/z: 439.58526
Modified Peptide: _LLK(ac)ESVIHDGR_     Score: 62.924     PEP: 0.00089907
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Mass: 1285.6085     Charge: 3     m/z: 429.54344
Modified Peptide: _SIHDK(ac)LDNM(ox)R_     Score: 73.9     PEP: 0.00014198
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Mass: 1585.7889     Charge: 3     m/z: 529.60357
Modified Peptide: _HK(ac)FDTSTWALPNK_     Score: 101.53     PEP: 1.1649E-09
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Mass: 1675.8934     Charge: 3     m/z: 559.6384
Modified Peptide: _FDNEIVPVTIK(ac)GFR_     Score: 63.754     PEP: 0.00013548
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Mass: 1711.8377     Charge: 3     m/z: 571.61984
Modified Peptide: _GKPDTQVTK(ac)DEEPAR_     Score: 109.79     PEP: 4.1344E-15
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Mass: 954.57498     Charge: 2     m/z: 478.29477
Modified Peptide: _ILK(ac)LDPSK_     Score: 131.22     PEP: 4.7944E-05
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Mass: 1687.8893     Charge: 2     m/z: 844.95194
Modified Peptide: _AGAK(ac)FGQTVLVDGVER_     Score: 156.17     PEP: 1.7632E-40
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Mass: 935.55525     Charge: 3     m/z: 312.85903
Modified Peptide: _LHVEK(ac)LR_     Score: 157.21     PEP: 1.3156E-05
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Mass: 1247.5605     Charge: 3     m/z: 416.86077
Modified Peptide: _DDGK(ac)VM(ox)HFNK_     Score: 85.533     PEP: 7.0276E-05
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Mass: 1303.6954     Charge: 2     m/z: 652.855
Modified Peptide: _DDTK(ac)LQSQLAK_     Score: 86.463     PEP: 2.3714E-05



0 500 1000 1500 2000

m/z

0

10000

20000

30000

40000

50000

60000

70000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
9

)

y
4

 (
3

9
0

.2
3

1
1

)

y
5

 (
5

3
7

.3
0

1
7

)

y
6

 (
7

0
7

.4
2

1
4

)

y
7

 (
7

9
4

.4
3

7
2

)

y
8

 (
9

4
1

.5
1

3
2

)

y
1

0
 (

1
1

7
5

.6
2

3
4

)

y
1

1
 (

1
2

4
6

.6
5

8
5

)

y
1

2
 (

1
3

5
9

.7
4

8
8

)

y
1

3
 (

1
4

4
6

.7
6

7
8

)

y
1

4
 (

1
5

7
5

.8
1

6
8

)

y
1

6
 (

1
8

0
5

.9
1

6
1

)

y
1

7
 (

1
8

7
6

.9
4

1
5

)

y
1

8
 (

1
9

9
1

.9
6

8
4

)

y
1

9
 (

2
1

5
5

.0
3

4
9

)

y
2

0
 (

2
2

5
2

.0
8

8
0

)

y
1

0
-H

2
O

 (
1

1
5

7
.6

2
2

2
)

y
2

0
-H

2
O

 (
2

2
3

4
.0

7
7

5
)

y
9

(2
+

) 
(5

3
9

.7
8

5
3

)

y
1

3
(2

+
) 

(7
2

3
.8

8
2

5
)

y
1

5
(2

+
) 

(8
5

2
.9

4
0

5
)

a
2

 (
1

8
6

.1
2

3
6

)
b
2

 (
2

1
4

.1
1

8
8

)

b
3

 (
3

1
1

.1
7

0
3

)

Mass: 2464.1911     Charge: 3     m/z: 822.40429
Modified Peptide: _NVPYDATEESLAPHFSK(ac)FGSVK_     Score: 101.29     PEP: 7.4797E-20
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Mass: 1268.6765     Charge: 2     m/z: 635.34552
Modified Peptide: _FADK(ac)PLSPPQK_     Score: 64.121     PEP: 0.00071527
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Mass: 1238.6183     Charge: 2     m/z: 620.31643
Modified Peptide: _ASPFLK(ac)DEYK_     Score: 57.019     PEP: 0.0031771
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Mass: 1322.6024     Charge: 2     m/z: 662.30847
Modified Peptide: _K(ac)SVDSAM(ox)DAVDK_     Score: 131.53     PEP: 4.5698E-22
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Mass: 1722.8802     Charge: 3     m/z: 575.30067
Modified Peptide: _SAPAQVTQHSK(ac)FQPR_     Score: 156.5     PEP: 2.4863E-31
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Mass: 1423.6554     Charge: 2     m/z: 712.83499
Modified Peptide: _GTPEFPK(ac)CGFSR_     Score: 99.5     PEP: 1.0938E-08
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Mass: 1669.9655     Charge: 2     m/z: 835.99001
Modified Peptide: _IVK(ac)EEIFGPVVTVAK_     Score: 66.965     PEP: 7.6085E-06
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Mass: 1604.8814     Charge: 2     m/z: 803.44797
Modified Peptide: _EEIFGPVVTVAK(ac)FK_     Score: 96.591     PEP: 6.1963E-10
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Mass: 1157.6292     Charge: 2     m/z: 579.82188
Modified Peptide: _ILTGGEK(ac)VGDK_     Score: 107.85     PEP: 4.8329E-07
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Mass: 1294.7104     Charge: 2     m/z: 648.36246
Modified Peptide: _K(ac)LAFTGSTEVGK_     Score: 118.37     PEP: 1.8765E-12
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Mass: 2374.2063     Charge: 3     m/z: 792.40939
Modified Peptide: _TLPNLVNGIFK(ac)NAGQICSSGSR_     Score: 127.92     PEP: 6.4594E-45
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Mass: 1889.9384     Charge: 2     m/z: 945.97648
Modified Peptide: _VGNPFDK(ac)ANFQGAITNR_     Score: 133.86     PEP: 7.1304E-35
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Mass: 2198.1918     Charge: 3     m/z: 733.73787
Modified Peptide: _ITLELGGK(ac)SAHLVFDDANIK_     Score: 145.75     PEP: 1.0844E-55
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Mass: 1420.738     Charge: 2     m/z: 711.37629
Modified Peptide: _SVAVDSSESNLK(ac)K_     Score: 158.2     PEP: 9.2146E-21
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Mass: 1498.778     Charge: 3     m/z: 500.59994
Modified Peptide: _SAHLVFDDANIK(ac)K_     Score: 165.58     PEP: 2.0478E-24
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Mass: 1152.6139     Charge: 3     m/z: 385.21191
Modified Peptide: _DGVHIK(ac)DLSK_     Score: 64.55     PEP: 0.001497
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Mass: 1938.0069     Charge: 3     m/z: 647.00959
Modified Peptide: _TAPSFPQSSSK(ac)FEIINK_     Score: 82.007     PEP: 6.1645E-11
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Mass: 1544.7835     Charge: 2     m/z: 773.39901
Modified Peptide: _VQSELGNPK(ac)FQEK_     Score: 143.25     PEP: 3.6038E-18
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Mass: 1966.0371     Charge: 3     m/z: 656.35298
Modified Peptide: _HPVDITESSVSK(ac)TLLNGK_     Score: 97.579     PEP: 1.0139E-16
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Mass: 1537.8959     Charge: 3     m/z: 513.63925
Modified Peptide: _TDGLK(ac)IYPTLVIR_     Score: 96.866     PEP: 5.3875E-09
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Mass: 2402.2798     Charge: 4     m/z: 601.57722
Modified Peptide: _EVGIQEVHHK(ac)VQPDQVELIR_     Score: 104.61     PEP: 3.9456E-24
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Mass: 1318.6517     Charge: 2     m/z: 660.33314
Modified Peptide: _FNK(ac)DGNVEVQK_     Score: 58.172     PEP: 0.0016285
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Mass: 1034.5549     Charge: 2     m/z: 518.28473
Modified Peptide: _LFGPEK(ac)FR_     Score: 114.5     PEP: 8.8143E-05
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Mass: 1360.7351     Charge: 2     m/z: 681.37481
Modified Peptide: _LNGIYQK(ac)NLEK_     Score: 168.85     PEP: 3.0514E-16
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Mass: 2568.0931     Charge: 4     m/z: 643.03054
Modified Peptide: _SFGK(ac)M(ox)EEHM(ox)STLGHDM(ox)SALQDK_     Score: 74.584     PEP: 9.5472E-10
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Mass: 1429.8152     Charge: 2     m/z: 715.91486
Modified Peptide: _TPFIPESVK(ac)NLK_     Score: 108.56     PEP: 1.1942E-09
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Mass: 1864.0523     Charge: 3     m/z: 622.35803
Modified Peptide: _INNVLNK(ac)IHVAQPQAR_     Score: 112.72     PEP: 1.1463E-18
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Mass: 1174.5255     Charge: 2     m/z: 588.27001
Modified Peptide: _K(ac)YDPEDPNR_     Score: 141.02     PEP: 6.6972E-06
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Mass: 1581.8598     Charge: 3     m/z: 528.29388
Modified Peptide: _HNAVSLSK(ac)HLFSGK_     Score: 148.41     PEP: 1.0434E-22
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Mass: 1989.99     Charge: 2     m/z: 996.00226
Modified Peptide: _LNELIEK(ac)ENEM(ox)LAQDK_     Score: 57.525     PEP: 2.2986E-05
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Mass: 1000.5441     Charge: 2     m/z: 501.27931
Modified Peptide: _LVELDDK(ac)K_     Score: 92.062     PEP: 0.0018811
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Mass: 1027.6277     Charge: 2     m/z: 514.82115
Modified Peptide: _ILTAAEK(ac)LK_     Score: 107.79     PEP: 0.00025351
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Mass: 1412.821     Charge: 2     m/z: 707.41777
Modified Peptide: _VTEPVTK(ac)ALAQAK_     Score: 112.02     PEP: 3.1809E-13
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Mass: 1050.5233     Charge: 2     m/z: 526.26895
Modified Peptide: _YLAK(ac)EEEK_     Score: 121.05     PEP: 7.1334E-05
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Mass: 1466.718     Charge: 3     m/z: 489.91327
Modified Peptide: _VLGTACDK(ac)HFGGR_     Score: 114.82     PEP: 2.2865E-15
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Mass: 2585.2521     Charge: 5     m/z: 518.05771
Modified Peptide: _IIGLDYHHPDFEQESK(ac)HFTSK_     Score: 126.22     PEP: 2.1953E-35
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Mass: 1330.6915     Charge: 2     m/z: 666.35302
Modified Peptide: _GQLK(ac)VLGTACDK_     Score: 130.1     PEP: 2.9443E-14
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Mass: 1488.7795     Charge: 2     m/z: 745.39703
Modified Peptide: _HFTSK(ac)LVELDDK_     Score: 132.86     PEP: 2.4764E-14
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Mass: 1824.8418     Charge: 2     m/z: 913.42816
Modified Peptide: _GK(ac)LEEEYAPFASDAEK_     Score: 133.71     PEP: 3.6666E-31
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Mass: 1311.6307     Charge: 2     m/z: 656.82261
Modified Peptide: _TDLPEGEEK(ac)PR_     Score: 147.91     PEP: 6.1776E-09
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Mass: 1894.02     Charge: 3     m/z: 632.34728
Modified Peptide: _YIAK(ac)YEELASLGNIIR_     Score: 180.06     PEP: 6.3906E-48
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Mass: 1779.7766     Charge: 2     m/z: 890.89559
Modified Peptide: _(ac)M(ox)ETGPHYNYYK(ac)NR_     Score: 107.97     PEP: 1.7171E-13
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Mass: 1280.6976     Charge: 3     m/z: 427.90648
Modified Peptide: _HLETLEIEK(ac)K_     Score: 104.05     PEP: 1.8125E-05
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Mass: 1408.7602     Charge: 2     m/z: 705.38739
Modified Peptide: _LEDYVVK(ac)FLNK_     Score: 64.439     PEP: 0.00066654
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Mass: 1131.5783     Charge: 2     m/z: 566.79642
Modified Peptide: _YVK(ac)DTFSSK_     Score: 93.096     PEP: 0.00074195
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Mass: 1144.5764     Charge: 2     m/z: 573.2955
Modified Peptide: _ADPAFK(ac)PTEK_     Score: 81.09     PEP: 0.00030988
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Mass: 1449.7715     Charge: 2     m/z: 725.89303
Modified Peptide: _TLQK(ac)LGLDETYK_     Score: 124.12     PEP: 7.7596E-13
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Mass: 1200.5411     Charge: 2     m/z: 601.27783
Modified Peptide: _EGK(ac)TDYYQR_     Score: 171.36     PEP: 1.2579E-13
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Mass: 1470.7355     Charge: 2     m/z: 736.37501
Modified Peptide: _KFTK(ac)EQYAAESK_     Score: 204.35     PEP: 1.2913E-43
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Mass: 1489.7235     Charge: 3     m/z: 497.58178
Modified Peptide: _M(ox)VEQTGHIDK(ac)FK_     Score: 67.997     PEP: 0.00014563
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Mass: 1415.7521     Charge: 2     m/z: 708.88333
Modified Peptide: _NNLPAK(ac)TFGASVR_     Score: 96.866     PEP: 5.3875E-09
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Mass: 1599.9025     Charge: 2     m/z: 800.95851
Modified Peptide: _K(ac)PLNPFLGELFVGK_     Score: 157.38     PEP: 2.9631E-24
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Mass: 1821.0219     Charge: 3     m/z: 608.01456
Modified Peptide: _LGTK(ac)YSVIDERLEIK_     Score: 53.377     PEP: 0.00080816
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Mass: 1083.5713     Charge: 3     m/z: 362.19771
Modified Peptide: _ITEK(ac)WTHK_     Score: 111.95     PEP: 0.00014717
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Mass: 2002.972     Charge: 3     m/z: 668.66459
Modified Peptide: _EFTEIPHAGK(ac)SYNPNNK_     Score: 136.63     PEP: 2.657E-35
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Mass: 1179.6612     Charge: 2     m/z: 590.83786
Modified Peptide: _IQGVSK(ac)HELK_     Score: 150.46     PEP: 2.2916E-09
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Mass: 1057.576     Charge: 3     m/z: 353.53261
Modified Peptide: _DHVGLK(ac)SPR_     Score: 102.55     PEP: 0.00013553
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Mass: 1526.9024     Charge: 2     m/z: 764.45848
Modified Peptide: _NTNIPLPALQK(ac)LR_     Score: 62.924     PEP: 0.00047047
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Mass: 1204.634     Charge: 2     m/z: 603.32425
Modified Peptide: _EEIIK(ac)FADAK_     Score: 68.355     PEP: 0.0008242
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Mass: 1266.6278     Charge: 2     m/z: 634.32119
Modified Peptide: _NM(ox)SYQK(ac)LTPK_     Score: 73.781     PEP: 0.00014336
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Mass: 1483.7453     Charge: 3     m/z: 495.58905
Modified Peptide: _EASGVM(ox)HK(ac)DLIAR_     Score: 75.669     PEP: 1.3842E-05
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Modified Peptide: _NLLAEAK(ac)K_     Score: 98.233     PEP: 0.00095051
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Modified Peptide: _DALIAIEK(ac)K_     Score: 123.63     PEP: 0.00037947
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Mass: 1159.551     Charge: 2     m/z: 580.78275
Modified Peptide: _DHEDVTK(ac)FK_     Score: 167.67     PEP: 2.0042E-42
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Mass: 3133.4615     Charge: 3     m/z: 1045.4945
Modified Peptide: _EAELFGK(ac)NFDNVPAEEEEIKEETPAEK_     Score: 171.73     PEP: 3.111E-93
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Mass: 1431.663     Charge: 3     m/z: 478.22828
Modified Peptide: _TLSK(ac)FNGHDDEK_     Score: 82.543     PEP: 1.0222E-05
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Mass: 1400.7452     Charge: 3     m/z: 467.92236
Modified Peptide: _NFLPHSEK(ac)FIK_     Score: 50.149     PEP: 0.0078225
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Mass: 905.52269     Charge: 2     m/z: 453.76862
Modified Peptide: _M(ox)LEK(ac)ALK_     Score: 76.899     PEP: 0.0077387
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Mass: 1304.7423     Charge: 3     m/z: 435.92139
Modified Peptide: _SIYKPVQEK(ac)R_     Score: 99.215     PEP: 0.00023006
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Mass: 1494.6843     Charge: 2     m/z: 748.34942
Modified Peptide: _EQSMEK(ac)TNDVEK_     Score: 134.18     PEP: 2.2516E-14
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Mass: 1418.6525     Charge: 2     m/z: 710.33354
Modified Peptide: _TNDVEK(ac)EASQEK_     Score: 134.56     PEP: 2.1872E-14
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Mass: 1499.9046     Charge: 2     m/z: 750.9596
Modified Peptide: _LFIGNLPLK(ac)NVSK_     Score: 50.562     PEP: 0.0027089
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Mass: 4522.9269     Charge: 5     m/z: 905.59265
Modified Peptide: _PQFDHGDHGTNSSSTFISSAK(ac)RPFQTESGDM(ox)YNDDNGAGYK_     Score: 171.24     PEP: 7.1293E-126
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Mass: 1120.5917     Charge: 2     m/z: 561.30312
Modified Peptide: _HIYDK(ac)IYK_     Score: 96.948     PEP: 0.0015838
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Mass: 1192.634     Charge: 2     m/z: 597.32425
Modified Peptide: _TIAK(ac)YEALDK_     Score: 62.408     PEP: 0.0019751
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Mass: 1096.6364     Charge: 2     m/z: 549.32548
Modified Peptide: _HFNGLK(ac)VPK_     Score: 100.02     PEP: 0.0002978
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Mass: 1304.7704     Charge: 2     m/z: 653.39247
Modified Peptide: _SFIQK(ac)VLTISK_     Score: 100.38     PEP: 4.8285E-06
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Mass: 1116.6514     Charge: 2     m/z: 559.33297
Modified Peptide: _AVQK(ac)ELPFK_     Score: 134.68     PEP: 0.00017654
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Mass: 1406.7431     Charge: 3     m/z: 469.92165
Modified Peptide: _TTLLHM(ox)LK(ac)NDR_     Score: 85.522     PEP: 6.1084E-06
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Mass: 1293.6816     Charge: 3     m/z: 432.23449
Modified Peptide: _KFTEEELK(ac)TK_     Score: 72.652     PEP: 0.0016075
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Mass: 1116.619     Charge: 2     m/z: 559.31679
Modified Peptide: _FFTIFEK(ac)K_     Score: 75.378     PEP: 0.0029637
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Mass: 1116.619     Charge: 2     m/z: 559.31679
Modified Peptide: _K(ac)FFTIFEK_     Score: 105.4     PEP: 0.00021588
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Mass: 1565.8285     Charge: 3     m/z: 522.95012
Modified Peptide: _NK(ac)HGLNDWIVGQK_     Score: 117.27     PEP: 1.8079E-15
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Mass: 1493.7354     Charge: 3     m/z: 498.91908
Modified Peptide: _LVQK(ac)FDDHEASR_     Score: 93.766     PEP: 2.583E-08



0 200 400 600 800 1000 1200 1400 1600

m/z

0

10000

20000

30000

40000

50000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
2

)

y
2

 (
2

8
8

.2
0

3
3

)

y
3

 (
4

0
2

.2
4

4
7

)

y
4

 (
5

3
9

.3
0

4
3

)

y
5

 (
6

5
2

.3
8

8
1

)

y
6

 (
7

9
9

.4
5

6
3

)

y
7

 (
9

1
4

.4
8

3
7

)

y
8

 (
1

0
4

2
.5

4
1

7
)

y
9

 (
1

2
1

2
.6

4
6

1
)

y
1

0
 (

1
3

1
1

.7
1

2
8

)

y
7

-N
H

3
 (

8
9

7
.4

5
1

5
)

y
8

-N
H

3
 (

1
0

2
5

.5
1

7
5

)

y
1

0
-H

2
O

 (
1

2
9

3
.6

8
6

5
)

a
2

 (
2

4
9

.1
2

2
9

)
b
2

 (
2

7
7

.1
1

7
4

)

b
6

 (
7

8
9

.3
8

7
9

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1586.8205     Charge: 3     m/z: 529.94745
Modified Peptide: _EFVK(ac)QDFIHNLR_     Score: 98.105     PEP: 6.7345E-06
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Mass: 1022.5852     Charge: 2     m/z: 512.29986
Modified Peptide: _EVLLK(ac)ESR_     Score: 109.48     PEP: 0.00020431
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Mass: 1322.7034     Charge: 2     m/z: 662.35896
Modified Peptide: _LQK(ac)LSEAANGSR_     Score: 173.72     PEP: 1.228E-23
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Mass: 2028.1154     Charge: 3     m/z: 677.04575
Modified Peptide: _ILEQFEYVLYPSK(ac)TLK_     Score: 46.838     PEP: 0.0016568
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Mass: 1535.7732     Charge: 3     m/z: 512.93169
Modified Peptide: _GRPYTGWVDSK(ac)TK_     Score: 62.378     PEP: 0.0013054
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Mass: 1803.8244     Charge: 3     m/z: 602.28207
Modified Peptide: _NESATINEM(ox)M(ox)K(ac)HLGR_     Score: 63.894     PEP: 7.7986E-06
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Mass: 1298.7558     Charge: 2     m/z: 650.38518
Modified Peptide: _SLGVK(ac)SLGGGAALK_     Score: 67.964     PEP: 2.1765E-05
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Mass: 930.51345     Charge: 2     m/z: 466.264
Modified Peptide: _TLK(ac)TDGVR_     Score: 68.016     PEP: 0.0064125
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Mass: 1134.662     Charge: 2     m/z: 568.33826
Modified Peptide: _EAVFK(ac)SLGVK_     Score: 72.652     PEP: 0.000625
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Mass: 2208.1283     Charge: 3     m/z: 737.05003
Modified Peptide: _M(ox)GVPIYGIVAM(ox)AATATDK(ac)IGR_     Score: 76.301     PEP: 1.8906E-09
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Mass: 2469.1812     Charge: 3     m/z: 824.06768
Modified Peptide: _HQHGDK(ac)VDIFEIPETGEYSVK_     Score: 76.733     PEP: 7.6317E-09
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Mass: 1547.8763     Charge: 2     m/z: 774.9454
Modified Peptide: _SLGGGAALK(ac)DIEIVR_     Score: 76.85     PEP: 7.6999E-07
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Mass: 1499.8308     Charge: 2     m/z: 750.92265
Modified Peptide: _LRK(ac)ELVETSEVR_     Score: 78.486     PEP: 0.00012718
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Mass: 1314.6667     Charge: 3     m/z: 439.22951
Modified Peptide: _TKEPVDDK(ac)DVK_     Score: 78.692     PEP: 9.4686E-05
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Mass: 1831.9356     Charge: 2     m/z: 916.97508
Modified Peptide: _LIEPELFNGYNPEK(ac)K_     Score: 79.022     PEP: 5.1064E-08
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Mass: 2234.1035     Charge: 3     m/z: 745.70844
Modified Peptide: _GTGLM(ox)SANNIIAEGIEK(ac)M(ox)GVR_     Score: 84.493     PEP: 3.4341E-13



0 500 1000 1500

m/z

0

2000

4000

6000

8000

10000

12000

14000

16000
In

te
n
si

ty

y
1

 (
1

5
5

.1
2

6
7

)

y
2

 (
2

2
6

.1
6

3
7

)

y
3

 (
3

8
9

.2
2

6
3

)

y
4

 (
5

0
2

.3
1

2
7

)

y
5

 (
5

8
9

.3
4

3
2

)

y
6

 (
7

1
7

.4
0

0
5

)

y
7

 (
8

8
0

.4
6

1
4

)

y
8

 (
1

0
4

3
.5

2
6

6
)

y
9

 (
1

1
5

8
.5

4
5

4
)

y
1

0
 (

1
2

5
9

.6
0

1
8

)

y
1

1
 (

1
3

5
8

.6
7

2
1

)

y
6

-N
H

3
 (

7
0

0
.3

7
9

3
)

a
2

 (
2

0
7

.1
1

2
1

)
b
2

 (
2

3
5

.1
1

0
1

)

b
3

 (
4

1
3

.2
2

6
0

)
b
3

-H
2

O
 (

3
9

5
.2

1
6

3
)

b
4

 (
5

4
1

.2
8

2
6

)

b
5

 (
6

4
0

.3
4

9
1

)
b
5

-N
H

3
 (

6
2

3
.3

1
9

7
)

Mass: 1897.9433     Charge: 2     m/z: 949.97892
Modified Peptide: _FSK(ac)QVTDYYQSIYAK_     Score: 86.378     PEP: 7.8587E-09
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Mass: 1257.7697     Charge: 2     m/z: 629.89211
Modified Peptide: _LLK(ac)GATLYIPK_     Score: 90.614     PEP: 2.069E-05
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Mass: 1416.818     Charge: 2     m/z: 709.41628
Modified Peptide: _SVPAPGK(ac)GILTTAR_     Score: 97.797     PEP: 4.9966E-10



0 500 1000 1500

m/z

0

5000

10000

15000

20000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
6

)

y
2

 (
3

1
8

.1
9

1
5

)

y
3

 (
4

1
5

.2
4

2
7

)

y
4

 (
5

9
3

.3
6

2
5

) y
5

 (
7

0
6

.4
4

6
1

)

y
6

 (
8

3
5

.4
9

0
8

)

y
7

 (
9

3
2

.5
4

2
0

)

y
8

 (
1

0
7

9
.6

1
9

9
)

y
9

 (
1

1
9

4
.6

4
2

0
)

y
1

0
 (

1
3

0
7

.7
2

9
6

)

y
6

-H
2

O
 (

8
1

7
.4

8
9

9
)

y
7

-H
2

O
 (

9
1

4
.5

2
4

0
)

y
8

(2
+

) 
(5

4
0

.3
0

7
2

)

b
2

 (
1

8
6

.0
8

7
2

)

b
3

 (
2

9
9

.1
7

1
6

)
b
3

-N
H

3
 (

2
8

2
.1

4
5

0
)

b
4

 (
4

2
7

.2
2

9
2

)
b
4

-N
H

3
 (

4
1

0
.2

0
3

0
)

b
5

 (
5

4
0

.3
0

7
2

)
b
5

-N
H

3
 (

5
2

3
.2

8
6

4
)

b
6

 (
6

5
5

.3
3

9
0

)
b
6

-N
H

3
 (

6
3

8
.3

1
3

2
)

b
7

 (
8

0
2

.4
0

4
0

)
b
7

-N
H

3
 (

7
8

5
.3

8
2

3
)

Mass: 1732.9371     Charge: 3     m/z: 578.65297
Modified Peptide: _ANIQLDFPELK(ac)PYK_     Score: 99.481     PEP: 3.3215E-10
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Mass: 1205.6656     Charge: 2     m/z: 603.84007
Modified Peptide: _DK(ac)YVLITGAGK_     Score: 105.03     PEP: 6.4447E-07
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Mass: 1267.6118     Charge: 2     m/z: 634.8132
Modified Peptide: _EILCYSK(ac)DAK_     Score: 102.52     PEP: 2.6882E-05
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Mass: 1251.7431     Charge: 2     m/z: 626.8788
Modified Peptide: _GATLYIPK(ac)ALR_     Score: 108.47     PEP: 4.4761E-07
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Mass: 1967.9699     Charge: 2     m/z: 984.99222
Modified Peptide: _DAK(ac)EIYYTPDPSELAAK_     Score: 110.77     PEP: 4.0198E-22
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Mass: 1348.6867     Charge: 2     m/z: 675.35061
Modified Peptide: _YNEYVAK(ac)VSAR_     Score: 114.76     PEP: 9.842E-08
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Mass: 1611.7612     Charge: 3     m/z: 538.26102
Modified Peptide: _ETAEQFK(ac)HQHGDK_     Score: 115.8     PEP: 2.0937E-15
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Mass: 1417.7777     Charge: 2     m/z: 709.89611
Modified Peptide: _STISK(ac)TVSSTIPR_     Score: 116.63     PEP: 1.9316E-15
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Mass: 1376.7221     Charge: 2     m/z: 689.36834
Modified Peptide: _SLDSIPM(ox)SK(ac)TIK_     Score: 118.61     PEP: 6.3112E-13
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Mass: 1660.7838     Charge: 2     m/z: 831.39915
Modified Peptide: _AAQQQWGNDFYK(ac)R_     Score: 120.87     PEP: 7.9806E-16
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Mass: 2208.0809     Charge: 3     m/z: 737.03424
Modified Peptide: _EIYYTPDPSELAAK(ac)EEPAK_     Score: 124.25     PEP: 5.6737E-33
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Mass: 971.56515     Charge: 2     m/z: 486.78985
Modified Peptide: _TIK(ac)DLVGGK_     Score: 101.38     PEP: 0.00021028
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Mass: 1238.6295     Charge: 2     m/z: 620.32205
Modified Peptide: _AAFNGVTFK(ac)DK_     Score: 134.3     PEP: 1.7942E-07
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Mass: 1551.7893     Charge: 2     m/z: 776.90192
Modified Peptide: _SGSLTFNSK(ac)NIQSK_     Score: 142.85     PEP: 4.1281E-22
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Mass: 1393.6961     Charge: 3     m/z: 465.57265
Modified Peptide: _KTPAGDWK(ac)YDR_     Score: 126.32     PEP: 1.1932E-06
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Mass: 1644.8471     Charge: 3     m/z: 549.28965
Modified Peptide: _AK(ac)YETSILEHSGIR_     Score: 152.99     PEP: 8.0719E-24
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Mass: 2548.2883     Charge: 3     m/z: 850.43672
Modified Peptide: _SPVM(ox)ADLNGGLQFVPELK(ac)EFTAK_     Score: 153.14     PEP: 5.1473E-38
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Mass: 1234.6558     Charge: 2     m/z: 618.33515
Modified Peptide: _VYK(ac)AISAQADK_     Score: 156.01     PEP: 2.6627E-16
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Mass: 1776.8294     Charge: 3     m/z: 593.28374
Modified Peptide: _SAYK(ac)FFHNGM(ox)IYNK_     Score: 160.69     PEP: 2.7925E-25
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Modified Peptide: _YASPNLNMK(ac)YR_     Score: 168.74     PEP: 3.119E-16
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Mass: 1752.7658     Charge: 2     m/z: 877.3902
Modified Peptide: _ANDK(ac)NESATINEM(ox)MK_     Score: 174.44     PEP: 2.6114E-43
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Mass: 1366.7456     Charge: 3     m/z: 456.58915
Modified Peptide: _K(ac)AVSIETALEHK_     Score: 180.61     PEP: 4.9669E-27
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Mass: 1394.65     Charge: 2     m/z: 698.33228
Modified Peptide: _YLK(ac)MDLDNGER_     Score: 185.77     PEP: 1.3764E-30
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Mass: 2658.3534     Charge: 3     m/z: 887.12509
Modified Peptide: _TPVGACATSVESVDIGVETILSGK(ac)AR_     Score: 186.55     PEP: 4.9871E-127
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Mass: 1914.9229     Charge: 3     m/z: 639.31491
Modified Peptide: _EHHSSVK(ac)YASPNLNM(ox)K_     Score: 188.63     PEP: 9.2486E-55
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Mass: 1707.8216     Charge: 3     m/z: 570.28116
Modified Peptide: _NK(ac)YESYDAALSLHR_     Score: 224.34     PEP: 6.99E-73
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Mass: 1178.6659     Charge: 2     m/z: 590.34024
Modified Peptide: _HQELLK(ac)LEK_     Score: 110.08     PEP: 0.00031591
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Mass: 1804.838     Charge: 3     m/z: 602.61995
Modified Peptide: _NK(ac)FGHDAIFEAENSGK_     Score: 110.22     PEP: 2.647E-18
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Mass: 1564.7958     Charge: 3     m/z: 522.60587
Modified Peptide: _NIK(ac)LGVHEDTQNR_     Score: 75.462     PEP: 5.8117E-05
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Mass: 1245.6394     Charge: 2     m/z: 623.82696
Modified Peptide: _FYSAFSK(ac)NIK_     Score: 107.55     PEP: 3.5847E-05



0 500 1000 1500

m/z

0

20000

40000

60000

80000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
7

)

y
2

 (
2

4
4

.1
6

5
3

)

y
3

 (
3

7
2

.2
6

0
1

)

y
4

 (
5

4
2

.3
6

5
4

)

y
5

 (
6

7
1

.4
0

8
5

)

y
6

 (
8

0
0

.4
5

0
5

)

y
7

 (
9

2
9

.4
9

5
4

)

y
8

 (
1

0
5

8
.5

3
3

7
)

y
9

 (
1

1
7

3
.5

6
2

7
)

y
1

0
 (

1
2

7
2

.6
3

1
5

) y
1

1
 (

1
4

0
1

.6
7

2
2

)

y
1

2
 (

1
5

3
0

.7
1

4
7

)

y
5

-H
2

O
 (

6
5

3
.4

0
3

0
)

y
6

-H
2

O
 (

7
8

2
.4

4
1

3
)

y
7

-H
2

O
 (

9
1

1
.4

8
2

4
)

y
8

-H
2

O
 (

1
0

4
0

.5
2

0
8

)

y
9

-H
2

O
 (

1
1

5
5

.5
4

9
3

)

y
1

0
-H

2
O

 (
1

2
5

4
.6

2
9

4
)

y
1

1
-H

2
O

 (
1

3
8

3
.6

6
3

1
)

y
1

2
-H

2
O

 (
1

5
1

2
.7

0
6

0
)

y
7

(2
+

) 
(4

6
5

.2
5

0
3

)

a
2

 (
2

1
5

.1
3

8
8

)
b
2

 (
2

4
3

.1
3

3
9

)

b
3

 (
3

7
2

.1
7

6
1

)
b
6

(2
+

) 
(3

5
8

.1
6

0
6

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1642.7938     Charge: 3     m/z: 548.6052
Modified Peptide: _LEEVDEEEEK(ac)KPK_     Score: 131.26     PEP: 2.8163E-17
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Mass: 1013.6245     Charge: 2     m/z: 507.8195
Modified Peptide: _NLFPLK(ac)PK_     Score: 60.436     PEP: 0.0098254
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Mass: 1586.8086     Charge: 2     m/z: 794.4116
Modified Peptide: _AK(ac)VEEMNNIIAASR_     Score: 157.38     PEP: 4.1009E-24
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Mass: 1415.8228     Charge: 2     m/z: 708.91866
Modified Peptide: _IPIVTNPESLK(ac)R_     Score: 83.314     PEP: 6.7147E-06
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Mass: 1262.6863     Charge: 3     m/z: 421.9027
Modified Peptide: _EFDHIVK(ac)IGR_     Score: 56.013     PEP: 0.0034015
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Mass: 1357.7453     Charge: 2     m/z: 679.87992
Modified Peptide: _IAEQISK(ac)ETGLK_     Score: 90.793     PEP: 2.8101E-07
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Mass: 1273.6659     Charge: 2     m/z: 637.84021
Modified Peptide: _SFQNFK(ac)IGGAR_     Score: 113.63     PEP: 1.5218E-07
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Mass: 1500.7936     Charge: 2     m/z: 751.4041
Modified Peptide: _QVSAEK(ac)HLSSVFK_     Score: 113.07     PEP: 1.9185E-13
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Mass: 1499.7438     Charge: 2     m/z: 750.8792
Modified Peptide: _YSGATSSK(ac)QVSAEK_     Score: 120.3     PEP: 3.8547E-17
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Mass: 2461.3329     Charge: 3     m/z: 821.45158
Modified Peptide: _FNTDLGQHILK(ac)NPLVAQGIVDK_     Score: 171.15     PEP: 1.6855E-85
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Mass: 2172.0659     Charge: 3     m/z: 725.02923
Modified Peptide: _SNASISK(ac)STSQSFLTSSVSGR_     Score: 100.76     PEP: 2.3855E-07
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Mass: 1256.5786     Charge: 2     m/z: 629.29656
Modified Peptide: _QFDTK(ac)YSGNR_     Score: 134.68     PEP: 1.2599E-07
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Mass: 1133.5982     Charge: 3     m/z: 378.87334
Modified Peptide: _YYHINK(ac)VR_     Score: 83.265     PEP: 0.00288
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Mass: 1350.6667     Charge: 2     m/z: 676.34063
Modified Peptide: _EILAGK(ac)YGEDSK_     Score: 67.118     PEP: 0.0006723
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Mass: 1123.6725     Charge: 3     m/z: 375.56476
Modified Peptide: _ISFHPK(ac)PLK_     Score: 69.275     PEP: 0.0030115
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Mass: 1696.9239     Charge: 3     m/z: 566.64859
Modified Peptide: _TQILQK(ac)YLELDQR_     Score: 91.812     PEP: 9.9603E-09
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Mass: 1362.7395     Charge: 2     m/z: 682.37702
Modified Peptide: _YIEQAIEK(ac)LSK_     Score: 117.79     PEP: 1.9421E-07
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Mass: 1557.8585     Charge: 2     m/z: 779.93652
Modified Peptide: _(ac)AEASIEK(ac)TQILQK_     Score: 126.83     PEP: 8.1855E-18
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Mass: 1998.933     Charge: 4     m/z: 500.74053
Modified Peptide: _RHAEHIK(ac)LYGSDNDM(ox)R_     Score: 143.14     PEP: 7.6287E-38
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Mass: 1263.6724     Charge: 2     m/z: 632.84348
Modified Peptide: _HEAAK(ac)LFAAHK_     Score: 153.63     PEP: 2.6983E-11
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Mass: 1224.6838     Charge: 2     m/z: 613.34915
Modified Peptide: _DVIWLHEK(ac)K_     Score: 54.094     PEP: 0.0095318
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Mass: 1057.6718     Charge: 2     m/z: 529.84317
Modified Peptide: _ALESILVK(ac)K_     Score: 67.563     PEP: 0.0024418
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Mass: 1816.9571     Charge: 2     m/z: 909.48582
Modified Peptide: _LSSFILK(ac)NPPDSVSGSK_     Score: 92.977     PEP: 1.2611E-15
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Mass: 1202.6911     Charge: 2     m/z: 602.35281
Modified Peptide: _LIELSSK(ac)FPK_     Score: 81.865     PEP: 0.00030479
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Mass: 1158.6256     Charge: 2     m/z: 580.32006
Modified Peptide: _WK(ac)ALTPEEK_     Score: 103.26     PEP: 0.00012997
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Mass: 1407.8014     Charge: 2     m/z: 704.90795
Modified Peptide: _ITPEYLVK(ac)IYK_     Score: 52.247     PEP: 0.0055695
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Mass: 1297.7253     Charge: 2     m/z: 649.86992
Modified Peptide: _SK(ac)YQDVLIFK_     Score: 103.08     PEP: 2.2126E-05
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Mass: 1379.6793     Charge: 3     m/z: 460.90039
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Mass: 2456.1236     Charge: 4     m/z: 615.03819
Modified Peptide: _FNK(ac)IDSFGTSNYHVGESPDHR_     Score: 153.21     PEP: 3.4629E-66
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Mass: 973.54151     Charge: 2     m/z: 487.77803
Modified Peptide: _ADDVK(ac)QLK_     Score: 66.621     PEP: 0.0069605



0 200 400 600 800 1000 1200

m/z

0

5000

10000

15000

20000

25000

30000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

3
5

)

y
2

 (
3

1
0

.1
7

7
8

)

y
3

 (
4

5
7

.2
4

5
6

)

y
4

 (
5

2
8

.2
8

4
4

)

y
5

 (
6

4
1

.3
6

9
0

)

y
6

 (
7

4
2

.4
1

7
6

)

y
7

 (
9

1
2

.5
2

4
0

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

8
)

b
2

 (
2

0
0

.1
0

4
0

)
b
2

-N
H

3
 (

1
8

3
.0

7
7

5
)

b
3

 (
3

7
0

.2
0

9
7

)

b
4

 (
4

7
1

.2
5

6
1

)
b
4

-H
2

O
 (

4
5

3
.2

5
0

0
)

a
cK

* 
(1

2
6

.0
9

2
0

)

Mass: 1110.6073     Charge: 2     m/z: 556.31095
Modified Peptide: _AQK(ac)TIAFYK_     Score: 86.624     PEP: 0.00087918
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Mass: 1083.5601     Charge: 2     m/z: 542.78731
Modified Peptide: _TIAFYK(ac)GDK_     Score: 94.297     PEP: 0.00066488
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Mass: 1011.5964     Charge: 2     m/z: 506.8055
Modified Peptide: _GDK(ac)LISPLK_     Score: 101.3     PEP: 0.00021578
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Mass: 1083.5601     Charge: 2     m/z: 542.78731
Modified Peptide: _LFSEYQK(ac)K_     Score: 110.12     PEP: 0.00013689
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Mass: 1324.7351     Charge: 2     m/z: 663.37481
Modified Peptide: _TILK(ac)PGVEANNK_     Score: 116.03     PEP: 3.3381E-12
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Mass: 1080.524     Charge: 2     m/z: 541.26928
Modified Peptide: _SK(ac)FGFNPDK_     Score: 133.91     PEP: 0.00021145
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Mass: 2251.186     Charge: 3     m/z: 751.4026
Modified Peptide: _SFVVPQEVYDHYQK(ac)TILK_     Score: 144.5     PEP: 6.9262E-46



0 200 400 600 800 1000 1200 1400

m/z

0

10000

20000

30000

40000

50000

60000

70000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
7

)

y
2

 (
2

7
5

.1
7

1
3

)

y
3

 (
4

3
8

.2
3

4
4

)

y
4

 (
5

6
7

.2
8

0
0

)

y
5

 (
6

5
4

.3
1

0
4

)

y
6

 (
8

0
1

.3
7

7
5

)

y
7

 (
9

1
4

.4
6

1
0

)

y
8

 (
1

0
8

4
.5

6
8

2
)

y
9

 (
1

1
9

8
.6

1
1

6
)

y
2

-N
H

3
 (

2
5

8
.1

4
4

8
)

y
4

-H
2

O
 (

5
4

9
.2

6
4

7
)

y
5

-H
2

O
 (

6
3

6
.2

9
7

7
)

y
5

-N
H

3
 (

6
3

7
.2

7
8

4
)

y
6

-H
2

O
 (

7
8

3
.3

7
1

1
)

y
6

-N
H

3
 (

7
8

4
.3

5
0

1
)

y
7

-H
2

O
 (

8
9

6
.4

4
9

4
)

y
7

-N
H

3
 (

8
9

7
.4

3
7

2
)

y
8

-N
H

3
 (

1
0

6
7

.5
3

1
9

)

y
9

-N
H

3
 (

1
1

8
1

.5
8

5
2

)

b
2

 (
3

0
1

.1
2

8
9

)
b
2

-N
H

3
 (

2
8

4
.1

0
2

8
)

b
3

 (
4

7
1

.2
3

5
4

)
b
3

-N
H

3
 (

4
5

4
.2

0
8

1
)

b
4

 (
5

8
4

.3
1

7
6

)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 1383.6823     Charge: 2     m/z: 692.84843
Modified Peptide: _WNK(ac)LFSEYQK_     Score: 157.78     PEP: 8.2764E-10
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Mass: 1278.6608     Charge: 2     m/z: 640.3377
Modified Peptide: _FGASGK(ac)APEVFK_     Score: 169.09     PEP: 4.0383E-21
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Mass: 1801.9778     Charge: 3     m/z: 601.66653
Modified Peptide: _NSLESK(ac)HTPSIIALSR_     Score: 199.08     PEP: 2.5347E-62
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Mass: 2907.4185     Charge: 3     m/z: 970.14678
Modified Peptide: _M(ox)TTTIGYGSLHAGSHSVHGAPLK(ac)ADDVK_     Score: 224.53     PEP: 1.8516E-182
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Mass: 1297.6415     Charge: 2     m/z: 649.82803
Modified Peptide: _PGVEANNK(ac)WNK_     Score: 271.65     PEP: 1.5589E-125
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Mass: 1052.5906     Charge: 2     m/z: 527.30259
Modified Peptide: _FTLLDFK(ac)K_     Score: 57.598     PEP: 0.0080492
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Mass: 1109.6121     Charge: 2     m/z: 555.81332
Modified Peptide: _GK(ac)FTLLDFK_     Score: 62.303     PEP: 0.0068451



0 200 400 600 800 1000 1200

m/z

0

2000

4000

6000

8000

10000

12000

14000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
6

)

y
2

 (
2

9
4

.1
8

1
6

)

y
3

 (
4

6
4

.2
8

4
8

)

y
4

 (
5

7
8

.3
2

8
2

)

y
5

 (
6

9
1

.4
2

1
9

)

y
6

 (
7

4
8

.4
3

1
5

)

y
7

 (
8

7
7

.4
7

5
7

)

y
8

 (
1

0
0

6
.5

1
5

4
)

y
9

 (
1

0
7

7
.5

6
1

0
)

y
4

-N
H

3
 (

5
6

1
.3

0
4

4
)

y
7

-H
2

O
 (

8
5

9
.4

7
0

0
)

y
8

-H
2

O
 (

9
8

8
.5

0
8

1
)

a
2

 (
1

4
3

.1
1

7
6

)

b
2

 (
1

7
1

.1
1

2
6

)

b
3

 (
3

0
0

.1
5

5
4

)

b
4

 (
4

2
9

.2
0

0
8

)
b
4

-H
2

O
 (

4
1

1
.1

8
7

9
)

b
6

(2
+

) 
(3

0
0

.1
5

5
4

)

a
cK

* 
(1

2
6

.0
9

0
9

)
a
cK

 (
1

4
3

.1
1

7
6

)

Mass: 1175.6186     Charge: 2     m/z: 588.8166
Modified Peptide: _VAEEGINK(ac)FK_     Score: 104.22     PEP: 2.5619E-05
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Mass: 1599.8297     Charge: 2     m/z: 800.92212
Modified Peptide: _(ac)SLIHPDTAK(ac)YPFK_     Score: 50.562     PEP: 0.0015894
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Mass: 1939.0527     Charge: 3     m/z: 647.35818
Modified Peptide: _NAQYHLLVK(ac)QGDGLLTK_     Score: 65.716     PEP: 2.5279E-05
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Mass: 1046.5873     Charge: 2     m/z: 524.30092
Modified Peptide: _LQK(ac)YGAAVR_     Score: 99.802     PEP: 0.00031159
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Mass: 1441.8293     Charge: 2     m/z: 721.92193
Modified Peptide: _IIVK(ac)NLPFEATR_     Score: 83.617     PEP: 8.9277E-06
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Mass: 1598.7689     Charge: 3     m/z: 533.93024
Modified Peptide: _SHFK(ac)PNNISEEQK_     Score: 54.276     PEP: 0.0014134
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Mass: 1267.5932     Charge: 2     m/z: 634.80388
Modified Peptide: _FTK(ac)GDSTDVEK_     Score: 89.959     PEP: 2.1167E-05
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Mass: 1051.6117     Charge: 2     m/z: 526.81313
Modified Peptide: _GTVTLK(ac)EVR_     Score: 103.01     PEP: 0.00012316
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Mass: 1247.6914     Charge: 2     m/z: 624.85298
Modified Peptide: _LK(ac)FDALFPQK_     Score: 51.927     PEP: 0.0065274
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Mass: 1510.7092     Charge: 2     m/z: 756.3619
Modified Peptide: _YFTPDWLDEK(ac)R_     Score: 88.187     PEP: 1.6227E-05
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Mass: 988.55453     Charge: 2     m/z: 495.28454
Modified Peptide: _HSLEK(ac)AVR_     Score: 101.65     PEP: 0.00060306
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Mass: 975.57532     Charge: 2     m/z: 488.79493
Modified Peptide: _IEK(ac)YILR_     Score: 113.14     PEP: 0.0089639
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Mass: 1316.6604     Charge: 2     m/z: 659.3375
Modified Peptide: _YAQIHEK(ac)HIE_     Score: 115.65     PEP: 6.3531E-05
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Mass: 1239.6318     Charge: 2     m/z: 620.82317
Modified Peptide: _IQEYDK(ac)ASTK_     Score: 51.013     PEP: 0.0072911
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Mass: 1310.5891     Charge: 2     m/z: 656.30184
Modified Peptide: _FNK(ac)AEDFQDR_     Score: 109.16     PEP: 4.0763E-05
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Mass: 1477.8253     Charge: 3     m/z: 493.6157
Modified Peptide: _GESPVVK(ac)NLGAIPR_     Score: 80.522     PEP: 0.0011962
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Mass: 1435.8006     Charge: 3     m/z: 479.60747
Modified Peptide: _GHIVEK(ac)GESPVVK_     Score: 102.87     PEP: 1.4234E-12
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Mass: 1422.6892     Charge: 2     m/z: 712.35187
Modified Peptide: _YVNK(ac)PETNFNR_     Score: 124.1     PEP: 3.9382E-07
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Mass: 1591.7631     Charge: 3     m/z: 531.59497
Modified Peptide: _FHPETNVSSK(ac)YNK_     Score: 241.84     PEP: 1.5056E-86
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Mass: 1175.6299     Charge: 2     m/z: 588.82221
Modified Peptide: _GNAFVTLK(ac)ER_     Score: 103.08     PEP: 0.00036841



0 200 400 600 800 1000 1200

m/z

0

20000

40000

60000

80000

100000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
7

)

y
2

 (
2

6
2

.1
3

9
5

) y
3

 (
3

9
0

.1
9

8
5

)

y
4

 (
5

0
3

.2
8

2
1

)

y
5

 (
6

7
3

.3
8

8
3

)

y
6

 (
8

0
2

.4
2

9
6

)

y
7

 (
9

0
1

.5
0

1
9

)

y
8

 (
9

7
2

.5
3

8
4

)

y
9

 (
1

0
4

3
.5

7
4

9
)

y
1

0
 (

1
1

5
8

.6
0

2
9

)

y
3

-H
2

O
 (

3
7

2
.1

8
7

4
)

y
3

-N
H

3
 (

3
7

3
.1

7
1

2
)

y
6

-H
2

O
 (

7
8

4
.4

2
0

2
)

y
1

0
-H

2
O

 (
1

1
4

0
.5

9
4

2
)

a
2

 (
1

8
7

.1
0

7
5

)

b
2

 (
2

1
5

.1
0

2
3

)

b
3

 (
2

8
6

.1
3

9
7

)

b
4

 (
3

5
7

.1
7

6
7

)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 1256.6612     Charge: 2     m/z: 629.33789
Modified Peptide: _VDAAVEK(ac)LQDK_     Score: 128.67     PEP: 3.8665E-07
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Mass: 1261.703     Charge: 2     m/z: 631.85879
Modified Peptide: _IQK(ac)SVYDVLR_     Score: 152.54     PEP: 1.8751E-09
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Mass: 1502.7518     Charge: 3     m/z: 501.92454
Modified Peptide: _YDYLAK(ac)VEPAHR_     Score: 104.59     PEP: 1.9725E-09
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Mass: 1225.6132     Charge: 2     m/z: 613.81386
Modified Peptide: _GPNFYAK(ac)YPK_     Score: 70.1     PEP: 0.00074332
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Mass: 1967.0699     Charge: 3     m/z: 656.69723
Modified Peptide: _(ac)SK(ac)YIALENLPVDLQHK_     Score: 179.25     PEP: 4.3036E-48
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Mass: 1750.885     Charge: 3     m/z: 584.6356
Modified Peptide: _IAVHK(ac)AETDDGADVIR_     Score: 61.477     PEP: 5.5424E-05
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Mass: 1343.618     Charge: 2     m/z: 672.81627
Modified Peptide: _LCQK(ac)YADYNK_     Score: 169.65     PEP: 7.9892E-15
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Mass: 1526.8315     Charge: 2     m/z: 764.42305
Modified Peptide: _GLSSAVLK(ac)GFYEAK_     Score: 55.885     PEP: 0.00038117
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Mass: 1127.5499     Charge: 2     m/z: 564.78222
Modified Peptide: _DFADK(ac)VYTK_     Score: 67.334     PEP: 0.0034405
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Mass: 1908.0105     Charge: 3     m/z: 637.01078
Modified Peptide: _TAFK(ac)PHELTESVLPAAR_     Score: 135.18     PEP: 4.9999E-35


