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Supplementary Table 1 

Sequence of oligonucleotides used for site-directed mutagenesis for CYP3A4 and CYP3A5
a
. 

Mutation Oligonucleotide Sequence 

CYP3A5  

L57F 5'-aaatgttttgtcctatcgtcagggtttctggaaatttgacac-3' 

 5'-gtgtcaaatttccagaaaccctgacgataggacaaaacattt-3' 

S107P 5'-cttcacaaatcgaaggcctttaggcccagtggg-3' 

 5'-cccactgggcctaaaggccttcgatttgtgaag-3' 

L108F 5'-cttcacaaatcgaaggtctttcggcccagtggg-3' 

 5'-cccactgggccgaaagaccttcgatttgtgaag-3' 

L120I 5'-ttatgaaaagtgccatctctatagctgaggatgaagaatgg-3' 

 5'-ccattcttcatcctcagctatagagatggcacttttcataa-3' 

F146V 5'-gaaaactcaaggagatggtccccatcattgcccag-3' 

 5'-ctgggcaatgatggggaccatctccttgagttttc-3' 

K166T 5'-acttgaggcgggaagcagagacgggcaagcctgt-3' 

 5'-acaggcttgcccgtctctgcttcccgcctcaagt-3' 

G186S 5'-cctacagcatggatgtgattactagcacatcatttgga-3' 

 5'-tccaaatgatgtgctagtaatcacatccatgctgtagg-3' 

S206N 5'-caagacccctttgtggagaacactaagaagttcctaaaa-3' 

 5'-ttttaggaacttcttagtgttctccacaaaggggtcttg-3' 

F210L 5'-tttgtggagagcactaagaagttactaaaatttggtttcttagatcc-3' 

 5'-ggatctaagaaaccaaattttagtaacttcttagtgctctccacaaa-3' 

K212R 5'-ggagagcactaagaagttcctaagatttggtttcttagatccattat-3' 

 5'-ataatggatctaagaaaccaaatcttaggaacttcttagtgctctcc-3' 

G214D 5'-gcactaagaagttcctaaaatttgatttcttagatccattatttctctc-3' 

 5'-gagagaaataatggatctaagaaatcaaattttaggaacttcttagtgc-3' 

L219F 5'-cctaaaatttggtttcttagatccattctttctctcaataatactctttccatt-3' 

 5'-aatggaaagagtattattgagagaaagaatggatctaagaaaccaaattttagg-3' 

I224T 5'-cttagatccattatttctctcaataacgctctttccattccttaccccagt-3' 

 5'-actggggtaaggaatggaaagagcgttattgagagaaataatggatctaag-3' 

V238I 5'-tccttaccccagtttttgaagcattaaatatctctctgtttccaa-3' 

 5'-ttggaaacagagagatatttaatgcttcaaaaactggggtaagga-3' 

S239C 5'-ccccagtttttgaagcattaaatgtctgtctgtttccaaaag-3' 

 5'-cttttggaaacagacagacatttaatgcttcaaaaactgggg-3' 
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L240V 5'-ccccagtttttgaagcattaaatgtctctgtgtttccaaaagata-3' 

 5'-tatcttttggaaacacagagacatttaatgcttcaaaaactgggg-3' 

K243R 5'-tttgaagcattaaatgtctctctgtttccaagagataccataaattttttaagtaaat-3' 

 5'-atttacttaaaaaatttatggtatctcttggaaacagagagacatttaatgcttcaaa-3' 

A296V 5'-gtctgatctggagctcgtagcccagtcaataatct-3' 

 5'-agattattgactgggctacgagctccagatcagac-3' 

V369I 5'-gaaacactcagattattcccaattgctattagacttgagagga-3' 

 5'-tcctctcaagtctaatagcaattgggaataatctgagtgtttc-3' 

I371M 5'-cactcagattattcccagttgctatgagacttgagagga-3' 

 5'-tcctctcaagtctcatagcaactgggaataatctgagtg-3' 

T376V 5'-ccagttgctattagacttgagagggtttgcaagaaagatgttgaaatcaa-3' 

 5'-ttgatttcaacatctttcttgcaaaccctctcaagtctaatagcaactgg-3' 

S392V 5'-gggtattcattcccaaaggggtaatggtggtgattccaactt-3' 

 5'-aagttggaatcaccaccattacccctttgggaatgaataccc-3' 

R415L 5'-agcctgaggagttcctccctgaaaggttcag-3' 

 5'-ctgaacctttcagggaggaactcctcaggct-3' 

D477S 5'-tgtaaagaaacacagatccccttgaaattaagcacgcaaggacttctt-3' 

 5'-aagaagtccttgcgtgcttaatttcaaggggatctgtgtttctttaca-3' 

T478L 5'-aacacagatccccttgaaattagacctacaaggacttcttcaaccagaaaaac-3' 

 5'-gtttttctggttgaagaagtccttgtaggtctaatttcaaggggatctgtgtt-3' 

Q479G 5'-ccccttgaaattagacacgggaggacttcttcaaccagaa-3' 

 5'-ttctggttgaagaagtcctcccgtgtctaatttcaagggg-3' 

CYP3A4  

F57L 5'-tattttgtcctaccataagggcttatgtatgtttgacatggaatg-3' 

 5'-cattccatgtcaaacatacataagcccttatggtaggacaaaata-3' 

P107S 5'-gtcttcacaaaccggaggagttttggtccagtgggatt-3' 

 5'-aatcccactggaccaaaactcctccggtttgtgaagac-3' 

F108L 5'-caaaccggaggcctttaggtccagtggg-3' 

 5'-cccactggacctaaaggcctccggtttg-3' 

D214G 5'-caccaagaagcttttaagatttggttttttggatccattctttctct-3' 

 5'-agagaaagaatggatccaaaaaaccaaatcttaaaagcttcttggtg-3' 

∆423N
b
 5'-cctgaaagattcagcaagaag---aaggacaacatagatccttac-3' 

 5'-gtaaggatctatgttgtcctt---cttcttgctgaatctttcagg-3' 

L479T 5'-cagatccccctgaaattaagcacgggaggacttcttcaaccagaa-3' 

 5'-ttctggttgaagaagtcctcccgtgcttaatttcagggggatctg-3' 
a 
The underlined nucleotide(s) in bold represent the introduced mutations that were used to make 

the desired residue changes. 
b 

Three nucleotides were omitted in the primer sequence in order to 

delete residue N423 of CYP3A4. 
 


