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Supplemental Table I Association of Lead SNPs on Chromosome 7 with Adjustment for BMI and Statin Use.

Serum Paraoxonase Activity

Serum Arylesterase Activity

SNP p-value? p-value® p-value® p-value? p-value? p-value® p-value® p-value®
rs2269829 3.27x10%8  4.02x10%%®  2.83x10%%®  3.49x10%®  4.22x10™  3.54x10™  3.96x10Mt  3.33x10™
rs662 (Q192R)  3.31x10%*  4.36x102*® 2.43x10%°  3.20x10%*  943x10™  8.19x10™ 8.63x10*  7.50 x10™
rs2057681 1.18x10°%% 156 x10°® 9.92x10° 1.32x10°®  2.11x10"°  1.83x10%° 1.98x10™  1.71x10™°
rs854560 (L55M)  1.27x107%%°  1.22x10™° 1.31x10™° 1.26x10™°  2.03x10%®  2.48x10%® 2.14x10*®  2.61x108
rs854570 2.90x10%°  2.87x10% 3.00x10%”  297x10%®  510x10"%® 4.98x10"%® 3.12x107'%®  3.07 x10™%
rs854572 1.23x10%  1.18x10%  1.32x10%  1.27x10%*  4.99x10™®  7.21x10™° 3.73x10M° 542 x101°
rs705382 2.92x10%°  290x10%  3.03x10%”  3.00x10%°  1.98x10"%® 1.92x10"® 1.15x107%®  1.12 x10™%
rs757158 3.97x10%®  3.87x10%®  4.28x10%®  417x10%®  1.04x10™* 1.28x10™™ 8.10x10"®  1.00 x10™%*

p-values obtained with adjustment for age and gender.
p-values obtained with adjustment for age, gender, and BMI.
p-values obtained with adjustment for age gender, and statin use.

a,
b
C
dn-values obtained with adjustment for age, gender, BMI, and statin use.



Supplemental Table Il Association of Identified SNPs with CAD Biomarkers.

SNP Total LDL HDL bC-reac_tive Creatinine

Cholesterol cholesterol cholesterol Protein clearance
rs2269829 0.12 0.12 0.77 0.29 0.19
rs662 (Q192R) 0.13 0.11 0.76 0.31 0.28
rs2057681 0.13 0.12 0.92 0.35 0.30
rs854560 (L55M) 0.76 0.54 0.40 0.49 0.15
rs854570 0.58 0.17 0.57 0.31 0.87
rs854572 0.83 0.33 0.52 0.70 0.82
rs705382 0.57 0.17 0.55 0.32 0.86
rs757158 0.94 0.43 0.78 0.68 0.88

%v-values are shown for association of lead SNPs on chromosome 7 with CAD biomarkers, with adjustment for age and gender.
®log-transformed prior to analysis.



Supplemental Figure | Q-Q plots for GWAS of paraoxonase and arylesterase activity.
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