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H1 JQ310693_L. 1 nevadensis GCAA(TG(TGTTCTTGCACCCTGGCCCATGTTCTAGAGC(‘ACAGA ATGTGAGATGCCGCAGCAACTTCT
H2 JQ310694_L. 1. nevadensis GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGCCACAGA AT(;T(;A(;AT(;C(,G(,A(J(AACTT(‘,T
H3_JQ310695_L. 1. iberica GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGCCACAGA-ATGTGAGATGCCACAGCAACTTCT
HS5_JQ310697_L. 1. iberica GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGCCACAGA ATGTGAGATGCCACAGCAACTTCT
H6_JQ310698_L. 1. iberica GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGCCACAGA-ATGTGAGATGCCACAGCAACTTCT
H7 _JQ310699 L. 1 iberica G(AACTGCTGTTCTTG(A(((TGG(((ATGTTCTAGAGCCACAGA ATGTGAGATGCCACAGCAACTTCT
H4 JQ310696_L. 1. lepida GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGCCACAGA-ATGTGAGATGCCACAGCAACTTCT
HS JQ310697_L. 1. lepida GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGCCACAGA-ATGTGAGATGCCACAGCAACTTCT
H6_JQ310698_L. 1. lepida GCAACTGCTGTTCTT(](’A(((T(J(JC((ATGTTCTAGAGCCACAGA ATGTGAGATGCCACAGCAACTTCT
H7_JQ310699_L. 1. lepida GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGCCACAGA-ATGTGAGATGCCACAGCAACTTCT
H8 JQ310700_L. tangitana GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGCCACAGA-ATGTGAGATGCCGCAGCAACTTCT
H9 JQ310701_L. tangitana GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGCCACAGA-ATGTGAGATGCCACAGCAACTTCC
H10 JQ310702_L. tangitana GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGCCACAGA-ATGTGAGATGCCGCAGCAACTTCT
HI11_JQ310703_L. tangitana GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGCCACAGA-ATGTGAGATGCCGCAGCAACTTCT
HI12 JQ310704_L. tangitana GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGCCACAGA-ATGTGAGATGCCGCAGCAACTTCT
HI13_JQ310705_L. tangitana GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGCCACAGA-ATGTGAGATGCCGCAGCAACTTCT
H14 JQ310706_L. tangitana GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGCCACAGA-ATGTGAGATGCCGCAGCAACTTCT
HI15_JQ310707_L. tangitana GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGCCACAGA-ATGTGAGATGCCGCAGCAACTTCT
H16_JQ310708_L. tangitana GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGCCACAGA-ATGTGAGATGCCGCAGCAACTTCT
H17_JQ310709_L. pater GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGCCACAGA-ATGTGAGATGCCGCAGCAACTTCT
HI18 JQ310710_L. pater GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGCCACAGA-ATGTGAGATGCCGCAGCAACTTCT
H19 JQ310711_I. monticola GCAACTGCTGTTCTTGCACCCTGGCCCATGTTCTAGAGC(ACAAAGATGTGAGATGCCGC GGCAACTTCT
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H6_JQ310698 L. 1. iberica ACCCTGATCCCACGTTTACTTATGATTCACTT CGC
H7 _JQ310699 L. 1 iberica ACCCTGATCCCACGTTTACTTATGATTCACTTCACGGCGCTCAACTGCCTTGCTGAGCAGC CGC
H4 JQ310696_L. 1. lepida ACCCTGATCCCACGTTTACTTATGATTCACTTCACGGCGCTCAACTGCCTTGCTGAGCAGC cCGC
HS5 JQ310697_L. 1. lepida ACCCTGATCCCACGTTTACTTATGATTCACTTCACGGCGCTCAACTGCCTTGCTGAGCAGCTCACGCACC
H6_JQ310698_L. 1. lepida ACCCTGATCCCACGTTTACTTATGATTCACTTCACGGCGCTCAACTGCCTTGCTGAGCAGCTCACGCACC
H7_JQ310699_L. 1. lepida ACCCTGATCCCACGTTTACTTATGATTCACTTCACGGCGCTCAACTGCCTTGCTGAGCAGCTCACGCACC
H8 JQ310700_L. tangitana ACCCTGATCCCACGTTTACTTATGATTCACTTCACGGCGCTCAACTGCCTTGCTGAGCAGCTCACGCACC
H9 JQ310701_L. tangitana ACCCTGATCCCACGTTTACTTATGATTCACTTCACGGCGCTCAACTGCCTTGCTGAGCAGCTCAC (y(,A(‘,(T
H10 JQ310702_L. tangitana ACCCTGATCCCACGTTTACTTATGATTCACTTCACGGCGCTCAACTGCCTTGCTGAGCAGCTCACGCACC
HI11_JQ310703_L. tangitana ACCCTGATCCCACGTTTACTTATGATTCACTTCACGGCGCTCAACTGCCTTGCTGAGCAGCTCACGCACC
HI12 JQ310704_L. tangitana ACCCTGATCCCACGTTTACTTATGATTCACTTCACGGCGCTCAACTGCCTTGCTGAGCAGCTCACGCACC
HI13 JQ310705_L. tangitana ACCCTGATCCCACGTTTACTTATGATTCACTTCACGGCGCTCAACTGCCTTGCTGAGCAGCTCACGCACC
H14_JQ310706_L. tangitana ACCCTGATCCCACGTTTACTTATGATTCACTTCACGGCGCTCAACTGCCTTGCTGAGCAGCTCACGCACC
HI15 JQ310707_L. tangitana ACCCTGATCCCACGTTTACTTATGATTCACTTCACGGCGCTCAACTGCCTTGCTGAGCAGCTCACGCACC
H16_JQ310708_L. tangitana ACCCTGATCCCACGTTTACTTATGATTCACTTCACGGCGCTCAACTGCCTTGCTGAGCAGCTCACGCACC
H17_JQ310709_L. pater ACCCTGATCCCACGTTTACTTATGATTCACTTCACGGCGCTCAACTGCCTTGCTGAGCAGCTCACGCACC
HI18 JQ310710_L. pater ACCCTGATCCCACGTTTACTTATGATTCACTTCACGGCGCTCAACTGCCTTGCTGAGCAGCTCACGCACC
HI19 JQ310711_I. monticola ACCCTGATCCCACGTTTACTTATGATTCACTTCACGGCGCTCAACTGCCTTGCTGAGCAGCTCACGCACC

Figure S3 Sequence alignment from haplotypes (H1-H19) detected in locus mk209 in each lizard species or subspecies. The accession number
corresponding to each haplotype is indicated. Conserved bases are presented in grey while variable sites are highlighted with colored font. Dashes denote
gaps. A repetitive element composed by Gs at positions 176-185 is variable in length and is followed by a repeat of GAs, which is variable in African

ocellated lizards (L. tangitana and L. pater) but not in Europenan ocellated lizards (Lacerta lepida nevadensis, L. I. iberica and L. I. lepida).



H1 JQ310693 L.l nevadensis
H2 JQ310694 L.l nevadensis

H3_JQ310695_L. 1. iberica
H5_JQ310697_L. 1. iberica
H6_JQ310698_L. 1. iberica
H7_JQ310699_L. . iberica
H4_JQ310696_L. 1. lepida
H5_JQ310697_L. 1. lepida
H6_JQ310698 L. 1. lepida
H7_JQ310699 L. 1. lepida
HS8 JQ310700_L. tangitana
H9 JQ310701_L. tangitana
H10_JQ310702_L. tangitana
HI11 JQ310703_L. tangitana
HI12 JQ310704_L. tangitana
HI13 JQ310705_L. tangitana
H14 JQ310706_L. tangitana
HI15 JQ310707_L. tangitana
H16 JQ310708_L. tangitana
H17_JQ310709_L. pater

H18 JQ310710 L. pater

HI19 JQ310711_I. monticola

HI1 _JQ310693 L. nevadensis
H2 JQ310694 L. 1. nevadensis

H3_JQ310695_L. 1. iberica
H5_JQ310697_L. 1. iberica
H6_JQ310698 L. 1. iberica
H7_JQ310699_L. 1. iberica
H4_JQ310696_L. 1. lepida
H5_JQ310697_L. 1. lepida
H6_JQ310698 L. 1. lepida
H7_JQ310699_L. 1. lepida
H8 JQ310700 L. tangitana
H9 JQ310701 L. tangitana
H10 JQ310702_L. tangitana
HI11 JQ310703_L. tangitana
HI12 JQ310704_ L. tangitana
HI13 JQ310705_L. tangitana
H14 JQ310706_L. tangitana
HI15 JQ310707_L. tangitana
H16 JQ310708 L. tangitana
H17 JQ310709_ L. pater

H18 JQ310710_L. pater

H19 JQ310711_I. monticola

Figure S3 (continued)
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