Supplementary information, Table S3 Fold change in invasion relative to control (Oncogenic KRAS)

SiRNA Target Field Number
Replicate 1 [ Replicate 2
1 2 3 4 5 6 7 8 9 10 Average
GPR158 61.0 73.0 37.3 455 47.3 46.8 66.8 46.3 59.8 49.3 53.3
GPR112 225 53.8 52.6 61.1 50.1 49.0 26.4 43.1 12.9 12.3 38.4
KCNQ5 133 14.3 12.3 19.7 12.7 48.0 55.0 83.7 39.7 56.0 355
SHANK1 24.6 38.6 36.7 21.2 17.9 345 27.1 35.3 335 245 29.4
ADAMTS18 14.2 42.6 15.9 26.6 25.1 18.2 28.9 20.5 16.6 26.8 23.6
NAV3 253 21.7 16.0 58.7 29.0 17.3 2.7 11.0 20.3 4.7 20.7
HIST1H1B 26.7 17.3 17.3 29.0 25.3 13.3 13.3 18.7 8.3 19.7 18.9
SMAD2 28.8 24.4 18.8 9.4 23.1 17.5 3.1 25 41.3 10.0 17.9
FBXL2 10.9 15.3 11.4 135 14.6 22.9 12.6 20.8 26.4 28.6 17.7
RNF219 15.0 20.6 13.8 15.0 15.6 18.1 131 18.1 23.8 20.0 17.3
ERGIC3 14.2 15.0 20.8 121 17.5 225 16.3 171 20.4 15.8 17.2
FN1 15.3 16.1 11.5 19.8 7.4 21.6 27.0 12.9 19.5 16.5 16.8
P2RY14 16.9 15.9 17.5 8.1 8.3 16.9 10.0 10.3 7.5 8.3 12.0
GLI3 23.4 7.3 7.6 30.5 7.6 11.9 9.9 45 7.9 4.0 115
SCN3B 13.6 12.9 10.2 15.3 20.0 10.2 9.8 4.7 5.4 10.2 11.2
LAMAL 16.1 10.9 8.0 11.8 4.8 131 16.6 9.3 12.0 3.8 10.6
ADARB2 15.4 5.0 7.5 12.9 10.4 7.5 7.1 8.8 16.3 14.2 10.5
SEMA3D 18.8 22.3 9.0 9.5 10.0 8.6 4.9 7.1 7.1 3.3 10.1
MYO5C 24.4 7.8 20.8 6.5 18.5 4.0 1.4 3.6 7.9 3.4 9.8
MAP2K7 29.3 4.7 12.3 10.0 11.3 2.7 8.7 4.0 2.7 5.7 9.1
SFRS6 13.1 6.3 11.3 75 125 10.6 5.6 7.5 6.9 6.3 8.8
P2RX7 8.1 6.1 12.4 8.5 9.3 13.6 9.3 6.3 6.8 3.1 8.3
OR51E1 10.2 7.1 8.0 7.3 5.9 4.4 8.1 5.1 5.8 8.5 7.0
GJD4 4.3 7.5 51 4.3 7.3 5.9 5.4 4.9 12.6 10.4 6.8
HUWE1 5.9 6.2 1.9 4.5 1.9 8.6 8.7 11.9 9.4 3.7 6.3
RAPGEF4 8.7 5.8 7.6 8.1 7.2 6.2 5.6 2.6 4.7 6.2 6.3
SLC44A4 4.4 1.7 7.1 7.6 6.4 5.9 3.4 5.4 9.3 7.1 5.8
NUP210 8.8 24 11.0 8.6 12.9 4.9 2.7 2.2 3.1 1.7 5.8
SMAD3 8.5 15 51 5.8 5.6 51 1.7 8.1 10.0 6.1 5.7
ROBO1 3.7 5.1 3.2 6.4 3.7 6.8 4.4 7.8 8.5 5.1 55
KIAA1409 8.0 34 6.9 9.3 5.6 2.3 2.8 5.1 7.0 3.4 5.4
EYA4 9.0 8.9 4.8 6.6 5.3 1.6 4.6 6.4 1.8 3.0 5.2
CD109 5.0 7.1 0.4 5.8 5.4 1.3 5.0 5.4 5.0 10.0 5.0
ZNF442 5.6 10.8 33 4.9 4.2 3.8 2.8 4.6 5.6 0.6 4.6
GRID1 7.0 7.8 5.9 4.4 7.1 1.9 25 2.4 2.1 2.9 4.4
PKNOX1 9.5 7.3 5.4 5.9 25 4.1 1.7 2.4 3.4 1.0 4.3
SYNE1 25 9.4 1.9 25 4.4 6.3 3.8 4.4 25 5.6 4.3
RUNX1T1 4.1 4.9 6.9 3.9 3.2 3.9 3.1 7.1 1.9 4.1 4.3
KIAA0182 3.7 2.0 13 2.0 2.0 4.0 5.3 8.7 5.3 8.0 4.2
PTPRU 5.4 24 4.7 4.1 4.7 4.9 2.2 6.6 3.9 3.1 4.2
PTPRD 4.4 7.5 5.6 8.1 3.1 3.8 1.3 1.9 1.9 4.4 4.2
CUX1 2.9 5.4 25 8.8 6.3 1.7 2.9 25 4.2 3.8 4.1
IRS4 2.0 4.0 2.0 4.0 2.3 7.7 3.0 6.7 4.3 4.7 4.1
MMP2 31 23 7.0 6.5 3.9 4.1 3.4 3.8 35 2.8 4.0
PIK3CA 5.9 5.6 4.4 4.1 3.9 3.6 3.7 2.2 3.7 2.0 3.9
TAF2 8.1 3.1 25 5.0 5.6 1.9 4.4 13 25 4.4 3.9
MKRN3 4.3 7.3 4.6 5.8 6.8 3.4 1.8 15 0.9 2.1 3.8
MAP2 2.7 4.0 2.0 12.7 7.0 0.0 13 1.3 2.7 4.0 3.8
SLC29A1 9.4 3.1 1.9 5.6 3.8 3.8 0.6 1.9 5.0 1.9 3.7
CACNA2D3 21 33 33 4.2 8.3 21 2.1 3.3 3.3 21 3.4
CLSTN2 5.0 25 5.8 2.9 5.4 0.0 1.3 1.7 5.0 3.3 3.3

CPAMDS8 0.0 0.0 13 5.4 4.2 13 4.2 29 7.1 29 29
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