
 

 

 

Supplementary Figure  1:  Results of qPCR validation:  8 genes and their copy number status determined 

using qPCR to validate pseudo-CGH analysis.  Our pseudo-CGH analysis showed in the gene: BRD8 a loss 

in both samples; MAK a gain is expected in both samples, LY96 a gain in both samples; TNL1 a loss in 

130T; TCRA1 a gain in both samples; EIF2AK4 a loss in 133T; CEP152 loss in 133T; CPNE2 a loss in both 

samples.  An * indicates sample where qPCR results do not validate the pseudo-CGH results.  Fold 

change is indicated on the Y axis with 1 representing the normal samples copy number. 


