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H1 JQ310712_L. L lepida TTTGAAGGAGTGGGAGAAGGGGGG-ACATGATTGAGGGAACTTTCAGATTTACATACAGATAAGCCCTAATGCAGTGGTT

H2 JQ310713 L. 1 lepida TTTGAAGGAGTGGGAGAAGGGGGG-ACATGATTGAGGGAACTTCCAGATTTACATACAGATAAGCCCTAATGCAGTGGTT
H3_JQ310714_L. 1. lepida TTTGAAGGAGTGGGAGAAGGGGGG-ACATGATTGAGGGAACTTTCAGATTTACATACAGATAAGCCCTAATGCAGTGGTT
H4_JQ310715_L. 1. lepida TTTGAAGGAGTGGGAGAAGGGGGG-ACATGATTGAGGGAACTTTCAGATTTACATACAGATAAGCCCTAATGCAGTGGTT
H5_JQ310716_L. L lepida TTTGAAGGAGTGGGAGAAGGGGGG-ACATGATTGAGGGAACTTTCAGATTTACATACAGATAAGCCCTAATGCAGTGGTT
H8JQ310719 L. 1. lepida TTTGAAGGAGTGGGAGAAGGGGGG-ACATGATTGAGGGAACTTCCAGATTTACATACAGATAAGCCCTAATGCAGTGGTT
H8JQ310719 L. 1. iberica TTTGAAGGAGTGGGAGAAGGGGGG-ACATGATTGAGGGAACTTCCAGATTTACATACAGATAAGCCCTAATGCAGTGGTT

H6 JQ310717 L. Lnevadensis T TTGAAGGCGAGTGGCGAGAAGGGGGA ACATGATTGAGGGAACTTCCAGATTTACATACAGATAAGCCCTAATGCAGTGCGTT
H7 JQ310718 L.Lnevadensis T TTGAAGGAGTGGCGAGAAGGCGGGGG - ACATGATTGCGAGGGAACTTCCAGATTTACATACAGATAAGCCCTAATGCAGTGCGTT
H8JQ310719 L. 1. nevadensis TTTGAAGGAGTGGGAGAAGGGGGG-ACATGATTGAGGGAACTTCCAGATTTACATACAGATAAGCCCTAATGCAGTGGTT
H9 JQ310720_L.Lnevadensis T TTGAAGGAGTGCGGGAGAAGGGGGGGACATGATTGAGGCGGAACTTCCAGATTTACATACAGATAAGCCCTAATGCAGTGGTT

H2 JQ310725_L. tangitana TTTGAAGGAGTGGGAGAAGGGGGG-ACATGATTGAGGGAACTTCCAGATTTACATACAGATAAGCCCTAATGCAGTGGTT
H8 JQ310722_L. tangitana TTTGAAGGAGTGGGAGAAGGGGGG-ACATGATTGAGGGAACTTCCAGATTTACATACAGATAAGCCCTAATGCAGTGGTT
H10 _JQ310721_L. tangitana TTTGAAGGAGTGGGAGAAGGAGGG-ACATGATTGAGGGAACTTCCAGATTTACATACAGATAAGCCCTAATGCAGTGGTT
HI12_JQ310723_L. tangitana TTTGAAGGAGTGGGAGAAGGGGGGGACATGATTGAGGGAACTTCCAGATTTACATACAGATAAGCCCTAATGCAGTGGTT
H13 JQ310724 L. tangitana TTTGAAGGAGTGGGAGAAGGAGGG-ACATGATTGAGGGAACTTCCAGATTTACATACAGATAAGCCCTAATGCAGTGGTT
H15 JQ310726_L. pater TTTGAAGGAGTGGGAGAAGGGGGG-ACATGATTGAGGGAACTTCCAGATTTACATGCAGATAAGCCCTAATGCAGTGGTT
H16_JQ310727_L. pater TTTGAAGGAGTGGGAGAAGGGGGG-ACATGATTGAGGGAACTTCCAGATTTACATGCAGATAAGCCCTAATGCAGTGGTT
H17_JQ310728 L. pater TTTGAAGGAGTGGGAGAAGGGGGG-ACATGATTGAGGGAACTTCCAGATTTACATGCAGATAAGCCCTAATGCAGTGGTT
H18_JQ310729_L. pater TTTGAAGGAGTGGGAGAAGGGGGG-ACATGATTGAGGGAACTTCCAGATTTACATGCAGATAAGCCCTAATGCAGTGGTT
H19 JQ310730_L. schreiberi TTTGAAGGAGTGGGAGAAGGGGGGGACATGATTGAGGGAACTTCCAGATTTACATACAGATAAGCCCTAATGCAGTGGTT
H20_JQ310731_I. monticola TTTGAAGGAGTGGGAGAAGGG ACATGATTGAGGGAACTTCCAGATTTACATGCAGATAAGCCCTAATGCAGTGGTT
H21 JQ310732 L. agilis TTTGAAGGAGTGGGAGAAGGGGGG-ACATGATTGAGGGAACTTCCAGATTTACATACAGATGAGCCCTAATGCAGTGGTT

Figure S4 Sequence alignment from haplotypes (H1-H21) detected in locus mk245 in each lizard species or subspecies. The accession number corresponding
to each haplotype is indicated. Conserved bases are presented in grey while variable sites are highlighted with colored font. Dashes denote gaps. A

microsatellite composed by six to ten GTT units is present at positions 168-197.



H1 JQ310712_L.1 lepida
H2 JQ310713_L. 1 lepida
H3_JQ310714_L. 1. lepida
H4 JQ310715_L. 1 lepida
H5_JQ310716_L. 1. lepida
H8JQ310719 L. L. lepida
H8JQ310719 L. 1. iberica
H6_JQ310717_L. 1 nevadensis
H7 JQ310718 L. L nevadensis
H8JQ310719 L. 1. nevadensis
H9 JQ310720 L. L. nevadensis
H2 JQ310725_L. tangitana
H8 JQ310722_ L. tangitana
H10_JQ310721_L. tangitana
H12 JQ310723 L. tangitana
H13 JQ310724 L. tangitana
H15_JQ310726_L. pater
H16_JQ310727_L. pater
H17_JQ310728_L. pater
H18_JQ310729_L. pater
H19 JQ310730_L. schreiberi
H20 JQ310731_I. monticola
H21 JQ310732 L. agilis

H1_JQ310712_L. 1. lepida
H2 JQ310713_L.1 lepida
H3_JQ310714_L.1. lepida
H4 JQ310715 L. L lepida
H5_JQ310716_L. 1. lepida
H8JQ310719 L. 1 lepida
H8JQ310719 L. 1. iberica
H6_JQ310717_L. L. nevadensis
H7 JQ310718 L. L nevadensis
H8JQ310719 L. 1. nevadensis
H9 JQ310720 L. L nevadensis
H2 JQ310725_L. tangitana
H8 JQ310722_ L. tangitana
H10 _JQ310721_L. tangitana
HI12 JQ310723 L. tangitana
H13_JQ310724 L. tangitana
H15_JQ310726_L. pater
H16_JQ310727_L. pater
HI17 JQ310728 L. pater

H18 JQ310729_L. pater
H19 JQ310730_L. schreiberi
H20 JQ310731_I. monticola
H21_JQ310732_L. agilis

Figure S4 (continued)

90 100 110 120 130
CTGCAITTCCAlGAGT]‘"TTTCTlGCATC"TTCTTlACAT”lLTCACAlATCTTLAGTT(‘}CT
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTGCT
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTGCT
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTGCT
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTGCT
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTGCT
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTGCT

> .

140 150 160

CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTGCTTA
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTGCTTA

CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTGCT
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTGCT
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTGCT
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTGCT
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTGCT
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTGCT
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTGCT
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTGCT
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTACTTGCT
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTGCT
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTGCT
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTAGTTTCA
CTGCATTCCAGAGTTTTTCTACAACTTCTTACATTTCACAATCTTAGTTTCA
CTGCATTCCAGAGTTTTTCTGCATCTTCTTACATTTCACAATCTTTGTTTCA

170 180 190 200 210
R e R N U I |-
TTGGGTTGTTGTTGTTGTTGTT
TTGGGTTGTTGTTGTTGTTGTT
TTGGGTTGTTGTTGTTGTT
TTGGGTTGTTGTTGTT

b g g S S

ACAAGACGTCAAAGCATAGATTTGTTG
ACAAGACATCAAAGCATAGATTTGTTG
ACAAGACGTCAAAGCATAGATTTGTTG

220 230

ATTlTGGCTCTTC"FTGTCTTACAG‘AGGACCTGCA‘GC
ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC
ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC
ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC

TTGGGTTGTTGTT
TTGGGTTGTTGTT
TTGGGTTGTTGTT
TTGGGTTGTTGTT
TTGGGTTGTTGTT
TTGGGTTGTTGTT
TTGGGTTGTTGTT

TTGGGTTGTTGTTGTTGTTGTT

TTGGGTTGTTGTT

TTGGGTTGTTGTTGTTGTTGTTGTTGTTGTT
TTGGGTTGTTGTTGTTGTTGTT
TTGCGGGTTGTTGTTGTTGTTGTT
TTGGGTTGTTGTTGTTGTTGTT

ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC
ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC
ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC
ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC
ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC
ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC
ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC
ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC
ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC
ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC
ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC
ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC
ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC

TTGGGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC

TTGGGTTGTTGTTGTTGTTGTTGTTGTT
TTGCGGGTTGTTGTTGTTGTTGTTGTT
CTATTGGGTTGTTGTTGTTGTTGTT
CTGTTGGGTTGTTGTTGTTGTT
CTATTGGGTTGTTGTTGTT

ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC
ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC
ATTTGGCTCCTCTTGTCTTACAGAGGACCTGCAGC
ATTTGGCTCTTCTTGTCTTACAGAGGACCTGCAGC
ATTTGGCTCGTCTTGTCTTACAGAGGACCTGCAGC



