a) Locus mk75

10 20 30 40 50 60 70

T e e |

Allele] GACTGCGTACCAATTCAACAAGTAATACAAGCTCCAATGTGAAAAAGGCAATE———————— GAATGTAGA

Allele 0 . . AACAAGTAATACAAGCTCCAATGTGAAAAANGCAATAAGGITAATGAATGTAGA
EcoRlI selective primer——»

mk75L1 primer —

80 90 100 110 120 130 140
e e e T L e I
Allele] TTTTGCTGCCTTTGAAAGCAAGAGTGAATTGGACCTATCAAGGGTTCTGTGTGTAARAATTACCCECCATGCA

Allele0 TTTTGCTGCCTTTGAAAGCAAGAGTGAATTGGACCTATCAAGGGTTCTGTGTGTAAATTACCCYCATGCA

150 160 170 180 190 200
e e e T L
Allele] TATTCAATATAGTTGCAAAGACTATCCATGGTGTCTCACAAGTTGTGTTACTCAGGACTCATC

Allele0 TATTCAATATAGTTGCAAAGACTATCCATGGTGTC <«—— Msel selective primer
<«——— mk75R1 primer

b) Locus mk209
10 20 30 40 50 60 70
T T T
Allele] GATGAGTCCTGAGTAACTCACTTCCACCTCTGCGCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGA
Allele0 GATGAGTCCTGAGTAACTCACTTCCACCTCTGCGCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGA

Msel selective primer——» mk209L1 primer ——>»

80 90 100 110 120 130 140
e e I I
Allele] GCCACAGAATGTGAGATGCCIGCAGCAACTTCTACCCTGATCCCACGTTTACTTATGATTCACTTCACGGC

Allele0 GCCACAGAATGTGAGATGCCACAGCAACTTCTACCCTGATCCCACGTTTACTTATGATTCACTTCACGGC

150 160 170 180 190 200 210
e e e e I
Allele] GCTCAACTGCCTTGCTGAGCAGCTCACGCACCAGCTTCTCATTCCTTGTCATGGGAAGGTGGAGGGGGGG

Allele0 GCTCAACTGCCTTGCTGAGCAGCTCACGCACCAGCTTCTCATTCCTTGTCGCAGGAAGG -~ — GGGGGG

220 230 240 250 260 270 280
e e e T e
Allele] GAGAGAGATGTGTCAAACTGATTGACAAAAATTATATCTAATCACCTTACGTGCCGCAGTTGACGTGTGA
Allele0 GAGAGAGATGTGTCAAACTGATTGACAAAAATTATATCTAATCACCTTACGTGCCGCAGTTGACGTGTGA
<«—— mk209R1 primer

290 300
T
Allelel] ACATTCAGTTGAATTGGTACGCAGTC
Allele0 ACATTCAGTTGAATTGGTACGCAGTC
<«——FEcoRl selective primer

Figure S1 Alignment of sequences from a dominant allele (allele 1), corresponding to
the AFLP band scored as present, with a recessive allele (allele 0), corresponding to the
absence of the AFLP band. Sequence alignments for five AFLP outliers are represented
(a-e). For each locus, the allele 1 was retrieved by clone sequence from a sample with
the AFLP band present, while the allele 0 was obtained by direct PCR from digested
DNA from a different sample with the AFLP band absent (homozygous recessive),
using a combination of AFLP selective primers with outlier-specific internal primers.
Indels and SNPs are highlighted in grey shades. The binding sites of Msel and EcoRI

selective primers and of outlier-specific primers are indicated with arrows.



¢) Locus mk245
10 20 30 40 50 60 70
B T O O (PO O I
Allelel] GATGAGTCCTGAGTAACTTGTAAGTGCCATTATGTTGCTTTGAAGGAGTGGGAGAAGGGGGGACATGATT

Allele0 GATGAGTCCTGAGTAACTTGTAAGTGCCATTATGTTGCTTTGAAGGAGTGGGAGAAGGGGGGACATGATT
Msel selective primer —> ——— mk245L1 primer ——

80 90 100 110 120 130 140
L e T I
Allele 1 GAGGGAACTTICAGATTTACATACAGATAAGCCCTAATGCAGTGGTTCTGCATTCCAGAGTTTTTCTGCA

Allele0 GAGGGAACTTCCAGATTTACATACAGATAAGCCCTAATGCAGTGGTTCTGCATTCCAGAGTTTTTCTGCA

150 160 170 180 190 200 210
e e e e e
Allele] TCTTCTTACATTTCACAATCTTAGTTIGCTATTGGGTITGTTGTT ATTTGGCTCTTCTTGTCT

Allele0 TCTTCTTACATTTCACAATCTTAGTTGCTATTGGGTTGTTGTT ATTTGGCTCTTCTTGTCT

<«
220 230 240 250
e e B
Allele 1 TACAGAGGACCTGCAGCTAAAACTGAGT;A‘TT GTACGCAGTC
Allele0 TACAGAGGACCTGCAGCTAAAACTGAGTGAATTGGTACGCAGTC
—— mk245R1 primer <«—— EcoRlI selective primer —
d) Locus mk386
10 20 30 40 50 60 70
S e e L T L |
Allele] GATGAGTCCTGAGTAACTATAATACTAA GTATTGTAACAGATGGAGAACTGAGGCAGCAAAAAAACT
Allele0 GATGAGTCCTGAGTAACTATAATACTAA GTATTATAACAGATGGAGAACTGAGGCAGCAAAAAAACT
Msel selective primer —> ———  mk386L1 primer———>
80 90 100 110 120 130 140

e e e L I s L
Allele 1 TCTTGGCCAGGACCATATCAAGAAGGCACATGAGAAATTATGTATGTIAGTCCAGTTCTTCAACCCCATC

Allele0 TCTTGGCCAGGACCATATCAAGAAGGCACATGAGAAATTATGTATGTCAGTCCAGTTCTTCAACCCCATC

150 160 170 180 190 200
o e e
Allele] CAAGTCAAGCACGACCATCCACAGGAGGGGCATATTTCTCGGGGTCATCTTGAATTGGTACGCAGTC

Allele0 CAAGTCAAGCACGACCATCCACAGGAGGGGCATATTTCTCGGGGTCATCTTGAATTGGTACGCAGTC
<«—— mk386R1 primer ————<€—— EcoRI selective primer —

e) Locus mk390
10 20 30 40 70
e e L |
Allelel] GACTGCGTACCAATTCAAGGAGGACTTG TTTATAAACAAAGTAAACATGCAGT ATTCTTTGCATG
Allele0 GACTGCGTACCAATTCAAGGGGGACTTGE TTTATAAACAAAGTAAACATGCAGT ATTCTTTGCATG
EcoRl selective primer — — mk390L1 primer ———>
80 90 100 110 120 130 140

D S N L T T e T S L e e
Allele 1 TCTACTCAIATAAGTAACT ACATGGAAATAATGCACTCTAAATTTATTCAGCCTCCAACTAAAAAAAAT

Allele0 TCTACTCATATAAGTAACTAACATGGAAATAATGCACTCTAAATTTATTCAGCCTCCAACTAAAAARAAAT

150 160 70 180 190 200 210
T e e P T L L I I

1
Allele 1 ATGAAGCCAAAGGTCATTTTTTCAT ACCACAGCAGAGTGGTGATTGCAAGTAACCCAAATAACATT
Allele0 ATGAAGCCAAAGGTCATTTTTTCAT ACCACAGCAGAGTGGTGATTGCAAGTAACCCAAATAACATT
<«——— mk390R1 primer

220 230
P e P

Allele] ATGTGTAGTTACTCAGGACTCATC

Allele 0 ATGT o jree] selective primer

Figure S1 (continued)



