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Fig. S1 Comparative sequence analysis of the putative OTA gene cluster in A. niger (CBS 513.88
and ATCC 1015 strains), A. carbonarius and P. nordicum. Annotation ID either from JGI

or NCBI are shown inside arrows.



ampliconl ~ S—————& 8/156bp

amplicon2 ~ $——&  3.346bp

amplicon3 $—— 2,159bp

Amplicon 1&2: primers OTAnrpsR6+OT AnrpsF1
Amplicon 3: primers uBarR+OTAnrpsF1

Fig. S2 Electrophoresis gel of diagnostic PCR used for screening of the transformants obtained



Fig. S3 Domain structure of AcCOTAnNrps. A, adenylation; P, peptidyl carrier; C condensation
domains



