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Mass: 1584.8723     Charge: 2     m/z: 793.44342
Modified Peptide: _IETLK(ac)QLNASLADK_     Score: 232.17     PEP: 7.2365E-114
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Mass: 1656.8757     Charge: 2     m/z: 829.44511
Modified Peptide: _LK(ac)ELQDIANPIM(ox)SK_     Score: 107.07     PEP: 6.3824E-12
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Mass: 2120.9626     Charge: 3     m/z: 707.9948
Modified Peptide: _NFNDPEVQADM(ox)K(ac)HFPFK_     Score: 173.51     PEP: 7.2314E-61
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Mass: 2333.1322     Charge: 3     m/z: 778.718
Modified Peptide: _LIGDAAK(ac)NQAAM(ox)NPSNTVFDAK_     Score: 169.85     PEP: 1.4415E-83
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Mass: 2204.0808     Charge: 3     m/z: 735.70089
Modified Peptide: _NTISEAGDKLEQADK(ac)DTVTK_     Score: 208.92     PEP: 6.1769E-106
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Mass: 1659.7952     Charge: 2     m/z: 830.90486
Modified Peptide: _NTISEAGDK(ac)LEQADK_     Score: 257.48     PEP: 9.1086E-137
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Mass: 1801.9574     Charge: 3     m/z: 601.65975
Modified Peptide: _QAALSANK(ac)IAEFLAADK_     Score: 80.361     PEP: 1.8202E-10



0 200 400 600 800 1000 1200 1400 1600

m/z

0

100000

200000

300000

400000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
4

)

y
2

 (
2

6
0

.1
9

5
9

)

y
3

 (
3

7
3

.2
7

9
5

)

y
4

 (
4

8
8

.3
0

6
5

)

y
5

 (
5

5
9

.3
4

2
9

)

y
6

 (
6

5
8

.4
1

0
4

)

y
7

 (
8

2
8

.5
1

4
7

)

y
8

 (
9

5
6

.5
7

2
6

)

y
9

 (
1

0
6

9
.6

5
5

4
)

y
1

0
 (

1
1

8
4

.6
7

9
8

)

y
1

1
 (

1
2

8
5

.7
2

7
9

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

0
)

y
8

-H
2

O
 (

9
3

8
.5

6
5

2
)

y
8

-N
H

3
 (

9
3

9
.5

4
7

8
)

y
1

0
-N

H
3

 (
1

1
6

7
.6

5
3

2
)

a
2

 (
1

7
3

.1
2

8
0

)
b
2

 (
2

0
1

.1
2

2
8

)
b
2

-H
2

O
 (

1
8

3
.1

1
2

4
)

b
3

 (
3

1
6

.1
4

9
3

)
b
3

-H
2

O
 (

2
9

8
.1

3
8

7
)

b
4

 (
4

2
9

.2
3

3
8

)

b
5

 (
5

5
7

.2
9

3
6

)
b
5

-H
2

O
 (

5
3

9
.2

8
1

5
)

b
6

 (
7

2
7

.3
9

4
6

)

b
7

 (
8

2
6

.4
6

3
2

)

b
9

 (
1

0
1

2
.5

2
0

2
)a

cK
* 

(1
2

6
.0

9
1

1
)

Mass: 1383.7973     Charge: 2     m/z: 692.90594
Modified Peptide: _VTDIQK(ac)VADLIK_     Score: 155.98     PEP: 2.4921E-35
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Modified Peptide: _YAPK(ac)LSSLVK_     Score: 48.981     PEP: 0.001086
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Mass: 1508.8199     Charge: 2     m/z: 755.41721
Modified Peptide: _ANPVDK(ac)LEVIVDR_     Score: 173.44     PEP: 2.9585E-38
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Mass: 2308.2274     Charge: 3     m/z: 770.41642
Modified Peptide: _VASSSPLK(ac)PTSPTVPDASVASLR_     Score: 45.205     PEP: 5.3847E-05
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Mass: 1300.7573     Charge: 2     m/z: 651.38593
Modified Peptide: _DVSEK(ac)IILGAAK_     Score: 127.56     PEP: 2.2153E-16
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Mass: 1777.837     Charge: 2     m/z: 889.92579
Modified Peptide: _VDK(ac)EAEQYAEQEGIK_     Score: 78.069     PEP: 3.6785E-07
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Mass: 1471.7631     Charge: 2     m/z: 736.88881
Modified Peptide: _IAANDLEK(ac)AVSGSR_     Score: 123.38     PEP: 2.6799E-17
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Mass: 946.54877     Charge: 2     m/z: 474.28166
Modified Peptide: _AK(ac)EFGILK_     Score: 105.78     PEP: 0.00031193
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Mass: 2522.2864     Charge: 3     m/z: 841.76941
Modified Peptide: _GVNLPGTDVDLPALSEK(ac)DKEDLR_     Score: 48.229     PEP: 0.00021024
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Mass: 1099.635     Charge: 2     m/z: 550.82476
Modified Peptide: _NITK(ac)VISAGR_     Score: 80.763     PEP: 2.6268E-05
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Mass: 1060.5917     Charge: 2     m/z: 531.30312
Modified Peptide: _INFGIEK(ac)AK_     Score: 109.83     PEP: 1.1693E-06
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Mass: 2407.2388     Charge: 3     m/z: 803.42021
Modified Peptide: _ICSHK(ac)GVNLPGTDVDLPALSEK_     Score: 75.797     PEP: 5.5609E-10
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Mass: 2244.2569     Charge: 3     m/z: 749.09291
Modified Peptide: _TSIIGTIGPK(ac)TNNPETLVALR_     Score: 101.49     PEP: 5.7137E-22
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Mass: 1593.7026     Charge: 2     m/z: 797.85857
Modified Peptide: _ACDDK(ac)IM(ox)YVDYK_     Score: 151.44     PEP: 1.4447E-29
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Mass: 1444.7272     Charge: 2     m/z: 723.37088
Modified Peptide: _IM(ox)YVDYK(ac)NITK_     Score: 176.32     PEP: 2.18E-35
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Mass: 1242.6456     Charge: 2     m/z: 622.33007
Modified Peptide: _EVLGEQGK(ac)DVK_     Score: 185.99     PEP: 2.2175E-44
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Mass: 2058.1332     Charge: 3     m/z: 687.05168
Modified Peptide: _K(ac)SEELYPGRPLAIALDTK_     Score: 155.79     PEP: 4.6566E-53
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Mass: 2466.3118     Charge: 3     m/z: 823.11122
Modified Peptide: _SEELYPGRPLAIALDTK(ac)GPEIR_     Score: 163.42     PEP: 1.1999E-67
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Mass: 2746.3596     Charge: 3     m/z: 916.46047
Modified Peptide: _IENQQGVNNFDEILK(ac)VTDGVM(ox)VAR_     Score: 193.87     PEP: 1.5082E-105
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Mass: 2522.2864     Charge: 3     m/z: 841.76941
Modified Peptide: _GVNLPGTDVDLPALSEK(ac)DKEDLR_     Score: 199.94     PEP: 5.9788E-115
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Mass: 3241.4761     Charge: 3     m/z: 1081.4993
Modified Peptide: _TGTTTNDVDYPIPPNHEM(ox)IFTTDDK(ac)YAK_     Score: 321.25     PEP: 0
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Mass: 2444.1959     Charge: 3     m/z: 815.73923
Modified Peptide: _STSAIK(ac)EIAPPFEPDSLTQDEK_     Score: 109.08     PEP: 2.7441E-12
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Mass: 1845.9737     Charge: 3     m/z: 616.33185
Modified Peptide: _NK(ac)LPFLYSSQGPQAVR_     Score: 159.41     PEP: 1.1459E-47
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Mass: 1435.8126     Charge: 2     m/z: 718.91357
Modified Peptide: _AEK(ac)TDLTNILIR_     Score: 82.069     PEP: 2.6675E-05
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Mass: 1315.7318     Charge: 2     m/z: 658.87319
Modified Peptide: _TAAK(ac)NEALLEAK_     Score: 109.84     PEP: 5.4169E-10
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Mass: 1421.7373     Charge: 2     m/z: 711.87593
Modified Peptide: _ISPSAPSK(ac)DSFTK_     Score: 66.285     PEP: 7.8674E-05
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Mass: 2282.1642     Charge: 3     m/z: 761.72867
Modified Peptide: _TELTK(ac)GDSTPVQPDLSVTPQK_     Score: 92.932     PEP: 3.581E-15
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Mass: 1200.5998     Charge: 2     m/z: 601.30715
Modified Peptide: _SEK(ac)GDFFSVK_     Score: 66.262     PEP: 0.00029329
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Mass: 2420.2006     Charge: 3     m/z: 807.7408
Modified Peptide: _NANFITLK(ac)QEPGM(ox)GGQSAASLTK_     Score: 54.728     PEP: 1.9245E-05
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Mass: 2153.1521     Charge: 3     m/z: 718.72464
Modified Peptide: _NHLVDIAPGK(ac)TIFDYLPAK_     Score: 45.704     PEP: 0.00021808
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Mass: 1535.8308     Charge: 2     m/z: 768.92265
Modified Peptide: _HQTAQDK(ac)IDVVLK_     Score: 150.16     PEP: 2.009E-30
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Mass: 1396.7624     Charge: 2     m/z: 699.38848
Modified Peptide: _PAAK(ac)K(ac)TSTSVDGK_     Score: 110.29     PEP: 5.1031E-10
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Mass: 1396.7624     Charge: 2     m/z: 699.38848
Modified Peptide: _PAAK(ac)K(ac)TSTSVDGK_     Score: 110.29     PEP: 5.1031E-10
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Mass: 1534.7919     Charge: 2     m/z: 768.40323
Modified Peptide: _ETYSSYIYK(ac)VLK_     Score: 111.52     PEP: 3.2641E-10
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Mass: 1436.7846     Charge: 2     m/z: 719.39957
Modified Peptide: _IATEASK(ac)LAAYNK_     Score: 111.39     PEP: 1.5582E-10
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Mass: 1228.6299     Charge: 2     m/z: 615.32224
Modified Peptide: _(ac)SSAAEK(ac)K(ac)PASK_     Score: 119.45     PEP: 1.1664E-14
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Mass: 1228.6299     Charge: 2     m/z: 615.32224
Modified Peptide: _(ac)SSAAEK(ac)K(ac)PASK_     Score: 119.45     PEP: 1.1664E-14
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Mass: 1109.6081     Charge: 2     m/z: 555.81131
Modified Peptide: _PASK(ac)APAEK(ac)K_     Score: 140.45     PEP: 1.1559E-15
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Mass: 1832.0156     Charge: 3     m/z: 611.67914
Modified Peptide: _LILPGELAK(ac)HAVSEGTR_     Score: 113.29     PEP: 1.3474E-17
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Mass: 1117.6558     Charge: 2     m/z: 559.83515
Modified Peptide: _APAEK(ac)K(ac)PAAK_     Score: 169.58     PEP: 3.2333E-28
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Mass: 1117.6558     Charge: 2     m/z: 559.83515
Modified Peptide: _APAEK(ac)K(ac)PAAK_     Score: 169.58     PEP: 3.2333E-28
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Mass: 1224.6525     Charge: 2     m/z: 613.33351
Modified Peptide: _(ac)SGGK(ac)GGK(ac)AGSAAK_     Score: 130.72     PEP: 8.3108E-22
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Mass: 1224.6525     Charge: 2     m/z: 613.33351
Modified Peptide: _(ac)SGGK(ac)GGK(ac)AGSAAK_     Score: 130.72     PEP: 8.3108E-22
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Mass: 1708.8746     Charge: 2     m/z: 855.44457
Modified Peptide: _SILK(ac)YPPIFDM(ox)AEK_     Score: 75.462     PEP: 1.6149E-06
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Mass: 1891.9527     Charge: 3     m/z: 631.65818
Modified Peptide: _ELGIDDGRDK(ac)LIDTYK_     Score: 51.695     PEP: 0.00046337
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Mass: 1778.8839     Charge: 2     m/z: 890.44923
Modified Peptide: _NLK(ac)DYVGPPVYTTDR_     Score: 59.421     PEP: 1.8501E-05
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Mass: 1083.6903     Charge: 2     m/z: 542.85245
Modified Peptide: _LEK(ac)SLLVLK_     Score: 128.03     PEP: 1.9089E-08
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Mass: 1461.782     Charge: 3     m/z: 488.26793
Modified Peptide: _HAGEVLNLFK(ac)ER_     Score: 52.555     PEP: 0.00073971
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Mass: 2875.3458     Charge: 3     m/z: 959.45589
Modified Peptide: _VEDSTEAATEK(ac)LSSETPALESEGPQTK_     Score: 173.89     PEP: 3.0686E-92
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Mass: 1485.8315     Charge: 4     m/z: 372.46515
Modified Peptide: _IDK(ac)HLYHVLYK_     Score: 63.727     PEP: 0.00017585
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Mass: 1139.6179     Charge: 2     m/z: 570.8162
Modified Peptide: _GVFQK(ac)AVDAR_     Score: 57.836     PEP: 0.00061292
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Mass: 1283.6332     Charge: 2     m/z: 642.8239
Modified Peptide: _YAGILDCFK(ac)R_     Score: 78.655     PEP: 8.2252E-05
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Mass: 1730.8668     Charge: 2     m/z: 866.44068
Modified Peptide: _YFPTQALNFAFK(ac)DK_     Score: 113.72     PEP: 3.0874E-13
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Mass: 1320.7038     Charge: 2     m/z: 661.35916
Modified Peptide: _TLK(ac)SDGVAGLYR_     Score: 128.08     PEP: 7.2192E-21
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Mass: 1628.8807     Charge: 2     m/z: 815.44765
Modified Peptide: _VK(ac)LLIQNQDEM(ox)LK_     Score: 168.31     PEP: 4.5354E-42
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Mass: 2072.0572     Charge: 3     m/z: 691.69301
Modified Peptide: _LLIQNQDEM(ox)LK(ac)QGTLDR_     Score: 159.81     PEP: 1.5337E-48
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Mass: 1137.6769     Charge: 2     m/z: 569.84572
Modified Peptide: _FIITSK(ac)FPK_     Score: 54.608     PEP: 0.0019681



0 500 1000 1500 2000

m/z

0

50000

100000

150000

200000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
6

)

y
4

 (
4

9
1

.3
5

0
0

)

y
5

 (
6

0
6

.3
7

4
3

)

y
7

 (
8

2
0

.5
0

7
3

) y
8

 (
9

4
9

.5
5

1
3

)

y
9

 (
1

0
4

8
.6

1
3

9
)

y
1

0
 (

1
1

3
5

.6
4

5
9

)

y
1

1
 (

1
2

9
8

.7
0

7
1

)

y
1

4
 (

1
6

2
2

.8
8

7
4

)

y
1

5
 (

1
7

2
1

.9
5

9
2

)

y
1

3
(2

+
) 

(7
6

3
.4

1
9

4
)

a
2

 (
2

0
1

.1
2

2
9

)
b
2

 (
2

2
9

.1
1

7
7

)

b
3

 (
3

0
0

.1
5

4
5

)

b
4

 (
4

7
8

.2
7

4
2

)

b
5

 (
5

7
7

.3
4

1
6

)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 2198.226     Charge: 3     m/z: 733.74929
Modified Peptide: _DLAK(ac)VPNLYSVETIDSLKK_     Score: 66.325     PEP: 1.2538E-05
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Mass: 1746.9404     Charge: 3     m/z: 583.32073
Modified Peptide: _VPNLYSVETIDSLK(ac)K_     Score: 111.35     PEP: 1.6997E-12
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Mass: 1114.6386     Charge: 2     m/z: 558.3266
Modified Peptide: _GLELLSK(ac)WK_     Score: 65.347     PEP: 0.00097599
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Mass: 1260.7442     Charge: 2     m/z: 631.37936
Modified Peptide: _IALVGK(ac)YTNLK_     Score: 50.284     PEP: 0.00093348
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Mass: 2132.0244     Charge: 3     m/z: 711.68209
Modified Peptide: _WVEATDLEPEAQESNK(ac)TK_     Score: 46.159     PEP: 0.00012391
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Mass: 1600.8683     Charge: 2     m/z: 801.44144
Modified Peptide: _YTNLK(ac)DSYLSVIK_     Score: 71.531     PEP: 5.6414E-05
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Mass: 2374.0847     Charge: 3     m/z: 792.36884
Modified Peptide: _NHVVVFM(ox)PEIDK(ac)ETM(ox)GGSM(ox)R_     Score: 66.325     PEP: 1.9499E-06
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Mass: 1033.5808     Charge: 2     m/z: 517.79767
Modified Peptide: _LSLGEAFK(ac)K_     Score: 81.338     PEP: 0.0003094
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Mass: 2104.0065     Charge: 3     m/z: 702.34277
Modified Peptide: _SVLK(ac)QVQDFEENDHPNR_     Score: 70.281     PEP: 1.2673E-07
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Mass: 1548.8483     Charge: 2     m/z: 775.4314
Modified Peptide: _NIFLSK(ac)ENSAVAAK_     Score: 121.24     PEP: 4.0212E-17
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Mass: 1981.9229     Charge: 3     m/z: 661.64824
Modified Peptide: _YQDLSNK(ac)DTDLTDREK_     Score: 60.209     PEP: 1.1014E-05
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Mass: 2322.2019     Charge: 3     m/z: 775.07458
Modified Peptide: _GLISQQSK(ac)LASENSSQNIVNR_     Score: 108.18     PEP: 2.6764E-22
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Mass: 1552.8038     Charge: 2     m/z: 777.40918
Modified Peptide: _FGQFNEIK(ac)PYLR_     Score: 64.55     PEP: 0.00012963
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Mass: 956.55425     Charge: 2     m/z: 479.2844
Modified Peptide: _DADK(ac)LIIK_     Score: 60.59     PEP: 0.0021066
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Mass: 1872.9328     Charge: 2     m/z: 937.47366
Modified Peptide: _DVVITSDEAK(ac)YGVEYK_     Score: 42.813     PEP: 0.00051926
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Mass: 2513.1446     Charge: 3     m/z: 838.72213
Modified Peptide: _YDGSK(ac)TDPIGDEEQSINDTIFK_     Score: 38.237     PEP: 0.00018235
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Mass: 1745.031     Charge: 3     m/z: 582.68427
Modified Peptide: _LYLINSPVLK(ac)AESLK_     Score: 52.599     PEP: 0.00017562
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Mass: 1521.8079     Charge: 3     m/z: 508.27658
Modified Peptide: _EYIPEAVLAK(ac)YGK_     Score: 64.121     PEP: 8.7854E-05
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Mass: 2047.0375     Charge: 2     m/z: 1024.526
Modified Peptide: _NYPDPSIVLNK(ac)YGADALR_     Score: 83.849     PEP: 2.3118E-10
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Mass: 1269.718     Charge: 2     m/z: 635.86629
Modified Peptide: _DVIDK(ac)LTIPSK_     Score: 115.57     PEP: 3.2372E-14
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Mass: 3027.4197     Charge: 3     m/z: 1010.1472
Modified Peptide: _SDIAK(ac)YDGSKTDPIGDEEQSINDTIFK_     Score: 102.57     PEP: 1.7564E-15



0 500 1000 1500

m/z

0

200000

400000

600000

800000

1000000

1200000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
3

)

y
2

 (
2

4
6

.1
8

0
5

)

y
3

 (
4

0
9

.2
4

3
4

)

y
5

 (
5

6
5

.3
3

2
4

)

y
6

 (
6

9
4

.3
7

4
0

)

y
7

 (
8

4
1

.4
3

9
4

)

y
8

 (
9

5
6

.4
7

2
2

)

y
9

 (
1

0
5

3
.5

1
8

3
)

y
1

0
 (

1
1

5
2

.5
8

5
7

)

y
1

1
 (

1
2

6
7

.6
0

9
6

)

y
1

2
 (

1
4

3
7

.7
0

9
3

)

y
9

-H
2

O
 (

1
0

3
5

.5
0

3
0

)

y
9

(2
+

) 
(5

2
7

.2
6

4
3

)

a
2

 (
2

2
1

.1
2

7
7

)
b
2

 (
2

4
9

.1
2

2
5

)
b
2

-H
2

O
 (

2
3

1
.1

1
2

2
)

b
3

 (
4

1
9

.2
2

7
4

)b
3

-H
2

O
 (

4
0

1
.2

1
7

3
)

b
4

 (
5

3
4

.2
5

4
1

)
b
4

-H
2

O
 (

5
1

6
.2

4
2

9
)

b
5

 (
6

3
3

.3
2

1
1

)
b
5

-H
2

O
 (

6
1

5
.3

1
0

4
)

b
1

0
 (

1
1

7
8

.5
3

4
5

)

b
1

1
 (

1
2

7
7

.6
0

5
6

)

a
cK

* 
(1

2
6

.0
9

1
1

)
a
cK

 (
1

4
3

.1
1

7
5

)

Mass: 1684.8348     Charge: 2     m/z: 843.4247
Modified Peptide: _FTK(ac)DVPDFEGVYVK_     Score: 122.33     PEP: 3.3406E-17



0 500 1000 1500 2000

m/z

0

200000

400000

600000

800000

1000000

1200000

1400000

1600000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
5

)

y
2

 (
2

7
6

.1
5

4
7

)

y
3

 (
4

0
5

.1
9

7
8

)

y
4

 (
5

3
4

.2
3

9
7

)

y
5

 (
7

0
4

.3
4

5
1

)

y
6

 (
8

0
1

.3
9

6
8

)

y
7

 (
9

4
8

.4
6

5
9

)

y
8

 (
1

0
3

5
.4

9
6

1
)

y
9

 (
1

1
8

2
.5

6
3

4
)

y
1

0
 (

1
3

1
9

.6
2

1
1

)

y
1

1
 (

1
3

9
0

.6
5

7
9

)

y
1

3
 (

1
5

9
1

.7
3

6
6

)

y
1

4
 (

1
7

2
0

.7
8

0
4

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

1
)

y
2

-H
2

O
 (

2
5

8
.1

4
4

3
)

y
3

-H
2

O
 (

3
8

7
.1

8
6

7
)

y
4

-H
2

O
 (

5
1

6
.2

2
9

8
)

y
6

-H
2

O
 (

7
8

3
.3

8
8

6
)

y
9

-N
H

3
 (

1
1

6
5

.5
4

4
3

)

y
1

2
(2

+
) 

(7
5

2
.8

5
2

6
)

b
2

 (
2

5
9

.0
9

1
7

)
b
2

-H
2

O
 (

2
4

1
.0

8
1

3
)

b
3

 (
3

4
6

.1
2

4
0

)
b
3

-H
2

O
 (

3
2

8
.1

1
3

2
)

b
4

 (
4

6
0

.1
6

6
9

)
b
4

-H
2

O
 (

4
4

2
.1

5
6

6
)

b
5

 (
5

3
1

.2
0

3
9

)
b
5

-H
2

O
 (

5
1

3
.1

9
4

4
)

b
6

 (
6

6
8

.2
6

1
8

)
b
6

-N
H

3
 (

6
5

1
.2

3
5

4
)

b
7

 (
8

1
5

.3
2

9
4

)
b
7

-H
2

O
 (

7
9

7
.3

1
5

1
)

b
8

 (
9

0
2

.3
6

1
6

)
b
8

-H
2

O
 (

8
8

4
.3

4
9

5
)

b
9

 (
1

0
4

9
.4

2
9

5
)

b
9

-H
2

O
 (

1
0

3
1

.4
1

7
9

)

b
1

1
 (

1
3

1
6

.5
8

7
0

)
b
1

1
-N

H
3

 (
1

2
9

9
.5

6
1

2
)

b
1

2
 (

1
4

4
5

.6
2

4
5

)

b
1

3
 (

1
5

7
4

.6
7

1
1

)

b
1

4
 (

1
7

0
3

.7
0

8
3

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1848.8166     Charge: 2     m/z: 925.41559
Modified Peptide: _(ac)SESNAHFSFPK(ac)EEEK_     Score: 262.36     PEP: 2.8895E-138
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Mass: 1707.8784     Charge: 3     m/z: 570.30007
Modified Peptide: _TYAAEIAHNISAK(ac)NR_     Score: 46.408     PEP: 0.0003182
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Mass: 1328.7551     Charge: 3     m/z: 443.92565
Modified Peptide: _GELSK(ac)ELLASLK_     Score: 163.99     PEP: 8.9287E-36



0 200 400 600 800 1000 1200 1400 1600

m/z

0

100000

200000

300000

400000

500000

600000

700000

800000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
4

)

y
2

 (
3

5
3

.2
3

7
1

)

y
3

 (
4

8
1

.2
9

5
5

)

y
4

 (
5

9
5

.3
3

7
5

)

y
5

 (
7

0
8

.4
1

9
8

)

y
6

 (
8

2
1

.5
0

3
8

)

y
7

 (
9

2
2

.5
5

0
9

)

y
8

 (
1

0
3

7
.5

7
6

6
)

y
9

 (
1

1
5

0
.6

5
8

5
)

y
1

0
 (

1
2

2
1

.6
9

4
1

)

y
1

1
 (

1
3

2
0

.7
5

8
2

)

y
3

-N
H

3
 (

4
6

4
.2

6
9

9
)

y
4

-N
H

3
 (

5
7

8
.3

1
0

7
)

y
5

-N
H

3
 (

6
9

1
.3

9
3

0
)

y
7

-N
H

3
 (

9
0

5
.5

2
9

0
)

y
8

-H
2

O
 (

1
0

1
9

.5
6

6
0

)
y
8

-N
H

3
 (

1
0

2
0

.5
5

3
1

)

y
9

-H
2

O
 (

1
1

3
2

.6
4

4
6

)

y
1

0
-H

2
O

 (
1

2
0

3
.6

8
3

9
)

y
6

(2
+

) 
(4

1
1

.2
5

9
3

)

a
2

 (
1

4
5

.0
9

6
7

)
b
2

 (
1

7
3

.0
9

1
6

)

b
3

 (
2

7
2

.1
5

9
4

)

b
4

 (
3

4
3

.1
9

6
3

)
b
4

-H
2

O
 (

3
2

5
.1

8
5

8
)

b
5

 (
4

5
6

.2
8

0
1

)
b
5

-H
2

O
 (

4
3

8
.2

6
9

7
)

b
6

 (
5

7
1

.3
0

6
5

)
b
6

-H
2

O
 (

5
5

3
.2

9
4

9
)

b
7

 (
6

7
2

.3
5

4
1

)
b
7

-H
2

O
 (

6
5

4
.3

4
1

4
)

b
8

 (
7

8
5

.4
3

5
5

)
b
8

-H
2

O
 (

7
6

7
.4

2
5

9
)

Mass: 1491.85     Charge: 2     m/z: 746.9323
Modified Peptide: _TAVALDTILNQK(ac)R_     Score: 232.42     PEP: 1.6794E-101
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Mass: 926.52976     Charge: 3     m/z: 309.85053
Modified Peptide: _GLGK(ac)GGAK(ac)R_     Score: 118.33     PEP: 1.5448E-06
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Mass: 926.52976     Charge: 3     m/z: 309.85053
Modified Peptide: _GLGK(ac)GGAK(ac)R_     Score: 118.33     PEP: 1.5448E-06



0 200 400 600 800 1000

m/z

0

500000

1000000

1500000

2000000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
8

)

y
2

 (
2

0
4

.1
3

4
4

)

y
3

 (
3

1
7

.2
1

8
6

)

y
4

 (
3

7
4

.2
4

0
3

)

y
5

 (
5

4
4

.3
4

5
4

)

y
6

 (
6

0
1

.3
6

6
9

)

y
7

 (
6

5
8

.3
8

8
1

)

y
8

 (
8

2
8

.4
9

4
1

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

3
)

a
2

 (
2

0
0

.1
3

9
6

)

b
2

 (
2

2
8

.1
3

4
4

)
b
2

-N
H

3
 (

2
1

1
.1

0
7

9
)

b
3

 (
2

8
5

.1
5

5
9

)
b
3

-N
H

3
 (

2
6

8
.1

2
8

8
)

b
4

 (
3

4
2

.1
7

7
3

)

b
5

 (
5

1
2

.2
8

3
2

)

b
6

 (
5

6
9

.3
0

5
1

)

b
7

 (
6

8
2

.3
8

7
7

)

b
8

 (
7

3
9

.4
0

9
4

)

b
6

(2
+

) 
(2

8
5

.1
5

5
9

)

a
cK

* 
(1

2
6

.0
9

1
5

)
a
cK

* 
(1

2
6

.0
9

1
5

)

Mass: 884.50797     Charge: 2     m/z: 443.26126
Modified Peptide: _GK(ac)GGK(ac)GLGK_     Score: 129.85     PEP: 5.6884E-08
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Mass: 884.50797     Charge: 2     m/z: 443.26126
Modified Peptide: _GK(ac)GGK(ac)GLGK_     Score: 129.85     PEP: 5.6884E-08
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Mass: 1513.8595     Charge: 3     m/z: 505.62712
Modified Peptide: _TVTSLDVVYALK(ac)R_     Score: 117.23     PEP: 1.6857E-14
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Mass: 1366.7569     Charge: 2     m/z: 684.38571
Modified Peptide: _DNIQGITK(ac)PAIR_     Score: 208.08     PEP: 1.6449E-64
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Mass: 1166.6721     Charge: 2     m/z: 584.34334
Modified Peptide: _K(ac)SAPSTGGVK(ac)K_     Score: 73.848     PEP: 0.00025686
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Mass: 972.52401     Charge: 2     m/z: 487.26928
Modified Peptide: _K(ac)SAPSTGGVK_     Score: 94.616     PEP: 6.7703E-07
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Mass: 984.53524     Charge: 2     m/z: 493.2749
Modified Peptide: _K(ac)STGGK(ac)APR_     Score: 169.99     PEP: 1.1468E-23
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Mass: 984.53524     Charge: 2     m/z: 493.2749
Modified Peptide: _K(ac)STGGK(ac)APR_     Score: 169.99     PEP: 1.1468E-23
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Mass: 1055.6087     Charge: 2     m/z: 528.81165
Modified Peptide: _K(ac)QLASK(ac)AAR_     Score: 190.88     PEP: 2.0102E-42



0 200 400 600 800 1000 1200

m/z

0

200000

400000

600000

800000

1000000

1200000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
4

)

y
2

 (
2

4
6

.1
5

5
3

)

y
3

 (
3

1
7

.1
9

1
7

)

y
4

 (
4

8
7

.2
9

7
2

)

y
5

 (
5

7
4

.3
2

7
9

)

y
6

 (
6

4
5

.3
6

4
2

)

y
7

 (
7

5
8

.4
4

7
1

)

y
8

 (
8

8
6

.5
0

5
5

)

y
5

-N
H

3
 (

5
5

7
.3

0
0

7
)

y
6

-H
2

O
 (

6
2

7
.3

5
3

4
)

y
6

-N
H

3
 (

6
2

8
.3

4
1

3
)

y
7

-H
2

O
 (

7
4

0
.4

3
9

1
)

y
7

-N
H

3
 (

7
4

1
.4

3
0

4
)

y
8

-H
2

O
 (

8
6

8
.4

9
6

9
)

y
8

-N
H

3
 (

8
6

9
.4

8
0

0
)

a
2

 (
2

7
1

.1
7

5
2

)

b
2

 (
2

9
9

.1
7

0
1

)
b
2

-N
H

3
 (

2
8

2
.1

4
3

7
)

b
3

 (
4

1
2

.2
5

3
9

)
b
3

-N
H

3
 (

3
9

5
.2

2
6

9
)

b
4

 (
4

8
3

.2
9

2
1

)

b
6

 (
7

4
0

.4
3

9
1

)

a
cK

* 
(1

2
6

.0
9

1
1

)
a
cK

 (
1

4
3

.1
1

7
4

)
a
cK

* 
(1

2
6

.0
9

1
1

)
a
cK

 (
1

4
3

.1
1

7
4

)

Mass: 1055.6087     Charge: 2     m/z: 528.81165
Modified Peptide: _K(ac)QLASK(ac)AAR_     Score: 190.88     PEP: 2.0102E-42
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Mass: 1275.7187     Charge: 2     m/z: 638.86662
Modified Peptide: _FQK(ac)STELLIR_     Score: 189.66     PEP: 9.9953E-44



0 200 400 600 800 1000 1200 1400

m/z

0

50000

100000

150000

200000

250000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
2

)

y
5

 (
6

3
2

.3
5

8
1

)

y
6

 (
7

4
7

.3
8

4
0

)

y
7

 (
8

6
0

.4
6

7
8

)

y
8

 (
9

5
7

.5
2

1
2

)

y
9

 (
1

0
2

8
.5

6
1

4
)

y
1

-N
H

3
 (

1
3

0
.0

8
6

2
)

b
2

 (
1

8
7

.0
7

0
8

)

b
3

 (
2

5
8

.1
0

7
4

)

b
4

 (
3

5
5

.1
5

9
9

)

Mass: 1213.619     Charge: 2     m/z: 607.81679
Modified Peptide: _ADAPIDK(ac)SIDK_     Score: 54.7     PEP: 0.0006014
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Mass: 1244.6765     Charge: 2     m/z: 623.34552
Modified Peptide: _WTNAK(ac)LEITK_     Score: 68.44     PEP: 0.00022011
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Mass: 2178.221     Charge: 3     m/z: 727.08093
Modified Peptide: _LEITK(ac)EETLNPIIQDTKK_     Score: 63.918     PEP: 8.4512E-06
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Mass: 1553.7838     Charge: 2     m/z: 777.89918
Modified Peptide: _ETHDSWK(ac)QLIAGK_     Score: 145.6     PEP: 3.9592E-30
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Mass: 1569.825     Charge: 2     m/z: 785.91978
Modified Peptide: _EETLNPIIQDTK(ac)K_     Score: 154.1     PEP: 7.6503E-31
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Mass: 2396.193     Charge: 2     m/z: 1199.1038
Modified Peptide: _SSDSK(ac)GIDLTNVTLPDTPTYSK_     Score: 129.32     PEP: 1.12E-41
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Mass: 2280.1426     Charge: 3     m/z: 761.05483
Modified Peptide: _IYK(ac)IPDGKPENQFAFSGEAK_     Score: 146.64     PEP: 4.6988E-50
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Mass: 2570.3483     Charge: 4     m/z: 643.59435
Modified Peptide: _VYIEK(ac)DGKPVSAFHDIPLYADK_     Score: 169.98     PEP: 6.9098E-83
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Mass: 1799.8247     Charge: 3     m/z: 600.94886
Modified Peptide: _LSHM(ox)SPEDAEEELK(ac)K_     Score: 62.287     PEP: 0.0013517
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Mass: 1197.7081     Charge: 2     m/z: 599.86134
Modified Peptide: _IIK(ac)LLESGQR_     Score: 72.006     PEP: 0.00010033
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Mass: 1389.7425     Charge: 2     m/z: 695.87854
Modified Peptide: _EEM(ox)DLITK(ac)IIK_     Score: 124.42     PEP: 2.959E-12
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Mass: 1589.7937     Charge: 3     m/z: 530.93851
Modified Peptide: _DIEFAQK(ac)ALEGAEK_     Score: 133.14     PEP: 6.3147E-24
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Mass: 1369.7565     Charge: 2     m/z: 685.88554
Modified Peptide: _EVLSK(ac)ILGENAR_     Score: 70.412     PEP: 9.0362E-05
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Mass: 1079.6198     Charge: 2     m/z: 540.81716
Modified Peptide: _TFAK(ac)EVLSK_     Score: 94.692     PEP: 6.8863E-06
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Mass: 1833.8745     Charge: 3     m/z: 612.29877
Modified Peptide: _DRDNFDEVAK(ac)VLEDK_     Score: 95.347     PEP: 3.6628E-06
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Mass: 1571.8631     Charge: 2     m/z: 786.93884
Modified Peptide: _LALNSVGGK(ac)SSASIAR_     Score: 66.965     PEP: 1.0689E-06
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Mass: 1621.7948     Charge: 2     m/z: 811.90466
Modified Peptide: _VISESQNNDK(ac)TFAK_     Score: 95.651     PEP: 1.186E-08
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Mass: 1774.9465     Charge: 2     m/z: 888.48053
Modified Peptide: _NYTPK(ac)QDLSQSIVLK_     Score: 121.99     PEP: 1.0682E-17



0 500 1000 1500 2000

m/z

0

5000

10000

15000

20000

25000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

3
0

)

y
3

 (
4

1
8

.2
6

4
7

)

y
4

 (
5

4
6

.3
2

4
6

)

y
6

 (
7

4
6

.4
4

3
0

)

y
7

 (
8

7
5

.4
8

0
7

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

4
)

a
2

 (
1

8
3

.1
4

9
4

)

b
6

 (
6

6
3

.4
0

9
3

)

b
7

 (
7

6
2

.4
7

6
6

)

b
8

 (
8

6
1

.5
4

3
7

)

Mass: 2151.2039     Charge: 3     m/z: 718.07523
Modified Peptide: _IPEIPLVVSTDLESIQK(ac)TK_     Score: 30.767     PEP: 0.0023793
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Mass: 1407.842     Charge: 3     m/z: 470.28796
Modified Peptide: _AVGAHSDLLK(ac)VLK_     Score: 73.466     PEP: 4.8346E-05
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Mass: 1106.6307     Charge: 2     m/z: 554.32261
Modified Peptide: _VFAAEK(ac)LGSK_     Score: 80.763     PEP: 2.6268E-05
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Mass: 1369.6878     Charge: 2     m/z: 685.85117
Modified Peptide: _PAAVFTETLK(ac)HD_     Score: 127.37     PEP: 5.9195E-16



0 200 400 600 800 1000 1200 1400

m/z

0

50000

100000

150000

200000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

7
0

)

y
2

 (
2

8
4

.1
6

9
6

)

y
3

 (
3

5
5

.2
0

6
6

)

y
4

 (
4

2
6

.2
4

3
7

)

y
5

 (
5

7
3

.3
1

2
3

)

y
6

 (
6

7
2

.3
7

9
9

)

y
7

 (
8

5
0

.4
9

6
9

)

y
8

 (
9

2
1

.5
3

6
0

)

y
9

 (
1

0
8

4
.6

0
0

3
)

y
1

0
 (

1
1

8
1

.6
5

2
9

)

y
2

-H
2

O
 (

2
6

6
.1

5
9

0
)

y
7

(2
+

) 
(4

2
5

.7
5

3
0

)

a
2

 (
2

0
0

.1
3

9
4

)

b
2

 (
2

2
8

.1
3

4
2

)
b
2

-N
H

3
 (

2
1

1
.1

0
7

7
)

b
4

 (
4

8
8

.2
5

2
1

)
b
4

-N
H

3
 (

4
7

1
.2

2
2

2
)

b
5

 (
5

5
9

.2
8

7
8

)
b
5

-N
H

3
 (

5
4

2
.2

6
0

7
)

b
6

 (
7

3
7

.4
0

7
0

)
b
6

-N
H

3
 (

7
2

0
.3

7
9

2
)

b
7

 (
8

3
6

.4
7

3
8

)

Mass: 1407.7733     Charge: 3     m/z: 470.26504
Modified Peptide: _LNPYAK(ac)VFAAEK_     Score: 130.1     PEP: 6.1147E-21
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Mass: 2278.2672     Charge: 3     m/z: 760.42967
Modified Peptide: _VEK(ac)IPEIPLVVSTDLESIQK_     Score: 149.44     PEP: 6.2231E-51
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Mass: 2086.0542     Charge: 3     m/z: 696.35869
Modified Peptide: _QSDVIK(ac)NREELDELTQK_     Score: 46.663     PEP: 0.00028796
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Mass: 1324.7503     Charge: 3     m/z: 442.59072
Modified Peptide: _ILLFK(ac)ELDHR_     Score: 103.22     PEP: 7.3857E-10
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Mass: 2179.1049     Charge: 3     m/z: 727.37556
Modified Peptide: _FTLNEK(ac)QLTDDPIDLFTK_     Score: 97.095     PEP: 2.0438E-15
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Mass: 2440.1798     Charge: 3     m/z: 814.40055
Modified Peptide: _QAEETQK(ac)PIIFAPETYQYDK_     Score: 99.603     PEP: 7.4006E-16
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Mass: 2261.2405     Charge: 3     m/z: 754.75412
Modified Peptide: _VQVGDIVTVGQCRPISK(ac)TVR_     Score: 35.748     PEP: 0.001425
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Mass: 1224.6291     Charge: 2     m/z: 613.32185
Modified Peptide: _WYK(ac)NAGLGFK_     Score: 61.353     PEP: 0.00045822
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Mass: 1265.6503     Charge: 2     m/z: 633.83244
Modified Peptide: _TAIEGSYIDK(ac)K_     Score: 128.28     PEP: 9.2187E-18
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Mass: 1089.6153     Charge: 2     m/z: 545.81495
Modified Peptide: _NAGLGFK(ac)TPK_     Score: 155.26     PEP: 1.1995E-21
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Mass: 2058.975     Charge: 3     m/z: 687.33229
Modified Peptide: _QYSELQK(ac)DSM(ox)LDSSLNK_     Score: 48.053     PEP: 5.314E-05
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Mass: 1559.7468     Charge: 2     m/z: 780.88065
Modified Peptide: _GK(ac)WTAEEEQELAK_     Score: 140.08     PEP: 1.4978E-22



0 500 1000 1500 2000

m/z

0

20000

40000

60000

80000

100000

120000

In
te

n
si

ty

y
4

 (
4

6
1

.2
7

2
4

)

y
6

 (
6

6
1

.3
8

7
5

)

y
7

 (
8

0
8

.4
5

5
3

)

y
8

 (
9

2
1

.5
3

9
8

)

y
9

 (
1

0
4

9
.6

0
0

3
)

y
1

0
 (

1
1

3
6

.6
2

9
0

)

y
8

(2
+

) 
(4

6
1

.2
7

2
4

)

a
2

 (
2

0
2

.0
8

2
1

)
b
2

 (
2

3
0

.0
7

7
1

)

b
5

 (
5

1
4

.2
2

3
9

)
b
5

-H
2

O
 (

4
9

6
.2

1
3

0
)

b
7

 (
8

0
5

.3
4

5
2

)
b
7

-N
H

3
 (

7
8

8
.3

2
0

8
)

b
8

 (
9

5
2

.3
8

1
4

)
b
8

-N
H

3
 (

9
3

5
.3

6
0

4
)a

cK
* 

(1
2

6
.0

9
1

5
)

Mass: 2297.1362     Charge: 3     m/z: 766.71934
Modified Peptide: _NDGGK(ac)YQM(ox)PLSQLFSLNTVK_     Score: 39.276     PEP: 0.00027029
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Mass: 2417.3166     Charge: 3     m/z: 806.77947
Modified Peptide: _VGSNK(ac)YTQLKPTATAVTTAPISK_     Score: 69.922     PEP: 1.0278E-06
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Mass: 1676.7919     Charge: 2     m/z: 839.40324
Modified Peptide: _NSLSQK(ac)FLGDSEM(ox)R_     Score: 138.19     PEP: 2.4606E-24
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Mass: 1603.828     Charge: 3     m/z: 535.6166
Modified Peptide: _SIEDVFHLM(ox)K(ac)ISK_     Score: 58.071     PEP: 0.00021869
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Mass: 2041.915     Charge: 2     m/z: 1021.9648
Modified Peptide: _EVDK(ac)LQETDTANYEAM(ox)K_     Score: 51.265     PEP: 3.8622E-05
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Mass: 1135.646     Charge: 2     m/z: 568.83026
Modified Peptide: _K(ac)FIDLVESK_     Score: 89.548     PEP: 2.7107E-05
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Mass: 1216.6128     Charge: 2     m/z: 609.31369
Modified Peptide: _AFDLFK(ac)YSGK_     Score: 74.944     PEP: 5.0642E-05
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Mass: 1989.0138     Charge: 3     m/z: 664.01188
Modified Peptide: _LPTPEGSTFSDTGNK(ac)RPK_     Score: 33.308     PEP: 0.003064
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Mass: 1805.8948     Charge: 3     m/z: 602.97221
Modified Peptide: _NYTEHSTPFLNK(ac)VSK_     Score: 38.028     PEP: 0.0014602
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Mass: 1805.9343     Charge: 3     m/z: 602.98536
Modified Peptide: _K(ac)GLNMGAHMLAK(ac)ENGK_     Score: 66.965     PEP: 4.7759E-06
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Mass: 1805.9343     Charge: 3     m/z: 602.98536
Modified Peptide: _K(ac)GLNMGAHMLAK(ac)ENGK_     Score: 66.965     PEP: 4.7759E-06
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Mass: 1205.5747     Charge: 2     m/z: 603.79461
Modified Peptide: _K(ac)DTEDGLQDK_     Score: 89.805     PEP: 1.2315E-06
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Mass: 1290.6667     Charge: 2     m/z: 646.34063
Modified Peptide: _VSEK(ac)DSSK(ac)TVK_     Score: 96.64     PEP: 1.0905E-06
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Mass: 2321.1925     Charge: 3     m/z: 774.73811
Modified Peptide: _DK(ac)TASSTVTVHENVNK(ac)NEIK_     Score: 75.358     PEP: 6.9447E-09
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Mass: 2321.1925     Charge: 3     m/z: 774.73811
Modified Peptide: _DK(ac)TASSTVTVHENVNK(ac)NEIK_     Score: 75.358     PEP: 6.9447E-09
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Mass: 1760.8065     Charge: 3     m/z: 587.94276
Modified Peptide: _DADAAK(ac)KDTEDGLQDK_     Score: 112.8     PEP: 2.7985E-09
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Mass: 1790.817     Charge: 3     m/z: 597.94628
Modified Peptide: _DSSK(ac)TVKDEAPTNDDK_     Score: 95.347     PEP: 1.4211E-11
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Mass: 1386.7577     Charge: 2     m/z: 694.38613
Modified Peptide: _LTSVIPEGEK(ac)EK_     Score: 141.73     PEP: 5.3915E-29
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Mass: 1357.7606     Charge: 2     m/z: 679.88755
Modified Peptide: _FLANK(ac)DLGLTPK_     Score: 145.6     PEP: 2.4238E-29
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Mass: 2599.0715     Charge: 3     m/z: 867.36445
Modified Peptide: _ENGK(ac)NEEQDM(ox)VEESSK(ac)TEDSSK_     Score: 162.85     PEP: 1.0303E-66
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Mass: 2144.8874     Charge: 3     m/z: 715.96975
Modified Peptide: _NEEQDM(ox)VEESSK(ac)TEDSSK_     Score: 183.77     PEP: 1.259E-80



0 200 400 600 800 1000 1200 1400 1600

m/z

0

20000

40000

60000

80000

100000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
8

)

y
2

 (
2

6
0

.1
9

7
0

)

y
4

 (
4

5
6

.3
1

8
1

)

y
5

 (
5

6
9

.4
0

3
4

) y
6

 (
7

3
9

.5
0

8
7

)

y
9

 (
1

0
8

4
.6

1
5

6
)

b
3

 (
4

3
2

.2
3

5
4

)

b
4

 (
5

3
1

.3
0

3
9

)

b
5

 (
6

6
0

.3
4

4
2

)

a
cK

* 
(1

2
6

.0
9

1
5

)

Mass: 1613.9141     Charge: 3     m/z: 538.97864
Modified Peptide: _RQFVESEK(ac)LPVIK_     Score: 47.189     PEP: 0.0046367
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Mass: 1523.8811     Charge: 3     m/z: 508.96763
Modified Peptide: _LPAEITEVELLK(ac)K_     Score: 80.522     PEP: 5.539E-05
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Mass: 1392.7613     Charge: 2     m/z: 697.38792
Modified Peptide: _LLEEAHVK(ac)LDGK_     Score: 145.71     PEP: 3.7574E-29
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Mass: 1662.8577     Charge: 3     m/z: 555.29318
Modified Peptide: _QITIGEAATEK(ac)GFTR_     Score: 164.65     PEP: 3.5894E-43
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Mass: 1491.7457     Charge: 2     m/z: 746.88012
Modified Peptide: _LVGDVDFDSVK(ac)EK_     Score: 200.05     PEP: 8.4792E-108
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Mass: 1175.6066     Charge: 2     m/z: 588.81059
Modified Peptide: _FEEASLFK(ac)R_     Score: 85.377     PEP: 0.00010761
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Mass: 1628.8865     Charge: 2     m/z: 815.45052
Modified Peptide: _YLLDIIK(ac)GSSLSDR_     Score: 66.533     PEP: 1.7894E-05
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Mass: 1699.8166     Charge: 3     m/z: 567.6128
Modified Peptide: _RYESEK(ac)ELYNATR_     Score: 67.275     PEP: 0.00037099
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Mass: 1962.0058     Charge: 3     m/z: 655.00922
Modified Peptide: _SLDGK(ac)LIYPEATGISSNR_     Score: 160.43     PEP: 5.5002E-33
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Mass: 930.51747     Charge: 2     m/z: 466.26601
Modified Peptide: _EIK(ac)PFQK_     Score: 93.262     PEP: 0.0031219
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Mass: 1437.798     Charge: 3     m/z: 480.27328
Modified Peptide: _IHLFGK(ac)PATGDLK_     Score: 34.685     PEP: 0.0032595
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Mass: 1450.7191     Charge: 2     m/z: 726.36685
Modified Peptide: _DYDLK(ac)EIDSAIK_     Score: 122.46     PEP: 1.041E-14
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Mass: 2393.9996     Charge: 3     m/z: 799.00715
Modified Peptide: _NDM(ox)TTM(ox)K(ac)YVEPGNAM(ox)SGEGEK_     Score: 94.463     PEP: 2.445E-15
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Mass: 1717.8887     Charge: 2     m/z: 859.95161
Modified Peptide: _VFDK(ac)NGDGLISAAELK_     Score: 229.68     PEP: 5.1513E-127
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Mass: 1413.7547     Charge: 2     m/z: 707.88462
Modified Peptide: _QK(ac)LNSPNSNINK_     Score: 51.013     PEP: 0.0008647
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Mass: 2512.2769     Charge: 3     m/z: 838.43291
Modified Peptide: _LNSPNSNINK(ac)LVNTATSIEENAK_     Score: 167.59     PEP: 1.4085E-69
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Mass: 951.5248     Charge: 2     m/z: 476.76967
Modified Peptide: _TIEK(ac)FEK_     Score: 72.547     PEP: 0.0039124
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Mass: 1007.5288     Charge: 2     m/z: 504.77166
Modified Peptide: _ETSNFIK(ac)K_     Score: 86.833     PEP: 0.0016717



0 200 400 600 800 1000 1200

m/z

0

20000

40000

60000

80000

100000

120000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

7
0

)

y
3

 (
4

4
6

.3
3

0
6

)

y
4

 (
5

6
1

.3
5

5
4

)

y
5

 (
6

7
4

.4
4

1
6

)

y
6

 (
7

7
3

.5
1

0
1

)

y
7

 (
9

5
9

.5
8

7
9

)

y
8

 (
1

0
3

0
.6

2
8

6
)

y
7

(2
+

) 
(4

8
0

.3
0

1
6

)

a
2

 (
2

0
7

.1
1

3
0

)

b
2

 (
2

3
5

.1
0

7
8

)

b
3

 (
4

2
1

.1
8

6
4

)

Mass: 1192.6827     Charge: 2     m/z: 597.34862
Modified Peptide: _YAWVLDK(ac)LK_     Score: 71.349     PEP: 0.00046723
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Mass: 1370.7205     Charge: 2     m/z: 686.36754
Modified Peptide: _GSFK(ac)YAWVLDK_     Score: 73.466     PEP: 5.4453E-05
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Mass: 1295.7238     Charge: 3     m/z: 432.9152
Modified Peptide: _KLEDHPK(ac)FLK_     Score: 87.184     PEP: 3.2597E-06
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Mass: 1301.5801     Charge: 2     m/z: 651.79735
Modified Peptide: _MDSVK(ac)WDESR_     Score: 88.441     PEP: 5.9254E-07
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Mass: 1517.8458     Charge: 2     m/z: 759.93018
Modified Peptide: _QLIVAVNK(ac)M(ox)DSVK_     Score: 120.14     PEP: 5.3375E-15
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Mass: 1189.6707     Charge: 2     m/z: 595.84261
Modified Peptide: _FLK(ac)SGDAALVK_     Score: 128.85     PEP: 3.7628E-18
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Mass: 2368.1232     Charge: 3     m/z: 790.38167
Modified Peptide: _FVPSK(ac)PM(ox)CVEAFSEYPPLGR_     Score: 109.89     PEP: 4.4224E-22
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Mass: 1384.7926     Charge: 2     m/z: 693.40357
Modified Peptide: _QTVAVGVIK(ac)SVDK_     Score: 162.41     PEP: 1.7129E-40
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Mass: 1319.6357     Charge: 2     m/z: 660.82515
Modified Peptide: _FDELLEK(ac)NDR_     Score: 201.75     PEP: 7.117E-49
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Mass: 2487.3295     Charge: 3     m/z: 830.1171
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Mass: 2023.1466     Charge: 2     m/z: 1012.5806
Modified Peptide: _LPLQDVYK(ac)IGGIGTVPVGR_     Score: 278.02     PEP: 1.6188E-223
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Mass: 2024.9361     Charge: 2     m/z: 1013.4753
Modified Peptide: _M(ox)VDEK(ac)FTEESINEQIR_     Score: 189.37     PEP: 2.5032E-74
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Mass: 1127.6066     Charge: 2     m/z: 564.81059
Modified Peptide: _DLK(ac)TGEIFR_     Score: 51.927     PEP: 0.0022386
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Mass: 1417.7445     Charge: 2     m/z: 709.87953
Modified Peptide: _TPFASASIGK(ac)SFR_     Score: 41.644     PEP: 0.001882
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Mass: 1731.9043     Charge: 2     m/z: 866.95943
Modified Peptide: _SQIPFK(ac)IDDSGVSIGK_     Score: 72.819     PEP: 0.0017671
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Mass: 1137.6637     Charge: 2     m/z: 569.83915
Modified Peptide: _DIK(ac)LSFLPR_     Score: 61.593     PEP: 0.0012941
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Mass: 1657.7795     Charge: 3     m/z: 553.60045
Modified Peptide: _GLVEDANAAAK(ac)DDAEK_     Score: 39.685     PEP: 0.00086631
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Mass: 1325.7191     Charge: 2     m/z: 663.86682
Modified Peptide: _QK(ac)LDNPIEVTK_     Score: 54.7     PEP: 0.0006014
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Mass: 1819.9091     Charge: 3     m/z: 607.64365
Modified Peptide: _LDDDVVK(ac)EYEEILAK_     Score: 50.155     PEP: 0.0002319
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Mass: 2255.074     Charge: 3     m/z: 752.6986
Modified Peptide: _DAPK(ac)VESHLLNM(ox)SQDDLASK_     Score: 61.616     PEP: 3.9228E-06
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Mass: 2398.205     Charge: 3     m/z: 800.40894
Modified Peptide: _VESHLLNM(ox)SQDDLASK(ac)AELLK_     Score: 65.454     PEP: 2.2547E-06
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Mass: 1770.8887     Charge: 3     m/z: 591.30352
Modified Peptide: _VDGVDGEVELDDK(ac)LVK_     Score: 93.424     PEP: 3.9224E-12
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Mass: 2445.337     Charge: 3     m/z: 816.11961
Modified Peptide: _FVNVGAFPIGIDVDK(ac)FTDGLKK_     Score: 57.009     PEP: 0.00014567
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Mass: 1954.1251     Charge: 3     m/z: 652.38233
Modified Peptide: _IIVGVDRLDYIK(ac)GVPQK_     Score: 59.261     PEP: 1.2001E-05
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Mass: 1745.8261     Charge: 2     m/z: 873.92031
Modified Peptide: _FEK(ac)TFITQGAYEDR_     Score: 30.961     PEP: 0.0069259
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Mass: 1285.6779     Charge: 2     m/z: 643.84622
Modified Peptide: _AVEQGFNVK(ac)PR_     Score: 79.693     PEP: 3.0132E-05
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Mass: 1536.7824     Charge: 2     m/z: 769.39848
Modified Peptide: _ISPK(ac)ILDEFYDR_     Score: 96.734     PEP: 6.4783E-07
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Mass: 1786.8162     Charge: 2     m/z: 894.41539
Modified Peptide: _FFK(ac)QDFEENGSLER_     Score: 156.24     PEP: 7.3638E-43
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Mass: 1367.6609     Charge: 2     m/z: 684.83773
Modified Peptide: _TPEEK(ac)FFVDSK_     Score: 113.99     PEP: 1.2095E-11
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Mass: 2045.1128     Charge: 3     m/z: 682.71154
Modified Peptide: _VAEVAVQNFITNDK(ac)VNVK_     Score: 40.52     PEP: 0.00033814
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Mass: 1432.7198     Charge: 2     m/z: 717.36718
Modified Peptide: _TDLAK(ac)SELFDPR_     Score: 145     PEP: 1.9348E-19
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Mass: 1397.8395     Charge: 2     m/z: 699.92701
Modified Peptide: _ALVVFNPLLK(ac)SR_     Score: 45.257     PEP: 0.0015054
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Mass: 2000.9571     Charge: 3     m/z: 667.99297
Modified Peptide: _DELQELNDFGEK(ac)YPVR_     Score: 81.346     PEP: 8.2124E-10
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Mass: 1529.8272     Charge: 2     m/z: 765.92087
Modified Peptide: _GISGLVK(ac)TPVDDSGK_     Score: 153.23     PEP: 7.9343E-34
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Mass: 1632.826     Charge: 3     m/z: 545.28261
Modified Peptide: _VFDSK(ac)LQEHGLYR_     Score: 112.44     PEP: 9.4886E-11
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Mass: 1986.9687     Charge: 3     m/z: 663.33018
Modified Peptide: _ALAYEGEPHEIAENFK(ac)K_     Score: 158.17     PEP: 4.1609E-48
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Mass: 1844.7952     Charge: 2     m/z: 923.40489
Modified Peptide: _AK(ac)LDDEYSDFASDAEK_     Score: 151.62     PEP: 1.852E-37
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Mass: 1767.781     Charge: 2     m/z: 884.89779
Modified Peptide: _DYEFDQSTTSFDK(ac)K_     Score: 150.34     PEP: 1.7166E-32
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Mass: 849.45962     Charge: 2     m/z: 425.73709
Modified Peptide: _TYTK(ac)APK_     Score: 67.981     PEP: 0.0047254
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Mass: 2228.0637     Charge: 2     m/z: 1115.0391
Modified Peptide: _IGQEVDGEAVGDEFK(ac)GYVFK_     Score: 34.689     PEP: 0.000293
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Mass: 1324.6874     Charge: 3     m/z: 442.56976
Modified Peptide: _EVTKGEK(ac)TYTK_     Score: 78.342     PEP: 0.0001764
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Mass: 1481.7514     Charge: 3     m/z: 494.92442
Modified Peptide: _K(ac)FFGLSKEDDVR_     Score: 104.24     PEP: 0.00012956
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Mass: 1353.6565     Charge: 2     m/z: 677.83552
Modified Peptide: _FFGLSK(ac)EDDVR_     Score: 178.67     PEP: 1.2545E-35
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Mass: 1482.7922     Charge: 3     m/z: 495.27134
Modified Peptide: _EAAAEYAQLLAK(ac)R_     Score: 185.25     PEP: 8.9658E-62
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Mass: 1444.6947     Charge: 3     m/z: 482.57216
Modified Peptide: _SYEDDAK(ac)VAIHR_     Score: 113.63     PEP: 5.6693E-11
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Mass: 1015.555     Charge: 2     m/z: 508.78476
Modified Peptide: _VGVLSEDK(ac)K_     Score: 76.465     PEP: 0.0005528



0 200 400 600 800 1000 1200

m/z

0

50000

100000

150000

200000

250000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
3

)

y
2

 (
2

4
4

.1
6

4
7

)

y
3

 (
3

4
5

.2
1

1
4

)

y
5

 (
5

9
5

.3
0

6
7

)

y
6

 (
6

9
6

.3
5

2
2

)

y
7

 (
8

6
6

.4
5

7
2

)

y
8

 (
9

5
3

.4
8

7
3

)
y
8

-H
2

O
 (

9
3

5
.4

8
2

2
)

y
8

(2
+

) 
(4

7
7

.2
4

9
2

)

a
2

 (
2

3
7

.1
2

2
4

)

b
2

 (
2

6
5

.1
1

7
0

)

b
4

 (
5

2
2

.2
5

5
0

)
b
4

-H
2

O
 (

5
0

4
.2

4
0

8
)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1216.5976     Charge: 2     m/z: 609.30606
Modified Peptide: _TYSK(ac)TYSTPK_     Score: 81.017     PEP: 2.5207E-05
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Mass: 1103.659     Charge: 2     m/z: 552.8368
Modified Peptide: _K(ac)LDYVLALK_     Score: 128.81     PEP: 4.2113E-08
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Mass: 1402.8184     Charge: 2     m/z: 702.41648
Modified Peptide: _LQTQVYK(ac)LGLAK_     Score: 152.96     PEP: 7.8281E-30
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Mass: 2094.0262     Charge: 3     m/z: 699.016
Modified Peptide: _LDSEK(ac)HIDFAPTSPFGGAR_     Score: 217.26     PEP: 5.9197E-116
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Mass: 1644.8512     Charge: 2     m/z: 823.43286
Modified Peptide: _FYQGK(ac)TGVVYNVTK_     Score: 143.64     PEP: 1.816E-32
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Mass: 2663.2411     Charge: 3     m/z: 888.7543
Modified Peptide: _(ac)M(ox)NQCAK(ac)DITHEASSIPIDLQER_     Score: 122.39     PEP: 1.4444E-31
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Mass: 1855.9217     Charge: 3     m/z: 619.64784
Modified Peptide: _NWFLSK(ac)TGNDPSHIAK_     Score: 39.685     PEP: 0.00086631
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Mass: 1921.9716     Charge: 3     m/z: 641.66448
Modified Peptide: _DEEQVK(ac)AEGATGGLVPHK_     Score: 49.049     PEP: 9.7949E-05
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Mass: 1814.7985     Charge: 3     m/z: 605.9401
Modified Peptide: _DAM(ox)FK(ac)GEHINSTEDR_     Score: 77.562     PEP: 3.9933E-07
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Mass: 1248.6714     Charge: 2     m/z: 625.34298
Modified Peptide: _TLSVK(ac)QEFQK_     Score: 104.52     PEP: 6.6486E-10
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Mass: 1525.8504     Charge: 3     m/z: 509.62409
Modified Peptide: _LATELPAWSK(ac)LQK_     Score: 103.88     PEP: 5.9175E-10
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Modified Peptide: _IYESQGK(ac)TLSVK_     Score: 123.95     PEP: 7.4348E-15
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Mass: 2930.4621     Charge: 3     m/z: 977.82799
Modified Peptide: _VIGK(ac)ELDNSSTISTHDASTNGLINQFK_     Score: 78.717     PEP: 5.354E-21
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Mass: 1939.9204     Charge: 2     m/z: 970.96746
Modified Peptide: _TFTNYDGSK(ac)ILFDYSK_     Score: 121.27     PEP: 3.4525E-21
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Mass: 1724.8733     Charge: 2     m/z: 863.44395
Modified Peptide: _TGK(ac)FPEQSSIPPNPGK_     Score: 179.81     PEP: 2.7015E-87
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Mass: 2263.1332     Charge: 3     m/z: 755.38501
Modified Peptide: _TSSPVNLDVESTAQSLGK(ac)FNK_     Score: 36.253     PEP: 0.0002793
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Mass: 1036.5896     Charge: 2     m/z: 519.30206
Modified Peptide: _AVK(ac)EVLSIE_     Score: 64.297     PEP: 0.001065
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Mass: 936.54838     Charge: 2     m/z: 469.28147
Modified Peptide: _VSK(ac)GLLDR_     Score: 73.985     PEP: 0.001017
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Mass: 1725.0036     Charge: 3     m/z: 576.00849
Modified Peptide: _SIRPLDTEAIIK(ac)TVK_     Score: 105.28     PEP: 1.1687E-11
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Mass: 2077.0954     Charge: 2     m/z: 1039.555
Modified Peptide: _ELEDFAFPDTPTIVK(ac)AVK_     Score: 150.59     PEP: 2.117E-43
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Mass: 1397.7758     Charge: 2     m/z: 699.89518
Modified Peptide: _K(ac)YGVSAEVINLR_     Score: 191.53     PEP: 1.9436E-52
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Mass: 2962.4852     Charge: 3     m/z: 988.50233
Modified Peptide: _VTGADVPTPYAK(ac)ELEDFAFPDTPTIVK_     Score: 184.59     PEP: 4.1252E-110
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Mass: 1165.6718     Charge: 2     m/z: 583.84317
Modified Peptide: _VYFVDK(ac)LPK_     Score: 60.518     PEP: 0.0013853
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Mass: 1602.8701     Charge: 2     m/z: 802.4423
Modified Peptide: _SLNNAK(ac)FVNTNPVK_     Score: 85.909     PEP: 1.6354E-07
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Mass: 1486.694     Charge: 2     m/z: 744.35427
Modified Peptide: _YYSGDEK(ac)DSLIR_     Score: 122.42     PEP: 1.0482E-14
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Mass: 1679.877     Charge: 2     m/z: 840.9458
Modified Peptide: _K(ac)FLDEYIVGQEIGK_     Score: 139.6     PEP: 7.1044E-22
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Mass: 1338.7184     Charge: 2     m/z: 670.36645
Modified Peptide: _VFSGFIK(ac)GLDSK_     Score: 76.073     PEP: 5.7021E-05
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Mass: 1686.8213     Charge: 2     m/z: 844.41793
Modified Peptide: _GLDSK(ac)ESVAGSPWGQK_     Score: 76.85     PEP: 1.4829E-09
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Mass: 1078.5782     Charge: 2     m/z: 540.29639
Modified Peptide: _GIK(ac)WNFEK_     Score: 57.598     PEP: 0.0025015
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Mass: 1528.9068     Charge: 2     m/z: 765.46069
Modified Peptide: _DIISPLLLNPTK(ac)R_     Score: 119.01     PEP: 1.3979E-14



0 200 400 600 800 1000 1200 1400 1600

m/z

0

200000

400000

600000

800000

1000000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
6

)

y
2

 (
2

6
8

.2
1

0
2

)

y
3

 (
3

8
3

.2
3

6
5

)

y
4

 (
5

3
0

.3
0

4
9

)

y
5

 (
6

7
7

.3
7

2
5

)

y
6

 (
7

7
4

.4
2

3
9

)

y
7

 (
8

8
8

.4
6

6
4

)

y
8

 (
1

0
6

6
.5

8
3

4
)

y
9

 (
1

2
2

9
.6

4
4

1
)

y
1

0
 (

1
3

5
8

.6
8

4
2

)

y
1

1
 (

1
4

4
5

.7
1

3
3

)

y
6

-H
2

O
 (

7
5

6
.4

1
5

0
)

y
7

-H
2

O
 (

8
7

0
.4

5
4

4
)

y
7

-N
H

3
 (

8
7

1
.4

4
0

2
)

y
1

0
-H

2
O

 (
1

3
4

0
.6

7
0

1
)

y
8

(2
+

) 
(5

3
3

.7
9

6
6

)a
2

 (
1

7
3

.1
2

8
1

)
b
2

 (
2

0
1

.1
2

2
9

)
b
2

-H
2

O
 (

1
8

3
.1

1
2

4
)

b
3

 (
3

3
0

.1
6

4
9

)
b
3

-H
2

O
 (

3
1

2
.1

5
4

2
)

b
4

 (
4

9
3

.2
2

8
5

)

b
5

 (
6

7
1

.3
4

5
4

)
b
5

-H
2

O
 (

6
5

3
.3

3
5

5
)

b
6

 (
7

8
5

.3
8

7
9

)
b
6

-H
2

O
 (

7
6

7
.3

7
9

4
)

b
6

-N
H

3
 (

7
6

8
.3

6
2

6
)

Mass: 1557.805     Charge: 2     m/z: 779.90977
Modified Peptide: _LSEYK(ac)NPFFDLK_     Score: 126.32     PEP: 2.698E-15



0 500 1000 1500 2000

m/z

0

50000

100000

150000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
4

)

y
2

 (
2

8
4

.1
6

8
8

)

y
3

 (
3

5
5

.2
0

5
3

)

y
4

 (
4

5
4

.2
7

4
9

)

y
5

 (
5

6
7

.3
5

7
2

)

y
9

 (
9

8
2

.5
2

3
9

)

y
1

0
 (

1
0

8
1

.5
8

9
2

)

y
1

1
 (

1
1

9
5

.6
2

8
8

)

y
1

2
 (

1
2

8
2

.6
6

8
3

)

y
1

3
 (

1
3

8
3

.7
0

1
0

)

y
1

4
 (

1
4

9
8

.7
2

6
5

)

y
1

5
 (

1
6

2
7

.7
8

2
1

)

y
1

6
 (

1
7

4
0

.8
5

0
8

)

b
2

 (
2

5
0

.1
6

3
1

)
b
2

-N
H

3
 (

2
3

3
.1

3
7

3
)

b
3

 (
3

6
3

.2
4

6
6

)

b
5

 (
6

0
7

.3
1

7
3

)

b
9

 (
1

0
0

8
.5

0
3

4
)

Mass: 1989.0237     Charge: 2     m/z: 995.51913
Modified Peptide: _AK(ac)IEDTSNVGTEQLVAEK_     Score: 125.12     PEP: 3.0035E-27
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Mass: 1848.9469     Charge: 2     m/z: 925.48073
Modified Peptide: _SLNAK(ac)YETLGLDDLQK_     Score: 164.62     PEP: 4.8646E-48
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Mass: 2894.4145     Charge: 3     m/z: 965.81212
Modified Peptide: _AKIEDTSNVGTEQLVAEK(ac)IPENETTH_     Score: 190.33     PEP: 1.2858E-105
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Mass: 1567.7882     Charge: 2     m/z: 784.90139
Modified Peptide: _AK(ac)YGSEEFIAAVNK_     Score: 40.552     PEP: 0.0014579
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Mass: 2071.9902     Charge: 3     m/z: 691.67067
Modified Peptide: _TNDQGDLVVTK(ac)GDQYDVR_     Score: 66.893     PEP: 1.1575E-06
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Mass: 2271.2362     Charge: 3     m/z: 758.08601
Modified Peptide: _TVFVPLTVGGGIK(ac)DIVDVDGTK_     Score: 71.535     PEP: 3.0535E-07
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Mass: 2649.2242     Charge: 3     m/z: 884.082
Modified Peptide: _AQLPAGSNGLM(ox)IDYSHGNSNK(ac)DFR_     Score: 54.235     PEP: 4.1175E-05
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Mass: 1386.6991     Charge: 2     m/z: 694.35681
Modified Peptide: _EAIDIITGK(ac)DDR_     Score: 101.6     PEP: 1.599E-09
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Mass: 1502.7293     Charge: 2     m/z: 752.37193
Modified Peptide: _DQEYFK(ac)YIVEK_     Score: 102.62     PEP: 1.6445E-09
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Mass: 1246.6445     Charge: 2     m/z: 624.32954
Modified Peptide: _GK(ac)EIPYELEK_     Score: 101.39     PEP: 8.616E-05
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Mass: 1285.6878     Charge: 2     m/z: 643.85117
Modified Peptide: _TLEPTTK(ac)LDAR_     Score: 97.214     PEP: 5.001E-07
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Mass: 1504.8137     Charge: 2     m/z: 753.41413
Modified Peptide: _YIDSAVK(ac)LAENLK_     Score: 106.29     PEP: 1.2484E-07
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Mass: 2143.9844     Charge: 3     m/z: 715.66875
Modified Peptide: _YYGGNEIIDK(ac)SESLCQAR_     Score: 129.88     PEP: 6.6367E-34
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Mass: 1713.905     Charge: 2     m/z: 857.95977
Modified Peptide: _NTIPGDK(ac)SALFPSGLR_     Score: 166.9     PEP: 1.9741E-48



0 500 1000 1500 2000

m/z

0

200000

400000

600000

800000

1000000

1200000

1400000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
5

)

y
2

 (
2

4
8

.1
5

9
8

)

y
3

 (
3

4
9

.2
0

7
7

)

y
4

 (
4

4
6

.2
6

0
2

)

y
5

 (
5

7
5

.3
0

1
4

)

y
6

 (
6

8
8

.3
8

4
2

)

y
7

 (
7

8
9

.4
3

2
2

)

y
8

 (
9

5
9

.5
3

7
4

)

y
9

 (
1

0
7

2
.6

2
0

2
)

y
1

0
 (

1
1

8
6

.6
6

1
6

)

y
1

1
 (

1
3

1
5

.7
0

1
8

)

y
1

2
 (

1
3

8
6

.7
4

0
1

)

y
4

-H
2

O
 (

4
2

8
.2

4
9

2
)

y
7

-H
2

O
 (

7
7

1
.4

2
2

0
)

y
8

-H
2

O
 (

9
4

1
.5

2
2

2
)

y
9

-H
2

O
 (

1
0

5
4

.6
1

0
9

)

y
1

0
-H

2
O

 (
1

1
6

8
.6

5
1

3
)

y
1

0
-N

H
3

 (
1

1
6

9
.6

4
3

3
)

y
1

1
-H

2
O

 (
1

2
9

7
.6

7
9

8
)

y
1

0
(2

+
) 

(5
9

3
.8

3
5

4
)

a
2

 (
1

5
7

.1
3

3
1

)
b
2

 (
1

8
5

.1
2

8
0

)

b
3

 (
3

1
4

.1
7

0
1

)

b
4

 (
4

2
8

.2
1

3
5

)
b
4

-N
H

3
 (

4
1

1
.1

8
6

8
)

b
5

 (
5

4
1

.2
9

6
8

)
b
5

-H
2

O
 (

5
2

3
.2

8
6

7
)

b
5

-N
H

3
 (

5
2

4
.2

7
1

0
)

b
6

 (
7

1
1

.4
0

0
1

)
b
6

-N
H

3
 (

6
9

4
.3

7
6

0
)

b
7

 (
8

1
2

.4
5

0
2

)
b
7

-H
2

O
 (

7
9

4
.4

3
8

6
)

b
7

-N
H

3
 (

7
9

5
.4

2
2

6
)

b
9

 (
1

0
5

4
.5

8
2

3
)

b
9

-H
2

O
 (

1
0

3
6

.5
6

8
8

)
b
9

-N
H

3
 (

1
0

3
7

.5
5

2
0

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1498.8243     Charge: 2     m/z: 750.41941
Modified Peptide: _LAENLK(ac)TLEPTTK_     Score: 203.85     PEP: 8.0829E-74
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Mass: 1220.6765     Charge: 2     m/z: 611.34552
Modified Peptide: _TDISK(ac)VTFLR_     Score: 121.68     PEP: 5.5569E-11
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Mass: 1876.9795     Charge: 3     m/z: 626.66713
Modified Peptide: _EK(ac)QFHPANLPASEVLR_     Score: 124.25     PEP: 1.8433E-21
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Mass: 2006.0604     Charge: 3     m/z: 669.69409
Modified Peptide: _YPETTTFYPAIVIGTK(ac)R_     Score: 74.12     PEP: 8.3293E-10
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Mass: 2220.0699     Charge: 3     m/z: 741.03057
Modified Peptide: _FEVRDPEPDELGNSGK(ac)VYK_     Score: 95.094     PEP: 3.1682E-14
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Mass: 2139.1951     Charge: 3     m/z: 714.0723
Modified Peptide: _ELLLIPPGFPTK(ac)NYPPGTK_     Score: 104.61     PEP: 1.7125E-21
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Mass: 2696.3037     Charge: 3     m/z: 899.77518
Modified Peptide: _M(ox)INADPK(ac)EIIFTSGATESNNM(ox)VLK_     Score: 124.19     PEP: 3.795E-34
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Mass: 2814.2767     Charge: 3     m/z: 939.09949
Modified Peptide: _(ac)M(ox)DTDK(ac)LISEAESHFSQGNHAEAVAK_     Score: 116.72     PEP: 4.5646E-34
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Mass: 1504.8472     Charge: 3     m/z: 502.62301
Modified Peptide: _LFNDSALLDAK(ac)IK_     Score: 41.644     PEP: 0.001882
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Mass: 1430.7141     Charge: 2     m/z: 716.3643
Modified Peptide: _IK(ac)EEAEELTEAK_     Score: 90.926     PEP: 1.6513E-06
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Mass: 2073.0412     Charge: 3     m/z: 692.02102
Modified Peptide: _LVANDVSLK(ac)DVENNLNM(ox)K_     Score: 92.633     PEP: 9.8703E-07
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Mass: 1084.6241     Charge: 2     m/z: 543.31931
Modified Peptide: _SIAK(ac)AIDLGR_     Score: 92.866     PEP: 3.7495E-07
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Mass: 1818.9727     Charge: 3     m/z: 607.33152
Modified Peptide: _AEEEK(ac)LTGPIHLDVVK_     Score: 104.44     PEP: 1.2161E-15
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Mass: 1811.8941     Charge: 3     m/z: 604.97199
Modified Peptide: _GNSALLEYTEK(ac)FDGVK_     Score: 138.39     PEP: 1.2275E-28
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Mass: 1446.7388     Charge: 2     m/z: 724.37669
Modified Peptide: _DM(ox)LTK(ac)EVLGEVR_     Score: 202.32     PEP: 9.9814E-64
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Mass: 1274.7205     Charge: 2     m/z: 638.36754
Modified Peptide: _SSTATK(ac)WVPIK_     Score: 66.262     PEP: 0.00014381
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Mass: 1516.8501     Charge: 2     m/z: 759.43232
Modified Peptide: _LSK(ac)DGFAPLSLISK_     Score: 107.98     PEP: 5.4084E-12
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Mass: 1485.8989     Charge: 2     m/z: 743.95672
Modified Peptide: _IVLESK(ac)AIESLVK_     Score: 48.704     PEP: 0.00083079
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Mass: 1954.9636     Charge: 2     m/z: 978.48909
Modified Peptide: _SAFDNGNLK(ac)FIQTETTK_     Score: 140.28     PEP: 5.7529E-30
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Mass: 982.61752     Charge: 2     m/z: 492.31603
Modified Peptide: _DLIK(ac)LLAR_     Score: 94.302     PEP: 0.00049754
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Mass: 1726.8265     Charge: 3     m/z: 576.6161
Modified Peptide: _DKPWDTDDIDK(ac)WK_     Score: 67.964     PEP: 0.00035645
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Mass: 2126.9596     Charge: 2     m/z: 1064.4871
Modified Peptide: _DNSYSEK(ac)NVSSSFTQTQR_     Score: 113.53     PEP: 2.827E-22
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Mass: 1700.9531     Charge: 2     m/z: 851.48383
Modified Peptide: _LSK(ac)DESVLPISQLSK_     Score: 141.86     PEP: 6.3199E-33
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Mass: 1655.8741     Charge: 2     m/z: 828.94434
Modified Peptide: _IAEIQGK(ac)TFYETAK_     Score: 83.729     PEP: 4.5723E-07
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Mass: 925.49092     Charge: 2     m/z: 463.75274
Modified Peptide: _ELK(ac)YFGK_     Score: 89.369     PEP: 0.0036662
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Mass: 962.48214     Charge: 2     m/z: 482.24835
Modified Peptide: _EDVQK(ac)FR_     Score: 123.96     PEP: 0.00062816
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Mass: 945.47673     Charge: 2     m/z: 473.74564
Modified Peptide: _ASK(ac)EDVQK_     Score: 96.668     PEP: 0.00042913
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Mass: 2698.4389     Charge: 3     m/z: 900.48691
Modified Peptide: _ALLDEVVK(ac)SSAAGNTVIIGGGDTATVAK_     Score: 45.611     PEP: 1.3043E-06
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Mass: 1358.745     Charge: 2     m/z: 680.37979
Modified Peptide: _AGAEIVPK(ac)LM(ox)EK_     Score: 98.105     PEP: 4.2241E-07
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Mass: 1272.6714     Charge: 2     m/z: 637.34298
Modified Peptide: _VDFNVPLDGK(ac)K_     Score: 137.55     PEP: 2.6412E-18
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Mass: 1275.7409     Charge: 2     m/z: 638.87774
Modified Peptide: _AAGFLLEK(ac)ELK_     Score: 136.53     PEP: 1.4355E-18
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Mass: 1260.6714     Charge: 2     m/z: 631.34298
Modified Peptide: _NEK(ac)YSLAPVAK_     Score: 143.97     PEP: 3.9918E-22
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Mass: 2368.1295     Charge: 3     m/z: 790.38378
Modified Peptide: _TVTDK(ac)EGIPAGWQGLDNGPESR_     Score: 124.76     PEP: 1.0562E-31
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Mass: 1358.7446     Charge: 3     m/z: 453.92213
Modified Peptide: _ELPGVAFLSEK(ac)K_     Score: 167.71     PEP: 3.5219E-36
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Mass: 1330.7315     Charge: 2     m/z: 666.37302
Modified Peptide: _LSVQDLDLK(ac)DK_     Score: 215.14     PEP: 5.7282E-68
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Mass: 1502.8344     Charge: 2     m/z: 752.4245
Modified Peptide: _FAAGTK(ac)ALLDEVVK_     Score: 192.65     PEP: 1.6332E-69
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Mass: 1638.9192     Charge: 2     m/z: 820.4669
Modified Peptide: _VADK(ac)IQLIDNLLDK_     Score: 239.51     PEP: 4.5404E-183
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Mass: 2402.2552     Charge: 3     m/z: 801.759
Modified Peptide: _VLENTEIGDSIFDK(ac)AGAEIVPK_     Score: 269.83     PEP: 7.3011E-224
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Mass: 1820.9742     Charge: 2     m/z: 911.4944
Modified Peptide: _SESK(ac)FPTGILELESVK_     Score: 78.441     PEP: 1.2487E-09
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Mass: 1055.5975     Charge: 2     m/z: 528.80603
Modified Peptide: _DINLLK(ac)NGK_     Score: 72.643     PEP: 0.00035755
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Mass: 1366.7245     Charge: 2     m/z: 684.36953
Modified Peptide: _YLK(ac)YSIASQPR_     Score: 96.229     PEP: 6.5062E-07



0 500 1000 1500

m/z

0

50000

100000

150000

200000

250000

300000

350000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
3

)

y
2

 (
2

6
0

.1
9

5
9

)

y
3

 (
3

7
3

.2
8

0
2

) y
4

 (
4

8
7

.3
2

2
5

)

y
5

 (
6

0
0

.4
0

4
8

)

y
6

 (
7

1
5

.4
3

0
7

)

y
7

 (
8

8
5

.5
3

6
9

)

y
8

 (
1

0
1

3
.5

9
3

7
)

y
9

 (
1

1
1

2
.6

6
0

3
)

y
1

0
 (

1
2

2
5

.7
4

2
4

)

y
1

1
 (

1
3

1
2

.7
7

1
0

)

y
1

2
 (

1
4

2
5

.8
4

0
5

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

0
)

y
8

-H
2

O
 (

9
9

5
.5

8
1

6
)
y
8

-N
H

3
 (

9
9

6
.5

6
7

1
)

y
1

1
-N

H
3

 (
1

2
9

5
.7

5
2

7
)

y
9

(2
+

) 
(5

5
6

.8
3

4
2

)

y
1

2
(2

+
) 

(7
1

3
.4

3
5

5
)

b
3

 (
2

6
0

.1
2

3
3

)
b
3

-H
2

O
 (

2
4

2
.1

1
2

7
)

b
5

 (
4

6
0

.2
3

8
8

)
b
5

-H
2

O
 (

4
4

2
.2

2
8

5
)

b
7

 (
6

7
2

.3
8

8
7

)
b
7

-H
2

O
 (

6
5

4
.3

7
7

7
)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 1683.9771     Charge: 2     m/z: 842.99582
Modified Peptide: _GTTLSLVQK(ac)DINLLK_     Score: 119.62     PEP: 1.5137E-17
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Mass: 1590.8377     Charge: 3     m/z: 531.28651
Modified Peptide: _INLK(ac)HDYFDLQK_     Score: 58.32     PEP: 0.00027239
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Mass: 1890.0342     Charge: 3     m/z: 631.01868
Modified Peptide: _DTFSK(ac)ISAPLTTLPPPR_     Score: 49.049     PEP: 4.7316E-05
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Mass: 2753.2334     Charge: 3     m/z: 918.75174
Modified Peptide: _ERSNDEEVEVDESK(ac)EESTNTIEK_     Score: 60.278     PEP: 3.9797E-06
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Mass: 1250.6962     Charge: 2     m/z: 626.35536
Modified Peptide: _LLVDETDLK(ac)R_     Score: 104.52     PEP: 1.5581E-09
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Mass: 2597.2457     Charge: 3     m/z: 866.75583
Modified Peptide: _EEK(ac)SENNAEENVQPVLVQGSEVK_     Score: 78.987     PEP: 1.3708E-10
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Mass: 3691.5969     Charge: 3     m/z: 1231.5396
Modified Peptide: _SM(ox)DDYSPDVTNK(ac)LETNNVSSVNNNSPHSYYSR_     Score: 146.89     PEP: 5.1825E-69
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Mass: 3085.4509     Charge: 3     m/z: 1029.4909
Modified Peptide: _(ac)SRPEELAPPEIFYNDSEAHK(ac)YTGSTR_     Score: 160.47     PEP: 2.1981E-70
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Mass: 1811.9517     Charge: 3     m/z: 604.99116
Modified Peptide: _ADVELVK(ac)NAIEEELAK_     Score: 36.193     PEP: 0.0012537
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Mass: 2144.1587     Charge: 3     m/z: 715.72686
Modified Peptide: _LYIAQEEIPDADLK(ac)DLIK_     Score: 54.103     PEP: 5.2545E-05
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Mass: 1296.635     Charge: 2     m/z: 649.32478
Modified Peptide: _AIFGDK(ac)EFNSK_     Score: 108.9     PEP: 4.513E-07
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Mass: 2045.04     Charge: 3     m/z: 682.68729
Modified Peptide: _DNDK(ac)SIQYISLSTAHPAK_     Score: 78.358     PEP: 6.5062E-10
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Mass: 1580.7682     Charge: 2     m/z: 791.39138
Modified Peptide: _SIIEGASK(ac)DFTSER_     Score: 137.46     PEP: 2.9604E-24
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Mass: 1462.7668     Charge: 2     m/z: 732.39066
Modified Peptide: _FQVDK(ac)SIIEGASK_     Score: 143.58     PEP: 4.824E-30
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Mass: 1676.9713     Charge: 2     m/z: 839.49291
Modified Peptide: _EVAIIPK(ac)DLPNVSIK_     Score: 75.462     PEP: 4.7377E-07
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Mass: 2114.0653     Charge: 3     m/z: 705.6957
Modified Peptide: _M(ox)M(ox)QPHLTK(ac)LIQAYPDVR_     Score: 66.965     PEP: 2.7401E-07
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Mass: 1465.8504     Charge: 2     m/z: 733.93249
Modified Peptide: _IIGANPTALEK(ac)GIK_     Score: 105     PEP: 8.0476E-12
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Mass: 1742.9302     Charge: 2     m/z: 872.47237
Modified Peptide: _ETTTLPSVK(ac)APESTLK_     Score: 92.575     PEP: 3.3193E-06
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Mass: 1339.6408     Charge: 2     m/z: 670.82769
Modified Peptide: _LQNQK(ac)DYDFK_     Score: 97.813     PEP: 1.3168E-07
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Mass: 3660.7552     Charge: 3     m/z: 1221.259
Modified Peptide: _ETEPENNNTSK(ac)INDTGSATTATTTTATETEIKPK_     Score: 121.23     PEP: 3.7652E-51
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Mass: 2241.9947     Charge: 3     m/z: 748.33885
Modified Peptide: _SK(ac)FEGLAASEKEEEEM(ox)ENK_     Score: 36.856     PEP: 0.0015045
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Modified Peptide: _IVGSELIQK(ac)YLGDGPR_     Score: 36.638     PEP: 0.0012043
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Mass: 1043.5863     Charge: 2     m/z: 522.80041
Modified Peptide: _GK(ac)EDLLVTK_     Score: 42.001     PEP: 0.0060149
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Mass: 2322.1413     Charge: 3     m/z: 775.05439
Modified Peptide: _GKEDLLVTK(ac)NM(ox)APGESVYGEK_     Score: 52.483     PEP: 0.00059481
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Mass: 1502.6915     Charge: 2     m/z: 752.35302
Modified Peptide: _NM(ox)APGESVYGEK(ac)R_     Score: 70.412     PEP: 0.00014735
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Mass: 1154.7275     Charge: 2     m/z: 578.37101
Modified Peptide: _SLK(ac)LLDAILK_     Score: 50.284     PEP: 0.0010164
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Mass: 975.51378     Charge: 2     m/z: 488.76417
Modified Peptide: _K(ac)QFDLQR_     Score: 87.323     PEP: 0.0092622
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Mass: 1640.9349     Charge: 3     m/z: 547.98557
Modified Peptide: _ILKPISTENLTK(ac)DK_     Score: 66.533     PEP: 8.914E-05
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Mass: 2273.2016     Charge: 3     m/z: 758.74113
Modified Peptide: _ATLSASGPNSNGPTPAVLPQK(ac)PK_     Score: 42.941     PEP: 6.3893E-05
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Mass: 1473.7385     Charge: 2     m/z: 737.87652
Modified Peptide: _SISDNVPK(ac)EAIIM(ox)_     Score: 54.343     PEP: 0.0004716
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Mass: 2406.3118     Charge: 3     m/z: 803.11122
Modified Peptide: _ISSTAK(ac)IGPDVVIGPNVTIGDGVR_     Score: 98.121     PEP: 4.6562E-18
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Mass: 2500.3053     Charge: 3     m/z: 834.44238
Modified Peptide: _VDEPSK(ac)YGVIVHDIATPNLIDR_     Score: 105.32     PEP: 1.9836E-22



0 500 1000 1500 2000

m/z

0

50000

100000

150000

200000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
9

)

y
2

 (
2

7
2

.1
7

0
8

)

y
3

 (
3

4
3

.2
0

7
8

)

y
4

 (
4

1
4

.2
4

5
6

)

y
6

 (
6

1
2

.3
4

3
7

)

y
7

 (
7

2
6

.3
8

5
4

)

y
8

 (
7

8
3

.4
0

7
0

)

y
9

 (
8

9
6

.4
9

1
0

)

y
1

0
 (

1
0

0
9

.5
7

5
1

)

y
6

(2
+

) 
(3

0
6

.6
7

5
5

)

y
1

0
(2

+
) 

(5
0

5
.2

9
2

1
)

b
6

 (
7

0
0

.3
2

3
0

)

b
8

 (
9

7
5

.4
5

0
1

)

b
9

 (
1

0
6

2
.4

7
4

9
)

b
9

-N
H

3
 (

1
0

4
5

.4
7

1
1

)

b
1

1
 (

1
3

1
9

.6
1

2
0

)
b
1

1
-H

2
O

 (
1

3
0

1
.6

0
6

2
)

b
1

2
 (

1
4

3
2

.6
8

8
9

)

b
9

(2
+

) 
(5

3
1

.7
4

5
5

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 2327.187     Charge: 3     m/z: 776.73627
Modified Peptide: _KAEENQFQSSK(ac)ILGNPTAAPR_     Score: 120.92     PEP: 4.3457E-17
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Mass: 2689.2679     Charge: 3     m/z: 897.4299
Modified Peptide: _LIEDETQATTNNTVEK(ac)DNNTLER_     Score: 210.92     PEP: 1.0188E-133
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Mass: 1269.6346     Charge: 3     m/z: 424.2188
Modified Peptide: _ANDIGFHK(ac)YR_     Score: 34.532     PEP: 0.0084426
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Mass: 2363.3031     Charge: 3     m/z: 788.77498
Modified Peptide: _IVESLSALQAAEQQPQLK(ac)PAGK_     Score: 259.18     PEP: 9.6839E-199
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Mass: 1446.7296     Charge: 3     m/z: 483.25047
Modified Peptide: _DHPFGFYAK(ac)PVK_     Score: 51.841     PEP: 0.00079758
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Mass: 1289.6227     Charge: 2     m/z: 645.81862
Modified Peptide: _EFNLHK(ac)M(ox)WK_     Score: 38.303     PEP: 0.0091522
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Mass: 956.5695     Charge: 2     m/z: 479.29203
Modified Peptide: _IIWDK(ac)IK_     Score: 76.899     PEP: 0.0038445



0 200 400 600 800 1000 1200 1400 1600

m/z

0

20000

40000

60000

80000

100000

120000

140000

160000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
9

)

y
2

 (
3

1
2

.1
7

7
8

)

y
3

 (
4

4
1

.2
2

0
2

)

y
4

 (
6

0
4

.2
8

3
0

)

y
5

 (
7

4
1

.3
4

3
2

)

y
7

 (
9

1
1

.4
4

8
4

)

y
8

(2
+

) 
(5

1
2

.7
7

1
3

)

b
2

 (
2

5
8

.1
4

4
7

)

b
3

 (
4

0
5

.2
1

3
4

)

a
cK

* 
(1

2
6

.0
9

1
4

)
a
cK

 (
1

4
3

.1
1

7
9

)

Mass: 1684.8322     Charge: 4     m/z: 422.21531
Modified Peptide: _SK(ac)FEQLGIHYEHR_     Score: 49.31     PEP: 0.00079083
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Mass: 1152.6655     Charge: 2     m/z: 577.34004
Modified Peptide: _WEK(ac)PIIIGR_     Score: 107.15     PEP: 1.2999E-06
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Mass: 1788.857     Charge: 3     m/z: 597.29295
Modified Peptide: _DIFQEVYEAQYK(ac)SK_     Score: 125.22     PEP: 1.5333E-17
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Mass: 1848.8934     Charge: 2     m/z: 925.45398
Modified Peptide: _FK(ac)DIFQEVYEAQYK_     Score: 154.6     PEP: 4.3742E-34
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Mass: 3179.6602     Charge: 3     m/z: 1060.894
Modified Peptide: _ATDTLIPGPGSLELVYK(ac)PSDPTTAQPQTLK_     Score: 110.61     PEP: 5.5081E-35
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Mass: 1898.9262     Charge: 3     m/z: 633.98267
Modified Peptide: _SAYVTTEEFLDAVEK(ac)R_     Score: 157.58     PEP: 3.2299E-47
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Mass: 1845.932     Charge: 2     m/z: 923.97327
Modified Peptide: _DATSDK(ac)ITQDAAEAIKK_     Score: 184.01     PEP: 8.6913E-55
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Mass: 2499.3108     Charge: 3     m/z: 834.11089
Modified Peptide: _IK(ac)LELSDPSEPLTQSDVIAFQK_     Score: 79.568     PEP: 3.6679E-10



0 200 400 600 800 1000 1200 1400

m/z

0

10000

20000

30000

40000

50000

60000

70000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
1

)

y
3

 (
5

3
1

.3
0

5
9

)

y
4

 (
6

4
4

.3
8

6
5

)

y
5

 (
7

1
5

.4
2

6
2

)

y
6

 (
8

4
3

.4
8

2
8

)

y
7

 (
9

5
7

.5
2

7
8

)

y
8

 (
1

0
7

0
.6

1
1

1
)

y
1

0
 (

1
2

9
6

.7
0

5
9

)

Mass: 1479.8198     Charge: 2     m/z: 740.91718
Modified Peptide: _LAPELNQAIWK(ac)R_     Score: 55.452     PEP: 0.0011831
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Mass: 1471.8147     Charge: 3     m/z: 491.61218
Modified Peptide: _SLVTAVGK(ac)FAPNAR_     Score: 33.685     PEP: 0.0025364
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Mass: 1070.5509     Charge: 3     m/z: 357.85757
Modified Peptide: _VHFDQAGK(ac)K_     Score: 48.423     PEP: 0.0060743
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Mass: 1428.7856     Charge: 2     m/z: 715.4001
Modified Peptide: _EYQSK(ac)IIVFPR_     Score: 179.19     PEP: 1.0591E-35
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Mass: 1821.9232     Charge: 3     m/z: 608.31501
Modified Peptide: _GLVAYHQK(ac)YVDEQSK_     Score: 90.367     PEP: 7.4703E-09



0 200 400 600 800 1000 1200

m/z

0

50000

100000

150000

200000

250000

300000

350000

400000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
5

)

y
3

 (
3

7
5

.2
3

4
6

)

y
4

 (
5

0
4

.2
7

8
5

)

y
5

 (
6

0
1

.3
2

8
2

)

y
6

 (
7

7
9

.4
4

6
8

)

y
7

 (
8

9
2

.5
3

0
4

)

y
8

 (
1

0
0

5
.6

1
3

6
)

y
7

(2
+

) 
(4

4
6

.7
7

2
4

)

a
2

 (
2

3
5

.1
0

7
2

) b
2

 (
2

6
3

.1
0

2
3

)

b
3

 (
3

7
6

.1
8

5
6

)

b
4

 (
4

8
9

.2
6

8
9

)
b
4

-H
2

O
 (

4
7

1
.2

6
7

1
)

b
5

 (
6

6
7

.3
8

7
7

)

a
cK

* 
(1

2
6

.0
9

1
3

)

Mass: 1266.7063     Charge: 2     m/z: 634.36044
Modified Peptide: _DFLLK(ac)PELSR_     Score: 84.507     PEP: 1.0586E-05
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Mass: 1171.5583     Charge: 2     m/z: 586.78645
Modified Peptide: _FSK(ac)YM(ox)PDVK_     Score: 96.89     PEP: 5.0233E-06



0 500 1000 1500 2000

m/z

0

500000

1000000

1500000

2000000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
7

)

y
2

 (
2

6
8

.2
1

0
6

)

y
3

 (
3

8
1

.2
9

4
4

)

y
4

 (
5

1
0

.3
3

7
3

)

y
5

 (
5

8
1

.3
7

3
5

)

y
6

 (
6

9
6

.4
0

0
8

)

y
7

 (
8

7
4

.5
2

0
6

) y
8

 (
9

6
1

.5
5

1
3

)

y
9

 (
1

0
7

4
.6

3
6

4
)

y
1

0
 (

1
1

7
1

.6
8

7
2

)

y
1

1
 (

1
2

7
2

.7
3

3
2

)

y
1

2
 (

1
3

2
9

.7
5

4
1

)

y
1

3
 (

1
3

8
6

.7
7

4
9

)

y
1

4
 (

1
5

4
9

.8
3

7
1

)

y
1

5
 (

1
6

9
6

.9
0

7
0

)

y
8

-H
2

O
 (

9
4

3
.5

3
8

7
)

y
1

0
-H

2
O

 (
1

1
5

3
.6

7
4

7
)

y
1

2
-H

2
O

 (
1

3
1

1
.7

4
3

1
)

y
1

3
-H

2
O

 (
1

3
6

8
.7

6
4

0
)

y
1

4
-H

2
O

 (
1

5
3

1
.8

2
7

6
)

y
1

5
-H

2
O

 (
1

6
7

8
.8

9
8

4
)

y
1

1
(2

+
) 

(6
3

6
.8

7
0

7
)

a
2

 (
1

4
5

.0
9

7
0

)
b
2

 (
1

7
3

.0
9

1
8

)

b
3

 (
2

7
2

.1
5

9
9

)
b
3

-H
2

O
 (

2
5

4
.1

4
9

7
)

b
4

 (
4

1
9

.2
2

8
5

)
b
4

-H
2

O
 (

4
0

1
.2

1
8

2
)

b
5

 (
5

8
2

.2
9

1
3

)
b
5

-H
2

O
 (

5
6

4
.2

8
0

9
)

b
7

 (
6

9
6

.3
3

5
9

)
b
7

-H
2

O
 (

6
7

8
.3

2
3

4
)

b
8

 (
7

9
7

.3
8

2
2

)
b
8

-H
2

O
 (

7
7

9
.3

7
1

0
)

b
6

(2
+

) 
(3

2
0

.1
5

9
8

)

Mass: 1967.0586     Charge: 2     m/z: 984.5366
Modified Peptide: _TAVFYGGTPISK(ac)DAELLK_     Score: 164.57     PEP: 2.874E-54
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Mass: 2196.0474     Charge: 3     m/z: 733.02308
Modified Peptide: _EYNPITDGK(ac)VIYELEDKE_     Score: 38.824     PEP: 0.0020089
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Mass: 1348.7573     Charge: 2     m/z: 675.38593
Modified Peptide: _LLEK(ac)FGEITNK_     Score: 67.456     PEP: 0.00012873
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Mass: 2502.1962     Charge: 3     m/z: 835.07266
Modified Peptide: _HFLM(ox)K(ac)DPVNLSQSPDGNGGLYR_     Score: 41.136     PEP: 0.00017106
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Mass: 1729.9349     Charge: 3     m/z: 577.65226
Modified Peptide: _LTDILTEEVEK(ac)AISK_     Score: 89.541     PEP: 8.0803E-09
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Mass: 1500.7824     Charge: 2     m/z: 751.39848
Modified Peptide: _SK(ac)FTHLDEEILK_     Score: 193.96     PEP: 3.4163E-53
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Mass: 1241.6779     Charge: 2     m/z: 621.84625
Modified Peptide: _LYWNK(ac)LYGK_     Score: 67.563     PEP: 0.00078817
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Mass: 1432.7813     Charge: 2     m/z: 717.39795
Modified Peptide: _SEIPSFK(ac)LIETK_     Score: 63.76     PEP: 0.00013492



0 200 400 600 800 1000

m/z

0

50000

100000

150000

200000

In
te

n
si

ty

y
1

 (
1

3
4

.0
4

4
5

)

y
2

 (
2

2
1

.0
7

6
2

)

y
3

 (
2

7
8

.0
9

7
4

)

y
4

 (
4

0
7

.1
4

0
3

)

y
5

 (
5

2
0

.2
2

3
3

)

y
2

-H
2

O
 (

2
0

3
.0

6
5

7
)

y
3

-H
2

O
 (

2
6

0
.0

8
6

8
)

y
4

-H
2

O
 (

3
8

9
.1

2
9

0
)

y
5

-H
2

O
 (

5
0

2
.2

1
3

3
)

a
2

 (
2

1
5

.1
3

8
4

)

b
2

 (
2

4
3

.1
3

3
2

)
b
2

-H
2

O
 (

2
2

5
.1

2
2

7
)

b
3

 (
3

5
6

.2
1

6
8

)
b
3

-H
2

O
 (

3
3

8
.2

0
6

2
)

b
4

 (
4

2
7

.2
5

3
9

)
b
4

-H
2

O
 (

4
0

9
.2

4
3

5
)

b
5

 (
5

9
7

.3
5

7
7

)
b
5

-H
2

O
 (

5
7

9
.3

4
7

4
)

b
6

 (
7

1
0

.4
4

0
8

)
b
6

-H
2

O
 (

6
9

2
.4

3
2

2
)

a
cK

* 
(1

2
6

.0
9

1
2

)
a
cK

 (
1

4
3

.1
1

7
6

)

Mass: 1115.571     Charge: 2     m/z: 558.79279
Modified Peptide: _ELLAK(ac)LEGSD_     Score: 126.55     PEP: 1.1475E-11
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Mass: 2731.3022     Charge: 3     m/z: 911.44134
Modified Peptide: _AEQEPEVDPVPYITK(ac)EHFAEAM(ox)K_     Score: 53.747     PEP: 2.2888E-05
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Mass: 2441.2762     Charge: 3     m/z: 814.766
Modified Peptide: _SRVDQLNLNLTDDQIK(ac)EVTAK_     Score: 87.772     PEP: 0.00015594
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Mass: 1871.8832     Charge: 3     m/z: 624.96834
Modified Peptide: _GTDDDNIDISNGHVSK(ac)K_     Score: 71.344     PEP: 1.9191E-07



0 500 1000 1500 2000

m/z

0

100000

200000

300000

400000

500000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
8

) y
2

 (
2

6
1

.1
5

5
9

)

y
4

 (
4

5
7

.2
7

7
0

)

y
5

 (
6

2
7

.3
8

2
2

) y
6

 (
7

4
0

.4
6

5
8

)

y
7

 (
8

5
3

.5
4

8
6

)

y
8

 (
9

5
0

.6
0

2
6

)

y
4

-N
H

3
 (

4
4

0
.2

4
9

7
)

y
1

5
(2

+
) 

(8
6

8
.4

9
9

5
)

a
2

 (
2

3
5

.1
0

7
7

)

b
3

 (
4

0
0

.1
6

1
6

)
b
3

-H
2

O
 (

3
8

2
.1

4
9

2
)

b
4

 (
4

7
1

.1
9

9
3

)

b
5

 (
6

0
0

.2
4

0
9

)

b
6

 (
7

1
3

.3
2

4
9

)
b
6

-H
2

O
 (

6
9

5
.3

1
3

5
)

b
7

 (
8

0
0

.3
5

6
4

)
b
7

-H
2

O
 (

7
8

2
.3

4
5

6
)

b
8

 (
9

0
1

.4
0

6
1

)
b
8

-H
2

O
 (

8
8

3
.3

9
3

4
)

b
1

0
 (

1
1

1
1

.5
3

5
9

)

a
cK

* 
(1

2
6

.0
9

1
5

)

Mass: 1849.9938     Charge: 3     m/z: 617.67188
Modified Peptide: _DFHAELSTPLLK(ac)PVNK_     Score: 126.63     PEP: 5.5903E-22
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Mass: 1615.7701     Charge: 2     m/z: 808.89231
Modified Peptide: _GNYSAVSK(ac)FIDDDK_     Score: 100.11     PEP: 8.9858E-10
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Mass: 1627.9145     Charge: 3     m/z: 543.64544
Modified Peptide: _SK(ac)EQLASQLVDLKK_     Score: 130.98     PEP: 3.9798E-23
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Mass: 1412.7875     Charge: 2     m/z: 707.40102
Modified Peptide: _EQLASQLVDLK(ac)K_     Score: 155.02     PEP: 6.2899E-35
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Mass: 1508.8057     Charge: 3     m/z: 503.94252
Modified Peptide: _ALTK(ac)FEASQVTEK_     Score: 177.81     PEP: 1.8E-52
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Mass: 1873.9756     Charge: 3     m/z: 625.66582
Modified Peptide: _NK(ac)WDDLNEQLTLLSK_     Score: 117     PEP: 2.0062E-17
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Mass: 1673.8443     Charge: 2     m/z: 837.92942
Modified Peptide: _EGK(ac)LAELAENVSGDGK_     Score: 119.47     PEP: 4.4185E-21
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Mass: 1413.798     Charge: 2     m/z: 707.90628
Modified Peptide: _PLTVGEVFK(ac)NLR_     Score: 36.284     PEP: 0.0041303
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Mass: 1595.7402     Charge: 3     m/z: 532.92069
Modified Peptide: _QYSHGK(ac)DMNYIAK_     Score: 52.555     PEP: 0.00057671
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Mass: 2441.3097     Charge: 3     m/z: 814.77716
Modified Peptide: _ARVDQLNLNLTDDQIK(ac)EVTAK_     Score: 102.6     PEP: 2.5957E-21
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Mass: 1745.9039     Charge: 2     m/z: 873.95924
Modified Peptide: _NDSDVPELATIPAAK(ac)R_     Score: 129.05     PEP: 1.2202E-27
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Mass: 2445.1998     Charge: 3     m/z: 816.07389
Modified Peptide: _AILANPSTYEILDPHDFGM(ox)K(ac)R_     Score: 147.53     PEP: 2.9914E-51
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Mass: 1658.8446     Charge: 3     m/z: 553.95549
Modified Peptide: _LADSTGDVK(ac)HAVSSSK_     Score: 55.213     PEP: 5.3042E-05
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Mass: 1219.6925     Charge: 2     m/z: 610.85351
Modified Peptide: _TVNLYSK(ac)VVR_     Score: 77.64     PEP: 3.9349E-05
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Mass: 1533.8374     Charge: 2     m/z: 767.92595
Modified Peptide: _EPQVAK(ac)TVNLYSK_     Score: 84.753     PEP: 8.8175E-06
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Mass: 1698.8609     Charge: 3     m/z: 567.29426
Modified Peptide: _K(ac)SDFTLYHTWPVR_     Score: 87.18     PEP: 3.179E-06
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Mass: 2092.9854     Charge: 4     m/z: 524.25363
Modified Peptide: _FFEPSRGEK(ac)EVHGEFEK_     Score: 77.562     PEP: 1.2942E-09
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Mass: 1234.678     Charge: 2     m/z: 618.34628
Modified Peptide: _ILEVEFDGK(ac)K_     Score: 128.17     PEP: 2.9418E-12
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Mass: 1200.73     Charge: 2     m/z: 601.3723
Modified Peptide: _IVELVK(ac)EVSK_     Score: 141.1     PEP: 1.6838E-14
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Mass: 1322.6289     Charge: 2     m/z: 662.32172
Modified Peptide: _LNLCAEYK(ac)DR_     Score: 149.23     PEP: 1.1923E-16
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Mass: 1512.7395     Charge: 2     m/z: 757.37703
Modified Peptide: _LFSNLFGNK(ac)EM(ox)R_     Score: 44.616     PEP: 0.0017403
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Mass: 2466.2424     Charge: 3     m/z: 823.08809
Modified Peptide: _QDLPEAM(ox)SAAEITEK(ac)LGLHSIR_     Score: 46.982     PEP: 0.00013378
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Mass: 1411.662     Charge: 2     m/z: 706.83826
Modified Peptide: _DFDNLFGEK(ac)TGK_     Score: 89.013     PEP: 0.00069361
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Mass: 1549.814     Charge: 2     m/z: 775.9143
Modified Peptide: _NEGVTAFFK(ac)GLTPK_     Score: 110.97     PEP: 2.7501E-12
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Mass: 1915.9468     Charge: 2     m/z: 958.9807
Modified Peptide: _VYK(ac)YGGQPFANEFLNK_     Score: 245.19     PEP: 8.4607E-145
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Mass: 1936.948     Charge: 3     m/z: 646.65662
Modified Peptide: _NKEEEYK(ac)ESFNEVVK_     Score: 69.485     PEP: 1.9491E-05
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Mass: 2470.3515     Charge: 3     m/z: 824.45777
Modified Peptide: _QDLGAAGATK(ac)RPTSVVFIVPGSNK_     Score: 59.943     PEP: 2.113E-07
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Mass: 1763.8764     Charge: 2     m/z: 882.94547
Modified Peptide: _SITM(ox)DQFK(ac)PEELLR_     Score: 156.6     PEP: 7.3487E-43



0 500 1000 1500 2000

m/z

0

10000

20000

30000

40000

50000

60000

70000

80000

In
te

n
si

ty

y
4

 (
4

3
2

.2
4

5
3

)

y
5

 (
5

4
6

.2
8

9
8

)

y
6

 (
6

4
5

.3
5

5
3

)

y
7

 (
7

5
8

.4
4

0
2

)

y
8

 (
9

0
5

.5
0

8
5

)

y
9

 (
1

0
0

2
.5

6
0

4
)

y
1

0
 (

1
0

8
9

.5
9

2
9

)

y
9

(2
+

) 
(5

0
1

.7
8

4
7

)

a
2

 (
2

0
1

.1
2

3
3

)
b
2

 (
2

2
9

.1
1

8
4

)

b
8

 (
8

3
1

.3
8

6
3

)

a
cK

* 
(1

2
6

.0
9

1
6

)

Mass: 2089.0732     Charge: 3     m/z: 697.365
Modified Peptide: _LDTPFDAAK(ac)SPFLVNGLDK_     Score: 62.203     PEP: 4.008E-06
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Mass: 2417.2253     Charge: 3     m/z: 806.74904
Modified Peptide: _ICANHIIAPEYTLK(ac)PNVGSDR_     Score: 65.25     PEP: 2.2506E-06
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Mass: 1697.7818     Charge: 2     m/z: 849.89818
Modified Peptide: _TM(ox)EEDEEVLYK(ac)VR_     Score: 194.24     PEP: 5.3635E-63
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Mass: 1898.9044     Charge: 2     m/z: 950.45947
Modified Peptide: _ASM(ox)QK(ac)YIDQSSDLLSR_     Score: 214.82     PEP: 2.6807E-145
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Mass: 1433.7013     Charge: 2     m/z: 717.85794
Modified Peptide: _M(ox)PLVPTHYYK(ac)Q_     Score: 89.171     PEP: 0.00055861
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Mass: 1803.8803     Charge: 2     m/z: 902.94742
Modified Peptide: _DLVDQK(ac)YWFNGYAK_     Score: 50.562     PEP: 0.00040662
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Mass: 1293.6717     Charge: 2     m/z: 647.84314
Modified Peptide: _DLK(ac)ELFFGQR_     Score: 152.54     PEP: 3.7817E-24
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Mass: 1724.921     Charge: 3     m/z: 575.98093
Modified Peptide: _HEFALK(ac)DGSLVQIAR_     Score: 127.71     PEP: 3.164E-24
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Mass: 2218.0351     Charge: 3     m/z: 740.35232
Modified Peptide: _ELM(ox)SK(ac)TAQLSEFDEELYK_     Score: 54.964     PEP: 4.6064E-05
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Mass: 1330.6616     Charge: 2     m/z: 666.33809
Modified Peptide: _EDASGLLAEK(ac)EK_     Score: 101.6     PEP: 1.599E-09
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Mass: 2139.0414     Charge: 3     m/z: 714.02108
Modified Peptide: _GYIPLQAPVM(ox)M(ox)NK(ac)ELM(ox)SK_     Score: 77.39     PEP: 6.2081E-10
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Mass: 2521.2824     Charge: 3     m/z: 841.43474
Modified Peptide: _VFNVK(ac)FPSGDQLHTAETGEFLK_     Score: 41.521     PEP: 0.00016429
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Mass: 2156.079     Charge: 3     m/z: 719.70027
Modified Peptide: _EITGSYIIK(ac)YHPDPADPAK_     Score: 61.648     PEP: 4.2085E-06
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Mass: 1680.9814     Charge: 3     m/z: 561.33442
Modified Peptide: _EVLLFPTLK(ac)PDVLR_     Score: 85.42     PEP: 2.2942E-07
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Mass: 2046.0058     Charge: 3     m/z: 683.00922
Modified Peptide: _FPSGDQLHTAETGEFLK(ac)K_     Score: 83.418     PEP: 6.1898E-10
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Mass: 2627.2749     Charge: 3     m/z: 876.76556
Modified Peptide: _AAAEGVANLHLDEATGEM(ox)VSK(ac)SELK_     Score: 159.1     PEP: 9.9451E-42
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Mass: 1150.6437     Charge: 2     m/z: 576.32914
Modified Peptide: _QSIK(ac)EIVER_     Score: 70.942     PEP: 0.00050178
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Mass: 1128.6139     Charge: 2     m/z: 565.31422
Modified Peptide: _AGK(ac)TLDVVER_     Score: 67.153     PEP: 0.00026336
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Mass: 1019.5651     Charge: 2     m/z: 510.78985
Modified Peptide: _FLASK(ac)LGDK_     Score: 85.377     PEP: 4.592E-05
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Mass: 1108.5968     Charge: 2     m/z: 555.30567
Modified Peptide: _LGDK(ac)AASELR_     Score: 82.171     PEP: 2.0373E-05
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Mass: 1607.842     Charge: 3     m/z: 536.95461
Modified Peptide: _DVGAK(ac)WVILGHSER_     Score: 97.273     PEP: 7.8745E-09
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Mass: 1655.7468     Charge: 3     m/z: 552.92286
Modified Peptide: _SYFHEDDK(ac)FIADK_     Score: 195.1     PEP: 2.0424E-63
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Mass: 2034.9858     Charge: 2     m/z: 1018.5002
Modified Peptide: _ASGAFTGENSVDQIK(ac)DVGAK_     Score: 208.47     PEP: 2.8956E-106
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Mass: 1882.9425     Charge: 2     m/z: 942.47852
Modified Peptide: _ILYGGSANGSNAVTFK(ac)DK_     Score: 261.15     PEP: 3.3975E-179
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Mass: 1232.6401     Charge: 2     m/z: 617.32733
Modified Peptide: _EQIEK(ac)LFER_     Score: 57.348     PEP: 0.0016916
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Mass: 2234.0604     Charge: 3     m/z: 745.69407
Modified Peptide: _ENEYGTLDSPGHLYQVK(ac)SR_     Score: 67.43     PEP: 0.005515
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Mass: 1745.9211     Charge: 2     m/z: 873.96782
Modified Peptide: _FVLTAYPTTTK(ac)DGFK_     Score: 105.14     PEP: 2.3832E-12
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Mass: 1430.87     Charge: 2     m/z: 716.4423
Modified Peptide: _K(ac)GLTPSQIGVLLR_     Score: 55.314     PEP: 0.00092495
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Mass: 1805.873     Charge: 3     m/z: 602.96495
Modified Peptide: _M(ox)HSAGK(ac)GISSSAIPYSR_     Score: 86.378     PEP: 1.5267E-11
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Mass: 1389.7322     Charge: 2     m/z: 695.87339
Modified Peptide: _AK(ac)DQDLSSLLDK_     Score: 157.86     PEP: 2.1154E-35
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Mass: 1372.7533     Charge: 2     m/z: 687.38392
Modified Peptide: _IIAENTNVAK(ac)DK_     Score: 134.08     PEP: 3.9374E-21
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Mass: 1623.7351     Charge: 2     m/z: 812.87485
Modified Peptide: _NFAEQK(ac)WIDM(ox)ER_     Score: 270.45     PEP: 1.0372E-145



0 500 1000 1500 2000 2500 3000 3500

m/z

0

20000

40000

60000

80000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
5

)

y
2

 (
2

5
6

.1
7

3
8

)

y
3

 (
3

4
3

.2
0

4
7

)

y
4

 (
4

5
7

.2
4

8
6

)

y
5

 (
5

7
2

.2
7

4
1

)

y
6

 (
6

7
1

.3
4

0
7

)

y
7

 (
7

7
2

.3
8

9
1

)

y
8

 (
8

8
6

.4
3

0
2

)

y
9

 (
1

0
1

4
.4

8
9

7
) y

1
0

 (
1

1
4

2
.5

4
1

7
)

y
1

1
 (

1
2

5
5

.6
2

8
2

)

y
1

2
 (

1
4

1
8

.6
8

6
9

)

y
1

3
 (

1
5

9
6

.8
1

1
8

)

y
9

-N
H

3
 (

9
9

7
.4

6
3

6
)

y
1

0
-N

H
3

 (
1

1
2

5
.5

2
0

8
)

y
1

3
(2

+
) 

(7
9

8
.9

0
7

4
)

Mass: 3841.6942     Charge: 3     m/z: 1281.572
Modified Peptide: _GSNNNNNNNGSSNNINDNDSSVK(ac)YLQQNTVDNSTK_     Score: 70.268     PEP: 2.602E-15
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Mass: 1919.9728     Charge: 3     m/z: 640.99821
Modified Peptide: _QK(ac)FIEVETEKEELEK_     Score: 68.257     PEP: 2.4896E-05
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Mass: 2110.0794     Charge: 3     m/z: 704.36707
Modified Peptide: _EQVEDIPSEGSVAK(ac)DIPKK_     Score: 140.06     PEP: 2.0878E-35
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Mass: 1026.6073     Charge: 2     m/z: 514.31095
Modified Peptide: _VNALEALK(ac)K_     Score: 56.563     PEP: 0.0041498
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Mass: 2149.0116     Charge: 3     m/z: 717.34449
Modified Peptide: _DRWYGYSGK(ac)EYNELISK_     Score: 40.844     PEP: 0.002152
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Mass: 1943.0516     Charge: 3     m/z: 648.69116
Modified Peptide: _VQHVLVANPTK(ac)YEYLK_     Score: 63.682     PEP: 1.6238E-06
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Mass: 968.60187     Charge: 2     m/z: 485.30821
Modified Peptide: _VGELLK(ac)LR_     Score: 83.005     PEP: 0.00080379
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Mass: 1385.7151     Charge: 2     m/z: 693.86481
Modified Peptide: _DIEK(ac)LSGGELQR_     Score: 63.76     PEP: 0.00013492
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Mass: 1705.9251     Charge: 2     m/z: 853.9698
Modified Peptide: _LLAGALK(ac)PDEGQDIPK_     Score: 65.472     PEP: 1.3214E-06
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Mass: 1274.7802     Charge: 2     m/z: 638.39736
Modified Peptide: _ILQLENVLK(ac)R_     Score: 94.692     PEP: 6.6827E-07
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Mass: 1565.8446     Charge: 3     m/z: 522.95546
Modified Peptide: _FLTK(ac)IYHPNIDR_     Score: 35.737     PEP: 0.0042904
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Mass: 2573.2609     Charge: 3     m/z: 858.76092
Modified Peptide: _ETEK(ac)LVSDPVPGITAEPHDDNLR_     Score: 54.672     PEP: 1.8924E-05
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Mass: 2082.0968     Charge: 3     m/z: 695.03955
Modified Peptide: _QSSLLSFFSK(ac)QVPSGTPSK_     Score: 60.564     PEP: 4.6006E-06
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Mass: 1517.8202     Charge: 2     m/z: 759.91737
Modified Peptide: _NILQESVLNK(ac)YR_     Score: 95.018     PEP: 9.4421E-07
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Mass: 2133.1219     Charge: 3     m/z: 712.04789
Modified Peptide: _VTSFSSPQNANVK(ac)VFTIPR_     Score: 187.42     PEP: 5.0474E-82
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Mass: 1707.9531     Charge: 2     m/z: 854.9838
Modified Peptide: _LQK(ac)YGSVLGYNALPK_     Score: 72.175     PEP: 1.536E-06



0 500 1000 1500 2000

m/z

0

20000

40000

60000

80000

100000

120000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
6

)

y
4

 (
5

4
9

.3
2

0
2

)

y
5

 (
6

3
6

.3
5

0
5

)

y
6

 (
7

6
5

.3
9

3
7

)

y
7

 (
8

9
4

.4
3

4
6

)

y
9

 (
1

1
0

8
.5

2
5

3
)

y
7

-H
2

O
 (

8
7

6
.4

2
4

1
) b

1
3

 (
1

4
8

8
.6

6
0

2
)

b
1

4
 (

1
6

0
1

.7
4

7
8

)

b
1

6
 (

1
8

4
4

.8
2

8
8

)

b
1

2
(2

+
) 

(7
0

9
.3

1
8

9
)

b
1

7
(2

+
) 

(9
7

2
.4

5
8

7
)

Mass: 2836.3313     Charge: 4     m/z: 710.09009
Modified Peptide: _VKEHDEIEEQGDALQDVEESSEK(ac)K_     Score: 36.9     PEP: 0.00018213
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Mass: 2275.1602     Charge: 5     m/z: 456.03931
Modified Peptide: _NLLHSDDTK(ac)HM(ox)LTAVHELK_     Score: 30.428     PEP: 0.0028618
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Mass: 2003.0768     Charge: 3     m/z: 668.69954
Modified Peptide: _ILVAYGLPVSPDEK(ac)WFK_     Score: 43.297     PEP: 0.00025787



0 200 400 600 800 1000 1200 1400 1600

m/z

0

50000

100000

150000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
3

)

y
2

 (
2

6
1

.1
5

5
5

)

y
4

 (
4

9
7

.2
8

1
0

)

y
5

 (
6

6
7

.3
8

6
6

)

y
7

 (
9

2
9

.4
7

9
9

)

y
1

0
 (

1
1

5
6

.5
9

6
6

)

y
1

1
 (

1
2

5
3

.6
5

8
5

)

y
1

0
(2

+
) 

(5
7

8
.8

0
6

0
)

b
2

 (
2

4
7

.1
1

0
3

)

Mass: 1498.7602     Charge: 3     m/z: 500.59402
Modified Peptide: _VM(ox)PGAVDFK(ac)HVNK_     Score: 33.204     PEP: 0.0036519
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Mass: 2107.9658     Charge: 3     m/z: 703.66255
Modified Peptide: _QQALEAVSK(ac)DGDATYDEAR_     Score: 39.385     PEP: 0.00027215
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Mass: 2103.1204     Charge: 3     m/z: 702.04741
Modified Peptide: _HK(ac)LSIIPQDSQVFEGTVR_     Score: 70.335     PEP: 5.3391E-07
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Mass: 1470.8286     Charge: 2     m/z: 736.42156
Modified Peptide: _TGAGK(ac)SSLTLALFR_     Score: 91.441     PEP: 2.2202E-08
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Mass: 1651.857     Charge: 2     m/z: 826.93576
Modified Peptide: _FSNDIYK(ac)VDALLGR_     Score: 92.935     PEP: 1.8532E-08
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Mass: 1861.921     Charge: 3     m/z: 621.64762
Modified Peptide: _KPEGVYEAAQAK(ac)WESK_     Score: 34.498     PEP: 0.007182
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Mass: 2899.4496     Charge: 3     m/z: 967.49047
Modified Peptide: _M(ox)NTSVEPVSLGESNLISYK(ac)QPLYEK_     Score: 130.83     PEP: 1.0058E-44



0 500 1000 1500

m/z

0

20000

40000

60000

80000

100000

120000

140000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
7

)

y
2

 (
3

0
2

.1
9

5
9

)

y
3

 (
4

1
5

.2
7

8
6

)

y
5

 (
5

7
3

.3
4

9
6

)

y
7

 (
8

3
8

.5
0

1
7

)

y
8

 (
9

2
5

.5
3

5
3

)

y
9

 (
1

0
1

2
.5

6
2

9
)

y
1

2
 (

1
3

5
3

.7
2

8
2

)

b
2

 (
2

0
1

.1
2

3
3

)
b
2

-H
2

O
 (

1
8

3
.1

1
2

9
)

b
3

 (
3

1
5

.1
6

7
0

)
b
3

-H
2

O
 (

2
9

7
.1

5
6

6
)

b
4

 (
4

1
4

.2
3

5
2

)

b
6

 (
5

9
9

.3
1

4
0

)

a
cK

 (
1

4
3

.1
1

8
2

)

Mass: 2470.2708     Charge: 3     m/z: 824.43089
Modified Peptide: _VTNVNATASM(ox)LNNISSSK(ac)SAIFK_     Score: 30.306     PEP: 0.0018687
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Mass: 2231.202     Charge: 3     m/z: 744.74128
Modified Peptide: _SAIFK(ac)QTEPAIPISENISTK_     Score: 83.063     PEP: 4.6355E-10
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Mass: 2532.3315     Charge: 3     m/z: 845.11778
Modified Peptide: _QTEPAIPISENISTK(ac)TPAPVAYR_     Score: 76.186     PEP: 1.8575E-10
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Mass: 1062.5961     Charge: 2     m/z: 532.30533
Modified Peptide: _LYK(ac)DEIIK_     Score: 50.805     PEP: 0.0035397
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Mass: 1477.7275     Charge: 2     m/z: 739.87104
Modified Peptide: _TGTK(ac)FGFM(ox)GLFSK_     Score: 65.092     PEP: 8.6077E-05
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Mass: 1176.6754     Charge: 2     m/z: 589.34499
Modified Peptide: _EAVTFLK(ac)TVK_     Score: 121.9     PEP: 5.3585E-11
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Mass: 1670.8304     Charge: 3     m/z: 557.95075
Modified Peptide: _SIYGGKFPDENFK(ac)K_     Score: 76.759     PEP: 6.9552E-06
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Mass: 1475.8388     Charge: 2     m/z: 738.92668
Modified Peptide: _VVFK(ac)LYNDIVPK_     Score: 110.38     PEP: 4.7319E-10
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Mass: 1860.9956     Charge: 3     m/z: 621.33916
Modified Peptide: _HVVFGEVVDGYDIVK(ac)K_     Score: 110.77     PEP: 9.7517E-16
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Mass: 1720.8784     Charge: 3     m/z: 574.63342
Modified Peptide: _LYNDIVPK(ac)TAENFR_     Score: 115.78     PEP: 7.4342E-17
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Mass: 1995.9261     Charge: 3     m/z: 666.31599
Modified Peptide: _ALCTGEK(ac)GFGYAGSPFHR_     Score: 167.82     PEP: 4.7611E-55
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Mass: 1558.7639     Charge: 2     m/z: 780.3892
Modified Peptide: _SIYGGK(ac)FPDENFK_     Score: 220.31     PEP: 2.8612E-87
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Mass: 2760.34     Charge: 3     m/z: 921.1206
Modified Peptide: _VIPDFM(ox)LQGGDFTAGNGTGGK(ac)SIYGGK_     Score: 186.44     PEP: 3.5326E-110
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Mass: 1163.5975     Charge: 2     m/z: 582.80603
Modified Peptide: _K(ac)YVDAVNWK_     Score: 107.21     PEP: 3.0405E-06
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Mass: 1448.8239     Charge: 2     m/z: 725.41922
Modified Peptide: _THVK(ac)LLTPEEIK_     Score: 124.3     PEP: 6.728E-15
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Mass: 2099.1415     Charge: 2     m/z: 1050.578
Modified Peptide: _TAAK(ac)VPSPGLGAPPIYSYIR_     Score: 109.89     PEP: 4.302E-22
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Mass: 1384.7926     Charge: 2     m/z: 693.40357
Modified Peptide: _DQGTTIAIGK(ac)IVK_     Score: 160.52     PEP: 6.1751E-45
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Mass: 1651.8669     Charge: 2     m/z: 826.94071
Modified Peptide: _SAK(ac)DSLVSSLFELSK_     Score: 146.16     PEP: 4.2312E-33
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Mass: 1616.8931     Charge: 3     m/z: 539.97164
Modified Peptide: _IGPLFDKPEIM(ox)K(ac)R_     Score: 50.562     PEP: 0.0036265
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Mass: 1246.634     Charge: 2     m/z: 624.32426
Modified Peptide: _DIGM(ox)LNGK(ac)SVR_     Score: 75.479     PEP: 0.0010117
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Mass: 712.41194     Charge: 2     m/z: 357.21325
Modified Peptide: _GEK(ac)LPK_     Score: 117.93     PEP: 0.00066096
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Mass: 1548.7168     Charge: 3     m/z: 517.24623
Modified Peptide: _EK(ac)RPFDSETENR_     Score: 187.44     PEP: 8.2194E-52
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Mass: 1920.8623     Charge: 2     m/z: 961.4384
Modified Peptide: _VTK(ac)INDPTDENEM(ox)ETK_     Score: 36.193     PEP: 0.0012887
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Mass: 3097.4255     Charge: 4     m/z: 775.36365
Modified Peptide: _SEIK(ac)NSHGEFEKFDFDTEEYEINPK_     Score: 109.06     PEP: 1.3652E-24
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Mass: 3116.5408     Charge: 3     m/z: 1039.8542
Modified Peptide: _NNAASISPTLSEK(ac)APLGSISSCTASQISQR_     Score: 199.46     PEP: 5.7069E-137
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Mass: 1167.6176     Charge: 2     m/z: 584.81606
Modified Peptide: _FLDEFK(ac)ISK_     Score: 85.355     PEP: 4.6405E-05
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Mass: 1089.6182     Charge: 2     m/z: 545.8164
Modified Peptide: _FLDK(ac)LGLSR_     Score: 112.75     PEP: 1.0268E-06
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Mass: 1386.6308     Charge: 2     m/z: 694.32267
Modified Peptide: _YLNK(ac)DDADM(ox)TK_     Score: 48.741     PEP: 0.0010788
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Mass: 1268.734     Charge: 2     m/z: 635.37428
Modified Peptide: _QLENK(ac)LEILK_     Score: 57.348     PEP: 0.00063898
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Mass: 2609.2914     Charge: 3     m/z: 870.77109
Modified Peptide: _NSPFHTNEQYIPPPPPK(ac)YINSK_     Score: 46.982     PEP: 0.00013014
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Mass: 1219.6561     Charge: 2     m/z: 610.83532
Modified Peptide: _YINSK(ac)LDGLR_     Score: 150.04     PEP: 4.6221E-24
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Mass: 2403.123     Charge: 2     m/z: 1202.5688
Modified Peptide: _ASSGLAYTADYPNATSPDFAK(ac)SK_     Score: 165.66     PEP: 4.019E-48
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Mass: 1947.0677     Charge: 3     m/z: 650.02984
Modified Peptide: _GK(ac)IVDEIHAGVLEPTISK_     Score: 60.564     PEP: 2.3039E-06
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Mass: 1171.6965     Charge: 2     m/z: 586.85552
Modified Peptide: _YPVK(ac)AVNVLK_     Score: 98.048     PEP: 1.2013E-07
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Mass: 1158.6245     Charge: 2     m/z: 580.3195
Modified Peptide: _DSSELVAK(ac)LR_     Score: 136.52     PEP: 4.5553E-13
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Mass: 965.56079     Charge: 2     m/z: 483.78767
Modified Peptide: _AEK(ac)K(ac)PASK_     Score: 64.297     PEP: 0.009053
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Mass: 910.51859     Charge: 2     m/z: 456.26657
Modified Peptide: _(ac)SAK(ac)AEK(ac)K_     Score: 76.827     PEP: 0.0032902
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Mass: 910.51859     Charge: 2     m/z: 456.26657
Modified Peptide: _(ac)SAK(ac)AEK(ac)K_     Score: 76.827     PEP: 0.0032902
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Mass: 1398.7417     Charge: 2     m/z: 700.37811
Modified Peptide: _PAAK(ac)K(ac)TSTSTDGK_     Score: 113.72     PEP: 4.6009E-14
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Mass: 1398.7417     Charge: 2     m/z: 700.37811
Modified Peptide: _PAAK(ac)K(ac)TSTSTDGK_     Score: 113.72     PEP: 4.6009E-14
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Mass: 1109.6081     Charge: 2     m/z: 555.81131
Modified Peptide: _PASK(ac)APAEK(ac)K_     Score: 140.45     PEP: 1.1559E-15
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Mass: 1496.8086     Charge: 2     m/z: 749.41159
Modified Peptide: _EQGTPLEK(ac)AIELK_     Score: 71.529     PEP: 5.6426E-05



0 200 400 600 800 1000 1200 1400 1600

m/z

0

20000

40000

60000

80000

100000

120000

140000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
4

)

y
2

 (
3

0
3

.1
7

5
9

)

y
3

 (
4

0
2

.2
4

4
8

)

y
4

 (
5

1
5

.3
2

8
0

)

y
5

 (
5

8
6

.3
6

3
2

)

y
6

 (
7

1
5

.4
0

8
8

)

y
7

 (
7

7
2

.4
2

6
3

)

y
8

 (
8

7
3

.4
7

3
6

)

y
9

 (
9

7
2

.5
4

0
7

)

y
1

0
 (

1
0

8
7

.5
6

3
5

)

y
1

1
 (

1
2

0
2

.5
9

4
0

)

y
1

2
 (

1
3

8
0

.7
1

1
9

)

b
7

 (
8

9
9

.3
5

4
9

)

a
cK

* 
(1

2
6

.0
9

1
0

)

Mass: 1770.8185     Charge: 2     m/z: 886.41655
Modified Peptide: _EDM(ox)K(ac)DDVTGEALVQR_     Score: 89.541     PEP: 8.3064E-09
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Mass: 1571.8229     Charge: 2     m/z: 786.91872
Modified Peptide: _TIPQAEK(ac)LDQM(ox)LK_     Score: 104.17     PEP: 5.9075E-10
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Mass: 1702.8782     Charge: 2     m/z: 852.44639
Modified Peptide: _LDQM(ox)LK(ac)EQGTPLEK_     Score: 101.36     PEP: 1.1597E-11
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Mass: 1018.56     Charge: 2     m/z: 510.28728
Modified Peptide: _K(ac)LIDWFR_     Score: 75.854     PEP: 0.0089677
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Mass: 2330.1576     Charge: 3     m/z: 777.72649
Modified Peptide: _VDM(ox)ITGTLGK(ac)SFGSVGGYVAASR_     Score: 35.546     PEP: 9.9415E-05
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Modified Peptide: _M(ox)GSK(ac)DALAYLASPAVVAASAVLGK_     Score: 156.89     PEP: 4.6914E-71
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Mass: 1159.6237     Charge: 2     m/z: 580.81914
Modified Peptide: _DETLFK(ac)IPR_     Score: 90.629     PEP: 1.0583E-05
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Mass: 1823.9377     Charge: 3     m/z: 608.98652
Modified Peptide: _DGK(ac)LDPVIGRDEEIAR_     Score: 125.52     PEP: 5.7661E-21
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Mass: 2081.1004     Charge: 3     m/z: 694.70743
Modified Peptide: _VNLLHDSVTSDDISK(ac)VVAK_     Score: 112.82     PEP: 2.2687E-22
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Mass: 2534.2388     Charge: 3     m/z: 845.75354
Modified Peptide: _DTK(ac)LVVLPNHEEGEVVEEEAEK_     Score: 182.17     PEP: 1.0413E-60
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Mass: 1451.7976     Charge: 2     m/z: 726.90608
Modified Peptide: _SK(ac)FSPLNNAVVAR_     Score: 33.204     PEP: 0.0035526
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Mass: 2297.0237     Charge: 3     m/z: 766.68183
Modified Peptide: _SFQFGK(ac)GPSYSHEEDLANDK_     Score: 30.094     PEP: 0.0027816
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Mass: 1363.75     Charge: 2     m/z: 682.88227
Modified Peptide: _VAIGK(ac)GAIDGFFK_     Score: 62.924     PEP: 9.2934E-05
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Mass: 1796.0266     Charge: 3     m/z: 599.68281
Modified Peptide: _TESSPVEALVLPQK(ac)LK_     Score: 111.12     PEP: 3.7307E-16
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Mass: 1537.9079     Charge: 3     m/z: 513.64326
Modified Peptide: _SLK(ac)LENVVKPEIK_     Score: 98.531     PEP: 9.9071E-07
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Mass: 1633.8534     Charge: 2     m/z: 817.93398
Modified Peptide: _GTVTSAEPLDPK(ac)SFK_     Score: 103.79     PEP: 2.7423E-12
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Mass: 2093.0641     Charge: 3     m/z: 698.6953
Modified Peptide: _NSSIDAAFQSLQK(ac)VESTVK_     Score: 147.17     PEP: 2.2643E-44
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Mass: 1586.7933     Charge: 2     m/z: 794.4039
Modified Peptide: _ENEK(ac)LFNNLFNR_     Score: 55.452     PEP: 0.00050485
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Mass: 1523.8308     Charge: 3     m/z: 508.95086
Modified Peptide: _LRAEK(ac)GLELNDPK_     Score: 67.275     PEP: 0.00037099
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Mass: 1490.7952     Charge: 2     m/z: 746.40485
Modified Peptide: _GLELNDPK(ac)YTGVK_     Score: 77.078     PEP: 3.5696E-05
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Mass: 2088.2053     Charge: 3     m/z: 697.07571
Modified Peptide: _YLSTITETNSILPILK(ac)PK_     Score: 45.723     PEP: 0.00013832
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Mass: 1702.8427     Charge: 3     m/z: 568.62152
Modified Peptide: _VYFDINHGDK(ac)QIGR_     Score: 98.531     PEP: 1.0507E-06
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Mass: 1850.9738     Charge: 2     m/z: 926.49417
Modified Peptide: _K(ac)IIDLDGNIQDDPVVR_     Score: 165.75     PEP: 8.0408E-48
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Mass: 1567.8134     Charge: 3     m/z: 523.61173
Modified Peptide: _DINEDILYK(ac)IYK_     Score: 57.175     PEP: 0.00036522
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Mass: 1111.6521     Charge: 2     m/z: 556.83333
Modified Peptide: _AFIQPK(ac)LVF_     Score: 60.436     PEP: 0.0013922
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Mass: 2001.8891     Charge: 3     m/z: 668.30364
Modified Peptide: _DVGAAM(ox)DRYEK(ac)YHFDK_     Score: 46.319     PEP: 0.00078921
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Mass: 1359.7762     Charge: 2     m/z: 680.89538
Modified Peptide: _GAVLIDLTK(ac)FNK_     Score: 72.958     PEP: 7.3307E-05
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Mass: 1766.9749     Charge: 3     m/z: 589.99891
Modified Peptide: _GLTHEDK(ac)GAVLIDLTK_     Score: 77.562     PEP: 1.3782E-09
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Mass: 2357.1234     Charge: 2     m/z: 1179.569
Modified Peptide: _INK(ac)DIEEEGDSIPLEQSTNGK_     Score: 227.08     PEP: 1.0192E-143
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Mass: 917.50446     Charge: 2     m/z: 459.75951
Modified Peptide: _(ac)M(ox)LK(ac)WIK_     Score: 76.592     PEP: 0.0086447
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Mass: 1078.6357     Charge: 2     m/z: 540.32515
Modified Peptide: _ITFK(ac)GINTK_     Score: 50.284     PEP: 0.0024043
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Mass: 1097.6193     Charge: 2     m/z: 549.81693
Modified Peptide: _GDGK(ac)LLNALR_     Score: 74.841     PEP: 5.1073E-05
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Mass: 2627.2867     Charge: 3     m/z: 876.76953
Modified Peptide: _TVPGSSLTSVPGFFAAGDVQDSK(ac)YR_     Score: 42.454     PEP: 1.2459E-05
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Mass: 1737.9524     Charge: 2     m/z: 869.98347
Modified Peptide: _ILGVYSK(ac)ELAPEYAK_     Score: 91.207     PEP: 6.8494E-09
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Mass: 993.52434     Charge: 3     m/z: 332.18206
Modified Peptide: _SKVDK(ac)YGR_     Score: 66.435     PEP: 0.008032
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Mass: 1329.694     Charge: 2     m/z: 665.85427
Modified Peptide: _FAGIYSDPK(ac)FK_     Score: 66.262     PEP: 0.00014381
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Mass: 2475.2506     Charge: 4     m/z: 619.81994
Modified Peptide: _STTEPIQLNNK(ac)HDLHLRPGTY_     Score: 56.055     PEP: 0.00030077
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Mass: 1954.0088     Charge: 3     m/z: 652.34354
Modified Peptide: _IVSNFK(ac)IFTLPEDDFK_     Score: 61.097     PEP: 2.0608E-06
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Mass: 2009.0357     Charge: 3     m/z: 670.68585
Modified Peptide: _IFTLPEDDFK(ac)TISNLSK_     Score: 60.474     PEP: 5.4029E-07
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Mass: 1498.778     Charge: 3     m/z: 500.59994
Modified Peptide: _LSIGFDK(ac)DHIANK_     Score: 86.291     PEP: 3.4329E-06
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Mass: 2406.1737     Charge: 3     m/z: 803.06517
Modified Peptide: _LNEDNSLQPLK(ac)DVNNIM(ox)TYK_     Score: 150.69     PEP: 4.9214E-51
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Mass: 1514.8337     Charge: 2     m/z: 758.42411
Modified Peptide: _LLNK(ac)FNSDVFLR_     Score: 42.789     PEP: 0.0022275
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Mass: 1233.5558     Charge: 2     m/z: 617.7852
Modified Peptide: _EM(ox)ADYFEK(ac)K_     Score: 59.426     PEP: 0.0035701
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Mass: 2089.1644     Charge: 3     m/z: 697.39541
Modified Peptide: _LNLIVDPNQRPVK(ac)SLADR_     Score: 40.52     PEP: 0.0016845
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Mass: 1057.6132     Charge: 2     m/z: 529.81386
Modified Peptide: _VAK(ac)LLDTTR_     Score: 74.162     PEP: 0.00028497
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Mass: 1905.8525     Charge: 2     m/z: 953.93351
Modified Peptide: _SLEDLDK(ac)EM(ox)ADYFEK_     Score: 117.37     PEP: 1.9889E-17
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Mass: 1442.7617     Charge: 3     m/z: 481.92783
Modified Peptide: _GSLEEIIAEGQK(ac)K_     Score: 128.57     PEP: 3.7566E-21
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Mass: 994.60887     Charge: 2     m/z: 498.31171
Modified Peptide: _ALLK(ac)VVM(ox)R_     Score: 64.836     PEP: 0.0017964
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Mass: 1227.6373     Charge: 2     m/z: 614.82591
Modified Peptide: _SLM(ox)DK(ac)VTNVR_     Score: 68.069     PEP: 0.00023911
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Mass: 1285.7075     Charge: 2     m/z: 643.86104
Modified Peptide: _LFTAIM(ox)NFK(ac)K_     Score: 75.294     PEP: 0.00011847
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Mass: 1240.725     Charge: 2     m/z: 621.36975
Modified Peptide: _K(ac)DEIPVLLEK_     Score: 76.073     PEP: 0.0001076
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Mass: 1027.5914     Charge: 2     m/z: 514.80296
Modified Peptide: _DLEGK(ac)ALLK_     Score: 96.342     PEP: 5.3852E-06
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Mass: 1271.5994     Charge: 2     m/z: 636.80696
Modified Peptide: _DTDAEGK(ac)PLER_     Score: 109.6     PEP: 6.4235E-10
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Mass: 1480.7351     Charge: 2     m/z: 741.37481
Modified Peptide: _LWGDSFFNPK(ac)TK_     Score: 111.12     PEP: 3.7792E-10
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Mass: 1200.6937     Charge: 2     m/z: 601.3541
Modified Peptide: _LEIVLK(ac)GDEK_     Score: 116.55     PEP: 1.0207E-10
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Mass: 1750.9779     Charge: 3     m/z: 584.66657
Modified Peptide: _LEIVLKGDEK(ac)DLEGK_     Score: 107.07     PEP: 9.2984E-12
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Mass: 1259.6874     Charge: 2     m/z: 630.85097
Modified Peptide: _DDLFIK(ac)AIQR_     Score: 171.33     PEP: 7.3978E-29
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Mass: 2202.025     Charge: 2     m/z: 1102.0198
Modified Peptide: _STAISLYSEM(ox)SDEDVK(ac)EIK_     Score: 169.25     PEP: 1.6279E-67
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Mass: 1992.0255     Charge: 2     m/z: 997.02003
Modified Peptide: _RTK(ac)LVNEPTNSDIVELD_     Score: 58.09     PEP: 3.7652E-05
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Mass: 1401.8232     Charge: 2     m/z: 701.91885
Modified Peptide: _VLNLLK(ac)YAPTTK_     Score: 102.66     PEP: 2.2086E-05
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Mass: 1992.9503     Charge: 2     m/z: 997.48242
Modified Peptide: _YAPTTK(ac)YTDLNM(ox)AFTAK_     Score: 102.58     PEP: 2.0313E-16
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Mass: 1508.726     Charge: 2     m/z: 755.37025
Modified Peptide: _FNK(ac)DFIDDLNAR_     Score: 200.44     PEP: 1.2338E-63
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Mass: 1829.906     Charge: 3     m/z: 610.97596
Modified Peptide: _VNGSEFVHK(ac)YLGEGPR_     Score: 74.12     PEP: 1.8847E-09
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Mass: 2501.1895     Charge: 4     m/z: 626.30465
Modified Peptide: _SADRDLHGK(ac)DLASATNYVEGNAR_     Score: 99.999     PEP: 2.1231E-16
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Mass: 1398.7871     Charge: 2     m/z: 700.40083
Modified Peptide: _TFLK(ac)EPGVPTIR_     Score: 62.14     PEP: 0.00014577
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Mass: 1180.6128     Charge: 2     m/z: 591.31369
Modified Peptide: _YFAAK(ac)TVPDK_     Score: 99.283     PEP: 5.9437E-08
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Mass: 2604.2708     Charge: 3     m/z: 869.09753
Modified Peptide: _VDFK(ac)NPHDIIEGINAGEIEIPEN_     Score: 51.526     PEP: 3.0289E-05
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Mass: 2201.242     Charge: 3     m/z: 734.7546
Modified Peptide: _AVGGEVGASAALAPK(ac)IGPLGLSPK_     Score: 58.366     PEP: 4.0831E-07
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Modified Peptide: _SLLSEITK(ac)YR_     Score: 42.743     PEP: 0.003322
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Mass: 1510.8366     Charge: 2     m/z: 756.42559
Modified Peptide: _FYDK(ac)INQLSVVK_     Score: 119.39     PEP: 1.6551E-14
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Mass: 1422.7941     Charge: 2     m/z: 712.40432
Modified Peptide: _SIITYK(ac)IEDGVK_     Score: 102.66     PEP: 1.4623E-09
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Mass: 2164.9405     Charge: 3     m/z: 722.65412
Modified Peptide: _GEGVTYFM(ox)SGVTDDM(ox)K(ac)QAR_     Score: 127.32     PEP: 2.5239E-29
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Mass: 2386.2169     Charge: 3     m/z: 796.4129
Modified Peptide: _AIEEVHGK(ac)SFANQPLEVVYSK_     Score: 95.957     PEP: 2.1444E-15
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Mass: 1932.0357     Charge: 3     m/z: 645.01916
Modified Peptide: _SFANQPLEVVYSK(ac)LPAK_     Score: 128.59     PEP: 7.3613E-29
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Mass: 1925.1321     Charge: 3     m/z: 642.71797
Modified Peptide: _DNGLVPLVEK(ac)VIPPIHK_     Score: 50.653     PEP: 4.026E-05
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Mass: 1603.8934     Charge: 3     m/z: 535.6384
Modified Peptide: _IIDHLETIDK(ac)IPR_     Score: 192.86     PEP: 1.0289E-62
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Mass: 1323.6823     Charge: 2     m/z: 662.84843
Modified Peptide: _SGGK(ac)FSFSPLQK_     Score: 49.929     PEP: 0.00095257
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Mass: 928.53418     Charge: 2     m/z: 465.27437
Modified Peptide: _ASK(ac)ALIER_     Score: 80.755     PEP: 0.00085697
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Mass: 2046.0382     Charge: 3     m/z: 683.02
Modified Peptide: _ERK(ac)DQYVPEVSALDLSR_     Score: 49.924     PEP: 0.00021655
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Mass: 1433.7337     Charge: 3     m/z: 478.9185
Modified Peptide: _NK(ac)IAGYTTHLM(ox)K_     Score: 64.55     PEP: 0.00013325
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Mass: 1376.6936     Charge: 2     m/z: 689.35407
Modified Peptide: _GISFK(ac)LQEEER_     Score: 119.45     PEP: 2.2005E-14
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Mass: 1671.8508     Charge: 3     m/z: 558.29088
Modified Peptide: _YYPK(ac)LTLDFQTNK_     Score: 116.51     PEP: 7.6908E-15
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Mass: 1844.0975     Charge: 3     m/z: 615.70644
Modified Peptide: _SLGLK(ac)LPLSVINVSAQR_     Score: 101.05     PEP: 2.2378E-16
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Mass: 2258.2089     Charge: 3     m/z: 753.74357
Modified Peptide: _SNGVLNVDNQTSDLVK(ac)SLGLK_     Score: 162.41     PEP: 1.042E-62
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Mass: 1700.8825     Charge: 2     m/z: 851.44851
Modified Peptide: _SNGLTTLEAGLK(ac)YER_     Score: 49.049     PEP: 0.00025739
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Mass: 1708.8624     Charge: 3     m/z: 570.62808
Modified Peptide: _DYHTLANNVESK(ac)LR_     Score: 95.631     PEP: 1.1907E-08



0 500 1000 1500 2000 2500

m/z

0

200000

400000

600000

800000

1000000

1200000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
3

)

y
2

 (
2

3
4

.1
4

4
0

)

y
3

 (
3

6
3

.1
8

5
8

)

y
4

 (
4

6
2

.2
5

3
8

)

y
5

 (
5

7
6

.2
9

5
3

)

y
6

 (
6

9
0

.3
3

8
4

)

y
8

 (
8

7
4

.4
5

7
2

)

y
9

 (
9

7
5

.5
0

3
4

)

y
1

0
 (

1
1

1
2

.5
6

2
0

)

y
1

1
 (

1
2

7
5

.6
2

2
8

)

y
1

2
 (

1
3

9
0

.6
4

9
8

)

y
1

3
 (

1
5

6
0

.7
5

4
3

)

y
1

4
 (

1
6

1
7

.7
7

9
1

)

y
1

5
 (

1
7

3
2

.8
0

5
4

)

y
1

6
 (

1
8

3
3

.8
5

1
0

)

y
1

7
 (

1
9

4
6

.9
3

3
8

)

y
1

8
 (

2
0

6
1

.9
6

0
0

)

y
1

9
 (

2
1

7
5

.9
9

8
9

)

y
3

-H
2

O
 (

3
4

5
.1

7
5

5
)

y
1

0
-H

2
O

 (
1

0
9

4
.5

5
4

1
)

y
1

1
-H

2
O

 (
1

2
5

7
.6

1
6

0
)

y
1

1
-N

H
3

 (
1

2
5

8
.5

8
2

8
)

y
1

4
-H

2
O

 (
1

5
9

9
.7

6
6

3
)

y
1

5
-H

2
O

 (
1

7
1

4
.7

9
5

0
)

y
1

6
-H

2
O

 (
1

8
1

5
.8

3
8

0
)

y
1

7
-H

2
O

 (
1

9
2

8
.9

2
1

2
)

y
1

8
-H

2
O

 (
2

0
4

3
.9

4
4

9
)

y
1

9
-H

2
O

 (
2

1
5

7
.9

8
2

9
)

b
2

 (
2

4
3

.1
0

8
0

)
b
2

-N
H

3
 (

2
2

6
.0

8
1

4
)

b
3

 (
3

5
8

.1
3

4
1

)
b
3

-H
2

O
 (

3
4

0
.1

2
3

8
)

b
3

-N
H

3
 (

3
4

1
.1

0
7

9
)

b
4

 (
4

7
1

.2
1

8
5

)
b
4

-H
2

O
 (

4
5

3
.2

0
7

6
)

b
4

-N
H

3
 (

4
5

4
.1

9
2

1
)

b
7

 (
7

4
4

.3
2

2
7

)

b
9

 (
1

0
2

9
.4

6
3

3
)

b
9

-H
2

O
 (

1
0

1
1

.4
3

2
7

)

b
1

9
 (

2
1

5
7

.9
8

2
9

)a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 2303.0666     Charge: 3     m/z: 768.69614
Modified Peptide: _QNDITDGK(ac)DYHTLANNVESK_     Score: 168.64     PEP: 2.7019E-74
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Mass: 1296.6937     Charge: 2     m/z: 649.3541
Modified Peptide: _ELK(ac)DFIFAEK_     Score: 82.489     PEP: 1.904E-05
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Mass: 1878.871     Charge: 3     m/z: 627.2976
Modified Peptide: _DYNFVSVDEFK(ac)SM(ox)IK_     Score: 69.594     PEP: 3.923E-06
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Mass: 1644.9127     Charge: 3     m/z: 549.31151
Modified Peptide: _FLFIAPPSVEDLK(ac)K_     Score: 89.959     PEP: 6.0562E-08
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Mass: 1433.7402     Charge: 2     m/z: 717.87738
Modified Peptide: _VIVNDDLDK(ac)AYK_     Score: 127.37     PEP: 8.5084E-13



0 200 400 600 800 1000 1200 1400

m/z

0

100000

200000

300000

400000

500000

600000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
1

)

y
2

 (
2

8
8

.2
0

2
8

)

y
3

 (
4

5
8

.3
0

8
5

)

y
4

 (
5

4
5

.3
4

0
7

)

y
5

 (
6

9
2

.4
0

8
2

)

y
6

 (
8

3
9

.4
7

6
4

) y
7

 (
1

0
2

5
.5

5
4

8
)

y
5

-H
2

O
 (

6
7

4
.3

9
7

8
)

y
7

-N
H

3
 (

1
0

0
8

.5
2

8
5

)

a
2

 (
2

1
5

.1
1

3
4

)

b
2

 (
2

4
3

.1
0

8
9

)
b
2

-N
H

3
 (

2
2

6
.0

8
2

3
)

b
3

 (
4

2
9

.1
8

8
0

)
b
3

-N
H

3
 (

4
1

2
.1

6
1

6
)

Mass: 1266.6509     Charge: 2     m/z: 634.33275
Modified Peptide: _NQWFFSK(ac)LR_     Score: 105.4     PEP: 1.3857E-06
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Mass: 2561.3075     Charge: 4     m/z: 641.33416
Modified Peptide: _EEDHSGKPPTITTSPAEK(ac)TVPFK_     Score: 160.67     PEP: 6.2432E-68
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Mass: 1310.7558     Charge: 2     m/z: 656.38518
Modified Peptide: _LQK(ac)LLEQELR_     Score: 96.113     PEP: 2.1527E-07
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Mass: 1527.8541     Charge: 2     m/z: 764.93431
Modified Peptide: _YFSPIVK(ac)NELLR_     Score: 62.924     PEP: 0.00014052
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Mass: 1475.7512     Charge: 2     m/z: 738.8829
Modified Peptide: _VIPK(ac)DM(ox)LDENTK_     Score: 33.685     PEP: 0.0050274
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Mass: 1258.7104     Charge: 2     m/z: 630.36246
Modified Peptide: _TQLQK(ac)DIVEK_     Score: 57.019     PEP: 0.00065655
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Mass: 1284.6336     Charge: 3     m/z: 429.21847
Modified Peptide: _RQGK(ac)EM(ox)DSLR_     Score: 103.18     PEP: 3.7937E-09
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Mass: 1497.7715     Charge: 2     m/z: 749.89303
Modified Peptide: _VSDGSSEIFFK(ac)IK_     Score: 157.56     PEP: 3.084E-40
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Mass: 2222.1141     Charge: 3     m/z: 741.71196
Modified Peptide: _LSPEQTVQLYELM(ox)K(ac)ETQK_     Score: 113.86     PEP: 1.1565E-22
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Mass: 1198.6962     Charge: 2     m/z: 600.35536
Modified Peptide: _LAEILK(ac)PVFQ_     Score: 94.692     PEP: 2.8516E-07
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Mass: 2301.0952     Charge: 3     m/z: 768.039
Modified Peptide: _VCSVTLNGDGTFDM(ox)QQLK(ac)SK_     Score: 35.421     PEP: 0.00029626
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Mass: 1839.9254     Charge: 3     m/z: 614.31576
Modified Peptide: _YNEYK(ac)QILEELQTK_     Score: 73.156     PEP: 2.1512E-06
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Mass: 1558.7416     Charge: 2     m/z: 780.37808
Modified Peptide: _NNVFQAK(ac)YNEYK_     Score: 160.86     PEP: 8.4922E-28
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Mass: 985.56956     Charge: 2     m/z: 493.79206
Modified Peptide: _DK(ac)IETLLI_     Score: 62.2     PEP: 0.0019704
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Mass: 1596.8334     Charge: 2     m/z: 799.42398
Modified Peptide: _TM(ox)GIK(ac)PYTINVFR_     Score: 60.628     PEP: 0.00010555
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Mass: 1484.7027     Charge: 2     m/z: 743.35863
Modified Peptide: _NYDEIYK(ac)SFTR_     Score: 125.54     PEP: 5.6985E-15
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Mass: 2236.1522     Charge: 4     m/z: 560.04532
Modified Peptide: _KLEDLSPSTHNM(ox)EVPVVK(ac)R_     Score: 38.417     PEP: 0.0014361
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Mass: 2080.0511     Charge: 3     m/z: 694.35763
Modified Peptide: _K(ac)LEDLSPSTHNM(ox)EVPVVK_     Score: 124.26     PEP: 9.6879E-27
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Mass: 1874.0336     Charge: 3     m/z: 625.68513
Modified Peptide: _SM(ox)GAPIGSVLVGNLK(ac)FVK_     Score: 91.657     PEP: 5.4835E-15
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Mass: 1376.6435     Charge: 2     m/z: 689.32901
Modified Peptide: _NNLDFYM(ox)FK(ac)K_     Score: 117.02     PEP: 2.3551E-10
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Mass: 2031.9293     Charge: 2     m/z: 1016.9719
Modified Peptide: _M(ox)YTDLK(ac)NNLDFYM(ox)FK_     Score: 101.36     PEP: 3.4865E-12
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Mass: 1354.7831     Charge: 2     m/z: 678.39884
Modified Peptide: _AQLLYTK(ac)VAYK_     Score: 98.353     PEP: 3.2595E-07
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Mass: 2458.1839     Charge: 3     m/z: 820.4019
Modified Peptide: _EYQGFQK(ac)TVM(ox)PPEVATTTFAR_     Score: 164.94     PEP: 6.2344E-63
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Mass: 1699.7645     Charge: 2     m/z: 850.8895
Modified Peptide: _DTTDSK(ac)LISEGM(ox)M(ox)AK_     Score: 88.768     PEP: 8.8933E-09
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Mass: 1380.7137     Charge: 2     m/z: 691.36411
Modified Peptide: _LTAFLK(ac)DTTDSK_     Score: 125.03     PEP: 5.2687E-15
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Mass: 1451.846     Charge: 3     m/z: 484.95595
Modified Peptide: _K(ac)LEELASRPVIR_     Score: 75.695     PEP: 0.00029357
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Mass: 1471.7853     Charge: 2     m/z: 736.89994
Modified Peptide: _LQTPAGGK(ac)EADLSK_     Score: 55.841     PEP: 0.00019097
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Mass: 1458.7388     Charge: 2     m/z: 730.37669
Modified Peptide: _NPSAM(ox)LGK(ac)DIIDK_     Score: 213.83     PEP: 1.0426E-86
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Mass: 2425.1683     Charge: 3     m/z: 809.3967
Modified Peptide: _NESM(ox)LTFETSQLQGAK(ac)DIVEK_     Score: 91.276     PEP: 4.4894E-15
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Mass: 1556.8814     Charge: 3     m/z: 519.96774
Modified Peptide: _DIVEK(ac)LVSLPFQK_     Score: 168.61     PEP: 5.7012E-52
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Mass: 1201.7253     Charge: 2     m/z: 601.86992
Modified Peptide: _LLDLSNTLK(ac)K_     Score: 68.069     PEP: 0.0005451
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Modified Peptide: _IYYNELK(ac)HGSNTQAM(ox)IDNM(ox)R_     Score: 38.017     PEP: 0.00027877
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Mass: 1617.7491     Charge: 2     m/z: 809.88181
Modified Peptide: _DM(ox)SGNPIM(ox)LEK(ac)GPR_     Score: 190.44     PEP: 5.7533E-55
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Mass: 1155.6499     Charge: 2     m/z: 578.83225
Modified Peptide: _NLDK(ac)VDLVAK_     Score: 39.873     PEP: 0.0051118
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Mass: 1059.5924     Charge: 2     m/z: 530.80349
Modified Peptide: _SLK(ac)DLSSLR_     Score: 46.001     PEP: 0.00289
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Mass: 1955.0546     Charge: 3     m/z: 652.69215
Modified Peptide: _LGDEIEIRPGIVTK(ac)DDK_     Score: 78.441     PEP: 1.1724E-09
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Mass: 2029.9116     Charge: 3     m/z: 677.64449
Modified Peptide: _NYDDYDAEVAKEETK(ac)AK_     Score: 112.16     PEP: 1.6377E-16
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Mass: 1846.808     Charge: 2     m/z: 924.41126
Modified Peptide: _NYDDYDAEVAK(ac)EETK_     Score: 261.74     PEP: 3.4006E-150
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Modified Peptide: _STLLK(ac)IM(ox)TGELTPQSGR_     Score: 34.094     PEP: 0.00093655
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Mass: 2040.0784     Charge: 2     m/z: 1021.0465
Modified Peptide: _ILDK(ac)M(ox)EADGLVQPVVPDK_     Score: 165.3     PEP: 2.3966E-54
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Mass: 2062.0623     Charge: 2     m/z: 1032.0384
Modified Peptide: _LSK(ac)VQSEYLGIPEEGPFK_     Score: 126     PEP: 1.9718E-27
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Mass: 1249.674     Charge: 2     m/z: 625.8443
Modified Peptide: _VLM(ox)NLFK(ac)EAK_     Score: 38.634     PEP: 0.0060492
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Mass: 1892.9125     Charge: 2     m/z: 947.4635
Modified Peptide: _NM(ox)NQQDPK(ac)VLM(ox)NLFK_     Score: 176.4     PEP: 7.4337E-56
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Mass: 2011.9591     Charge: 2     m/z: 1006.9868
Modified Peptide: _TDNTPK(ac)ESM(ox)TSVISDSVK_     Score: 38.824     PEP: 0.00041454
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Mass: 1556.8298     Charge: 2     m/z: 779.42215
Modified Peptide: _LVDDTNK(ac)ELELVK_     Score: 95.631     PEP: 4.9458E-07
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Mass: 1941.0571     Charge: 3     m/z: 648.02632
Modified Peptide: _FILNPALQAK(ac)LVDDTNK_     Score: 66.335     PEP: 2.9311E-07
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Mass: 1114.6598     Charge: 2     m/z: 558.33716
Modified Peptide: _ILGSVDITK(ac)K_     Score: 103.22     PEP: 1.7308E-09
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Mass: 1080.6655     Charge: 2     m/z: 541.34004
Modified Peptide: _VVK(ac)TPGGILR_     Score: 96.89     PEP: 1.771E-07
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Mass: 1358.781     Charge: 2     m/z: 680.39775
Modified Peptide: _AFLIEEQK(ac)IVK_     Score: 129.89     PEP: 3.4472E-18
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Mass: 1433.7737     Charge: 2     m/z: 717.89412
Modified Peptide: _YGEK(ac)SIEVPGAVK_     Score: 143.94     PEP: 4.6694E-30
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Mass: 1854.8952     Charge: 2     m/z: 928.45485
Modified Peptide: _ANK(ac)FGQDQADIDSLQR_     Score: 186.85     PEP: 3.4096E-74
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Mass: 2438.2482     Charge: 3     m/z: 813.75667
Modified Peptide: _YINGLPTVFGVSGYSGAGTK(ac)PSPK_     Score: 83.602     PEP: 2.4508E-08
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Mass: 2038.0371     Charge: 3     m/z: 680.35298
Modified Peptide: _ARPITSGVFTADYLDK(ac)DK_     Score: 88.264     PEP: 3.68E-14
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Mass: 1949.0441     Charge: 2     m/z: 975.5293
Modified Peptide: _IVYLNEK(ac)GGIINGSTGEK_     Score: 260.65     PEP: 4.0847E-179
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Modified Peptide: _AK(ac)ALFNLADLVEK_     Score: 60.628     PEP: 0.00010267
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Mass: 1561.7624     Charge: 2     m/z: 781.88848
Modified Peptide: _K(ac)TFDVINPSNEEK_     Score: 111.39     PEP: 3.6516E-10
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Mass: 1511.8024     Charge: 2     m/z: 756.90848
Modified Peptide: _GYFVK(ac)PTVFADVK_     Score: 110.92     PEP: 1.8284E-10
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Mass: 1261.703     Charge: 2     m/z: 631.85879
Modified Peptide: _GDVALVSK(ac)YLR_     Score: 128.67     PEP: 3.815E-18
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Mass: 1576.8097     Charge: 2     m/z: 789.41212
Modified Peptide: _ILDYVDVAK(ac)SEGAR_     Score: 151.56     PEP: 5.3519E-33
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Mass: 1743.9043     Charge: 3     m/z: 582.30871
Modified Peptide: _SPNIVFADADLDK(ac)AVK_     Score: 186.96     PEP: 3.3675E-74
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Mass: 2197.046     Charge: 3     m/z: 733.35595
Modified Peptide: _ITTVYK(ac)AM(ox)EDDVDEAVAAAK_     Score: 197.84     PEP: 4.3314E-105
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Mass: 2139.0736     Charge: 3     m/z: 714.0318
Modified Peptide: _TFDVINPSNEEK(ac)ITTVYK_     Score: 215.8     PEP: 1.2558E-114
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Mass: 2516.1819     Charge: 3     m/z: 839.73459
Modified Peptide: _VGDPFDEEVFQGAQTSDK(ac)QLHK_     Score: 299.77     PEP: 1.8421E-279
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Mass: 1709.8988     Charge: 3     m/z: 570.97356
Modified Peptide: _SVGFGLVYNSVAEAK(ac)K_     Score: 51.695     PEP: 0.00021798
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Mass: 1500.8292     Charge: 3     m/z: 501.28369
Modified Peptide: _K(ac)QFVVDVLHPNR_     Score: 82.543     PEP: 5.6886E-05
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Mass: 1077.5706     Charge: 2     m/z: 539.79259
Modified Peptide: _YGLAEK(ac)VEK_     Score: 86.898     PEP: 1.3978E-05
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Mass: 1091.5863     Charge: 2     m/z: 546.80041
Modified Peptide: _LAEVYK(ac)AEK_     Score: 90.108     PEP: 1.1057E-05
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Mass: 1080.5655     Charge: 2     m/z: 541.29002
Modified Peptide: _ANVSK(ac)DELR_     Score: 99.653     PEP: 2.3724E-06
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Mass: 1366.6881     Charge: 2     m/z: 684.35133
Modified Peptide: _AEK(ac)DAVSVFGFR_     Score: 184.31     PEP: 2.2773E-52
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Mass: 1679.8519     Charge: 3     m/z: 560.95791
Modified Peptide: _KFPLNYSK(ac)EDIER_     Score: 88.552     PEP: 0.0024629
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Mass: 2200.0437     Charge: 3     m/z: 734.35516
Modified Peptide: _LNAFGSIYFNNDLK(ac)DGNEK_     Score: 35.625     PEP: 0.00030433



0 200 400 600 800 1000 1200 1400

m/z

0

200000

400000

600000

800000

1000000

1200000

1400000

1600000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
5

)

y
2

 (
2

4
8

.1
5

9
8

)

y
3

 (
4

1
8

.2
6

5
3

)

y
4

 (
5

1
7

.3
3

3
8

)

y
5

 (
6

3
1

.3
7

5
1

)

y
6

 (
7

7
8

.4
4

3
0

)

y
7

 (
8

9
1

.5
2

7
0

)

y
8

 (
1

0
0

6
.5

5
3

1
)

y
9

 (
1

1
0

3
.6

0
6

0
)

y
1

0
 (

1
1

7
4

.6
4

3
0

)

y
5

-N
H

3
 (

6
1

4
.3

5
0

1
)

y
8

-N
H

3
 (

9
8

9
.5

2
9

1
)

y
9

-H
2

O
 (

1
0

8
5

.5
9

5
4

)
y
9

-N
H

3
 (

1
0

8
6

.5
7

5
2

)

a
2

 (
1

5
7

.1
3

3
2

)

b
2

 (
1

8
5

.1
2

8
1

)

b
4

 (
3

9
7

.2
0

7
9

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1286.7234     Charge: 2     m/z: 644.369
Modified Peptide: _IAPDLFNVK(ac)TK_     Score: 76.326     PEP: 4.3284E-05
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Mass: 1680.773     Charge: 2     m/z: 841.39379
Modified Peptide: _EDITDFDK(ac)LSEAEK_     Score: 90.229     PEP: 7.2637E-06
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Mass: 2135.1222     Charge: 3     m/z: 712.71469
Modified Peptide: _INPNEK(ac)VQVTTLSSIHEGK_     Score: 105.38     PEP: 1.5735E-21
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Mass: 1655.793     Charge: 2     m/z: 828.90379
Modified Peptide: _IYDLK(ac)EDITDFDK_     Score: 135.37     PEP: 7.4443E-22
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Mass: 2323.0604     Charge: 2     m/z: 1162.5375
Modified Peptide: _EFVK(ac)EDIYDGETNPDLQNR_     Score: 189.9     PEP: 3.5302E-82
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Mass: 2053.0691     Charge: 3     m/z: 685.36366
Modified Peptide: _LPADTITLDPNSIGSVDK(ac)R_     Score: 107.65     PEP: 2.7216E-21
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Mass: 1430.7518     Charge: 2     m/z: 716.38317
Modified Peptide: _YLVGGASK(ac)VPNER_     Score: 34.179     PEP: 0.0033596
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Mass: 2427.1918     Charge: 3     m/z: 810.0712
Modified Peptide: _LHSELK(ac)LDELQTDNTPDYVR_     Score: 95.666     PEP: 4.088E-15
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Mass: 2535.2241     Charge: 3     m/z: 846.08199
Modified Peptide: _LNQTFESNVGK(ac)EGYENHVSTLK_     Score: 73.21     PEP: 1.2345E-08
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Mass: 1293.6235     Charge: 2     m/z: 647.81901
Modified Peptide: _VASIDEK(ac)M(ox)STR_     Score: 74.76     PEP: 5.0782E-05
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Mass: 1577.8301     Charge: 2     m/z: 789.92232
Modified Peptide: _ESVYAQSITSK(ac)PVK_     Score: 73.91     PEP: 1.78E-06
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Mass: 1891.9449     Charge: 3     m/z: 631.65556
Modified Peptide: _ATETEK(ac)AVDVTALEM(ox)VK_     Score: 60.542     PEP: 5.5246E-07
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Mass: 1556.7359     Charge: 2     m/z: 779.3752
Modified Peptide: _FNK(ac)GTISAEEYEK_     Score: 96.464     PEP: 4.0965E-07



0 500 1000 1500 2000

m/z

0

20000

40000

60000

80000

100000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
8

)

y
2

 (
2

1
8

.1
4

9
6

)

y
3

 (
3

4
7

.1
9

1
9

)

y
7

 (
8

5
1

.4
1

0
7

)

y
8

 (
9

5
0

.4
7

6
6

)

y
9

 (
1

0
4

7
.5

3
4

2
)

y
1

0
 (

1
1

7
5

.6
2

4
4

)

y
1

3
 (

1
4

7
4

.7
5

3
1

)

y
1

4
 (

1
5

8
7

.8
3

5
9

)

y
1

5
 (

1
7

5
7

.9
4

0
0

)

y
1

6
 (

1
9

0
5

.0
0

7
5

)

y
1

7
 (

2
0

3
3

.0
6

2
8

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

4
)

y
1

7
-H

2
O

 (
2

0
1

5
.0

5
8

4
) y
1

7
-N

H
3

 (
2

0
1

6
.0

4
5

0
)

y
9

(2
+

) 
(5

2
4

.2
7

1
9

)

a
2

 (
1

7
5

.1
0

7
8

)
b
2

 (
2

0
3

.1
0

2
6

)
b
2

-H
2

O
 (

1
8

5
.0

9
2

4
)

a
cK

* 
(1

2
6

.0
9

1
5

)

Mass: 2234.1583     Charge: 3     m/z: 745.72671
Modified Peptide: _TTQFK(ac)LNGQKPVDEFLEAK_     Score: 81.723     PEP: 3.9265E-09
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Mass: 2047.9925     Charge: 2     m/z: 1025.0035
Modified Peptide: _YTK(ac)YDLSPIDTLFAM(ox)GR_     Score: 76.151     PEP: 3.0736E-10
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Mass: 1204.6674     Charge: 2     m/z: 603.341
Modified Peptide: _IPSK(ac)DEFIAK_     Score: 138.45     PEP: 2.7028E-13
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Mass: 1289.7231     Charge: 2     m/z: 645.86883
Modified Peptide: _ITVDELFK(ac)VGK_     Score: 145.91     PEP: 3.2807E-22
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Mass: 1388.7664     Charge: 2     m/z: 695.39046
Modified Peptide: _FINSEIEK(ac)VIR_     Score: 156.51     PEP: 9.8326E-28
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Mass: 2157.0662     Charge: 3     m/z: 720.02934
Modified Peptide: _NVSGQDVAAALEANAK(ac)SVESR_     Score: 162.85     PEP: 6.8883E-37
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Mass: 2144.0496     Charge: 2     m/z: 1073.0321
Modified Peptide: _GTISAEEYEK(ac)FINSEIEK_     Score: 144.66     PEP: 5.0513E-43
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Mass: 2533.3581     Charge: 3     m/z: 845.45996
Modified Peptide: _VFNLPLFPTTTIGSFPQTK(ac)DIR_     Score: 268.09     PEP: 9.0116E-224



0 500 1000 1500 2000 2500

m/z

0

20000

40000

60000

80000

In
te

n
si

ty

y
2

 (
2

1
8

.1
4

9
4

)

y
6

 (
6

8
0

.3
5

1
8

)

y
9

 (
1

0
2

8
.5

0
4

1
)

y
1

5
 (

1
6

7
3

.7
6

8
6

)

y
1

8
 (

1
9

8
5

.9
3

6
9

)

y
2

0
 (

2
1

5
7

.9
9

1
7

)

y
2

-N
H

3
 (

2
0

1
.1

2
1

8
)

y
1

2
(2

+
) 

(6
8

0
.8

1
6

4
)

y
1

7
(2

+
) 

(9
5

7
.9

5
4

3
)

a
2

 (
1

9
9

.1
7

9
8

)
b
2

 (
2

2
7

.1
7

4
6

)

a
cK

* 
(1

2
6

.0
9

0
9

)

Mass: 2383.159     Charge: 3     m/z: 795.39362
Modified Peptide: _LIGDAAK(ac)NQAAM(ox)NPHNTVFDAK_     Score: 42.172     PEP: 0.0001652
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Mass: 1863.0717     Charge: 3     m/z: 622.03118
Modified Peptide: _IIPATINGLK(ac)DTEPIVK_     Score: 65.943     PEP: 3.0965E-07
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Mass: 1196.6492     Charge: 2     m/z: 599.33188
Modified Peptide: _LTSDK(ac)SLEVR_     Score: 101.95     PEP: 8.1024E-10
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Mass: 1860.9581     Charge: 2     m/z: 931.48635
Modified Peptide: _TSLLQTAFSEPK(ac)ENVR_     Score: 98.694     PEP: 9.9151E-13
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Mass: 1681.9614     Charge: 2     m/z: 841.98799
Modified Peptide: _VSQSK(ac)LGPEITVAALK_     Score: 102.08     PEP: 1.5131E-15
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Mass: 1687.9033     Charge: 2     m/z: 844.9589
Modified Peptide: _SVLLASK(ac)VEPESYPK_     Score: 121.31     PEP: 1.1948E-17



0 200 400 600 800 1000 1200

m/z

0

20000

40000

60000

80000

100000

120000

140000

160000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
6

)

y
3

 (
4

3
2

.3
1

3
6

)

y
4

 (
5

4
7

.3
3

9
7

)

y
5

 (
6

6
0

.4
2

3
1

)

y
6

 (
7

7
3

.5
0

7
5

)

y
7

 (
8

8
7

.5
5

0
0

)

y
8

 (
1

0
0

2
.5

7
3

8
)

y
9

(2
+

) 
(5

6
5

.8
1

9
5

)

b
2

 (
2

4
2

.1
4

9
0

)
b
2

-N
H

3
 (

2
2

5
.1

2
2

6
)

b
3

 (
3

5
7

.1
7

4
0

)

b
4

 (
4

7
1

.2
1

7
2

)
b
4

-N
H

3
 (

4
5

4
.1

9
3

3
)

Mass: 1242.7154     Charge: 2     m/z: 622.365
Modified Peptide: _LQDNIIDK(ac)VK_     Score: 66.262     PEP: 0.00029329
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Mass: 2476.271     Charge: 3     m/z: 826.43096
Modified Peptide: _VK(ac)YLISPDVHPAQNQNIQENK_     Score: 80.752     PEP: 5.1859E-10
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Mass: 2654.3803     Charge: 3     m/z: 885.80071
Modified Peptide: _EVPAVVNEK(ac)EVPAEPETQPPVQVK_     Score: 83.871     PEP: 1.8053E-12
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Mass: 2245.1125     Charge: 2     m/z: 1123.5635
Modified Peptide: _DLSEASVYPEYALPK(ac)TYNK_     Score: 156.22     PEP: 5.3723E-55
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Modified Peptide: _YNIK(ac)LWK_     Score: 53.17     PEP: 0.0087024
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Mass: 1852.8744     Charge: 3     m/z: 618.63208
Modified Peptide: _AHQVVEDGYEFFSK(ac)R_     Score: 61.732     PEP: 2.5221E-05
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Modified Peptide: _YM(ox)K(ac)LGM(ox)ENSLTEK_     Score: 34.685     PEP: 0.0033506
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Mass: 2173.2099     Charge: 3     m/z: 725.41057
Modified Peptide: _FLQNSNLGGIIPTVNGK(ac)PVR_     Score: 30.428     PEP: 0.0024362
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Mass: 1065.5971     Charge: 2     m/z: 533.80583
Modified Peptide: _LLTNK(ac)WIH_     Score: 78.496     PEP: 0.00091036
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Mass: 1080.5451     Charge: 2     m/z: 541.27985
Modified Peptide: _SYTNTTK(ac)PK_     Score: 81.338     PEP: 0.00013203
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Mass: 2473.125     Charge: 3     m/z: 825.38226
Modified Peptide: _EVHTNQDPLDVSASK(ac)TEECEK_     Score: 70.99     PEP: 6.4182E-07



0 200 400 600 800 1000 1200

m/z

0

100000

200000

300000

400000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
0

)

y
2

 (
2

8
8

.2
0

3
2

)

y
3

 (
4

3
5

.2
7

1
6

)

y
4

 (
6

0
5

.3
7

6
8

)

y
5

 (
7

6
8

.4
3

9
8

)

y
6

 (
8

9
7

.4
8

1
4

)

y
7

 (
9

5
4

.5
0

3
1

)

y
8

 (
1

0
4

1
.5

3
4

7
)

y
6

-H
2

O
 (

8
7

9
.4

7
4

1
)

y
7

-H
2

O
 (

9
3

6
.4

9
5

6
)

y
8

-H
2

O
 (

1
0

2
3

.5
2

8
1

)
y
8

-N
H

3
 (

1
0

2
4

.5
1

9
6

)

y
8

(2
+

) 
(5

2
1

.2
7

3
0

)

a
2

 (
1

4
3

.1
1

8
0

)

b
2

 (
1

7
1

.1
1

2
8

)

b
3

 (
2

5
8

.1
4

5
0

)
b
3

-H
2

O
 (

2
4

0
.1

3
4

1
)

b
6

 (
6

0
7

.2
7

2
5

)
b
6

-H
2

O
 (

5
8

9
.2

6
2

5
)

a
cK

* 
(1

2
6

.0
9

1
5

)
a
cK

 (
1

4
3

.1
1

8
0

)

Mass: 1210.6346     Charge: 2     m/z: 606.32459
Modified Peptide: _GLSGEYK(ac)FLR_     Score: 150.35     PEP: 9.554E-17
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Mass: 1444.731     Charge: 2     m/z: 723.3728
Modified Peptide: _EANK(ac)IVFDPNTR_     Score: 96.23     PEP: 7.3493E-07
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Mass: 1205.702     Charge: 2     m/z: 603.85826
Modified Peptide: _TK(ac)LSSAGLIFK_     Score: 64.55     PEP: 0.00016544
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Mass: 1450.6769     Charge: 2     m/z: 726.34572
Modified Peptide: _GFFETFNEK(ac)YK_     Score: 87.363     PEP: 2.0059E-06
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Mass: 1734.8577     Charge: 2     m/z: 868.43613
Modified Peptide: _YTIPK(ac)DSNLEPNFR_     Score: 105.03     PEP: 8.0237E-12
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Mass: 1801.932     Charge: 2     m/z: 901.9733
Modified Peptide: _VSSSDLDLLYDK(ac)VYK_     Score: 139.65     PEP: 3.7847E-25
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Mass: 2264.1325     Charge: 2     m/z: 1133.0735
Modified Peptide: _QFVEALDANDNGISK(ac)YTIPK_     Score: 258.95     PEP: 5.823E-188



0 500 1000 1500 2000

m/z

0

50000

100000

150000

200000

In
te

n
si

ty

y
1

2
 (

1
4

5
7

.8
2

3
3

)

y
1

4
 (

1
6

8
7

.9
0

9
7

)

y
1

5
 (

1
7

7
4

.9
4

2
2

)

y
1

6
 (

1
8

8
8

.0
2

5
3

)

y
1

7
 (

2
0

0
3

.0
5

1
3

)

y
1

8
 (

2
1

7
3

.1
5

3
8

)

y
1

1
(2

+
) 

(6
7

9
.8

8
3

8
)

b
2

 (
1

8
5

.0
9

2
2

)

b
3

 (
3

5
5

.1
9

7
3

)

b
4

 (
4

7
0

.2
2

4
3

)

a
cK

* 
(1

2
6

.0
9

1
5

)

Mass: 2356.2387     Charge: 3     m/z: 786.42017
Modified Peptide: _(ac)AAK(ac)DISTEVLQNPELYGLRR_     Score: 60.564     PEP: 0.0004919
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Mass: 1046.5579     Charge: 2     m/z: 524.28622
Modified Peptide: _SPSADIGSK(ac)K_     Score: 99.522     PEP: 1.1167E-07
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Mass: 1922.985     Charge: 3     m/z: 642.00228
Modified Peptide: _GSGNIFIK(ac)NLHPDIDNK_     Score: 60.307     PEP: 0.0064486
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Mass: 1780.842     Charge: 3     m/z: 594.62129
Modified Peptide: _GFGFVNYEK(ac)HEDAVK_     Score: 81.311     PEP: 2.3614E-07
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Mass: 1543.8358     Charge: 2     m/z: 772.9252
Modified Peptide: _AIEQLNYTPIK(ac)GR_     Score: 134.68     PEP: 8.3073E-22
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Mass: 1918.088     Charge: 3     m/z: 640.36994
Modified Peptide: _NQQIVAGK(ac)PLYVAIAQR_     Score: 134.37     PEP: 4.0024E-29
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Mass: 2209.0499     Charge: 3     m/z: 737.35723
Modified Peptide: _HEDAVK(ac)AVEALNDSELNGEK_     Score: 142.43     PEP: 1.4252E-50
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Mass: 1474.8366     Charge: 2     m/z: 738.42559
Modified Peptide: _K(ac)AIEQLNYTPIK_     Score: 194.12     PEP: 7.2266E-53
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Mass: 2118.0593     Charge: 2     m/z: 1060.0369
Modified Peptide: _AVEALNDSELNGEK(ac)LYVGR_     Score: 193.8     PEP: 5.9601E-71
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Modified Peptide: _SNLILSK(ac)VASTR_     Score: 78.763     PEP: 4.3405E-05
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Mass: 2258.143     Charge: 2     m/z: 1130.0788
Modified Peptide: _EQGSSPLNSK(ac)FAPEEIVLSGK_     Score: 100.64     PEP: 5.3737E-08
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Mass: 1089.5918     Charge: 2     m/z: 545.80315
Modified Peptide: _SK(ac)IETELTK_     Score: 76.143     PEP: 0.0075596
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Mass: 1818.857     Charge: 3     m/z: 607.29296
Modified Peptide: _EK(ac)SEHQVELICSYR_     Score: 31.827     PEP: 0.0045342
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Mass: 1417.73     Charge: 2     m/z: 709.8723
Modified Peptide: _IVSSIEQK(ac)EESK_     Score: 43.382     PEP: 0.0020538
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Mass: 851.41373     Charge: 2     m/z: 426.71414
Modified Peptide: _AYDK(ac)SAR_     Score: 74.255     PEP: 0.0037993
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Mass: 1911.9764     Charge: 3     m/z: 638.33275
Modified Peptide: _VNGM(ox)DILAVYQASK(ac)FAK_     Score: 41.86     PEP: 0.00036995
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Mass: 1532.7623     Charge: 3     m/z: 511.92806
Modified Peptide: _GRIPEDTWDFK(ac)K_     Score: 95.417     PEP: 4.3603E-06
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Mass: 1503.6408     Charge: 2     m/z: 752.82766
Modified Peptide: _M(ox)EM(ox)ACDALYK(ac)AK_     Score: 117.23     PEP: 2.1435E-14
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Mass: 2111.0423     Charge: 2     m/z: 1056.5284
Modified Peptide: _K(ac)YVDEQVELADAAPPPEAK_     Score: 286.6     PEP: 1.2568E-223
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Mass: 1317.6929     Charge: 2     m/z: 659.85371
Modified Peptide: _NLAWSDK(ac)TLTK_     Score: 78.692     PEP: 3.4042E-05
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Mass: 1817.92     Charge: 2     m/z: 909.96726
Modified Peptide: _WTGQLSDK(ac)PDIFLEK_     Score: 44.294     PEP: 0.00057739



0 200 400 600 800 1000 1200 1400 1600

m/z

0

20000

40000

60000

80000

100000

120000

140000

160000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
2

)

y
2

 (
2

8
8

.2
0

3
8

)

y
3

 (
4

3
5

.2
7

1
1

) y
4

 (
6

0
5

.3
7

6
5

)

y
5

 (
7

1
8

.4
6

2
2

)

y
6

 (
8

1
5

.5
1

3
0

)

y
7

 (
9

2
9

.5
5

6
2

)

y
8

 (
1

0
0

0
.5

9
1

1
)

a
2

 (
1

8
9

.0
8

7
3

)
b
2

 (
2

1
7

.0
8

2
1

)

b
6

 (
6

3
0

.2
6

9
5

)

b
7

 (
7

2
9

.3
4

1
5

)

a
cK

* 
(1

2
6

.0
9

1
7

)

Mass: 1727.9206     Charge: 3     m/z: 576.98082
Modified Peptide: _TDIDANVANPLK(ac)FLR_     Score: 54.598     PEP: 0.00012958
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Mass: 1401.7252     Charge: 2     m/z: 701.86989
Modified Peptide: _TAFQIPGDDK(ac)IR_     Score: 92.295     PEP: 1.4147E-06
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Mass: 1775.844     Charge: 2     m/z: 888.92929
Modified Peptide: _GGEYAK(ac)FPYSVM(ox)EIK_     Score: 97.836     PEP: 2.0065E-09
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Mass: 1584.826     Charge: 2     m/z: 793.42028
Modified Peptide: _VK(ac)LQLWDTAGQER_     Score: 68.034     PEP: 7.1253E-05



0 200 400 600 800 1000 1200 1400 1600

m/z

0

5000

10000

15000

20000

25000

30000

35000

In
te

n
si

ty

y
3

 (
4

3
5

.2
7

0
6

)

y
4

 (
5

5
0

.2
9

7
9

)

y
5

 (
6

5
1

.3
4

5
1

)

y
6

 (
8

2
1

.4
4

8
8

)

a
2

 (
2

0
1

.1
2

3
1

)
b
2

 (
2

2
9

.1
1

8
6

)
b
2

-H
2

O
 (

2
1

1
.1

0
7

2
)

b
3

 (
3

4
4

.1
4

4
7

)

a
cK

* 
(1

2
6

.0
9

1
4

)

Mass: 1575.8144     Charge: 3     m/z: 526.27876
Modified Peptide: _EVDDLALK(ac)TDLFR_     Score: 33.685     PEP: 0.0034573



0 200 400 600 800 1000 1200

m/z

0

200000

400000

600000

800000

1000000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
5

)

y
2

 (
2

9
4

.1
8

0
4

)

y
3

 (
4

0
7

.2
6

4
5

)

y
4

 (
5

7
0

.3
2

6
5

)

y
5

 (
6

8
5

.3
5

3
2

)

y
6

 (
7

9
8

.4
3

6
6

)

y
7

 (
9

6
8

.5
4

3
1

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

1
)

y
2

-N
H

3
 (

2
7

7
.1

5
4

0
)

y
6

-N
H

3
 (

7
8

1
.4

0
7

4
)

b
2

 (
2

5
8

.1
4

4
2

)
b
2

-H
2

O
 (

2
4

0
.1

3
3

6
)

b
3

 (
3

7
1

.2
2

7
9

)
b
3

-H
2

O
 (

3
5

3
.2

1
8

0
)

b
4

 (
4

8
6

.2
5

5
2

)
b
4

-H
2

O
 (

4
6

8
.2

4
4

7
)

b
5

 (
6

4
9

.3
1

6
7

)
b
5

-H
2

O
 (

6
3

1
.3

0
6

6
)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 1054.5699     Charge: 2     m/z: 528.29223
Modified Peptide: _SK(ac)LDYIFK_     Score: 116.3     PEP: 0.00025285
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Mass: 1298.7446     Charge: 2     m/z: 650.37956
Modified Peptide: _VDK(ac)LISLDLNK_     Score: 108.72     PEP: 7.691E-10
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Mass: 1123.5397     Charge: 2     m/z: 562.77714
Modified Peptide: _EYITDK(ac)ADK_     Score: 87.298     PEP: 1.3614E-05
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Mass: 1478.7365     Charge: 2     m/z: 740.37554
Modified Peptide: _SK(ac)LNDAVEYVSGR_     Score: 136.51     PEP: 1.2746E-19
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Mass: 1509.8191     Charge: 3     m/z: 504.28032
Modified Peptide: _GDPIEIVHK(ac)VSFK_     Score: 30.543     PEP: 0.0091967
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Mass: 1472.7987     Charge: 3     m/z: 491.94019
Modified Peptide: _IRVDK(ac)DPNFSIK_     Score: 63.727     PEP: 0.00067324
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Mass: 1285.5979     Charge: 2     m/z: 643.80623
Modified Peptide: _NK(ac)YDIWYDK_     Score: 102.52     PEP: 1.526E-06
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Mass: 1403.7301     Charge: 2     m/z: 702.87233
Modified Peptide: _IILDCDEK(ac)NVK_     Score: 134.13     PEP: 2.1625E-18
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Mass: 876.5069     Charge: 2     m/z: 439.26073
Modified Peptide: _ATQK(ac)FLK_     Score: 91.041     PEP: 0.0034324
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Modified Peptide: _LVIDDQFNSK(ac)FPHIK_     Score: 33.265     PEP: 0.0021312
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Mass: 1393.6474     Charge: 2     m/z: 697.83096
Modified Peptide: _GNGSFEDETK(ac)IR_     Score: 78.763     PEP: 4.3405E-05
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Mass: 1778.7999     Charge: 2     m/z: 890.40723
Modified Peptide: _VTYYK(ac)GNGSFEDETK_     Score: 65.374     PEP: 7.5441E-06
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Mass: 1115.6186     Charge: 2     m/z: 558.8166
Modified Peptide: _ILIDSK(ac)TER_     Score: 123.88     PEP: 2.8207E-07
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Mass: 1583.9134     Charge: 2     m/z: 792.96399
Modified Peptide: _IVSSTGALSLK(ac)EIPK_     Score: 88.73     PEP: 8.6797E-09
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Mass: 970.54475     Charge: 2     m/z: 486.27965
Modified Peptide: _IGLEVDK(ac)R_     Score: 140.5     PEP: 2.6343E-10
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Mass: 1248.6615     Charge: 2     m/z: 625.33803
Modified Peptide: _IGK(ac)FPFAANSR_     Score: 113.61     PEP: 6.6438E-11
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Mass: 1605.7933     Charge: 2     m/z: 803.90394
Modified Peptide: _AAQLGFNTACVEK(ac)R_     Score: 113.72     PEP: 7.2353E-13
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Mass: 2205.1529     Charge: 3     m/z: 736.05824
Modified Peptide: _VTPVDGLEGTVK(ac)EDHILDVK_     Score: 166.29     PEP: 2.5463E-62
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Mass: 1564.7621     Charge: 2     m/z: 783.38831
Modified Peptide: _TEEQLK(ac)EAGIDYK_     Score: 216.34     PEP: 4.0772E-77
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Mass: 2590.2949     Charge: 3     m/z: 864.4389
Modified Peptide: _VTVVEFQPQIGASM(ox)DGEVAK(ac)ATQK_     Score: 230.55     PEP: 1.9993E-112
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Mass: 1315.6806     Charge: 2     m/z: 658.84757
Modified Peptide: _DVM(ox)SK(ac)LGPQVGK_     Score: 51.841     PEP: 0.00081989
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Mass: 2357.1652     Charge: 3     m/z: 786.729
Modified Peptide: _NFSTSNVPFASIASSK(ac)FQIDR_     Score: 64.723     PEP: 2.3982E-06
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Mass: 1394.8245     Charge: 3     m/z: 465.94879
Modified Peptide: _NAK(ac)DLALLVAK(ac)R_     Score: 138.45     PEP: 4.6125E-18
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Mass: 2589.1055     Charge: 3     m/z: 864.04244
Modified Peptide: _SAHDDGLDSFSK(ac)GDSGAGASAGSSNSR_     Score: 111.4     PEP: 2.4285E-29
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Mass: 1196.7129     Charge: 2     m/z: 599.36371
Modified Peptide: _NAK(ac)DLALLVAK_     Score: 176.32     PEP: 6.2178E-36
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Mass: 2386.1951     Charge: 3     m/z: 796.40564
Modified Peptide: _VAPEEHPVLLTEAPM(ox)NPK(ac)SNR_     Score: 44.382     PEP: 0.00023337
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Mass: 2438.0842     Charge: 3     m/z: 813.70202
Modified Peptide: _HQGIM(ox)VGM(ox)GQK(ac)DSYVGDEAQSK_     Score: 74.698     PEP: 6.2834E-10
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Mass: 1480.6987     Charge: 3     m/z: 494.5735
Modified Peptide: _DGFK(ac)EIHFFGDK_     Score: 70.622     PEP: 8.8957E-05
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Mass: 1569.8242     Charge: 2     m/z: 785.91939
Modified Peptide: _K(ac)FIADNDTLTLNR_     Score: 203.29     PEP: 2.0924E-73
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Mass: 1603.8206     Charge: 2     m/z: 802.91757
Modified Peptide: _YSEK(ac)DLNIPTLNR_     Score: 211.77     PEP: 1.2453E-86
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Mass: 2701.2459     Charge: 3     m/z: 901.42259
Modified Peptide: _LAPTNSGGSGGK(ac)LDDPSGASSYYASHR_     Score: 59.282     PEP: 2.4158E-10
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Mass: 1617.9214     Charge: 3     m/z: 540.3144
Modified Peptide: _GAPLAK(ac)VVFRDPYK_     Score: 55.841     PEP: 0.00095136
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Mass: 3096.6183     Charge: 3     m/z: 1033.2134
Modified Peptide: _ASLNVGNVLPLGSVPEGTIVSNVEEK(ac)PGDR_     Score: 48.422     PEP: 8.2983E-09
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Mass: 2139.0709     Charge: 3     m/z: 714.0309
Modified Peptide: _ASGNYVIIIGHNPDENK(ac)TR_     Score: 78.088     PEP: 1.3443E-09
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Mass: 1056.5826     Charge: 2     m/z: 529.2986
Modified Peptide: _TYK(ac)YPSLK_     Score: 111.46     PEP: 0.00030427
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Mass: 1144.6128     Charge: 2     m/z: 573.31369
Modified Peptide: _YPSLK(ac)GVDPK_     Score: 71.555     PEP: 0.00011547
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Mass: 1399.75     Charge: 2     m/z: 700.88227
Modified Peptide: _LQPQVYK(ac)PWSL_     Score: 42.21     PEP: 0.0029772
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Mass: 2049.8715     Charge: 3     m/z: 684.29778
Modified Peptide: _DQEGDDEDGNTATGHGVK(ac)R_     Score: 69.737     PEP: 3.0054E-06
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Mass: 1273.6952     Charge: 2     m/z: 637.85486
Modified Peptide: _LVIDEAK(ac)GIM(ox)K_     Score: 82.171     PEP: 2.1026E-05
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Mass: 1378.7245     Charge: 2     m/z: 690.36953
Modified Peptide: _IDSLK(ac)PQFFSR_     Score: 103.75     PEP: 1.4822E-09



0 500 1000 1500 2000

m/z

0

100000

200000

300000

400000

500000

600000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
5

)

y
2

 (
2

7
6

.1
5

4
6

)

y
3

 (
4

4
6

.2
5

9
5

)

y
4

 (
5

7
5

.3
0

0
3

)

y
5

 (
6

7
6

.3
4

7
7

)

y
6

 (
7

8
9

.4
3

0
4

)

y
7

 (
8

8
6

.4
8

4
2

)

y
8

 (
9

5
7

.5
1

9
9

)

y
9

 (
1

0
5

6
.5

8
7

0
)

y
1

0
 (

1
2

0
3

.6
2

1
3

)

y
1

1
 (

1
3

3
2

.6
5

9
5

)

y
1

2
 (

1
4

4
7

.6
8

3
2

)

y
1

3
 (

1
5

6
0

.7
6

8
1

)

y
1

4
 (

1
6

1
7

.7
9

4
9

)

y
1

5
 (

1
7

3
2

.8
0

7
7

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

0
)

y
2

-H
2

O
 (

2
5

8
.1

4
4

1
)

y
4

-H
2

O
 (

5
5

7
.2

9
2

7
)

y
7

-H
2

O
 (

8
6

8
.4

7
3

7
)

y
7

-N
H

3
 (

8
6

9
.4

5
9

7
)

y
1

0
-N

H
3

 (
1

1
8

6
.5

9
4

8
)

y
1

1
-H

2
O

 (
1

3
1

4
.6

4
9

8
)

y
1

6
(2

+
) 

(9
2

3
.4

5
7

9
)

a
2

 (
1

9
9

.1
7

9
9

)
b
2

 (
2

2
7

.1
7

4
7

)

b
3

 (
3

4
0

.2
5

7
7

)

b
4

 (
4

5
5

.2
8

6
8

)

b
5

 (
5

1
2

.3
0

6
3

)
b
5

-H
2

O
 (

4
9

4
.2

9
3

8
)

b
6

 (
6

2
5

.3
8

9
0

)

b
8

 (
8

6
9

.4
5

9
7

)

b
9

 (
1

0
1

6
.4

9
0

8
)

b
1

0
 (

1
1

1
5

.5
5

6
4

)

b
1

1
 (

1
1

8
6

.5
9

4
8

)

a
cK

* 
(1

2
6

.0
9

1
1

)
a
cK

 (
1

4
3

.1
1

7
0

)

Mass: 2071.0759     Charge: 2     m/z: 1036.5452
Modified Peptide: _ILIDGIDEM(ox)VAPLTEK(ac)EK_     Score: 150.45     PEP: 2.2484E-43



0 500 1000 1500 2000

m/z

0

100000

200000

300000

400000

500000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
4

)

y
2

 (
2

9
0

.1
4

4
5

)

y
3

 (
4

0
3

.2
2

8
7

)

y
4

 (
5

8
1

.3
4

7
4

)

y
6

 (
7

9
1

.4
8

2
6

)

y
7

 (
9

5
4

.5
4

5
1

)

y
8

 (
1

0
4

1
.5

7
5

6
)

y
9

 (
1

1
5

4
.6

5
7

8
)

y
1

0
 (

1
2

6
7

.7
4

1
6

)

y
1

1
 (

1
3

5
4

.7
7

4
1

)

y
1

2
 (

1
4

6
9

.7
9

2
9

)

y
1

3
 (

1
5

8
4

.8
1

8
5

)

y
1

4
 (

1
7

1
3

.8
5

9
2

)

a
2

 (
2

0
0

.1
3

8
7

)
b
2

 (
2

2
8

.1
3

3
5

)
b
2

-N
H

3
 (

2
1

1
.1

0
7

0
)

b
3

 (
3

5
7

.1
7

5
1

)

b
4

 (
4

7
2

.2
0

3
2

)

b
5

 (
5

8
7

.2
2

7
5

)
b
5

-N
H

3
 (

5
7

0
.2

0
1

1
)

b
6

 (
6

7
4

.2
5

7
7

)
b
6

-H
2

O
 (

6
5

6
.2

4
5

3
)

b
6

-N
H

3
 (

6
5

7
.2

3
7

2
)

b
7

 (
7

8
7

.3
4

1
0

)
b
7

-H
2

O
 (

7
6

9
.3

3
3

1
)

b
7

-N
H

3
 (

7
7

0
.3

2
0

1
)

b
8

 (
9

0
0

.4
2

7
3

)
b
8

-H
2

O
 (

8
8

2
.4

1
7

6
)

b
8

-N
H

3
 (

8
8

3
.4

0
0

6
)

Mass: 1939.9982     Charge: 2     m/z: 971.00639
Modified Peptide: _NLEDDSLLSYPIK(ac)LDR_     Score: 126.19     PEP: 7.9837E-22
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Mass: 1455.7722     Charge: 3     m/z: 486.26467
Modified Peptide: _HFIDELNK(ac)GLTK_     Score: 36.847     PEP: 0.0039657
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Mass: 2434.1765     Charge: 3     m/z: 812.39943
Modified Peptide: _TK(ac)YDVAVDEQSPRPGQQAFEK_     Score: 35.389     PEP: 0.0014191
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Mass: 1965.9585     Charge: 3     m/z: 656.32677
Modified Peptide: _TGHIAADGSVYNK(ac)YPGFK_     Score: 60.209     PEP: 2.3682E-06
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Mass: 879.47018     Charge: 2     m/z: 440.74237
Modified Peptide: _DALTK(ac)YK_     Score: 53.17     PEP: 0.0087024
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Mass: 1762.9265     Charge: 3     m/z: 588.64944
Modified Peptide: _YK(ac)VLEFHPFDPVSK_     Score: 55.841     PEP: 0.00019097
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Mass: 1599.8632     Charge: 3     m/z: 534.295
Modified Peptide: _VLEFHPFDPVSK(ac)K_     Score: 106.13     PEP: 1.0807E-09
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Mass: 3061.4265     Charge: 4     m/z: 766.3639
Modified Peptide: _TVEEDHPIPEDVHENYENK(ac)VAELASR_     Score: 97.509     PEP: 3.4695E-19
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Mass: 1231.6812     Charge: 2     m/z: 616.8479
Modified Peptide: _GLDAIDK(ac)AFLK_     Score: 164.48     PEP: 3.2723E-28
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Mass: 1992.9826     Charge: 2     m/z: 997.4986
Modified Peptide: _GYLVAM(ox)TGDGVNDAPSLK(ac)K_     Score: 154.49     PEP: 1.4441E-33
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Mass: 1876.1033     Charge: 2     m/z: 939.05895
Modified Peptide: _LDQQIIIDK(ac)LIPIANK_     Score: 43.791     PEP: 0.00041078



0 200 400 600 800 1000 1200

m/z

0

50000

100000

150000

200000

250000

300000

350000

400000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
6

)

y
2

 (
2

3
4

.1
4

4
6

)

y
3

 (
2

9
1

.1
6

5
5

)

y
4

 (
3

4
8

.1
8

7
1

)

y
5

 (
4

7
7

.2
3

0
1

)

y
6

 (
5

9
0

.3
1

2
5

)

y
7

 (
7

3
7

.3
8

0
1

)

y
8

 (
8

2
4

.4
1

1
6

)

y
9

 (
9

8
7

.4
7

3
9

)

y
2

-H
2

O
 (

2
1

6
.1

3
3

7
)

y
5

-H
2

O
 (

4
5

9
.2

1
9

4
)

y
8

-H
2

O
 (

8
0

6
.4

0
1

3
)

y
9

-H
2

O
 (

9
6

9
.4

6
8

3
)

y
1

0
(2

+
) 

(5
7

9
.2

9
3

8
)

b
2

 (
3

0
0

.1
5

4
7

)
b
2

-H
2

O
 (

2
8

2
.1

4
4

2
)

b
3

 (
4

6
3

.2
1

7
5

)
b
3

-H
2

O
 (

4
4

5
.2

0
7

6
)

a
cK

* 
(1

2
6

.0
9

1
3

)

Mass: 1285.619     Charge: 2     m/z: 643.81679
Modified Peptide: _EK(ac)YSFLEGGSK_     Score: 98.105     PEP: 0.00015127
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Mass: 1568.8322     Charge: 3     m/z: 523.95135
Modified Peptide: _EHAPWALK(ac)DFGIK_     Score: 59.898     PEP: 0.00010577



0 200 400 600 800 1000 1200 1400

m/z

0

50000

100000

150000

200000

250000

300000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
4

)

y
2

 (
2

6
0

.1
9

6
0

)

y
3

 (
4

0
7

.2
6

4
2

)

y
4

 (
5

0
8

.3
1

2
0

)

y
5

 (
6

2
3

.3
3

6
3

)

y
6

 (
7

3
6

.4
2

0
7

)

y
7

 (
8

2
3

.4
5

1
8

)

y
8

 (
9

9
3

.5
5

5
9

)

y
7

-H
2

O
 (

8
0

5
.4

3
5

8
)

y
8

-H
2

O
 (

9
7

5
.5

4
8

1
)

y
8

(2
+

) 
(4

9
7

.2
8

2
8

)

y
9

(2
+

) 
(5

7
0

.8
1

5
0

)

a
2

 (
2

3
4

.1
2

2
9

)

b
2

 (
2

6
2

.1
1

7
7

) b
3

 (
4

3
2

.2
2

3
3

)
b
3

-N
H

3
 (

4
1

5
.1

9
5

9
)

a
cK

* 
(1

2
6

.0
9

1
1

)
a
cK

 (
1

4
3

.1
1

7
5

)

Mass: 1253.6656     Charge: 2     m/z: 627.84007
Modified Peptide: _NFK(ac)SLDTFIK_     Score: 125.75     PEP: 1.8723E-11
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Mass: 1382.7446     Charge: 2     m/z: 692.37956
Modified Peptide: _YSFLEGGSK(ac)LLK_     Score: 116.71     PEP: 2.189E-14
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Mass: 1729.9585     Charge: 2     m/z: 865.98654
Modified Peptide: _ANVDTDAIIPK(ac)QFLK_     Score: 177.88     PEP: 5.3375E-56



0 500 1000 1500

m/z

0

200000

400000

600000

800000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
4

)

y
2

 (
2

1
8

.1
4

9
3

)

y
3

 (
3

3
1

.2
3

2
6

)

y
4

 (
4

3
0

.3
0

1
4

)

y
5

 (
5

4
5

.3
2

7
4

)

y
7

 (
8

0
2

.4
0

8
7

)

y
8

 (
9

4
9

.4
4

4
4

)

y
9

 (
1

0
6

4
.4

6
9

5
)

y
1

0
 (

1
2

2
7

.5
3

1
6

)

y
1

1
 (

1
2

8
4

.5
4

8
8

)

y
1

2
 (

1
4

4
7

.6
0

9
8

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

0
)

y
1

3
(2

+
) 

(8
0

9
.3

6
4

4
)

a
2

 (
3

0
6

.1
8

0
1

)
b
2

 (
3

3
4

.1
7

5
0

)
b
2

-N
H

3
 (

3
1

7
.1

4
8

3
)

b
3

 (
4

9
7

.2
3

7
4

)

b
4

 (
5

5
4

.2
5

9
3

)

b
5

 (
7

1
7

.3
1

8
7

)

b
6

 (
8

3
2

.3
4

8
4

)
b
6

-H
2

O
 (

8
1

4
.3

4
2

1
)

b
7

 (
9

7
9

.3
8

5
3

)

b
1

0
 (

1
3

5
1

.4
8

9
0

)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 1779.7848     Charge: 2     m/z: 890.89967
Modified Peptide: _YK(ac)YGYDM(ox)PCDVLAK_     Score: 113.4     PEP: 6.1665E-13
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Mass: 1603.8644     Charge: 2     m/z: 802.93946
Modified Peptide: _FILTK(ac)PGLQAM(ox)AEK_     Score: 67.964     PEP: 1.4898E-05
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Mass: 1957.0197     Charge: 3     m/z: 653.34717
Modified Peptide: _VLSKDEFFAFQK(ac)ESLK_     Score: 60.918     PEP: 1.0417E-05
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Mass: 1760.9188     Charge: 2     m/z: 881.4667
Modified Peptide: _YTK(ac)DTPLAVGFGVSTR_     Score: 109.38     PEP: 5.9208E-16
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Mass: 1620.9087     Charge: 3     m/z: 541.31017
Modified Peptide: _DVQSVAEVLPK(ac)LGPK_     Score: 133.66     PEP: 2.6032E-17
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Mass: 1932.933     Charge: 4     m/z: 484.24052
Modified Peptide: _EILDEFDENHK(ac)HPIR_     Score: 127.76     PEP: 3.1537E-24
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Mass: 1499.766     Charge: 2     m/z: 750.89029
Modified Peptide: _VLSK(ac)DEFFAFQK_     Score: 198.55     PEP: 1.4993E-63
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Mass: 1057.5444     Charge: 2     m/z: 529.77948
Modified Peptide: _SGK(ac)YTLGYK_     Score: 37.344     PEP: 0.0096522
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Mass: 2274.1433     Charge: 3     m/z: 759.05505
Modified Peptide: _VYYFQGGNNELGTAVGK(ac)LFR_     Score: 31.462     PEP: 0.0013648
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Mass: 1619.7753     Charge: 2     m/z: 810.89491
Modified Peptide: _SELEYYAM(ox)LSK(ac)TK_     Score: 143.25     PEP: 5.1034E-30
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Mass: 2087.0324     Charge: 2     m/z: 1044.5235
Modified Peptide: _TK(ac)VYYFQGGNNELGTAVGK_     Score: 175.21     PEP: 8.4711E-68
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Mass: 1280.722     Charge: 2     m/z: 641.36827
Modified Peptide: _EFVPTEK(ac)LLR_     Score: 104.22     PEP: 6.8192E-10
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Mass: 1733.8948     Charge: 2     m/z: 867.95468
Modified Peptide: _VSGAELVQK(ac)YIGEGSR_     Score: 77.562     PEP: 1.3782E-09
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Mass: 1417.7817     Charge: 2     m/z: 709.89812
Modified Peptide: _YIVDVAK(ac)DINVK_     Score: 104.87     PEP: 1.1797E-09
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Mass: 1434.7438     Charge: 2     m/z: 718.37917
Modified Peptide: _SNLNNTTNK(ac)FPK_     Score: 35.204     PEP: 0.0044463
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Mass: 1498.8144     Charge: 2     m/z: 750.41447
Modified Peptide: _QVLLEK(ac)GPAEFAR_     Score: 79.466     PEP: 0.0008167
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Mass: 1703.9156     Charge: 3     m/z: 568.97915
Modified Peptide: _SK(ac)TGTPQTFSSSIK(ac)K_     Score: 52.823     PEP: 0.00080558
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Mass: 1496.7623     Charge: 2     m/z: 749.38845
Modified Peptide: _NPTEK(ac)HLIDFNK_     Score: 70.412     PEP: 9.0362E-05
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Mass: 2174.9816     Charge: 3     m/z: 726.00114
Modified Peptide: _SLM(ox)SSAK(ac)DTPLQYDHM(ox)NR_     Score: 51.147     PEP: 8.1315E-05
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Mass: 1438.7639     Charge: 2     m/z: 720.3892
Modified Peptide: _TGTPQTFSSSIK(ac)K_     Score: 89.013     PEP: 2.7408E-06
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Mass: 1226.6135     Charge: 2     m/z: 614.31403
Modified Peptide: _NDSSFNPLK(ac)R_     Score: 116.23     PEP: 2.4586E-10
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Mass: 856.47667     Charge: 2     m/z: 429.24561
Modified Peptide: _IGAAAEK(ac)R_     Score: 178.99     PEP: 2.7868E-21
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Mass: 2423.2416     Charge: 3     m/z: 808.75447
Modified Peptide: _QQQLQQQK(ac)FEAAASYLANATK_     Score: 147.25     PEP: 1.2901E-51
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Mass: 2860.3408     Charge: 4     m/z: 716.09247
Modified Peptide: _VIEEYSLSQGSGPSNDSWK(ac)SLM(ox)SSAK_     Score: 148.28     PEP: 2.5807E-58
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Mass: 2121.9967     Charge: 3     m/z: 708.33951
Modified Peptide: _DHIFK(ac)QTNEDASLYSQGK_     Score: 46.621     PEP: 0.00011976
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Mass: 1621.7464     Charge: 2     m/z: 811.88046
Modified Peptide: _NAAYQK(ac)EYETAER_     Score: 87.18     PEP: 1.3565E-06
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Mass: 913.6183     Charge: 2     m/z: 457.81643
Modified Peptide: _LLELLK(ac)K_     Score: 79.469     PEP: 0.0091124
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Mass: 1395.6592     Charge: 2     m/z: 698.83687
Modified Peptide: _M(ox)LEK(ac)GFEEDIK_     Score: 113.24     PEP: 1.2282E-10
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Mass: 1181.6445     Charge: 2     m/z: 591.82951
Modified Peptide: _SFLQK(ac)YINK_     Score: 38.086     PEP: 0.0090726
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Mass: 1244.6835     Charge: 2     m/z: 623.34902
Modified Peptide: _LLEELEK(ac)GEK_     Score: 73.781     PEP: 5.5512E-05
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Mass: 1764.9311     Charge: 3     m/z: 589.31766
Modified Peptide: _QQAHFWK(ac)PVLNLDK_     Score: 39.509     PEP: 0.0016217



0 200 400 600 800 1000 1200

m/z

0

50000

100000

150000

200000

250000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
3

)

y
2

 (
2

7
6

.1
5

4
2

)

y
3

 (
4

0
5

.1
9

6
6

) y
4

 (
4

7
6

.2
3

3
8

)

y
5

 (
5

8
9

.3
1

6
2

)

y
6

 (
7

5
9

.4
2

6
1

)

y
7

 (
8

4
6

.4
5

2
7

)

y
8

 (
9

4
5

.5
2

1
1

)

y
2

-H
2

O
 (

2
5

8
.1

4
3

9
)

y
3

-H
2

O
 (

3
8

7
.1

8
6

1
)

y
5

-H
2

O
 (

5
7

1
.3

0
7

1
)

y
7

(2
+

) 
(4

2
3

.7
3

2
3

)

a
2

 (
2

1
9

.1
4

8
5

)

b
2

 (
2

4
7

.1
4

3
1

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1091.5863     Charge: 2     m/z: 546.80041
Modified Peptide: _FVSK(ac)LAEEK_     Score: 114.5     PEP: 9.2847E-06
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Mass: 1936.0124     Charge: 2     m/z: 969.01349
Modified Peptide: _SASK(ac)ETAPVIDTLAAGYGK_     Score: 79.511     PEP: 1.1266E-09
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Mass: 1610.7551     Charge: 3     m/z: 537.92566
Modified Peptide: _INMDK(ac)YHPGYFGK_     Score: 102.66     PEP: 6.6255E-10
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Mass: 1311.7187     Charge: 2     m/z: 656.86662
Modified Peptide: _LWTLIPEDK(ac)R_     Score: 119.16     PEP: 1.8382E-10
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Mass: 2633.27     Charge: 3     m/z: 878.76396
Modified Peptide: _AIK(ac)HPDADSLYVSTIDVGDEEGPR_     Score: 97.509     PEP: 5.8688E-18
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Mass: 2127.0318     Charge: 2     m/z: 1064.5232
Modified Peptide: _VFFEGFGDEAPM(ox)K(ac)QLNPK_     Score: 139.08     PEP: 1.3083E-34
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Mass: 1397.6827     Charge: 2     m/z: 699.84862
Modified Peptide: _AFQVFDK(ac)ESTGK_     Score: 101.39     PEP: 2.9644E-05
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Mass: 1167.6176     Charge: 2     m/z: 584.81606
Modified Peptide: _DIFTLFDK(ac)K_     Score: 96.89     PEP: 1.1452E-05
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Mass: 1352.6976     Charge: 2     m/z: 677.35608
Modified Peptide: _ANK(ac)DIFTLFDK_     Score: 155.88     PEP: 1.0345E-27



0 200 400 600 800 1000

m/z

0

20000

40000

60000

80000

100000

120000

140000

160000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
6

)

y
2

 (
2

4
2

.1
5

8
5

)

y
3

 (
3

7
8

.2
6

7
2

)

y
4

 (
4

9
3

.2
9

4
2

)

y
5

 (
6

0
6

.3
7

6
6

)

y
2

-H
2

O
 (

2
2

4
.1

4
7

9
)

y
4

-H
2

O
 (

4
7

5
.2

8
2

8
)

y
5

-H
2

O
 (

5
8

8
.3

6
5

8
)

b
2

 (
2

9
3

.1
6

8
8

)
b
2

-N
H

3
 (

2
7

6
.1

4
2

8
)

b
3

 (
4

0
6

.2
5

3
1

)
b
3

-N
H

3
 (

3
8

9
.2

2
4

8
)

Mass: 1010.6186     Charge: 3     m/z: 337.88016
Modified Peptide: _K(ac)NILDKSK_     Score: 78.516     PEP: 0.0045327
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Mass: 1016.6474     Charge: 2     m/z: 509.33096
Modified Peptide: _IPDLIK(ac)LR_     Score: 69.954     PEP: 0.0013147
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Mass: 1359.751     Charge: 2     m/z: 680.8828
Modified Peptide: _GLFLDK(ac)TIANAR_     Score: 98.353     PEP: 4.7698E-05
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Mass: 1217.7355     Charge: 2     m/z: 609.87501
Modified Peptide: _ALQK(ac)FEALLK_     Score: 83.869     PEP: 1.3262E-05
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Mass: 1444.7533     Charge: 2     m/z: 723.38392
Modified Peptide: _NTEEK(ac)GWVPVTK_     Score: 58.487     PEP: 0.00025888



0 200 400 600 800 1000 1200

m/z

0

20000

40000

60000

80000

100000

120000

140000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

7
0

)

y
3

 (
3

9
6

.2
6

9
1

)

y
4

 (
5

4
3

.3
3

8
8

)

y
5

 (
7

2
1

.4
5

7
8

)

y
6

 (
8

3
4

.5
4

1
3

)

y
3

-N
H

3
 (

3
7

9
.2

4
4

3
)

y
6

(2
+

) 
(4

1
7

.7
7

4
6

)

a
2

 (
1

6
1

.0
9

2
1

)

b
2

 (
1

8
9

.0
8

7
3

)

Mass: 1021.6143     Charge: 2     m/z: 511.81442
Modified Peptide: _STIK(ac)FQLK_     Score: 63.565     PEP: 0.001855
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Mass: 1088.5826     Charge: 2     m/z: 545.29857
Modified Peptide: _(ac)SK(ac)ITSSQVR_     Score: 88.681     PEP: 0.00029328
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Mass: 1265.6503     Charge: 2     m/z: 633.83244
Modified Peptide: _ELLK(ac)YSNETK_     Score: 136.02     PEP: 9.322E-17
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Mass: 2201.0753     Charge: 3     m/z: 734.69904
Modified Peptide: _FPTPVSHNDDLYGK(ac)VTDVR_     Score: 122.49     PEP: 3.6544E-28
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Mass: 1886.9163     Charge: 2     m/z: 944.46541
Modified Peptide: _AGK(ac)FPTPVSHNDDLYGK_     Score: 168.89     PEP: 1.0829E-60
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Mass: 1581.7015     Charge: 2     m/z: 791.85801
Modified Peptide: _SCGVDAM(ox)SVDDLK(ac)K_     Score: 203.85     PEP: 1.8868E-84
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Mass: 1342.7092     Charge: 2     m/z: 672.3619
Modified Peptide: _EGLVTLAK(ac)DAER_     Score: 50.562     PEP: 0.00090122
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Mass: 2284.2286     Charge: 3     m/z: 762.4168
Modified Peptide: _SIAVHPTK(ac)PYVLSGSDDLTVK_     Score: 74.364     PEP: 1.0596E-09
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Mass: 2678.2976     Charge: 3     m/z: 893.77316
Modified Peptide: _LATNWSNTFDQK(ac)LLEAQWDTQK_     Score: 40.012     PEP: 0.00017259
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Mass: 1372.7685     Charge: 3     m/z: 458.59679
Modified Peptide: _NLK(ac)HIDVTFTK_     Score: 38.402     PEP: 0.0046773
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Mass: 2218.1423     Charge: 3     m/z: 740.38803
Modified Peptide: _YVYAHFPINVNIVEK(ac)DGAK_     Score: 31.462     PEP: 0.0015494
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Mass: 1083.5804     Charge: 2     m/z: 542.79748
Modified Peptide: _DGAK(ac)FIEVR_     Score: 77.379     PEP: 0.0002164
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Mass: 1347.7187     Charge: 2     m/z: 674.86662
Modified Peptide: _K(ac)FLDGIYVSHK_     Score: 131.37     PEP: 7.028E-18
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Mass: 1038.5498     Charge: 2     m/z: 520.28219
Modified Peptide: _(ac)STFGK(ac)LFR_     Score: 99.136     PEP: 0.00047981
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Mass: 1692.8319     Charge: 2     m/z: 847.42322
Modified Peptide: _TATYDGEEGILAAK(ac)GR_     Score: 61.097     PEP: 2.0608E-06
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Mass: 1894.9243     Charge: 3     m/z: 632.64872
Modified Peptide: _DEK(ac)DRVEIQSGTEFGK_     Score: 152.71     PEP: 6.136E-37
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Mass: 1328.7522     Charge: 2     m/z: 665.38339
Modified Peptide: _(ac)SLAVLLNK(ac)EDK_     Score: 93.959     PEP: 2.3678E-05
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Mass: 3145.4982     Charge: 3     m/z: 1049.5067
Modified Peptide: _TNELEGNNVSSNDSESQK(ac)NIDISALAPNK_     Score: 143.89     PEP: 1.7656E-63



0 200 400 600 800 1000 1200 1400 1600

m/z

0

50000

100000

150000

200000

250000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
4

)

y
2

 (
2

7
5

.1
7

0
3

)

y
3

 (
4

2
2

.2
3

8
9

)

y
4

 (
5

6
9

.3
0

6
1

)

y
5

 (
7

3
9

.4
0

9
5

)

y
6

 (
8

5
4

.4
3

6
3

)

y
7

 (
9

6
7

.5
2

0
6

)

y
8

 (
1

0
8

2
.5

4
5

7
)

y
9

 (
1

1
9

6
.5

8
6

4
)

y
1

0
 (

1
2

8
3

.6
1

5
4

)

y
1

1
 (

1
3

7
0

.6
4

7
5

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

1
)

y
2

-N
H

3
 (

2
5

8
.1

4
3

9
)

y
5

-N
H

3
 (

7
2

2
.3

9
3

2
)

y
6

-N
H

3
 (

8
3

7
.4

1
5

1
)

y
9

-N
H

3
 (

1
1

7
9

.5
6

6
3

)

y
1

0
-N

H
3

 (
1

2
6

6
.5

9
8

9
)

y
1

1
-N

H
3

 (
1

3
5

3
.6

2
5

8
)

a
2

 (
1

7
3

.1
2

8
1

)
b
2

 (
2

0
1

.1
2

2
8

)
b
2

-H
2

O
 (

1
8

3
.1

1
2

3
)

b
5

 (
5

1
7

.2
2

4
2

)
b
5

-H
2

O
 (

4
9

9
.2

1
4

4
)

b
5

-N
H

3
 (

5
0

0
.1

9
7

4
)

Mass: 1482.7355     Charge: 2     m/z: 742.37501
Modified Peptide: _ISSNDLDK(ac)FFQK_     Score: 145.09     PEP: 1.8971E-19
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Mass: 1485.772     Charge: 2     m/z: 743.89327
Modified Peptide: _ITSK(ac)FM(ox)ITDATGK_     Score: 117.48     PEP: 7.22E-15
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Mass: 1961.0106     Charge: 3     m/z: 654.67747
Modified Peptide: _LEGIDVFDTK(ac)PLDSSRK_     Score: 113.69     PEP: 3.5055E-09
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Mass: 1804.9683     Charge: 3     m/z: 602.66338
Modified Peptide: _ASALGSLAEVAGSALYK(ac)R_     Score: 33.697     PEP: 0.0014064
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Mass: 1704.8934     Charge: 2     m/z: 853.45398
Modified Peptide: _GTYAAVSPEK(ac)LTEGLK_     Score: 52.823     PEP: 8.0198E-05
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Mass: 2155.0222     Charge: 3     m/z: 719.34801
Modified Peptide: _TK(ac)YNSDPYQLEQSLYHK_     Score: 146.3     PEP: 6.6673E-38
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Mass: 1903.8912     Charge: 2     m/z: 952.95287
Modified Peptide: _DYADK(ac)SANPSNDIPLSR_     Score: 222.3     PEP: 5.6311E-100
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Mass: 1148.6565     Charge: 2     m/z: 575.33552
Modified Peptide: _QLFEK(ac)WLK_     Score: 59.8     PEP: 0.0021734
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Mass: 1479.7792     Charge: 2     m/z: 740.89686
Modified Peptide: _ALENYTDIK(ac)DIK_     Score: 85.536     PEP: 9.1297E-06
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Mass: 1708.8672     Charge: 2     m/z: 855.44088
Modified Peptide: _IYIDSNNSPEK(ac)FLK_     Score: 147.7     PEP: 1.1595E-32
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Mass: 2253.0913     Charge: 3     m/z: 752.03772
Modified Peptide: _ALQDAVDSYDK(ac)FDQLGLASR_     Score: 195.39     PEP: 1.7392E-90
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Mass: 1018.5699     Charge: 2     m/z: 510.29223
Modified Peptide: _IDDVK(ac)FLK_     Score: 95.099     PEP: 0.00047452
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Mass: 1581.8676     Charge: 3     m/z: 528.29648
Modified Peptide: _LSDKIENK(ac)IDDVK_     Score: 77.912     PEP: 0.00016329
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Mass: 1371.7246     Charge: 2     m/z: 686.86956
Modified Peptide: _AVDEELK(ac)ITNAK_     Score: 94.122     PEP: 1.0991E-06
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Mass: 1724.9309     Charge: 2     m/z: 863.47271
Modified Peptide: _ALADVVQQDK(ac)LIENK_     Score: 113.59     PEP: 1.2945E-13
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Mass: 1766.8951     Charge: 3     m/z: 589.97233
Modified Peptide: _DSNFILNVK(ac)NDYRK_     Score: 118.13     PEP: 2.9723E-16



0 200 400 600 800 1000 1200 1400

m/z

0

200000

400000

600000

800000

1000000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
3

)

y
2

 (
2

6
0

.1
9

6
1

)

y
3

 (
3

8
8

.2
5

4
0

)

y
4

 (
5

5
8

.3
5

8
5

)

y
5

 (
7

0
5

.4
2

5
3

)

y
6

 (
8

0
4

.4
9

3
8

)

y
7

 (
8

6
1

.5
1

5
3

)

y
8

 (
9

4
8

.5
4

4
1

)

y
9

 (
1

0
0

5
.5

6
8

1
)

y
1

1
 (

1
1

4
9

.6
1

8
3

)

y
1

2
 (

1
2

2
0

.6
5

0
2

)

y
1

-N
H

3
 (

1
3

0
.0

8
5

9
)

y
3

-N
H

3
 (

3
7

1
.2

2
7

0
)

y
5

-N
H

3
 (

6
8

8
.3

9
8

5
)

y
1

1
-N

H
3

 (
1

1
3

2
.6

0
6

4
)

y
6

(2
+

) 
(4

0
2

.7
5

1
3

)

a
2

 (
1

4
3

.1
1

7
5

)
b
2

 (
1

7
1

.1
1

2
2

)

b
3

 (
2

7
0

.1
8

0
0

)

b
4

 (
4

3
0

.2
1

0
9

)

b
5

 (
5

0
1

.2
4

6
8

)

b
6

 (
5

5
8

.2
6

7
4

)

b
7

 (
6

4
5

.2
9

7
4

)
b
7

-H
2

O
 (

6
2

7
.2

8
9

2
)

b
8

 (
7

0
2

.3
1

8
3

)
b
8

-H
2

O
 (

6
8

4
.3

1
0

1
)

b
1

0
 (

8
4

6
.3

7
4

0
)

b
1

0
-H

2
O

 (
8

2
8

.3
6

1
9

)

b
1

1
 (

9
4

5
.4

3
7

8
)

a
cK

* 
(1

2
6

.0
9

1
1

)
a
cK

 (
1

4
3

.1
1

7
5

)

Mass: 1648.8607     Charge: 3     m/z: 550.6275
Modified Peptide: _VAVCAGSGSGVFK(ac)QLK_     Score: 136.83     PEP: 5.3265E-23
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Mass: 2219.0805     Charge: 3     m/z: 740.70078
Modified Peptide: _ELQELKGEETGK(ac)DLSSGETK_     Score: 116.21     PEP: 1.386E-29
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Mass: 1730.8873     Charge: 2     m/z: 866.45092
Modified Peptide: _TIDSQIVK(ac)PTIDGM(ox)R_     Score: 98.421     PEP: 1.9349E-10
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Mass: 2834.4495     Charge: 3     m/z: 945.82379
Modified Peptide: _IFDGDK(ac)GLNTGGM(ox)GAYAPAPVATPSLLK_     Score: 73.109     PEP: 6.9524E-14
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Mass: 937.50724     Charge: 2     m/z: 469.7609
Modified Peptide: _VNVGTDK(ac)R_     Score: 57.598     PEP: 0.0058622
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Mass: 915.53893     Charge: 2     m/z: 458.77674
Modified Peptide: _ASK(ac)LSQLK_     Score: 81.95     PEP: 0.00082872
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Mass: 1205.6404     Charge: 2     m/z: 603.82749
Modified Peptide: _DIAK(ac)YSAQLR_     Score: 74.962     PEP: 5.0568E-05
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Mass: 1102.6386     Charge: 2     m/z: 552.3266
Modified Peptide: _ELVIK(ac)NFAK_     Score: 80.455     PEP: 0.00015085
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Mass: 1104.5815     Charge: 2     m/z: 553.29804
Modified Peptide: _LNLEGDFK(ac)K_     Score: 95.523     PEP: 1.4366E-05
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Mass: 1049.6233     Charge: 2     m/z: 525.81894
Modified Peptide: _K(ac)VIDPIAPR_     Score: 111.65     PEP: 2.5317E-06
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Mass: 1567.7882     Charge: 2     m/z: 784.90139
Modified Peptide: _ITSK(ac)FAAIFDNGDK_     Score: 73.91     PEP: 1.78E-06
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Mass: 1752.8753     Charge: 2     m/z: 877.44491
Modified Peptide: _LDDATEDVFNK(ac)ITSK_     Score: 79.022     PEP: 3.2914E-07
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Mass: 1599.9097     Charge: 3     m/z: 534.3105
Modified Peptide: _ALNK(ac)TLRDPVIYR_     Score: 101.6     PEP: 3.609E-09
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Mass: 2053.052     Charge: 3     m/z: 685.35796
Modified Peptide: _DGKPYVFFTIPDGK(ac)SVNK_     Score: 80.975     PEP: 2.2454E-09
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Mass: 1935.1041     Charge: 3     m/z: 646.04197
Modified Peptide: _IVNALAPNSIAIK(ac)LVDDK_     Score: 85.636     PEP: 9.4664E-11
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Mass: 1693.8312     Charge: 2     m/z: 847.92285
Modified Peptide: _FAAIFDNGDK(ac)EQVAK_     Score: 146.47     PEP: 3.444E-24
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Mass: 1745.8472     Charge: 2     m/z: 873.93087
Modified Peptide: _APAAK(ac)LDDATEDVFNK_     Score: 164.62     PEP: 4.8646E-48
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Mass: 1651.861     Charge: 3     m/z: 551.62761
Modified Peptide: _IIYGFK(ac)DDHYVLK_     Score: 51.726     PEP: 0.00063141
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Mass: 1738.8116     Charge: 2     m/z: 870.41308
Modified Peptide: _FDK(ac)PFVM(ox)DTSYPAR_     Score: 52.527     PEP: 0.00033548
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Mass: 2593.321     Charge: 3     m/z: 865.44762
Modified Peptide: _GFDIPNIENHDVVPM(ox)LQK(ac)QITK_     Score: 33.676     PEP: 0.00021324
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Mass: 2283.0734     Charge: 3     m/z: 762.03174
Modified Peptide: _GSM(ox)ADVPK(ac)ELM(ox)QQIENFEK_     Score: 49.592     PEP: 0.00016514
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Mass: 2416.1369     Charge: 3     m/z: 806.38625
Modified Peptide: _NQDLSK(ac)FDKPFVM(ox)DTSYPAR_     Score: 85.224     PEP: 1.0282E-09
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Mass: 1287.6095     Charge: 2     m/z: 644.81204
Modified Peptide: _TFDTTQSK(ac)YR_     Score: 127.42     PEP: 2.3411E-11



0 500 1000 1500 2000

m/z

0

50000

100000

150000

200000

250000

300000

350000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
4

)

y
2

 (
3

4
5

.2
2

2
9

)

y
3

 (
4

7
3

.2
8

1
9

)

y
4

 (
5

4
4

.3
1

7
5

)

y
5

 (
6

5
7

.4
0

0
1

)

y
6

 (
7

2
8

.4
3

6
6

)

y
7

 (
7

9
9

.4
7

4
0

)

y
8

 (
9

1
2

.5
5

7
6

)

y
9

 (
1

0
1

1
.6

2
2

9
)

y
1

0
 (

1
0

8
2

.6
6

1
3

)

y
2

0
 (

1
8

9
4

.9
8

9
5

)

y
2

-N
H

3
 (

3
2

8
.1

9
7

4
)

y
3

-N
H

3
 (

4
5

6
.2

5
6

8
)

a
2

 (
1

8
5

.1
6

4
1

)
b
2

 (
2

1
3

.1
5

9
0

)

b
1

0
 (

8
9

7
.4

2
3

4
)

b
1

3
 (

1
0

9
6

.5
2

0
4

)

b
1

4
 (

1
1

9
5

.5
8

4
0

)

b
1

5
 (

1
3

0
8

.6
6

9
2

)

b
1

2
(2

+
) 

(5
1

3
.2

4
6

4
)

b
1

4
(2

+
) 

(5
9

8
.2

9
8

8
)

b
1

6
(2

+
) 

(6
9

0
.3

5
2

9
)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 2106.1433     Charge: 3     m/z: 703.05505
Modified Peptide: _IVPAEDGSGAGAAVIAALAQK(ac)R_     Score: 103.1     PEP: 5.8287E-22
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Mass: 2539.2413     Charge: 3     m/z: 847.42105
Modified Peptide: _TK(ac)YDITIDEESPRPGQQTFEK_     Score: 146.89     PEP: 6.7262E-51
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Mass: 1583.7468     Charge: 3     m/z: 528.92286
Modified Peptide: _DHPYDPEK(ac)DSVLK_     Score: 51.211     PEP: 0.00066539
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Mass: 1132.5757     Charge: 2     m/z: 567.2951
Modified Peptide: _(ac)ANSK(ac)FGYVR_     Score: 107.21     PEP: 3.0794E-05
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Mass: 1167.6743     Charge: 2     m/z: 584.84443
Modified Peptide: _ILK(ac)EVPTYR_     Score: 70.977     PEP: 0.00049876
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Mass: 1726.8638     Charge: 3     m/z: 576.62856
Modified Peptide: _AQHAVILDQEK(ac)YDR_     Score: 58.071     PEP: 9.9845E-05
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Mass: 1322.8173     Charge: 2     m/z: 662.41595
Modified Peptide: _IPLATLK(ac)DAIVK_     Score: 53.967     PEP: 0.00062528
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Mass: 2044.2016     Charge: 3     m/z: 682.4078
Modified Peptide: _VNGASVPINLHPSK(ac)LVITK_     Score: 50.957     PEP: 0.00013956
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Mass: 1297.6303     Charge: 2     m/z: 649.82241
Modified Peptide: _K(ac)AYFTAPSSER_     Score: 87.363     PEP: 4.7008E-06
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Mass: 1088.623     Charge: 2     m/z: 545.31877
Modified Peptide: _LK(ac)FAVQVDK_     Score: 104.52     PEP: 1.4284E-06
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Mass: 1220.7493     Charge: 3     m/z: 407.9237
Modified Peptide: _LVITK(ac)LHLDK_     Score: 101.38     PEP: 8.4268E-10
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Mass: 1175.655     Charge: 2     m/z: 588.83479
Modified Peptide: _FAVQVDK(ac)VTK_     Score: 115.57     PEP: 1.1088E-10
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Mass: 1366.8184     Charge: 3     m/z: 456.61341
Modified Peptide: _VLLSAPLSK(ac)ELR_     Score: 138.75     PEP: 1.3757E-21
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Mass: 1270.7398     Charge: 2     m/z: 636.37715
Modified Peptide: _AQYGIK(ac)ALPIR_     Score: 200.68     PEP: 2.317E-55
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Mass: 1375.6918     Charge: 3     m/z: 459.57122
Modified Peptide: _EKPGIFNMK(ac)DR_     Score: 44.543     PEP: 0.0096446
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Mass: 1423.7107     Charge: 2     m/z: 712.86263
Modified Peptide: _YK(ac)WEAWENLK_     Score: 99.522     PEP: 4.7651E-08



0 200 400 600 800 1000 1200 1400

m/z

0

50000

100000

150000

200000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
4

)

y
2

 (
2

1
8

.1
4

9
2

)

y
5

 (
4

8
8

.2
8

0
7

)

y
6

 (
6

1
7

.3
2

0
6

)

y
7

 (
7

3
1

.3
6

4
3

)

y
8

 (
8

4
4

.4
4

8
5

)

y
9

 (
9

5
7

.5
3

0
2

)

y
1

0
 (

1
1

2
7

.6
3

5
2

)

y
1

0
(2

+
) 

(5
6

4
.3

2
0

8
)

a
2

 (
2

4
9

.1
2

2
6

)

b
2

 (
2

7
7

.1
1

7
5

)

b
3

 (
4

4
7

.2
2

2
6

)
b
3

-H
2

O
 (

4
2

9
.2

1
1

4
)

b
4

 (
5

6
0

.3
0

6
6

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1402.7456     Charge: 2     m/z: 702.38009
Modified Peptide: _FEK(ac)ILNENGVAK_     Score: 59.185     PEP: 0.00020231
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Mass: 1368.7294     Charge: 2     m/z: 685.37197
Modified Peptide: _FM(ox)QESK(ac)LATIK_     Score: 76.655     PEP: 4.3173E-05
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Mass: 1382.6718     Charge: 2     m/z: 692.34317
Modified Peptide: _TTK(ac)EDTVSWFK_     Score: 131.37     PEP: 5.621E-12
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Mass: 1235.6034     Charge: 2     m/z: 618.80897
Modified Peptide: _QK(ac)YDADVLDK_     Score: 134.3     PEP: 6.6728E-13
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Mass: 1789.9778     Charge: 2     m/z: 895.99616
Modified Peptide: _VLEQLSGQTPVQSK(ac)AR_     Score: 132.59     PEP: 3.6993E-28



0 500 1000 1500 2000

m/z

0

50000

100000

150000

200000

250000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
6

)

y
2

 (
2

4
2

.1
5

8
2

)

y
3

 (
3

7
0

.2
1

6
4

)

y
4

 (
4

6
9

.2
8

4
6

)

y
5

 (
5

6
6

.3
3

6
4

)

y
6

 (
6

6
7

.3
8

2
4

)

y
7

 (
7

9
5

.4
4

3
7

)

y
8

 (
8

5
2

.4
6

2
3

)

y
9

 (
9

3
9

.4
9

2
9

)

y
1

0
 (

1
0

5
2

.5
7

5
6

)

y
1

1
 (

1
1

8
0

.6
3

6
4

)

y
1

2
 (

1
3

0
9

.6
7

3
5

)

y
1

3
 (

1
4

2
2

.7
5

2
4

)

y
1

4
 (

1
5

2
1

.8
2

9
1

)

y
3

-H
2

O
 (

3
5

2
.2

0
6

8
)

y
3

-N
H

3
 (

3
5

3
.1

8
9

0
)

y
9

-H
2

O
 (

9
2

1
.4

8
2

9
)

y
1

1
-N

H
3

 (
1

1
6

3
.6

1
0

6
)

y
1

2
-H

2
O

 (
1

2
9

1
.6

7
2

5
)

y
1

3
-N

H
3

 (
1

4
0

5
.7

4
1

1
)

y
1

3
(2

+
) 

(7
1

1
.8

8
7

6
)

b
3

 (
3

3
7

.1
9

5
1

)
b
3

-H
2

O
 (

3
1

9
.1

8
4

4
)

b
4

 (
4

3
6

.2
6

4
0

)

b
5

 (
5

4
9

.3
4

7
6

)

b
6

 (
6

7
8

.3
8

6
5

)
b
6

-H
2

O
 (

6
6

0
.3

7
6

5
)

b
7

 (
8

0
6

.4
4

6
1

)
b
7

-H
2

O
 (

7
8

8
.4

3
9

0
)

b
8

 (
9

1
9

.5
3

0
7

)
b
8

-H
2

O
 (

9
0

1
.5

1
8

1
)

b
9

 (
1

0
0

6
.5

6
0

6
)

b
1

6
(2

+
) 

(8
5

2
.4

6
2

3
)

Mass: 1857.0178     Charge: 2     m/z: 929.5162
Modified Peptide: _ASK(ac)VLEQLSGQTPVQSK_     Score: 170.61     PEP: 9.4188E-61
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Mass: 2212.1739     Charge: 3     m/z: 738.39859
Modified Peptide: _YKDPQSPK(ac)IEVLEQELVR_     Score: 50.957     PEP: 0.00040254
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Mass: 1121.6667     Charge: 2     m/z: 561.84063
Modified Peptide: _ITDK(ac)IAYLK_     Score: 136.36     PEP: 7.0829E-09
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Mass: 2030.9837     Charge: 2     m/z: 1016.4991
Modified Peptide: _YIDEGFQTPTLFDK(ac)STK_     Score: 107.75     PEP: 1.0876E-16
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Mass: 1535.853     Charge: 2     m/z: 768.93378
Modified Peptide: _SLLSEYNILK(ac)NGK_     Score: 35.204     PEP: 0.0031567
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Mass: 2241.0226     Charge: 3     m/z: 748.01481
Modified Peptide: _VFVESNHEEYFK(ac)TAEDQK_     Score: 59.261     PEP: 6.2134E-06
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Mass: 1968.0092     Charge: 3     m/z: 657.01033
Modified Peptide: _EVEPIPEFIDK(ac)TVPGEK_     Score: 113.11     PEP: 1.6598E-17
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Mass: 1843.9862     Charge: 2     m/z: 923.00038
Modified Peptide: _LNTAISNLEVENK(ac)DVK_     Score: 229.68     PEP: 5.1513E-127



0 200 400 600 800 1000 1200

m/z

0

500000

1000000

1500000

2000000

2500000

3000000

3500000

4000000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
4

)

y
5

 (
6

5
0

.3
8

5
3

)

y
6

 (
8

2
0

.4
9

1
0

)

y
1

-N
H

3
 (

1
3

0
.0

8
5

9
)

a
2

 (
1

8
7

.1
4

3
6

)

b
2

 (
2

1
5

.1
3

8
4

)
b
2

-H
2

O
 (

1
9

7
.1

2
7

8
)

b
3

 (
3

8
5

.2
4

3
6

)
b
3

-H
2

O
 (

3
6

7
.2

3
2

8
)

b
7

 (
8

8
8

.5
2

1
4

)

a
cK

* 
(1

2
6

.0
9

1
1

)
a
cK

 (
1

4
3

.1
1

7
5

)

Mass: 1033.6172     Charge: 2     m/z: 517.81587
Modified Peptide: _ITK(ac)LYINK_     Score: 71.501     PEP: 0.0011839
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Mass: 874.50948     Charge: 2     m/z: 438.26202
Modified Peptide: _LNK(ac)LDSK_     Score: 76.478     PEP: 0.0038373
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Mass: 1542.702     Charge: 2     m/z: 772.3583
Modified Peptide: _YSETSEADK(ac)DVNK_     Score: 41.644     PEP: 0.001882
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Mass: 1225.691     Charge: 2     m/z: 613.85279
Modified Peptide: _K(ac)LQVSLADFR_     Score: 101.93     PEP: 1.9022E-09
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Mass: 939.46616     Charge: 2     m/z: 470.74036
Modified Peptide: _ASSSSGK(ac)FK_     Score: 64.297     PEP: 0.001065
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Mass: 1483.7228     Charge: 2     m/z: 742.8687
Modified Peptide: _LLNEM(ox)TSSEK(ac)FK_     Score: 81.431     PEP: 3.0737E-05
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Mass: 2123.9946     Charge: 3     m/z: 709.00548
Modified Peptide: _YANEINEM(ox)FINHTGK(ac)TGK_     Score: 58.09     PEP: 1.72E-05



0 500 1000 1500 2000

m/z

0

200000

400000

600000

800000

1000000

1200000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
8

)

y
2

 (
2

7
6

.1
6

6
4

)

y
3

 (
3

6
3

.1
9

8
6

)

y
4

 (
4

7
8

.2
2

6
1

)

y
5

 (
5

9
1

.3
0

9
4

)

y
6

 (
7

1
9

.3
6

9
5

)

y
7

 (
8

3
4

.3
9

4
1

)

y
8

 (
9

7
1

.4
5

2
8

)

y
9

 (
1

1
0

0
.4

9
6

6
)

y
1

0
 (

1
2

1
3

.5
8

2
9

)

y
1

1
 (

1
3

2
8

.6
0

7
0

)

y
1

2
 (

1
4

5
7

.6
5

1
1

)

y
1

3
 (

1
6

2
0

.7
1

4
3

)

y
3

-H
2

O
 (

3
4

5
.1

8
9

4
)

y
6

-N
H

3
 (

7
0

2
.3

4
4

4
)

y
7

-N
H

3
 (

8
1

7
.3

6
9

2
)

y
9

-H
2

O
 (

1
0

8
2

.4
8

5
5

)
y
9

-N
H

3
 (

1
0

8
3

.4
7

6
0

)

y
1

1
-N

H
3

 (
1

3
1

1
.5

8
9

5
)

y
1

2
-H

2
O

 (
1

4
3

9
.6

3
8

9
)

b
2

 (
2

8
5

.1
6

7
1

)

b
3

 (
4

5
5

.2
7

2
4

)
b
3

-N
H

3
 (

4
3

8
.2

4
6

5
)

b
4

 (
6

1
8

.3
3

5
9

)
b
4

-N
H

3
 (

6
0

1
.2

9
7

3
)

b
5

 (
7

4
7

.3
7

5
0

)

b
6

 (
8

6
2

.4
0

6
2

)

b
1

0
 (

1
3

5
6

.6
2

0
7

)

b
1

1
 (

1
4

8
4

.6
7

6
4

)
b
1

1
-H

2
O

 (
1

4
6

6
.6

6
0

9
)

a
cK

* 
(1

2
6

.0
9

1
5

)

Mass: 2073.9716     Charge: 4     m/z: 519.50017
Modified Peptide: _RQK(ac)YEDLEHDQLDSTR_     Score: 149.09     PEP: 1.6443E-36



0 200 400 600 800 1000 1200 1400 1600

m/z

0

20000

40000

60000

80000

100000

120000

140000

160000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
6

)

y
2

 (
2

7
6

.1
5

5
2

)

y
3

 (
3

8
9

.2
4

0
1

)

y
6

 (
6

5
8

.4
1

4
2

)

y
7

 (
8

2
8

.5
1

8
7

)

y
8

 (
8

9
9

.5
6

2
3

)

y
1

1
 (

1
2

1
0

.6
7

2
2

)

y
1

3
 (

1
3

2
4

.7
2

0
0

)

y
1

4
 (

1
4

7
1

.7
8

7
8

)

y
1

5
 (

1
5

6
8

.8
4

2
8

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

3
)

y
2

-H
2

O
 (

2
5

8
.1

4
4

1
)

y
1

2
(2

+
) 

(6
3

4
.3

5
1

9
)

a
2

 (
1

4
7

.0
7

6
4

)
b
2

 (
1

7
5

.0
7

1
3

)

b
1

5
(2

+
) 

(7
3

4
.3

7
9

5
)

Mass: 1741.8999     Charge: 3     m/z: 581.64058
Modified Peptide: _SSPFGGSSHAK(ac)GIVLEK_     Score: 65.231     PEP: 3.3968E-07
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Mass: 1832.9421     Charge: 3     m/z: 611.98798
Modified Peptide: _LLGTAFK(ac)SSPFGGSSHAK_     Score: 73.464     PEP: 1.0245E-09
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Mass: 1326.7759     Charge: 2     m/z: 664.39521
Modified Peptide: _GIVLEK(ac)LGIESK_     Score: 132.59     PEP: 4.7525E-21
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Mass: 1684.8643     Charge: 2     m/z: 843.43943
Modified Peptide: _TLYGVESFINDK(ac)NK_     Score: 65.092     PEP: 2.1317E-05
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Mass: 1371.7609     Charge: 2     m/z: 686.88775
Modified Peptide: _(ac)SNSAK(ac)LIDVITK_     Score: 86.291     PEP: 0.00012596
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Mass: 1072.6128     Charge: 2     m/z: 537.31369
Modified Peptide: _TLVDK(ac)LSQK_     Score: 110.53     PEP: 1.1349E-06
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Mass: 1809.0108     Charge: 3     m/z: 604.01089
Modified Peptide: _AQRPITGASLDLIK(ac)ER_     Score: 71.601     PEP: 1.4212E-06
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Mass: 1673.8504     Charge: 2     m/z: 837.93249
Modified Peptide: _VEVDSFSGAK(ac)IYPGR_     Score: 126.48     PEP: 2.2273E-18
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Mass: 1085.7031     Charge: 2     m/z: 543.85882
Modified Peptide: _VTDVIK(ac)ILK_     Score: 53.683     PEP: 0.0020614
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Mass: 1105.6172     Charge: 2     m/z: 553.81587
Modified Peptide: _K(ac)LIDVWYK_     Score: 86.136     PEP: 0.0017103
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Mass: 1275.7551     Charge: 3     m/z: 426.25897
Modified Peptide: _DLHLK(ac)PVVSVK_     Score: 76.522     PEP: 4.2516E-05
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Mass: 1478.7001     Charge: 2     m/z: 740.35734
Modified Peptide: _FDENSK(ac)LSDLNR_     Score: 112.51     PEP: 2.006E-10
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Mass: 2043.0524     Charge: 2     m/z: 1022.5335
Modified Peptide: _ILK(ac)DNGFDQLPVLTEDGK_     Score: 101.92     PEP: 6.3541E-21
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Mass: 1950.1121     Charge: 3     m/z: 651.04463
Modified Peptide: _NSSAVITDGLK(ac)PIHIVTK_     Score: 113.47     PEP: 3.1247E-22
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Mass: 1555.7523     Charge: 2     m/z: 778.88343
Modified Peptide: _SYAEK(ac)AIQEM(ox)QGK_     Score: 124.07     PEP: 2.552E-15
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Mass: 2007.0629     Charge: 3     m/z: 670.02824
Modified Peptide: _K(ac)ALDALQGEYIDNRPVR_     Score: 142.01     PEP: 4.9843E-37
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Mass: 933.587     Charge: 2     m/z: 467.80078
Modified Peptide: _FK(ac)LIDIK_     Score: 83.005     PEP: 0.0039488
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Mass: 1048.6372     Charge: 2     m/z: 525.32587
Modified Peptide: _LIDIK(ac)ELR_     Score: 68.735     PEP: 0.0014178
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Mass: 2014.9666     Charge: 2     m/z: 1008.4906
Modified Peptide: _ELNPDITDETNEGK(ac)TGPK_     Score: 64.507     PEP: 1.5896E-06
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Mass: 2400.1092     Charge: 3     m/z: 801.04369
Modified Peptide: _ELQDEAIK(ac)HIDDFYDSYNK_     Score: 52.784     PEP: 0.00011136
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Mass: 1498.7991     Charge: 2     m/z: 750.40684
Modified Peptide: _ASLEK(ac)ELENVGIR_     Score: 59.185     PEP: 0.0001393
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Mass: 2411.1332     Charge: 4     m/z: 603.79058
Modified Peptide: _VLEDSTIHIK(ac)DYEDDERER_     Score: 48.883     PEP: 0.00085477
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Mass: 2083.9851     Charge: 3     m/z: 695.66897
Modified Peptide: _LEK(ac)WTPEEGAEHFDINK_     Score: 33.308     PEP: 0.00096685
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Mass: 2217.1117     Charge: 3     m/z: 740.04451
Modified Peptide: _IAK(ac)EIESQGTSGNIHIAEDR_     Score: 52.298     PEP: 0.00012054
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Mass: 1733.8142     Charge: 2     m/z: 867.91437
Modified Peptide: _EAEK(ac)DEILLM(ox)ENSR_     Score: 54.598     PEP: 0.00024852
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Mass: 1765.9978     Charge: 3     m/z: 589.67322
Modified Peptide: _NIPLFK(ac)EIANLPEVK_     Score: 65.943     PEP: 7.0417E-06
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Mass: 1112.623     Charge: 2     m/z: 557.31877
Modified Peptide: _DPK(ac)NIPLFK_     Score: 98.048     PEP: 3.8325E-06



0 500 1000 1500 2000

m/z

0

100000

200000

300000

400000

500000

600000

700000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
5

)

y
5

 (
5

8
7

.2
9

2
7

)

y
6

 (
7

3
4

.3
5

9
6

)

y
7

 (
9

1
2

.4
8

0
1

)

y
8

 (
1

0
4

1
.5

1
9

3
)

y
9

 (
1

1
4

0
.5

9
0

2
)

y
1

0
 (

1
2

3
7

.6
3

7
4

)

y
1

1
 (

1
3

5
0

.7
2

2
1

)

y
1

2
 (

1
4

3
7

.7
5

3
3

)

y
1

4
 (

1
6

3
8

.8
2

6
7

)

y
1

0
-H

2
O

 (
1

2
1

9
.6

2
1

0
)

a
2

 (
2

6
5

.1
1

7
4

)
b
2

 (
2

9
3

.1
1

2
3

)
b
2

-H
2

O
 (

2
7

5
.1

0
1

5
)

b
3

 (
4

5
6

.1
7

5
1

)
b
3

-H
2

O
 (

4
3

8
.1

6
5

6
)

b
6

 (
7

4
4

.2
7

8
8

)
b
6

-H
2

O
 (

7
2

6
.2

6
9

7
)

b
1

6
(2

+
) 

(9
7

0
.4

3
5

4
)

Mass: 2092.9998     Charge: 2     m/z: 1047.5072
Modified Peptide: _EYYSNSLPVEK(ac)FGM(ox)DLK_     Score: 97.579     PEP: 2.2585E-13
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Mass: 1623.7264     Charge: 2     m/z: 812.87048
Modified Peptide: _DTEDFQK(ac)LTDDQK_     Score: 120.14     PEP: 5.1923E-15
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Mass: 1720.8243     Charge: 2     m/z: 861.41942
Modified Peptide: _(ac)M(ox)EAHNQFLK(ac)TFQK_     Score: 233.97     PEP: 3.3315E-102
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Mass: 1197.7304     Charge: 2     m/z: 599.87246
Modified Peptide: _SINVPIEK(ac)LK_     Score: 66.262     PEP: 0.00029329
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Mass: 1706.8197     Charge: 2     m/z: 854.4171
Modified Peptide: _FGGPITYK(ac)SFEEM(ox)K_     Score: 67.964     PEP: 1.4898E-05
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Mass: 1949.9371     Charge: 2     m/z: 975.97581
Modified Peptide: _EFQEASEK(ac)GYPVATPQK_     Score: 87.287     PEP: 1.0002E-12
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Mass: 1368.7835     Charge: 2     m/z: 685.39904
Modified Peptide: _IDLLEEPK(ac)QVK_     Score: 129.84     PEP: 3.4626E-18
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Mass: 1930.9194     Charge: 2     m/z: 966.46696
Modified Peptide: _M(ox)SASDPNSK(ac)IDLLEEPK_     Score: 167.28     PEP: 2.0976E-49
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Mass: 950.55492     Charge: 2     m/z: 476.28473
Modified Peptide: _HIIVDGK(ac)K_     Score: 83.005     PEP: 0.0018837
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Modified Peptide: _AAAEGK(ac)LK_     Score: 93.374     PEP: 0.00052439
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Mass: 1167.5659     Charge: 2     m/z: 584.79024
Modified Peptide: _ETTYDEIK(ac)K_     Score: 99.815     PEP: 5.2141E-06
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Mass: 2584.2848     Charge: 3     m/z: 862.43553
Modified Peptide: _YTSDLK(ac)IVSNASCTTNCLAPLAK_     Score: 78.975     PEP: 1.3728E-10
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Mass: 1346.6459     Charge: 3     m/z: 449.88923
Modified Peptide: _TVDGPSHK(ac)DWR_     Score: 119.76     PEP: 2.1161E-14
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Mass: 1724.9375     Charge: 2     m/z: 863.47601
Modified Peptide: _VLPELQGK(ac)LTGM(ox)AFR_     Score: 123.42     PEP: 8.2174E-18
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Mass: 2076.0702     Charge: 4     m/z: 520.02483
Modified Peptide: _YAGEVSHDDK(ac)HIIVDGKK_     Score: 105.38     PEP: 2.2654E-20
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Mass: 1279.75     Charge: 2     m/z: 640.88227
Modified Peptide: _AVGK(ac)VLPELQGK_     Score: 136.53     PEP: 2.5935E-21
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Mass: 1394.6929     Charge: 2     m/z: 698.35374
Modified Peptide: _LNK(ac)ETTYDEIK_     Score: 145.55     PEP: 3.4127E-22
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Mass: 1537.7736     Charge: 3     m/z: 513.59849
Modified Peptide: _ELDTAQK(ac)HIDAGAK_     Score: 138.87     PEP: 2.702E-22
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Mass: 1220.6765     Charge: 2     m/z: 611.34552
Modified Peptide: _VVDLVEHVAK(ac)A_     Score: 156.01     PEP: 2.3994E-27
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Mass: 1770.9476     Charge: 2     m/z: 886.48107
Modified Peptide: _TASGNIIPSSTGAAK(ac)AVGK_     Score: 142.43     PEP: 3.6581E-44
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Mass: 2987.4508     Charge: 3     m/z: 996.8242
Modified Peptide: _VVITAPSSTAPM(ox)FVM(ox)GVNEEK(ac)YTSDLK_     Score: 141.21     PEP: 3.7011E-51
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Mass: 1672.0349     Charge: 3     m/z: 558.35226
Modified Peptide: _LDLSNIKPIQLK(ac)PK_     Score: 80.96     PEP: 4.1364E-06
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Mass: 1647.9923     Charge: 3     m/z: 550.33806
Modified Peptide: _LDLSNIK(ac)PIQLKPK_     Score: 103.83     PEP: 4.5251E-11
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Mass: 1857.9836     Charge: 2     m/z: 929.99909
Modified Peptide: _GDVLAYLGK(ac)IPQDSVNK_     Score: 94.01     PEP: 4.9035E-13
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Mass: 1449.7827     Charge: 2     m/z: 725.89865
Modified Peptide: _AK(ac)LSNSSLSNLFK_     Score: 132.47     PEP: 1.1099E-21
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Mass: 1900.9167     Charge: 2     m/z: 951.46561
Modified Peptide: _TNPDDLTPEEINK(ac)FAR_     Score: 130.29     PEP: 4.4981E-16
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Mass: 1846.9676     Charge: 2     m/z: 924.4911
Modified Peptide: _TVVIDVGTNYVADPSK(ac)K_     Score: 139.88     PEP: 1.8822E-29
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Mass: 1441.8028     Charge: 3     m/z: 481.60821
Modified Peptide: _LNSVDELIEK(ac)LK_     Score: 54.7     PEP: 0.00056585
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Mass: 2024.083     Charge: 3     m/z: 675.70161
Modified Peptide: _LDIAK(ac)DFPEINIEPQLK_     Score: 68.257     PEP: 2.1208E-07
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Mass: 2223.1859     Charge: 3     m/z: 742.06925
Modified Peptide: _SLVESTHAVSIGSAK(ac)AQDILR_     Score: 74.953     PEP: 1.0098E-09
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Mass: 2779.2865     Charge: 3     m/z: 927.4361
Modified Peptide: _FAEQYSDAAFYK(ac)LDVDEVSDVAQK_     Score: 50.426     PEP: 2.6173E-06



0 200 400 600 800 1000 1200

m/z

0

20000

40000

60000

80000

In
te

n
si

ty

y
2

 (
2

3
2

.1
3

0
2

)

y
3

 (
3

1
9

.1
6

1
8

)

y
4

 (
3

9
0

.1
9

9
6

)

y
2

-N
H

3
 (

2
1

5
.1

0
2

7
)

y
4

-H
2

O
 (

3
7

2
.1

8
8

3
)

a
2

 (
1

7
1

.1
4

9
1

)

b
2

 (
1

9
9

.1
4

4
1

)

b
5

 (
4

4
1

.2
4

5
4

)

b
6

 (
5

3
8

.3
0

1
7

)

b
8

 (
6

8
0

.3
7

1
7

)

b
9

 (
7

9
3

.4
5

6
2

)

b
1

0
 (

9
6

3
.5

6
0

5
)

b
1

1
 (

1
0

9
1

.6
2

2
6

)

b
1

2
 (

1
1

6
2

.6
5

6
9

)

b
1

0
(2

+
) 

(4
8

2
.2

8
6

1
)

a
cK

* 
(1

2
6

.0
9

1
6

)

Mass: 1663.9257     Charge: 2     m/z: 832.97014
Modified Peptide: _VVGANPAAIK(ac)QAIASNV_     Score: 101.36     PEP: 2.1859E-16



0 200 400 600 800 1000

m/z

0

20000

40000

60000

80000

100000

120000

140000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
3

)

y
2

 (
2

6
0

.1
9

6
0

)

y
3

 (
3

7
3

.2
7

8
9

) y
4

 (
5

4
3

.3
8

4
1

)

y
5

 (
7

0
6

.4
4

4
4

)

y
6

 (
8

5
3

.5
1

3
7

)

y
7

 (
9

8
2

.5
5

6
1

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

0
)

a
2

 (
2

0
1

.1
2

2
7

)

b
2

 (
2

2
9

.1
1

7
6

)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 1080.6219     Charge: 2     m/z: 541.31824
Modified Peptide: _VEFYK(ac)LLK_     Score: 71.379     PEP: 0.0011942
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Mass: 1509.7311     Charge: 2     m/z: 755.87283
Modified Peptide: _ESDTIQLYK(ac)SER_     Score: 76.073     PEP: 5.7021E-05
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Mass: 1063.5485     Charge: 2     m/z: 532.7815
Modified Peptide: _FAVK(ac)MEAAR_     Score: 55.567     PEP: 0.0018713
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Mass: 2209.2329     Charge: 3     m/z: 737.41825
Modified Peptide: _IIVHTDTEPLINAAFLK(ac)EK_     Score: 52.784     PEP: 0.00011136



0 200 400 600 800 1000 1200

m/z

0

5000

10000

15000

20000

25000

In
te

n
si

ty

y
3

 (
4

1
5

.2
4

3
3

)

y
4

 (
4

8
6

.2
7

7
6

)

y
7

 (
8

4
3

.4
3

2
9

)

y
8

 (
1

0
2

1
.5

4
8

6
)

a
2

 (
2

2
1

.1
2

9
4

)

Mass: 1268.6624     Charge: 2     m/z: 635.33845
Modified Peptide: _FTK(ac)EEVAPYK_     Score: 32.606     PEP: 0.0096438



0 200 400 600 800 1000

m/z

0

50000

100000

150000

200000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
5

)

y
2

 (
2

5
2

.1
7

8
7

)

y
3

 (
3

9
9

.2
4

6
5

)

y
4

 (
5

7
7

.3
6

4
6

)

y
5

 (
7

0
6

.4
0

6
3

)

y
6

 (
8

0
5

.4
7

5
0

)

y
5

-H
2

O
 (

6
8

8
.3

9
5

3
)

a
2

 (
1

8
5

.1
6

4
2

)

b
2

 (
2

1
3

.1
5

9
0

)

Mass: 917.5557     Charge: 2     m/z: 459.78513
Modified Peptide: _IVEK(ac)FPK_     Score: 64.836     PEP: 0.0052851
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Mass: 1105.5768     Charge: 2     m/z: 553.79566
Modified Peptide: _DFDK(ac)AISLR_     Score: 121.8     PEP: 4.267E-07
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Mass: 1548.8734     Charge: 2     m/z: 775.44398
Modified Peptide: _QAEK(ac)LSDTLVFLK_     Score: 102.5     PEP: 6.7162E-10



0 200 400 600 800 1000 1200 1400

m/z

0

50000

100000

150000

200000

250000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
4

)

y
3

 (
4

0
9

.2
0

6
8

)

y
4

 (
5

2
4

.2
3

3
2

)

y
5

 (
6

9
4

.3
3

7
4

)

y
6

 (
8

0
8

.3
7

9
6

)

y
7

 (
9

3
7

.4
2

1
8

)

y
8

 (
1

0
5

0
.5

0
4

4
)

y
9

 (
1

1
2

1
.5

4
0

0
)

y
1

0
 (

1
2

2
2

.5
8

5
5

)

y
1

1
 (

1
2

9
3

.6
2

0
6

)

y
6

-N
H

3
 (

7
9

1
.3

5
6

0
)

y
7

-H
2

O
 (

9
1

9
.4

1
5

1
)

y
1

1
-H

2
O

 (
1

2
7

5
.6

1
2

0
)

y
8

(2
+

) 
(5

2
5

.7
5

7
1

)

a
2

 (
1

5
9

.1
1

2
4

)

b
2

 (
1

8
7

.1
0

7
2

)

b
3

 (
2

5
8

.1
4

3
9

)
b
3

-H
2

O
 (

2
4

0
.1

3
3

5
)

b
4

 (
3

5
9

.1
9

0
9

)
b
4

-H
2

O
 (

3
4

1
.1

8
0

8
)

b
5

 (
4

3
0

.2
2

7
6

)b
5

-H
2

O
 (

4
1

2
.2

1
7

5
)

b
8

 (
7

8
6

.4
0

6
7

)

Mass: 1478.7253     Charge: 2     m/z: 740.36992
Modified Peptide: _SVATAIENK(ac)DFDK_     Score: 134.21     PEP: 2.1683E-14
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Mass: 1418.7405     Charge: 2     m/z: 710.37755
Modified Peptide: _EDITLLK(ac)ENFR_     Score: 168.3     PEP: 1.3372E-29
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Mass: 1419.7609     Charge: 3     m/z: 474.26092
Modified Peptide: _SIITNDEALFK(ac)K_     Score: 215.72     PEP: 2.8961E-76
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Mass: 2252.0961     Charge: 3     m/z: 751.70597
Modified Peptide: _SLGFSPDAQDEAAK(ac)AVSNLYK_     Score: 130.87     PEP: 3.1169E-41
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Mass: 2571.3628     Charge: 3     m/z: 858.1282
Modified Peptide: _DSK(ac)RPQFGADNSVQGIAGIELLAK_     Score: 37.896     PEP: 0.00016442
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Mass: 2700.2697     Charge: 3     m/z: 901.09718
Modified Peptide: _LENNVEEIQPEQAETNK(ac)QEGTDK_     Score: 96.54     PEP: 3.5338E-16
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Mass: 1953.0531     Charge: 3     m/z: 652.02498
Modified Peptide: _TAGIQIVADDLTVTNPK(ac)R_     Score: 69.522     PEP: 1.5965E-06
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Mass: 2032.1469     Charge: 3     m/z: 678.38959
Modified Peptide: _GVLHAVK(ac)NVNDVIAPAFVK_     Score: 71.558     PEP: 6.2375E-07
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Mass: 1820.8643     Charge: 3     m/z: 607.96204
Modified Peptide: _DGK(ac)YDLDFKNPNSDK_     Score: 84.874     PEP: 4.5516E-07
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Mass: 1984.0964     Charge: 3     m/z: 662.37275
Modified Peptide: _NVNDVIAPAFVK(ac)ANIDVK_     Score: 100.45     PEP: 1.389E-17
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Mass: 2490.1543     Charge: 3     m/z: 831.0587
Modified Peptide: _IEEELGDNAVFAGENFHHGDK(ac)L_     Score: 118.52     PEP: 7.7732E-31
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Mass: 1254.6496     Charge: 2     m/z: 628.33208
Modified Peptide: _(ac)SFLISFDK(ac)SK_     Score: 69.721     PEP: 0.0042035
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Mass: 973.59605     Charge: 2     m/z: 487.8053
Modified Peptide: _LIK(ac)FVNAK_     Score: 135.84     PEP: 3.6576E-06
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Mass: 1376.7452     Charge: 2     m/z: 689.37989
Modified Peptide: _FVNAK(ac)YNGVVPK_     Score: 113.63     PEP: 5.6693E-11
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Mass: 1885.884     Charge: 2     m/z: 943.94927
Modified Peptide: _NLK(ac)PEVDNDNAAM(ox)ELR_     Score: 86.641     PEP: 4.3095E-11
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Mass: 1524.837     Charge: 3     m/z: 509.28628
Modified Peptide: _EIPAAIPSAVDK(ac)EK_     Score: 32.275     PEP: 0.0032965
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Mass: 3494.4506     Charge: 4     m/z: 874.61992
Modified Peptide: _FVVPDPDDDEEYDEDDEEGDRISHSASSK(ac)R_     Score: 50.857     PEP: 3.2395E-08
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Mass: 1553.8665     Charge: 2     m/z: 777.94051
Modified Peptide: _DILPSTVIIEK(ac)ER_     Score: 95.981     PEP: 4.5888E-07
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Mass: 3006.4141     Charge: 3     m/z: 1003.1453
Modified Peptide: _VSSNVQQPQQQLGDM(ox)ENNLEK(ac)YPFR_     Score: 109.41     PEP: 2.6198E-25
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Mass: 2516.1627     Charge: 3     m/z: 839.72817
Modified Peptide: _GDTSK(ac)ATGAPSANQGDEALSVDDIR_     Score: 115.11     PEP: 6.9391E-34
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Mass: 2209.0076     Charge: 3     m/z: 737.34315
Modified Peptide: _YHPDK(ac)QSAAGGSLDQDGFFK_     Score: 64.2     PEP: 2.9711E-06
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Mass: 1664.8956     Charge: 2     m/z: 833.45508
Modified Peptide: _IIQK(ac)AFETLTDSNK_     Score: 121.18     PEP: 4.0562E-17
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Mass: 1270.7489     Charge: 2     m/z: 636.38171
Modified Peptide: _VLIDGPK(ac)AGVPR_     Score: 152.85     PEP: 8.2535E-30
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Mass: 2195.1546     Charge: 3     m/z: 732.72548
Modified Peptide: _EKVEEQEQQQQQIIK(ac)IR_     Score: 35.757     PEP: 0.0039507
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Mass: 1925.9694     Charge: 2     m/z: 963.99199
Modified Peptide: _EK(ac)VEEQEQQQQQIIK_     Score: 46.408     PEP: 0.0003182
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Mass: 1584.8875     Charge: 3     m/z: 529.30312
Modified Peptide: _YIDLEAPVQIVK(ac)R_     Score: 99.5     PEP: 2.3445E-07
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Mass: 2305.2026     Charge: 3     m/z: 769.40815
Modified Peptide: _QLENVSSNIVK(ac)NAEQHNLVK_     Score: 98.165     PEP: 1.9632E-15
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Mass: 3060.4194     Charge: 3     m/z: 1021.1471
Modified Peptide: _SQPSEDVSQADK(ac)M(ox)PASESSTTPLNILDR_     Score: 158.1     PEP: 2.63E-76
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Mass: 2082.1209     Charge: 2     m/z: 1042.0677
Modified Peptide: _LTAPQDIQISEDGK(ac)SLVVK_     Score: 130.85     PEP: 1.6142E-16
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Mass: 2940.4716     Charge: 3     m/z: 981.16449
Modified Peptide: _LVTTGELYHNEK(ac)LTAPQDIQISEDGK_     Score: 174.53     PEP: 7.8449E-54
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Mass: 1529.8384     Charge: 3     m/z: 510.95342
Modified Peptide: _ERLTK(ac)EAAAVAEGK_     Score: 38.511     PEP: 0.0088596
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Mass: 1655.7679     Charge: 2     m/z: 828.89122
Modified Peptide: _IDFDNIK(ac)ENYDTK_     Score: 211.83     PEP: 1.2391E-86
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Mass: 2089.1671     Charge: 3     m/z: 697.3963
Modified Peptide: _VYTAGLQK(ac)LGLLTETELAK_     Score: 34.721     PEP: 0.00031207
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Mass: 1634.8516     Charge: 2     m/z: 818.43305
Modified Peptide: _ADLEGTK(ac)VYTAGLQK_     Score: 142.1     PEP: 6.2046E-33
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Mass: 1534.7991     Charge: 2     m/z: 768.40684
Modified Peptide: _LTLEQYQK(ac)IDSR_     Score: 247.88     PEP: 3.7019E-108
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Mass: 1422.7395     Charge: 2     m/z: 712.37702
Modified Peptide: _SDATEPK(ac)LFVFK_     Score: 108.56     PEP: 7.0586E-10
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Mass: 1613.7065     Charge: 2     m/z: 807.86055
Modified Peptide: _IDDM(ox)DELM(ox)AGFK(ac)R_     Score: 129.71     PEP: 3.5147E-21
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Mass: 1866.8847     Charge: 2     m/z: 934.44963
Modified Peptide: _TEDNEYQEISASALK(ac)K_     Score: 240.24     PEP: 4.5153E-117
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Mass: 1722.9417     Charge: 3     m/z: 575.32118
Modified Peptide: _DLPLK(ac)LNQWNSVVR_     Score: 39.509     PEP: 0.0016217
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Mass: 2154.8899     Charge: 3     m/z: 719.30392
Modified Peptide: _KDDGEEFEEDDK(ac)APSM(ox)GAK_     Score: 37.624     PEP: 0.0014709
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Mass: 1499.8228     Charge: 2     m/z: 750.91866
Modified Peptide: _FSQYELK(ac)GIPIR_     Score: 47.712     PEP: 0.0011323
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Mass: 2417.1722     Charge: 3     m/z: 806.73133
Modified Peptide: _FLNNFEDSQK(ac)VVDFSQEVSK_     Score: 51.819     PEP: 0.00012808
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Mass: 1347.7602     Charge: 2     m/z: 674.88736
Modified Peptide: _DIEK(ac)NQVVVVR_     Score: 82.171     PEP: 2.0454E-05
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Mass: 1198.678     Charge: 2     m/z: 600.34628
Modified Peptide: _IELGPK(ac)DIEK_     Score: 98.943     PEP: 7.6154E-08
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Mass: 1136.5826     Charge: 2     m/z: 569.29857
Modified Peptide: _AK(ac)LSEGTSFR_     Score: 61.353     PEP: 0.00045822
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Mass: 1914.0139     Charge: 3     m/z: 639.0119
Modified Peptide: _ELIPSISK(ac)YYLLDYR_     Score: 30.133     PEP: 0.007751
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Mass: 2468.2587     Charge: 3     m/z: 823.76019
Modified Peptide: _ALELTEK(ac)YLGDWQSTHPPITK_     Score: 125.88     PEP: 1.503E-31
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Mass: 1870.9313     Charge: 2     m/z: 936.47291
Modified Peptide: _LSYTK(ac)ESEGYSTVPLR_     Score: 176.49     PEP: 3.3636E-60
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Mass: 1648.8461     Charge: 2     m/z: 825.43031
Modified Peptide: _LIVDNDNWVYK(ac)TK_     Score: 76.588     PEP: 3.7413E-05
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Mass: 1441.7565     Charge: 2     m/z: 721.88554
Modified Peptide: _NIDLK(ac)DWDLLR_     Score: 96.103     PEP: 6.6997E-07



0 500 1000 1500 2000

m/z

0

100000

200000

300000

400000

500000

In
te

n
si

ty

y
4

 (
4

7
5

.2
2

5
0

)

y
5

 (
5

8
8

.3
0

7
8

)

y
6

 (
6

8
7

.3
7

6
5

)

y
8

 (
8

9
7

.5
1

0
7

)

y
9

 (
9

9
6

.5
7

8
4

)

y
1

0
 (

1
1

2
5

.6
1

8
2

)

y
1

1
 (

1
2

3
8

.6
9

4
5

)

y
1

2
 (

1
3

2
5

.7
3

0
8

)

y
1

3
 (

1
4

1
2

.7
6

3
4

)

y
1

4
 (

1
4

9
9

.7
9

2
0

)

b
2

 (
3

1
8

.1
8

0
0

)
b
2

-N
H

3
 (

3
0

1
.1

5
3

7
)

b
3

 (
4

0
5

.2
1

1
9

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1815.9731     Charge: 2     m/z: 908.99381
Modified Peptide: _FK(ac)SSSLEVPLVINGER_     Score: 84.874     PEP: 3.021E-10
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Mass: 2005.0314     Charge: 3     m/z: 669.35107
Modified Peptide: _GFM(ox)GPVIHEQSFDK(ac)LVK_     Score: 84.14     PEP: 7.918E-11
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Mass: 1575.7682     Charge: 3     m/z: 526.26333
Modified Peptide: _DYVNK(ac)LHDQFQK_     Score: 81.431     PEP: 2.99E-05
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Mass: 1281.6089     Charge: 2     m/z: 641.81171
Modified Peptide: _TDAAK(ac)EIDSYK_     Score: 38.634     PEP: 0.0045739



0 500 1000 1500

m/z

0

50000

100000

150000

200000

In
te

n
si

ty

y
2

 (
2

7
4

.1
8

6
4

)

y
3

 (
3

8
9

.2
1

3
0

)

y
4

 (
5

5
9

.3
1

7
2

)

y
5

 (
6

7
2

.3
9

9
4

)

y
6

 (
8

0
1

.4
4

1
7

)

y
7

 (
9

1
6

.4
6

8
8

)

y
8

 (
1

0
2

9
.5

5
1

4
)

a
2

 (
2

0
7

.1
1

2
1

)
b
2

 (
2

3
5

.1
0

7
0

)

b
3

 (
3

4
8

.1
9

0
6

)

Mass: 1262.6507     Charge: 2     m/z: 632.33261
Modified Peptide: _AYLDELK(ac)DVR_     Score: 69.979     PEP: 0.00016842
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Mass: 1268.734     Charge: 2     m/z: 635.37428
Modified Peptide: _K(ac)PIDNLVVTTK_     Score: 112.08     PEP: 9.3202E-07
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Mass: 2183.1321     Charge: 3     m/z: 728.71799
Modified Peptide: _SVVEDDAANNSLVK(ac)LLTEPK_     Score: 168.79     PEP: 2.6719E-74
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Mass: 1628.8733     Charge: 3     m/z: 543.96506
Modified Peptide: _KANDELTSLAEK(ac)IR_     Score: 81.632     PEP: 3.6853E-06
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Mass: 1773.8447     Charge: 2     m/z: 887.92963
Modified Peptide: _VQGIDYSK(ac)PEATNM(ox)R_     Score: 53.995     PEP: 0.00014749
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Mass: 2080.0237     Charge: 3     m/z: 694.34849
Modified Peptide: _FGK(ac)EINDESSVLYWAHK_     Score: 57.499     PEP: 1.0157E-05
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Mass: 1165.5819     Charge: 2     m/z: 583.79821
Modified Peptide: _RSDK(ac)NLPDAT_     Score: 65.5     PEP: 0.0015886
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Mass: 1688.8825     Charge: 3     m/z: 563.9681
Modified Peptide: _NATDTSFVSK(ac)TISIR_     Score: 104.16     PEP: 2.6441E-12
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Mass: 1589.8817     Charge: 2     m/z: 795.94814
Modified Peptide: _FYIAADK(ac)LLPIER_     Score: 145.6     PEP: 3.9592E-30
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Mass: 1517.7686     Charge: 2     m/z: 759.89155
Modified Peptide: _TSK(ac)LQNEIDVSSR_     Score: 220.21     PEP: 8.2588E-78
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Modified Peptide: _DAAIALAK(ac)LINNR_     Score: 53.252     PEP: 0.00053073
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Mass: 1799.0011     Charge: 2     m/z: 900.50784
Modified Peptide: _ISESDLAVLK(ac)PSNQLK_     Score: 103.6     PEP: 1.3213E-15



0 500 1000 1500 2000

m/z

0

50000

100000

150000

200000

250000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
3

)

y
2

 (
2

3
4

.1
4

4
2

)

y
3

 (
3

4
7

.2
2

7
6

)

y
4

 (
4

7
6

.2
7

0
8

)

y
5

 (
5

9
0

.3
1

1
3

)

y
6

 (
7

1
8

.3
6

9
0

)

y
7

 (
8

1
9

.4
1

6
2

)

y
8

 (
9

8
9

.5
2

1
9

)

y
9

 (
1

1
0

4
.5

4
6

2
)

y
1

0
 (

1
2

3
2

.6
0

2
1

)

y
1

1
 (

1
3

4
5

.6
8

5
0

)

y
1

2
 (

1
4

3
2

.7
1

2
0

)

y
1

3
 (

1
5

4
6

.7
5

6
5

)

y
1

-N
H

3
 (

1
3

0
.0

8
5

9
)

y
2

-H
2

O
 (

2
1

6
.1

3
2

2
)

y
4

-H
2

O
 (

4
5

8
.2

5
8

3
)

y
6

-H
2

O
 (

7
0

0
.3

6
1

0
)

y
6

-N
H

3
 (

7
0

1
.3

4
2

7
)

y
9

-N
H

3
 (

1
0

8
7

.5
1

9
3

)

y
1

0
-H

2
O

 (
1

2
1

4
.5

9
0

4
)

y
1

0
-N

H
3

 (
1

2
1

5
.5

7
7

4
)

y
1

1
-N

H
3

 (
1

3
2

8
.6

6
5

7
)

y
1

3
-N

H
3

 (
1

5
2

9
.7

3
3

8
)

a
2

 (
1

7
3

.0
9

1
7

)
b
2

 (
2

0
1

.0
8

6
4

)

b
3

 (
3

1
5

.1
2

8
8

)

b
4

 (
4

3
0

.1
5

5
7

)
b
4

-H
2

O
 (

4
1

2
.1

4
5

3
)

b
4

-N
H

3
 (

4
1

3
.1

2
8

5
) b
5

 (
5

9
3

.2
1

8
6

)
b
5

-H
2

O
 (

5
7

5
.2

0
7

4
)

b
5

-N
H

3
 (

5
7

6
.1

9
4

7
)

b
6

 (
7

0
7

.2
5

6
1

)
b
6

-N
H

3
 (

6
9

0
.2

3
5

0
)

b
7

 (
7

9
4

.2
9

6
5

)
b
7

-N
H

3
 (

7
7

7
.2

6
7

1
)

b
8

 (
9

0
7

.3
6

8
6

)
b
8

-H
2

O
 (

8
8

9
.3

6
9

8
)

b
8

-N
H

3
 (

8
9

0
.3

5
6

9
)

b
9

 (
1

0
3

5
.4

2
9

8
)

b
9

-N
H

3
 (

1
0

1
8

.3
9

5
0

)

b
1

1
 (

1
3

2
0

.5
6

3
0

)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 2137.9764     Charge: 2     m/z: 1069.9955
Modified Peptide: _AENDYNSLQDK(ac)TQNELSK_     Score: 239.75     PEP: 1.7968E-155
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Mass: 1679.8407     Charge: 2     m/z: 840.9276
Modified Peptide: _LFYEK(ac)LPEDISER_     Score: 116.19     PEP: 7.9131E-15
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Mass: 1367.6721     Charge: 2     m/z: 684.84334
Modified Peptide: _LANK(ac)DDTFQFK_     Score: 53.569     PEP: 0.00068644
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Mass: 914.54368     Charge: 2     m/z: 458.27912
Modified Peptide: _IATAIEK(ac)K_     Score: 120.07     PEP: 0.00040314
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Mass: 1598.7478     Charge: 3     m/z: 533.92319
Modified Peptide: _AVYAGENFHHGDK(ac)L_     Score: 83.729     PEP: 1.0715E-06
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Mass: 1629.8726     Charge: 3     m/z: 544.29815
Modified Peptide: _IGSEVYHNLK(ac)SLTK_     Score: 98.694     PEP: 1.0289E-06
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Mass: 983.60153     Charge: 2     m/z: 492.80804
Modified Peptide: _K(ac)AADALLLK_     Score: 129.16     PEP: 4.0946E-08
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Mass: 1924.9986     Charge: 3     m/z: 642.67346
Modified Peptide: _GNPTVEVELTTEK(ac)GVFR_     Score: 83.751     PEP: 8.783E-11
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Mass: 1850.9597     Charge: 3     m/z: 617.99383
Modified Peptide: _AVDDFLLSLDGTANK(ac)SK_     Score: 85.619     PEP: 3.5915E-11
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Mass: 2616.2672     Charge: 4     m/z: 655.07408
Modified Peptide: _SIVPSGASTGVHEALEM(ox)RDEDK(ac)SK_     Score: 82.477     PEP: 1.3535E-11
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Mass: 1753.9363     Charge: 3     m/z: 585.6527
Modified Peptide: _NVPLYQHLADLSK(ac)SK_     Score: 111.43     PEP: 7.0379E-13
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Mass: 1109.6921     Charge: 2     m/z: 555.85332
Modified Peptide: _LAK(ac)LNQLLR_     Score: 154.49     PEP: 1.8207E-13
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Mass: 1686.9087     Charge: 2     m/z: 844.46162
Modified Peptide: _SK(ac)LGANAILGVSM(ox)AAAR_     Score: 116.6     PEP: 8.3531E-22
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Mass: 2007.0131     Charge: 2     m/z: 1004.5139
Modified Peptide: _DQK(ac)AVDDFLLSLDGTANK_     Score: 117.74     PEP: 1.1709E-26
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Mass: 1750.8476     Charge: 3     m/z: 584.62314
Modified Peptide: _YDLDFKNPESDK(ac)SK_     Score: 142.97     PEP: 9.5798E-32
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Mass: 2655.3818     Charge: 3     m/z: 886.13453
Modified Peptide: _ANLDVK(ac)DQKAVDDFLLSLDGTANK_     Score: 126.31     PEP: 7.1791E-34
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Mass: 1527.7064     Charge: 2     m/z: 764.86048
Modified Peptide: _YDLDFK(ac)NPESDK_     Score: 190.85     PEP: 9.6506E-53
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Mass: 2080.0953     Charge: 3     m/z: 694.37238
Modified Peptide: _AAAAEK(ac)NVPLYQHLADLSK_     Score: 175.21     PEP: 8.4711E-68
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Mass: 1811.8214     Charge: 3     m/z: 604.94773
Modified Peptide: _DGK(ac)YDLDFKNPESDK_     Score: 207.85     PEP: 3.0512E-85
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Mass: 2512.187     Charge: 4     m/z: 629.05403
Modified Peptide: _IEEELGDK(ac)AVYAGENFHHGDKL_     Score: 191.8     PEP: 2.1584E-98
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Mass: 2125.1994     Charge: 2     m/z: 1063.607
Modified Peptide: _AADALLLK(ac)VNQIGTLSESIK_     Score: 270.55     PEP: 6.151E-213
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Mass: 1786.9225     Charge: 3     m/z: 596.6481
Modified Peptide: _GLPLNK(ac)YDRDTFYK_     Score: 74.678     PEP: 8.3517E-06
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Mass: 1997.1048     Charge: 3     m/z: 666.70888
Modified Peptide: _DFK(ac)PQALGDTNLFKPIK_     Score: 118.55     PEP: 3.3373E-21
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Mass: 2248.943     Charge: 3     m/z: 750.65495
Modified Peptide: _YDSASDNVYM(ox)NAEQEEK(ac)AK_     Score: 106.94     PEP: 1.3258E-21
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Mass: 1973.0622     Charge: 3     m/z: 658.69468
Modified Peptide: _DFKPQALGDTNLFK(ac)PIK_     Score: 173.28     PEP: 3.5982E-60
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Mass: 1628.8158     Charge: 3     m/z: 543.94589
Modified Peptide: _TQSK(ac)VDHFLANEAK_     Score: 56.599     PEP: 0.00015999
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Mass: 1405.8152     Charge: 2     m/z: 703.91486
Modified Peptide: _VLPGPEVPK(ac)DAVK_     Score: 75.669     PEP: 4.0632E-05
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Mass: 1871.988     Charge: 3     m/z: 625.00329
Modified Peptide: _DILKFDDVDGK(ac)PLVEK_     Score: 99.392     PEP: 3.0035E-12
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Mass: 1683.8691     Charge: 2     m/z: 842.9418
Modified Peptide: _LGGFTDK(ac)EISDVFAK_     Score: 112.72     PEP: 3.5968E-13
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Mass: 1871.988     Charge: 3     m/z: 625.00329
Modified Peptide: _DILK(ac)FDDVDGKPLVEK_     Score: 127.3     PEP: 1.0021E-21
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Mass: 2497.2307     Charge: 3     m/z: 833.41752
Modified Peptide: _DAVK(ac)DREQFVDDLEQALYASK_     Score: 112.54     PEP: 3.4574E-22
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Mass: 1555.7147     Charge: 2     m/z: 778.86461
Modified Peptide: _WSFDGNAPDVK(ac)DR_     Score: 31.389     PEP: 0.0067951
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Mass: 1256.806     Charge: 2     m/z: 629.41027
Modified Peptide: _LGLK(ac)QIPGIIR_     Score: 51.092     PEP: 0.0008727
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Mass: 1011.6328     Charge: 2     m/z: 506.82369
Modified Peptide: _ELIGK(ac)LGLK_     Score: 80.239     PEP: 0.00015545
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Mass: 1654.8901     Charge: 3     m/z: 552.63732
Modified Peptide: _HEVPK(ac)VVDDTAIFK_     Score: 73.022     PEP: 2.4699E-06
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Mass: 2732.3253     Charge: 3     m/z: 911.78238
Modified Peptide: _QNVSQGTELNSYLVDNNDTPK(ac)NLK_     Score: 131.82     PEP: 1.7021E-44
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Mass: 1311.7046     Charge: 2     m/z: 656.85955
Modified Peptide: _ITDFIK(ac)FDAGK_     Score: 107.85     PEP: 8.9399E-10
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Mass: 1423.746     Charge: 2     m/z: 712.88026
Modified Peptide: _FDAGK(ac)LVYVTGGR_     Score: 118.13     PEP: 4.8476E-12
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Mass: 1461.8079     Charge: 2     m/z: 731.91122
Modified Peptide: _IDLASGK(ac)ITDFIK_     Score: 124.3     PEP: 2.7084E-13
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Mass: 1400.7511     Charge: 2     m/z: 701.38283
Modified Peptide: _VNDTVK(ac)IDLASGK_     Score: 153     PEP: 7.9712E-31
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Mass: 2173.2118     Charge: 3     m/z: 725.41121
Modified Peptide: _LNNVFVIGEQGK(ac)PYISLPK_     Score: 149.47     PEP: 1.5868E-44
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Mass: 2093.9986     Charge: 3     m/z: 699.00682
Modified Peptide: _TPQNTITM(ox)FRPDK(ac)NM(ox)AR_     Score: 34.909     PEP: 0.0043691
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Mass: 819.46029     Charge: 2     m/z: 410.73742
Modified Peptide: _TGFK(ac)AVR_     Score: 101.64     PEP: 0.0021112
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Mass: 1055.54     Charge: 2     m/z: 528.77727
Modified Peptide: _AWPGGVGDK(ac)K_     Score: 52.79     PEP: 0.0020682
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Mass: 1621.7736     Charge: 2     m/z: 811.89409
Modified Peptide: _VNYGNWSK(ac)TVADLN_     Score: 58.487     PEP: 8.2876E-05



0 200 400 600 800 1000 1200

m/z

0

100000

200000

300000

400000

500000

600000

700000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
3

)

y
2

 (
2

6
2

.1
3

8
8

)

y
3

 (
3

9
0

.1
9

6
6

)

y
4

 (
5

1
9

.2
3

9
0

)

y
5

 (
6

3
2

.3
2

1
8

)

y
6

 (
7

4
5

.4
0

4
7

)

y
7

 (
9

1
5

.5
1

1
2

)

y
8

 (
9

7
2

.5
3

0
0

)

y
9

 (
1

0
7

3
.5

7
7

2
)

y
3

-H
2

O
 (

3
7

2
.1

8
6

3
)

y
3

-N
H

3
 (

3
7

3
.1

7
0

3
)

y
4

-H
2

O
 (

5
0

1
.2

2
8

6
)

y
6

-N
H

3
 (

7
2

8
.3

8
3

7
)

y
8

-N
H

3
 (

9
5

5
.5

0
3

5
)

y
9

-H
2

O
 (

1
0

5
5

.5
6

9
6

)
y
9

-N
H

3
 (

1
0

5
6

.5
5

8
0

)

a
2

 (
1

8
7

.1
4

3
5

)

b
2

 (
2

1
5

.1
3

8
4

)
b
2

-H
2

O
 (

1
9

7
.1

2
7

9
)

b
4

 (
4

4
2

.2
6

4
7

)
b
4

-H
2

O
 (

4
2

4
.2

5
4

2
)

b
5

 (
5

5
5

.3
4

7
1

)
b
5

-H
2

O
 (

5
3

7
.3

3
7

9
)

a
cK

* 
(1

2
6

.0
9

1
1

)
a
cK

 (
1

4
3

.1
1

7
4

)

Mass: 1185.6605     Charge: 2     m/z: 593.83753
Modified Peptide: _LTGK(ac)LIEQDK_     Score: 135.99     PEP: 5.0614E-13



0 200 400 600 800 1000 1200 1400 1600

m/z

0

200000

400000

600000

800000

1000000

1200000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
0

)

y
3

 (
4

1
8

.2
0

4
3

)

y
4

 (
5

3
1

.2
8

8
3

)

y
5

 (
6

4
6

.3
1

5
0

)

y
6

 (
8

3
2

.3
9

3
9

)

y
7

 (
9

6
1

.4
3

6
2

)

y
8

 (
1

0
8

9
.4

9
4

4
)

y
9

 (
1

1
8

6
.5

4
6

0
)

y
1

0
 (

1
3

0
1

.5
7

0
5

)

y
1

1
 (

1
4

1
4

.6
5

4
4

)

y
3

-N
H

3
 (

4
0

1
.1

7
8

6
)

y
8

-N
H

3
 (

1
0

7
2

.4
5

4
5

)

y
9

-H
2

O
 (

1
1

6
8

.5
2

7
2

)
y
9

-N
H

3
 (

1
1

6
9

.5
2

2
4

)

y
1

0
-N

H
3

 (
1

2
8

4
.5

6
3

2
)

y
1

0
(2

+
) 

(6
5

1
.2

9
5

6
)

b
2

 (
2

9
4

.1
5

3
9

)
b
2

-N
H

3
 (

2
7

7
.1

2
7

4
)

b
3

 (
4

0
7

.2
3

8
0

)
b
3

-H
2

O
 (

3
8

9
.2

2
7

7
)

b
4

 (
5

2
2

.2
6

5
1

)
b
4

-H
2

O
 (

5
0

4
.2

5
3

5
)

b
6

 (
7

4
7

.3
7

6
9

)

b
7

 (
8

7
6

.4
1

5
6

)

b
8

 (
1

0
6

2
.5

0
4

0
)

Mass: 1706.7991     Charge: 2     m/z: 854.40684
Modified Peptide: _DK(ac)LDPQEWDINER_     Score: 172.1     PEP: 4.2201E-52
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Mass: 2340.1883     Charge: 3     m/z: 781.07004
Modified Peptide: _RM(ox)LEEEESK(ac)LAPISTPEVPK_     Score: 69.737     PEP: 5.938E-06
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Mass: 1678.8749     Charge: 2     m/z: 840.44471
Modified Peptide: _K(ac)YEQEAAEGGIVLSK_     Score: 83.106     PEP: 3.8248E-07
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Mass: 1476.7824     Charge: 2     m/z: 739.39848
Modified Peptide: _IVYAGGAK(ac)SVDDLK_     Score: 108.58     PEP: 4.8734E-12
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Mass: 2354.0889     Charge: 3     m/z: 785.70358
Modified Peptide: _VYSQFK(ac)LM(ox)DPTFSNESFTR_     Score: 39.385     PEP: 0.00027977
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Mass: 1481.7151     Charge: 2     m/z: 741.86481
Modified Peptide: _IFK(ac)EQDVYADGR_     Score: 126.1     PEP: 3.1335E-15
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Mass: 3120.4007     Charge: 3     m/z: 1041.1409
Modified Peptide: _SQVIEEDYDDEQNTSAQHVESDK(ac)ITAK_     Score: 79.395     PEP: 6.9528E-16



0 500 1000 1500 2000

m/z

0

50000

100000

150000

200000

250000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
5

)

y
4

 (
5

0
2

.3
3

6
3

)

y
7

 (
7

8
5

.4
4

7
2

)

y
8

 (
9

1
3

.5
0

6
0

)

y
9

 (
1

0
7

6
.5

6
6

9
)

y
1

0
 (

1
1

8
9

.6
4

7
9

)

y
1

1
 (

1
3

6
7

.7
6

9
7

)

y
1

2
 (

1
4

6
8

.8
0

6
7

)

y
1

3
 (

1
5

8
3

.8
3

7
2

)

b
2

 (
1

8
5

.1
2

8
1

)

b
3

 (
3

0
0

.1
5

4
1

)

b
4

 (
3

7
1

.1
9

1
5

)

b
5

 (
4

8
4

.2
7

5
3

)

b
7

 (
7

0
0

.3
5

2
2

)

b
8

 (
8

7
8

.4
7

1
1

)
b
8

-H
2

O
 (

8
6

0
.4

5
5

5
)

b
6

(2
+

) 
(3

0
0

.1
5

4
1

)

a
cK

* 
(1

2
6

.0
9

1
4

)

Mass: 2066.1139     Charge: 2     m/z: 1034.0642
Modified Peptide: _LADALDTK(ac)IYQPGETIIR_     Score: 89.261     PEP: 6.7838E-15
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Mass: 2369.1333     Charge: 3     m/z: 790.71837
Modified Peptide: _SSVM(ox)FK(ac)SPFVNEDPHSNVFK_     Score: 111.57     PEP: 2.6469E-22
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Mass: 1930.9476     Charge: 3     m/z: 644.65647
Modified Peptide: _DSALGDQSVIYSK(ac)SQQR_     Score: 34.094     PEP: 0.00091107
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Mass: 1148.6077     Charge: 2     m/z: 575.31115
Modified Peptide: _LSFEIGK(ac)ADK_     Score: 99.522     PEP: 4.7651E-08



0 200 400 600 800 1000 1200 1400 1600

m/z

0

50000

100000

150000

200000

250000

300000

350000

400000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
5

)

y
2

 (
2

6
1

.1
5

6
2

)

y
3

 (
4

0
8

.2
2

4
2

)

y
4

 (
5

7
8

.3
2

8
2

)

y
5

 (
6

7
9

.3
7

6
1

)

y
6

 (
8

0
7

.4
3

4
1

)

y
7

 (
9

2
0

.5
1

8
5

)

y
8

 (
1

0
3

3
.6

0
2

3
)

y
9

 (
1

1
3

4
.6

4
8

8
)

y
1

0
 (

1
2

4
9

.6
7

2
7

)

y
1

1
 (

1
3

7
7

.7
2

9
2

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

2
)

y
6

-H
2

O
 (

7
8

9
.4

2
1

7
)

y
6

-N
H

3
 (

7
9

0
.4

0
8

7
)

y
1

1
-H

2
O

 (
1

3
5

9
.7

2
9

6
)

y
1

1
-N

H
3

 (
1

3
6

0
.7

0
4

1
)

b
2

 (
2

4
2

.1
4

9
4

)
b
2

-N
H

3
 (

2
2

5
.1

2
3

0
)

b
3

 (
3

7
0

.2
0

7
5

)

b
4

 (
4

8
5

.2
3

3
9

)

b
5

 (
5

8
6

.2
8

4
5

)
b
5

-H
2

O
 (

5
6

8
.2

7
2

0
)

b
5

-N
H

3
 (

5
6

9
.2

5
6

8
)

b
6

 (
6

9
9

.3
6

6
1

)
b
6

-H
2

O
 (

6
8

1
.3

5
4

3
)

b
6

-N
H

3
 (

6
8

2
.3

3
4

1
)

b
7

 (
8

1
2

.4
4

3
5

)

a
cK

* 
(1

2
6

.0
9

1
3

)

Mass: 1617.8726     Charge: 2     m/z: 809.94359
Modified Peptide: _IQQDTLIQTK(ac)FNK_     Score: 132.31     PEP: 6.9402E-14
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Mass: 2993.4771     Charge: 4     m/z: 749.37654
Modified Peptide: _ANNFVYVSGQIPYTPDNK(ac)PVQGSISEK_     Score: 72.569     PEP: 5.6626E-13
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Mass: 1006.5823     Charge: 2     m/z: 504.2984
Modified Peptide: _K(ac)WFDILK_     Score: 89.355     PEP: 0.0085965
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Mass: 1119.6663     Charge: 2     m/z: 560.84043
Modified Peptide: _WFDILK(ac)IK_     Score: 47.823     PEP: 0.0039952
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Mass: 2322.1743     Charge: 3     m/z: 775.06539
Modified Peptide: _LEGEIPEK(ac)YGEHSIEVPGAVK_     Score: 90.316     PEP: 4.823E-15
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Mass: 2348.0849     Charge: 3     m/z: 783.70223
Modified Peptide: _TYDAIAK(ac)FAPDFADEEYVNK_     Score: 200.6     PEP: 3.1948E-105
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Mass: 1782.9334     Charge: 2     m/z: 892.474
Modified Peptide: _QTAVENPIDK(ac)LDGTPK_     Score: 268.93     PEP: 5.0661E-184
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Mass: 1512.8399     Charge: 2     m/z: 757.42724
Modified Peptide: _VGDILQSELK(ac)IEK_     Score: 72.681     PEP: 5.1536E-05
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Mass: 1016.5542     Charge: 2     m/z: 509.2844
Modified Peptide: _FVPEK(ac)VEK_     Score: 55.531     PEP: 0.0028175
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Mass: 2548.2304     Charge: 3     m/z: 850.41741
Modified Peptide: _DQGYQVEFHK(ac)SSLPEDELIEK_     Score: 149.32     PEP: 9.3938E-52
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Mass: 1595.865     Charge: 2     m/z: 798.93979
Modified Peptide: _DIIDPK(ac)LTSIFER_     Score: 49.929     PEP: 0.00074997
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Mass: 1483.7352     Charge: 3     m/z: 495.58568
Modified Peptide: _EDLLK(ac)M(ox)FHYSK_     Score: 35.645     PEP: 0.0060735
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Mass: 999.62993     Charge: 2     m/z: 500.82224
Modified Peptide: _IVLK(ac)DGAVK_     Score: 65.347     PEP: 0.00097599



0 200 400 600 800 1000 1200

m/z

0

100000

200000

300000

400000

500000

600000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
7

)

y
2

 (
3

1
7

.2
1

8
3

)

y
3

 (
4

3
2

.2
4

4
2

)

y
4

 (
5

2
9

.2
9

8
1

)

y
5

 (
6

7
6

.3
6

5
1

)

y
6

 (
7

6
3

.3
9

7
5

)

y
7

 (
8

7
6

.4
8

0
6

)

y
8

 (
9

3
3

.5
0

1
9

)

y
9

 (
1

0
9

6
.5

6
6

8
)

y
4

-H
2

O
 (

5
1

1
.2

8
8

9
)

y
8

-H
2

O
 (

9
1

5
.4

9
2

1
)

a
2

 (
2

3
5

.1
4

4
0

)

b
2

 (
2

6
3

.1
3

8
9

)

b
3

 (
3

2
0

.1
6

0
5

)
b
6

(2
+

) 
(3

3
4

.1
7

5
4

)

a
cK

* 
(1

2
6

.0
9

1
5

)
a
cK

 (
1

4
3

.1
1

7
9

)

Mass: 1194.6285     Charge: 2     m/z: 598.32151
Modified Peptide: _VYGISFPDK(ac)K_     Score: 94.616     PEP: 6.7703E-07
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Mass: 1637.7937     Charge: 2     m/z: 819.90413
Modified Peptide: _YVGK(ac)IETWDAAESK_     Score: 82.102     PEP: 6.7646E-07
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Mass: 1248.697     Charge: 2     m/z: 625.35579
Modified Peptide: _LVM(ox)SK(ac)EDLLK_     Score: 88.596     PEP: 6.0128E-07
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Mass: 1831.9204     Charge: 2     m/z: 916.96746
Modified Peptide: _IETWDAAESK(ac)LESALK_     Score: 76.151     PEP: 1.5858E-09
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Mass: 2160.1579     Charge: 3     m/z: 721.05991
Modified Peptide: _QVLVVPVGVK(ac)YQGYAEDVR_     Score: 98.035     PEP: 2.8828E-15
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Mass: 2014.0735     Charge: 2     m/z: 1008.044
Modified Peptide: _TVSQADFPGLEGVAK(ac)NVIK_     Score: 105.38     PEP: 1.5735E-21
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Mass: 2010.0422     Charge: 2     m/z: 1006.0284
Modified Peptide: _TYLVQTK(ac)VPDGGATTVYR_     Score: 161.86     PEP: 4.8748E-54
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Mass: 1572.9483     Charge: 2     m/z: 787.48143
Modified Peptide: _LIVNLDPVPK(ac)FLR_     Score: 43.991     PEP: 0.0014174
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Mass: 959.50361     Charge: 2     m/z: 480.75908
Modified Peptide: _VSNK(ac)DLSR_     Score: 128.36     PEP: 9.0747E-07
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Mass: 2063.0692     Charge: 3     m/z: 688.69702
Modified Peptide: _EM(ox)GLFANVRPVK(ac)SVEGEK_     Score: 33.308     PEP: 0.0031497
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Mass: 1253.7231     Charge: 2     m/z: 627.86883
Modified Peptide: _ALPDETVK(ac)VLK_     Score: 67.08     PEP: 0.00013349
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Mass: 1174.6074     Charge: 2     m/z: 588.31095
Modified Peptide: _TYIDK(ac)ATGTR_     Score: 77.64     PEP: 3.9349E-05
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Mass: 1184.6587     Charge: 2     m/z: 593.33664
Modified Peptide: _GK(ac)PIDM(ox)VIVR_     Score: 80.706     PEP: 2.725E-05
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Mass: 1050.5597     Charge: 2     m/z: 526.28714
Modified Peptide: _IEK(ac)TYIDK_     Score: 140.45     PEP: 5.5825E-07
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Mass: 2163.0307     Charge: 2     m/z: 1082.5226
Modified Peptide: _YGQIK(ac)YNEQIVDSM(ox)VYR_     Score: 120.63     PEP: 7.8775E-13
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Mass: 1535.7719     Charge: 2     m/z: 768.89323
Modified Peptide: _ENTEDLYIK(ac)IEK_     Score: 120.59     PEP: 1.4147E-14
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Mass: 2076.1831     Charge: 3     m/z: 693.0683
Modified Peptide: _SLTIGLIPGDGIGK(ac)EVIPAGK_     Score: 111.18     PEP: 1.314E-22
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Mass: 1366.7315     Charge: 2     m/z: 684.37302
Modified Peptide: _ESLGDK(ac)TTAFLK_     Score: 113.77     PEP: 3.9008E-11
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Mass: 1910.989     Charge: 3     m/z: 638.00363
Modified Peptide: _VLSSWPEGFEVHK(ac)NLK_     Score: 122.93     PEP: 2.555E-21
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Mass: 1835.9985     Charge: 3     m/z: 613.00678
Modified Peptide: _HDLDK(ac)EINLGPGILPR_     Score: 148.57     PEP: 3.5951E-37
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Mass: 2463.0885     Charge: 3     m/z: 822.03678
Modified Peptide: _ENTQEESTSQENGGAK(ac)VEEEVK_     Score: 32.706     PEP: 0.00021277
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Mass: 1176.6474     Charge: 2     m/z: 589.33096
Modified Peptide: _VIQAGK(ac)FDNK_     Score: 87.298     PEP: 6.4875E-07
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Mass: 2130.0907     Charge: 3     m/z: 711.0375
Modified Peptide: _NDNTTAIEVDYSEK(ac)KPIK_     Score: 158.15     PEP: 3.7905E-53
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Mass: 1550.7001     Charge: 2     m/z: 776.35734
Modified Peptide: _FSGK(ac)YSSYTAQDR_     Score: 69.602     PEP: 6.4602E-05
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Mass: 2162.0855     Charge: 3     m/z: 721.70245
Modified Peptide: _VASANATAAESDVAK(ac)QLAALGY_     Score: 35.015     PEP: 0.00020007
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Mass: 1305.6816     Charge: 2     m/z: 653.84809
Modified Peptide: _YEDVVAK(ac)LEAK_     Score: 103.88     PEP: 1.4636E-09
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Mass: 1450.8031     Charge: 2     m/z: 726.40885
Modified Peptide: _ASLTSSK(ac)LQSFLK_     Score: 39.509     PEP: 0.0023046
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Modified Peptide: _ILIANTTLDTDK(ac)VK_     Score: 181.76     PEP: 1.3002E-56
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Mass: 2295.1495     Charge: 3     m/z: 766.05712
Modified Peptide: _DLHDNVLPGQK(ac)TVYEEIQR_     Score: 193.42     PEP: 6.1361E-71
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Mass: 2610.2784     Charge: 3     m/z: 871.10008
Modified Peptide: _QTHSDDEDLPAVSPYPNEK(ac)ALVK_     Score: 165.1     PEP: 5.4114E-69
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Mass: 1977.0207     Charge: 3     m/z: 660.01419
Modified Peptide: _KIDVNGGNEDPVYK(ac)FLK_     Score: 78.234     PEP: 0.0079807
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Mass: 2350.2271     Charge: 3     m/z: 784.41631
Modified Peptide: _EQEFEIFPNSK(ac)PLQPKPEK_     Score: 92.31     PEP: 4.8081E-14
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Mass: 1676.8142     Charge: 3     m/z: 559.94534
Modified Peptide: _K(ac)M(ox)IDIKDNDDFNK_     Score: 120.53     PEP: 2.5212E-14
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Mass: 1322.6691     Charge: 4     m/z: 331.67455
Modified Peptide: _LRK(ac)DEGAEAHR_     Score: 57.836     PEP: 0.001821
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Mass: 1414.6915     Charge: 2     m/z: 708.35302
Modified Peptide: _YTVDQVFAK(ac)M(ox)R_     Score: 70.488     PEP: 0.001486
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Mass: 2030.0444     Charge: 3     m/z: 677.68874
Modified Peptide: _QTTK(ac)YWVHPDNITELK_     Score: 44.567     PEP: 0.00032468
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Mass: 1365.7656     Charge: 2     m/z: 683.89009
Modified Peptide: _LNYTGFQK(ac)IIK_     Score: 69.721     PEP: 0.00010012
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Mass: 1296.6714     Charge: 2     m/z: 649.34298
Modified Peptide: _GK(ac)YTVDQVFAK_     Score: 126.48     PEP: 3.1886E-15
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Mass: 1823.0164     Charge: 3     m/z: 608.6794
Modified Peptide: _ELVGSHLVEPVPK(ac)FSK_     Score: 124.78     PEP: 1.56E-21
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Mass: 1660.7502     Charge: 2     m/z: 831.38237
Modified Peptide: _EM(ox)EK(ac)EEPLLNEDK_     Score: 75.462     PEP: 4.2513E-05
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Mass: 1885.9494     Charge: 3     m/z: 629.65707
Modified Peptide: _SNLNK(ac)ELETLREENR_     Score: 74.678     PEP: 2.5188E-06
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Mass: 1603.8276     Charge: 2     m/z: 802.92107
Modified Peptide: _AAADALSDLEIK(ac)DSK_     Score: 110.77     PEP: 8.7937E-13
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Mass: 1799.9153     Charge: 3     m/z: 600.97903
Modified Peptide: _ETPSK(ac)AAADALSDLEIK_     Score: 186.75     PEP: 4.6995E-75
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Mass: 1577.8676     Charge: 2     m/z: 789.94107
Modified Peptide: _FFK(ac)DLPISDPTLK_     Score: 65.472     PEP: 8.2125E-05
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Mass: 1635.8872     Charge: 3     m/z: 546.30301
Modified Peptide: _AK(ac)FEELNLDLFKK_     Score: 68.034     PEP: 0.00035496
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Mass: 1480.8373     Charge: 3     m/z: 494.61971
Modified Peptide: _DIK(ac)HLPFNVVNK_     Score: 93.839     PEP: 1.1479E-06
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Mass: 1514.794     Charge: 2     m/z: 758.40429
Modified Peptide: _K(ac)DVDDIVLVGGSTR_     Score: 105.31     PEP: 1.821E-11
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Mass: 1485.6293     Charge: 2     m/z: 743.82195
Modified Peptide: _M(ox)SK(ac)LDFNSDDEK_     Score: 52.555     PEP: 0.0007604
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Mass: 2305.1256     Charge: 3     m/z: 769.38248
Modified Peptide: _EVDASK(ac)GLTNSETLQVEQDGK_     Score: 66.874     PEP: 1.7954E-06
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Mass: 1922.9789     Charge: 2     m/z: 962.49672
Modified Peptide: _GLTNSETLQVEQDGK(ac)VR_     Score: 92.211     PEP: 6.2681E-13



0 200 400 600 800 1000 1200 1400

m/z

0

50000

100000

150000

200000

250000

In
te

n
si

ty

y
2

 (
2

6
0

.1
6

0
5

)

y
3

 (
3

3
1

.1
9

7
7

)

y
4

 (
4

3
0

.2
6

8
4

)

y
5

 (
5

9
3

.3
2

8
4

)

y
2

-N
H

3
 (

2
4

3
.1

3
4

2
)

y
3

-N
H

3
 (

3
1

4
.1

7
0

9
)

a
2

 (
1

7
1

.1
4

9
2

)

b
2

 (
1

9
9

.1
4

4
1

)

b
3

 (
3

1
4

.1
7

0
9

)

b
4

 (
4

2
7

.2
5

4
8

)

b
6

 (
6

6
9

.3
7

8
8

)

b
7

 (
8

3
2

.4
4

1
5

)

b
8

 (
9

3
1

.5
0

8
9

)

b
9

 (
1

0
0

2
.5

4
9

7
)

a
cK

* 
(1

2
6

.0
9

1
5

)
a
cK

 (
1

4
3

.1
1

8
0

)

Mass: 1260.6966     Charge: 2     m/z: 631.35555
Modified Peptide: _VVDLIEYVAK(ac)A_     Score: 93.058     PEP: 2.6608E-06
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Mass: 1537.7736     Charge: 3     m/z: 513.59849
Modified Peptide: _ELDTAQK(ac)HIDAGAK_     Score: 138.87     PEP: 2.702E-22
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Mass: 1509.7365     Charge: 3     m/z: 504.25276
Modified Peptide: _DNVVNK(ac)WYFQR_     Score: 56.225     PEP: 0.00048669



0 500 1000 1500

m/z

0

500000

1000000

1500000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
8

)

y
2

 (
2

9
0

.1
4

5
5

)

y
3

 (
4

0
4

.1
8

8
7

)

y
4

 (
5

1
7

.2
7

3
0

)

y
5

 (
6

4
5

.3
3

0
3

)

y
6

 (
8

0
8

.3
9

3
7

)

y
7

 (
9

2
3

.4
2

1
0

)

y
8

 (
1

0
3

8
.4

4
7

8
)

y
9

 (
1

2
0

8
.5

5
1

3
)

y
1

0
 (

1
3

7
8

.6
5

5
7

)

y
1

1
 (

1
4

9
1

.7
3

9
5

)

y
1

2
 (

1
5

4
8

.7
5

9
2

)

y
1

3
 (

1
6

4
7

.8
2

6
6

)

y
5

-N
H

3
 (

6
2

8
.3

0
5

6
)

y
7

-N
H

3
 (

9
0

6
.3

9
5

5
)

y
8

-H
2

O
 (

1
0

2
0

.4
3

6
9

)
y
8

-N
H

3
 (

1
0

2
1

.4
2

1
5

)

y
9

-H
2

O
 (

1
1

9
0

.5
4

3
7

)
y
9

-N
H

3
 (

1
1

9
1

.5
2

6
9

)

y
1

0
-H

2
O

 (
1

3
6

0
.6

4
5

6
)

y
1

0
-N

H
3

 (
1

3
6

1
.6

3
3

9
)

y
1

1
-N

H
3

 (
1

4
7

4
.7

1
6

3
)

y
1

2
-N

H
3

 (
1

5
3

1
.7

3
0

9
)

a
2

 (
1

7
3

.1
2

8
3

)
b
2

 (
2

0
1

.1
2

3
1

) b
3

 (
2

5
8

.1
4

4
6

)
b
3

-H
2

O
 (

2
4

0
.1

3
3

9
)

b
4

 (
3

7
1

.2
2

8
7

)
b
4

-H
2

O
 (

3
5

3
.2

1
8

2
)

b
5

 (
5

4
1

.3
3

4
1

)
b
5

-H
2

O
 (

5
2

3
.3

2
4

1
)

b
6

 (
7

1
1

.4
3

8
6

)
b
6

-H
2

O
 (

6
9

3
.4

2
7

5
)

b
7

 (
8

2
6

.4
6

7
7

)

b
8

 (
9

4
1

.4
9

5
2

)

b
9

 (
1

1
0

4
.5

6
9

2
)

b
9

-H
2

O
 (

1
0

8
6

.5
4

7
8

)

b
1

0
 (

1
2

3
2

.6
1

3
3

)

b
1

1
 (

1
3

4
5

.7
0

2
2

)
b
1

1
-H

2
O

 (
1

3
2

7
.6

9
6

3
)

a
cK

* 
(1

2
6

.0
9

1
3

)
a
cK

 (
1

4
3

.1
1

7
7

)
a
cK

* 
(1

2
6

.0
9

1
3

)
a
cK

 (
1

4
3

.1
1

7
7

)

Mass: 1747.8741     Charge: 2     m/z: 874.94432
Modified Peptide: _TVGLK(ac)K(ac)DDYQLNDR_     Score: 278.2     PEP: 2.333E-174
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Mass: 1747.8741     Charge: 2     m/z: 874.94432
Modified Peptide: _TVGLK(ac)K(ac)DDYQLNDR_     Score: 278.2     PEP: 2.333E-174
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Mass: 1719.9014     Charge: 3     m/z: 574.30775
Modified Peptide: _SYVVESLDISK(ac)AHSK_     Score: 37.555     PEP: 0.0015268
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Mass: 1640.8621     Charge: 2     m/z: 821.43833
Modified Peptide: _ITITGAPENVEK(ac)AEK_     Score: 38.028     PEP: 0.0014602
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Mass: 1200.73     Charge: 2     m/z: 601.3723
Modified Peptide: _ILAIVK(ac)EETK_     Score: 61.353     PEP: 0.00045822
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Modified Peptide: _AANK(ac)IFESILNSPSSK_     Score: 75.463     PEP: 1.6871E-09
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Mass: 2296.1183     Charge: 3     m/z: 766.38004
Modified Peptide: _SVDIPNADSENK(ac)DITVQGPQK_     Score: 117.74     PEP: 8.3569E-31
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Mass: 1602.7901     Charge: 2     m/z: 802.40231
Modified Peptide: _FNYLFEVNDK(ac)EK_     Score: 68.034     PEP: 0.00010629
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Mass: 1899.9037     Charge: 3     m/z: 634.3085
Modified Peptide: _EDK(ac)PVCDKFITSYTR_     Score: 53.403     PEP: 0.00078259



0 200 400 600 800 1000 1200

m/z

0

100000

200000

300000

400000

500000

In
te

n
si

ty

y
3

 (
4

1
2

.2
2

5
3

)

y
4

 (
5

7
5

.2
8

8
3

)

y
3

-N
H

3
 (

3
9

5
.1

9
9

8
)

y
4

-N
H

3
 (

5
5

8
.2

6
3

0
)

y
6

(2
+

) 
(3

8
0

.2
0

8
4

)

b
7

 (
8

0
4

.4
2

9
6

)
b
7

-H
2

O
 (

7
8

6
.4

2
2

6
)

b
7

-N
H

3
 (

7
8

7
.4

0
6

8
)

b
8

 (
9

1
7

.5
1

3
1

)
b
8

-N
H

3
 (

9
0

0
.4

8
7

6
)

b
9

 (
1

0
8

0
.5

7
5

0
)

b
6

(2
+

) 
(3

6
7

.2
0

5
3

)

b
8

(2
+

) 
(4

5
9

.2
6

2
7

)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 1490.7952     Charge: 3     m/z: 497.939
Modified Peptide: _LPK(ac)QDTAIYQEK_     Score: 44.71     PEP: 0.0016654
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Mass: 1001.5393     Charge: 2     m/z: 501.77694
Modified Peptide: _VLEQDTK(ac)K_     Score: 52.716     PEP: 0.0076106
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Mass: 1816.9935     Charge: 2     m/z: 909.50401
Modified Peptide: _ISSFGTK(ac)EELPSLVLR_     Score: 98.508     PEP: 1.8912E-06
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Mass: 1641.8726     Charge: 3     m/z: 548.29815
Modified Peptide: _DTYIVDNK(ac)ILAHAK_     Score: 106.13     PEP: 7.0466E-12
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Mass: 2005.052     Charge: 2     m/z: 1003.5333
Modified Peptide: _ITGPYNIQFIAK(ac)DNEIK_     Score: 98.796     PEP: 1.2738E-13
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Mass: 1215.7227     Charge: 2     m/z: 608.86863
Modified Peptide: _SLLATGFK(ac)LPK_     Score: 126.67     PEP: 2.6762E-15
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Mass: 2233.1379     Charge: 3     m/z: 745.38658
Modified Peptide: _LYVPPADNK(ac)HIELQTGPDGK_     Score: 173.27     PEP: 1.7697E-74
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Mass: 2429.243     Charge: 3     m/z: 810.75496
Modified Peptide: _LRNDK(ac)FTVSAIYSDLPQQER_     Score: 34.689     PEP: 0.0014596
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Mass: 1104.5365     Charge: 2     m/z: 553.27552
Modified Peptide: _DTIM(ox)K(ac)EFR_     Score: 122.52     PEP: 0.000123
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Mass: 1186.6445     Charge: 2     m/z: 594.32954
Modified Peptide: _K(ac)DELTLEGIK_     Score: 190.53     PEP: 7.9769E-38
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Mass: 2055.9823     Charge: 2     m/z: 1028.9984
Modified Peptide: _VVYK(ac)FDDM(ox)ELDENLLR_     Score: 162.79     PEP: 7.3857E-48
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Mass: 1435.746     Charge: 2     m/z: 718.88026
Modified Peptide: _ELFQNVDK(ac)FVR_     Score: 69.451     PEP: 0.00010353
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Mass: 1659.8468     Charge: 2     m/z: 830.93068
Modified Peptide: _IASTAK(ac)DNAPLQFDK_     Score: 144.29     PEP: 5.1401E-33
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Mass: 1750.9093     Charge: 3     m/z: 584.64373
Modified Peptide: _DK(ac)LVEYISNQSHLR_     Score: 30.961     PEP: 0.0069259
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Mass: 2562.1504     Charge: 3     m/z: 855.05741
Modified Peptide: _QQPTM(ox)QANK(ac)LDSQETPSTEESR_     Score: 67.866     PEP: 9.7347E-07
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Mass: 1790.8757     Charge: 2     m/z: 896.4451
Modified Peptide: _AEQEDIIEK(ac)TESVDK_     Score: 116.35     PEP: 2.1279E-17
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Mass: 3178.5216     Charge: 3     m/z: 1060.5145
Modified Peptide: _IQK(ac)EEEPENNTVIEGVKEESQPDENTK_     Score: 99.711     PEP: 8.8311E-22
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Mass: 900.49086     Charge: 2     m/z: 451.25271
Modified Peptide: _VSFK(ac)NTR_     Score: 63.48     PEP: 0.0055267
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Mass: 1828.9319     Charge: 2     m/z: 915.47324
Modified Peptide: _ETAQAINGWELTK(ac)AQK_     Score: 76.85     PEP: 0.00068218
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Mass: 1206.6245     Charge: 2     m/z: 604.3195
Modified Peptide: _TAQGK(ac)EFGVTK_     Score: 74.46     PEP: 5.0571E-05
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Mass: 1654.8427     Charge: 3     m/z: 552.62152
Modified Peptide: _AQK(ac)YLDQVLDHQR_     Score: 175.28     PEP: 1.7976E-38
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Mass: 2016.0975     Charge: 3     m/z: 673.03977
Modified Peptide: _SVK(ac)FVQGLLQNAAANAEAK_     Score: 154.39     PEP: 1.39E-45
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Mass: 2114.0895     Charge: 3     m/z: 705.70379
Modified Peptide: _INK(ac)YESSPSHIELVVTEK_     Score: 155.11     PEP: 9.8549E-54
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Mass: 2123.1375     Charge: 3     m/z: 708.71978
Modified Peptide: _GLDATK(ac)LYVSHIQVNQAPK_     Score: 160.25     PEP: 3.6037E-55
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Mass: 1203.6499     Charge: 2     m/z: 602.83225
Modified Peptide: _FNVK(ac)IGDIEK_     Score: 99.752     PEP: 3.6357E-08
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Mass: 2209.0249     Charge: 3     m/z: 737.34891
Modified Peptide: _DK(ac)FYPEM(ox)DPKPDSNVEIK_     Score: 108.47     PEP: 1.5012E-20
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Mass: 1373.7555     Charge: 2     m/z: 687.88501
Modified Peptide: _DFLNDVIQLK(ac)K_     Score: 91.855     PEP: 3.0918E-06
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Mass: 1669.8523     Charge: 3     m/z: 557.6247
Modified Peptide: _QIEQLENEAVAEK(ac)K_     Score: 53.403     PEP: 0.00068091
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Mass: 2188.0648     Charge: 3     m/z: 730.36221
Modified Peptide: _AK(ac)DRPEDALLTEELEFDR_     Score: 72.184     PEP: 9.9155E-07
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Mass: 1669.8523     Charge: 2     m/z: 835.93342
Modified Peptide: _K(ac)QIEQLENEAVAEK_     Score: 187.37     PEP: 1.0544E-68
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Mass: 1559.7381     Charge: 2     m/z: 780.87633
Modified Peptide: _(ac)M(ox)DALLTK(ac)FNEDR_     Score: 183.66     PEP: 1.8177E-52
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Mass: 2013.151     Charge: 3     m/z: 672.05762
Modified Peptide: _LVAAPLYVLTTQALDK(ac)QK_     Score: 90.348     PEP: 6.1263E-15
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Mass: 2077.02     Charge: 3     m/z: 693.34726
Modified Peptide: _YAGEVSHDDK(ac)HIIVDGHK_     Score: 49.049     PEP: 9.7949E-05
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Mass: 3503.6883     Charge: 4     m/z: 876.92936
Modified Peptide: _VINDAFGIEEGLM(ox)TTVHSM(ox)TATQK(ac)TVDGPSHK_     Score: 53.482     PEP: 3.7454E-09



0 200 400 600 800 1000 1200 1400

m/z

0

200000

400000

600000

800000

1000000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
9

)

y
2

 (
3

6
1

.1
9

8
5

)

y
3

 (
4

7
6

.2
2

5
9

)

y
4

 (
6

5
4

.3
4

5
2

)

y
5

 (
7

9
1

.4
0

4
0

)

y
6

 (
8

7
8

.4
3

5
0

)

y
7

 (
9

7
5

.4
8

9
9

)

y
8

 (
1

0
3

2
.5

1
0

9
)

y
9

 (
1

1
4

7
.5

3
7

5
)

y
1

0
 (

1
2

4
6

.6
0

6
3

)

y
2

-N
H

3
 (

3
4

4
.1

7
1

5
)

y
6

-H
2

O
 (

8
6

0
.4

2
0

7
)

y
9

-H
2

O
 (

1
1

2
9

.5
2

0
0

)

y
1

0
-H

2
O

 (
1

2
2

8
.5

8
7

5
)

a
2

 (
1

7
3

.1
2

8
6

)

b
2

 (
2

0
1

.1
2

3
4

)

Mass: 1346.6459     Charge: 3     m/z: 449.88923
Modified Peptide: _TVDGPSHK(ac)DWR_     Score: 119.76     PEP: 2.1161E-14
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Mass: 2721.2996     Charge: 3     m/z: 908.10715
Modified Peptide: _K(ac)NVEVVALNDPFISNDYSAYM(ox)FK_     Score: 114.04     PEP: 6.7386E-25
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Mass: 2223.2627     Charge: 4     m/z: 556.82295
Modified Peptide: _KAPSLPEGQEIIK(ac)PLSHPIK_     Score: 75.224     PEP: 7.0582E-09
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Mass: 2297.1077     Charge: 2     m/z: 1149.5611
Modified Peptide: _GAPGM(ox)PEM(ox)LK(ac)PSSALM(ox)GYGLGK_     Score: 95.48     PEP: 1.122E-15
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Mass: 2290.0392     Charge: 3     m/z: 764.35367
Modified Peptide: _AM(ox)QFNTIGVSDGISM(ox)GTK(ac)GM(ox)R_     Score: 121.56     PEP: 7.7638E-19
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Mass: 1593.7709     Charge: 2     m/z: 797.89271
Modified Peptide: _LAECDNIGEYIK(ac)K_     Score: 147.18     PEP: 6.2569E-20
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Mass: 1574.7974     Charge: 3     m/z: 525.93975
Modified Peptide: _IDLLVSDK(ac)EM(ox)AQR_     Score: 153.38     PEP: 6.5258E-31
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Mass: 1509.8079     Charge: 2     m/z: 755.91122
Modified Peptide: _LNK(ac)YSYIITEPK_     Score: 166.62     PEP: 3.2276E-37
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Mass: 1714.8349     Charge: 3     m/z: 572.61889
Modified Peptide: _GQGASQAM(ox)LYATGFK(ac)K_     Score: 179.79     PEP: 7.293E-56
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Mass: 2681.3047     Charge: 3     m/z: 894.77551
Modified Peptide: _YSYIITEPK(ac)GQGASQAM(ox)LYATGFK_     Score: 174.01     PEP: 3.6812E-87



0 500 1000 1500 2000

m/z

0

100000

200000

300000

400000

500000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
0

)

y
2

 (
2

3
2

.1
4

0
3

)

y
3

 (
3

4
7

.1
6

7
2

)

y
4

 (
4

4
8

.2
1

5
5

)

y
5

 (
5

6
1

.2
9

8
7

)

y
6

 (
6

7
4

.3
8

1
9

)

y
7

 (
7

4
5

.4
1

8
6

)

y
8

 (
8

4
4

.4
8

8
5

)

y
9

 (
9

5
9

.5
1

6
6

)

y
1

0
 (

1
1

2
9

.6
2

0
8

)

y
1

1
 (

1
1

8
6

.6
3

9
6

)

y
1

2
 (

1
2

9
9

.7
2

4
6

)

y
1

3
 (

1
3

5
6

.7
4

4
0

)

y
1

4
 (

1
5

1
9

.8
0

7
8

)

y
1

5
 (

1
5

7
6

.8
2

6
1

)

y
1

6
 (

1
7

2
3

.8
5

9
6

)

y
1

7
 (

1
8

3
6

.9
1

9
7

)y
1

1
-N

H
3

 (
1

1
6

9
.5

9
9

8
)

b
3

 (
2

7
2

.1
2

3
5

)
b
3

-H
2

O
 (

2
5

4
.1

1
2

9
)

b
4

 (
3

4
3

.1
6

0
8

)
b
4

-H
2

O
 (

3
2

5
.1

5
0

6
)

b
5

 (
4

5
6

.2
4

5
8

)
b
5

-H
2

O
 (

4
3

8
.2

3
3

7
)

b
6

 (
6

0
3

.2
8

0
5

)
b
6

-H
2

O
 (

5
8

5
.2

6
9

7
)

b
7

 (
6

6
0

.2
9

8
6

)
b
7

-H
2

O
 (

6
4

2
.2

8
5

5
)

b
8

 (
8

2
3

.3
6

4
9

)
b
8

-H
2

O
 (

8
0

5
.3

5
1

0
)

b
9

 (
8

8
0

.3
9

0
9

)

b
1

0
 (

9
9

3
.4

7
1

1
)

b
1

3
 (

1
3

3
5

.6
2

9
1

)

b
1

4
 (

1
4

3
4

.6
9

3
0

)

b
1

5
 (

1
5

0
5

.7
2

0
8

)

b
1

6
 (

1
6

1
8

.8
1

0
9

)

b
1

7
 (

1
7

3
1

.8
8

7
3

)

b
1

9
 (

1
9

4
7

.9
6

7
2

)

Mass: 2178.0991     Charge: 2     m/z: 1090.0568
Modified Peptide: _PSSALM(ox)GYGLGK(ac)DVALLTDGR_     Score: 184.02     PEP: 1.1483E-89
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Mass: 1716.8934     Charge: 2     m/z: 859.45398
Modified Peptide: _ISDTTPLIGDFK(ac)PSGK_     Score: 223.76     PEP: 1.0445E-99
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Mass: 1710.8283     Charge: 2     m/z: 856.42143
Modified Peptide: _LDDDSK(ac)TNSFEALAK_     Score: 135.45     PEP: 1.3576E-24
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Mass: 1015.6066     Charge: 2     m/z: 508.81059
Modified Peptide: _QVPYK(ac)IVK_     Score: 60.478     PEP: 0.0021161
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Mass: 1031.5651     Charge: 2     m/z: 516.78985
Modified Peptide: _DIK(ac)QVPYK_     Score: 98.392     PEP: 0.00037928
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Mass: 1413.7827     Charge: 2     m/z: 707.89865
Modified Peptide: _DQITSLK(ac)ELVAR_     Score: 78.486     PEP: 4.4808E-05
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Mass: 1346.7082     Charge: 2     m/z: 674.36137
Modified Peptide: _ETAEAYLGK(ac)PVK_     Score: 143.97     PEP: 4.4688E-29
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Mass: 1674.9192     Charge: 2     m/z: 838.4669
Modified Peptide: _VVETVK(ac)SLFGKDPSK_     Score: 148.03     PEP: 1.6557E-32
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Mass: 3211.4039     Charge: 3     m/z: 1071.4752
Modified Peptide: _LFEQLYK(ac)NDSNNNNNNNGNNAESGETKQ_     Score: 114.2     PEP: 1.794E-37
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Mass: 2148.0631     Charge: 2     m/z: 1075.0388
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Mass: 1562.794     Charge: 3     m/z: 521.93862
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Mass: 1671.8315     Charge: 2     m/z: 836.92305
Modified Peptide: _VQGGEEVNAEELK(ac)TK_     Score: 165.75     PEP: 4.9076E-44
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Mass: 1522.8599     Charge: 2     m/z: 762.43721
Modified Peptide: _AQFETLTAPLVK(ac)R_     Score: 178.58     PEP: 3.4566E-52
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Mass: 1578.7526     Charge: 2     m/z: 790.38356
Modified Peptide: _FK(ac)TETGIDLENDR_     Score: 174.65     PEP: 3.139E-52
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Mass: 2376.2206     Charge: 3     m/z: 793.08082
Modified Peptide: _ALK(ac)DAGLSTSDISEVLLVGGM(ox)SR_     Score: 141.36     PEP: 2.2878E-54
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Mass: 2315.1241     Charge: 3     m/z: 772.71531
Modified Peptide: _QAIETANK(ac)ADQLANDTENSLK_     Score: 233.46     PEP: 2.1768E-106
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Mass: 1723.9581     Charge: 2     m/z: 862.98632
Modified Peptide: _QATK(ac)DAGQIVGLNVLR_     Score: 288.45     PEP: 9.2542E-207
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Mass: 2049.9491     Charge: 2     m/z: 1025.9818
Modified Peptide: _ADQLANDTENSLK(ac)EFEGK_     Score: 303.86     PEP: 9.1294E-248
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Mass: 1255.6884     Charge: 2     m/z: 628.8515
Modified Peptide: _NVDK(ac)ANSVLVR_     Score: 77.593     PEP: 3.8334E-05
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Mass: 2030.9842     Charge: 3     m/z: 678.002
Modified Peptide: _LQEELGNAYK(ac)EIEYM(ox)K_     Score: 65.231     PEP: 1.4002E-06



0 500 1000 1500 2000

m/z

0

20000

40000

60000

80000

100000

120000

140000

160000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
9

)

y
2

 (
2

7
5

.1
7

2
0

) y
3

 (
3

8
8

.2
5

6
2

)

y
4

 (
4

8
9

.3
0

2
9

)

y
5

 (
6

7
5

.3
8

2
4

) y
6

 (
8

4
5

.4
8

6
8

)

y
7

 (
9

7
4

.5
2

8
9

)

y
2

-N
H

3
 (

2
5

8
.1

4
5

2
)

y
3

-N
H

3
 (

3
7

1
.2

2
9

8
)

y
4

-N
H

3
 (

4
7

2
.2

7
5

9
)

y
5

-N
H

3
 (

6
5

8
.3

5
1

2
)

y
7

-H
2

O
 (

9
5

6
.5

1
5

9
)

y
6

(2
+

) 
(4

2
3

.2
4

8
1

)

b
2

 (
2

4
2

.1
8

6
2

)

b
3

 (
3

7
1

.2
2

9
8

)

b
4

 (
4

7
2

.2
7

5
9

)

b
5

 (
5

8
7

.3
0

1
1

)

b
6

 (
7

1
6

.3
4

7
6

)
b
6

-H
2

O
 (

6
9

8
.3

3
4

9
)

b
7

 (
7

8
7

.3
8

2
2

)

b
8

 (
9

0
1

.4
2

4
0

)

b
9

 (
1

0
1

4
.5

0
8

0
)

b
1

0
 (

1
1

4
3

.5
5

5
6

)

b
1

1
 (

1
3

1
3

.6
4

8
5

)

b
8

(2
+

) 
(4

5
1

.2
1

8
9

)

a
cK

* 
(1

2
6

.0
9

1
6

)

Mass: 1987.0262     Charge: 3     m/z: 663.34935
Modified Peptide: _LKETDEANIEK(ac)WTLQK_     Score: 122.1     PEP: 1.4958E-20
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Mass: 1632.833     Charge: 3     m/z: 545.28494
Modified Peptide: _HK(ac)LDISSVEEYQK_     Score: 77.527     PEP: 3.4126E-05
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Mass: 1806.8788     Charge: 3     m/z: 603.30022
Modified Peptide: _DPSK(ac)FAQFVVENQEK_     Score: 101.2     PEP: 3.4338E-12
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Mass: 2067.1001     Charge: 3     m/z: 690.04063
Modified Peptide: _ISK(ac)LAAEQSLAQQPWVEK_     Score: 84.249     PEP: 2.0063E-10
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Mass: 2223.0655     Charge: 3     m/z: 742.02912
Modified Peptide: _HEAAEALGALGDK(ac)DSLDDLNK_     Score: 170.53     PEP: 3.4172E-75
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Mass: 1421.7969     Charge: 2     m/z: 711.90575
Modified Peptide: _SLSISGK(ac)VVPTER_     Score: 69.716     PEP: 6.4117E-05
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Mass: 1090.6135     Charge: 2     m/z: 546.31402
Modified Peptide: _VGITGK(ac)YGVR_     Score: 100.48     PEP: 8.9384E-10
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Mass: 1051.5885     Charge: 2     m/z: 526.80151
Modified Peptide: _GSFK(ac)DSLIK_     Score: 61.353     PEP: 0.0013145
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Mass: 2555.2286     Charge: 3     m/z: 852.75014
Modified Peptide: _GDTEESLK(ac)TGNAGPRPACGVIGLTN_     Score: 50.426     PEP: 6.7913E-06
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Mass: 1595.9247     Charge: 2     m/z: 798.9696
Modified Peptide: _DSLIK(ac)LIGPTSVVGR_     Score: 119.54     PEP: 1.5271E-17



0 500 1000 1500 2000

m/z

0

50000

100000

150000

200000

250000

300000

350000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
4

)

y
2

 (
2

6
0

.1
9

5
9

)

y
3

 (
3

4
7

.2
2

7
4

)

y
4

 (
4

7
6

.2
7

0
9

)

y
5

 (
6

0
5

.3
1

1
6

)

y
6

 (
7

0
6

.3
5

8
2

)

y
7

 (
8

2
1

.3
8

4
0

)

y
8

 (
8

7
8

.4
0

5
4

)

y
9

 (
1

0
4

8
.5

0
9

3
)

y
1

0
 (

1
1

0
5

.5
2

8
9

)

y
8

-H
2

O
 (

8
6

0
.3

9
1

9
)

y
1

0
(2

+
) 

(5
5

3
.2

6
9

1
)

a
2

 (
1

5
9

.1
1

2
3

)
b
2

 (
1

8
7

.1
0

7
2

)

b
3

 (
2

8
6

.1
7

5
7

)

b
5

 (
5

3
6

.3
1

6
7

)

b
6

 (
6

0
7

.3
5

3
9

)

b
1

0
 (

1
0

2
2

.4
8

5
8

)

b
1

1
 (

1
1

3
5

.5
6

3
6

)

b
1

2
 (

1
1

9
2

.5
8

9
0

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 2239.0968     Charge: 3     m/z: 747.37288
Modified Peptide: _SVVIHAGQDDLGK(ac)GDTEESLK_     Score: 117.74     PEP: 8.3569E-31
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Mass: 1602.8072     Charge: 2     m/z: 802.41087
Modified Peptide: _ENDAILVDAK(ac)SGDAK_     Score: 45.864     PEP: 0.00035626
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Mass: 972.6008     Charge: 2     m/z: 487.30768
Modified Peptide: _VSLIK(ac)FPK_     Score: 111.04     PEP: 0.00030483
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Mass: 1192.7423     Charge: 2     m/z: 597.37844
Modified Peptide: _TLGIIPFVK(ac)R_     Score: 76.465     PEP: 0.00010375
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Mass: 2124.0739     Charge: 3     m/z: 709.03191
Modified Peptide: _IYTTNETTK(ac)TYLQEHIK_     Score: 50.079     PEP: 4.2785E-05
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Mass: 1984.0703     Charge: 3     m/z: 662.36405
Modified Peptide: _AFLGGDIVPK(ac)PVDLM(ox)LNK_     Score: 71.685     PEP: 2.9746E-07
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Mass: 1475.7719     Charge: 2     m/z: 738.89323
Modified Peptide: _ELESVK(ac)SLSDLSK_     Score: 106.29     PEP: 1.2484E-07
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Mass: 1415.762     Charge: 2     m/z: 708.88828
Modified Peptide: _SLSDLSK(ac)DLLQR_     Score: 194.24     PEP: 3.3188E-62
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Mass: 2035.1648     Charge: 3     m/z: 679.39556
Modified Peptide: _IINVIGEPIDERGPIK(ac)SK_     Score: 55.33     PEP: 0.00020685
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Mass: 1720.8189     Charge: 2     m/z: 861.41674
Modified Peptide: _EM(ox)K(ac)ETGVINLEGESK_     Score: 114.59     PEP: 5.9112E-12
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Mass: 1405.7453     Charge: 2     m/z: 703.87992
Modified Peptide: _DTVASFK(ac)AVLEGK_     Score: 136.24     PEP: 1.3014E-19
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Mass: 1721.9312     Charge: 2     m/z: 861.97288
Modified Peptide: _GEK(ac)VLDTGGPISVPVGR_     Score: 234.04     PEP: 2.5044E-128
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Mass: 1933.9785     Charge: 3     m/z: 645.66679
Modified Peptide: _SLISK(ac)DFSPLNVGSDWK_     Score: 82.707     PEP: 1.1684E-10
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Mass: 1495.7741     Charge: 2     m/z: 748.89432
Modified Peptide: _LSDYDK(ac)DLTQLK_     Score: 208.35     PEP: 1.2708E-64
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Mass: 1632.8247     Charge: 2     m/z: 817.41961
Modified Peptide: _PLESVK(ac)SADEFLEK_     Score: 213.83     PEP: 1.7481E-98
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Mass: 1700.7781     Charge: 2     m/z: 851.39633
Modified Peptide: _SADEFLEK(ac)LSDYDK_     Score: 268.93     PEP: 1.4661E-169
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Mass: 1597.7988     Charge: 2     m/z: 799.90667
Modified Peptide: _SFNSTETK(ac)PVFATK_     Score: 55.841     PEP: 0.00019097
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Mass: 1435.7922     Charge: 2     m/z: 718.9034
Modified Peptide: _VQK(ac)DLIEPLDPK_     Score: 96.464     PEP: 6.9442E-07
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Mass: 1395.7034     Charge: 2     m/z: 698.85899
Modified Peptide: _FGLNK(ac)DLGFSEK_     Score: 84.365     PEP: 1.5054E-05
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Mass: 1875.9934     Charge: 3     m/z: 626.33841
Modified Peptide: _QADEIEQILVHK(ac)FTR_     Score: 30.543     PEP: 0.0067906
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Mass: 2029.1088     Charge: 3     m/z: 677.37687
Modified Peptide: _IVDLLGSPTAPLHEK(ac)AYR_     Score: 50.608     PEP: 8.394E-05
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Mass: 1604.9472     Charge: 2     m/z: 803.4809
Modified Peptide: _IVVSTK(ac)YLQQLQK_     Score: 128.67     PEP: 1.5892E-21
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Mass: 1536.8035     Charge: 2     m/z: 769.40905
Modified Peptide: _NTSVIDK(ac)IESYVK_     Score: 93.823     PEP: 6.7902E-07
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Mass: 1775.9305     Charge: 3     m/z: 592.98412
Modified Peptide: _IDASK(ac)QLQVIESFEK_     Score: 119.31     PEP: 1.571E-17
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Mass: 1203.6499     Charge: 2     m/z: 602.83225
Modified Peptide: _LPQK(ac)FIDSSK_     Score: 35.541     PEP: 0.0078132
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Mass: 1883.9822     Charge: 3     m/z: 629.00133
Modified Peptide: _VYYYVK(ac)YPHAIDAIK_     Score: 46.964     PEP: 0.00030539
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Mass: 2453.171     Charge: 3     m/z: 818.73096
Modified Peptide: _ENTFQKPYSDEEVTK(ac)TPVGSR_     Score: 58.49     PEP: 0.00011145
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Mass: 1486.7344     Charge: 3     m/z: 496.58541
Modified Peptide: _QYDDFLEK(ac)FIK_     Score: 83.397     PEP: 1.5666E-05



0 200 400 600 800 1000 1200 1400

m/z

0

20000

40000

60000

80000

100000

120000

140000

160000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
3

)

y
2

 (
2

7
2

.1
7

1
7

)

y
3

 (
3

7
1

.2
3

9
7

) y
4

 (
5

4
1

.3
4

5
3

)

y
5

 (
6

4
0

.4
1

5
2

)

y
6

 (
7

4
1

.4
6

0
0

)

y
7

 (
8

7
0

.5
0

3
8

)

y
8

 (
9

2
7

.5
2

5
1

)

y
9

 (
1

0
2

4
.5

7
6

8
)

y
1

3
 (

1
3

0
6

.7
0

8
6

)

y
2

-N
H

3
 (

2
5

5
.1

4
4

8
)

y
6

(2
+

) 
(3

7
1

.2
3

9
7

)

a
2

 (
2

1
5

.1
3

8
6

)

b
2

 (
2

4
3

.1
3

2
9

)

b
5

 (
6

2
8

.2
9

3
4

)

b
6

 (
7

2
7

.3
6

1
3

)

b
1

0
 (

1
0

0
9

.4
9

6
9

)

a
cK

* 
(1

2
6

.0
9

1
5

)

Mass: 2032.0589     Charge: 3     m/z: 678.36025
Modified Peptide: _IEQEQVPGGAPGETVK(ac)VPR_     Score: 58.997     PEP: 1.5441E-05
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Mass: 1871.876     Charge: 2     m/z: 936.94527
Modified Peptide: _ENTFQK(ac)PYSDEEVTK_     Score: 107.5     PEP: 1.754E-12
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Mass: 1558.7905     Charge: 2     m/z: 780.40251
Modified Peptide: _TPLAK(ac)NDFM(ox)TSLR_     Score: 147.68     PEP: 3.1557E-30
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Mass: 1348.7715     Charge: 2     m/z: 675.393
Modified Peptide: _IK(ac)LQGLPGPEAGK_     Score: 119.01     PEP: 5.9649E-15
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Mass: 1349.6819     Charge: 3     m/z: 450.90125
Modified Peptide: _EHIDEFK(ac)NIR_     Score: 33.229     PEP: 0.0092554
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Modified Peptide: _LEHGSLK(ac)LDPSR_     Score: 36.284     PEP: 0.0041303
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Mass: 2871.4473     Charge: 3     m/z: 958.15637
Modified Peptide: _SPNPDEVVK(ac)YEIISQQPENVSNLSK_     Score: 36.576     PEP: 2.9426E-05
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Mass: 1952.059     Charge: 3     m/z: 651.6936
Modified Peptide: _LLEVAQVPK(ac)EHIDEFK_     Score: 84.874     PEP: 3.021E-10
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Mass: 951.53603     Charge: 2     m/z: 476.77529
Modified Peptide: _GAQTYVK(ac)K_     Score: 49.813     PEP: 0.0086502
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Mass: 1056.619     Charge: 2     m/z: 529.31679
Modified Peptide: _K(ac)SFLTYIK_     Score: 72.643     PEP: 0.0025481
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Mass: 1407.7108     Charge: 2     m/z: 704.86269
Modified Peptide: _SFLTYIK(ac)GYM(ox)K_     Score: 69.979     PEP: 9.9564E-05
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Mass: 1119.5924     Charge: 2     m/z: 560.80349
Modified Peptide: _LQQTAFDK(ac)K_     Score: 144.77     PEP: 1.1417E-11
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Mass: 1952.0317     Charge: 3     m/z: 651.68451
Modified Peptide: _AK(ac)LQETNPEEVPKFEK_     Score: 114.52     PEP: 3.5323E-20
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Mass: 1728.857     Charge: 3     m/z: 577.29295
Modified Peptide: _LQETNPEEVPK(ac)FEK_     Score: 137.93     PEP: 2.5886E-24
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Mass: 2500.2912     Charge: 3     m/z: 834.43767
Modified Peptide: _LQETNPEEVPKFEK(ac)GAQTYVK_     Score: 180.32     PEP: 2.5765E-75
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Mass: 920.49673     Charge: 2     m/z: 461.25564
Modified Peptide: _DYVLNK(ac)K_     Score: 97.473     PEP: 0.0059367
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Mass: 1143.6379     Charge: 2     m/z: 572.82624
Modified Peptide: _ITK(ac)SLETFR_     Score: 125.75     PEP: 1.529E-07
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Mass: 2181.0838     Charge: 3     m/z: 728.03522
Modified Peptide: _DYIM(ox)SPVGNPEGPEK(ac)PNKK_     Score: 175.39     PEP: 4.2226E-67
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Mass: 2181.0838     Charge: 3     m/z: 728.03522
Modified Peptide: _DYIM(ox)SPVGNPEGPEKPNK(ac)K_     Score: 179.78     PEP: 1.4446E-67
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Mass: 3034.536     Charge: 3     m/z: 1012.5193
Modified Peptide: _SPIILQTSNGGAAYFAGK(ac)GISNEGQNASIK_     Score: 185.21     PEP: 4.4183E-117
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Mass: 2166.0957     Charge: 2     m/z: 1084.0551
Modified Peptide: _DSK(ac)SPIILQTSNGGAAYFAGK_     Score: 266.64     PEP: 1.4341E-213
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Mass: 2097.1018     Charge: 4     m/z: 525.28274
Modified Peptide: _LLEQHYAEHVGK(ac)PFFPK_     Score: 78.285     PEP: 2.3968E-10
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Mass: 1796.8832     Charge: 3     m/z: 599.96836
Modified Peptide: _EFNYSEELIDQLK(ac)K_     Score: 77.192     PEP: 3.1353E-06
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Mass: 1468.7602     Charge: 2     m/z: 735.38739
Modified Peptide: _AFVSDFK(ac)IPEFK_     Score: 103.88     PEP: 1.3061E-09
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Mass: 1041.607     Charge: 2     m/z: 521.81078
Modified Peptide: _EIVDGK(ac)VLK_     Score: 50.473     PEP: 0.0023852
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Mass: 1564.8654     Charge: 2     m/z: 783.43995
Modified Peptide: _PFLSFK(ac)GLIPYNK_     Score: 41.401     PEP: 0.0019301



0 200 400 600 800 1000 1200 1400

m/z

0

50000

100000

150000

200000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
9

)

y
2

 (
3

4
5

.2
2

6
4

)

y
3

 (
5

3
1

.3
0

4
5

)

y
4

 (
6

4
6

.3
3

1
3

)

y
5

 (
7

6
1

.3
5

7
6

)

y
6

 (
8

7
4

.4
4

0
8

)

y
7

 (
9

7
3

.5
0

8
1

)

y
8

 (
1

1
2

0
.5

7
7

3
)

a
2

 (
1

6
1

.0
9

2
1

) b
3

 (
3

3
6

.1
5

5
1

)
b
3

-H
2

O
 (

3
1

8
.1

4
5

0
)

b
4

 (
4

3
5

.2
2

4
2

)

a
cK

* 
(1

2
6

.0
9

1
4

)

Mass: 1307.651     Charge: 2     m/z: 654.83278
Modified Peptide: _STFVLDDWK(ac)R_     Score: 79.693     PEP: 7.2065E-05
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Mass: 1372.7602     Charge: 2     m/z: 687.38739
Modified Peptide: _LAEK(ac)ALTYTPPK_     Score: 119.01     PEP: 9.542E-09
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Mass: 2434.1263     Charge: 3     m/z: 812.38273
Modified Peptide: _EFVNNM(ox)WAWDK(ac)PVVVNGEDK_     Score: 75.55     PEP: 1.4158E-09



0 200 400 600 800 1000 1200 1400

m/z

0

50000

100000

150000

200000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
4

)

y
2

 (
2

7
6

.1
5

4
7

)

y
3

 (
3

4
7

.1
9

1
4

)

y
4

 (
4

6
0

.2
7

5
5

)

y
5

 (
6

3
0

.3
7

9
5

)

y
6

 (
7

2
9

.4
4

6
6

)

y
7

 (
8

5
8

.4
8

8
4

)

y
8

 (
9

2
9

.5
2

5
3

)

y
9

 (
1

0
7

6
.5

9
1

8
)

y
1

0
 (

1
1

7
3

.6
4

6
0

)

y
1

-N
H

3
 (

1
3

0
.0

8
5

9
)

y
2

-H
2

O
 (

2
5

8
.1

4
4

1
)

y
7

-H
2

O
 (

8
4

0
.4

7
7

0
)

y
9

(2
+

) 
(5

3
8

.8
0

2
0

)

a
2

 (
1

7
1

.1
1

2
4

)

b
2

 (
1

9
9

.1
0

7
0

)

b
3

 (
3

4
6

.1
7

4
8

)

b
4

 (
4

1
7

.2
1

2
7

)

b
5

 (
5

4
6

.2
5

4
5

)

b
9

 (
9

9
9

.5
6

3
9

)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 1273.6918     Charge: 2     m/z: 637.85318
Modified Peptide: _TPFAEVK(ac)LAEK_     Score: 107.17     PEP: 9.9179E-10
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Mass: 1611.9196     Charge: 2     m/z: 806.96706
Modified Peptide: _LLGSDVIEK(ac)SQILR_     Score: 184.76     PEP: 5.9115E-69
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Mass: 2294.0919     Charge: 3     m/z: 765.70457
Modified Peptide: _K(ac)LDPEQRDDETSSTLEVM(ox)K_     Score: 52.045     PEP: 0.00062871
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Mass: 1436.7412     Charge: 2     m/z: 719.37788
Modified Peptide: _FANAVLSGFK(ac)GER_     Score: 49.31     PEP: 0.00079083
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Mass: 1331.7085     Charge: 2     m/z: 666.86153
Modified Peptide: _IQFGGDEVVK(ac)AK_     Score: 60.301     PEP: 0.00015809
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Mass: 1346.7194     Charge: 2     m/z: 674.36698
Modified Peptide: _NIEK(ac)GVNFVASK_     Score: 121.28     PEP: 1.2767E-14
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Mass: 2065.9997     Charge: 2     m/z: 1034.0071
Modified Peptide: _AINK(ac)YYPPDYNPLEAEK_     Score: 101.15     PEP: 2.2217E-16
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Mass: 1656.8431     Charge: 3     m/z: 553.28831
Modified Peptide: _LTK(ac)DQLAQDISNNR_     Score: 67.115     PEP: 1.6508E-05
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Mass: 1337.7162     Charge: 2     m/z: 669.86537
Modified Peptide: _INTSPK(ac)ASSFTK_     Score: 34     PEP: 0.0047984
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Mass: 1277.8071     Charge: 2     m/z: 639.91083
Modified Peptide: _LIPGQIK(ac)QVLK_     Score: 74.841     PEP: 4.9083E-05
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Mass: 1578.8406     Charge: 3     m/z: 527.28747
Modified Peptide: _APPDK(ac)VLGLSEHFK_     Score: 57.136     PEP: 0.00013807
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Mass: 1401.8232     Charge: 2     m/z: 701.91885
Modified Peptide: _VVNVVLSDFK(ac)LK_     Score: 90.731     PEP: 1.685E-06
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Mass: 2415.1678     Charge: 3     m/z: 806.06319
Modified Peptide: _FDQILESSYNNSNHTVSK(ac)FK_     Score: 117.37     PEP: 2.501E-30
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Mass: 3356.3923     Charge: 3     m/z: 1119.8047
Modified Peptide: _NDSNDDNNGNNNNDASNLM(ox)ESVLDK(ac)TSSHR_     Score: 148.04     PEP: 4.233E-68
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Mass: 1650.8799     Charge: 2     m/z: 826.44725
Modified Peptide: _ETAQLAIDK(ac)INSYK_     Score: 240.04     PEP: 2.7024E-130
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Mass: 1252.809     Charge: 2     m/z: 627.41175
Modified Peptide: _GVGPVTALK(ac)LIK_     Score: 45.257     PEP: 0.0015054
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Mass: 1097.5506     Charge: 2     m/z: 549.78256
Modified Peptide: _SDIK(ac)SFFGR_     Score: 64.297     PEP: 0.001065
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Mass: 1192.6311     Charge: 2     m/z: 597.3228
Modified Peptide: _EQLDK(ac)FEVK_     Score: 73.067     PEP: 0.00032165



0 200 400 600 800 1000 1200

m/z

0

10000

20000

30000

40000

50000

60000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
8

)

y
3

 (
3

2
3

.2
1

7
2

)

y
4

 (
4

3
8

.2
4

3
6

)

y
5

 (
5

5
1

.3
2

6
5

)

y
6

 (
6

6
4

.4
0

9
7

)

y
7

 (
7

7
9

.4
3

7
9

)

y
8

 (
8

7
8

.5
0

9
5

)

b
5

 (
6

4
1

.3
1

1
5

)

b
7

 (
8

5
1

.4
4

8
2

)

Mass: 1841.0269     Charge: 3     m/z: 614.68293
Modified Peptide: _NQK(ac)YGPLLVDIIDPAK_     Score: 42.813     PEP: 0.00051926
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Mass: 1467.7623     Charge: 3     m/z: 490.26137
Modified Peptide: _NWK(ac)ELYHAIPR_     Score: 39.266     PEP: 0.0042919
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Mass: 1109.6445     Charge: 2     m/z: 555.82951
Modified Peptide: _DIPDLK(ac)LVR_     Score: 71.614     PEP: 0.00044481
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Mass: 2461.3439     Charge: 3     m/z: 821.45525
Modified Peptide: _IVPLTEGDIQVLK(ac)SYGAAPYAAK_     Score: 46.833     PEP: 4.7246E-05
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Mass: 1273.703     Charge: 2     m/z: 637.85879
Modified Peptide: _DVAAPVTLK(ac)YR_     Score: 62.924     PEP: 0.00018599
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Mass: 1520.7722     Charge: 2     m/z: 761.3934
Modified Peptide: _NITAVEK(ac)TFDDVK_     Score: 125.22     PEP: 2.4781E-13
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Mass: 1463.8591     Charge: 3     m/z: 488.96033
Modified Peptide: _VILTPNVVEFK(ac)R_     Score: 99.5     PEP: 3.9816E-07
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Mass: 845.44945     Charge: 2     m/z: 423.732
Modified Peptide: _DK(ac)AETLK_     Score: 93.429     PEP: 0.0030987
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Mass: 928.52295     Charge: 2     m/z: 465.26875
Modified Peptide: _AGELLK(ac)EK_     Score: 84.213     PEP: 0.00077525
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Mass: 2414.139     Charge: 2     m/z: 1208.0768
Modified Peptide: _SFDVPPPPIDASSPFSQK(ac)GDER_     Score: 78.413     PEP: 2.712E-05
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Mass: 1948.0291     Charge: 3     m/z: 650.35032
Modified Peptide: _DLLSGK(ac)TVM(ox)IAAHGNSLR_     Score: 114.34     PEP: 1.6171E-26
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Mass: 1706.9203     Charge: 2     m/z: 854.46743
Modified Peptide: _GLVK(ac)HLEGISDADIAK_     Score: 138.57     PEP: 1.1489E-28
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Mass: 1339.6288     Charge: 2     m/z: 670.82168
Modified Peptide: _FGEEK(ac)FNTYR_     Score: 190.86     PEP: 3.1864E-38
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Mass: 1589.8545     Charge: 2     m/z: 795.93451
Modified Peptide: _VYPDVLYTSK(ac)LSR_     Score: 162.93     PEP: 1.5659E-40
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Mass: 1554.8366     Charge: 3     m/z: 519.28613
Modified Peptide: _AIQTANIALEK(ac)ADR_     Score: 256.77     PEP: 1.7278E-132



0 200 400 600 800 1000 1200 1400 1600

m/z

0

5000

10000

15000

20000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
1

)

y
3

 (
4

1
7

.2
4

5
5

)

y
4

 (
5

1
6

.3
1

5
1

)

y
5

 (
6

8
6

.4
1

8
6

)

y
6

 (
8

1
4

.4
8

2
1

)

a
2

 (
1

5
9

.0
7

6
8

)
b
2

 (
1

8
7

.0
7

0
9

)

a
cK

* 
(1

2
6

.0
9

1
4

)

Mass: 1570.8203     Charge: 3     m/z: 524.61403
Modified Peptide: _DALESEIQK(ac)VIER_     Score: 33.204     PEP: 0.0035526
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Mass: 1224.6503     Charge: 2     m/z: 613.33241
Modified Peptide: _GVSQYLNK(ac)FK_     Score: 35.541     PEP: 0.0078132
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Mass: 2175.0931     Charge: 3     m/z: 726.03832
Modified Peptide: _VYATPGNEK(ac)HGQFAADLTAK_     Score: 87.85     PEP: 1.0734E-14
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Mass: 1764.9349     Charge: 2     m/z: 883.47472
Modified Peptide: _VVDLLLDK(ac)DNSTLDR_     Score: 185.12     PEP: 1.7176E-69
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Mass: 1770.8788     Charge: 2     m/z: 886.44669
Modified Peptide: _DTSGK(ac)YSLSDFQILR_     Score: 131.24     PEP: 2.3411E-24
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Mass: 1668.8584     Charge: 3     m/z: 557.2934
Modified Peptide: _AQK(ac)YLEQVLDHQR_     Score: 126.95     PEP: 4.9725E-16
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Mass: 1815.0254     Charge: 3     m/z: 606.01575
Modified Peptide: _LVPTLEAK(ac)RDYIISR_     Score: 37.555     PEP: 0.007606
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Mass: 947.54402     Charge: 2     m/z: 474.77928
Modified Peptide: _LIK(ac)FETR_     Score: 84.568     PEP: 0.0039755
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Mass: 1837.9698     Charge: 3     m/z: 613.66387
Modified Peptide: _NPNWLEEYHPK(ac)LIK_     Score: 33.685     PEP: 0.0025364
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Mass: 1717.8709     Charge: 3     m/z: 573.63091
Modified Peptide: _TVEPVYQM(ox)HIK(ac)TSK_     Score: 41.644     PEP: 0.0013225
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Mass: 1946.9805     Charge: 3     m/z: 650.00079
Modified Peptide: _LLK(ac)ENIIQM(ox)EM(ox)IENR_     Score: 39.531     PEP: 0.0012833
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Mass: 1920.9461     Charge: 3     m/z: 641.32265
Modified Peptide: _IFK(ac)EINEHSTSYTFR_     Score: 44.807     PEP: 0.00050513
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Mass: 1043.5975     Charge: 2     m/z: 522.80603
Modified Peptide: _TSK(ac)DIAVLR_     Score: 71.614     PEP: 0.00044481
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Mass: 2208.2952     Charge: 3     m/z: 737.10567
Modified Peptide: _TVVTLSEPVQGELK(ac)PTVILK_     Score: 43.955     PEP: 0.00023228
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Mass: 1518.8082     Charge: 2     m/z: 760.41139
Modified Peptide: _LPVK(ac)WETTTQFK_     Score: 74.76     PEP: 6.3665E-05
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Mass: 2304.2101     Charge: 3     m/z: 769.0773
Modified Peptide: _TLSLIQSYSLLDK(ac)PDEAIEK_     Score: 58.997     PEP: 1.5169E-05



0 500 1000 1500 2000 2500

m/z

0

50000

100000

150000

200000

In
te

n
si

ty

y
2

 (
2

8
8

.2
0

3
3

)

y
5

 (
5

4
7

.2
8

3
2

)

y
6

 (
6

6
2

.3
0

6
4

)

y
7

 (
8

0
9

.3
7

7
1

)

y
8

 (
9

1
0

.4
2

4
3

)

y
9

 (
1

0
2

5
.4

5
4

9
) y
1

0
 (

1
1

8
8

.5
1

4
0

)

y
1

2
 (

1
3

8
4

.6
3

3
3

)

b
2

 (
2

2
9

.0
9

3
2

)

b
3

 (
3

2
8

.1
6

1
9

)

b
9

 (
1

0
4

0
.4

9
0

8
)

Mass: 2777.3388     Charge: 3     m/z: 926.78687
Modified Peptide: _NNVSFNAK(ac)DIQIPVYDTFDGSDLR_     Score: 51.234     PEP: 2.3926E-06
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Mass: 1153.6707     Charge: 2     m/z: 577.84261
Modified Peptide: _NK(ac)LVPTLEAK_     Score: 113.63     PEP: 1.4952E-10
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Mass: 1651.8428     Charge: 2     m/z: 826.92869
Modified Peptide: _EFDETIFNLPK(ac)NK_     Score: 134.98     PEP: 7.9396E-22
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Mass: 1381.8181     Charge: 2     m/z: 691.91631
Modified Peptide: _LQK(ac)IDIIELQK_     Score: 165.58     PEP: 2.3686E-28
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Mass: 1261.703     Charge: 2     m/z: 631.85879
Modified Peptide: _ELIK(ac)NYITAR_     Score: 171.92     PEP: 6.9887E-29
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Mass: 2366.2374     Charge: 3     m/z: 789.75308
Modified Peptide: _SEK(ac)GLLSATQFTQPALTLM(ox)EK_     Score: 192.09     PEP: 3.5216E-90
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Mass: 1204.7038     Charge: 2     m/z: 603.35919
Modified Peptide: _VIDVIK(ac)AFDK_     Score: 101.93     PEP: 8.1168E-10
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Mass: 2388.149     Charge: 3     m/z: 797.05694
Modified Peptide: _QLDTYISK(ac)YQDPSQADAIM(ox)K_     Score: 87.654     PEP: 1.1206E-14
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Mass: 2432.055     Charge: 3     m/z: 811.69229
Modified Peptide: _(ac)M(ox)DK(ac)AFDEIIGNSHTDSSSNHK_     Score: 66.325     PEP: 1.4707E-06
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Mass: 927.52182     Charge: 2     m/z: 464.76819
Modified Peptide: _VFAFFK(ac)K_     Score: 73.039     PEP: 0.0089637
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Mass: 1018.5447     Charge: 2     m/z: 510.27965
Modified Peptide: _EGVK(ac)IFER_     Score: 91.087     PEP: 0.00059052
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Mass: 1117.5689     Charge: 2     m/z: 559.79173
Modified Peptide: _ELK(ac)DIMEAK_     Score: 91.584     PEP: 9.7146E-06
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Mass: 1506.8042     Charge: 2     m/z: 754.40938
Modified Peptide: _AGAFITK(ac)SATTLER_     Score: 110.98     PEP: 3.5533E-10
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Mass: 1399.7388     Charge: 2     m/z: 700.87665
Modified Peptide: _ETLEK(ac)VFAFFK_     Score: 164.13     PEP: 4.8146E-35



0 200 400 600 800 1000 1200 1400 1600

m/z

0

200000

400000

600000

800000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
3

)

y
2

 (
2

4
8

.1
5

9
7

)

y
3

 (
3

6
1

.2
4

2
9

)

y
4

 (
4

9
0

.2
8

5
7

)

y
5

 (
6

1
9

.3
2

5
6

)

y
6

 (
7

3
2

.4
0

8
9

)

y
7

 (
8

4
7

.4
3

5
6

)

y
8

 (
9

7
5

.4
8

9
4

)

y
9

 (
1

1
4

5
.6

0
1

0
)

y
1

0
 (

1
2

0
2

.6
1

6
7

)

y
1

1
 (

1
3

6
5

.6
7

9
6

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

1
)

y
2

-H
2

O
 (

2
3

0
.1

4
9

1
)

y
4

-H
2

O
 (

4
7

2
.2

7
5

0
)

y
5

-H
2

O
 (

6
0

1
.3

1
6

5
)

y
8

-H
2

O
 (

9
5

7
.4

8
1

9
)

y
8

-N
H

3
 (

9
5

8
.4

6
7

4
)

y
1

1
-H

2
O

 (
1

3
4

7
.6

5
2

9
)

a
2

 (
2

4
9

.1
5

8
9

)
b
2

 (
2

7
7

.1
5

3
8

)

b
3

 (
3

3
4

.1
7

4
6

)

b
4

 (
5

0
4

.2
8

0
0

)

b
5

 (
6

3
2

.3
3

5
2

)

b
6

 (
7

4
7

.3
6

3
5

)
b
6

-H
2

O
 (

7
2

9
.3

5
5

4
)

b
9

 (
1

1
1

8
.5

1
8

2
)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1477.7664     Charge: 2     m/z: 739.89049
Modified Peptide: _LYGK(ac)QDIEELTK_     Score: 121.56     PEP: 1.221E-14
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Mass: 996.57275     Charge: 3     m/z: 333.19819
Modified Peptide: _YLPGK(ac)HPK_     Score: 47.082     PEP: 0.0041085
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Mass: 2076.0194     Charge: 3     m/z: 693.01373
Modified Peptide: _STTSDIEK(ac)TNSLESEHLK_     Score: 32.181     PEP: 0.0010896
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Mass: 1588.8573     Charge: 2     m/z: 795.43593
Modified Peptide: _NLYSQATK(ac)PLLGSR_     Score: 83.729     PEP: 4.5723E-07
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Mass: 1493.8333     Charge: 2     m/z: 747.92394
Modified Peptide: _IIEK(ac)AINEVPYR_     Score: 76.868     PEP: 5.2997E-05
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Mass: 1495.6744     Charge: 2     m/z: 748.8445
Modified Peptide: _M(ox)AEK(ac)QIASEFNY_     Score: 101.56     PEP: 1.6489E-09
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Mass: 1998.9302     Charge: 2     m/z: 1000.4724
Modified Peptide: _SYDDDTVPYVK(ac)LESYR_     Score: 53.169     PEP: 7.6267E-05
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Mass: 1904.9745     Charge: 3     m/z: 635.99876
Modified Peptide: _LAQNDGLLK(ac)NVWSYSR_     Score: 42.813     PEP: 0.00051926
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Mass: 2093.9978     Charge: 3     m/z: 699.00653
Modified Peptide: _ADDHASVQINVAK(ac)VDEEGR_     Score: 102.33     PEP: 2.1256E-21
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Mass: 2018.0143     Charge: 2     m/z: 1010.0144
Modified Peptide: _(ac)M(ox)ENDK(ac)GQLVELYVPRK_     Score: 128.69     PEP: 2.0147E-27
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Mass: 1783.9581     Charge: 2     m/z: 892.98632
Modified Peptide: _(ac)SK(ac)NRDPLLANLNAFK_     Score: 136.48     PEP: 1.3225E-22
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Mass: 1324.7252     Charge: 3     m/z: 442.58233
Modified Peptide: _EFLK(ac)HIINNR_     Score: 43.512     PEP: 0.0028425
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Mass: 2175.1616     Charge: 3     m/z: 726.06114
Modified Peptide: _LLENGITFPK(ac)DAPSPFIFK_     Score: 38.824     PEP: 0.00027696
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Mass: 2816.2737     Charge: 3     m/z: 939.76517
Modified Peptide: _VDTPEDTTPDNGRLPDADK(ac)DADYVR_     Score: 124.14     PEP: 2.1398E-21
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Mass: 2543.2445     Charge: 3     m/z: 848.75544
Modified Peptide: _EFNDPSNAGLQNGFK(ac)FLEPIHK_     Score: 106.03     PEP: 1.8247E-22
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Mass: 1007.54     Charge: 2     m/z: 504.77727
Modified Peptide: _SLVNK(ac)YSR_     Score: 62.463     PEP: 0.0019482
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Mass: 1952.948     Charge: 4     m/z: 489.24427
Modified Peptide: _HHVEDLGEYSEDLLK(ac)K_     Score: 64.394     PEP: 3.5236E-06
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Mass: 1099.5986     Charge: 2     m/z: 550.80656
Modified Peptide: _QDLGK(ac)LQTR_     Score: 42.743     PEP: 0.005435
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Mass: 3418.586     Charge: 3     m/z: 1140.5359
Modified Peptide: _AEETPASSNESTPSASSSSSANK(ac)LNIPAGTDEIK_     Score: 123.31     PEP: 5.1162E-52
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Mass: 1287.7286     Charge: 2     m/z: 644.87157
Modified Peptide: _TSLEDK(ac)ISLLK_     Score: 47.991     PEP: 0.0011059
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Mass: 1760.9127     Charge: 3     m/z: 587.97818
Modified Peptide: _QSLQK(ac)IESETVNEAK_     Score: 68.481     PEP: 4.7999E-06
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Mass: 2570.2856     Charge: 3     m/z: 857.76915
Modified Peptide: _ESLANK(ac)TDPPTHLEPSFNIPASR_     Score: 99.508     PEP: 8.671E-17
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Modified Peptide: _VLSPDPILK(ac)PQDFQVDYSSEK_     Score: 36.481     PEP: 0.00027784
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Mass: 1942.9834     Charge: 3     m/z: 648.6684
Modified Peptide: _GM(ox)K(ac)YPLWQVGDIFTSK_     Score: 68.919     PEP: 7.5922E-07
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Mass: 2200.1164     Charge: 2     m/z: 1101.0655
Modified Peptide: _ENSLAVYNIPLFPDDPK(ac)AR_     Score: 330.38     PEP: 8.7162E-268



0 200 400 600 800 1000

m/z

0

10000

20000

30000

40000

50000

In
te

n
si

ty

y
2

 (
3

3
3

.2
4

7
1

)

y
4

 (
5

3
3

.3
6

1
8

)

y
5

 (
6

4
6

.4
4

4
3

)

y
6

 (
7

3
3

.4
7

6
5

)

y
7

 (
8

3
2

.5
4

6
3

)

a
2

 (
1

7
3

.1
2

8
5

)

b
2

 (
2

0
1

.1
2

3
3

)

b
4

 (
3

8
7

.2
2

4
7

)

Mass: 1031.6561     Charge: 2     m/z: 516.83535
Modified Peptide: _SLVSLSLK(ac)K_     Score: 64.297     PEP: 0.0024957
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Mass: 1135.6328     Charge: 2     m/z: 568.8237
Modified Peptide: _DVDLDK(ac)IIR_     Score: 103.7     PEP: 1.4685E-06
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Mass: 2308.1798     Charge: 3     m/z: 770.40055
Modified Peptide: _AVEESAEPAQVILGEDGK(ac)PLSK_     Score: 46.178     PEP: 0.00013823
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Mass: 1438.6799     Charge: 2     m/z: 720.3472
Modified Peptide: _FVDLDEAK(ac)DSDK_     Score: 80.522     PEP: 3.4502E-05
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Mass: 1149.5666     Charge: 2     m/z: 575.79058
Modified Peptide: _DSDK(ac)EVLFR_     Score: 112.3     PEP: 1.2566E-05
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Mass: 1444.7674     Charge: 2     m/z: 723.39099
Modified Peptide: _DNYGK(ac)LPLIQSR_     Score: 93.494     PEP: 1.2076E-06
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Mass: 1576.7297     Charge: 2     m/z: 789.37213
Modified Peptide: _DK(ac)YDTDFYILDK_     Score: 124.51     PEP: 6.3032E-15



0 500 1000 1500 2000

m/z

0

50000

100000

150000

200000

250000

300000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
2

)

y
3

 (
3

9
0

.1
9

6
0

)

y
4

 (
5

1
9

.2
4

3
0

)

y
5

 (
6

2
0

.2
8

7
3

)

y
6

 (
7

0
7

.3
1

6
5

)

y
7

 (
8

2
0

.3
9

9
8

) y
8

 (
9

3
5

.4
2

4
9

)

y
9

 (
1

0
6

4
.4

7
1

7
)

y
1

0
 (

1
2

1
1

.5
3

4
5

)

y
1

1
 (

1
3

2
6

.5
5

7
0

)

y
1

2
 (

1
3

8
3

.5
7

7
8

)

y
1

3
 (

1
4

9
6

.6
5

7
9

)

y
1

4
 (

1
6

2
5

.7
0

6
2

)

y
4

-H
2

O
 (

5
0

1
.2

3
0

2
)

y
1

2
-H

2
O

 (
1

3
6

5
.5

7
5

5
)

b
2

 (
1

4
3

.0
8

1
2

)

b
4

 (
3

7
0

.2
0

7
1

)

b
5

 (
4

9
9

.2
4

9
9

)
b
5

-H
2

O
 (

4
8

1
.2

3
9

0
)

b
6

 (
6

1
2

.3
3

0
4

)

a
cK

* 
(1

2
6

.0
9

1
1

)
a
cK

 (
1

4
3

.1
1

7
4

)

Mass: 1993.9116     Charge: 2     m/z: 997.9631
Modified Peptide: _AAGK(ac)EIGDFEDLSTENEK_     Score: 106.67     PEP: 3.8733E-21
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Mass: 2111.9899     Charge: 2     m/z: 1057.0022
Modified Peptide: _EIGDFEDLSTENEK(ac)FLGK_     Score: 211.17     PEP: 2.0807E-114
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Mass: 1465.6685     Charge: 3     m/z: 489.56344
Modified Peptide: _FKEEDEK(ac)ESQR_     Score: 69.451     PEP: 0.00051576
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Mass: 1058.572     Charge: 2     m/z: 530.29329
Modified Peptide: _ITITNDK(ac)GR_     Score: 71.349     PEP: 0.00046723
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Mass: 1987.0618     Charge: 2     m/z: 994.53819
Modified Peptide: _DNNLLGK(ac)FELSGIPPAPR_     Score: 38.417     PEP: 0.00041887
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Mass: 2436.1701     Charge: 3     m/z: 813.06398
Modified Peptide: _EEFDDQLK(ac)ELQEVANPIM(ox)SK_     Score: 50.956     PEP: 0.00014562
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Mass: 1812.8668     Charge: 3     m/z: 605.29622
Modified Peptide: _NQAAM(ox)NPANTVFDAK(ac)R_     Score: 55.975     PEP: 0.00010692
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Mass: 2022.9932     Charge: 3     m/z: 675.33835
Modified Peptide: _GETK(ac)NFTPEQISSM(ox)VLGK_     Score: 48.883     PEP: 0.00010222
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Mass: 1723.7975     Charge: 3     m/z: 575.60643
Modified Peptide: _MVAEAEK(ac)FKEEDEK_     Score: 73.887     PEP: 8.8831E-06
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Mass: 1002.5233     Charge: 2     m/z: 502.26895
Modified Peptide: _LSK(ac)EDIEK_     Score: 133.57     PEP: 5.1852E-06
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Mass: 1676.9301     Charge: 3     m/z: 559.98397
Modified Peptide: _QATK(ac)DAGTIAGLNVLR_     Score: 71.344     PEP: 3.2873E-07
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Mass: 1785.9847     Charge: 3     m/z: 596.33553
Modified Peptide: _LIDVDGK(ac)PQIQVEFK_     Score: 82.55     PEP: 1.8579E-07
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Mass: 2209.2056     Charge: 3     m/z: 737.40916
Modified Peptide: _LIDVDGKPQIQVEFK(ac)GETK_     Score: 114.34     PEP: 4.684E-27
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Mass: 1882.9169     Charge: 3     m/z: 628.64623
Modified Peptide: _NFTPEQISSM(ox)VLGK(ac)M(ox)K_     Score: 132.84     PEP: 3.6944E-28
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Mass: 1845.0219     Charge: 3     m/z: 616.01456
Modified Peptide: _IINEPTAAAIAYGLDK(ac)K_     Score: 137.44     PEP: 5.2097E-29
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Mass: 1479.8078     Charge: 3     m/z: 494.27654
Modified Peptide: _LVNHFIQEFK(ac)R_     Score: 184.88     PEP: 5.7962E-44
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Mass: 1593.7787     Charge: 2     m/z: 797.89664
Modified Peptide: _LVTDYFNGK(ac)EPNR_     Score: 171.29     PEP: 4.5654E-52
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Mass: 2106.9469     Charge: 3     m/z: 703.32292
Modified Peptide: _NFNDPEVQGDM(ox)K(ac)HFPFK_     Score: 178.02     PEP: 3.4178E-61
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Mass: 1448.6705     Charge: 2     m/z: 725.34251
Modified Peptide: _EDIEK(ac)M(ox)VAEAEK_     Score: 208.51     PEP: 1.0732E-64
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Mass: 1452.7613     Charge: 2     m/z: 727.38792
Modified Peptide: _VQK(ac)LVTDYFNGK_     Score: 229.29     PEP: 2.9773E-91
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Mass: 1297.7242     Charge: 2     m/z: 649.86936
Modified Peptide: _STLDPVEK(ac)VLR_     Score: 244.64     PEP: 2.0599E-98
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Mass: 1856.9844     Charge: 2     m/z: 929.49945
Modified Peptide: _LDK(ac)SQVDEIVLVGGSTR_     Score: 221.47     PEP: 2.352E-109



0 500 1000 1500 2000 2500

m/z

0

50000

100000

150000

200000

250000

300000

350000

400000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
4

)

y
2

 (
2

1
8

.1
4

9
3

)

y
3

 (
3

3
3

.1
7

5
6

)

y
4

 (
4

8
0

.2
4

3
8

)

y
5

 (
5

7
9

.3
0

9
6

)

y
6

 (
6

8
0

.3
5

8
1

)

y
7

 (
7

9
4

.3
9

9
2

)

y
8

 (
8

6
5

.4
3

7
0

)

y
9

 (
9

6
2

.4
8

9
8

)

y
1

0
 (

1
0

7
6

.5
3

1
8

)

y
1

1
 (

1
2

2
3

.5
6

4
9

)

y
1

2
 (

1
2

9
4

.5
9

6
9

)

y
1

3
 (

1
3

6
5

.6
3

5
8

)

y
1

4
 (

1
4

9
3

.6
8

7
2

)

y
1

5
 (

1
6

0
7

.7
3

3
8

)

y
1

6
 (

1
7

7
7

.8
2

7
9

)

y
1

7
 (

1
8

4
8

.8
7

4
4

)

y
3

-H
2

O
 (

3
1

5
.1

6
5

6
)

y
3

-N
H

3
 (

3
1

6
.1

4
8

7
)

y
9

-N
H

3
 (

9
4

5
.4

6
0

3
)

y
1

2
-H

2
O

 (
1

2
7

6
.5

9
1

6
)

y
1

4
-N

H
3

 (
1

4
7

6
.6

7
0

3
)

y
1

6
(2

+
) 

(8
8

9
.4

2
8

0
)

y
1

7
(2

+
) 

(9
2

4
.9

3
6

7
)

a
2

 (
1

9
9

.1
7

9
9

)
b
2

 (
2

2
7

.1
7

4
6

)

b
4

 (
3

9
9

.2
2

0
9

)

b
6

 (
5

4
1

.2
9

6
3

)
b
6

-H
2

O
 (

5
2

3
.2

8
5

3
)

b
7

 (
7

1
1

.4
0

0
6

)
b
7

-H
2

O
 (

6
9

3
.3

9
0

5
)

b
8

 (
8

2
5

.4
4

2
5

)

b
9

 (
9

5
3

.5
0

1
0

)
b
9

-N
H

3
 (

9
3

6
.4

7
2

6
)

b
1

0
 (

1
0

2
4

.5
4

0
9

)
b
1

0
-N

H
3

 (
1

0
0

7
.5

1
8

7
)

b
1

1
 (

1
0

9
5

.5
7

1
8

)
b
1

1
-N

H
3

 (
1

0
7

8
.5

5
1

9
)

b
1

3
 (

1
3

5
6

.6
4

3
8

)
b
1

3
-N

H
3

 (
1

3
3

9
.6

2
2

1
)a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 2317.1372     Charge: 2     m/z: 1159.5759
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Mass: 1659.7952     Charge: 2     m/z: 830.90486
Modified Peptide: _NTISEAGDK(ac)LEQADK_     Score: 257.48     PEP: 9.1086E-137
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Mass: 2174.0703     Charge: 3     m/z: 725.69737
Modified Peptide: _NTISEAGDKLEQADK(ac)DAVTK_     Score: 242.34     PEP: 9.9501E-164
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Mass: 1578.9457     Charge: 2     m/z: 790.48014
Modified Peptide: _LIQNEILNK(ac)LALR_     Score: 52.555     PEP: 0.00057671
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Mass: 1135.6277     Charge: 2     m/z: 568.82115
Modified Peptide: _YFAIPDIK(ac)K_     Score: 93.111     PEP: 1.9511E-05
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Mass: 2246.0426     Charge: 3     m/z: 749.68815
Modified Peptide: _DFLAK(ac)YGYSDDM(ox)GARPLNR_     Score: 76.768     PEP: 7.9182E-09
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Mass: 1531.8246     Charge: 2     m/z: 766.91958
Modified Peptide: _LNLTQEAK(ac)DFLAK_     Score: 118.76     PEP: 6.1384E-15
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Mass: 1302.7184     Charge: 2     m/z: 652.36645
Modified Peptide: _IDGAIDFAK(ac)LAK_     Score: 100.55     PEP: 1.7326E-09
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Mass: 1543.8541     Charge: 3     m/z: 515.6253
Modified Peptide: _ERLTK(ac)EAAAIAEGK_     Score: 110.77     PEP: 1.4571E-11
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Mass: 1280.6554     Charge: 2     m/z: 641.33496
Modified Peptide: _YVK(ac)WPEYVR_     Score: 143.03     PEP: 5.7096E-12
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Mass: 2175.1437     Charge: 3     m/z: 726.05516
Modified Peptide: _NPLTHSTPK(ac)NFGIGQAVQPK_     Score: 104.61     PEP: 9.7396E-22
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Mass: 2097.063     Charge: 3     m/z: 700.02828
Modified Peptide: _LVSTIDANFADKYDEVK(ac)K_     Score: 182.07     PEP: 6.9753E-80



0 500 1000 1500 2000

m/z

0

500000

1000000

1500000

2000000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
4

)

y
2

 (
2

7
5

.2
0

6
9

)

y
3

 (
3

7
4

.2
7

4
6

)

y
4

 (
5

0
3

.3
1

7
6

)

y
5

 (
6

1
8

.3
4

3
3

)

y
6

 (
7

8
1

.4
0

5
4

)

y
7

 (
9

5
1

.5
1

0
3

)

y
8

 (
1

0
6

6
.5

3
6

5
)

y
9

 (
1

1
3

7
.5

7
2

1
)

y
1

0
 (

1
2

8
4

.6
3

7
8

)

y
1

1
 (

1
3

9
8

.6
7

9
0

)

y
1

2
 (

1
4

6
9

.7
1

5
7

)

y
1

3
 (

1
5

8
4

.7
4

3
4

)

y
1

4
 (

1
6

9
7

.8
3

1
3

)

y
1

5
 (

1
7

9
8

.8
7

7
7

)

y
1

6
 (

1
8

8
5

.9
1

0
6

)

y
1

7
 (

1
9

8
4

.9
7

6
4

)

y
4

-H
2

O
 (

4
8

5
.3

0
7

4
)

y
8

-H
2

O
 (

1
0

4
8

.5
2

9
7

)

y
9

-H
2

O
 (

1
1

1
9

.5
6

3
9

)

y
1

0
-H

2
O

 (
1

2
6

6
.6

2
6

6
)

y
1

1
-N

H
3

 (
1

3
8

1
.6

5
6

3
)

y
1

2
-N

H
3

 (
1

4
5

2
.7

0
0

2
)

y
1

3
-N

H
3

 (
1

5
6

7
.7

2
3

2
)

y
1

6
-H

2
O

 (
1

8
6

7
.8

9
3

0
)

y
9

(2
+

) 
(5

6
9

.2
8

9
8

)

a
2

 (
1

8
5

.1
6

4
3

)
b
2

 (
2

1
3

.1
5

9
1

)

b
3

 (
3

0
0

.1
9

0
5

)

b
1

1
 (

1
1

4
7

.5
5

0
1

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 2097.063     Charge: 3     m/z: 700.02828
Modified Peptide: _LVSTIDANFADK(ac)YDEVKK_     Score: 185.33     PEP: 5.2988E-80



0 200 400 600 800 1000 1200 1400 1600

m/z

0

1000000

2000000

3000000

4000000

5000000

6000000

7000000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
3

) y
2

 (
2

6
1

.1
5

5
0

)

y
3

 (
4

0
8

.2
2

3
2

)

y
4

 (
5

2
1

.3
0

7
1

)

y
5

 (
6

9
1

.4
1

1
2

)

y
6

 (
8

3
8

.4
8

0
1

)

y
7

 (
9

3
9

.5
2

7
5

)

y
8

 (
1

0
6

8
.5

6
8

8
) y

9
 (

1
1

3
9

.6
0

5
1

)

y
1

0
 (

1
2

1
0

.6
4

2
1

)

y
1

1
 (

1
3

1
1

.6
8

9
6

)

y
2

-N
H

3
 (

2
4

4
.1

2
8

4
)

y
3

-N
H

3
 (

3
9

1
.1

9
6

4
)

y
5

-N
H

3
 (

6
7

4
.3

8
5

1
)

y
6

-N
H

3
 (

8
2

1
.4

5
5

3
)

y
7

-H
2

O
 (

9
2

1
.5

1
8

1
)

y
7

-N
H

3
 (

9
2

2
.5

0
4

2
)

y
8

-H
2

O
 (

1
0

5
0

.5
5

6
7

)

y
9

-H
2

O
 (

1
1

2
1

.5
9

2
9

)

y
1

0
-H

2
O

 (
1

1
9

2
.6

2
9

0
)

y
1

1
-H

2
O

 (
1

2
9

3
.6

8
0

1
)

b
2

 (
2

1
6

.0
9

7
1

)
b
2

-H
2

O
 (

1
9

8
.0

8
6

7
)

b
2

-N
H

3
 (

1
9

9
.0

7
0

6
)

b
3

 (
2

8
7

.1
3

3
9

)
b
3

-H
2

O
 (

2
6

9
.1

2
3

4
)

b
3

-N
H

3
 (

2
7

0
.1

0
7

5
)

b
4

 (
3

5
8

.1
7

1
0

)
b
4

-H
2

O
 (

3
4

0
.1

6
0

4
)

b
4

-N
H

3
 (

3
4

1
.1

4
4

1
)

b
5

 (
4

8
7

.2
1

3
7

)
b
5

-H
2

O
 (

4
6

9
.2

0
3

4
)

b
5

-N
H

3
 (

4
7

0
.1

8
7

8
)

b
6

 (
5

8
8

.2
6

1
9

)
b
6

-H
2

O
 (

5
7

0
.2

5
0

1
)

b
6

-N
H

3
 (

5
7

1
.2

3
8

4
)

b
7

 (
7

3
5

.3
3

0
2

)
b
7

-H
2

O
 (

7
1

7
.3

1
8

3
)

b
7

-N
H

3
 (

7
1

8
.3

0
6

7
)

b
8

 (
9

0
5

.4
3

5
5

)
b
8

-H
2

O
 (

8
8

7
.4

2
5

2
)

b
8

-N
H

3
 (

8
8

8
.4

1
3

0
)

b
9

 (
1

0
1

8
.5

1
5

0
)

b
9

-H
2

O
 (

1
0

0
0

.4
9

8
6

)

a
cK

* 
(1

2
6

.0
9

1
0

)

Mass: 1424.73     Charge: 2     m/z: 713.37227
Modified Peptide: _NTAAETFK(ac)LFNK_     Score: 296.28     PEP: 8.7406E-191
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Mass: 2092.1023     Charge: 3     m/z: 698.37471
Modified Peptide: _SGVAVADESLTAFNDLK(ac)LGK_     Score: 85.146     PEP: 2.1025E-10
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Mass: 1409.7191     Charge: 2     m/z: 705.86682
Modified Peptide: _STTAFLK(ac)GGFDPK_     Score: 106.13     PEP: 4.6113E-10
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Mass: 1263.6682     Charge: 2     m/z: 632.84136
Modified Peptide: _INEAK(ac)DFLEK_     Score: 111.52     PEP: 2.6862E-10
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Mass: 1826.9618     Charge: 2     m/z: 914.48816
Modified Peptide: _AAGK(ac)ELAVDSTLTFAQR_     Score: 110.37     PEP: 6.3708E-17
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Mass: 1025.5433     Charge: 2     m/z: 513.77895
Modified Peptide: _FYTIEAK(ac)L_     Score: 67.032     PEP: 0.0036601
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Modified Peptide: _FFSK(ac)FFPDK_     Score: 67.726     PEP: 0.00077436



0 200 400 600 800 1000 1200

m/z

0

10000

20000

30000

40000

In
te

n
si

ty

y
5

 (
6

4
2

.4
3

4
2

)

y
7

 (
8

8
3

.5
7

5
3

)

y
8

 (
9

7
0

.6
0

3
4

)

y
9

 (
1

0
7

1
.6

5
2

2
)

y
1

0
 (

1
1

7
0

.7
1

3
8

)

a
2

 (
1

4
1

.1
0

2
3

)

b
2

 (
1

6
9

.0
9

7
3

)

b
3

 (
2

6
8

.1
6

6
7

)

Mass: 1337.8031     Charge: 2     m/z: 669.90882
Modified Peptide: _PAVTSQLAK(ac)IIR_     Score: 56.225     PEP: 0.0004422
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Mass: 1878.0685     Charge: 3     m/z: 627.0301
Modified Peptide: _TAILSVYDK(ac)TGLLDLAK_     Score: 92.977     PEP: 5.6874E-13
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Mass: 1733.8919     Charge: 2     m/z: 867.95323
Modified Peptide: _GATYGK(ac)PTNQGVNELK_     Score: 52.522     PEP: 8.3616E-05
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Mass: 2617.0861     Charge: 2     m/z: 1309.5503
Modified Peptide: _SGK(ac)LLSGNEM(ox)DEYDDDDATELDK_     Score: 182.77     PEP: 4.9996E-99
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Mass: 1627.9137     Charge: 2     m/z: 814.96413
Modified Peptide: _VVGANPAAIK(ac)QAIAANA_     Score: 94.532     PEP: 4.5079E-13
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Mass: 2846.3287     Charge: 3     m/z: 949.7835
Modified Peptide: _FSEQYPQADFYK(ac)LDVDELGDVAQK_     Score: 96.903     PEP: 7.0685E-18
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Mass: 2525.1829     Charge: 3     m/z: 842.73492
Modified Peptide: _M(ox)IAPM(ox)IEK(ac)FSEQYPQADFYK_     Score: 124.25     PEP: 8.5404E-31
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Mass: 1437.6736     Charge: 2     m/z: 719.84407
Modified Peptide: _LTQDK(ac)SFNDNSK_     Score: 83.314     PEP: 2.0372E-05
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Mass: 1106.6328     Charge: 2     m/z: 554.32367
Modified Peptide: _GYK(ac)PVAVPAR_     Score: 94.692     PEP: 2.8518E-07



0 500 1000 1500

m/z

0

500000

1000000

1500000

2000000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
3

)

y
2

 (
2

4
6

.1
8

0
5

)

y
4

 (
4

7
2

.2
7

5
8

)

y
5

 (
6

4
2

.3
7

9
6

)

y
6

 (
7

2
9

.4
1

1
0

)

y
7

 (
8

4
2

.4
9

5
4

)

y
8

 (
9

4
3

.5
4

2
9

)

y
9

 (
1

0
0

0
.5

6
2

8
)

y
4

-H
2

O
 (

4
5

4
.2

6
5

2
)

y
7

-H
2

O
 (

8
2

4
.4

8
4

1
)

y
8

-H
2

O
 (

9
2

5
.5

3
4

2
)

y
9

-H
2

O
 (

9
8

2
.5

5
3

8
)

y
8

(2
+

) 
(4

7
2

.2
7

5
8

)

a
2

 (
1

9
3

.0
9

6
7

)
b
2

 (
2

2
1

.0
9

1
4

)

b
3

 (
2

7
8

.1
1

2
7

)

b
4

 (
3

7
7

.1
8

0
8

)

b
5

 (
5

4
0

.2
4

3
7

)

b
6

 (
6

3
9

.3
1

1
6

)

b
7

 (
6

9
6

.3
3

3
3

)

b
8

 (
7

9
7

.3
7

9
6

)
b
8

-H
2

O
 (

7
7

9
.3

6
9

0
)

b
9

 (
9

1
0

.4
6

1
7

)
b
9

-H
2

O
 (

8
9

2
.4

5
1

9
)

b
6

(2
+

) 
(3

2
0

.1
5

9
4

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1637.8665     Charge: 3     m/z: 546.96277
Modified Peptide: _YGGVYVGTLSK(ac)PEVK_     Score: 119.88     PEP: 1.4639E-17
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Mass: 1780.9517     Charge: 3     m/z: 594.65783
Modified Peptide: _NATFPGVQM(ox)K(ac)FVLQK_     Score: 136.6     PEP: 1.1191E-24
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Mass: 2186.0777     Charge: 2     m/z: 1094.0461
Modified Peptide: _LLQTPIDM(ox)SLK(ac)PNDAESEK_     Score: 190.83     PEP: 3.038E-82
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Mass: 1979.0773     Charge: 2     m/z: 990.54591
Modified Peptide: _K(ac)LIDLTQFPAFVTPM(ox)GK_     Score: 219.01     PEP: 1.5732E-108
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Mass: 1648.8279     Charge: 2     m/z: 825.42123
Modified Peptide: _VATTGEWDK(ac)LTQDK_     Score: 253.15     PEP: 6.2308E-149
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Mass: 1235.7118     Charge: 2     m/z: 618.86315
Modified Peptide: _TWEK(ac)LVLAAR_     Score: 50.284     PEP: 0.0010164
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Mass: 2232.0841     Charge: 3     m/z: 745.0353
Modified Peptide: _AAAAGAGGAGDSGDAVTK(ac)IGSEDVK_     Score: 30.306     PEP: 0.0018233
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Mass: 2703.4119     Charge: 4     m/z: 676.86026
Modified Peptide: _VNPETGIIDYDTLEK(ac)NAILYRPK_     Score: 45.784     PEP: 0.00025545



0 500 1000 1500 2000

m/z

0

20000

40000

60000

80000

100000

120000

140000

160000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
7

)

y
2

 (
2

6
0

.1
9

7
7

)

y
4

 (
4

8
7

.3
2

2
1

)

y
5

 (
5

8
8

.3
7

1
2

)

y
7

 (
8

7
9

.4
8

9
4

)

y
8

 (
1

0
0

8
.5

3
6

8
)

y
9

 (
1

1
7

8
.6

3
4

1
)

y
1

2
 (

1
5

5
1

.7
9

6
6

)

y
1

3
(2

+
) 

(8
2

6
.9

3
1

0
)

b
2

 (
2

0
0

.1
0

2
9

)

b
3

 (
2

7
1

.1
3

9
9

)
b
3

-N
H

3
 (

2
5

4
.1

1
3

8
)

b
4

 (
3

7
2

.1
8

7
5

)
b
4

-H
2

O
 (

3
5

4
.1

7
7

0
)

b
4

-N
H

3
 (

3
5

5
.1

6
1

5
)

a
cK

* 
(1

2
6

.0
9

1
3

)

Mass: 1921.9785     Charge: 2     m/z: 961.99655
Modified Peptide: _QAATPEFK(ac)EYQTQVLK_     Score: 79.022     PEP: 1.1633E-09
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Mass: 1467.7358     Charge: 2     m/z: 734.87517
Modified Peptide: _ALESEFK(ac)NLGYR_     Score: 130.01     PEP: 5.5742E-16
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Mass: 1607.8631     Charge: 3     m/z: 536.96165
Modified Peptide: _NSIPGDK(ac)SALVPGGVR_     Score: 110.38     PEP: 4.6549E-16
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Mass: 1537.8464     Charge: 2     m/z: 769.93048
Modified Peptide: _INIALNK(ac)NSIPGDK_     Score: 135.86     PEP: 4.2032E-24
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Mass: 2021.0106     Charge: 2     m/z: 1011.5126
Modified Peptide: _DIK(ac)FVPLNQTQEFTGDK_     Score: 88.551     PEP: 0.00020004
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Mass: 1422.7395     Charge: 2     m/z: 712.37702
Modified Peptide: _LIEFYK(ac)SPEQK_     Score: 100.72     PEP: 1.9172E-09
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Mass: 1696.9847     Charge: 2     m/z: 849.49962
Modified Peptide: _LSNANFIAK(ac)PLPINK_     Score: 125.22     PEP: 4.6087E-18
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Mass: 1143.6722     Charge: 2     m/z: 572.84337
Modified Peptide: _IEDLLDK(ac)IK_     Score: 83     PEP: 9.6594E-05
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Mass: 1604.829     Charge: 2     m/z: 803.42176
Modified Peptide: _LEEGK(ac)YGQLTYVR_     Score: 147.35     PEP: 3.2122E-30
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Mass: 1541.733     Charge: 2     m/z: 771.87379
Modified Peptide: _ICANK(ac)YMTTVSGR_     Score: 59.898     PEP: 0.00010577
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Mass: 1379.7136     Charge: 2     m/z: 690.86408
Modified Peptide: _DSNK(ac)DVVVEGLR_     Score: 70.622     PEP: 8.8957E-05
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Mass: 1267.6449     Charge: 2     m/z: 634.8297
Modified Peptide: _DDGAFVK(ac)FLSK_     Score: 94.191     PEP: 9.6213E-07
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Mass: 1833.9331     Charge: 3     m/z: 612.31831
Modified Peptide: _ENPDIEDVITYVNK(ac)K_     Score: 56.599     PEP: 0.00019567
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Mass: 1293.702     Charge: 2     m/z: 647.85827
Modified Peptide: _DLTQLLEK(ac)ER_     Score: 33.229     PEP: 0.0092554
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Mass: 1544.8603     Charge: 3     m/z: 515.9607
Modified Peptide: _TTFLAPGLEWIK(ac)K_     Score: 87.719     PEP: 3.0499E-06
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Mass: 1684.842     Charge: 2     m/z: 843.4283
Modified Peptide: _AQLEK(ac)DPQSLPFDR_     Score: 151.9     PEP: 7.6964E-31
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Mass: 1460.7776     Charge: 3     m/z: 487.93314
Modified Peptide: _YLADITGHK(ac)FVR_     Score: 38.634     PEP: 0.0034429
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Mass: 1659.8297     Charge: 3     m/z: 554.28384
Modified Peptide: _FYYQFK(ac)PLIDER_     Score: 40.475     PEP: 0.0029042
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Mass: 1188.5815     Charge: 2     m/z: 595.29804
Modified Peptide: _FSTK(ac)ENFFK_     Score: 74.162     PEP: 0.00028497
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Mass: 1137.6434     Charge: 2     m/z: 569.82897
Modified Peptide: _LDLVK(ac)AFYK_     Score: 89.247     PEP: 1.1841E-05
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Mass: 1952.9273     Charge: 3     m/z: 651.98305
Modified Peptide: _DTTHIK(ac)FASDPGCAFTK_     Score: 63.46     PEP: 4.1439E-07
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Mass: 3108.4027     Charge: 3     m/z: 1037.1415
Modified Peptide: _FQYIAISQSDADSESCK(ac)M(ox)PQTVEWSK_     Score: 55.469     PEP: 7.5553E-08
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Mass: 1975.0085     Charge: 3     m/z: 659.34343
Modified Peptide: _M(ox)PQTVEWSK(ac)LISENKK_     Score: 142.45     PEP: 3.6311E-36
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Mass: 1963.9276     Charge: 3     m/z: 655.6498
Modified Peptide: _YDNNSTEPPLK(ac)FPASSR_     Score: 40.085     PEP: 0.00048589



0 200 400 600 800 1000 1200

m/z

0

20000

40000

60000

80000

100000

120000

140000

160000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
3

)

y
2

 (
2

6
0

.1
9

5
8

)

y
4

 (
4

5
6

.3
1

6
5

)

y
5

 (
5

6
9

.3
9

8
4

)

y
6

 (
7

1
6

.4
6

6
6

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

0
)

y
7

(2
+

) 
(4

4
3

.7
9

0
4

)

b
2

 (
2

8
5

.1
5

4
4

)

b
3

 (
4

3
2

.2
2

2
7

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 999.6117     Charge: 2     m/z: 500.81313
Modified Peptide: _NK(ac)FLPVLK_     Score: 61.962     PEP: 0.0019905
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Mass: 1727.8979     Charge: 3     m/z: 576.97323
Modified Peptide: _IWKLDIENDK(ac)M(ox)GGK_     Score: 66.285     PEP: 9.4647E-05
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Mass: 2428.1213     Charge: 3     m/z: 810.38103
Modified Peptide: _EAQADAAAEIAEDAAEAEDAGK(ac)PK_     Score: 178.35     PEP: 1.6487E-87
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Mass: 1835.9377     Charge: 3     m/z: 612.98652
Modified Peptide: _RVGEAEIAK(ac)YDTSSLR_     Score: 56.959     PEP: 0.00016542
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Mass: 2501.1347     Charge: 3     m/z: 834.71883
Modified Peptide: _HAFANPDK(ac)PALIYEADDESDNK_     Score: 96.131     PEP: 1.1387E-15
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Mass: 1747.0124     Charge: 2     m/z: 874.51345
Modified Peptide: _GEIGPFASPK(ac)TIILVR_     Score: 105.39     PEP: 1.0957E-15
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Mass: 1654.889     Charge: 2     m/z: 828.45178
Modified Peptide: _K(ac)IVDEGLNGVDLVSR_     Score: 175.51     PEP: 1.96E-55
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Mass: 2466.095     Charge: 3     m/z: 823.03896
Modified Peptide: _YM(ox)DTYLK(ac)PYPGHYFTGDGAGR_     Score: 200.99     PEP: 4.6146E-106
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Mass: 2185.1201     Charge: 3     m/z: 729.38066
Modified Peptide: _M(ox)VLAGAGAVDHEK(ac)LVQYAQK_     Score: 62.765     PEP: 3.5364E-06
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Mass: 1137.5918     Charge: 2     m/z: 569.80315
Modified Peptide: _TDLK(ac)DYITK_     Score: 124.67     PEP: 2.2763E-07
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Mass: 1224.7118     Charge: 2     m/z: 613.36318
Modified Peptide: _VK(ac)LAVLSYYK_     Score: 87.184     PEP: 6.5434E-07
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Mass: 1596.8399     Charge: 2     m/z: 799.42724
Modified Peptide: _LAVLSYYK(ac)VDAEGK_     Score: 114.74     PEP: 8.0831E-17
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Mass: 1387.746     Charge: 2     m/z: 694.88026
Modified Peptide: _LIFAGK(ac)QLEDGR_     Score: 180.18     PEP: 9.7626E-44
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Mass: 1782.8788     Charge: 3     m/z: 595.30022
Modified Peptide: _TIYESNLIEFDNK(ac)R_     Score: 64.394     PEP: 5.3846E-05



0 500 1000 1500 2000 2500

m/z

0

200000

400000

600000

800000

1000000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
9

)

y
2

 (
2

6
0

.1
9

7
1

)

y
3

 (
3

7
3

.2
8

1
3

)

y
4

 (
4

8
6

.3
6

5
1

)

y
5

 (
5

8
3

.4
1

7
9

)

y
6

 (
7

6
9

.4
9

6
9

)

y
7

 (
8

9
8

.5
3

9
5

)

y
8

 (
9

8
5

.5
7

0
0

)

y
9

 (
1

0
8

6
.6

1
7

1
)

y
1

0
 (

1
2

0
1

.6
4

3
0

)

y
1

1
 (

1
3

0
2

.6
8

9
7

)

y
1

2
 (

1
3

8
9

.7
2

1
4

)

y
1

3
 (

1
4

6
0

.7
6

1
7

)

y
1

4
 (

1
5

1
7

.7
8

1
3

)

y
1

5
 (

1
5

8
8

.8
0

4
8

)

y
1

8
 (

1
8

8
5

.9
4

7
6

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

4
)

y
9

-H
2

O
 (

1
0

6
8

.6
0

9
2

)

y
1

0
-H

2
O

 (
1

1
8

3
.6

3
1

4
)

y
1

1
-H

2
O

 (
1

2
8

4
.6

8
6

3
)

y
1

2
-H

2
O

 (
1

3
7

1
.7

0
7

7
)

y
1

4
-H

2
O

 (
1

4
9

9
.7

7
2

1
)

y
1

8
-H

2
O

 (
1

8
6

7
.9

4
1

6
)

y
1

8
-N

H
3

 (
1

8
6

8
.9

2
9

2
)

y
1

9
(2

+
) 

(1
0

2
8

.5
3

4
4

)
b
8

 (
1

0
3

1
.5

3
7

3
)

b
1

0
 (

1
2

5
7

.6
3

1
5

)

b
1

1
 (

1
3

2
8

.6
6

8
1

)

b
1

2
 (

1
3

9
9

.7
0

6
5

)

b
1

3
 (

1
4

5
6

.7
2

7
3

)

b
1

4
 (

1
5

2
7

.7
5

6
6

)

b
1

5
 (

1
6

1
4

.8
0

2
3

)

b
1

8
 (

1
9

3
1

.9
1

5
9

)

b
2

1
 (

2
3

3
4

.0
8

2
4

)

a
cK

* 
(1

2
6

.0
9

1
6

)
a
cK

* 
(1

2
6

.0
9

1
6

)

Mass: 2915.4804     Charge: 3     m/z: 972.83408
Modified Peptide: _SK(ac)EDFVIK(ac)PEAAGASTDTSEWPLLLK_     Score: 126.68     PEP: 7.6852E-45
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Mass: 2915.4804     Charge: 3     m/z: 972.83408
Modified Peptide: _SK(ac)EDFVIK(ac)PEAAGASTDTSEWPLLLK_     Score: 126.68     PEP: 7.6852E-45
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Mass: 1588.7481     Charge: 3     m/z: 530.58999
Modified Peptide: _TQVTVEYK(ac)DDHGR_     Score: 68.809     PEP: 6.7964E-05
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Mass: 1535.7115     Charge: 2     m/z: 768.86302
Modified Peptide: _IGYDDSAK(ac)GFDYK_     Score: 75.462     PEP: 4.1356E-05
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Mass: 1232.722     Charge: 2     m/z: 617.36827
Modified Peptide: _SEIIEK(ac)VIPR_     Score: 103.08     PEP: 7.4634E-10



0 200 400 600 800 1000

m/z

0

20000

40000

60000

80000

100000

120000

In
te

n
si

ty

y
3

 (
4

0
4

.2
8

3
8

)

y
5

 (
5

3
2

.3
4

3
1

)

y
6

 (
7

1
8

.4
2

2
1

)

y
7

 (
8

3
2

.4
6

4
1

)
y
7

-N
H

3
 (

8
1

5
.4

3
6

6
)

a
2

 (
2

2
3

.1
0

7
9

)

b
2

 (
2

5
1

.1
0

3
1

)

a
cK

 (
1

4
3

.1
1

7
9

)

Mass: 1081.5527     Charge: 2     m/z: 541.78365
Modified Peptide: _SYNWGAK(ac)AK_     Score: 47.198     PEP: 0.0027157
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Mass: 1909.9534     Charge: 3     m/z: 637.65841
Modified Peptide: _DTPIETHPLFNAETK(ac)R_     Score: 42.382     PEP: 0.001329



0 200 400 600 800 1000 1200 1400 1600

m/z

0

10000

20000

30000

40000

50000

60000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
2

)

y
2

 (
2

4
6

.1
5

5
9

)

y
3

 (
3

7
4

.2
1

5
3

)

y
4

 (
4

7
3

.2
8

3
6

)

y
5

 (
5

8
7

.3
2

4
8

)

y
6

 (
7

1
6

.3
6

6
9

)

y
1

-N
H

3
 (

1
5

8
.0

9
2

1
)

y
5

-N
H

3
 (

5
7

0
.2

9
9

2
)

y
6

-N
H

3
 (

6
9

9
.3

4
3

0
)

a
2

 (
2

0
7

.1
1

2
6

)

b
5

 (
6

2
9

.3
0

6
1

)
b
5

-H
2

O
 (

6
1

1
.2

9
2

2
)

Mass: 1456.7402     Charge: 3     m/z: 486.58733
Modified Peptide: _SFK(ac)SELENVQAR_     Score: 50.354     PEP: 0.00091814
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Mass: 2083.0444     Charge: 2     m/z: 1042.5295
Modified Peptide: _IDNYSEEPSNVFGSVLK(ac)K_     Score: 54.368     PEP: 0.00011756
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Mass: 1451.766     Charge: 2     m/z: 726.89029
Modified Peptide: _LEFYNTGK(ac)PTLK_     Score: 129.34     PEP: 6.3308E-13
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Mass: 1844.0156     Charge: 2     m/z: 923.01508
Modified Peptide: _QAASTVQILGAEK(ac)ALFR_     Score: 148.36     PEP: 5.0606E-38
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Mass: 1639.7586     Charge: 2     m/z: 820.88657
Modified Peptide: _YGK(ac)EM(ox)DVLM(ox)EPVR_     Score: 110.44     PEP: 2.1688E-10
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Mass: 1401.7351     Charge: 2     m/z: 701.87484
Modified Peptide: _DLTDDINLVK(ac)SK_     Score: 217.09     PEP: 9.9916E-77
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Mass: 1348.7573     Charge: 2     m/z: 675.38593
Modified Peptide: _VDLK(ac)NFDTVLK_     Score: 74.46     PEP: 5.0571E-05
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Mass: 1634.885     Charge: 2     m/z: 818.44979
Modified Peptide: _AIETVK(ac)NIGTEQFK_     Score: 111.74     PEP: 2.0684E-12
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Mass: 1253.7231     Charge: 2     m/z: 627.86883
Modified Peptide: _ISLSK(ac)IPEPTK_     Score: 95.094     PEP: 8.2419E-07
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Mass: 2140.9973     Charge: 3     m/z: 714.67303
Modified Peptide: _AM(ox)K(ac)ALSAM(ox)NTNSNTLYSSR_     Score: 152.71     PEP: 6.5301E-45
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Mass: 2085.0378     Charge: 2     m/z: 1043.5262
Modified Peptide: _EVNGSGTTTTQQALSFK(ac)FK_     Score: 283.08     PEP: 9.8044E-224
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Mass: 1640.8057     Charge: 2     m/z: 821.41014
Modified Peptide: _DGLEGAYDPFPK(ac)FK_     Score: 91.307     PEP: 2.2532E-08
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Mass: 1505.7766     Charge: 2     m/z: 753.89557
Modified Peptide: _FPEPGYLEGVK(ac)TK_     Score: 66.533     PEP: 0.0037758
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Mass: 1126.5994     Charge: 2     m/z: 564.30696
Modified Peptide: _GNFTEFVK(ac)K_     Score: 71.349     PEP: 0.0010949
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Mass: 2422.1985     Charge: 3     m/z: 808.40676
Modified Peptide: _M(ox)VAEVDM(ox)K(ac)EALASGQFRPLTR_     Score: 66.874     PEP: 0.00036807
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Mass: 2246.2059     Charge: 3     m/z: 749.74258
Modified Peptide: _ALLPHLTNAIVETNK(ac)WQEK_     Score: 53.278     PEP: 0.00010374
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Mass: 1431.6842     Charge: 2     m/z: 716.84935
Modified Peptide: _ATETVDNK(ac)DIER_     Score: 83.204     PEP: 2.0932E-05
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Mass: 1139.7026     Charge: 2     m/z: 570.8586
Modified Peptide: _ILLNK(ac)TQLR_     Score: 87.913     PEP: 1.3055E-05
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Mass: 2523.1734     Charge: 4     m/z: 631.80062
Modified Peptide: _K(ac)EIEEHCSM(ox)LGLDPEIVSHSR_     Score: 63.184     PEP: 6.8165E-06
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Mass: 1275.6823     Charge: 3     m/z: 426.23471
Modified Peptide: _AK(ac)DILDEFRK_     Score: 110.86     PEP: 1.5265E-09
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Mass: 1101.6182     Charge: 2     m/z: 551.8164
Modified Peptide: _IFK(ac)IEGTPR_     Score: 140.45     PEP: 1.1913E-09
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Mass: 2597.1414     Charge: 3     m/z: 866.72108
Modified Peptide: _NTYEYECSFLLGENIGM(ox)K(ac)SER_     Score: 80.156     PEP: 5.8496E-10
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Mass: 1954.0524     Charge: 3     m/z: 652.35807
Modified Peptide: _LLPGLK(ac)SNFATIADPEAR_     Score: 111.33     PEP: 1.4364E-21
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Mass: 1557.7787     Charge: 3     m/z: 520.26685
Modified Peptide: _NLTEEVWAVK(ac)DGR_     Score: 130.24     PEP: 1.3922E-21
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Mass: 2091.0268     Charge: 3     m/z: 698.01621
Modified Peptide: _M(ox)PELIPVLSETM(ox)WDTK(ac)K_     Score: 123.97     PEP: 6.5484E-22
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Mass: 1821.8567     Charge: 3     m/z: 608.29285
Modified Peptide: _QINENDAEAM(ox)NK(ac)IFK_     Score: 175.01     PEP: 9.2535E-56
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Mass: 1232.7696     Charge: 2     m/z: 617.39208
Modified Peptide: _LAK(ac)LSGGVAVIR_     Score: 43.991     PEP: 0.0018757
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Mass: 1075.5662     Charge: 2     m/z: 538.79038
Modified Peptide: _ELK(ac)FGVEGR_     Score: 72.006     PEP: 0.00041158
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Mass: 2212.1086     Charge: 3     m/z: 738.3768
Modified Peptide: _SEYTDM(ox)LATGIIDPFK(ac)VVR_     Score: 39.657     PEP: 0.00027737
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Mass: 2495.1749     Charge: 3     m/z: 832.73223
Modified Peptide: _GYDASK(ac)SEYTDM(ox)LATGIIDPFK_     Score: 41.136     PEP: 0.00017106
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Mass: 1964.9877     Charge: 3     m/z: 656.00319
Modified Peptide: _DKFENM(ox)GAK(ac)LLQEVASK_     Score: 54.764     PEP: 0.0001136
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Mass: 1329.6776     Charge: 2     m/z: 665.84608
Modified Peptide: _VGGASEVEVGEK(ac)K_     Score: 96.734     PEP: 8.9555E-07
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Mass: 1081.6747     Charge: 2     m/z: 541.84462
Modified Peptide: _PLLLLSEK(ac)K_     Score: 125.56     PEP: 3.8817E-07
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Mass: 1203.6533     Charge: 2     m/z: 602.83393
Modified Peptide: _LLASAM(ox)EK(ac)VGK_     Score: 101.93     PEP: 1.7927E-09
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Mass: 1727.877     Charge: 3     m/z: 576.96629
Modified Peptide: _GFISPYFITDPK(ac)SSK_     Score: 116.96     PEP: 2.0126E-17
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Mass: 1726.8261     Charge: 2     m/z: 864.42034
Modified Peptide: _GSIDITTTNSYEK(ac)EK_     Score: 120.7     PEP: 1.309E-17
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Mass: 1721.9716     Charge: 2     m/z: 861.99308
Modified Peptide: _NVLIEQPFGPPK(ac)ITK_     Score: 125.89     PEP: 3.339E-18
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Mass: 1997.0065     Charge: 2     m/z: 999.51055
Modified Peptide: _EDTVILNGSGPK(ac)EAIQER_     Score: 139.88     PEP: 2.2125E-44
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Mass: 1585.8967     Charge: 2     m/z: 793.95563
Modified Peptide: _VEFEK(ac)PLLLLSEK_     Score: 163.8     PEP: 3.7911E-45
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Mass: 1947.8738     Charge: 2     m/z: 974.94418
Modified Peptide: _LIDEYGDDFAK(ac)GYDASK_     Score: 177.67     PEP: 3.6151E-61
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Mass: 1110.7012     Charge: 2     m/z: 556.3579
Modified Peptide: _TPVTLAK(ac)VIK_     Score: 109.16     PEP: 4.0265E-10
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Mass: 1453.7453     Charge: 2     m/z: 727.87992
Modified Peptide: _NIK(ac)SSFYSPLEK_     Score: 37.426     PEP: 0.0037964



0 500 1000 1500

m/z

0

100000

200000

300000

400000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
5

) y
2

 (
2

6
1

.1
5

5
0

)

y
3

 (
3

7
4

.2
3

8
3

)

y
4

 (
5

0
3

.2
8

0
8

)

y
5

 (
6

3
2

.3
2

1
7

)

y
6

 (
7

4
7

.3
4

7
5

)

y
7

 (
8

6
1

.3
9

0
1

)

y
8

 (
1

0
0

8
.4

5
6

8
)

y
9

 (
1

1
7

8
.5

6
0

3
)

y
1

0
 (

1
2

9
1

.6
4

2
1

)

y
1

1
 (

1
4

0
4

.7
2

4
6

)

y
1

2
 (

1
4

7
5

.7
6

1
5

)

y
1

3
 (

1
5

7
2

.8
2

0
1

)

y
4

-H
2

O
 (

4
8

5
.2

7
0

2
)

y
7

-N
H

3
 (

8
4

4
.3

6
5

9
)

y
8

-H
2

O
 (

9
9

0
.4

4
6

4
)

y
8

-N
H

3
 (

9
9

1
.4

2
6

2
)

y
9

-N
H

3
 (

1
1

6
1

.5
4

0
4

)

y
1

0
(2

+
) 

(6
4

6
.3

2
7

6
)

a
2

 (
1

5
7

.0
9

6
8

)
b
2

 (
1

8
5

.0
9

1
6

)

b
3

 (
2

5
6

.1
2

8
2

)
b
3

-H
2

O
 (

2
3

8
.1

1
7

9
)

b
4

 (
3

6
9

.2
1

2
3

)
b
4

-H
2

O
 (

3
5

1
.2

0
1

8
)

b
5

 (
4

8
2

.2
9

5
8

)
b
5

-H
2

O
 (

4
6

4
.2

8
4

5
)

b
6

 (
6

5
2

.3
9

8
7

)
b
6

-H
2

O
 (

6
3

4
.3

8
8

9
)

b
7

 (
7

9
9

.4
6

5
8

)

b
1

1
 (

1
2

8
6

.6
0

8
5

)
b
1

1
-N

H
3

 (
1

2
6

9
.5

9
4

7
)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1658.8516     Charge: 2     m/z: 830.43305
Modified Peptide: _SPAILK(ac)FNDEEINK_     Score: 202.4     PEP: 9.9385E-85
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Mass: 3202.5216     Charge: 4     m/z: 801.63767
Modified Peptide: _IEPIKEENEDNLDSQAEK(ac)GLVDEEEHK_     Score: 61.37     PEP: 4.7373E-11
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Mass: 3458.5753     Charge: 3     m/z: 1153.8657
Modified Peptide: _NINDEANK(ac)AISSGDTLHDSNSANAANLSNSNDK_     Score: 200.73     PEP: 8.6803E-146
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Mass: 1471.7195     Charge: 2     m/z: 736.86701
Modified Peptide: _DSGK(ac)SEFLLSYGK_     Score: 87.18     PEP: 1.3565E-06
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Mass: 1530.7202     Charge: 2     m/z: 766.36738
Modified Peptide: _DLPNADK(ac)ETDPFK_     Score: 110.14     PEP: 2.2801E-10
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Mass: 2238.1209     Charge: 3     m/z: 747.04756
Modified Peptide: _AVYLETIGNPK(ac)YNVPDFEK_     Score: 94.845     PEP: 6.655E-15
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Mass: 2655.3392     Charge: 3     m/z: 886.12034
Modified Peptide: _DLPNADKETDPFK(ac)LSGAQVVDNLK_     Score: 117.62     PEP: 2.7457E-15
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Mass: 1213.703     Charge: 2     m/z: 607.85879
Modified Peptide: _LASGVTK(ac)DLIR_     Score: 132.32     PEP: 2.7099E-18
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Mass: 2126.9433     Charge: 3     m/z: 709.98837
Modified Peptide: _FVEGDNPEEFEK(ac)VFDER_     Score: 121.19     PEP: 4.7597E-22
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Mass: 2166.1321     Charge: 3     m/z: 723.0513
Modified Peptide: _RAIDLNK(ac)EVYDFLASATAK_     Score: 52.298     PEP: 0.00059213
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Mass: 2387.154     Charge: 3     m/z: 796.72526
Modified Peptide: _GHLENISNNYM(ox)IGAINAENK(ac)K_     Score: 41.521     PEP: 0.00059123
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Mass: 1015.5127     Charge: 2     m/z: 508.76363
Modified Peptide: _PFK(ac)PWDGK_     Score: 92.062     PEP: 0.00056232
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Mass: 1241.7053     Charge: 2     m/z: 621.85995
Modified Peptide: _DM(ox)PILIK(ac)AVGK_     Score: 65.395     PEP: 0.0001591
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Mass: 1586.7399     Charge: 2     m/z: 794.37722
Modified Peptide: _ANCVK(ac)NVYTGEYK_     Score: 68.034     PEP: 7.1253E-05
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Mass: 1445.7362     Charge: 2     m/z: 723.87537
Modified Peptide: _STVEVK(ac)VSPTSDR_     Score: 68.034     PEP: 7.1253E-05
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Mass: 1610.9184     Charge: 3     m/z: 537.98009
Modified Peptide: _LQLLK(ac)PFKPWDGK_     Score: 83.729     PEP: 6.1797E-05
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Mass: 1343.7085     Charge: 3     m/z: 448.91012
Modified Peptide: _LYHK(ac)DLLSADK_     Score: 78.903     PEP: 3.3219E-05
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Mass: 969.62227     Charge: 2     m/z: 485.81841
Modified Peptide: _ILGVK(ac)LTGK_     Score: 87.258     PEP: 1.3651E-05
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Mass: 1424.7958     Charge: 3     m/z: 475.93922
Modified Peptide: _SASIVK(ac)DAAAHGLK_     Score: 69.602     PEP: 1.06E-05
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Mass: 1246.671     Charge: 3     m/z: 416.56428
Modified Peptide: _IADFAK(ac)LYHK_     Score: 90.685     PEP: 4.8219E-07
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Mass: 1116.6179     Charge: 2     m/z: 559.31623
Modified Peptide: _FNPLTDK(ac)LK_     Score: 121.73     PEP: 4.3113E-07
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Mass: 1710.8213     Charge: 3     m/z: 571.28105
Modified Peptide: _NVYTGEYK(ac)GVPDTAR_     Score: 97.417     PEP: 2.2614E-09
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Mass: 1873.9574     Charge: 3     m/z: 625.65975
Modified Peptide: _QGLLPLNFK(ac)NPADYDK_     Score: 91.932     PEP: 4.7523E-12
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Mass: 1200.6424     Charge: 2     m/z: 601.32848
Modified Peptide: _DAK(ac)DM(ox)PILIK_     Score: 145.28     PEP: 2.0861E-16
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Mass: 1704.9046     Charge: 2     m/z: 853.4596
Modified Peptide: _SK(ac)TIFTVTPGSEQIR_     Score: 128.9     PEP: 2.8877E-24
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Mass: 2308.0906     Charge: 4     m/z: 578.02993
Modified Peptide: _DKDGNEFM(ox)LK(ac)PPHGDGLPQR_     Score: 134.52     PEP: 4.0977E-40
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Mass: 2205.0702     Charge: 3     m/z: 736.03068
Modified Peptide: _DSK(ac)VNQNLLEDHSFINYK_     Score: 162.15     PEP: 4.6562E-54
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Mass: 1933.9356     Charge: 3     m/z: 645.65249
Modified Peptide: _TTTDHISM(ox)AGPWLK(ac)YR_     Score: 173.36     PEP: 5.4041E-60
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Mass: 1666.7951     Charge: 3     m/z: 556.60564
Modified Peptide: _FDQYLDAENK(ac)INR_     Score: 51.875     PEP: 0.00062158
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Mass: 1780.9542     Charge: 2     m/z: 891.48436
Modified Peptide: _GSSSLYTLVINDAGK(ac)AK_     Score: 123.36     PEP: 3.1634E-22
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Mass: 1646.8879     Charge: 2     m/z: 824.45124
Modified Peptide: _EITDIK(ac)QFLELTR_     Score: 308.74     PEP: 4.5317E-220
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Modified Peptide: _NPLSLTEATK(ac)TNVDNNSK_     Score: 31.111     PEP: 0.002662
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Mass: 1489.7635     Charge: 3     m/z: 497.59512
Modified Peptide: _SSFTFGSTTIEK(ac)K_     Score: 50.088     PEP: 0.001733
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Mass: 1987.9458     Charge: 3     m/z: 663.65588
Modified Peptide: _TNVDNNSK(ac)AEASFTFGTK_     Score: 39.385     PEP: 0.0003817
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Mass: 2216.0538     Charge: 3     m/z: 739.69189
Modified Peptide: _K(ac)PFSFGTSQPNNTPSFSFGK_     Score: 50.358     PEP: 0.00035401
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Mass: 1329.714     Charge: 2     m/z: 665.86427
Modified Peptide: _SK(ac)NPLSLTEATK_     Score: 65.295     PEP: 0.00012464
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Mass: 1939.0597     Charge: 3     m/z: 647.36051
Modified Peptide: _NILEAPVK(ac)SIENPTQTK_     Score: 59.512     PEP: 1.3061E-06
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Mass: 2555.2391     Charge: 3     m/z: 852.75365
Modified Peptide: _TADTK(ac)APTFTFGSSALADNKEDVK_     Score: 151.01     PEP: 2.9584E-39
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Mass: 3274.5226     Charge: 3     m/z: 1092.5148
Modified Peptide: _EASQEDDNNNVEK(ac)PSSKPAFNLISNAGTEK_     Score: 131.5     PEP: 2.2544E-54
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Mass: 2365.1864     Charge: 3     m/z: 789.40273
Modified Peptide: _FSGTVSSDVFK(ac)LNPSTDKNEK_     Score: 167.16     PEP: 1.1195E-62
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Mass: 1676.925     Charge: 3     m/z: 559.98227
Modified Peptide: _TSFFQALGVPTK(ac)IAR_     Score: 57.328     PEP: 6.672E-05
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Mass: 2337.1675     Charge: 3     m/z: 780.0631
Modified Peptide: _AVNTGM(ox)EPGK(ac)TSFFQALGVPTK_     Score: 163.95     PEP: 2.216E-68
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Mass: 1850.0401     Charge: 3     m/z: 617.6873
Modified Peptide: _IILVGGTIPELDPK(ac)TDK_     Score: 51.888     PEP: 3.4832E-05
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Mass: 1073.6688     Charge: 2     m/z: 537.84169
Modified Peptide: _EILK(ac)IVPGR_     Score: 82.287     PEP: 0.00011179
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Mass: 1370.6921     Charge: 2     m/z: 686.35335
Modified Peptide: _LFEQEGVSK(ac)ER_     Score: 77.593     PEP: 3.8334E-05
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Mass: 1582.7362     Charge: 2     m/z: 792.3754
Modified Peptide: _EAGDK(ac)ISYISDESK_     Score: 171.08     PEP: 2.2344E-41
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Mass: 885.47997     Charge: 2     m/z: 443.74726
Modified Peptide: _SLFK(ac)EGR_     Score: 64.836     PEP: 0.0052851
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Mass: 2424.2173     Charge: 3     m/z: 809.0797
Modified Peptide: _NALKPVFQDLYESTK(ac)NGTETK_     Score: 35.036     PEP: 0.0014304
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Mass: 2314.1845     Charge: 4     m/z: 579.5534
Modified Peptide: _AAIEDGWVPGK(ac)NLFTVEDAIK_     Score: 40.756     PEP: 0.00025034
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Mass: 1096.5805     Charge: 2     m/z: 549.29751
Modified Peptide: _EK(ac)LLDYFK_     Score: 122.33     PEP: 0.00012367
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Modified Peptide: _EK(ac)LEKELDTIR_     Score: 105.03     PEP: 6.4673E-09
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Mass: 1157.6292     Charge: 2     m/z: 579.82188
Modified Peptide: _LEK(ac)ELDTIR_     Score: 175.65     PEP: 2.3987E-24



0 500 1000 1500 2000

m/z

0

100000

200000

300000

400000

500000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
9

)

y
2

 (
2

4
8

.1
6

0
7

)

y
3

 (
3

3
5

.1
9

2
7

)

y
4

 (
4

6
4

.2
3

5
1

)

y
5

 (
6

2
7

.2
9

8
2

)

y
6

 (
7

4
0

.3
8

1
9

)

y
7

 (
8

5
5

.4
0

8
0

)

y
8

 (
9

8
3

.4
6

6
9

)

y
9

 (
1

1
3

0
.5

3
4

1
)

y
1

1
 (

1
3

2
6

.6
5

4
6

)

y
4

-H
2

O
 (

4
4

6
.2

2
4

2
)

y
8

-H
2

O
 (

9
6

5
.4

5
7

9
) y
8

-N
H

3
 (

9
6

6
.4

4
2

2
)

y
1

2
(2

+
) 

(7
4

8
.8

9
1

6
)

a
2

 (
1

5
8

.0
9

2
4

)
b
2

 (
1

8
6

.0
8

7
4

)

b
3

 (
2

9
9

.1
7

1
7

)
b
3

-N
H

3
 (

2
8

2
.1

4
5

0
)

b
4

 (
4

6
9

.2
7

7
1

)

b
5

 (
5

6
6

.3
2

9
4

)

b
6

 (
6

6
5

.3
9

7
7

)
b
6

-N
H

3
 (

6
4

8
.3

7
1

5
)

b
7

 (
8

1
2

.4
6

6
9

)

b
9

 (
1

0
5

5
.5

4
5

5
)

a
cK

* 
(1

2
6

.0
9

1
5

)

Mass: 1793.92     Charge: 3     m/z: 598.9806
Modified Peptide: _NALK(ac)PVFQDLYESTK_     Score: 143.38     PEP: 5.5832E-33
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Mass: 1346.7194     Charge: 3     m/z: 449.91375
Modified Peptide: _NLFTVEDAIK(ac)R_     Score: 203.83     PEP: 3.4382E-55
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Mass: 2140.178     Charge: 3     m/z: 714.39993
Modified Peptide: _DLTHVEPPK(ac)DLDVILVAPK_     Score: 270.95     PEP: 1.8176E-201
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Mass: 2314.1845     Charge: 3     m/z: 772.40211
Modified Peptide: _VTELLGFDK(ac)VYPVTGQTYSR_     Score: 51.348     PEP: 0.0001355
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Mass: 2304.1386     Charge: 3     m/z: 769.05348
Modified Peptide: _DVNNALQPFQK(ac)YLNDEQVK_     Score: 128.38     PEP: 4.4633E-35
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Mass: 2187.0042     Charge: 2     m/z: 1094.5094
Modified Peptide: _EVEEPFEK(ac)SQIGSSAM(ox)AYK_     Score: 153.36     PEP: 4.5391E-45
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Mass: 1658.8192     Charge: 2     m/z: 830.41687
Modified Peptide: _K(ac)FLIDDYLGNYEK_     Score: 96.591     PEP: 9.2956E-07
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Mass: 1222.6095     Charge: 2     m/z: 612.31201
Modified Peptide: _ANDIGFNK(ac)FR_     Score: 59.542     PEP: 0.00052179
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Mass: 1593.8039     Charge: 3     m/z: 532.27523
Modified Peptide: _SWSTAEK(ac)LQVFEK_     Score: 59.227     PEP: 0.00013647
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Mass: 2250.1313     Charge: 3     m/z: 751.05104
Modified Peptide: _LPNGEPNHLIYFPK(ac)ADGYR_     Score: 31.111     PEP: 0.0019678
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Mass: 1286.6365     Charge: 2     m/z: 644.32554
Modified Peptide: _SK(ac)DIYPYESK_     Score: 91.313     PEP: 4.5131E-07
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Mass: 1919.9005     Charge: 2     m/z: 960.95752
Modified Peptide: _DSM(ox)K(ac)PEEEVESTPQLK_     Score: 100.41     PEP: 3.7755E-14
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Mass: 3196.3779     Charge: 3     m/z: 1066.4666
Modified Peptide: _LHENPDGTFSVIDPDSTDSFGDGM(ox)GSAK(ac)DK_     Score: 185.65     PEP: 4.3489E-117
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Mass: 1516.8137     Charge: 2     m/z: 759.41413
Modified Peptide: _ENEVEK(ac)VQFILK_     Score: 53.034     PEP: 0.00070088
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Mass: 1602.7824     Charge: 3     m/z: 535.26809
Modified Peptide: _HLDM(ox)DYVQQK(ac)LR_     Score: 76.655     PEP: 5.5586E-05
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Mass: 2492.2125     Charge: 3     m/z: 831.74476
Modified Peptide: _AAVSGK(ac)PYFFFGSDSAPHPVQNK_     Score: 101.94     PEP: 9.3592E-23
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Mass: 1553.8458     Charge: 2     m/z: 777.93018
Modified Peptide: _LLSSM(ox)GYVAGK(ac)GLGK_     Score: 103.85     PEP: 2.8021E-12
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Mass: 1748.8615     Charge: 3     m/z: 583.9611
Modified Peptide: _LDGLSVQELM(ox)DSK(ac)TR_     Score: 85.28     PEP: 7.6944E-08
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Mass: 2110.127     Charge: 3     m/z: 704.38294
Modified Peptide: _NPVTGAQGITLSEGNEILK(ac)K_     Score: 78.132     PEP: 2.4917E-09
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Mass: 1281.7172     Charge: 2     m/z: 641.86589
Modified Peptide: _TALEFAK(ac)SLPR_     Score: 107.85     PEP: 8.9399E-10
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Mass: 2138.0505     Charge: 4     m/z: 535.5199
Modified Peptide: _TASAQLEGGVHNLHSYEK(ac)R_     Score: 103.1     PEP: 4.6517E-21
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Mass: 1385.717     Charge: 2     m/z: 693.86576
Modified Peptide: _VTGFK(ac)DEVLETV_     Score: 35.006     PEP: 0.0045041
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Mass: 1234.674     Charge: 2     m/z: 618.34427
Modified Peptide: _STGLK(ac)SASDALK_     Score: 63.091     PEP: 0.0001394
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Mass: 1751.9669     Charge: 2     m/z: 876.99073
Modified Peptide: _LIPEVINK(ac)EIENATK_     Score: 84.046     PEP: 1.2498E-07
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Mass: 2088.019     Charge: 3     m/z: 697.0136
Modified Peptide: _NLLTNFHGM(ox)DFTTDK(ac)LR_     Score: 81.428     PEP: 1.5664E-10
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Mass: 2273.0969     Charge: 3     m/z: 758.70624
Modified Peptide: _QPK(ac)FDVGALM(ox)ALHGEGSGEEK_     Score: 87.156     PEP: 6.5006E-15
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Mass: 2105.007     Charge: 3     m/z: 702.67628
Modified Peptide: _FDVGALM(ox)ALHGEGSGEEK(ac)GK_     Score: 98.132     PEP: 2.0462E-15
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Mass: 2835.3861     Charge: 4     m/z: 709.85381
Modified Peptide: _LRVDEVQGK(ac)NLLTNFHGM(ox)DFTTDK_     Score: 96.303     PEP: 4.2276E-17
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Mass: 2186.1575     Charge: 3     m/z: 729.72645
Modified Peptide: _EIENATK(ac)DIFPLQNIHVR_     Score: 111.92     PEP: 1.1227E-21
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Mass: 1780.842     Charge: 2     m/z: 891.4283
Modified Peptide: _EWFDIK(ac)APSTFENR_     Score: 153.39     PEP: 2.3836E-33
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Mass: 1239.7438     Charge: 2     m/z: 620.8792
Modified Peptide: _VVDK(ac)ALLAEIK_     Score: 139.89     PEP: 4.1925E-19
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Mass: 2112.1831     Charge: 3     m/z: 705.0683
Modified Peptide: _ALSTLAESPILVSEK(ac)LPFR_     Score: 36.637     PEP: 0.00029567
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Mass: 2163.0079     Charge: 3     m/z: 722.0099
Modified Peptide: _KYNLSDQM(ox)DFVK(ac)GDFM(ox)K_     Score: 55.864     PEP: 8.8827E-05
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Mass: 1399.7642     Charge: 2     m/z: 700.88937
Modified Peptide: _GQLGIVK(ac)DVNGDK_     Score: 84.468     PEP: 9.8156E-06
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Mass: 1966.9272     Charge: 3     m/z: 656.64969
Modified Peptide: _LDYGK(ac)FDEIDPTTQQR_     Score: 99.344     PEP: 6.2974E-13
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Mass: 1578.7633     Charge: 2     m/z: 790.38894
Modified Peptide: _M(ox)DLSK(ac)M(ox)NPEIISK_     Score: 188.25     PEP: 2.7981E-62
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Mass: 1376.8271     Charge: 2     m/z: 689.42084
Modified Peptide: _GLFIIDPK(ac)GVIR_     Score: 122.7     PEP: 9.9303E-15
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Mass: 1925.9622     Charge: 2     m/z: 963.98839
Modified Peptide: _TAVVDGVFDEVSLDK(ac)YK_     Score: 215.23     PEP: 2.9841E-146
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Mass: 2225.1623     Charge: 3     m/z: 742.72803
Modified Peptide: _TSDLNQEHGNGSAILGK(ac)LSVK_     Score: 30.094     PEP: 0.0024365
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Mass: 1347.7369     Charge: 2     m/z: 674.87573
Modified Peptide: _VSASFADK(ac)LPQK_     Score: 162.6     PEP: 1.1699E-35
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Mass: 1540.7321     Charge: 2     m/z: 771.37333
Modified Peptide: _NSGGNNNTTDLK(ac)TR_     Score: 71.692     PEP: 5.6322E-06
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Mass: 3084.5772     Charge: 4     m/z: 772.15159
Modified Peptide: _IM(ox)SNHDPSELSNGAIK(ac)YPLDVITLQQK_     Score: 60.521     PEP: 1.0472E-11
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Mass: 3258.4771     Charge: 3     m/z: 1087.1663
Modified Peptide: _ALALGSSTVM(ox)M(ox)GGM(ox)LAGTTESPGEYFYK(ac)DGK_     Score: 98.112     PEP: 9.6857E-24
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Mass: 1751.9669     Charge: 2     m/z: 876.99073
Modified Peptide: _LIPEVINK(ac)EIENATK_     Score: 84.046     PEP: 1.2498E-07
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Mass: 1503.7643     Charge: 2     m/z: 752.88943
Modified Peptide: _YM(ox)LPK(ac)LLDPNDK_     Score: 109.6     PEP: 5.8915E-10
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Mass: 1341.6921     Charge: 3     m/z: 448.23797
Modified Peptide: _DLNYSK(ac)LHFR_     Score: 50.284     PEP: 0.0010164
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Mass: 1242.7518     Charge: 2     m/z: 622.38319
Modified Peptide: _LSLNELIK(ac)QK_     Score: 67.153     PEP: 0.00026336



0 200 400 600 800 1000 1200 1400

m/z

0

50000

100000

150000

200000

250000

300000

350000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

7
1

)

y
2

 (
3

3
3

.2
4

6
5

)

y
3

 (
4

4
6

.3
3

1
6

)

y
4

 (
5

1
7

.3
6

8
7

)

y
5

 (
5

8
8

.4
0

4
6

)

y
6

 (
6

8
7

.4
7

7
4

)

y
7

 (
8

0
2

.5
0

1
1

)

y
8

 (
9

3
1

.5
4

1
7

)

y
9

 (
1

0
1

8
.5

7
2

2
)

y
1

0
 (

1
1

1
5

.6
2

6
1

)

y
9

-H
2

O
 (

1
0

0
0

.5
6

9
1

)

a
2

 (
3

2
2

.1
5

4
9

)

b
2

 (
3

5
0

.1
5

0
1

)

b
3

 (
4

4
7

.2
0

0
3

)

Mass: 1463.7631     Charge: 2     m/z: 732.88884
Modified Peptide: _WYPSEDVAALK(ac)K_     Score: 81.92     PEP: 6.4281E-05
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Mass: 1315.6449     Charge: 2     m/z: 658.8297
Modified Peptide: _FNVEYFAK(ac)EK_     Score: 87.363     PEP: 6.4555E-07
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Mass: 1615.8246     Charge: 2     m/z: 808.91958
Modified Peptide: _APK(ac)WYPSEDVAALK_     Score: 133.48     PEP: 6.0509E-24
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Mass: 1626.8406     Charge: 3     m/z: 543.28747
Modified Peptide: _VFDK(ac)NTSGKPFAFK_     Score: 51.546     PEP: 0.0018254
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Mass: 2378.1879     Charge: 3     m/z: 793.73657
Modified Peptide: _ITM(ox)AALNPEAIDEENK(ac)PSTLR_     Score: 61.181     PEP: 3.4856E-06
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Mass: 1115.659     Charge: 2     m/z: 558.8368
Modified Peptide: _LPLYALEK(ac)K_     Score: 101.11     PEP: 0.0012171
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Mass: 2339.0666     Charge: 3     m/z: 780.69614
Modified Peptide: _TTTGDAM(ox)GM(ox)NM(ox)ISK(ac)GVEYSLK_     Score: 69.581     PEP: 8.8823E-07
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Mass: 1890.9469     Charge: 2     m/z: 946.48074
Modified Peptide: _AINAGGGATTVLTK(ac)DGM(ox)TR_     Score: 76.155     PEP: 1.6859E-09
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Mass: 1410.6602     Charge: 2     m/z: 706.33737
Modified Peptide: _ALCTGEK(ac)GWGYK_     Score: 36.847     PEP: 0.0039657
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Mass: 1138.5659     Charge: 2     m/z: 570.29021
Modified Peptide: _FADENFVK(ac)K_     Score: 113.62     PEP: 2.3063E-06
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Mass: 1561.8253     Charge: 2     m/z: 781.91992
Modified Peptide: _VFFDPAVNGTK(ac)IGR_     Score: 102.28     PEP: 1.0465E-11
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Mass: 1645.7988     Charge: 2     m/z: 823.90667
Modified Peptide: _SIYGSK(ac)FADENFVK_     Score: 178.58     PEP: 3.9115E-53
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Mass: 1956.972     Charge: 3     m/z: 653.33126
Modified Peptide: _CQPYFRPVNGITGDK(ac)R_     Score: 36.638     PEP: 0.0059994
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Mass: 1677.8322     Charge: 3     m/z: 560.28468
Modified Peptide: _SASK(ac)FQSVSENISPR_     Score: 53.995     PEP: 0.00014347
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Mass: 1145.5928     Charge: 2     m/z: 573.80369
Modified Peptide: _VNVIDK(ac)DSSK_     Score: 72.652     PEP: 7.8608E-05
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Mass: 1937.9636     Charge: 2     m/z: 969.98906
Modified Peptide: _NLK(ac)YQSSAVPFPFENR_     Score: 59.862     PEP: 2.2696E-06
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Mass: 2984.5041     Charge: 3     m/z: 995.84197
Modified Peptide: _VDQVLQESNLANPEK(ac)DSKFEELSTAK_     Score: 113.5     PEP: 1.7737E-26
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Mass: 1784.8806     Charge: 2     m/z: 893.44756
Modified Peptide: _QEVSK(ac)WNDIVQQNR_     Score: 154.65     PEP: 5.9142E-31
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Mass: 1534.7085     Charge: 3     m/z: 512.57676
Modified Peptide: _AFEDHSWK(ac)FYR_     Score: 60.434     PEP: 0.00021745
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Mass: 2163.0543     Charge: 3     m/z: 722.02537
Modified Peptide: _QEVVSTDDK(ac)EGLSATQTVSK_     Score: 57.009     PEP: 4.6444E-05
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Mass: 1981.0087     Charge: 3     m/z: 661.34352
Modified Peptide: _EAK(ac)DHGEGGIIVGSALENK_     Score: 95.814     PEP: 5.5085E-15
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Mass: 1599.7781     Charge: 2     m/z: 800.8963
Modified Peptide: _SK(ac)IEQYLQTYGASA_     Score: 138.87     PEP: 1.8623E-24
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Mass: 1681.8424     Charge: 2     m/z: 841.92847
Modified Peptide: _NFTDIQK(ac)GLNTAYR_     Score: 100.45     PEP: 5.985E-11
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Mass: 1966.9706     Charge: 2     m/z: 984.49258
Modified Peptide: _FLVSNGEK(ac)LEEIDSDSK_     Score: 219.95     PEP: 4.9289E-109
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Mass: 1517.8606     Charge: 3     m/z: 506.96081
Modified Peptide: _VDVVPPK(ac)PFITHK_     Score: 53.754     PEP: 0.00049761
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Mass: 1690.8461     Charge: 2     m/z: 846.43032
Modified Peptide: _M(ox)AQIPNFQK(ac)NLSSR_     Score: 43.184     PEP: 0.0010739
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Mass: 1344.7525     Charge: 3     m/z: 449.25811
Modified Peptide: _TFVNVAK(ac)PFHK_     Score: 32.329     PEP: 0.0079042
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Mass: 972.54838     Charge: 2     m/z: 487.28147
Modified Peptide: _LVTK(ac)SYGR_     Score: 58.676     PEP: 0.0023368
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Mass: 1185.6605     Charge: 2     m/z: 593.83753
Modified Peptide: _ELDITNK(ac)LAK_     Score: 58.63     PEP: 0.00057053
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Mass: 1349.7191     Charge: 2     m/z: 675.86682
Modified Peptide: _LIK(ac)SYNIDTNK_     Score: 81.625     PEP: 2.2587E-05
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Mass: 1329.6768     Charge: 2     m/z: 665.84569
Modified Peptide: _SYNIDTNK(ac)IGR_     Score: 109.24     PEP: 6.9447E-10
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Mass: 2188.0998     Charge: 3     m/z: 730.37387
Modified Peptide: _YFDYNVFHVPTCK(ac)LVTK_     Score: 84.493     PEP: 6.7207E-11
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Mass: 1342.6769     Charge: 2     m/z: 672.34572
Modified Peptide: _ALDQVYK(ac)SYSK_     Score: 116.54     PEP: 2.9792E-14
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Mass: 1954.0251     Charge: 3     m/z: 652.34898
Modified Peptide: _RITETPK(ac)DYEAAIELR_     Score: 116.06     PEP: 3.1182E-20
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Mass: 1303.7136     Charge: 2     m/z: 652.86408
Modified Peptide: _NIEK(ac)TFVNVAK_     Score: 177.04     PEP: 1.8552E-35
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Mass: 1473.7926     Charge: 3     m/z: 492.27149
Modified Peptide: _LEVGTETLIDK(ac)SK_     Score: 168.61     PEP: 5.7012E-52



0 500 1000 1500

m/z

0

500000

1000000

1500000

2000000

2500000

3000000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
5

)

y
2

 (
2

8
4

.1
6

8
7

)

y
3

 (
3

9
7

.2
5

3
2

)

y
4

 (
5

1
1

.2
9

5
8

)

y
5

 (
6

8
9

.4
1

4
5

)

y
6

 (
8

0
4

.4
4

1
3

)

y
7

 (
9

0
5

.4
8

9
5

)

y
8

 (
1

0
1

8
.5

7
3

0
)

y
9

 (
1

1
0

5
.6

0
5

3
)

y
1

0
 (

1
2

3
4

.6
4

6
2

)

y
1

1
 (

1
3

4
9

.6
7

1
7

)

y
2

-H
2

O
 (

2
6

6
.1

5
8

1
)

y
6

-H
2

O
 (

7
8

6
.4

2
6

9
)

y
6

-N
H

3
 (

7
8

7
.4

1
5

0
)

y
7

-H
2

O
 (

8
8

7
.4

7
7

9
)

y
7

-N
H

3
 (

8
8

8
.4

6
9

0
)

y
8

-H
2

O
 (

1
0

0
0

.5
5

8
3

)

y
9

-H
2

O
 (

1
0

8
7

.5
9

2
9

)

y
1

0
-H

2
O

 (
1

2
1

6
.6

3
4

9
)

y
1

1
-H

2
O

 (
1

3
3

1
.6

6
0

0
)

a
2

 (
2

5
1

.1
0

1
8

)
b
2

 (
2

7
9

.0
9

6
9

)

b
3

 (
3

9
4

.1
2

3
7

)
b
3

-H
2

O
 (

3
7

6
.1

1
3

0
)

b
4

 (
5

2
3

.1
6

6
2

)
b
4

-H
2

O
 (

5
0

5
.1

5
5

8
)

b
5

 (
6

1
0

.1
9

7
6

)
b
5

-H
2

O
 (

5
9

2
.1

8
7

1
)

b
6

 (
7

2
3

.2
8

1
7

)
b
6

-H
2

O
 (

7
0

5
.2

7
1

1
)

b
7

 (
8

2
4

.3
2

7
6

)
b
7

-H
2

O
 (

8
0

6
.3

1
7

3
)

b
8

 (
9

3
9

.3
6

4
5

)

b
9

 (
1

1
1

7
.4

7
7

4
)

b
9

-H
2

O
 (

1
0

9
9

.4
6

3
8

)

b
1

0
 (

1
2

3
1

.5
1

5
8

)
b
1

0
-H

2
O

 (
1

2
1

3
.5

1
0

2
)

b
1

0
-N

H
3

 (
1

2
1

4
.4

9
6

1
)

b
1

1
 (

1
3

4
4

.6
0

0
2

)

Mass: 1626.7596     Charge: 2     m/z: 814.38706
Modified Peptide: _DYDESLTDK(ac)NIEK_     Score: 214.47     PEP: 9.4217E-87
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Mass: 1962.0492     Charge: 2     m/z: 982.03188
Modified Peptide: _SSQLPISALTSTDTDK(ac)IK_     Score: 149.36     PEP: 2.7259E-43
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Mass: 2834.4205     Charge: 3     m/z: 945.81412
Modified Peptide: _SK(ac)FM(ox)TNSTAFVPTIEYVQCPTVIK_     Score: 50.029     PEP: 2.8039E-06
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Mass: 1385.7547     Charge: 2     m/z: 693.88462
Modified Peptide: _NFIPQK(ac)YSALR_     Score: 99.522     PEP: 1.473E-07
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Mass: 2196.0699     Charge: 3     m/z: 733.03057
Modified Peptide: _LQTIVDPNIYSK(ac)YADGSDR_     Score: 162.33     PEP: 4.3464E-34
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Mass: 1365.7293     Charge: 2     m/z: 683.8719
Modified Peptide: _QFNGLLDVYK(ac)K_     Score: 84.289     PEP: 2.8543E-05
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Modified Peptide: _ILCAIGYAK(ac)LNDLK_     Score: 68.034     PEP: 1.4325E-05
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Mass: 1511.8024     Charge: 2     m/z: 756.90848
Modified Peptide: _YALYVPK(ac)TGSFPK_     Score: 106.13     PEP: 4.6113E-10
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Mass: 1637.7755     Charge: 2     m/z: 819.89505
Modified Peptide: _EINEDSK(ac)DFEQVK_     Score: 107.14     PEP: 4.0249E-10
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Mass: 1800.8968     Charge: 3     m/z: 601.30621
Modified Peptide: _FK(ac)LPSGTEYTLTGM(ox)AK_     Score: 92.952     PEP: 4.3021E-12
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Mass: 1299.7034     Charge: 2     m/z: 650.85899
Modified Peptide: _LNDLK(ac)SLDVNK_     Score: 120.55     PEP: 1.9055E-14
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Mass: 2476.205     Charge: 3     m/z: 826.40895
Modified Peptide: _GK(ac)NINAIVVNSGCANSVTGDLGM(ox)K_     Score: 119.41     PEP: 2.0686E-17
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Mass: 1437.765     Charge: 2     m/z: 719.88977
Modified Peptide: _ALQK(ac)M(ox)LTFATTR_     Score: 127.71     PEP: 7.6273E-21
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Mass: 1404.7283     Charge: 2     m/z: 703.37141
Modified Peptide: _LQM(ox)DK(ac)ISTGINK_     Score: 141.13     PEP: 7.8778E-23
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Mass: 1476.7824     Charge: 2     m/z: 739.39848
Modified Peptide: _ISTGINK(ac)IFGEEK_     Score: 182.02     PEP: 1.9847E-54
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Mass: 1584.8359     Charge: 2     m/z: 793.42523
Modified Peptide: _TLINDGVLNK(ac)DDVK_     Score: 112.5     PEP: 1.394E-12
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Mass: 1985.0582     Charge: 3     m/z: 662.69334
Modified Peptide: _SQFVK(ac)ENPTLRPAEISK_     Score: 48.547     PEP: 0.00024671
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Mass: 1655.8519     Charge: 2     m/z: 828.93322
Modified Peptide: _IAGEK(ac)WQNLEADIK_     Score: 84.468     PEP: 3.5763E-07
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Mass: 1417.7487     Charge: 2     m/z: 709.88161
Modified Peptide: _SQLDLM(ox)K(ac)IIGDK_     Score: 111.39     PEP: 9.5738E-09
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Mass: 1910.0444     Charge: 3     m/z: 637.68874
Modified Peptide: _ENPTLRPAEISK(ac)IAGEK_     Score: 73.464     PEP: 1.8613E-09
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Mass: 2045.0223     Charge: 3     m/z: 682.68137
Modified Peptide: _SQVFAQHPDK(ac)SQLDLM(ox)K_     Score: 90.654     PEP: 7.6568E-13
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Mass: 1671.8832     Charge: 2     m/z: 836.94887
Modified Peptide: _IIGDK(ac)WQSLDQSIK_     Score: 151.9     PEP: 4.7928E-33
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Mass: 2377.1599     Charge: 3     m/z: 793.3939
Modified Peptide: _LVEDEIDEEEGPQK(ac)EEAPKK_     Score: 97.284     PEP: 1.3509E-14
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Mass: 1695.9782     Charge: 2     m/z: 848.99638
Modified Peptide: _IFILGSSYQK(ac)ELLK_     Score: 33.204     PEP: 0.0026119
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Mass: 1632.9451     Charge: 2     m/z: 817.47981
Modified Peptide: _ELLK(ac)QIPAENLPVK_     Score: 90.444     PEP: 2.4651E-08
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Mass: 1547.8934     Charge: 2     m/z: 774.95398
Modified Peptide: _LFK(ac)PFLDPVTVSK_     Score: 105.99     PEP: 4.6917E-10
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Mass: 2497.3944     Charge: 4     m/z: 625.35589
Modified Peptide: _LHYK(ac)DIPVPEPKPNEILINVK_     Score: 56.708     PEP: 0.00024998
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Mass: 1200.6838     Charge: 2     m/z: 601.34915
Modified Peptide: _GWK(ac)VGDLAGIK_     Score: 61.344     PEP: 0.00020596
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Mass: 1195.6237     Charge: 2     m/z: 598.81914
Modified Peptide: _GVIFYENK(ac)GK_     Score: 72.275     PEP: 9.1289E-05
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Mass: 1139.5533     Charge: 2     m/z: 570.78391
Modified Peptide: _VYDLM(ox)EK(ac)GK_     Score: 111.61     PEP: 1.1128E-06
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Mass: 1328.6824     Charge: 2     m/z: 665.34846
Modified Peptide: _VLGIDAGEEK(ac)EK_     Score: 167.71     PEP: 1.5029E-36
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Mass: 1437.8778     Charge: 2     m/z: 719.94616
Modified Peptide: _SPIK(ac)IVGLSELPK_     Score: 164.7     PEP: 1.0654E-40
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Mass: 1891.0013     Charge: 2     m/z: 946.5079
Modified Peptide: _IVGLSELPK(ac)VYDLM(ox)EK_     Score: 156     PEP: 1.6215E-47
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Mass: 1191.6339     Charge: 2     m/z: 596.82423
Modified Peptide: _LAGDPIDK(ac)SAR_     Score: 66.262     PEP: 0.00014381
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Mass: 1566.8253     Charge: 2     m/z: 784.41994
Modified Peptide: _GNVIEGK(ac)LAGDPIDK_     Score: 100.35     PEP: 9.2394E-11
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Mass: 1666.8275     Charge: 3     m/z: 556.61643
Modified Peptide: _GEAGTGDVSEAVK(ac)HIR_     Score: 132.05     PEP: 3.9295E-28
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Mass: 1732.8852     Charge: 2     m/z: 867.44986
Modified Peptide: _DIM(ox)NSVSIPVM(ox)AK(ac)VR_     Score: 160.87     PEP: 3.6251E-34
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Mass: 2363.2373     Charge: 3     m/z: 788.75304
Modified Peptide: _ENPPTVQFGLK(ac)PEIANPELTK_     Score: 63.937     PEP: 2.6185E-06
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Mass: 1215.6645     Charge: 2     m/z: 608.83955
Modified Peptide: _LAEAM(ox)GLK(ac)GLR_     Score: 91.937     PEP: 1.3432E-06
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Mass: 2658.3653     Charge: 3     m/z: 887.12905
Modified Peptide: _RPEPAPSFNVDPLEQPAEPSK(ac)LAK_     Score: 71.54     PEP: 2.7562E-08
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Mass: 1430.7518     Charge: 2     m/z: 716.38317
Modified Peptide: _VTGNISK(ac)FAPEAR_     Score: 129.77     PEP: 1.4507E-21



0 500 1000 1500 2000

m/z

0

10000

20000

30000

40000

50000

In
te

n
si

ty

y
2

 (
2

7
0

.1
5

3
1

)

y
3

 (
3

8
3

.2
3

6
3

)

y
4

 (
4

9
8

.2
6

3
5

)

y
6

 (
6

8
4

.3
6

3
1

)

y
7

 (
8

3
1

.3
9

8
8

)

a
2

 (
2

1
9

.1
4

8
6

)

b
7

 (
8

2
1

.3
9

9
0

)

b
8

 (
9

2
0

.4
6

8
4

)

b
7

(2
+

) 
(4

1
1

.2
0

4
1

)

Mass: 1749.8578     Charge: 3     m/z: 584.29322
Modified Peptide: _FVGHK(ac)SDVM(ox)SVDIDK_     Score: 44.807     PEP: 0.00051927
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Mass: 1031.5651     Charge: 2     m/z: 516.78985
Modified Peptide: _DK(ac)TLISWK_     Score: 95.502     PEP: 0.00046286
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Mass: 1029.6223     Charge: 2     m/z: 515.81841
Modified Peptide: _TIK(ac)VWTIK_     Score: 143.03     PEP: 4.4443E-09
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Mass: 1545.8039     Charge: 3     m/z: 516.27523
Modified Peptide: _TLISWK(ac)LTGDDQK_     Score: 113.24     PEP: 4.83E-11
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Mass: 2228.0808     Charge: 3     m/z: 743.70089
Modified Peptide: _VVPNEK(ac)ADDDSVTIISAGNDK_     Score: 121.14     PEP: 4.1856E-18
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Mass: 1293.6122     Charge: 2     m/z: 647.81339
Modified Peptide: _SDVM(ox)SVDIDK(ac)K_     Score: 142.07     PEP: 1.1299E-21
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Mass: 1935.9095     Charge: 2     m/z: 968.96204
Modified Peptide: _ADDDSVTIISAGNDK(ac)M(ox)VK_     Score: 132.59     PEP: 5.1971E-34
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Mass: 1472.7623     Charge: 2     m/z: 737.38845
Modified Peptide: _LTGDDQK(ac)FGVPVR_     Score: 188.48     PEP: 2.6393E-62
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Mass: 1527.735     Charge: 2     m/z: 764.87478
Modified Peptide: _LAGDK(ac)ADNWWFR_     Score: 49.423     PEP: 0.00099357
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Mass: 1898.0604     Charge: 2     m/z: 950.03749
Modified Peptide: _TAILSVYDK(ac)TGLLDLAR_     Score: 70.235     PEP: 1.2865E-07
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Mass: 1798.0262     Charge: 3     m/z: 600.34935
Modified Peptide: _SLSQSLTATTQK(ac)LK(ac)GK_     Score: 86.641     PEP: 3.7379E-11
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Mass: 1462.7166     Charge: 2     m/z: 732.3656
Modified Peptide: _LYLDNK(ac)SMYFK_     Score: 218.15     PEP: 3.4924E-68
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Mass: 1659.8382     Charge: 2     m/z: 830.92635
Modified Peptide: _TQK(ac)EM(ox)LYGILNER_     Score: 207.64     PEP: 2.4872E-74
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Mass: 1546.8566     Charge: 2     m/z: 774.43559
Modified Peptide: _SLSQSLTATTQK(ac)LK_     Score: 200.55     PEP: 1.2616E-84
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Mass: 1175.6066     Charge: 2     m/z: 588.81059
Modified Peptide: _LDK(ac)FSDVFR_     Score: 67.726     PEP: 0.00077436
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Mass: 1235.7096     Charge: 2     m/z: 618.86209
Modified Peptide: _TIIGK(ac)LQDYK_     Score: 86.344     PEP: 2.8918E-06
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Mass: 2217.0913     Charge: 3     m/z: 740.03772
Modified Peptide: _LSIDK(ac)IDNNSINTWEANTK_     Score: 108.71     PEP: 9.6972E-22
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Mass: 1296.7049     Charge: 2     m/z: 649.35972
Modified Peptide: _ILNFFDK(ac)NTK_     Score: 78.653     PEP: 3.5109E-05
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Mass: 2323.0638     Charge: 2     m/z: 1162.5392
Modified Peptide: _GSTM(ox)GPDK(ac)DFVEVTPDNISTR_     Score: 78.987     PEP: 8.526E-06
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Mass: 1362.682     Charge: 3     m/z: 455.2346
Modified Peptide: _DK(ac)HEFYEILK_     Score: 46.592     PEP: 0.0012136
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Mass: 2537.2358     Charge: 3     m/z: 846.75253
Modified Peptide: _VTNVSHSQEAEK(ac)LTLNESEQPR_     Score: 34.346     PEP: 0.00020375
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Mass: 1006.6419     Charge: 2     m/z: 504.32822
Modified Peptide: _AILFIPK(ac)R_     Score: 89.55     PEP: 0.0014881



0 200 400 600 800 1000

m/z

0

50000

100000

150000

200000

250000

300000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
1

)

y
2

 (
2

8
8

.2
0

3
1

)

y
3

 (
4

0
1

.2
8

7
2

)

y
4

 (
5

7
1

.3
9

2
3

)

y
5

 (
6

4
2

.4
2

9
3

)

y
6

 (
7

5
5

.5
1

2
8

)

y
7

 (
8

2
6

.5
5

5
1

)

a
2

 (
1

1
5

.0
8

6
9

)

b
2

 (
1

4
3

.0
8

1
5

)

b
3

 (
2

5
6

.1
6

5
8

)

a
cK

* 
(1

2
6

.0
9

1
6

)

Mass: 896.58074     Charge: 2     m/z: 449.29764
Modified Peptide: _AALAK(ac)LLR_     Score: 75.213     PEP: 0.00098797
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Mass: 1839.9477     Charge: 2     m/z: 920.98112
Modified Peptide: _LFLK(ac)DDQLEYLEEK_     Score: 54.598     PEP: 0.00024175



0 200 400 600 800 1000 1200 1400

m/z

0

50000

100000

150000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
5

)

y
4

 (
4

7
8

.3
4

6
9

)

y
5

 (
5

6
5

.3
7

7
3

)

y
7

 (
8

4
0

.5
4

8
9

)

y
8

 (
9

2
7

.5
7

9
2

)

y
9

 (
1

0
4

0
.6

6
1

9
)

y
1

0
 (

1
1

6
9

.7
0

0
7

)

y
5

-H
2

O
 (

5
4

7
.3

6
9

9
)

y
7

(2
+

) 
(4

2
0

.7
7

8
6

)

y
8

(2
+

) 
(4

6
4

.2
9

5
9

)

a
2

 (
2

2
1

.1
2

7
7

)
b
2

 (
2

4
9

.1
2

2
4

)

b
3

 (
3

7
8

.1
6

4
3

)

Mass: 1416.8199     Charge: 2     m/z: 709.41723
Modified Peptide: _TFEISPK(ac)SPIIK_     Score: 76.522     PEP: 5.4744E-05
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Mass: 2108.0248     Charge: 3     m/z: 703.68222
Modified Peptide: _M(ox)PEHQK(ac)NIYYITGESLK_     Score: 49.559     PEP: 4.6331E-05
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Mass: 1420.745     Charge: 2     m/z: 711.37976
Modified Peptide: _EFEGK(ac)TLVDITK_     Score: 78.763     PEP: 4.3405E-05
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Mass: 1306.6991     Charge: 2     m/z: 654.35684
Modified Peptide: _EIK(ac)EYEPLTK_     Score: 84.658     PEP: 9.9538E-06
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Mass: 1592.9138     Charge: 3     m/z: 531.97853
Modified Peptide: _ITPKPEEK(ac)VLEIR_     Score: 94.728     PEP: 2.9228E-06
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Mass: 1146.662     Charge: 2     m/z: 574.33826
Modified Peptide: _SPFLDALK(ac)AK_     Score: 89.548     PEP: 5.3811E-07
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Mass: 1229.6445     Charge: 2     m/z: 615.82951
Modified Peptide: _FYSAFAK(ac)NIK_     Score: 95.573     PEP: 2.4183E-07
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Mass: 1351.6811     Charge: 2     m/z: 676.8478
Modified Peptide: _EM(ox)LQQNK(ac)IM(ox)K_     Score: 99.653     PEP: 4.238E-08
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Mass: 1595.793     Charge: 2     m/z: 798.90379
Modified Peptide: _EVEK(ac)EVPIPEEEK_     Score: 101.32     PEP: 7.404E-10
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Mass: 1232.6653     Charge: 2     m/z: 617.3399
Modified Peptide: _EYEPLTK(ac)ALK_     Score: 104.22     PEP: 6.8192E-10
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Mass: 1768.9247     Charge: 3     m/z: 590.64885
Modified Peptide: _NIYYITGESLK(ac)AVEK_     Score: 112.17     PEP: 4.5033E-11
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Mass: 1732.9247     Charge: 2     m/z: 867.46963
Modified Peptide: _DILGDQVEK(ac)VVVSYK_     Score: 105.39     PEP: 2.316E-12
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Mass: 1663.9752     Charge: 3     m/z: 555.66569
Modified Peptide: _VVVSYK(ac)LLDAPAAIR_     Score: 118.58     PEP: 1.7087E-17
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Mass: 1358.7446     Charge: 2     m/z: 680.37956
Modified Peptide: _AVEK(ac)SPFLDALK_     Score: 132.79     PEP: 4.641E-21
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Mass: 1627.8305     Charge: 2     m/z: 814.92252
Modified Peptide: _VK(ac)EEVQELEELNK_     Score: 127.71     PEP: 1.7107E-21
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Mass: 1369.7453     Charge: 2     m/z: 685.87992
Modified Peptide: _ALK(ac)DILGDQVEK_     Score: 156.81     PEP: 2.3257E-35
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Mass: 2233.075     Charge: 3     m/z: 745.36562
Modified Peptide: _YNSTK(ac)SVDELTSLTDYVTR_     Score: 135.81     PEP: 1.8898E-35
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Mass: 2183.0605     Charge: 2     m/z: 1092.5375
Modified Peptide: _K(ac)LIEAFNEIAEDSEQFDK_     Score: 141.86     PEP: 1.5078E-42
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Mass: 1881.0157     Charge: 3     m/z: 628.01252
Modified Peptide: _VKEEVQELEELNK(ac)TK_     Score: 157.58     PEP: 9.8206E-43
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Mass: 1585.8312     Charge: 2     m/z: 793.92285
Modified Peptide: _ELISNASDALDK(ac)IR_     Score: 178.84     PEP: 1.3704E-55
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Mass: 2037.9015     Charge: 3     m/z: 680.30777
Modified Peptide: _DFELEETDEEK(ac)AEREK_     Score: 170.49     PEP: 3.4816E-59
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Mass: 1478.6889     Charge: 2     m/z: 740.35173
Modified Peptide: _DDQLEYLEEK(ac)R_     Score: 206.36     PEP: 1.3282E-60
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Mass: 2103.0882     Charge: 3     m/z: 702.03667
Modified Peptide: _DSGIGM(ox)TK(ac)AELINNLGTIAK_     Score: 166.6     PEP: 2.2378E-62
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Mass: 2312.178     Charge: 3     m/z: 771.73327
Modified Peptide: _YQALSDPK(ac)QLETEPDLFIR_     Score: 175.33     PEP: 8.3292E-68
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Mass: 2186.1484     Charge: 3     m/z: 729.72341
Modified Peptide: _IFNPDLK(ac)NIDRPLDTFAR_     Score: 68.257     PEP: 4.5354E-06
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Mass: 875.58152     Charge: 2     m/z: 438.79804
Modified Peptide: _FGK(ac)LILK_     Score: 54.549     PEP: 0.0081728
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Mass: 1379.8136     Charge: 3     m/z: 460.94516
Modified Peptide: _ILLRPDEK(ac)INK_     Score: 58.676     PEP: 0.0015062
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Mass: 2391.1971     Charge: 3     m/z: 798.07299
Modified Peptide: _FDAK(ac)PAYPGHVQQGGLPSPIDR_     Score: 54.223     PEP: 4.942E-05
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Mass: 1652.9068     Charge: 3     m/z: 551.97622
Modified Peptide: _NVEAHLK(ac)ELNSITK_     Score: 65.805     PEP: 1.9623E-05
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Mass: 1347.7369     Charge: 2     m/z: 674.87573
Modified Peptide: _AVAEAIQAK(ac)DFK_     Score: 113.65     PEP: 5.4181E-11
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Mass: 1629.8726     Charge: 3     m/z: 544.29815
Modified Peptide: _GGVLEPDGVVSIK(ac)YR_     Score: 71.692     PEP: 1.9629E-06
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Mass: 1022.6488     Charge: 2     m/z: 512.33168
Modified Peptide: _LK(ac)LIEPLR_     Score: 65.305     PEP: 0.0017078
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Mass: 1528.8563     Charge: 3     m/z: 510.62605
Modified Peptide: _KADNIYIEEIK(ac)K_     Score: 71.176     PEP: 0.00042466
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Mass: 2620.2021     Charge: 4     m/z: 656.0578
Modified Peptide: _GM(ox)NDSTVWM(ox)SHGDK(ac)LHGLPTGYK_     Score: 94.837     PEP: 5.2057E-16
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Mass: 1611.8832     Charge: 2     m/z: 806.94887
Modified Peptide: _VLGEVTK(ac)EQVEIAR_     Score: 116.96     PEP: 6.6958E-17
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Mass: 1627.8094     Charge: 3     m/z: 543.61039
Modified Peptide: _IPVIEK(ac)YESDEHK_     Score: 68.809     PEP: 6.7964E-05
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Mass: 1537.7595     Charge: 2     m/z: 769.88703
Modified Peptide: _GPGEK(ac)DQPLEGEPK_     Score: 41.092     PEP: 0.0013732
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Mass: 1451.7864     Charge: 2     m/z: 726.90047
Modified Peptide: _SLFEGLVADAPK(ac)R_     Score: 36.292     PEP: 0.0068927
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Mass: 1951.0666     Charge: 3     m/z: 651.36282
Modified Peptide: _KVEAFVPVSK(ac)LSDSYLK_     Score: 63.918     PEP: 0.0066573
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Mass: 1147.6936     Charge: 2     m/z: 574.85407
Modified Peptide: _NQK(ac)FLLSLK_     Score: 74.841     PEP: 0.0002705
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Mass: 1532.8785     Charge: 3     m/z: 511.96677
Modified Peptide: _IAEK(ac)YVLLDLGNK_     Score: 57.804     PEP: 0.00023039
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Mass: 1523.7984     Charge: 2     m/z: 762.90647
Modified Peptide: _SISDK(ac)GLFVAFNGK_     Score: 86.291     PEP: 1.121E-07
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Mass: 1393.7089     Charge: 2     m/z: 697.86173
Modified Peptide: _SIVVNTDFSDK(ac)K_     Score: 142.91     PEP: 1.1496E-28
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Mass: 1685.8584     Charge: 2     m/z: 843.93649
Modified Peptide: _ENVVQDK(ac)TIDINTR_     Score: 166.09     PEP: 1.4328E-43
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Mass: 1684.8967     Charge: 2     m/z: 843.45561
Modified Peptide: _QGEIVDGIVK(ac)NVNDK_     Score: 171.26     PEP: 1.3781E-55
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Mass: 1642.8566     Charge: 3     m/z: 548.62616
Modified Peptide: _HEEIDTK(ac)NLYVIK_     Score: 166.04     PEP: 6.8563E-41
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Mass: 1246.6311     Charge: 2     m/z: 624.32281
Modified Peptide: _(ac)M(ox)NGGGK(ac)NVLNK_     Score: 93.058     PEP: 8.567E-07
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Mass: 2165.1187     Charge: 3     m/z: 722.7135
Modified Peptide: _LERNEEESEK(ac)QLYTVLK_     Score: 40.085     PEP: 0.0024205
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Mass: 1502.7769     Charge: 2     m/z: 752.39574
Modified Peptide: _TFK(ac)YIYQSNGLK_     Score: 53.967     PEP: 0.00062528
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Mass: 1049.6092     Charge: 2     m/z: 525.81187
Modified Peptide: _QFLTK(ac)DLK_     Score: 120.99     PEP: 0.00015241
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Mass: 1002.5022     Charge: 2     m/z: 502.25838
Modified Peptide: _STK(ac)TFSYK_     Score: 127.3     PEP: 1.7078E-05
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Mass: 1243.666     Charge: 2     m/z: 622.84027
Modified Peptide: _VAEIEK(ac)TADVK_     Score: 83.182     PEP: 1.6504E-05



0 200 400 600 800 1000 1200

m/z

0

50000

100000

150000

200000

250000

300000

350000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
0

)

y
2

 (
3

1
2

.1
7

7
6

)

y
3

 (
4

0
9

.2
3

0
5

)

y
4

 (
5

2
2

.3
1

4
2

)

y
5

 (
6

1
9

.3
6

7
1

)

y
6

 (
7

6
6

.4
3

4
7

)

y
2

-N
H

3
 (

2
9

5
.1

4
9

9
)

y
3

-N
H

3
 (

3
9

2
.2

0
3

6
)

y
6

(2
+

) 
(3

8
3

.7
2

2
0

)

a
2

 (
2

0
1

.1
2

3
4

)

b
2

 (
2

2
9

.1
1

8
4

)

b
3

 (
3

9
9

.2
2

3
9

)
b
3

-H
2

O
 (

3
8

1
.2

1
3

3
)

b
4

 (
5

4
6

.2
9

2
2

)

a
cK

* 
(1

2
6

.0
9

1
5

)
a
cK

 (
1

4
3

.1
1

7
9

)

Mass: 1163.6451     Charge: 3     m/z: 388.88899
Modified Peptide: _DLK(ac)FPLPHR_     Score: 92.838     PEP: 8.5735E-06
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Mass: 2192.1772     Charge: 3     m/z: 731.73301
Modified Peptide: _ASGEIVSINQINEAHPTK(ac)VK_     Score: 71.535     PEP: 5.7152E-07
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Mass: 1709.9465     Charge: 3     m/z: 570.98943
Modified Peptide: _RLPTESVPEPK(ac)LFR_     Score: 102.73     PEP: 5.0143E-11
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Mass: 1437.6929     Charge: 2     m/z: 719.85371
Modified Peptide: _TFSYK(ac)RPSTFY_     Score: 210.91     PEP: 2.0168E-72
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Mass: 1047.6532     Charge: 2     m/z: 524.83387
Modified Peptide: _VILEK(ac)IQR_     Score: 60.973     PEP: 0.0020742
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Mass: 1756.8169     Charge: 3     m/z: 586.61291
Modified Peptide: _SNYYLHQTAK(ac)DGYR_     Score: 31.389     PEP: 0.0057436
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Mass: 1489.8363     Charge: 2     m/z: 745.92542
Modified Peptide: _FEELK(ac)LSQPTLK_     Score: 61.375     PEP: 0.0001509
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Mass: 1540.9159     Charge: 2     m/z: 771.46525
Modified Peptide: _IANVQSQLEK(ac)LIK_     Score: 78.814     PEP: 2.9618E-05
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Mass: 1447.7922     Charge: 2     m/z: 724.9034
Modified Peptide: _TVYQIDK(ac)LDLAK_     Score: 104.17     PEP: 1.3088E-05
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Mass: 1541.8413     Charge: 2     m/z: 771.92794
Modified Peptide: _VNITIGASGK(ac)TPNTK_     Score: 79.771     PEP: 2.9869E-07
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Mass: 1445.6827     Charge: 2     m/z: 723.84862
Modified Peptide: _YFNNEK(ac)YLADK_     Score: 95.401     PEP: 7.7726E-07
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Mass: 2406.3159     Charge: 3     m/z: 803.11256
Modified Peptide: _NLASPPNNPIYGLELK(ac)STIPVK_     Score: 81.356     PEP: 2.7706E-10
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Mass: 1878.9649     Charge: 2     m/z: 940.48971
Modified Peptide: _VVGLSSLPEIYEK(ac)M(ox)EK_     Score: 110.57     PEP: 6.4163E-11
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Mass: 1697.8153     Charge: 2     m/z: 849.91493
Modified Peptide: _EK(ac)LLDEM(ox)QDVYNK_     Score: 60.401     PEP: 0.00010654
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Mass: 2158.0695     Charge: 3     m/z: 720.36377
Modified Peptide: _SLEHYDK(ac)LSFQGPPETLR_     Score: 158.98     PEP: 7.0001E-54
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Mass: 2041.1998     Charge: 3     m/z: 681.4072
Modified Peptide: _AGKPVILEK(ac)PIAANLDQAK_     Score: 77.871     PEP: 6.8623E-09
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Mass: 2035.9891     Charge: 4     m/z: 510.00455
Modified Peptide: _TK(ac)YDPKPFYDHDIDIK_     Score: 49.559     PEP: 0.00058427
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Mass: 1757.9283     Charge: 3     m/z: 586.98338
Modified Peptide: _NETQHIASGK(ac)DFILK_     Score: 84.842     PEP: 9.2641E-08



0 500 1000 1500 2000

m/z

0

100000

200000

300000

400000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
5

)

y
2

 (
3

3
3

.2
4

4
5

)

y
3

 (
4

4
6

.3
3

2
5

)

y
4

 (
5

7
5

.3
7

1
5

)

y
5

 (
7

0
3

.4
3

1
4

)

y
7

 (
9

4
6

.5
0

9
8

)

y
8

 (
1

0
1

7
.5

3
9

2
)

y
9

 (
1

1
0

4
.5

7
9

6
)

y
1

0
 (

1
2

0
1

.6
3

0
2

)

y
1

1
 (

1
2

8
8

.6
6

0
0

)

y
1

2
 (

1
3

8
7

.7
2

7
5

)

y
1

3
 (

1
4

4
4

.7
4

8
8

)

y
1

4
 (

1
5

5
7

.8
2

7
0

)

y
1

0
-N

H
3

 (
1

1
8

4
.6

0
9

3
)

y
1

1
-N

H
3

 (
1

2
7

1
.6

4
1

2
)

y
1

2
-N

H
3

 (
1

3
7

0
.6

8
7

2
)

y
1

3
-H

2
O

 (
1

4
2

6
.7

2
8

6
)

a
2

 (
2

4
9

.1
5

9
3

)
b
2

 (
2

7
7

.1
5

3
2

)

b
3

 (
3

9
2

.1
8

0
2

)

b
4

 (
5

0
5

.2
6

4
5

)
b
4

-H
2

O
 (

4
8

7
.2

5
2

3
)

b
5

 (
6

1
8

.3
4

4
6

)

b
6

 (
6

7
5

.3
6

7
2

)

b
7

 (
7

7
4

.4
3

3
6

)

b
8

 (
8

6
1

.4
6

6
2

)

Mass: 2061.0965     Charge: 2     m/z: 1031.5555
Modified Peptide: _LYDLLGVSPSANEQELK(ac)K_     Score: 95.205     PEP: 7.4697E-15
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Mass: 1564.7841     Charge: 2     m/z: 783.39931
Modified Peptide: _LIDDM(ox)VAQM(ox)LK(ac)SK_     Score: 171.26     PEP: 4.7074E-52
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Mass: 1553.7726     Charge: 2     m/z: 777.89356
Modified Peptide: _VFEGVLDDTK(ac)SFR_     Score: 136.99     PEP: 5.4015E-22
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Mass: 1559.8229     Charge: 2     m/z: 780.91872
Modified Peptide: _DILASM(ox)K(ac)QVLAGEK_     Score: 133.14     PEP: 6.4913E-24
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Mass: 1438.694     Charge: 2     m/z: 720.35427
Modified Peptide: _EEIFSISK(ac)DSSR_     Score: 34.96     PEP: 0.0045176
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Mass: 1316.7816     Charge: 3     m/z: 439.93448
Modified Peptide: _VPDVLHLNK(ac)LK_     Score: 68.069     PEP: 0.00012099
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Mass: 2069.9381     Charge: 3     m/z: 690.98666
Modified Peptide: _HNDVIENVEEDK(ac)EVHTN_     Score: 111.77     PEP: 3.9584E-17
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Mass: 2570.1606     Charge: 3     m/z: 857.72748
Modified Peptide: _FEM(ox)GK(ac)YYPGTIQGQYDQTGEGK_     Score: 69.72     PEP: 6.4012E-07
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Mass: 1014.5175     Charge: 2     m/z: 508.26601
Modified Peptide: _FAFDFAK(ac)K_     Score: 96.711     PEP: 0.0010028
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Mass: 2153.1459     Charge: 3     m/z: 718.72259
Modified Peptide: _FTVTLIPGDGVGK(ac)EITDSVR_     Score: 84.499     PEP: 2.8897E-10
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Mass: 1391.7231     Charge: 2     m/z: 696.86884
Modified Peptide: _ANIM(ox)K(ac)LGDGLFR_     Score: 168.98     PEP: 4.6917E-38
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Mass: 1420.7198     Charge: 3     m/z: 474.58055
Modified Peptide: _EGVYEAVESLK(ac)R_     Score: 173.04     PEP: 1.0981E-42
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Mass: 1873.9058     Charge: 3     m/z: 625.64253
Modified Peptide: _QTDHK(ac)EGVYEAVESLK_     Score: 234.77     PEP: 1.283E-127
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Mass: 2109.1288     Charge: 3     m/z: 704.05023
Modified Peptide: _ISLK(ac)EPEEEIINQERPK_     Score: 64.507     PEP: 1.8442E-06
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Mass: 1657.8494     Charge: 2     m/z: 829.93197
Modified Peptide: _DGPLSTNVEAK(ac)LNDK_     Score: 96.993     PEP: 2.575E-09
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Mass: 2572.2881     Charge: 3     m/z: 858.43666
Modified Peptide: _LNDK(ac)QTGLGLTQGWSNTNNLQTK_     Score: 138.35     PEP: 9.2466E-43
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Mass: 1489.7446     Charge: 2     m/z: 745.8796
Modified Peptide: _M(ox)K(ac)NLASLAEDNVK_     Score: 95.651     PEP: 5.0639E-07
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Mass: 2122.0695     Charge: 3     m/z: 708.36377
Modified Peptide: _VLSVLQNAGFDDERDFK(ac)K_     Score: 121.27     PEP: 3.7632E-26
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Mass: 1012.6168     Charge: 2     m/z: 507.3157
Modified Peptide: _EIIDK(ac)IIK_     Score: 101.43     PEP: 0.00031781
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Mass: 2775.3898     Charge: 3     m/z: 926.1372
Modified Peptide: _VIPAPEPVSENATAADSSEK(ac)LAEHGAK_     Score: 151.66     PEP: 4.1422E-62
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Mass: 1672.842     Charge: 3     m/z: 558.62129
Modified Peptide: _HEISASLEELYK(ac)GR_     Score: 37.013     PEP: 0.0020138
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Mass: 1777.9437     Charge: 3     m/z: 593.65517
Modified Peptide: _GM(ox)PIPK(ac)YGGYGNLIIK_     Score: 69.878     PEP: 5.926E-07
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Mass: 2049.1034     Charge: 3     m/z: 684.04175
Modified Peptide: _FYDILGVPVTATDVEIK(ac)K_     Score: 119.4     PEP: 2.2858E-26
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Mass: 1831.9538     Charge: 3     m/z: 611.65856
Modified Peptide: _DIK(ac)HEISASLEELYK_     Score: 228.51     PEP: 4.0351E-114
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Mass: 1132.6029     Charge: 3     m/z: 378.54159
Modified Peptide: _LK(ac)YHDFLR_     Score: 57.598     PEP: 0.0025015
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Mass: 1738.9112     Charge: 2     m/z: 870.4629
Modified Peptide: _LSTSVGWK(ac)YEDVVAK_     Score: 36.193     PEP: 0.0017187
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Mass: 1581.8403     Charge: 2     m/z: 791.92741
Modified Peptide: _YTTLGK(ac)LSTSVGWK_     Score: 55.841     PEP: 0.00019097
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Mass: 1349.6715     Charge: 2     m/z: 675.84301
Modified Peptide: _YEDVVAK(ac)LEDK_     Score: 112.43     PEP: 2.3579E-10
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Mass: 1838.0141     Charge: 2     m/z: 920.01435
Modified Peptide: _(ac)SQPVVVIDAK(ac)DHLLGR_     Score: 109.42     PEP: 1.3934E-14
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Mass: 1393.6838     Charge: 2     m/z: 697.84916
Modified Peptide: _QSLNATANDK(ac)YK_     Score: 52.555     PEP: 0.00073971



0 200 400 600 800 1000

m/z

0

100000

200000

300000

400000

500000

600000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
8

)

y
2

 (
2

6
0

.1
9

7
0

)

y
3

 (
3

7
3

.2
8

1
1

)

y
4

 (
5

4
3

.3
8

7
0

)

y
5

 (
6

3
0

.4
1

8
3

)

y
6

 (
7

4
3

.5
0

2
2

)

y
7

 (
8

3
0

.5
3

3
5

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

3
)

y
7

-H
2

O
 (

8
1

2
.5

2
1

8
)

y
6

(2
+

) 
(3

7
2

.2
5

4
9

)

a
2

 (
1

7
3

.1
2

8
5

)

b
2

 (
2

0
1

.1
2

3
4

)

b
5

 (
5

7
1

.3
4

5
6

)
b
5

-H
2

O
 (

5
5

3
.3

3
3

9
)

a
cK

* 
(1

2
6

.0
9

1
5

)

Mass: 942.61137     Charge: 2     m/z: 472.31296
Modified Peptide: _ISISK(ac)LLK_     Score: 99.802     PEP: 0.0003385
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Mass: 1324.6333     Charge: 2     m/z: 663.32393
Modified Peptide: _TIDGAK(ac)GAEFM(ox)K_     Score: 73.848     PEP: 7.0191E-05
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Mass: 1093.5478     Charge: 2     m/z: 547.78117
Modified Peptide: _GAEFMK(ac)ELK_     Score: 98.249     PEP: 3.6501E-06
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Mass: 1213.7282     Charge: 2     m/z: 607.87137
Modified Peptide: _TIALEK(ac)GISLK_     Score: 97.214     PEP: 5.001E-07
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Mass: 1740.9298     Charge: 2     m/z: 871.47218
Modified Peptide: _DIPVNK(ac)PIAVYVEDK_     Score: 76.341     PEP: 4.3806E-07
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Mass: 1368.6045     Charge: 2     m/z: 685.30953
Modified Peptide: _DFK(ac)LEDSGSDSK_     Score: 111.39     PEP: 5.233E-08
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Mass: 1346.781     Charge: 2     m/z: 674.39775
Modified Peptide: _YK(ac)LSINDLLVK_     Score: 100.55     PEP: 1.9414E-09
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Mass: 2469.3155     Charge: 4     m/z: 618.33616
Modified Peptide: _DIPVNKPIAVYVEDK(ac)ADVPAFK_     Score: 79.568     PEP: 1.8272E-09
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Mass: 1598.8879     Charge: 2     m/z: 800.45124
Modified Peptide: _GLSQISNEIK(ac)ELVK_     Score: 103.21     PEP: 9.6344E-12
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Mass: 1450.7555     Charge: 2     m/z: 726.38504
Modified Peptide: _ITK(ac)ADIESYLEK_     Score: 128.9     PEP: 6.8191E-13
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Mass: 2578.4258     Charge: 3     m/z: 860.48255
Modified Peptide: _ILVPEGTK(ac)DIPVNKPIAVYVEDK_     Score: 137.45     PEP: 6.0225E-42
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Mass: 2096.9902     Charge: 3     m/z: 700.00402
Modified Peptide: _ADVPAFK(ac)DFKLEDSGSDSK_     Score: 174.02     PEP: 7.9829E-44
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Mass: 1410.6878     Charge: 2     m/z: 706.3512
Modified Peptide: _ADIESYLEK(ac)SSK_     Score: 198.49     PEP: 1.5076E-63
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Mass: 1620.7631     Charge: 2     m/z: 811.38884
Modified Peptide: _ELAEDESLQK(ac)DFR_     Score: 97.551     PEP: 2.9876E-07
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Mass: 1715.873     Charge: 3     m/z: 572.96495
Modified Peptide: _LSNLK(ac)LEAESWQEK_     Score: 43.297     PEP: 0.0010268
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Mass: 2187.0543     Charge: 3     m/z: 730.02537
Modified Peptide: _NQQLEDEIEK(ac)LEAGLSDSK_     Score: 45.257     PEP: 0.00022191
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Mass: 2080.0001     Charge: 3     m/z: 694.34063
Modified Peptide: _LEAESWQEKYEELK(ac)EK_     Score: 68.944     PEP: 3.6586E-06
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Mass: 2105.9503     Charge: 2     m/z: 1053.9824
Modified Peptide: _M(ox)LGK(ac)YTDDPDFLDLDYK_     Score: 100.35     PEP: 4.137E-07
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Mass: 1746.8681     Charge: 2     m/z: 874.44131
Modified Peptide: _ISTIFDK(ac)M(ox)GSTSATSK_     Score: 86.378     PEP: 8.3029E-11
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Mass: 2495.3272     Charge: 3     m/z: 832.78299
Modified Peptide: _SNPSTSPFVTAPGTPIGIK(ac)GLTPSK_     Score: 86.732     PEP: 7.8962E-09



0 500 1000 1500 2000 2500

m/z

0

5000

10000

15000

20000

25000

30000

35000

40000
In

te
n
si

ty

y
2

 (
3

1
7

.2
1

9
2

)

y
1

0
 (

1
1

1
2

.5
6

5
5

)

y
1

4
 (

1
5

8
9

.7
7

7
2

)

y
1

9
 (

2
0

3
0

.9
9

6
1

) y
2

0
 (

2
1

9
4

.0
6

0
5

)

y
2

1
 (

2
2

9
1

.1
1

0
4

)

y
1

5
(2

+
) 

(8
4

4
.9

2
4

2
)

a
2

 (
1

4
1

.1
0

2
3

)
b
2

 (
1

6
9

.0
9

7
2

)
a
cK

* 
(1

2
6

.0
9

1
3

)

Mass: 2361.1423     Charge: 3     m/z: 788.05472
Modified Peptide: _APYGGDLVVCAFSGSHQDAIK(ac)K_     Score: 41.912     PEP: 0.00037997
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Mass: 1168.722     Charge: 2     m/z: 585.36827
Modified Peptide: _VIPPVK(ac)LAYK_     Score: 76.465     PEP: 4.4272E-05
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Mass: 1093.504     Charge: 2     m/z: 547.75928
Modified Peptide: _NADNEK(ac)AYK_     Score: 86.624     PEP: 1.9342E-05
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Mass: 1027.6026     Charge: 2     m/z: 514.80857
Modified Peptide: _AVEATK(ac)LVR_     Score: 93.649     PEP: 7.8356E-06
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Mass: 1537.8504     Charge: 2     m/z: 769.93249
Modified Peptide: _IPYLPLDPK(ac)DIGR_     Score: 91.914     PEP: 8.7366E-07
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Mass: 1316.6824     Charge: 2     m/z: 659.34846
Modified Peptide: _EEAISK(ac)AVEATK_     Score: 101.53     PEP: 1.607E-09
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Mass: 1107.5812     Charge: 2     m/z: 554.79787
Modified Peptide: _SDEISK(ac)LFK_     Score: 145.89     PEP: 4.3331E-12
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Mass: 1856.8792     Charge: 2     m/z: 929.44689
Modified Peptide: _LNK(ac)YLETASQDNEYK_     Score: 126.48     PEP: 2.2273E-18
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Mass: 2159.111     Charge: 3     m/z: 720.71095
Modified Peptide: _NPTVENFIEATNLLEK(ac)ASK_     Score: 64.83     PEP: 3.0575E-06



0 500 1000 1500

m/z

0

50000

100000

150000

200000

250000

300000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
3

)

y
2

 (
2

8
8

.2
0

2
2

)

y
3

 (
4

0
1

.2
8

6
0

)

y
4

 (
5

0
0

.3
5

4
1

)

y
5

 (
6

7
8

.4
7

1
6

)

y
6

 (
7

6
5

.5
0

2
8

)

y
7

 (
9

2
8

.5
6

7
7

)

y
8

 (
1

0
4

3
.5

7
7

2
)

y
9

 (
1

1
4

0
.6

4
2

0
)

y
1

0
 (

1
2

7
6

.7
5

2
3

)

y
1

2
 (

1
5

1
8

.8
7

5
4

)
y
1

2
-H

2
O

 (
1

5
0

0
.8

6
4

9
)

y
9

(2
+

) 
(5

7
0

.8
2

5
7

)

y
1

1
(2

+
) 

(6
9

5
.4

2
2

5
)

a
2

 (
1

5
7

.1
3

3
2

)
b
2

 (
1

8
5

.1
2

8
0

)

b
3

 (
3

1
4

.1
6

9
7

)

b
7

 (
7

7
5

.4
4

0
4

)

b
9

 (
1

0
2

5
.5

4
8

1
)

Mass: 1702     Charge: 3     m/z: 568.34061
Modified Peptide: _ALELKPDYSK(ac)VLLR_     Score: 138.87     PEP: 9.2771E-24
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Mass: 1803.8821     Charge: 3     m/z: 602.30132
Modified Peptide: _DHSK(ac)ISDGTSGESSLVK_     Score: 78.234     PEP: 2.411E-10
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Mass: 1086.6033     Charge: 2     m/z: 544.30894
Modified Peptide: _RVSDK(ac)ELAK_     Score: 102.06     PEP: 7.7143E-06
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Mass: 1316.6907     Charge: 2     m/z: 659.35262
Modified Peptide: _GK(ac)QIESEGGNLK_     Score: 116.54     PEP: 2.2239E-14
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Mass: 1643.8928     Charge: 2     m/z: 822.95366
Modified Peptide: _YTM(ox)QGYNLVK(ac)LLK_     Score: 67.456     PEP: 7.5765E-05
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Mass: 1240.5836     Charge: 2     m/z: 621.2991
Modified Peptide: _NK(ac)FQTQDYR_     Score: 54.608     PEP: 0.0019681
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Mass: 973.50915     Charge: 2     m/z: 487.76185
Modified Peptide: _YSDK(ac)YLK_     Score: 75.38     PEP: 0.0038185
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Mass: 1280.7129     Charge: 2     m/z: 641.36371
Modified Peptide: _SLAVK(ac)YINFGK_     Score: 112.13     PEP: 2.7893E-10
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Mass: 2145.1401     Charge: 3     m/z: 716.05397
Modified Peptide: _SENAGYPSVNSRPIILDK(ac)K_     Score: 86.479     PEP: 3.0152E-10
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Mass: 1803.9589     Charge: 3     m/z: 602.32692
Modified Peptide: _VTLEELNAK(ac)YNIDPK_     Score: 70.98     PEP: 2.5919E-06
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Mass: 2879.3127     Charge: 3     m/z: 960.77818
Modified Peptide: _SGASEK(ac)DAQGEESTINTPTGDESGEVVK_     Score: 60.104     PEP: 5.2641E-12
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Mass: 2199.9925     Charge: 3     m/z: 734.33811
Modified Peptide: _DSENYSGRPDK(ac)DDLVAM(ox)SK_     Score: 174.02     PEP: 5.0935E-67
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Mass: 1668.8875     Charge: 2     m/z: 835.45105
Modified Peptide: _FK(ac)YAPGTIVLYAER_     Score: 32.275     PEP: 0.0032965
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Mass: 1297.7606     Charge: 2     m/z: 649.88755
Modified Peptide: _VTPTK(ac)TEVIIR_     Score: 97.214     PEP: 5.001E-07
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Mass: 1193.7376     Charge: 2     m/z: 597.87606
Modified Peptide: _FK(ac)LLNGLAIR_     Score: 113.22     PEP: 1.7272E-10
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Mass: 1523.7654     Charge: 2     m/z: 762.88997
Modified Peptide: _GLSAVAQAESM(ox)K(ac)FK_     Score: 105.03     PEP: 8.2481E-12
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Mass: 2516.396     Charge: 3     m/z: 839.80595
Modified Peptide: _ALPDAVTIIEPK(ac)EEEPILAPSVK_     Score: 152.47     PEP: 3.9518E-55
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Mass: 2860.4189     Charge: 3     m/z: 954.48026
Modified Peptide: _VIDNK(ac)IDATSSLDSNAAKDEEITELK_     Score: 169.36     PEP: 1.6582E-87
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Mass: 1234.6809     Charge: 2     m/z: 618.34773
Modified Peptide: _LLEVAEYK(ac)TK_     Score: 103.22     PEP: 7.3857E-10
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Mass: 1252.6009     Charge: 2     m/z: 627.30775
Modified Peptide: _M(ox)DK(ac)LGNYILE_     Score: 67.334     PEP: 0.00026449
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Mass: 1828.9894     Charge: 2     m/z: 915.502
Modified Peptide: _ISK(ac)SQIDEVVLVGGSTR_     Score: 40.085     PEP: 0.00048589
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Mass: 2464.3283     Charge: 3     m/z: 822.45005
Modified Peptide: _LESYVASIEQTVTDPVLSSK(ac)LK_     Score: 46.982     PEP: 0.00013014
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Mass: 3432.6896     Charge: 4     m/z: 859.17969
Modified Peptide: _QLEK(ac)SINPDEAVAYGAAVQGAILTGQSTSDETK_     Score: 37.763     PEP: 2.0361E-05
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Mass: 1060.5764     Charge: 2     m/z: 531.2955
Modified Peptide: _VTAVEK(ac)STGK_     Score: 82.417     PEP: 1.9343E-05
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Mass: 1437.7504     Charge: 2     m/z: 719.88247
Modified Peptide: _VQK(ac)LLSDFFDGK_     Score: 167.44     PEP: 2.0397E-36
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Mass: 1955.8935     Charge: 3     m/z: 652.97177
Modified Peptide: _M(ox)VNQAEEFK(ac)AADEAFAK_     Score: 146.3     PEP: 6.8538E-38



0 500 1000 1500

m/z

0

50000

100000

150000

200000

250000

300000

350000

400000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
2

)

y
3

 (
3

6
3

.1
8

5
9

)

y
5

 (
5

9
0

.3
1

1
6

)

y
6

 (
6

6
1

.3
4

6
1

)

y
7

 (
7

1
8

.3
6

8
7

)

y
8

 (
8

3
1

.4
5

3
6

)

y
9

 (
8

8
8

.4
7

3
7

)

y
1

0
 (

1
0

5
1

.5
3

4
5

)

y
1

1
 (

1
1

2
2

.5
7

0
8

)

y
1

2
 (

1
2

3
5

.6
5

1
2

)

y
1

3
 (

1
3

0
6

.6
8

8
6

)

y
1

4
 (

1
3

7
7

.7
2

1
8

)

y
1

5
 (

1
4

4
8

.7
5

5
1

)

y
1

6
 (

1
5

4
9

.8
2

1
5

)

y
1

7
 (

1
6

4
6

.8
5

7
1

)

y
1

8
 (

1
7

7
5

.9
0

0
8

)

y
1

0
(2

+
) 

(5
2

6
.2

6
5

4
)

y
1

8
(2

+
) 

(8
8

8
.4

7
3

7
)

a
2

 (
1

9
9

.1
7

9
8

)
b
2

 (
2

2
7

.1
7

4
5

) b
3

 (
3

4
1

.2
1

6
9

)

b
4

 (
4

7
0

.2
6

0
5

)

b
7

 (
7

3
9

.3
9

6
5

)

b
8

 (
8

1
0

.4
3

0
8

)

b
9

 (
8

8
1

.4
6

6
9

)
b
9

-N
H

3
 (

8
6

4
.4

3
7

9
)

b
1

0
 (

9
9

4
.5

4
4

5
)

a
cK

* 
(1

2
6

.0
9

0
9

)

Mass: 2115.1212     Charge: 2     m/z: 1058.5679
Modified Peptide: _IINEPTAAAIAYGLGAGK(ac)SEK_     Score: 127.8     PEP: 4.0364E-41
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Mass: 1597.8563     Charge: 2     m/z: 799.93543
Modified Peptide: _STLEPVEQVLK(ac)DAK_     Score: 162.41     PEP: 3.6496E-43
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Mass: 1596.837     Charge: 2     m/z: 799.42579
Modified Peptide: _LLSDFFDGK(ac)QLEK_     Score: 178.84     PEP: 1.3672E-52
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Mass: 2083.9954     Charge: 3     m/z: 695.67243
Modified Peptide: _LSSEEIEK(ac)M(ox)VNQAEEFK_     Score: 181.69     PEP: 3.1684E-62
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Mass: 1654.9002     Charge: 2     m/z: 828.45739
Modified Peptide: _QATK(ac)DAGAISGLNVLR_     Score: 230.38     PEP: 4.6169E-127
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Mass: 1600.8777     Charge: 2     m/z: 801.4461
Modified Peptide: _LIGDAAK(ac)NQAALNPR_     Score: 312.25     PEP: 1.486E-241
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Mass: 1431.754     Charge: 3     m/z: 478.25862
Modified Peptide: _NLSEK(ac)RLEEEK_     Score: 56.359     PEP: 0.0023743
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Mass: 1578.8146     Charge: 2     m/z: 790.41456
Modified Peptide: _SK(ac)M(ox)LLDLLEDGGSK_     Score: 90.367     PEP: 2.5536E-08
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Mass: 1592.8017     Charge: 2     m/z: 797.40813
Modified Peptide: _QANSEK(ac)FIDLENK_     Score: 226.51     PEP: 1.7641E-101
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Mass: 1614.9345     Charge: 2     m/z: 808.47452
Modified Peptide: _LVDLLVGK(ac)YDIVAR_     Score: 58.831     PEP: 6.8806E-05
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Mass: 1668.797     Charge: 3     m/z: 557.27295
Modified Peptide: _AVFFGSHTPK(ac)FM(ox)DK_     Score: 30.543     PEP: 0.0083082
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Mass: 1382.7082     Charge: 2     m/z: 692.36137
Modified Peptide: _STPLEFASK(ac)YAK_     Score: 56.414     PEP: 0.00042692
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Mass: 2147.1263     Charge: 3     m/z: 716.71603
Modified Peptide: _ELQK(ac)NLGPLFKEEELYR_     Score: 44.005     PEP: 0.0010343
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Mass: 1983.0789     Charge: 3     m/z: 662.03359
Modified Peptide: _AVASGVFK(ac)DIPNNELVIR_     Score: 55.437     PEP: 4.0567E-05
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Mass: 1679.8995     Charge: 3     m/z: 560.97378
Modified Peptide: _VIVEK(ac)PFGHDLASAR_     Score: 99.566     PEP: 6.738E-10
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Mass: 1889.9735     Charge: 3     m/z: 630.99843
Modified Peptide: _TLTTVQGVPEEYDLK(ac)R_     Score: 119.56     PEP: 1.0251E-20
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Mass: 1791.825     Charge: 2     m/z: 896.91979
Modified Peptide: _SFENSM(ox)NNFFK(ac)TIR_     Score: 73.156     PEP: 0.00015764
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Mass: 1915.8952     Charge: 2     m/z: 958.95488
Modified Peptide: _QNYLFDNFVK(ac)ENDTK_     Score: 68.944     PEP: 4.3905E-06
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Mass: 1029.5455     Charge: 2     m/z: 515.78001
Modified Peptide: _TASK(ac)DLPTR_     Score: 51.927     PEP: 0.0022386
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Mass: 1502.9043     Charge: 2     m/z: 752.45943
Modified Peptide: _SIQLYK(ac)APVLVSK_     Score: 64.394     PEP: 8.6698E-05
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Mass: 2007.0892     Charge: 3     m/z: 670.037
Modified Peptide: _KLELFPYQNNSK(ac)YVAK_     Score: 75.574     PEP: 8.3227E-09
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Mass: 1355.6595     Charge: 2     m/z: 678.83701
Modified Peptide: _AISQK(ac)M(ox)PTDSGR_     Score: 65.395     PEP: 0.00012744
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Mass: 1269.718     Charge: 2     m/z: 635.86629
Modified Peptide: _VLTK(ac)LEPDVSK_     Score: 75.695     PEP: 4.5747E-05
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Mass: 2890.4432     Charge: 3     m/z: 964.48834
Modified Peptide: _YSAGNK(ac)YNTLSNNYALSAQQLLNASK_     Score: 164.79     PEP: 8.5431E-73
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Mass: 1664.7562     Charge: 2     m/z: 833.38538
Modified Peptide: _LK(ac)YGENWEEYER_     Score: 42.209     PEP: 0.0023969
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Mass: 1198.7256     Charge: 2     m/z: 600.37009
Modified Peptide: _NQLAK(ac)VELVK_     Score: 63.624     PEP: 0.00038193
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Mass: 1533.8555     Charge: 3     m/z: 512.29245
Modified Peptide: _IFEFPK(ac)TTVAALR_     Score: 93.011     PEP: 7.6182E-07
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Mass: 2256.9746     Charge: 3     m/z: 753.33214
Modified Peptide: _TSSGNEM(ox)PPQDAEGWFYK(ac)R_     Score: 31.111     PEP: 0.0047406
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Mass: 1794.0837     Charge: 3     m/z: 599.03519
Modified Peptide: _VLQALEK(ac)IGIVEISPK_     Score: 30.974     PEP: 0.0047068



0 500 1000 1500 2000

m/z

0

1000000

2000000

3000000

4000000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
2

)

y
2

 (
2

4
6

.1
8

0
3

)

y
3

 (
3

5
9

.2
6

4
1

)

y
4

 (
4

7
4

.2
9

1
5

)

y
6

 (
7

3
6

.4
2

1
4

)

y
8

 (
8

9
0

.4
9

5
7

)

y
9

 (
9

8
9

.5
6

3
6

)

y
1

0
 (

1
1

1
8

.6
0

5
1

)

y
1

2
 (

1
4

0
1

.7
9

2
5

)

y
1

3
 (

1
4

5
8

.8
1

4
3

)

y
1

-N
H

3
 (

1
3

0
.0

8
5

9
)

y
8

-H
2

O
 (

8
7

2
.4

8
1

7
)

y
1

0
-H

2
O

 (
1

1
0

0
.5

9
4

1
)

b
2

 (
1

8
6

.0
8

6
6

)

b
3

 (
3

5
6

.1
9

1
6

)
b
3

-N
H

3
 (

3
3

9
.1

6
5

1
)

b
4

 (
4

6
9

.2
7

5
9

)
b
4

-N
H

3
 (

4
5

2
.2

4
9

6
)

b
5

 (
5

9
8

.3
1

6
9

)
b
5

-H
2

O
 (

5
8

0
.3

0
7

3
)

b
5

-N
H

3
 (

5
8

1
.2

9
2

4
)

b
6

 (
6

9
7

.3
8

5
6

)
b
6

-H
2

O
 (

6
7

9
.3

7
3

5
)

b
7

 (
7

9
4

.4
4

4
5

)
b
7

-H
2

O
 (

7
7

6
.4

2
0

4
)

b
9

 (
1

0
1

4
.5

2
5

2
)

b
9

-H
2

O
 (

9
9

6
.5

1
0

2
)

b
1

1
 (

1
2

2
8

.6
1

9
7

)
b
1

1
-H

2
O

 (
1

2
1

0
.6

0
5

0
)

a
cK

* 
(1

2
6

.0
9

1
0

)
a
cK

 (
1

4
3

.1
1

7
4

)

Mass: 1585.8716     Charge: 2     m/z: 793.94306
Modified Peptide: _QGK(ac)LEVPGYVDIVK_     Score: 146.84     PEP: 1.2972E-32
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Mass: 1392.7323     Charge: 2     m/z: 697.37342
Modified Peptide: _YVTNK(ac)LEM(ox)PLK_     Score: 113.61     PEP: 6.8297E-11
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Mass: 2127.0318     Charge: 3     m/z: 710.01787
Modified Peptide: _FEK(ac)YFGHSGPDGIDLLM(ox)K_     Score: 119.4     PEP: 1.0027E-26
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Mass: 1209.6729     Charge: 2     m/z: 605.8437
Modified Peptide: _VFGALK(ac)EFGGK_     Score: 39.266     PEP: 0.0042919
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Mass: 1376.7551     Charge: 2     m/z: 689.38484
Modified Peptide: _TLDSFLDVGK(ac)LK_     Score: 61.375     PEP: 0.0001509
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Mass: 1994.0313     Charge: 3     m/z: 665.68436
Modified Peptide: _AYIIEHSINDK(ac)LGNTTR_     Score: 43.791     PEP: 0.00022284
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Mass: 1030.4971     Charge: 2     m/z: 516.25584
Modified Peptide: _SFSTEK(ac)YK_     Score: 69.954     PEP: 0.0013147
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Mass: 1824.9087     Charge: 3     m/z: 609.31017
Modified Peptide: _EFALK(ac)HFPDYELFK_     Score: 53.403     PEP: 0.00029055
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Mass: 1969.1219     Charge: 3     m/z: 657.38125
Modified Peptide: _LVSTIYEVAPGVLTK(ac)HGK_     Score: 48.883     PEP: 9.9434E-05



0 200 400 600 800 1000 1200 1400

m/z

0

100000

200000

300000

400000

500000

600000

700000

800000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
9

)

y
3

 (
3

4
5

.2
2

5
1

)

y
4

 (
4

7
4

.2
6

7
0

)

y
5

 (
6

0
3

.3
1

0
6

)

y
6

 (
7

0
0

.3
6

2
6

)

y
7

 (
8

1
5

.3
8

9
4

)

y
8

 (
9

2
8

.4
7

2
6

)

y
9

 (
1

0
2

7
.5

3
9

7
)

y
1

0
 (

1
1

1
4

.5
7

0
9

)

y
1

2
 (

1
3

0
0

.6
3

7
5

)

y
6

-N
H

3
 (

6
8

3
.3

3
5

7
)

a
2

 (
1

4
3

.1
1

7
8

)

b
2

 (
1

7
1

.1
1

2
8

)

b
3

 (
3

4
1

.2
1

8
3

)

b
5

 (
5

1
1

.3
2

4
1

)

b
6

 (
6

1
0

.3
9

2
2

)
b
6

-N
H

3
 (

5
9

3
.3

7
5

2
)

b
7

 (
7

9
6

.4
6

9
5

)

b
8

 (
9

2
5

.5
1

5
6

)

b
9

 (
9

8
2

.5
3

1
1

)

b
1

0
 (

1
0

6
9

.5
6

9
6

)
b
1

0
-H

2
O

 (
1

0
5

1
.5

5
7

9
)

a
cK

* 
(1

2
6

.0
9

1
4

)
a
cK

 (
1

4
3

.1
1

7
8

)

Mass: 2095.095     Charge: 3     m/z: 699.37227
Modified Peptide: _GIK(ac)GLVWEGSVLDPEEGIR_     Score: 84.249     PEP: 4.0178E-10
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Mass: 2566.2551     Charge: 3     m/z: 856.42565
Modified Peptide: _ITSTDPNADYGK(ac)NLAQLLGYENK_     Score: 173.65     PEP: 3.2498E-84
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Modified Peptide: _LSNFNIK(ac)PIFTDNR_     Score: 48.704     PEP: 0.00048255



0 200 400 600 800 1000 1200

m/z

0

20000

40000

60000

80000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

8
5

)

y
2

 (
3

5
3

.2
3

8
4

)

y
3

 (
4

6
6

.3
2

2
1

)

y
4

 (
5

7
9

.4
0

4
1

)

y
5

 (
7

4
2

.4
6

6
7

)

y
6

 (
8

7
1

.5
0

8
1

)

y
7

 (
1

0
0

0
.5

4
9

7
)

y
8

 (
1

1
1

4
.5

9
2

8
)

y
6

-H
2

O
 (

8
5

3
.4

8
9

4
)

a
2

 (
2

0
0

.1
3

8
8

)

b
2

 (
2

2
8

.1
3

3
5

)

b
3

 (
3

5
7

.1
7

5
1

)

Mass: 1226.675     Charge: 2     m/z: 614.34479
Modified Peptide: _LNEEYLIK(ac)R_     Score: 85.377     PEP: 0.00010761
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Mass: 1645.8887     Charge: 2     m/z: 823.95161
Modified Peptide: _SLGDK(ac)ISSTIVAQSAK_     Score: 52.522     PEP: 8.3616E-05
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Mass: 1575.7351     Charge: 3     m/z: 526.25232
Modified Peptide: _AETFHEM(ox)EK(ac)AAVR_     Score: 80.522     PEP: 2.4297E-05
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Mass: 1302.7217     Charge: 2     m/z: 652.36814
Modified Peptide: _QLSK(ac)LIDM(ox)AVK_     Score: 103.43     PEP: 1.5706E-09



0 500 1000 1500 2000

m/z

0

50000

100000

150000

200000

250000

300000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
4

)

y
4

 (
5

5
2

.2
3

1
8

)

y
5

 (
6

8
9

.2
8

9
0

)

y
6

 (
8

3
6

.3
5

6
6

)

y
7

 (
9

3
7

.4
0

5
2

)

y
8

 (
1

0
6

6
.4

4
3

3
)

y
9

 (
1

1
3

7
.4

7
8

3
)

y
1

0
 (

1
3

0
7

.5
8

3
2

)

y
1

1
 (

1
3

7
8

.6
1

9
9

)

y
1

3
 (

1
5

9
2

.7
5

8
0

)

y
1

5
 (

1
7

8
8

.8
7

8
3

)

y
1

6
 (

1
8

5
9

.9
1

2
3

)

y
1

8
 (

2
1

1
7

.9
9

1
1

)

a
2

 (
1

9
9

.1
8

0
0

)
b
2

 (
2

2
7

.1
7

4
7

)

b
3

 (
3

5
6

.2
1

7
3

)

b
4

 (
4

8
5

.2
6

0
3

)

b
5

 (
5

5
6

.2
9

5
0

)

a
cK

* 
(1

2
6

.0
9

1
2

)

Mass: 2343.1668     Charge: 3     m/z: 782.06288
Modified Peptide: _IIEEAPVTIAK(ac)AETFHEM(ox)EK_     Score: 100.21     PEP: 2.3109E-16
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Mass: 1460.7875     Charge: 2     m/z: 731.40102
Modified Peptide: _GLK(ac)LESFAQDLAK_     Score: 127.71     PEP: 1.7103E-21
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Mass: 1658.8814     Charge: 2     m/z: 830.44798
Modified Peptide: _AGVLEPQGM(ox)VGIK(ac)FR_     Score: 128.22     PEP: 3.1299E-24
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Mass: 2431.3621     Charge: 3     m/z: 811.46131
Modified Peptide: _AIQVEGQPIILTGAPAINK(ac)MLGR_     Score: 124.31     PEP: 4.1312E-32
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Mass: 1806.9277     Charge: 2     m/z: 904.47113
Modified Peptide: _LPAK(ac)LDEQM(ox)EELVAR_     Score: 160.81     PEP: 1.4253E-43
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Modified Peptide: _ITSEDPNDGFK(ac)PSGGTLHELNFR_     Score: 141.47     PEP: 2.2068E-54
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Modified Peptide: _ENDNVPSTK(ac)FNAAPEENATEGPSDK_     Score: 50.029     PEP: 1.4207E-06
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Mass: 2186.0895     Charge: 3     m/z: 729.70379
Modified Peptide: _STGWLNTEK(ac)IYYDNSLIK_     Score: 49.463     PEP: 9.4228E-05
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Mass: 2881.5255     Charge: 3     m/z: 961.51579
Modified Peptide: _VILTQVGSGPQETNESLIDAK(ac)TGLPKE_     Score: 94.594     PEP: 6.8118E-21
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Mass: 1523.7534     Charge: 2     m/z: 762.88396
Modified Peptide: _FLNM(ox)YTSGK(ac)EIR_     Score: 65.563     PEP: 0.00012628
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Mass: 1180.5976     Charge: 2     m/z: 591.30606
Modified Peptide: _ISSK(ac)DDIFSK_     Score: 112.13     PEP: 2.3462E-10
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Mass: 4392.0212     Charge: 4     m/z: 1099.0126
Modified Peptide: _QEQSDNLDSSTASVLPASITTVPQDDNIETTGNTESSDK(ac)GAK_     Score: 81.941     PEP: 2.5783E-25
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Mass: 954.61137     Charge: 2     m/z: 478.31296
Modified Peptide: _ALLLK(ac)VEK_     Score: 79.906     PEP: 0.00087703
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Mass: 1051.5411     Charge: 2     m/z: 526.7778
Modified Peptide: _(ac)SGK(ac)AHGGK(ac)GK_     Score: 122.51     PEP: 1.5861E-11
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Mass: 1051.5411     Charge: 2     m/z: 526.7778
Modified Peptide: _(ac)SGK(ac)AHGGK(ac)GK_     Score: 122.51     PEP: 1.5861E-11
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Mass: 1261.6597     Charge: 2     m/z: 631.83714
Modified Peptide: _GK(ac)SGAK(ac)DSGSLR_     Score: 121.28     PEP: 4.5213E-14
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Mass: 1018.5043     Charge: 2     m/z: 510.25944
Modified Peptide: _SGAK(ac)DSGSLR_     Score: 160.18     PEP: 7.5245E-22
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Mass: 1286.7017     Charge: 2     m/z: 644.3581
Modified Peptide: _LLAK(ac)DAM(ox)IAQR_     Score: 107.24     PEP: 1.008E-09
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Mass: 1923.9612     Charge: 3     m/z: 642.32767
Modified Peptide: _GM(ox)K(ac)AYGVSKEDLVDNLK_     Score: 63.918     PEP: 2.0231E-06
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Mass: 2806.2152     Charge: 3     m/z: 936.41235
Modified Peptide: _TEEISQEK(ac)ENAEPTDSAEATEAEEK_     Score: 51.645     PEP: 1.1867E-06
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Mass: 1082.6012     Charge: 2     m/z: 542.30788
Modified Peptide: _LIYDK(ac)YVK_     Score: 72.547     PEP: 0.0010954
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Mass: 883.5491     Charge: 2     m/z: 442.78183
Modified Peptide: _ILIEK(ac)AR_     Score: 53.166     PEP: 0.0087039
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Mass: 2461.277     Charge: 3     m/z: 821.43295
Modified Peptide: _VSSVLSALEGK(ac)SVDELITEGNEK_     Score: 38.583     PEP: 8.3234E-05
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Mass: 1432.7674     Charge: 2     m/z: 717.39099
Modified Peptide: _LAAPENEK(ac)PAPVR_     Score: 111.39     PEP: 1.5582E-10
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Mass: 1958.9655     Charge: 2     m/z: 980.49004
Modified Peptide: _LLNEEAEAEDDK(ac)PTVTK_     Score: 40.085     PEP: 0.00048589
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Mass: 2468.1959     Charge: 3     m/z: 823.73923
Modified Peptide: _YYAK(ac)LLNEEAEAEDDKPTVTK_     Score: 65.25     PEP: 1.1211E-05
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Mass: 3267.6308     Charge: 3     m/z: 1090.2175
Modified Peptide: _LLNEEAEAEDDKPTVTK(ac)TDETSVPLTSAAK_     Score: 192.42     PEP: 6.8253E-117
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Mass: 1259.7125     Charge: 2     m/z: 630.86355
Modified Peptide: _LPIK(ac)LSYQEK_     Score: 120.77     PEP: 6.3806E-11



0 500 1000 1500

m/z

0

20000

40000

60000

80000

In
te

n
si

ty

y
1

 (
1

5
5

.1
2

6
5

)

y
1

1
 (

1
5

5
9

.7
4

7
0

)

y
1

2
 (

1
6

8
8

.7
9

2
1

)
y
1

2
-H

2
O

 (
1

6
7

0
.7

8
2

4
)

a
2

 (
2

1
5

.1
3

8
4

)
b
2

 (
2

4
3

.1
3

3
3

)

a
cK

* 
(1

2
6

.0
9

1
0

)

Mass: 1800.8768     Charge: 3     m/z: 601.29954
Modified Peptide: _IEPYFFTYK(ac)TFCK_     Score: 35.204     PEP: 0.0031567
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Mass: 1136.6412     Charge: 2     m/z: 569.32789
Modified Peptide: _(ac)SSIYK(ac)ALAGK_     Score: 93.058     PEP: 8.6757E-06
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Mass: 1726.8901     Charge: 3     m/z: 576.63732
Modified Peptide: _GVIFYESHGK(ac)LEYK_     Score: 66.533     PEP: 1.7894E-05
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Mass: 1248.6503     Charge: 2     m/z: 625.33241
Modified Peptide: _GWK(ac)IGDYAGIK_     Score: 100.72     PEP: 1.9172E-09
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Mass: 1467.8337     Charge: 3     m/z: 490.28518
Modified Peptide: _LEYK(ac)DIPVPKPK_     Score: 117.07     PEP: 1.0548E-13
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Mass: 2003     Charge: 2     m/z: 1002.5073
Modified Peptide: _(ac)SIPETQK(ac)GVIFYESHGK_     Score: 126.88     PEP: 1.3684E-21
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Mass: 1112.6441     Charge: 2     m/z: 557.32934
Modified Peptide: _EK(ac)DIVGAVLK_     Score: 163.12     PEP: 2.2123E-25
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Mass: 1295.7784     Charge: 2     m/z: 648.89647
Modified Peptide: _PK(ac)ANELLINVK_     Score: 177.83     PEP: 1.5621E-35
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Mass: 1892.9805     Charge: 2     m/z: 947.49753
Modified Peptide: _VVGLSTLPEIYEK(ac)M(ox)EK_     Score: 180.27     PEP: 1.1096E-60
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Mass: 1667.861     Charge: 2     m/z: 834.93778
Modified Peptide: _VLGIDGGEGK(ac)EELFR_     Score: 205.28     PEP: 1.7316E-85
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Mass: 1914.0714     Charge: 2     m/z: 958.04297
Modified Peptide: _SPIK(ac)VVGLSTLPEIYEK_     Score: 312.5     PEP: 3.5031E-257
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Mass: 1012.6168     Charge: 2     m/z: 507.3157
Modified Peptide: _EIIDILK(ac)K_     Score: 90.657     PEP: 0.0014131
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Mass: 2101.0884     Charge: 3     m/z: 701.37009
Modified Peptide: _ILDLYEQGK(ac)PFFLYTGR_     Score: 36.593     PEP: 0.00073371
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Mass: 1911.9683     Charge: 3     m/z: 638.33003
Modified Peptide: _INK(ac)YAFSGGQVSADLHR_     Score: 40.085     PEP: 0.00048589
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Mass: 1361.7191     Charge: 2     m/z: 681.86682
Modified Peptide: _AQNIDYDK(ac)LIK_     Score: 122.42     PEP: 1.405E-14
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Mass: 1559.8195     Charge: 2     m/z: 780.91704
Modified Peptide: _SLLQK(ac)FEIDNPSK_     Score: 83.087     PEP: 1.4653E-05
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Mass: 1799.8901     Charge: 3     m/z: 600.97065
Modified Peptide: _GQEVK(ac)EQAEASIDNLK_     Score: 75.463     PEP: 1.6871E-09
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Mass: 2471.1998     Charge: 3     m/z: 824.74056
Modified Peptide: _EQAEASIDNLK(ac)NEATPEAEQVK_     Score: 101.29     PEP: 2.8996E-22
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Mass: 1829.9007     Charge: 2     m/z: 915.95762
Modified Peptide: _AETAAQDVQQK(ac)LEETK_     Score: 390.28     PEP: 0
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Mass: 3226.5895     Charge: 3     m/z: 1076.5371
Modified Peptide: _STWSAIQPIK(ac)NPFSLAIQDPGDESNNISR_     Score: 45.611     PEP: 1.4512E-06
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Mass: 2392.1812     Charge: 4     m/z: 599.05257
Modified Peptide: _EILNTDYPWILNHDHSK(ac)QK_     Score: 76.768     PEP: 1.5462E-09
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Mass: 1909.0128     Charge: 3     m/z: 637.34486
Modified Peptide: _PSSVDEVVK(ac)TQHILDGK_     Score: 40.085     PEP: 0.00048589
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Mass: 1567.7076     Charge: 2     m/z: 784.86107
Modified Peptide: _FLGK(ac)EDM(ox)EIDGEK_     Score: 103.85     PEP: 6.0994E-10
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Mass: 1346.6731     Charge: 3     m/z: 449.89832
Modified Peptide: _YASK(ac)AVPHYNR_     Score: 40.715     PEP: 0.0036449
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Mass: 1631.844     Charge: 3     m/z: 544.95528
Modified Peptide: _VIEQPITSETAM(ox)K(ac)K_     Score: 85.45     PEP: 5.4292E-07
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Mass: 2110.0504     Charge: 2     m/z: 1056.0325
Modified Peptide: _LDSYK(ac)VIEQPITSETAM(ox)K_     Score: 73.809     PEP: 1.0261E-09
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Mass: 1135.5965     Charge: 2     m/z: 568.8055
Modified Peptide: _SEDK(ac)EPLLR_     Score: 45.161     PEP: 0.0035465
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Mass: 1178.6419     Charge: 2     m/z: 590.32822
Modified Peptide: _GGNK(ac)FALWTK_     Score: 82.494     PEP: 1.9018E-05
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Mass: 1119.5825     Charge: 2     m/z: 560.79854
Modified Peptide: _GGK(ac)WSFQLR_     Score: 91.087     PEP: 1.0166E-05
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Mass: 1821.8632     Charge: 2     m/z: 911.9389
Modified Peptide: _K(ac)FEENVSVDDTTATPK_     Score: 62.378     PEP: 4.322E-06
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Mass: 2050.0484     Charge: 4     m/z: 513.51936
Modified Peptide: _TVLSDSAHFDVK(ac)HPLNTK_     Score: 88.551     PEP: 7.2136E-15
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Mass: 1673.8737     Charge: 3     m/z: 558.96517
Modified Peptide: _GLGKPDQVYDGSK(ac)IR_     Score: 44.807     PEP: 0.0025164
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Mass: 1352.646     Charge: 2     m/z: 677.33026
Modified Peptide: _GVTEK(ac)DAVDYSK_     Score: 78.324     PEP: 4.5628E-05
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Mass: 2400.2368     Charge: 3     m/z: 801.08622
Modified Peptide: _DAVDYSK(ac)IPNILSNKPGQNNR_     Score: 66.874     PEP: 8.9442E-06
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Mass: 2116.0113     Charge: 2     m/z: 1059.0129
Modified Peptide: _GSDLQYLGEFSGK(ac)NFSPTK_     Score: 234.28     PEP: 5.7996E-136
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Mass: 2014.9778     Charge: 3     m/z: 672.66655
Modified Peptide: _GLNDPNIEK(ac)LQESGDGSGK_     Score: 34.649     PEP: 0.00031268
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Mass: 1718.8145     Charge: 3     m/z: 573.94545
Modified Peptide: _VLDIEGDNATEAM(ox)K(ac)R_     Score: 37.555     PEP: 0.0036782



0 200 400 600 800 1000 1200 1400

m/z

0

10000

20000

30000

40000

50000

60000

70000

80000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
5

)

y
2

 (
2

6
1

.1
5

4
7

)

y
3

 (
3

7
4

.2
3

8
9

)

y
4

 (
4

4
5

.2
7

5
6

)

y
5

 (
5

5
8

.3
6

0
0

)

y
6

 (
6

8
7

.3
9

8
2

)

y
7

 (
8

5
0

.4
6

3
8

)

y
8

 (
9

6
5

.4
8

7
2

)

y
9

 (
1

1
3

5
.5

8
8

5
)

y
1

0
 (

1
2

4
9

.6
3

0
6

)

y
1

1
 (

1
3

2
0

.6
6

6
2

)

y
2

-N
H

3
 (

2
4

4
.1

2
8

1
)

y
1

1
(2

+
) 

(6
6

0
.8

4
0

4
)

b
2

 (
2

1
9

.0
7

9
2

)

b
3

 (
2

9
0

.1
1

5
4

)

b
4

 (
4

0
4

.1
5

7
9

)

a
cK

* 
(1

2
6

.0
9

1
1

)

Mass: 1537.7446     Charge: 2     m/z: 769.8796
Modified Peptide: _AM(ox)ANK(ac)DYELAINK_     Score: 111.39     PEP: 1.6018E-10
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Mass: 1711.8669     Charge: 2     m/z: 856.94071
Modified Peptide: _DYELAINK(ac)YTEAIK_     Score: 102.52     PEP: 1.025E-11
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Mass: 1405.7453     Charge: 2     m/z: 703.87992
Modified Peptide: _EAVSGILGK(ac)SEFK_     Score: 121.76     PEP: 4.0727E-15
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Mass: 2141.1157     Charge: 3     m/z: 714.71251
Modified Peptide: _YTEAIK(ac)VLPTNAIYYANR_     Score: 119.46     PEP: 9.6875E-27
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Mass: 1273.67     Charge: 2     m/z: 637.84229
Modified Peptide: _SAK(ac)SIVPLM(ox)DR_     Score: 77.64     PEP: 3.9217E-05
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Mass: 1605.8585     Charge: 2     m/z: 803.93652
Modified Peptide: _TASGLYLPEK(ac)NVEK_     Score: 65.805     PEP: 1.9623E-05
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Mass: 1227.6711     Charge: 2     m/z: 614.84281
Modified Peptide: _DAEILAK(ac)IAKD_     Score: 134.99     PEP: 9.4759E-18
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Mass: 2512.2558     Charge: 2     m/z: 1257.1352
Modified Peptide: _NVEK(ac)LNQAEVVAVGPGFTDANGNK_     Score: 171.15     PEP: 3.4512E-52
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Mass: 1107.6015     Charge: 2     m/z: 554.80804
Modified Peptide: _DLELLK(ac)DGR_     Score: 84.17     PEP: 7.1654E-05
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Mass: 1590.8476     Charge: 2     m/z: 796.43107
Modified Peptide: _GINEDFK(ac)DLELLK_     Score: 107.14     PEP: 4.0249E-10
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Mass: 2807.4312     Charge: 3     m/z: 936.81769
Modified Peptide: _K(ac)AALLTNELEGPDPAAK(ac)SSSYYNLR_     Score: 194.21     PEP: 8.0794E-124
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Mass: 2807.4312     Charge: 3     m/z: 936.81769
Modified Peptide: _K(ac)AALLTNELEGPDPAAK(ac)SSSYYNLR_     Score: 194.21     PEP: 8.0794E-124
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Mass: 2138.902     Charge: 2     m/z: 1070.4583
Modified Peptide: _ESEPM(ox)EVDEDDSK(ac)IEADK_     Score: 31.462     PEP: 0.0022069
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Mass: 1708.842     Charge: 3     m/z: 570.62129
Modified Peptide: _TIEYYQK(ac)SLTEHR_     Score: 51.211     PEP: 0.00066539
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Mass: 1229.6404     Charge: 2     m/z: 615.82749
Modified Peptide: _AIEK(ac)DPNFVR_     Score: 85.377     PEP: 6.9423E-06
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Mass: 1079.643     Charge: 2     m/z: 540.82878
Modified Peptide: _TADILTK(ac)LR_     Score: 112.11     PEP: 1.0581E-06
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Mass: 1690.8406     Charge: 3     m/z: 564.62081
Modified Peptide: _EIDQLYYK(ac)ASQQR_     Score: 95.98     PEP: 4.5899E-07
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Mass: 1155.5812     Charge: 2     m/z: 578.79787
Modified Peptide: _LEGK(ac)EYFTK_     Score: 136.63     PEP: 1.6183E-13
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Mass: 1383.6922     Charge: 2     m/z: 692.85338
Modified Peptide: _DYDK(ac)AIELFTK_     Score: 124.12     PEP: 9.5066E-15
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Mass: 2142.0593     Charge: 3     m/z: 715.02705
Modified Peptide: _LGAAHLGLGDLDEAESNYK(ac)K_     Score: 130.39     PEP: 3.0201E-40
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Mass: 2078.0176     Charge: 2     m/z: 1040.0161
Modified Peptide: _AAALAK(ac)LM(ox)SFPEAIADCNK_     Score: 166.76     PEP: 7.6913E-56
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Mass: 1802.8898     Charge: 3     m/z: 601.97054
Modified Peptide: _DISKEEIDDAVSK(ac)ANK_     Score: 52.254     PEP: 0.00043174
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Mass: 1967.0265     Charge: 3     m/z: 656.68278
Modified Peptide: _WNFGNDLK(ac)QNIVPVGPK_     Score: 61.641     PEP: 4.9108E-07
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Mass: 2235.0577     Charge: 3     m/z: 746.0265
Modified Peptide: _NNELM(ox)K(ac)DISKEEIDDAVSK_     Score: 135.73     PEP: 1.9186E-23
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Mass: 1816.8744     Charge: 3     m/z: 606.63208
Modified Peptide: _ASHGK(ac)FQDVLDNFLQG_     Score: 36.638     PEP: 0.0012043
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Mass: 1814.8799     Charge: 3     m/z: 605.96724
Modified Peptide: _NHFDK(ac)LLDNTNTDVK_     Score: 78.285     PEP: 3.5906E-07
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Mass: 1460.7987     Charge: 2     m/z: 731.40664
Modified Peptide: _ISNYEIINK(ac)IGR_     Score: 58.487     PEP: 0.00025888
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Mass: 1733.8625     Charge: 2     m/z: 867.9385
Modified Peptide: _EPFFK(ac)GSSNPDQLVK_     Score: 91.592     PEP: 3.2256E-06
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Mass: 1467.8308     Charge: 2     m/z: 734.92268
Modified Peptide: _SK(ac)PVALTSFLGYK_     Score: 48.823     PEP: 0.00082295
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Mass: 1569.7423     Charge: 2     m/z: 785.87844
Modified Peptide: _YSAK(ac)YAQDGAGIER_     Score: 84.566     PEP: 3.4444E-07
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Mass: 1209.6365     Charge: 2     m/z: 605.82551
Modified Peptide: _WIDTASK(ac)FGK_     Score: 96.015     PEP: 2.2011E-07
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Mass: 1762.9047     Charge: 3     m/z: 588.64218
Modified Peptide: _FQTPAEK(ac)HAFMGTLK_     Score: 154.6     PEP: 1.3145E-34
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Mass: 1746.9375     Charge: 2     m/z: 874.47601
Modified Peptide: _ALEEVSLK(ac)WIDTASK_     Score: 172.91     PEP: 1.1679E-55
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Mass: 1187.5533     Charge: 2     m/z: 594.78391
Modified Peptide: _EYLDK(ac)M(ox)GFK_     Score: 66.435     PEP: 0.00090853
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Mass: 1893.9788     Charge: 3     m/z: 632.33355
Modified Peptide: _IQYNLNTLHDK(ac)TTQR_     Score: 34.82     PEP: 0.0019121
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Mass: 1084.6492     Charge: 2     m/z: 543.33188
Modified Peptide: _IQK(ac)VLLDSK_     Score: 109.42     PEP: 1.1893E-06
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Mass: 1769.9927     Charge: 3     m/z: 591.00486
Modified Peptide: _ILEDLVFPTEIVGK(ac)R_     Score: 75.462     PEP: 1.1103E-06
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Mass: 1638.8617     Charge: 2     m/z: 820.43814
Modified Peptide: _LESFQAVYNK(ac)LTGK_     Score: 92.063     PEP: 2.0674E-08
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Mass: 1506.8762     Charge: 3     m/z: 503.29934
Modified Peptide: _AELRPLQFK(ac)SIR_     Score: 109.22     PEP: 3.0969E-09
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Mass: 1739.9094     Charge: 2     m/z: 870.96198
Modified Peptide: _LTGK(ac)QIVFEIPSETH_     Score: 130.2     PEP: 2.5836E-24
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Mass: 2245.1238     Charge: 3     m/z: 749.38186
Modified Peptide: _DVQQIDYK(ac)LESFQAVYNK_     Score: 118.53     PEP: 1.0785E-26
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Mass: 1704.8934     Charge: 2     m/z: 853.45398
Modified Peptide: _VLLDSK(ac)DVQQIDYK_     Score: 173.68     PEP: 3.5616E-55
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Mass: 1135.6125     Charge: 2     m/z: 568.81352
Modified Peptide: _SEEITK(ac)LFK_     Score: 105.4     PEP: 1.3857E-06
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Mass: 1660.9371     Charge: 3     m/z: 554.65297
Modified Peptide: _LADGLFVNVAK(ac)ELSK_     Score: 62.377     PEP: 1.0192E-05
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Mass: 2167.1049     Charge: 3     m/z: 723.37556
Modified Peptide: _YTVSFIEGDGIGPEISK(ac)SVK_     Score: 62.002     PEP: 3.6899E-06
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Mass: 1548.9574     Charge: 2     m/z: 775.48598
Modified Peptide: _NLVALK(ac)GPLATPIGK_     Score: 188.25     PEP: 1.2074E-69
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Mass: 1234.6445     Charge: 2     m/z: 618.32954
Modified Peptide: _ESIPYDK(ac)TIK_     Score: 69.672     PEP: 0.00017875
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Mass: 1381.7242     Charge: 2     m/z: 691.86936
Modified Peptide: _DTK(ac)VIFQGFTGK_     Score: 83.617     PEP: 1.8838E-05
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Mass: 1964.9723     Charge: 3     m/z: 655.99806
Modified Peptide: _AEIEAAQFLK(ac)EYNFSR_     Score: 98.507     PEP: 1.0951E-12
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Mass: 1168.6128     Charge: 2     m/z: 585.31369
Modified Peptide: _DK(ac)SYFLNLK_     Score: 107.15     PEP: 1.2999E-06
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Mass: 1454.8497     Charge: 2     m/z: 728.43213
Modified Peptide: _LVPGIFADVK(ac)NLK_     Score: 68.809     PEP: 6.7964E-05
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Mass: 1457.813     Charge: 2     m/z: 729.91377
Modified Peptide: _SFK(ac)PIIDQEVLK_     Score: 79.089     PEP: 4.1758E-05
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Mass: 1358.7558     Charge: 2     m/z: 680.38518
Modified Peptide: _IAQLVDEK(ac)FVR_     Score: 119.45     PEP: 2.2005E-14
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Mass: 2743.2977     Charge: 3     m/z: 915.43984
Modified Peptide: _SENPSSHPEGFLK(ac)DINPESEVVYK_     Score: 133.95     PEP: 1.3181E-44
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Mass: 2216.0132     Charge: 2     m/z: 1109.0139
Modified Peptide: _FDDTNPEK(ac)EAPEYFESIK_     Score: 174.78     PEP: 1.514E-66
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Mass: 1775.7639     Charge: 2     m/z: 888.88921
Modified Peptide: _SDFSENVDDK(ac)EFFR_     Score: 222.1     PEP: 1.4639E-99
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Mass: 1999.9487     Charge: 3     m/z: 667.65684
Modified Peptide: _SNDPVK(ac)DLSLVFGNHEST_     Score: 46.663     PEP: 0.00011938
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Mass: 1479.7643     Charge: 2     m/z: 740.88943
Modified Peptide: _PLTAETYK(ac)QM(ox)LK_     Score: 222.72     PEP: 5.4866E-92
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Mass: 1597.7827     Charge: 2     m/z: 799.89865
Modified Peptide: _DGLDDQFLK(ac)EAAAR_     Score: 206.45     PEP: 4.0665E-85
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Mass: 1874.9043     Charge: 3     m/z: 625.97536
Modified Peptide: _FDVWDTAGQEK(ac)FGGLR_     Score: 111.74     PEP: 2.9424E-16
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Mass: 1977.9432     Charge: 3     m/z: 660.32168
Modified Peptide: _GGANFLDYAAIDK(ac)APEER_     Score: 38.824     PEP: 0.00040326
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Mass: 2027.0436     Charge: 3     m/z: 676.68848
Modified Peptide: _GGASTSDK(ac)HVLALNYSPIR_     Score: 87.85     PEP: 1.4925E-14
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Mass: 2330.111     Charge: 3     m/z: 777.71093
Modified Peptide: _DVSNQFEENQQK(ac)LNDIHSK_     Score: 33.248     PEP: 0.00032467
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Mass: 1591.9661     Charge: 3     m/z: 531.66265
Modified Peptide: _LIK(ac)DLVNIEPIRK_     Score: 69.716     PEP: 0.00031941
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Mass: 1750.9214     Charge: 3     m/z: 584.64773
Modified Peptide: _SNIHDSIK(ac)QLDAQIK_     Score: 78.069     PEP: 3.6785E-07
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Mass: 1650.8941     Charge: 2     m/z: 826.45432
Modified Peptide: _INQLK(ac)EELNGLNPK_     Score: 85.457     PEP: 2.2439E-07
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Mass: 1433.7402     Charge: 2     m/z: 717.87738
Modified Peptide: _ELATQIFDEAK(ac)K_     Score: 76.073     PEP: 0.00013363
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Mass: 1280.6289     Charge: 2     m/z: 641.32171
Modified Peptide: _LAEK(ac)DPEFYK_     Score: 83     PEP: 1.69E-05
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Mass: 1722.8676     Charge: 3     m/z: 575.29647
Modified Peptide: _IEALEDEK(ac)HDIIEK_     Score: 132.44     PEP: 6.857E-24
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Mass: 2144.0671     Charge: 3     m/z: 715.69631
Modified Peptide: _KM(ox)PVSNVIDVSETPEGEK(ac)K_     Score: 60.564     PEP: 2.356E-05
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Mass: 2625.2286     Charge: 3     m/z: 876.08347
Modified Peptide: _YNPDDTIAPPQDATEESQTK(ac)SLR_     Score: 131.59     PEP: 3.0655E-42
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Mass: 1474.8031     Charge: 2     m/z: 738.40885
Modified Peptide: _SLTFSNVVVPDK(ac)K_     Score: 177.38     PEP: 4.6542E-52
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Modified Peptide: _EASELK(ac)DR_     Score: 56.563     PEP: 0.0026597
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Modified Peptide: _DFALQK(ac)FAK_     Score: 113.71     PEP: 9.8001E-07
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Mass: 1408.7198     Charge: 2     m/z: 705.36718
Modified Peptide: _SK(ac)EISDLYTGVR_     Score: 115.8     PEP: 2.3705E-14
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Mass: 2565.2642     Charge: 3     m/z: 856.09533
Modified Peptide: _(ac)SDSSEATVK(ac)RPLDAHVGPSENAAK_     Score: 83.039     PEP: 2.7262E-10
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Mass: 1520.7471     Charge: 2     m/z: 761.38082
Modified Peptide: _(ac)SHDGK(ac)EEPGIAK(ac)K_     Score: 148.91     PEP: 1.2362E-30
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Mass: 1520.7471     Charge: 2     m/z: 761.38082
Modified Peptide: _(ac)SHDGK(ac)EEPGIAK(ac)K_     Score: 148.91     PEP: 1.2362E-30
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Mass: 3436.6366     Charge: 4     m/z: 860.16643
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Mass: 3412.594     Charge: 4     m/z: 854.15578
Modified Peptide: _ENTDVM(ox)DLDNLNVQGIKDENISHEDEIK(ac)K_     Score: 302.58     PEP: 0
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Mass: 1540.8097     Charge: 2     m/z: 771.41212
Modified Peptide: _GVNGDEQDAILLK(ac)K_     Score: 201.3     PEP: 3.2432E-114
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Mass: 2540.2945     Charge: 4     m/z: 636.08089
Modified Peptide: _EKDELLHVQDTPM(ox)YAPISLK(ac)R_     Score: 42.711     PEP: 0.0012176
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Mass: 2297.1489     Charge: 3     m/z: 766.72358
Modified Peptide: _KYLDDNDVTSDVVSPK(ac)PDPK_     Score: 57.009     PEP: 0.00023136
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Mass: 1882.8611     Charge: 2     m/z: 942.43781
Modified Peptide: _NVSNIQSYSFEDM(ox)K(ac)R_     Score: 174.62     PEP: 2.2893E-55
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Mass: 2734.4335     Charge: 3     m/z: 912.4851
Modified Peptide: _M(ox)PTTINIPVNSAPGALGLPEK(ac)EFHK_     Score: 37.228     PEP: 2.8316E-05
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Mass: 1465.8504     Charge: 3     m/z: 489.62409
Modified Peptide: _LLVDVREPK(ac)EVK_     Score: 89.189     PEP: 9.7214E-06
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Mass: 1204.6746     Charge: 2     m/z: 603.3446
Modified Peptide: _TAGK(ac)TSVK(ac)SAR_     Score: 112.43     PEP: 1.8835E-13
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Mass: 1204.6746     Charge: 2     m/z: 603.3446
Modified Peptide: _TAGK(ac)TSVK(ac)SAR_     Score: 112.43     PEP: 1.8835E-13
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Mass: 1815.873     Charge: 2     m/z: 908.94379
Modified Peptide: _FDNK(ac)STSEEQEALLR_     Score: 130.06     PEP: 2.6167E-24
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Mass: 2131.9896     Charge: 3     m/z: 711.67047
Modified Peptide: _M(ox)IYDEASGEWVPK(ac)WGYK_     Score: 115.82     PEP: 8.9485E-22
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Mass: 1759.8741     Charge: 2     m/z: 880.94432
Modified Peptide: _INEK(ac)PTVVNDYEAAR_     Score: 87.932     PEP: 9.2688E-09
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Mass: 1536.8624     Charge: 2     m/z: 769.43847
Modified Peptide: _AIPNQQVLSK(ac)LER_     Score: 107.65     PEP: 3.7312E-10
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Mass: 1742.9778     Charge: 3     m/z: 581.99988
Modified Peptide: _STLIVSETK(ac)LANAINK_     Score: 41.967     PEP: 0.00061317
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Mass: 1839.9102     Charge: 2     m/z: 920.96237
Modified Peptide: _IYK(ac)SSSLIQDLDSSDK_     Score: 105.31     PEP: 1.1055E-15
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Mass: 1964.0255     Charge: 3     m/z: 655.68244
Modified Peptide: _EVRPDIK(ac)TFSFDDILK_     Score: 35.329     PEP: 0.0067227
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Mass: 2509.3792     Charge: 3     m/z: 837.46701
Modified Peptide: _AIFTDNSLLPSLIK(ac)PVQAAQDVK_     Score: 46.178     PEP: 4.961E-05
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Mass: 1251.6914     Charge: 2     m/z: 626.85298
Modified Peptide: _ETGLADSLLK(ac)R_     Score: 72.531     PEP: 0.00015142
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Mass: 1439.7296     Charge: 2     m/z: 720.8721
Modified Peptide: _TAYFDK(ac)LNELGK_     Score: 100.55     PEP: 1.7326E-09
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Mass: 1752.791     Charge: 2     m/z: 877.40278
Modified Peptide: _DVDLIESM(ox)K(ac)DDIM(ox)R_     Score: 97.203     PEP: 1.2281E-07
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Mass: 1792.9066     Charge: 2     m/z: 897.46056
Modified Peptide: _EIQLK(ac)ADQEYEIEK_     Score: 98.439     PEP: 5.0089E-09
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Mass: 1756.8723     Charge: 2     m/z: 879.44342
Modified Peptide: _ADQEYEIEK(ac)TNIVR_     Score: 124.09     PEP: 2.2352E-17
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Mass: 2483.2115     Charge: 4     m/z: 621.81014
Modified Peptide: _EQDGSLKPLPAK(ac)HIDTGM(ox)GFER_     Score: 30.925     PEP: 0.0077127
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Mass: 1574.8759     Charge: 2     m/z: 788.44524
Modified Peptide: _EIPLDLAK(ac)SIDGVR_     Score: 70.98     PEP: 7.3245E-06
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Mass: 1255.6449     Charge: 2     m/z: 628.8297
Modified Peptide: _LFEK(ac)YASAASK_     Score: 103.88     PEP: 1.4636E-09
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Mass: 1840.8877     Charge: 2     m/z: 921.45112
Modified Peptide: _AITEAINYM(ox)K(ac)SNDSVK_     Score: 90.367     PEP: 5.7804E-12
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Mass: 1846.9789     Charge: 3     m/z: 616.6669
Modified Peptide: _LNVHELSELNDAK(ac)VPK_     Score: 109.35     PEP: 5.9573E-16
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Mass: 1940.9691     Charge: 2     m/z: 971.49183
Modified Peptide: _ETLGNDVDQK(ac)GSLVAPEK_     Score: 106.67     PEP: 3.8733E-21
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Mass: 1701.8309     Charge: 2     m/z: 851.92271
Modified Peptide: _ILDADPLSK(ac)EDTSEK_     Score: 111.43     PEP: 9.0963E-14
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Mass: 1792.822     Charge: 2     m/z: 897.41827
Modified Peptide: _DSNGGSNSLGK(ac)FSFGNR_     Score: 337.85     PEP: 0
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Mass: 1488.8035     Charge: 3     m/z: 497.27512
Modified Peptide: _DISSTLLNELK(ac)SK_     Score: 38.799     PEP: 0.0024451
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Mass: 2327.1685     Charge: 3     m/z: 776.73012
Modified Peptide: _FIDLDK(ac)PDQVVTIYNQYSK_     Score: 52.784     PEP: 0.00011136
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Mass: 1597.7624     Charge: 2     m/z: 799.88848
Modified Peptide: _DLYGQYNK(ac)LEGEK_     Score: 196.84     PEP: 1.8568E-73
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Mass: 1825.9058     Charge: 3     m/z: 609.64253
Modified Peptide: _ANLTEEEK(ac)ELLNEPR_     Score: 104.73     PEP: 2.4917E-12
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Mass: 1226.7093     Charge: 2     m/z: 614.36193
Modified Peptide: _DIPVEK(ac)VELK_     Score: 65.232     PEP: 0.00032792
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Mass: 1307.7481     Charge: 2     m/z: 654.88135
Modified Peptide: _SPYLK(ac)WPLVR_     Score: 75.387     PEP: 4.8786E-05
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Mass: 1941.9908     Charge: 4     m/z: 486.50499
Modified Peptide: _AELEK(ac)LVDHHPEGLSAR_     Score: 35.757     PEP: 0.00079305
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Mass: 1483.7783     Charge: 3     m/z: 495.60005
Modified Peptide: _QLGEWAGLGK(ac)IDR_     Score: 63.185     PEP: 9.1825E-05
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Mass: 1890.0462     Charge: 2     m/z: 946.03039
Modified Peptide: _LVEGLANDPENK(ac)VPLIK_     Score: 105.39     PEP: 1.4927E-16
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Mass: 1583.8308     Charge: 2     m/z: 792.92265
Modified Peptide: _VADAK(ac)QLGEWAGLGK_     Score: 151.72     PEP: 1.5287E-33
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Mass: 2398.3534     Charge: 3     m/z: 800.4584
Modified Peptide: _LVEGLANDPENKVPLIK(ac)VADAK_     Score: 132.1     PEP: 4.2791E-41
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Mass: 2075.0369     Charge: 3     m/z: 692.68623
Modified Peptide: _GYFIKPTVFGDVK(ac)EDM(ox)R_     Score: 35.757     PEP: 0.0040612
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Mass: 1539.7821     Charge: 2     m/z: 770.89831
Modified Peptide: _FIEEFK(ac)AASESIK_     Score: 78.814     PEP: 2.9618E-05
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Mass: 1634.892     Charge: 2     m/z: 818.45326
Modified Peptide: _EEIFGPVVTVTK(ac)FK_     Score: 82.102     PEP: 6.7646E-07
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Mass: 1527.8308     Charge: 2     m/z: 764.92268
Modified Peptide: _GYFIK(ac)PTVFGDVK_     Score: 96.591     PEP: 3.9665E-07
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Mass: 2839.3698     Charge: 3     m/z: 947.46388
Modified Peptide: _VGDPFDESTFQGAQTSQM(ox)QLNK(ac)ILK_     Score: 62.064     PEP: 1.9075E-08
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Mass: 1933.9745     Charge: 3     m/z: 645.66545
Modified Peptide: _YVDIGK(ac)NEGATLITGGER_     Score: 108.71     PEP: 2.8026E-21
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Mass: 2288.2376     Charge: 3     m/z: 763.75315
Modified Peptide: _ILK(ac)YVDIGKNEGATLITGGER_     Score: 116.21     PEP: 4.805E-30
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Mass: 1472.7875     Charge: 3     m/z: 491.93644
Modified Peptide: _SPNIVFADAELK(ac)K_     Score: 169.58     PEP: 1.2395E-51
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Mass: 2646.3694     Charge: 3     m/z: 883.13039
Modified Peptide: _LPNGLEYEQPTGLFINNK(ac)FVPSK_     Score: 154.79     PEP: 1.2506E-56
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Mass: 1547.82     Charge: 2     m/z: 774.91727
Modified Peptide: _GALDLILNSGM(ox)DK(ac)K_     Score: 56.482     PEP: 0.000397
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Mass: 1778.9713     Charge: 3     m/z: 593.99771
Modified Peptide: _IAPCITAEK(ac)ANAPLIR_     Score: 49.988     PEP: 0.0076517
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Mass: 1101.698     Charge: 2     m/z: 551.85628
Modified Peptide: _IITK(ac)LSELK_     Score: 76.943     PEP: 0.00022569
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Mass: 1954.9425     Charge: 3     m/z: 652.65477
Modified Peptide: _HYNGYDINYISK(ac)IGEK_     Score: 69.729     PEP: 6.0173E-07
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Mass: 1821.883     Charge: 2     m/z: 911.94877
Modified Peptide: _AGEYSK(ac)FPYSVM(ox)EIK_     Score: 48.423     PEP: 0.0002794
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Mass: 1298.7358     Charge: 2     m/z: 650.37517
Modified Peptide: _AK(ac)FINNFIFK_     Score: 93.111     PEP: 3.6293E-07
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Mass: 1387.7934     Charge: 2     m/z: 694.90396
Modified Peptide: _LLDK(ac)PDIFLEK_     Score: 118.37     PEP: 2.49E-14
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Mass: 3172.6587     Charge: 4     m/z: 794.17194
Modified Peptide: _TVFQK(ac)ENGTVTAANASPINDGAAAVILVSEK_     Score: 30.104     PEP: 0.0016092
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Mass: 1817.9743     Charge: 3     m/z: 606.99872
Modified Peptide: _VCASAM(ox)K(ac)AIILGAQSIK_     Score: 40.085     PEP: 0.00049948
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Mass: 954.57498     Charge: 2     m/z: 478.29477
Modified Peptide: _ILK(ac)LDPSK_     Score: 95.502     PEP: 0.00046286
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Mass: 2006.0808     Charge: 3     m/z: 669.70087
Modified Peptide: _EGKFDNEIVPVTIK(ac)GFR_     Score: 56.407     PEP: 7.4523E-05
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Mass: 1629.8614     Charge: 2     m/z: 815.93797
Modified Peptide: _EGK(ac)FDNEIVPVTIK_     Score: 138.01     PEP: 2.5282E-24
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Mass: 1695.9035     Charge: 2     m/z: 848.95904
Modified Peptide: _AGAK(ac)FGQTVLVDGVER_     Score: 186.43     PEP: 3.573E-74
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Mass: 1870.9789     Charge: 3     m/z: 624.6669
Modified Peptide: _LDVK(ac)VVTPDAAAEQFAR_     Score: 33.131     PEP: 0.0009794
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Mass: 1628.8086     Charge: 3     m/z: 543.94348
Modified Peptide: _ASPFLKDEYK(ac)DFK_     Score: 75.669     PEP: 0.00020241



0 200 400 600 800 1000 1200 1400

m/z

0

10000

20000

30000

40000

50000

60000

70000

80000

In
te

n
si

ty

y
2

 (
2

6
2

.1
3

8
9

) y
9

 (
9

6
7

.3
9

8
9

)

y
1

0
 (

1
0

6
6

.4
6

4
9

)

y
1

1
 (

1
1

5
3

.4
9

8
3

)

a
2

 (
2

3
0

.1
4

9
5

)

b
2

 (
2

5
8

.1
4

4
0

)

b
3

 (
3

5
7

.2
1

3
4

)
b
3

-H
2

O
 (

3
3

9
.2

0
0

7
)

b
6

 (
6

3
0

.3
0

6
8

)

a
cK

* 
(1

2
6

.0
9

1
2

)
a
cK

 (
1

4
3

.1
1

7
4

)

Mass: 1322.6024     Charge: 2     m/z: 662.30847
Modified Peptide: _K(ac)SVDSAM(ox)DAVDK_     Score: 72.958     PEP: 0.0001766
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Mass: 1238.6183     Charge: 2     m/z: 620.31643
Modified Peptide: _ASPFLK(ac)DEYK_     Score: 80.979     PEP: 2.5363E-05
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Mass: 2075.9714     Charge: 3     m/z: 692.99773
Modified Peptide: _EM(ox)GEEVYHAYTEVK(ac)AVR_     Score: 41.871     PEP: 0.00036917
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Mass: 2021.0991     Charge: 3     m/z: 674.70697
Modified Peptide: _PAAVTPLNALYFASLCK(ac)K_     Score: 46.159     PEP: 0.00029038
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Mass: 2382.2205     Charge: 3     m/z: 795.08079
Modified Peptide: _TLPNLVNGIFK(ac)NAGQICSSGSR_     Score: 32.391     PEP: 0.00028943
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Mass: 1299.6299     Charge: 2     m/z: 650.82222
Modified Peptide: _DAAAYADK(ac)VNGR_     Score: 61.375     PEP: 0.0001509
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Mass: 1400.7292     Charge: 2     m/z: 701.37188
Modified Peptide: _VPFGGVK(ac)QSGYGR_     Score: 79.633     PEP: 2.675E-05
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Mass: 1685.9939     Charge: 2     m/z: 844.0042
Modified Peptide: _IVK(ac)EEIFGPVVTVAK_     Score: 92.38     PEP: 5.9825E-09
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Mass: 1514.8064     Charge: 3     m/z: 505.94274
Modified Peptide: _SAHLVFDDANIK(ac)K_     Score: 110.8     PEP: 4.4503E-10
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Mass: 1620.9098     Charge: 2     m/z: 811.46217
Modified Peptide: _EEIFGPVVTVAK(ac)FK_     Score: 106.17     PEP: 7.0073E-12
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Mass: 1886.9419     Charge: 3     m/z: 629.98791
Modified Peptide: _QQFDTIM(ox)NYIDIGK(ac)K_     Score: 124.62     PEP: 1.3807E-17
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Mass: 1897.9526     Charge: 2     m/z: 949.98358
Modified Peptide: _VGNPFDK(ac)ANFQGAITNR_     Score: 176.68     PEP: 4.4228E-61
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Mass: 2466.0857     Charge: 3     m/z: 823.03583
Modified Peptide: _M(ox)VYEDEQEDDDGDVQK(ac)LKPR_     Score: 78.021     PEP: 0.00096729
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Mass: 1509.7497     Charge: 2     m/z: 755.88214
Modified Peptide: _ETLAM(ox)LSK(ac)FQER_     Score: 85.554     PEP: 9.2886E-06
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Mass: 1938.0069     Charge: 2     m/z: 970.01075
Modified Peptide: _TAPSFPQSSSK(ac)FEIINK_     Score: 57.616     PEP: 9.6439E-06
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Mass: 1560.8119     Charge: 2     m/z: 781.41321
Modified Peptide: _VQSELGNPK(ac)FQEK_     Score: 41.644     PEP: 0.001882
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Mass: 2608.3457     Charge: 4     m/z: 653.09369
Modified Peptide: _HVEAVK(ac)DRIDSVSQLQNVAETTK_     Score: 38.583     PEP: 0.00041464
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Mass: 2493.2533     Charge: 3     m/z: 832.09172
Modified Peptide: _VLLASSM(ox)NDYNVLGK(ac)ADDNIRK_     Score: 35.389     PEP: 0.001014
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Mass: 1982.0655     Charge: 3     m/z: 661.69578
Modified Peptide: _HPVDITESSVSK(ac)TLLNGK_     Score: 103.16     PEP: 5.7084E-21
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Mass: 2435.092     Charge: 3     m/z: 812.70459
Modified Peptide: _DAGYK(ac)VVSHM(ox)M(ox)PDLPNVGM(ox)ER_     Score: 91.128     PEP: 3.802E-15
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Mass: 1529.8817     Charge: 2     m/z: 765.94814
Modified Peptide: _TDGLK(ac)IYPTLVIR_     Score: 134.04     PEP: 9.1172E-22
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Mass: 2054.9295     Charge: 2     m/z: 1028.472
Modified Peptide: _NYYGK(ac)LGYELDGPYM(ox)SK_     Score: 185.02     PEP: 5.7633E-75
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Mass: 1042.5691     Charge: 2     m/z: 522.29183
Modified Peptide: _LFGPEK(ac)FR_     Score: 57.598     PEP: 0.0025015
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Mass: 1856.0381     Charge: 3     m/z: 619.68663
Modified Peptide: _INNVLNK(ac)IHVAQPQAR_     Score: 38.028     PEP: 0.0010501
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Mass: 2568.0931     Charge: 4     m/z: 643.03054
Modified Peptide: _SFGK(ac)M(ox)EEHM(ox)STLGHDM(ox)SALQDK_     Score: 47.814     PEP: 0.00010433
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Mass: 1488.7795     Charge: 3     m/z: 497.26711
Modified Peptide: _HFTSK(ac)LVELDDK_     Score: 33.685     PEP: 0.0048906
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Mass: 1000.5441     Charge: 2     m/z: 501.27931
Modified Peptide: _LVELDDK(ac)K_     Score: 95.099     PEP: 0.001112
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Mass: 1637.8876     Charge: 2     m/z: 819.95108
Modified Peptide: _EELEELVK(ac)PLLER_     Score: 67.275     PEP: 7.4472E-05
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Mass: 2078.027     Charge: 3     m/z: 693.68295
Modified Peptide: _GKLEEEYAPFASDAEK(ac)TK_     Score: 61.102     PEP: 1.0992E-05
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Mass: 1027.6277     Charge: 2     m/z: 514.82115
Modified Peptide: _ILTAAEK(ac)LK_     Score: 105.4     PEP: 1.3857E-06
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Mass: 1957.928     Charge: 3     m/z: 653.64995
Modified Peptide: _AEEWLYDEGFDSIK(ac)AK_     Score: 110.38     PEP: 4.6549E-16
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Mass: 1784.9309     Charge: 3     m/z: 595.98423
Modified Peptide: _DDLTIVAHTFGLDAK(ac)K_     Score: 149.44     PEP: 1.3223E-31
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Mass: 1894.02     Charge: 3     m/z: 632.34728
Modified Peptide: _YIAK(ac)YEELASLGNIIR_     Score: 151.56     PEP: 1.8905E-37
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Mass: 1914.9019     Charge: 3     m/z: 639.30791
Modified Peptide: _QEASQM(ox)AAM(ox)AEK(ac)LAAQR_     Score: 150.39     PEP: 3.5794E-38
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Mass: 1973.9616     Charge: 2     m/z: 987.98806
Modified Peptide: _LNELIEK(ac)ENEM(ox)LAQDK_     Score: 162.4     PEP: 7.8855E-48
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Mass: 2176.0318     Charge: 3     m/z: 726.3512
Modified Peptide: _ENEM(ox)LAQDK(ac)LVAETEDRK_     Score: 174.02     PEP: 8.5672E-66
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Mass: 1824.8418     Charge: 2     m/z: 913.42816
Modified Peptide: _GK(ac)LEEEYAPFASDAEK_     Score: 200.69     PEP: 4.0575E-90
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Mass: 2086.1645     Charge: 3     m/z: 696.39544
Modified Peptide: _ELSIVLAPFSGGQGK(ac)LGVEK_     Score: 42.711     PEP: 0.00024043
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Mass: 982.53061     Charge: 2     m/z: 492.27258
Modified Peptide: _DTFSSK(ac)LK_     Score: 49.715     PEP: 0.0037061
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Mass: 1791.9014     Charge: 3     m/z: 598.30775
Modified Peptide: _TSSNFDYLFNSAIK(ac)K_     Score: 130.27     PEP: 6.0165E-24
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Mass: 1676.8113     Charge: 2     m/z: 839.41295
Modified Peptide: _EM(ox)ILK(ac)SM(ox)PQLNDGK_     Score: 148.91     PEP: 9.8967E-33
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Mass: 1518.8294     Charge: 3     m/z: 507.28373
Modified Peptide: _GSVDLEK(ac)LAFGLTK_     Score: 42.568     PEP: 0.0011413
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Mass: 2215.1022     Charge: 3     m/z: 739.37467
Modified Peptide: _VFGALK(ac)GASDGGLYVPHSENR_     Score: 43.598     PEP: 0.00023206
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Mass: 1200.5411     Charge: 2     m/z: 601.27783
Modified Peptide: _EGK(ac)TDYYQR_     Score: 90.629     PEP: 1.0583E-05
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Mass: 1181.6768     Charge: 2     m/z: 591.84569
Modified Peptide: _VAAK(ac)IAALAGQQ_     Score: 109.39     PEP: 6.0013E-10
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Mass: 1449.7715     Charge: 2     m/z: 725.89303
Modified Peptide: _TLQK(ac)LGLDETYK_     Score: 124.86     PEP: 5.6195E-15



0 200 400 600 800 1000 1200 1400 1600

m/z

0

10000

20000

30000

40000

50000

60000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
1

)

y
3

 (
4

0
2

.2
4

6
6

)

y
4

 (
5

1
5

.3
3

0
0

) y
5

 (
6

7
8

.3
9

2
8

)

y
6

 (
8

2
5

.4
5

9
4

)

y
7

 (
9

5
3

.5
1

7
0

)

y
1

1
(2

+
) 

(6
8

2
.8

5
1

7
)a
2

 (
2

1
5

.1
3

9
3

)
b
2

 (
2

4
3

.1
3

4
4

)

b
3

 (
3

0
0

.1
5

5
3

)

a
cK

* 
(1

2
6

.0
9

1
6

)

Mass: 1933.9898     Charge: 3     m/z: 645.67054
Modified Peptide: _IEGVATPQDAQFYLGK(ac)R_     Score: 39.143     PEP: 0.0012952
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Mass: 1538.8093     Charge: 2     m/z: 770.41192
Modified Peptide: _LQGYNQIK(ac)ASFTK_     Score: 55.841     PEP: 0.00035991
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Mass: 2002.972     Charge: 3     m/z: 668.66459
Modified Peptide: _EFTEIPHAGK(ac)SYNPNNK_     Score: 72.184     PEP: 4.6473E-08
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Mass: 1768.8189     Charge: 2     m/z: 885.41674
Modified Peptide: _K(ac)NIDLSDVEQYM(ox)EK_     Score: 149.3     PEP: 2.1692E-32
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Mass: 2454.1093     Charge: 3     m/z: 819.04369
Modified Peptide: _M(ox)DGNDHK(ac)VENLGDVDK(ac)FYSR_     Score: 78.987     PEP: 5.0609E-08
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Mass: 2454.1093     Charge: 3     m/z: 819.04369
Modified Peptide: _M(ox)DGNDHK(ac)VENLGDVDK(ac)FYSR_     Score: 78.987     PEP: 5.0609E-08
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Mass: 2233.0289     Charge: 2     m/z: 1117.5217
Modified Peptide: _IAYK(ac)EDYYTGTM(ox)IYGPYK_     Score: 99.891     PEP: 3.6219E-16
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Mass: 1828.9432     Charge: 2     m/z: 915.47886
Modified Peptide: _EVLGNQTSVQNAK(ac)FPR_     Score: 150.57     PEP: 2.4524E-37
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Mass: 1909.9938     Charge: 3     m/z: 637.67188
Modified Peptide: _NLK(ac)FDEKPDYLFLAR_     Score: 106.13     PEP: 1.0553E-11
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Mass: 1392.7765     Charge: 2     m/z: 697.39554
Modified Peptide: _VVFEK(ac)LAGYIGR_     Score: 78.692     PEP: 4.3765E-05
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Mass: 2531.1656     Charge: 3     m/z: 844.72913
Modified Peptide: _(ac)SEENLRPAYDDQVNEDVYK(ac)R_     Score: 214.74     PEP: 3.7399E-121
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Mass: 1596.8294     Charge: 3     m/z: 533.28374
Modified Peptide: _K(ac)NIDM(ox)VHLESVVR_     Score: 57.804     PEP: 0.00055501
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Mass: 1231.6812     Charge: 2     m/z: 616.8479
Modified Peptide: _VVNLFDLK(ac)DK_     Score: 113.63     PEP: 1.4952E-10
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Mass: 1211.7238     Charge: 2     m/z: 606.86916
Modified Peptide: _LLTSVPGSK(ac)LR_     Score: 35.006     PEP: 0.0061934
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Mass: 1100.5906     Charge: 2     m/z: 551.30259
Modified Peptide: _FFTIFEK(ac)K_     Score: 88.948     PEP: 0.0015288



0 200 400 600 800 1000 1200

m/z

0

50000

100000

150000

200000

In
te

n
si

ty

y
1

 (
1

4
7

.1
1

2
5

)

y
2

 (
2

7
6

.1
5

4
7

)

y
3

 (
4

2
3

.2
2

3
0

)

y
4

 (
5

3
6

.3
0

6
3

)

y
5

 (
6

3
7

.3
5

1
1

)

y
6

 (
7

8
4

.4
2

0
7

)

y
7

 (
9

3
1

.4
8

8
1

)

y
1

-N
H

3
 (

1
3

0
.0

8
6

1
)

y
2

-H
2

O
 (

2
5

8
.1

4
4

1
)

y
6

-H
2

O
 (

7
6

6
.4

0
4

2
)

a
2

 (
2

9
0

.1
8

5
6

)

b
2

 (
3

1
8

.1
8

0
6

)

b
3

 (
4

6
5

.2
4

9
8

)

a
cK

* 
(1

2
6

.0
9

1
3

)
a
cK

 (
1

4
3

.1
1

7
7

)

Mass: 1100.5906     Charge: 2     m/z: 551.30259
Modified Peptide: _K(ac)FFTIFEK_     Score: 105.52     PEP: 0.00073183
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Mass: 1509.7827     Charge: 2     m/z: 755.89865
Modified Peptide: _K(ac)IEDYNFGTLLR_     Score: 90.926     PEP: 3.8698E-06
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Mass: 2070.0885     Charge: 3     m/z: 691.03677
Modified Peptide: _DAVPVLTDVATDFK(ac)PELAK_     Score: 31.462     PEP: 0.0015494
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Mass: 1202.7275     Charge: 2     m/z: 602.37101
Modified Peptide: _IVDVLSK(ac)FIK_     Score: 51.092     PEP: 0.00097322
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Mass: 1895.9377     Charge: 3     m/z: 632.98652
Modified Peptide: _YQFGDDREVLLK(ac)ESR_     Score: 54.237     PEP: 0.00068692
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Mass: 1997.9542     Charge: 2     m/z: 999.98437
Modified Peptide: _ASNLAK(ac)PSVDDDDSPANIK_     Score: 39.237     PEP: 0.00027342
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Mass: 2238.1755     Charge: 3     m/z: 747.06576
Modified Peptide: _ISLNLELPVPDNDPPEK(ac)YK_     Score: 54.805     PEP: 8.016E-05
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Mass: 2028.1154     Charge: 3     m/z: 677.04575
Modified Peptide: _ILEQFEYVLYPSK(ac)TLK_     Score: 38.093     PEP: 0.0010429
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Mass: 2208.1283     Charge: 3     m/z: 737.05003
Modified Peptide: _M(ox)GVPIYGIVAM(ox)AATATDK(ac)IGR_     Score: 51.348     PEP: 0.00013761
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Mass: 1283.6402     Charge: 2     m/z: 642.82739
Modified Peptide: _EILCYSK(ac)DAK_     Score: 70.977     PEP: 0.00013489
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Mass: 1718.8435     Charge: 2     m/z: 860.42903
Modified Peptide: _AISAQADK(ac)QDISSSTR_     Score: 51.147     PEP: 9.9248E-05



0 200 400 600 800 1000 1200 1400 1600

m/z

0

20000

40000

60000

80000

100000

In
te

n
si

ty

y
1

 (
1

7
5

.1
1

9
0

)

y
4

 (
6

6
3

.3
3

6
1

)

y
5

 (
7

7
7

.3
7

5
6

)

y
6

 (
8

9
0

.4
6

6
5

)

y
7

 (
1

0
0

4
.5

0
3

3
)

y
8

 (
1

1
0

1
.5

5
5

3
)

y
9

 (
1

1
8

8
.5

8
7

1
)a

2
 (

2
0

7
.1

1
2

1
)

b
2

 (
2

3
5

.1
0

7
0

)

b
3

 (
3

2
2

.1
3

9
3

)

b
9

(2
+

) 
(5

4
3

.2
7

1
7

)

Mass: 1421.6853     Charge: 2     m/z: 711.84992
Modified Peptide: _YASPNLNM(ox)K(ac)YR_     Score: 81.865     PEP: 2.2254E-05
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Mass: 987.59354     Charge: 2     m/z: 494.80405
Modified Peptide: _TIK(ac)DLVGGK_     Score: 95.642     PEP: 6.0218E-06
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Mass: 2469.1812     Charge: 4     m/z: 618.30258
Modified Peptide: _HQHGDK(ac)VDIFEIPETGEYSVK_     Score: 61.222     PEP: 3.3792E-06
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Mass: 1920.0026     Charge: 3     m/z: 641.00816
Modified Peptide: _K(ac)LSQYVQEM(ox)ALGGPITK_     Score: 61.815     PEP: 1.1653E-06
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Mass: 1856.8996     Charge: 2     m/z: 929.45706
Modified Peptide: _TAIDK(ac)NGNITYSEEPR_     Score: 67.605     PEP: 9.607E-07
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Mass: 2090.02     Charge: 3     m/z: 697.68062
Modified Peptide: _WIETQDVFLK(ac)DFNTER_     Score: 77.562     PEP: 1.3782E-09
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Mass: 1376.7221     Charge: 2     m/z: 689.36834
Modified Peptide: _SLDSIPM(ox)SK(ac)TIK_     Score: 107.18     PEP: 9.0849E-10
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Mass: 1617.796     Charge: 2     m/z: 809.90528
Modified Peptide: _LYSDLM(ox)K(ac)FLESSK_     Score: 100.54     PEP: 8.0758E-10
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Mass: 1416.818     Charge: 2     m/z: 709.41628
Modified Peptide: _SVPAPGK(ac)GILTTAR_     Score: 101.36     PEP: 1.1281E-11
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Mass: 1243.7289     Charge: 2     m/z: 622.87171
Modified Peptide: _GATLYIPK(ac)ALR_     Score: 123.79     PEP: 1.038E-14
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Mass: 1644.8471     Charge: 3     m/z: 549.28965
Modified Peptide: _AK(ac)YETSILEHSGIR_     Score: 119.32     PEP: 5.2236E-17
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Mass: 1539.8621     Charge: 2     m/z: 770.9383
Modified Peptide: _SLGGGAALK(ac)DIEIVR_     Score: 131.24     PEP: 2.3411E-24
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Mass: 2067.0455     Charge: 2     m/z: 1034.53
Modified Peptide: _NIQSK(ac)DSYINANTIETAK_     Score: 121.44     PEP: 7.3537E-27
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Mass: 1838.872     Charge: 2     m/z: 920.44329
Modified Peptide: _LGSEADAK(ac)AFLDSM(ox)AQK_     Score: 151.04     PEP: 8.7593E-33
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Mass: 1951.9415     Charge: 2     m/z: 976.97802
Modified Peptide: _DAK(ac)EIYYTPDPSELAAK_     Score: 147.56     PEP: 5.6819E-38
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Mass: 1847.964     Charge: 2     m/z: 924.98928
Modified Peptide: _LIEPELFNGYNPEK(ac)K_     Score: 167.55     PEP: 3.8775E-44
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Mass: 2564.3167     Charge: 3     m/z: 855.77952
Modified Peptide: _SPVM(ox)ADLNGGLQFVPELK(ac)EFTAK_     Score: 179.19     PEP: 1.1418E-84
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Mass: 1715.8358     Charge: 3     m/z: 572.95256
Modified Peptide: _NK(ac)YESYDAALSLHR_     Score: 222.16     PEP: 1.3408E-99
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Mass: 1752.7658     Charge: 2     m/z: 877.3902
Modified Peptide: _ANDK(ac)NESATINEM(ox)MK_     Score: 299.56     PEP: 3.5919E-216
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Mass: 1663.9752     Charge: 3     m/z: 555.66569
Modified Peptide: _VVVSYK(ac)LLDAPAAIR_     Score: 118.58     PEP: 1.7087E-17
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Mass: 2181.0477     Charge: 3     m/z: 728.02319
Modified Peptide: _K(ac)LIEAFNEIAEDSEQFEK_     Score: 136.26     PEP: 6.8353E-34
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Mass: 2029.0368     Charge: 2     m/z: 1015.5257
Modified Peptide: _SLSDPK(ac)QLETEPDLFIR_     Score: 158.17     PEP: 1.7743E-48
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Mass: 1586.8086     Charge: 2     m/z: 794.4116
Modified Peptide: _AK(ac)VEEMNNIIAASR_     Score: 95.347     PEP: 1.2605E-08
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Mass: 1415.8228     Charge: 2     m/z: 708.91866
Modified Peptide: _IPIVTNPESLK(ac)R_     Score: 123.64     PEP: 1.8871E-14
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Mass: 1265.6517     Charge: 2     m/z: 633.83311
Modified Peptide: _SFQNFK(ac)IGGAR_     Score: 47.559     PEP: 0.0011384
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Mass: 1357.7453     Charge: 2     m/z: 679.87992
Modified Peptide: _IAEQISK(ac)ETGLK_     Score: 92.856     PEP: 1.3177E-06
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Mass: 2661.2459     Charge: 3     m/z: 888.08926
Modified Peptide: _TETDAFGEIHVPADK(ac)YWGAQTQR_     Score: 123.14     PEP: 5.5629E-32
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Mass: 1839.9942     Charge: 2     m/z: 921.00437
Modified Peptide: _SAAIVNESLGGLDPK(ac)ISK_     Score: 148.26     PEP: 3.2691E-43
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Mass: 1516.822     Charge: 3     m/z: 506.61462
Modified Peptide: _QVSAEK(ac)HLSSVFK_     Score: 49.31     PEP: 0.00079083
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Mass: 1418.7657     Charge: 2     m/z: 710.39012
Modified Peptide: _IALK(ac)DLSVDEFK_     Score: 100.22     PEP: 4.5031E-08
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Mass: 1687.9105     Charge: 2     m/z: 844.96251
Modified Peptide: _SSLK(ac)TELQTASVLNR_     Score: 61.641     PEP: 1.0842E-05
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Mass: 2660.2606     Charge: 3     m/z: 887.76081
Modified Peptide: _SQTDAFYTQYK(ac)NGTAASEPTPITK_     Score: 89.622     PEP: 2.1485E-17
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Mass: 1454.7769     Charge: 3     m/z: 485.93292
Modified Peptide: _DIAK(ac)YVHETPLK_     Score: 74.76     PEP: 6.3665E-05
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Mass: 1843.9026     Charge: 3     m/z: 615.64148
Modified Peptide: _EHFVESPDK(ac)VDLIM(ox)K_     Score: 79.614     PEP: 3.1361E-07
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Mass: 2398.2816     Charge: 3     m/z: 800.43448
Modified Peptide: _TILTK(ac)SERPELTSAQNVVTGGR_     Score: 49.089     PEP: 0.0005427
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Mass: 1267.7388     Charge: 2     m/z: 634.87665
Modified Peptide: _IVPELTEK(ac)LGK_     Score: 74.611     PEP: 4.9982E-05
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Mass: 1508.7987     Charge: 3     m/z: 503.94019
Modified Peptide: _TQVLQYLGDK(ac)FR_     Score: 80.469     PEP: 3.4773E-05
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Mass: 1089.5488     Charge: 2     m/z: 545.7817
Modified Peptide: _DK(ac)ILM(ox)GAER_     Score: 46.891     PEP: 0.0028234
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Mass: 2101.9597     Charge: 3     m/z: 701.66052
Modified Peptide: _(ac)SEYASSIHSQM(ox)K(ac)QFDTK_     Score: 90.385     PEP: 5.774E-13
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Mass: 988.61394     Charge: 2     m/z: 495.31425
Modified Peptide: _ELTTLVK(ac)K_     Score: 58.981     PEP: 0.0053673



0 200 400 600 800 1000 1200 1400 1600

m/z

0

10000

20000

30000

40000

50000

60000

70000

80000

In
te

n
si

ty

y
2

 (
3

0
3

.1
7

6
6

)

y
3

 (
4

1
8

.2
0

4
4

)

y
5

 (
6

6
0

.3
2

9
4

)

y
6

 (
7

7
3

.4
1

1
7

)

y
7

 (
9

3
6

.4
7

2
2

)

y
8

 (
1

1
0

6
.5

7
8

0
)

y
9

 (
1

2
3

4
.6

3
2

8
)

y
1

0
 (

1
3

4
7

.7
1

6
5

)

y
1

1
 (

1
4

6
0

.7
9

9
3

)

b
2

 (
2

3
0

.1
1

3
0

)

b
3

 (
3

4
3

.1
9

6
8

)

b
4

 (
4

5
6

.2
8

1
2

)

Mass: 1688.9097     Charge: 2     m/z: 845.46214
Modified Peptide: _TQILQK(ac)YLELDQR_     Score: 83.729     PEP: 1.2405E-05
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Mass: 1569.7191     Charge: 2     m/z: 785.86682
Modified Peptide: _SVAK(ac)EGYGYFEDR_     Score: 87.566     PEP: 1.3171E-06
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Mass: 1362.7395     Charge: 2     m/z: 682.37702
Modified Peptide: _YIEQAIEK(ac)LSK_     Score: 160.15     PEP: 6.8366E-28
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Mass: 883.57425     Charge: 2     m/z: 442.7944
Modified Peptide: _LVEK(ac)LLK_     Score: 91.9     PEP: 0.0033124
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Mass: 1475.7508     Charge: 3     m/z: 492.9242
Modified Peptide: _ENLPSDVELYK(ac)K_     Score: 73.881     PEP: 0.00015962
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Mass: 1910.9949     Charge: 3     m/z: 638.00558
Modified Peptide: _NPETEIIITK(ac)DNDLVR_     Score: 66.965     PEP: 1.0689E-06
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Mass: 2053.019     Charge: 2     m/z: 1027.5168
Modified Peptide: _ILVTPEYEK(ac)NFM(ox)GGIER_     Score: 116.35     PEP: 8.5472E-22
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Mass: 1832.9855     Charge: 2     m/z: 917.50001
Modified Peptide: _LSSFILK(ac)NPPDSVSGSK_     Score: 130.39     PEP: 6.3137E-29
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Mass: 1727.8366     Charge: 3     m/z: 576.95282
Modified Peptide: _RYESEK(ac)ELYNATLA_     Score: 86.291     PEP: 5.5844E-07
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Mass: 2122.0371     Charge: 3     m/z: 708.35298
Modified Peptide: _RFESPDETPFFPDK(ac)IQK_     Score: 56.959     PEP: 6.2438E-05
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Mass: 1656.8683     Charge: 3     m/z: 553.2967
Modified Peptide: _NITNSAVEEK(ac)ILER_     Score: 161.76     PEP: 1.3079E-31
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Mass: 1522.7151     Charge: 2     m/z: 762.36484
Modified Peptide: _EISDEK(ac)EAELYR_     Score: 104.24     PEP: 1.2594E-09
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Mass: 2023.9896     Charge: 3     m/z: 675.67047
Modified Peptide: _LSK(ac)EYLPEM(ox)AASYSHPK_     Score: 94.569     PEP: 4.6049E-13
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Mass: 1281.6969     Charge: 2     m/z: 641.85572
Modified Peptide: _SK(ac)YQDVLIFK_     Score: 152.64     PEP: 4.7136E-17
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Mass: 2448.1095     Charge: 4     m/z: 613.03464
Modified Peptide: _FNK(ac)IDSFGTSNYHVGESPDHR_     Score: 35.748     PEP: 0.00028256
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Mass: 1083.5601     Charge: 2     m/z: 542.78731
Modified Peptide: _LFSEYQK(ac)K_     Score: 48.796     PEP: 0.0090143
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Mass: 1080.524     Charge: 2     m/z: 541.26928
Modified Peptide: _SK(ac)FGFNPDK_     Score: 49.5     PEP: 0.0024833
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Mass: 1099.5885     Charge: 2     m/z: 550.80151
Modified Peptide: _TIAFYK(ac)GDK_     Score: 54.608     PEP: 0.0019681
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Mass: 1340.7635     Charge: 2     m/z: 671.38901
Modified Peptide: _TILK(ac)PGVEANNK_     Score: 55.452     PEP: 0.00050485
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Mass: 1271.6874     Charge: 2     m/z: 636.85097
Modified Peptide: _K(ac)FPELGAELAR_     Score: 63.408     PEP: 0.00042153
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Mass: 1776.9949     Charge: 3     m/z: 593.3389
Modified Peptide: _TILKPGVEANNK(ac)WNK_     Score: 58.071     PEP: 0.00024704
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Mass: 1294.6892     Charge: 2     m/z: 648.35189
Modified Peptide: _FGASGK(ac)APEVFK_     Score: 71.176     PEP: 8.5246E-05
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Mass: 1534.7991     Charge: 2     m/z: 768.40684
Modified Peptide: _LPTYTAK(ac)DSAVATR_     Score: 81.311     PEP: 7.8303E-07
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Mass: 1399.7107     Charge: 2     m/z: 700.86263
Modified Peptide: _WNK(ac)LFSEYQK_     Score: 97.734     PEP: 1.356E-07
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Mass: 1793.9636     Charge: 3     m/z: 598.99513
Modified Peptide: _NSLESK(ac)HTPSIIALSR_     Score: 89.358     PEP: 6.1841E-12
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Mass: 2069.0258     Charge: 3     m/z: 690.68255
Modified Peptide: _APEVFK(ac)FFGFTPEGVAER_     Score: 140.16     PEP: 6.4743E-35
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Mass: 2459.3635     Charge: 3     m/z: 820.79512
Modified Peptide: _LVDPQLIANGVVSLDNLPGVEK(ac)K_     Score: 32.391     PEP: 0.00042563
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Mass: 1052.5906     Charge: 2     m/z: 527.30259
Modified Peptide: _FTLLDFK(ac)K_     Score: 81.594     PEP: 0.0019618
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Mass: 1560.8148     Charge: 2     m/z: 781.41466
Modified Peptide: _VLEK(ac)DQFSALQNK_     Score: 244.58     PEP: 2.1715E-118
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Mass: 1447.7228     Charge: 2     m/z: 724.8687
Modified Peptide: _EK(ac)LEAVNSM(ox)IEK_     Score: 62.924     PEP: 0.00014445
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Mass: 2757.2406     Charge: 3     m/z: 920.08747
Modified Peptide: _VTNTTSTDFPGFSK(ac)DAENEWNVEK_     Score: 31.473     PEP: 0.00083965
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Mass: 2483.302     Charge: 4     m/z: 621.83278
Modified Peptide: _NIDAAAPDVKPHDTK(ac)PIGEAAAIK_     Score: 54.559     PEP: 7.3098E-06
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Mass: 2761.289     Charge: 3     m/z: 921.43694
Modified Peptide: _VVEATPEDGTASSQK(ac)STINAENENTK_     Score: 80.293     PEP: 2.3405E-13
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Mass: 1960.0241     Charge: 3     m/z: 654.34863
Modified Peptide: _LYQIINPDLM(ox)HVK(ac)YR_     Score: 39.005     PEP: 0.0013596
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Mass: 980.54033     Charge: 2     m/z: 491.27744
Modified Peptide: _HSLEK(ac)AVR_     Score: 68.224     PEP: 0.001461
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Mass: 1951.0415     Charge: 2     m/z: 976.52802
Modified Peptide: _(ac)SK(ac)YIALENLPVDLQHK_     Score: 272.16     PEP: 7.3575E-183
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Mass: 1659.7165     Charge: 2     m/z: 830.86553
Modified Peptide: _YADYNK(ac)DDPQSFR_     Score: 68.809     PEP: 0.0089544
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Mass: 1758.8992     Charge: 3     m/z: 587.307
Modified Peptide: _IAVHK(ac)AETDDGADVIR_     Score: 58.671     PEP: 1.3754E-05
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Mass: 3155.4392     Charge: 3     m/z: 1052.8203
Modified Peptide: _DGETTDANGK(ac)TIVTGGNGPEDFQQHEQIR_     Score: 239.21     PEP: 4.3162E-201
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Mass: 1619.9139     Charge: 3     m/z: 540.97857
Modified Peptide: _LVSEK(ac)IINSTALM(ox)K_     Score: 70.889     PEP: 7.7521E-06
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Mass: 1908.0105     Charge: 3     m/z: 637.01078
Modified Peptide: _TAFK(ac)PHELTESVLPAAR_     Score: 57.499     PEP: 1.0157E-05
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Mass: 1127.5499     Charge: 2     m/z: 564.78222
Modified Peptide: _DFADK(ac)VYTK_     Score: 115.7     PEP: 8.4934E-07
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Mass: 1419.7246     Charge: 2     m/z: 710.86956
Modified Peptide: _VSLQDIK(ac)DFADK_     Score: 109.22     PEP: 6.4489E-08
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Mass: 1403.766     Charge: 2     m/z: 702.89029
Modified Peptide: _DLSPAINYTK(ac)LK_     Score: 112.51     PEP: 2.006E-10


