Mmu_M/oX_gi 130507685r ef NP_0623
Mmu_VI | a_gi 115511010r ef NP_0326
Mru_VI | b_gi 261823963r ef NP_1157
Ddi _0301_gi 166240253r ef XP_0017
Ddi _1951_gi 66823681r ef XP_64519
Sce_9711_gi 6324902r ef NP_014971
Sce_9373_gi 6319290r ef NP_009373
Mu_MyoVe_gi 124486759r ef NP_001
Mmu_M/oVa_gi 115511052 ef NP_034
Mru_MyoVb_gi 46399202r ef NP_9638
Ddi nyo

Sce_1888_gi 6321812r ef NP_011888
Sar _1270_SARC _01270TOSphaer of o
NMor_4119_nul | Monosi gabr evi col |
Sro_4749_PTSG _04749T0Sal pi ngoe
Ppi MHCa

Aqu_8281_gi 340368578r ef XP_0033
Cow_3939_CAOG_03939T0Capsaspor
TaMVHCa

Asunyo

Hma_21673571_gi 221130996r ef XP_
Nve_JGl 5820_j gi Nenve1118073j gi
Mmu_M/ol14_gi 29336026r ef NP_0822
MrsnivHCL1

Mru_M/09_gi 114326446r ef NP_0718
MruMHC10

Lpenm

LgnnHCI | 1

Aaesmrmm

Dne_zi pper _gi 62471805r ef NP_001
Ppi MHCb1

Ppi MHCb2

Mu_Mol5_gi 261245016r ef NP_001
Mmu_M/o7B_gi 145864471r ef NP_001
Mrc MHC7

Mru_M06_gi 6754774r ef NP_034986
Mmu_M/013_gi 124486959r ef NP_001
Mmu_M03_gi 153792649r ef NP_0010
Mhsk MHC8

Mmu_M/02_gi 205830428r ef NP_0010
Mmu_M/o4_gi 67189167r ef NP_03498
Mu_Mol_gi 82524274r ef NP_10960
Hra_21579261_gi 221113859r ef XP_
Asunyo4

AgMHCI | b

Aaesmnmy

DneMHCC

Lpenyosin

LgVHCI | 3

TaMHCb

Nve_SB1

Mmu_M/oX_gi 130507685r ef NP_0623
Mmu_Vl | a_gi 115511010r ef NP_0326
Mmu_VI | b_gi 261823963r ef NP_1157
Ddi _0301_gi 166240253r ef XP_0017
Ddi _1951_gi 66823681r ef XP_64519
Sce_9711_gi 6324902r ef NP_014971
Sce_9373_gi 6319290r ef NP_009373
Mmu_M/oVc_gi 124486759r ef NP_001
Mu_MoVa_gi 115511052r ef NP_034
Mmu_My/oVb_gi 46399202r ef NP_9638
Ddi nyo

Sce_1888_gi 6321812r ef NP_011888
Sar _1270_SARC _01270TOSphaer of o
NMor _4119_nul | Monosi gabr evi col |

Sro_4749_PTSG 04749T0Sal pi ngoe
Ppi MHCa

Aqu_8281_gi 340368578r ef XP_0033
Cow_3939_CAOG_03939TOCapsaspor
TaMVHCa

Asunyo

Hma_21673571_gi 221130996r ef XP_
Nve_JGl 5820_j gi Nenve1118073j gi

Mru_Myol4_gi 29336026r ef NP_0822
MrsnmVHC11

Mru_M/09_gi 114326446r ef NP_0718
MruMHC10

Lpenm

LgnnvHCl | 1

Aaesmrmm

Dne_zi pper _gi 62471805r ef NP_001
Ppi MHCb1

Ppi MHCb2

Mru_M/o15_gi 261245016r ef NP_001
Mmu_M/o7B_gi 145864471r ef NP_001
Mrc MHC7

Mmu_M06_gi 6754774r ef NP_034986
Mmu_M/013_gi 124486959r ef NP_001
Mmu_M03_gi 153792649r ef NP_0010
Mhsk MHC8

Mmu_M/02_gi 205830428r ef NP_0010
Mu_Myo4_gi 67189167r ef NP_03498
Mmu_Mol_gi 82524274r ef NP_10960
Hma_21579261_gi 221113859r ef XP_
Asunyo4

AgMHCI | b

Aaesmnmy

Dme MHCC

100

»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»» MBV- - - - - - - - - - - - FRLGCDHVW\LDP- P

»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»» MAVAEL- - - - - - - - - - - - YAQVNRVW - - - P

jcee s
- - MSDSLKHLRDTSEAKGGFADSAD- - - - - - - - - QSEWTAQKW W/- - - K
- ---MBVLQHLR- - - - - VORSSDDVK- - - - - = - - - - - SWAALKRVW- - - P
--------------------------------------------------- MIDQVLKYLRI PASSRQGYEDSSA:- - - - - - - - - - - - WAAKRLAW - - - P
--------------------------------------------------- MBDAALKYL- - - VAERSLALNAI S- - - - - - - - - QAEWAEKKLVW- - - P
- - - - MATEDLKYLS- - VD- RCKMYDAI A- - - - - - - - - QAEWAKKKLVW/- - - P
- MBHKEEDAMAYLS- - VCKKNDVADAAV- - - - - - - - - QAEWAAKKW/W - - - P

MKSSAKELKHLVVEKRAFI DPAV- - - - - - - - - QAUQWVAKKYWW - - - P

MANNATSEI SYLQ- - VQ- KGl VADPAL- - - - - - - - - QUEWAKKQLVWY- - - P

MENEMKYLV- - VD- RAAI SDPVA: - - - - - - - - LAEWESKRLVW! - - - P

------------------------------------------ MAAVTVBVSCRKVASRPGPVPEAAGSFL YAPRTPNVGEPGEPQUEWT ARRMAN- - - P
»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»» MAQKGQL SDDEKFL- - - FVDKNEMNSPMA: - - - - - - - - QADWAKKLVWY- - - P
e MAQQAADKYL- - - YVDKNEI NNPLA: - - - - - - - - QADWAAKKLVWY- - - P
- - - MAQRTCLEDPERYL- - - FVDRAVI YNPAT- - - = - = - - = QADWIAKKLVW - - - P
-------------------------------------------- MAAPEDQFAGMBAGELKYLTVDRNI LTDPSA: - - - - - - - - QSQAAARRMAY- - - P
---------------------------------------------- MAEDHLVGL SAQELRYL TVDRSLVNDPSV- - - - - - - - - QAEWAGRKLI W- - - P
-------------------------------------------- MADDL RDRNDPELKYL - - - SVERNSFNDPAT- - - - - - - - - QAW QKRLVW- - - P
MKSAVILALKSKSAL HPKSEYPVSNI HYPKAANYRQTRNYL El AAKVBEEVDRNDPELKYL- - - SVERNQFNDPAT- - - - - - - - - QUEWTGKRLVW- - - P
- - MDLSEFCDATAFLR: - RNKADPLFQPPA- - - < = < - < - = - FDCKKKCW- - - P
- - - MVDVBEL GESACYLR: - QGYQEMVKVHTV- - - < - - < - - - - PUDCKKRVW- - - P
»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»» MADAEMAAFGAAAPFLR: - KSEKERLEAQTR: - - - - - - - - - - PFDLKKDVFV- - - P
-------------------------------------------- MIDAQVADFGAAAQYLR: - KSEKERLEAQTR: - - - - - - - - - - PFD| RTECFV- - - P
- - MBSDAEMAI FGEAAPYLR: - KPEKERI EAQNR: - - - - - - - - - - PFDSKKACFA- - - V
- - - MSSDTEMEVFG AAPFLR: - KSEKERI EAQNG - - - - = - - - - - PFDAKTYCFV- - - V
- VBAGSDAEMAI FGEAAPYLR: - KSEKERI EAQNK- - - - - = - - - - - PFDAKTSVFV- - - A
- - - MSSDAEMAVFGEAAPYLR: - KSEKERI EAQNR: - - - - = - - - - - PFDAKTSVFV- - - A
- - - MSSDAEMAVFGEAAPYLR: - KSEKERI EAQNK:- - - - - = - - - - - PFDAKSSVFV- - - V
- - MBSDAEMAVFCEAAPYLR: - KSEKERI EAQNK- - - = - = - - - - - PFDAKSSVFV- - - V
- - - - - MBHDPNLDDPLRYLR: - VDPAVALRDQSK- - - - - - - - - - - SFDAKKVWWY- - - P
- - - - MDYENDPGVQYLR- - QGSREQM ADQSK- - - - - - =< - - - PYDSKKDCW! - - - P
. MBGTEDPSVYLR: - PTASRTVYDQTK- - - < - = - - - - - AFDSKKVWVL- - - P
- - - MPKPVWQVGCDPDPSEW. FI SEENKRI DQSK- - - < - = - - - - - PYDAKKACW- - - P
- - MPKPVANGQEDEDPTPYLF- - VSLEQRRI DQSK- - - = - = - - - - - PYDSKKSCW - - - P
B . MINDFSDPDVEFLC- - LTRQKLMVEATS] - - - - - == - - - - PFDCKKNCW- - - P
- MAGSYDPNDPDVKYLA- - VDRKKLNVEEQTK- - - - = < - = - - = AFDCKKACVY- - - P

N MDDAEGFLR: - - - - - QKSQAVTE: - - - == === - SI DSKKVWW - - - E

190 200

110

120 160 170 180

N DO U D BTN BT DR BN DU DR
- KQSTI TNGKVTANHPL HEEGVDDMASL AEL HGGSI MYNLFGRY- KRNQ

CQEFDVPI GAW- - KLC- DSGQl QW- - - - -D- - DEDNEH- W - - - - - SPQN\- - ATHI KPMHPTSVHGVEDM RLCEDLNEAGH LRNLLI RY- RDHL
SSSKTGVAI G - - VKETKLCKTLI E- - - - - D- - DECKEH- W/- - - - - HAED- - LSTLRPMHPNSAQGVDDM RLCDLNEAGVVHNLLI RY- QQHK
- NPEKGAY NGDL- - | KEI PCEGALVR- - - --D- - ENCKEl -KI - - - - - EKDE- - - - - LRMONPVI QEGI DDMTSL SHLHEAAVI HNLI KRY- EI NS
- DQELGW GADVI EHSETSADQVLVR- - - --T--EDDREV-KI - ---- PLSK- - - - - VFQKNPDI LEGVDDL SFLSHLHEPAI LHNLHHRY- NLNQ

- HKELGW GAEVI - KNEFNDGKYHLE- - -
- HKEQGW GGEVT- KNDFFEGTFHLE- - -
- DPEEWKSAEI - - AKDYRACDRVLR- - -
- DPEEWKSAEL - - LKDYKPGDKVLL- - -

- - LQLEDDEI V- SVDTKDLNNDK- DQSLPLLRNPPI LEATEDL TSLSYLNEPAVLHAI KQRY- SQLN
- - LKLEDCETV- SI ETNSFENDDDHPTLPVLRNPPI LESTDDLTTLSYLNEPAVLHAI KKRY- MNGQ
--LLLEDGVEL- EY----- PVDP- - GSLPPLRNPDI LVGENDL TALSYLHEPAVLHNLRI RFAESKL
- - LHLEECKDL- EY- - - - - RLDPKTCGELPHLRNPDI LVGENDL TAL SYLHEPAVLHNLRVRFI DSKL

- DPDEVVIRSAEL - - TKDYKECDKSLQ: - - - - LRLEDDTI L- EY----- PVDVQNNQVPFLR\PDI LVGENDL TAL SHLHEPAVL HNLKVRFLESNH
- KERDSYECCE! - - VSE- TSDSFTFK- - = - - - - - - T--V - QV- - - - - KKDD- - - - - ANQRNPI KFDGVEDVBEL SYLNEPAVFHNLRVRY- NQDL
- DEKEVFVKGELM STDI NKNKFTGQEEQH Gl VHPLDSTEVSNLVQV- - - - - Rl SD- - - - - VFPVNPSTFDKVENVBEL THLNEPSVL YNLEKRY- DCDL
- DEADTFI AGNI - - TED- KCETYSVR: - - - - - - - - L- - TNCKW- El - - - - - NKND- - - - - SYKMPPKFEKVEDMAEL AYLNEPAVL DNL TKRY- GSNL
- DETEGYVAAEI - - RSD- SCDS| TCE- - - - - RV- SDHQTV- Tl == - - - PKDD- - - - - TQQMNPPKFNKVEDMAEL THLNEASVL HNLRDRY- MADL
- DEKEGFVLTAI - - KSD- ECEEVTCQ: - - --R-- EDTREMTV- - - - - SADD- - - - - VQKANPPKFNKVEDMAEL TVLNEASVL FNLRDRY- HADL
- HTEHGFVECRK- - VED- NCDEI TVL- - - - - - - - - F-- ADGSTA-Cl - - - - - SADD- - - - - VQKMNPPKFEKVEDVADL SVLNEASVL HNL RDRF- HSDL
- HPEAGFVPGSI - - KKE- ECDSVTVE- - - - - - - - - M - TDOQKK- TV- - - - - SKDD- - - - - | GKMNPPKFEKVEDMAEL SFLNEASVLHNLTDRY- YSGL
- DDNEGFVAASL - - KSE- TDKDATVE- - - < V- - AGCKTL- TV-- - - - KRDD- - - - - VHKANPPKFDKTEDVASL SHLNEASVL QNLKARY- FSNM
- DDNHGETAASI - - KSE- RCDEATVQ: - - - L-- NDGRTT-Tl - - --- NRED- - - - - | GKMNPPKFDKVEDVADL TYL NEASVL HNLRDRY- FSGL
- HETEGFVACGLL- - KED- RCDDVWVE- - - - - - - - - | Ac ETCKKL- TL- - - - - SKDD- - - - - VQKMNPPKFDKVEDVAEL TCL NEASVL HNLKERY- FSSL
»»»»»»»»» LSI - - KPD- LAKKVNYG - - - - = = = = V- - VTSNFV- - - - - = - - - - - - - - - - - ARKARKVLFDEVDRI Al KS| LNEASVLHNI KDRY- FSDL
- DEKQGFVCGASI - - KDE- SKDEYVVE- - - - - V- - EGCKKK- KV- - - - - HKDD- - - - - | QRVNPPKFEKVEDMADL TCLNEASVL HNLKDRY- YSGL
- SELHGFEAAAL - - RDE- CEEEAEVE- - - - LA-ESCRRL-RL----- PRDQ - - - - | QRVNPPKFSKAEDVAEL TCLNEASVL HNLRERY- YSGL
- SEKQGFEAASI - - KEE- KCDEVWVE- - - - - - - - - LV- ENCKKV- TV- - - - - CKDD- - - - - | QKM\PPKFSKVEDMAEL TCLNEASVL HNLRERY- FSCL
- SSKNGFEPASL- - KEE- VCEEAI VE- - - - - - - - - LV- ENCKKV- KV- - - - - NKDD- - - - - | GKMNPPKFSKVEDVAEL TCLNEASVL HNLKERY- YSGL
- SERHGFEAASI - - KEE- RCDEVMVE- - - - - LA- ENCKKA- W- - - - - NKDD- - - - - | QKM\PPKFSKVEDMAEL TCLNEASVL HNLKDRY- YSCL
- SETHGFI GASV- - KEE- KCDEVWD- - - - - VE- DTCKRT- TF- - - - - HRDD- - - - - | QKMPPKFNKVEDMAEL TCLNEASVL HNLKDRY- YSCL
- DEQNGFVMAS - - KGE- RCDQLEV - - - - - - - - - VD- ETGCKR- TV- - - - - HRDD- - - - - VQKM\PPKFSKVEDMAEL TCLNEASVL HNLKDRY- YSCL

- HETQGFVAASI - - KGE- RCDEVEVE- - - - - - - - -
- HENQGFVAASI - - KRE- HCDEVEVE-

- DCKNAY! EAEV- - KESGCDDGMI VE- - - - - - - - -

- DEQDAYVEAEV- - KTEATGCEKVTVE- - - - - T-- KDOKVL- TV- - - - - RETE- - - - - MOPMNPPRFDL L EDVAMMITHL NEAAVL HNLRQRY- ARVM
- DDKEEFVKAKI - - VSR- EGCKVTAE- - - - - T-- ENCKTV-TV-- - - - KEDQ- - - - - VMQONPPKFDKI EDMAML TFLHEPAVL YNLKERY- ASVWM
- DDKEEYVKAKV- - VSR- EGCCKVTAE- - - - - - - - - T-- ENCKTV-TI - ---- KEDQ- - - - - VMQONPPKFDKI EDVAML TFLHEPAVL YNLKERY- AAVM
- DDKEMYVKCGM - - QSR- ENDKVI VK- - - - - - - - - T--LDDREL- TL----- NSDQ- - - - - VFPMNPPKFDKI EDMAMMTHLHEPAVL YNLKERY- AAVM
- DSKEEYVKCKI - - KSS- QDCKVTVE- - - --T--EDSRTL- W- - - - - KPED- - - - - VYAMNPPKFDKI EDMAML THLNEPAVL YNLKDRY- TSVWM
- EPKESYVKSVI - - Q8K- DCCKVTVK- - - --T--ESGATL- TV----- KEDQ- - - - - VFPMNPPKYDKI EDMAMMTHLHEPGVL YNLKERY- AAVM
- EPKESFVKGTI - - Q8K- DACKVTVK- - - - - - - - - T- - EAGATL- TV----- KEDQ- - - - - | FPMNPPKYDKI EDMAMMITHLHEPAVL YNLKERY- AAVM
- DAKESYVKATV- - (BR- EGCKVTAK- - - - - - - - - T-- ECCATV-TV----- KDDQ- - - - - VFSMNPPKYDKI EDVAMMITHLHEPAVL YNLKERY- AAVM
- DAKESFVKATV- - (BR- EGCKVTAK- - - --T--EGGTTV-TV----- KDDQ- - - - - VYPMNPPKYDKI EDMAMMTHLHEPAVL YNLKERY- AAVM
VKEDAGYSAAEV- - KGT- NCDWTVE- - - --T-- EDCKTL- EM - - - - KKEL- - - - - CEQWNPPKYEKCVDVASL TYLNEASVL YNLKSRY- FECGL
- DAEEGFI SAQ) - - KST- KEDWSW- - - - - - - - - T-- SRGNEI - TL----- KSEL----- VQEMNPPKFEKTEDVSNL TFLNDASVLHNLRARY- SSML
- DEEEGFKSACV- - KST- RCDKVLI E- - - - - -- - - L- - ADGSEK- EV- - - - - DWNI - - - - - TEQWNPPKFEKI EDMAGL TYLNEASVLHNLRQRY- YSSL
- DEAEGYLLCEI - - KAT- KCELVTVA- - - --L-- PCCETK- DF- - - - - KKDL- - - - - VCEQVNPPKYEKCEDVBNL TYLNDASVLHNLRERY- RARL

- DEKEGYLLCEI - - KAT- KCDI VSVG- - - - - - - - - L--QCCGETR-DL----- KKDL- - - - - LQQVNPPKYEKAEDVSNL TYLNDASVLHNLRQRY- YNKL



Lpenyosin
LgVHCI | 3
TaMHCb
Nve_SB1

Mru_MyoX_gi 130507685r ef NP_0623
Mmu_Vl | a_gi 115511010r ef NP_0326
Mru_VI | b_gi 261823963r ef NP_1157
Ddi _0301_gi 166240253r ef XP_0017
Ddi _1951_gi 66823681r ef XP_64519
Sce_9711_gi 6324902r ef NP_014971
Sce_9373_gi 6319290r ef NP_009373
Mmu_MoVc_gi 124486759r ef NP_001
Mmu_M/oVa_gi 115511052 ef NP_034
Mmu_My/oVb_gi 46399202r ef NP_9638
Ddi nyo

Sce_1888_gi 6321812r ef NP_011888
Sar _1270_SARC _01270TOSphaer of o
Mor _4119_nul | Monosi gabr evi col |
Sro_4749_PTSG_04749T0Sal pi ngoe
Ppi MHCa

Aqu_8281_gi 340368578r ef XP_0033
Cow_3939_CAOG_03939T0Capsaspor
TaMVHCa

Asunyo

Hma_21673571_gi 221130996r ef XP_
Nve_JG 5820_j gi Nenve1118073;j gi
Mmu_M/ol14_gi 29336026r ef NP_0822
MrsnmVHC11

Mru_M/09_gi 114326446r ef NP_0718
MruMHC10

Lpenm

LgnnVHCI | 1

Aaesmrmm

Dne_zi pper _gi 62471805r ef NP_001
Ppi MHCb1

Ppi MHCb2

Mmu_M/o15_gi 261245016r ef NP_001
Mmu_M/07B_gi 145864471r ef NP_001
Mrc MHC7

Mmu_M06_gi 6754774r ef NP_034986
Mu_Mo13_gi 124486959r ef NP_001
Mmu_M03_gi 153792649r ef NP_0010
Mrsk MHC8

Mru_Myo2_gi 205830428r ef NP_0010
Mu_Myo4_gi 67189167r ef NP_03498
Mu_Mol_gi 82524274r ef NP_10960
Hra_21579261_gi 221113859r ef XP_
Asunyo4

AgMHCI | b

Aaesmnmy

Dme MHCC

Lpenyosin

LgMHCI | 3

TaMHCb

Nve_SB1

Mru_MyoX_gi 130507685r ef NP_0623
Mmu_VI | a_gi 115511010r ef NP_0326
Mmu_VI | b_gi 261823963r ef NP_1157
Ddi _0301_gi 166240253r ef XP_0017
Ddi _1951_gi 66823681r ef XP_64519
Sce_9711_gi 6324902r ef NP_014971
Sce_9373_gi 6319290r ef NP_009373
Mmu_MoVc_gi 124486759r ef NP_001
Mmu_M/oVa_gi 115511052 ef NP_034
Mru_My/oVb_gi 46399202r ef NP_9638
Ddi nyo

Sce_1888_gi 6321812r ef NP_011888
Sar _1270_SARC_01270TOSphaer of o
Mor _4119_nul | Monosi gabr evi col |
Sro_4749_PTSG_04749T0Sal pi ngoe
Ppi MHCa

Aqu_8281_gi 340368578r ef XP_0033
Cow_3939_CAOG_03939TOCapsaspor
TaMHCa

Asunyo

Hra_21673571_gi 2211309961 ef XP_
Nve_JG 5820_j gi Nenve1118073;j gi
Mmu_M/ol14_gi 29336026r ef NP_0822
MrsnmVHC11

Mmu_M/09_gi 114326446r ef NP_0718
M1uMHCL0

Dne_zi pper _gi 62471805r ef NP_001
Ppi MHCb1

Ppi MHCb2

Mmu_M/o15_gi 261245016r ef NP_001
Mmu_M/07B_gi 145864471r ef NP_001
Mrc MHC7

Mu_M06_gi 6754774r ef NP_034986
Mmu_M/013_gi 124486959r ef NP_001
Mru_Myo3_gi 153792649r ef NP_0010
Mrsk MHC8

Mru_Myo2_gi 205830428r ef NP_0010
Mu_Myo4_gi 67189167r ef NP_03498
Mmu_M/ol_gi 82524274r ef NP_10960

- DPDFGFVGAEI - - QST- KCDEVTVK- - - - - - - - - T- - DKTQETRW- - - - - KKDD- - - - - | GCORNPPKFEMNVDIVANL TELNEASI LHNLRSRY- ESGF
- DPQASFLPAEI - - VSS- KCDEI TVK- - - - - - - - - | - - TTNNEQRTV- - - - - KKDQ- - - - - | QQVNPPKYEKI EDMANMT FLNEASVLHNLRSRY- TSGL
- DKAEGYLSAKI - - LEV- NCETLSVE- - - --V--NTGRL- TV-- - - - KRDL- - - - - TQOVNPTKYDKAEDVAAL TYLNEAGVLNNLKCQRY- FSCM

- DPKEGYKAAEV- - KST- KCDNFLVE T- - NDGQEV- El - - - - - NKND- - - - - TEQUNPPKYEKTEDVBNL TYLNEASWHNLKQRY- FSGL
210 220 230 240 250 260 270 280 290 300
I YTYI GSI | ASVNPYQPI AGLYERATMEEYSRGH- - - - - - - - - - - - LGELPPHI FAI ANECYRCLVKRH LI SGESGACKTESTKLI LKFLSVI SQ
| YTYTGSI LVAVNPYQLLS- | YSPEH RQYTNKK- - - =< === - - = | GEMPPHI FAI ADNCYFNMKRNNRDQCC! | SCESGACKTESTKLI LQFLAAI SG
| YTYTGSI LVAVNPFQMLP- LYTLEQVQ YYSRH- - = =< === <= == MEELPPH FAI ANSCYFNVKKNKRDQOC! | SCESGAGKTETTKLI LQFLATVSG

I YTYTGSI LI Al NPYTKLP- | YSKEM ESFCDQP- - - - VSKLAPHVYSI AESAYREMLNFQKNQSI LVSCESGACKTETTKFLLQYFAAMGE
I YTYI GKI LI Al NPYTSLP- LYGKEM SAYYCKQ- - - - LGTLAPHVYAVAEDAFKDVRYDGTSQSI LVSCGESGACKTET TKFLLQYFAAMGEN
I YTYSA VLI ATNPFDRVDQLYTQDM QAYACKR- - - - - - - - - - - - RCELEPHL FAI AEEAYRLMKNDKONQTI WSGESGACKTVSAKY! MRYFASVEE
1 YTYSA VLI AANPFDKVDHL YSREM QNYSSKR- - - - - - - - - - - - KDELEPHL FAI AEEAYRFMHEKANQTVWWSCESGACKTVSAKYI MRYFASVQE
1 YTYSA | LVAMNPYKQLP- | YGDAI | HAYSGON- - - - MCDVDPHI FAVAEEAYKQVARNNRNQSI | VSCESGACKTVSARYAMRYFATVSK
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ECLDW.SI DYGLDVQACI DFI - EKPM - - G FSI LEEEC- MLPKATDQVFKTKL FDHHFG- - KSAYFQTP- - - TSPEKNFEVHFELAHYAGWPYNI SGW
EG DWFI DFGLDLQPCI DLI - EKPL- - - G LSI LEEEC- M-PKASDASFRAKL YDNHSG- - KSPNFQQP- - RPDKKRKYQAHFEVWHYAGWPYS| VOW
EG EWTFI DFGVDLQACI DLI - EKPM - - G MBI LEEEC- M-PKATDMIFKAKL YDNHL G- - KSNNFCKP- - - RNVKCKCQEAHFSLVHYAGTVDYNI LGW
EG EVEEFI DFGVDLQACI DLI - EKPM - - G MBI LEEEC- M-PKASDMTFKAKL YDNHL G- - KSNNFCKP- - - RNVKCKCQEAHFSLVHYAGTVDYNI MGW
EG EVEFI DFGVDLAAC! ELI - EKPM - - Gl FSI LEEEC- MFPKATDTSFKNKL YDQHL G- - KSNNFQKP- - - KPTKCGKAEAHFSLVHYAGTVDYNI AGW
EG EWTFI DFGVDLAACI ELI - EKPM - - G FSI LEEEC- M-PKATDTSFKNKL YDQHL G- - KSNNFCKP- - - KWKCKAEAHFSLVHYAGTVDYSVSGW
EG EWTFI DFGVDLAAC! ELI - EKPL- - - G FSI LEEEC- MFPKATDTSFKNKL YDQHL G- - KSNNFQKP- - - KPTKCGKAEAHFSLVHYAGTVDYNI TGW
EG EWTFI DFGVDLAAC! ELI - EKPM - - G FSI LEEEC- MFPKATDTSFKNKL YEQHL G- - KSANFQKP- - - KVWKCKAEAHFSLI HYAGTVDYNI TGW
EG DVEFI DFGVDLAAC! ELI - EKPM - - Gl FSI LEEEC- MFPKATDTSFKNKL YEQHL G- - KSNNFQKP- - - KPAKCKAEAHFSLVHYAGTVDYNI | GW
EG EVEFI DFGVDLAAC! ELI - EKPM - - Gl FSI LEEEC- MFPKATDTSFKNKL YEQHL G- - KSNNFQKP- - - KPAKCKVEAHFSLVHYAGTVDYNI AGW
EG NVEFI DFGVDLEQTI DLI - EKPM - - G FAI LEEEC- | VPKATDAT YLAKL HKQHGG- - NNPSYEKPTNKKSACKSGTCDFI LHHYAGSVGYSVEGW
EGQ QATFI DFGLDLQAC! ELI - EKPL- - - G | SI LDEEC- | VPKATDLTLAQKLNDQHL G- - KHPNFEKP- - KPPKCKQGEAHF AMRHYAGTVRYNVMNW
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EG HVEFI DFGHDLEPTI NLI FCKGT- - - Gl FAI LEEEC- | VPKATDQT FLQKLNNTHDG- - KSAKFCKP- - KI' SCKKQVNYHFEI HHYAGTVGYNVDNW
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- AFGATTRARK- - GM - - - FR- TVAQ HKEQLEHL
- TTFGSSRTRK- - GM - - - FR- TVCQL YKEQLARL
------------------------------------------------------------------ ETAFGVRTKK- - GM - - - FR- TVSQUHKEQLTRL
»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»» TAFGAAKTKK- - GM - - - FR- TLSQLYKEQLQGL
- ESPFGSKVRK- - GM: - - - FR- TVSQVYKDQLARL
- DGPPGCRPRR: - GM - - - FR- TVGQL YKESLSRL
»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»» SLPSASKTKK- - GM - - - FR- TVCQL YKEQLCKL
»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»» ALPGAFKTRK- - GM - - - FR- TVCEQL YKEQLAKL
- AFGSAYKTKK- - GM - - - FR- TVCGQL YKESLTKL
------------------------------------------------------------------ ETAFGSRTRK- - GM - - - FR- TVSQL YKEQLAKL
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LgnnHCl | 1
Aaesmrmm

Dne_zi pper _gi 62471805r ef NP_001
Ppi MHCb1

Ppi MHCb2

Mmu_M/o15_gi 261245016r ef NP_001
Mmu_M/o7B_gi 145864471r ef NP_001
Mrc MHC7

Mru_M06_gi 6754774r ef NP_034986
Mu_Mol13_gi 124486959r ef NP_001
Mmu_M03_gi 153792649r ef NP_0010
Mrsk MHC8

Mmu_M/02_gi 205830428r ef NP_0010
Mu_Myo4_gi 67189167r ef NP_03498
Mmu_Mol_gi 82524274r ef NP_10960
Hra_21579261_gi 221113859r ef XP_
Asumnyo4

AgMHCI | b

Aaesmnmy

Dme MHCC

Lpenyosin

LgMHCI | 3

TaMHCb

Nve_SB1

Mru_MyoX_gi 130507685r ef NP_0623
Mmu_VI | a_gi 115511010r ef NP_0326
Mmu_VI | b_gi 261823963r ef NP_1157
Ddi _0301_gi 166240253r ef XP_0017
Ddi _1951_gi 66823681r ef XP_64519
Sce_9711_gi 6324902r ef NP_014971
Sce_9373_gi 6319290r ef NP_009373
Mu_MyoVe_gi 124486759r ef NP_001
Mu_MoVa_gi 115511052r ef NP_034
Mru_MyoVb_gi 46399202r ef NP_9638
Ddi nyo

Sce_1888_gi 6321812r ef NP_011888
Sar _1270_SARC _01270TOSphaer of o
NMor _4119_nul | Monosi gabr evi col |
Sro_4749_PTSG _04749T0Sal pi ngoe
Ppi MHCa

Aqu_8281_gi 340368578r ef XP_0033
Cow_3939_CAOG_03939T0Capsaspor
TaMVHCa

Asunyo

Hma_21673571_gi 221130996r ef XP_
Nve_JGl 5820_j gi Nenve1118073j gi
Mmu_M/ol14_gi 29336026r ef NP_0822
MrsnivHCL1

Mru_M/09_gi 114326446r ef NP_0718
MruMHC10

Lpenm

LgnnHCI | 1

Aaesmrmm

Dne_zi pper _gi 62471805r ef NP_001
Ppi MHCb1

Ppi MHCb2

Mu_Mol5_gi 261245016r ef NP_001
Mmu_M/o7B_gi 145864471r ef NP_001
Mrc MHC7

Mu_M06_gi 6754774r ef NP_034986
Mmu_M/013_gi 124486959r ef NP_001
Mru_Myo3_gi 153792649r ef NP_0010
Mhsk MHC8

Mru_Myo2_gi 205830428r ef NP_0010
Mmu_Mo4_gi 67189167r ef NP_03498
Mmu_Mol_gi 82524274r ef NP_10960
Hra_21579261_gi 221113859r ef XP_
Asumnyo4

AgMHCI | b

Aaesmnmy

DneMHCC

Lpenyosin

LgVHCI | 3

TaMHCb

Nve_SB1

Mmu_M/oX_gi 130507685r ef NP_0623
Mmu_VI | a_gi 115511010r ef NP_0326
Mmu_VI | b_gi 261823963r ef NP_1157
Ddi _0301_gi 166240253r ef XP_0017
Ddi _1951_gi 66823681r ef XP_64519
Sce_9711_gi 6324902r ef NP_014971
Sce_9373_gi 6319290r ef NP_009373
Mmu_MoVc_gi 124486759r ef NP_001
Mu_MyoVa_gi 115511052r ef NP_034
Mmu_My/oVb_gi 46399202r ef NP_9638
Ddi nyo

Sce_1888_gi 6321812r ef NP_011888
Sar _1270_SARC _01270TOSphaer of o
NMor _4119_nul | Monosi gabr evi col |
Sro_4749_PTSG _04749T0Sal pi ngoe
Ppi MHCa

Aqu_8281_gi 340368578r ef XP_0033
Cow_3939_CAOG_03939T0Capsaspor
TaMVHCa

Asunyo

Hma_21673571_gi 221130996r ef XP_
Nve_JG 5820_j gi Nenve1118073;j gi

------------------------------------------------------------------ DTMFGSRTRK- - CM: - - - FR- TVSQLYKEQLSKL
------------------------------------------------------------------ DTQFGARTRK- - CM: - - - FR- TVSHL YKEQLAKL
- DTQFGARTRK- - GM - - - FR- TVSHLYKEQLAKL
- CVPAGPKERK:- - KT- - - - FQ- TMAMVHKKSLNEL
------------------------------------------------------------------ QFCEKTHKKG - TS- - - - FH- LI TSLHKENI NKL
- GVKE- KRKKA- - AS- - - - FQ TVSQLHKENLNKL
- DKCKCKAKKG - SS- - - - FQ TVSALHRENLNKL
»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»» CKCKECKKKG - SS- - - - FQ TVSALHRENLNKL
»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»» GCKKGCKKKG - SS- - - - FQ TVSAVFRENLNKL
- CKKKVAKKKG: - SS- - - - FQ TVSALFRENLNKL
- GAKKGAKKKG - SS- - - - FQ TVSALFRENLNKL
------------------------------------------------------------------ AAKKCGAKKKG: - SS- - - - FQ TVSALFRENLNKL
»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»» GCKKGCKKKG - SS- - - - FQ TVSALFRENLNKL
------------------------------------------------------------------ CGCKKGAKKKG - SS- - - - FQ TVSALFRENLNKL
LEGI Rl CRKGFPSRVNFQDFKL SYAGSVGYSVEGW EKNKDPI NDHTASL FSHATDPLVSL L FQDYDPDPACRRKG - SA- - - - FQ TVSFRHKEQLKNL
KECGGECKKHEKSGS- - - - FM TVSMLYRESLNNL
------------------------------------------------------------------ ESEKGSRKRG - SQ - - - FQ TVGQ HKTSLNNL
- AKGEERCKKG - AA- - - - FA- TVSSAYKEQLNNL
- QAKGCRCKKG: - GG - - - FA- TVSSAYKEQLNSL
»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»» L TPGCKKKKCKSAA- - - - FQ- T SSVHKESLNKL
»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»» SGEPAKKKKS- - SA- - - - FQ TI SATHRESLNKL
- HQPEGSRKKG- - SQ - - - FL- TVSQLHKEQLEKL
»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»» ATEGHTREKG- - GS- - - - FQ TVSAKHKEQLQSL
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MATL SSSNPFFVRCI KPN'I'| Dl(}DQxll\/VLl\Ql_RYSGlNLETV!?I RKAlGYAVR!?PF(I)lFYKRYK- - VLMRNLALP- - - l» ------
MRTLGACQPFFVRCI KPNEFKKPML FDRHLCVROLRYSGMVET! RI RHAGYPI RYSFVEFVERYR- - VLLPGVKPAYKQ-
MRI LTNCQPYFVRCI KPNEYKKPLLFDRELCI QQLRYSCGMVETVHI RKSCGFPI RYTFDEFSCRFR- - VLLPSPERMOFQ-
MITI NSTNPHYI RCI KPNTEKRANL FDNVWLHQLRCSGVI EQLRI SRSGYPSRLVYDNFI KRYK- - LI VAKDFKNDDDSNESKEVWNSI LKETDLNSSNG
MKTI STTTPHYVRCI KPNPEKL PQTFNKQDVI HOLRCGEGVMESVRI CCACGFPTRRLLSEFYCRYK:- - | LYVKDI NTGSGOEK- - - = === == === - - - - KG
MNTI NSTNVHY!I RCI KPNADKEAWQFDNL WL SQLRACGVLET! RI SCAGFPSRWITFEEFVLRYY- - | LI PHEQWDLI FKKK- - - - = - - - === - - - - - - -
MAI T NSTNVHYI RCI KPNSEKKPVEFDNL MVLSQLRACGVLETI RI SCAGFPSRWIFDEFVCRYF- - LLTDYSLWSA LYNP- - = = == = == - oo o e o - -
METLNATTPHYVRCI KPNDEKMPFEFDSKRI VQQLRACGVLETI Rl SAQSYPSRWITYLEFYSRYG- - | LMITQQELSL- - - ------
METLNATTPHYVRCI KPNDFKFPFTFDEKRAVQOLRACGVLET! Rl SAAGFPSRWT YQEFFSRYR- - VLMKCQKDVL G-
METLNATTPHYVRCI KPNDEKL PFHFDPKRAVQQLRACGVLET! Rl SAAGYPSRWI YHDFFNRYR- - VLMKKREL TN-
MATLETTNPHFVRCI | PNNKQLPAKLEDKVVLDQLRCNGVLEG RI TRKGEPNRI | YADFVKRYY- - LLAPNVPRDA- - - - = = = = = o= o e o e oo m oo -
LNQLASTHPHFVRCI | PNNVKKVKTFNRRLI LDQLRCNGVLEGA RLAREGYPNRI AFQEFFCRYR- - | LYPENSTTTTFSSK- - - -
MITLRNTTPHFVRCI | PNHEKKACKI DQAI VLDQLRCNGVLEG RI CRKGFPNRI LFQDFKCRYE- - | LTPGAVPKG F- - - - - - -
MDTLHHTVPNFVRCI | PNHKKRPGM DAQLVLDQLACNGVLEG RI CRKGFPNRI LFQEFRCRYS- - | LTPDAVGPG F- - - - - - -
MDTLNHTTPHFVRCI | PNHEKKACKI DAPLVLDQLRCNGVLEG RI CRKCGFPNRI LFQEFKCRYS- - | LVPEAI PRG- F- - - - - - -
MBI LHDTKPHFVRCI | PNHEKRPCKMVAPLI LEQLRCNGVLEG RI CRQGYPNRI LFQEFRCRYE- - | LTPNAI PTG F- - - - - - -
M TLRQTHPHFVRCI | PNYEKKACKI VAPLVLDQLRCNGVLECG RI CRLGFPNRI LFQEFRCRYE- - | LTPA | PKG F----- - -
MITLRNTQPHFVRCI | PNHEKKACKI NNOLVLEQLRCNGVLEG RI VRQGFPSRVLFQEFKCRYE- - | LTPSAVPKGV- - - - - - - -
MIVLNNTSPNFVRCI | PNHDKKPCKI EANLVLEQLRCNGVLECGH RI CRQGFPNRI AFQEFKCRYE- - | LTPCGAI PKG- F--- - - - -
MITLRNTSPHFVRCI | PNHEKKACKI TSMLVLEQLRCNGVLECH RI CRQGFPNRVPFQEFRHRYE- - | LTPNVI PKG- F- - - - - - -
MNTLNCTKPNFVRCI | PNYEKRSCKI TNFLVLDQLRCNGVLECH RI CRQGFPNRI LFQEFRCRYE- - | LCPGWPKG F- - - - - - -
MLVLNNTNPNFVRCI | PNHEKKACKI ASFLVLDQLRCNGVLEGH RI CRQGFPNRMLFQEFKCRYE- - LLTPGVI PKG- F- - - - - - -
MATLSNTNPSFVRCI VPNHEKRACKLEPRLVLDQLRCNGVLEG RI CRQGFPNRI LFQEFRCRYE- - | LTPNAI PKG- F- - - - - - -
MATLRNTTANFVRCI | PNHEKRSCKLDAFLVLEQLRCNGVLEGH RI CRQGFPNRI VFQEFRCQRYE- - | LAANAI PKG- F- - - - - - -
MATLRNTNPNFVRCI | PNHEKKACKLDPHLVLDQLRCNGVLEG RI CRQGFPNRVWFQEFRCRYE- - | LTPNSI PKG- F- - - - - - -
MATLRNTNPNFVRCI | PNHEKRACGKL DPHLVLDQLRCNGVLECGH RI CRQGFPNRI VFQEFRCQRYE- - | LTPNAI PKG- F--- - - - -
MATLRNTNPNFVRCI | PNHDKRPCKI EAPLVLDQLRCNGVLEA RI CRQGFPNRI LFQEFRCRYE- - | LTPSAI PKG- F- - - - - - -
MSTLRNTNPNFVRCI | PNHEKKACKI NSTLVLDQLRCNGVLEG RI CRQGFPNRI | FQEFRCRYE- - | LTPNAI PRG- F- - - - - - -
MDTLRNTNPNFVRCI | PNHEKRACKI DAPLVLDQLRCNGVLEG RI CRQGFPNRI PFQEFRCRYE- - LLTPNVI PKG- F- - - - - - -
MDTLRNTNPNFVRCI | PNHEKRACKI DAPLVLDQLRCNGVLEG RI CRQGFPNRI PFQEFRCRYE- - LLTPNVI PKG- F- - - - - - -
MEMLHSTSPNFI RCLVPNETKTPCKVLAELVLHQLRCNGVLEG RI VRQGFPNRI PYADFKCQRYQ- - | LAASAI PAG- F-------
MIDLKSTAPHFVRCI NPNKNKI PGVVDPFLVL QQLRCNGVLECGH RVCCEAFPSVML YDDFKCQRYW - | LNPRI FSKSKF- - - - - - -
MI'NLRATQPHFVRCI VPNENKTPGVVDSFLVLHQLRCNGVLEGH RI CRQGFPNRLLYADFRCRYR- - | LNPSAI PDDTF- - - - - - -
MINLRSTHPHFVRCI | PNETKSPGVVDNPLVVHQLRCNGVLECGH RI CRKGFPNRI LYCDFRCQRYR- - | LNPAAI PECQF- - - - - - -
MINLKTTHPHFVRCI | PNERKAPGVVDNPLVVHQLRCNGVLECGH RI CRKGFPNRI LYCDFRCQRYR- - | LNPAAI PECQF- - - - - - -
MINLRSTHPHFVRCLI PNETKTPGVIVDHYLVMHQLRCNGVLEG RI CRKGFPSRI LYADFKCRYR- - | LNASAI PECOF- - - - - - -
MBNLRTTHPHFVRCI | PNETKTPGAMEHSLVLHQLRCNGVLECGH RI CRKGFPNRI LYCDFKCQRYR- - VLNASAI PECQF- - - - - - -
MINLRSTHPHFVRCI | PNETKTPGAVEHEL VLHQLRCNGVLEG RI CRKGFPSRI L YCDFKCRYK:- - VLNASAI PECQF- - - - - - -
MINLRSTHPHFVRCI | PNETKTPGAMEHELVLHQLRCNGVLECG RI CRKGFPSRI LYADFKCQRYK- - VLNASAI PECQY- - - - - - -
MINLKSTHPHFVRCLI PNETKTPGAMEHEL VL HQLRCNGVLEG RI CRKCGFPSRI LYADFKCRYK- - VLNASAI PECQF- - - - = = === === - oo oo - - -
MINLRSTHPHFVRCI | PNETKTPGAVEHEL VL HQLRCNGVLEG RI CRKGFPSRI LYADFKCRYK- - VLNASAI PECQOF

LTTLGMISPHFVRCI | PNEKKEPGVWECGQLVLHQLRCNGVLEG RI CRKGFPSRMNFQDFKLRYEYQ LASNAI PPG- F

MIMLNMTHPHFEI RCH | PNEKKTSCLI EAGLVLNQLTCNGVLEA RI CRKGFPNRMLHPDFRHRYS- - VL AADEANSS:
MITLRNTTPHFVRCI | PNELKKAGVLEANLVLQQLRCNGVLEG RI CRKGFPNRLLYPEFRCRYA- - | LAPKAI PAG F-- - === - - oo oo oo oo oo
MNTLMSTSPHFVRCI | PNELKQTGLI DAKLVVHQLTCNGVLEG Rl CRKGFPNRMVYSDFKCRYL- - | LAPAAM: QA- E:-
MITLRSTQPHFVRCI | PNEMKQPGVWDAHLVVHQLTCNGVLEG RI CRKGFPNRMMYPDFKMRYK- - | MCPKLL - QG- V-
MKNL YSTHPHFVRCI | PNELKTPCGLI DAALVLHQLRCNGVLECGH RI CRKGFPNRI | YSEFKCRYS- - | LAPNAVPSG F
MKNL YSTHPHFVRCI | PNEFKQPCEVDAHLVLHQLQCNGVLECH RI CRKGFPNRLVHSEFKCRYS- - | LAPNAI PDG- F
MVNLRNTTPHFVRCI | PNEKKKPCI | EANLVLHQLRCNGVLEG RI CRKGFPNRI | FSEFKCRYA- - | LAPGAI PSCMF- - - == == === == oo oo oo - -
MDTLYSTSPHFVRCI | PNELKKAGVI DTPLVI HOLRCNGVLEG RI CRKGFPNRI PEFQEFKCRYQ- - | LAPTAV- SCOF- - - - - === ------------
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[P P T O D B D BTN DU DU RS B
CKTKVFLRESL EQKLEKRREEEI DRAAM/ RAHI LGYLARKQYRK- - - - - - - -

- - DLPKEAI VNFCQSI LDAT- - - - | SDSAKYQ GNTKI FFKAGMLAFLEKLRTNKIVNEI CI | | QKKI RARYYRLQYLQ == === == === --=-==-om--
------ SDKKEVCKWWLHRL- - - - | QDSNQYQFCRTKI FFRAGQVAYLEKLRLDKLRQDCI M QKHVROW. QRRKFLR- - = = = = == = oo oo oo oo -
- ----- - DRKQTCKNVLEKL- - - - | LDKDKYQFCKTKI FFRAGQVAYLEKLRADKLRAACI Rl QKTI ROWLLRKRYLG- - - - - - - -

------ TDKKNI CKSVLESL- - - - | KDPDKFQFCRTKI FFRAGQVAYLEKLRADKFREATI M QKSVROAL QRVKYRR: = = = = = = = = = = = s m e m o e oo o

------ EDSQKATDAVLKHL- - - - NI DPEQYRFG TKI FFRAGQLARI EEARECRI SEI | KAl QAATRGW ARKVYKQAREHTVAARI | QONLRAYI DF-
- - - - LKASTKONCEFLLTSL- - - - QLDTKVYKI GNTKLFFKAGVLADLEKQKDVKLNNI M KLTATI RGYTVRKEI TYHLCKLKKTRVI GNTFRLYNRLV
- - - MDCRKACEKM EAL- - - - ELSADEFRI GSSKI FFRTGVI GOL EEQRDEKL SAMVRHL QAHCRGL L ARRQYRRATNHEVAVKM QRNCRKYLM. -
- - TECRTACERMLEAL- - - - NLDPNSYRVGLTKVFFRAGVLAHLEEERDI RLSKM VGLQAHCRGYLARRHHGAL LHGSNAI LVI QSNVRAYMKL -
------ TDCRHACEKMWVEAL - - - - NLDAQSYRI GLTKVFFRAG LAQLEEQRDLKLSKM | CLQAFCRGYLARRYHGALLHGSNAI LVI CRNARAYMKL -
------ VDERKAATAMLSQL- - - - DLDORLYRI CKSKI FFRAGVLANLESERDEKLRVLI | GCLOQAMVRCKI ALEKFKKL I QQOKAI QVL CRNCKCYLKL-
- MDCKKAAEKMLI AL- - - - ELDKATYRI GHSKVFFRAGVLAQLEEERDLKLTEI LI CLOSHCRGHI CRKNFCKRVEQTRAI RI | QRNVOQSYLKL -
- MDNKKI COKMVEAL- - - - ELEANSFRI GHSKI FFRAGVLAQLEEQRDEKL TAVI KGFQAFCRGFMARRDLKKMVENETAI RI | QRNTRKYLVL-
------ MDARKAVOKMTEVL - - - - ELESNSYRI CLSKLFFRAGTLARLEEERDLKLSSI | TGFQAYCRGNLARKMYLRRVQQTNAI RVI CRNVQAYLKL -
------ MDCKEAVRKM DAL- - - - ELESNLYRI CQSKI FFRAGVLAHLEEERDLKLTDLI VSFQAQCRAFLARRL YOKRVQQSNAI RVL CRNGVAWLKL -
- MDCRNASKKM EAL- - - - EMDPNLFRI GOSKI FFRAGVLAHLEEERDI KLTEI VI QFQAFCRGNI ARKNYKRRI QQLSAI RVI QRNGRSWWKL -
------ IVDCRKACEKM.QSL- - - - ELDSNSYRI GQSKI FFRAGVLAHLEEERDI KLTEI | TI FQAFCRGNI ARKQYHKRVQQOL SAI RVI QRNCLSYLKL -




Mmu_M/ol14_gi 29336026r ef NP_0822
MrsnmVHC11

Mmu_M/09_gi 114326446r ef NP_0718
MruMHC10

Lpenm

LgnnHCI | 1

Aaesmm

Dne_zi pper _gi 62471805r ef NP_001
Ppi MHCb1

Ppi MHCb2

Mmu_M/o15_gi 261245016r ef NP_001
Mmu_M/o7B_gi 145864471r ef NP_001
Mrc MHC7

Mru_M06_gi 6754774r ef NP_034986
Mmu_M/013_gi 124486959r ef NP_001
Mmu_M03_gi 153792649r ef NP_0010
Mhsk MHC8

Mmu_M/02_gi 205830428r ef NP_0010
Mu_Myo4_gi 67189167r ef NP_03498
Mmu_Mol_gi 82524274r ef NP_10960
Ha_21579261_gi 221113859r ef XP_
Asunyo4

AgMHC! | b

Aaesmnmy

Dme MHCC

Lpenyosin

LgMHCI | 3

TaMHCb

Nve_SB1

Mru_MyoX_gi 130507685r ef NP_0623
Mmu_VI | a_gi 115511010r ef NP_0326
Mru_VI | b_gi 261823963r ef NP_1157
Ddi _0301_gi 166240253r ef XP_0017
Ddi _1951_gi 66823681r ef XP_64519
Sce_9711_gi 6324902r ef NP_014971
Sce_9373_gi 6319290r ef NP_009373
Mmu_M/oVc_gi 124486759r ef NP_001
Mmu_M/oVa_gi 115511052 ef NP_034
Mmu_MyoVb_gi 46399202r ef NP_9638
Ddi nyo

Sce_1888_gi 6321812r ef NP_011888
Sar _1270_SARC _01270TOSphaer of o
Mor _4119_nul | Monosi gabr evi col |
Sro_4749_PTSG_04749T0Sal pi ngoe
Ppi MHCa

Aqu_8281_gi 340368578r ef XP_0033
Cow_3939_CAOG_03939T0Capsaspor
TaMVHCa

Asunyo

Hma_21673571_gi 221130996r ef XP_
Nve_JG 5820_j gi Nenve1118073;j gi
Mmu_M/ol14_gi 29336026r ef NP_0822
MrsnmVHC11

Mru_M/09_gi 114326446r ef NP_0718
MruMHC10

Lpenm

LgnnvHCI | 1

Aaesmrmm

Dne_zi pper _gi 62471805r ef NP_001
Ppi MHCb1

Ppi MHCb2

Mu_Mol5_gi 261245016r ef NP_001
Mmu_M/07B_gi 145864471r ef NP_001
Mrc MHC7

Mmu_M06_gi 6754774r ef NP_034986
Mmu_M/013_gi 124486959r ef NP_001
Mmu_M03_gi 153792649r ef NP_0010
Mhsk MHC8

Mru_Myo2_gi 205830428r ef NP_0010
Mmu_M/o4_gi 67189167r ef NP_03498
Mu_Myol_gi 82524274r ef NP_10960
Hma_21579261_gi 221113859r ef XP_
Asunyo4

AgMHCI | b

Aaesmnmy

DneMHCC

Lpenyosin

LgVHCI | 3

TaMHCb

Nve_SB1

Mru_MyoX_gi 130507685r ef NP_0623
Mmu_VI | a_gi 115511010r ef NP_0326
Mmu_VI | b_gi 261823963r ef NP_1157
Ddi _0301_gi 166240253r ef XP_0017
Ddi _1951_gi 66823681r ef XP_64519
Sce_9711_gi 6324902r ef NP_014971
Sce_9373_gi 6319290r ef NP_009373
Mmu_MoVc_gi 124486759r ef NP_001
Mmu_M/oVa_gi 115511052 ef NP_034
Mmu_My/oVb_gi 46399202r ef NP_9638
Ddi nyo

Sce_1888_gi 6321812r ef NP_011888
Sar _1270_SARC_01270TOSphaer of o
Mor _4119_nul | Monosi gabr evi col |
Sro_4749_PTSG_04749T0Sal pi ngoe
Ppi MHCa

Aqu_8281_gi 340368578r ef XP_0033

------ IVDCKQACEKM QAL- - - - ELDPNL YRVGQSKI FFRAGVLAQLEEERDLKVTDI | VSFQAAARGYLARRAFCRRQUOUSAL RVMORNCAAYLKL -
------ IVDCKQACI LM KAL- - - - ELDPNLYRI GQSKI FFRTGVLAHLEEERDLKI TDVI MAFQAMCRGYLARKAFTKRQQOL TAMKVI QRNCAAYLKL -
- MDCKQACVLM KAL- - - - ELDSNLYRI GQSKVFFRAGVLAHLEEERDLKI TDVI | GFQACCRGYLARKAFAKRQQOL TAMKVL QRNCAAYLRL -
- MDGKQACERM RAL- - - - ELDPNLYRI GQSKI FFRAGVLAHLEEERDLKI TDI | | FFQAVCRGYLARKAFAKKQQOL SALKVL QRNCAAYLKL -
------ VDCKKAVCGKM ESL- - - - ELDPNLYRI CQSKI FFRAGVLAHLEEERDLKLTDI | | QFQAYVRGMLARRNYHKRLQQLSAI RVI CRNCSAYLKL-
------ IVDCKKAVEKM QAL- - - - ELDKNLYRI GQSKI FFRAGVLAHLEEERDLKLTDI | VOFQALARGLLARRNYCKRLQOLNAI RVI QRNCAAYLKL -
- MDCKRACEQM KAL- - - - ELDNNL YRl GOSKI FFRAGVLAHLEEERDYKI TDLI VNFQAYCRGFLARRNYCQKRLQOLNAI RI | QRNCAAYLKL-
- MDCKKACEKM QAL- - - - ELDSNL YRVGQSKI FFRAGVLAHLEEERDFKI SDLI VNFQAFCRGFLARRNYCKRLQOLNAI RI | QRNCAAYLKL-
------ | EAKAATELI | AAL- - - - CLTDDEAKFGNTKVFFRAG LGRLEDLRDEKI TEI LTAFQALARGW ARKI FSKLMECRVGYWVL QRNI ROHFI L-
- El DHPHYQCGVTKVFFKAFI LDOLEERRDEKI SKVFTLFQARARCKLVRI TFCKI LEERDALALI QENI RAFI AV-
- - VDSRKATEKLLGSL- - - - DI DHTQYQFCGHTKVFFKACGLLG LEELRDORLAKVLTLLQARSRGRLVRLEYQRML GCRDALFTI QNI RAFNAV-
------ | DSRKGAEKLLGSL- - - - DI DHNQYKFGHTKVFFKAGLLGLLEEMRDERLSRI | TRI QAQSRGVLSRVEFKKLLERRDSLLI | QAN RAFMEV-
------ | DSRKGAEKLLGSL- - - - DI DHNQYKFGHTKVFFKACGLLGLLEEMRDERLSRI | TRI QAQARCQLVRI EFKKI VERRDALLVI QNI RAFMEV-

- - - | DSKNASEKLLNSI - - - - DVDREQFRFGHTKVFFKACL L CLLEEMRDEKLVTLMIRTQAVCRGYLVRVEFKKMVERRESI FCl QYNVRSFM\V-
- - - | DSKKACEKLLASI - - - - DI DHT QYKFGHTKVFFKACGLLGTLEEMRDERL AKL | TRTQAVCRGFLVRVEFCQKMVICRRESI FCI QYNI RAFMNV-
------ | DSKKASEKLLGSI - - - - DI DHTQYKFGHTKVFFKAGLLGLLEEMRDEKLAQ | TRTQAVCRGYLMRVEYCQKMLLRRESI FCI QYNVRAFM\V-
------ | DSKKASEKLLGSI - - - - DI DHTQYKFGHTKVFFKAGL L GLLEEMRDDKLAQL I TRTQAMCRGFLARVEYCQKMWERRESI FCI QYNI RAFM\V-
- - - | DSKKASEKLLGSI - - - - DI DHTQYKFCGHTKVFFKACGL L GTLEEMRDEKLAQL | TRTQAVCRGYLMRVEFKKMVERRESI FCI QYNVRAFM\V-
- - - | DSKKASEKLLGSI - - - - DI DHTQYKFGHTKVFFKACGL L CLLEEMRDDKLAQLI TRTQAMCRGYLARVEYCQKMVERRESI FCl QYNVRAFM\V-

------ | DCKVAAEKLI EAL- - - - QLDQSEYRVCKTKI FFRAGH VEELEEMRDERL SKI | SQFQAYCKGSI MRSEYKKMWACQRI CLAVI QRNVRKYLFL-
------ PDAKKCAEAI LCKLVSQOKL TEDNYKMEDTKVFFKAGVLARLEDI RDEVLKVI MIKFEAY! RWYCCLI DRKRRI EQNAATLLL ORNI HMACSL -
- MDCRKATEKLI DAL- - - - QLDQSEFRL GHSKVFFRAGVL CRLEDL RDERL SLVFGQFQVFCRGHT MRRKYRKL QEQRLAI AVI QRNVRKHLFL-
- - AEPKKAAEKCFEAI - - - - QLDPDSYRI CHTKVFFRAGVL GOVEDFRDORL SKI VBV QSWCRGYLTRI EFKKMOSCQRT AL EVVORNLRKYLKL -
------ EKDKKATEI | | KFI - - - - DLPEDQYRL GNTKVFFRAGVL COVEEFRDERL CKI MBVIWQAWARGY L SRKGFKKL CEQRVAL KVWORNLRKYL QL -
------ ADCKWWTDKVLSAL- - - - QLDPNEYRL GNTKVFFKAGVL GMLEDVRDERL SKI | SM-QAHI RGYLMRKAYKKL QDORI CLTLI QRNVRKWLVL -
- - VDCKTVACKI LVAL- - - - EMDPNEYKL GSTKVFFKAGVLGYLEDLRDERLSSI | AVFQAHI RGYLVRRNYKKL CDKRI GLSVI CKNI RKWLAM
- MDCRKAAAKLVDAL- - - - QLEPNEFRMGTTKVFFRAGVI CRLEESRDEKL YAI L SKFQARVRGFLVRKTFCKMOEQRSCLQ! | QRNVRKY! VL-
------ IVDCKKACEKLLAAI - - - - QLEENEYRI GTTKVFFRAGVLGHLEDLRDDRLAKI | SMFQAYCKGFLVRKEYRKMCDOR! Gl SVI QRNVRKYLYL -
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KSVWPVWKL FSKARPL LKRRNFEKE! KEKERE! LELKSNL TDSTTQKDKL EKSLKDTESNVL DL QRQLKAEKETLKAMYDSKDAL EAGKREL EIl RVEDVES
KEDPVENLFI RI KPLLTSSNDMTRTKKFNEQH NKLKNDL QGEMESKKKFFL EEKNGKTVNEL ENTQDL L NQEKENL RKNESL L NRVKTSSETL GKQFDDLVS
RSVWPVWKL FVRVQPL LKVTQEDN- - - - LKKEL EDAKASAEHSAKREQEL QVQFDEL HNEKNGL KSDL DRVQNEL DSCNDSI DRFQTRSEQLLKEVECLED
RSVAVWKL FTRLKPL LKHARSDDEMREL REKVDQL QEQL QAERQAREAAENEADKNRRKANAL EDDI QUCAST- - - - - - - - RN\LVLFMRNLWCL FHE DH
RSVAVWKL FTKI KPLLKVARCDEEL RLL REEL EDVKQQL ERSEL ARKEAEARI ETLENMEKKEL NQQL EADNVAL TDAEEVRSRLVSKNNEL LEDL QYVEQ
RAWOVWARL FTKVKPL L QVT SRDKEI HEREEEL KKVQDAHVRDREAL GENEAQLKKTI EERATLQDQI FREKEMAAEADEGRTRLVNKKI ELEEY! HDLEE
RAVKVWRL FTKVKPL L QVTNAEEQKREVEEE! KKLNASYEKLRI EYDEL AKKNNVWLVNNKQLEDQL REEKFL TQEAEEMRDML AGKRTEL EGM GEYEL
RAVAVWKL Y TKVKPL L NVARQEDENRQKEGEVKKL QEKAEKEEAAR! EMEKL HAKL L EEKNAL ATQL QL ESEAAAEAEENKNRL AAKRAEL EGI VGELEA
RDVWQVWARL Y TKVRPL LNV TRQDDEKRQVEDEL KRVREKSEKAGHDL QI LEI DYNKVLEEKS! LAEQL QTETEL CAEAEEMR! RLSI KKNELEEL LHDAEV
RAVQVWRL FTKVKPL L QUTNGEAAI AAKDEEL KVWVKEKL NRREVEFVEVEKR! QQL SEERAVL QEQL QUESEERAEADEL RERL TARKVEL EEMLTELNT
RAQVWRL FTKVKPL LNVTRHDEEL RAKEEEYKKVL DKYEKVESAHNDL KKSHDKL TDENKL LAEQL QAT EL CQEAEENVSCL QRKI ELEEL LNDFEI
RAWQVWRL FTKVKPL LNVTRQEEEL HQREDEL RTLREKL EKLETEYTDL EKKHSQI SEEKAI VAEQL ESEREVAGETEENRQRL QTKKNEL EEL LSDLEG
RAWQWRL FI KVKPL LQVTRQDEVL QARAGEL GKVQEL QQUSAREVCEL QERVAGL EEERTRL AEQL RAEAEL CSEAEETRARL AARKQEL ELVWTELEA
RAWOVWARL FTKVKPL L QVTRQEEEMAKEEEMCK] TERQQKAET ELKEL EQKHT QLAEEKTLL QEQL QAETEL YAESEENRVRL AAKKQEL EEI LHENEA
RAWQVWRL FTKVKPL LNS| RHEDEL L AKEAEL TKVREKHLAAENRL TEVETMISQL MAEKL QL QEQL QAETEL CAEAEEL RARL TAKKQEL EEI CHDLEA
RHVQWARVF TKVKPL L QVTRQEEEL QAKDEEL L KVKEKQTKVECEL EEMERKHQQLLEEKNI LAEQL QAETEL FAEAEENRARL AAKKQEL EEI LHDLES
RNVQWARL FTKVKPL L SVTNQEEKL NAKEEEL KKI KEHYEKTKFEYEDL ERKFANLVDEKSLLAEQL QAETEL CTEAEETRI LLNNRKI ELEEVLNETEA
RAQVWRL FTKVKPL L SVT COEEQWKKEEETKRVKESL EKQQRODL LEFEKRFSQVI EEKNI LAEQL QAETEL CAEAEEARARL AARKQEL EDVVHDVEL
RAVOVWARL Y TKVKPL LEVTKQEEKL VQKEDEL RQI RDKL DNL SRSSQEYEKKFQQAI EEKTHLAEQL QAEI EL CAEAEECRARL AARKQEL EEL MODLEA
RAOVWARL Y TKVKPL LEVTKQEEKL VQKEDEL KQVREKL DTLAKNT QEYERKYQQAL VEKT TLAEQL QAEI EL CAEAEESRSRL MARKQEL EDMVRELET
RAVPVIKL FTKVKPL L SVARQEEE! REKEEENKRAVEAAEETAKAKKEL EEKFEKL QSERNEI QAEL EKERQAAI DAEEL VFKL ECKGKDL EEENNEL| D
KNCPVIMEL FFKI KPLAKSVGACGEE! AGLKEECAQL QKAL ESSESQREEL KTKQVSLVQEKNDL RLQL QAEQETL ANSEEQCESL | KSKVELEVKI KELSR
KNVBVIVKL FFKVKPL L RSAQAEEEL AAL RAEL RCLRGAL ATAEAKRGEL EETQVSVTQEKNDL AL QL QAEQDNL ADAEERCHL LI KSKVQLEAKVKEL SE
KNWPVIVKL YFKI KPLLKSAETEKEMATMKEEF CRVKDAL EKSEARRKEL EEKIMVSL L QGEKNDL QL QVQAEQDNL ADAEERCDGL | KNKI QLEAKVKEMIE
KNWPVIVKL YFKI KPL LKSAETEKEMANVKEEF CRVKDAL EKSEARRKEL EEKMVSL L QGEKNDL QL QVQAEQDNL NDAEERCDGL | KNKI QLEAKVKEMIE
KHWPVIVNL FFKI KPL LKSAEAEKEMATVKEDFERAKEDL ARSEARRKEL EEKMVSL L QGEKNDL QL QVQSETENL MDAEERCEGL | KSKI QLEAKVKELNE
KHWPVIVKL FFKI KPL LKSAETEKEMATVKEEFGKTKDEL AKSEAKRKEL EEKL VTLVQEKNDL QL QVQAESENL L DAEERCDGL | KAKFQLEAKI KEVTE
KHWPVIVKL FFKI KPL LKSAETEKEMATVKEEFCKTKDEL AKSEAKRKEL EEKMVTL L KEKNDL QL QVQSEADSL ADAEERCEGL | KNKI QLEAKI KEVTE
KHWPVIVKL FFKI KPLLKSAETEKEMATMKEEFCKTKDDL AKSEAKRKEL EEKMVSL L KEKNDL QL QVQAEAEGL ADAEERCDGL | KTKI QLEAKI KEVTE
KHWPVIVKL YFKI KPL LKSAETEKEMANVKEDFEKAKEDL AKSEAKRKEL EEKMVAL MOEKNDL QL QVQAEADCL ADAEERCDGLI KTKI QLEAKI KELTE
KHWPVIVKL YFKI KPLLKSAETEKEMANVKEEFEKAKENL AKAEAKRKEL EEKMVAL MOEKNDL QL QVQSEADSL ADAEERCDGL | KTKI QLEAKI KEVTE
RHVBVIKL Y TKVQPL L SVARAEDENRAKEEEL EAAKEQL KKDAEAKKKVEEEL TEAMAGKEKL YASL QAETDRLI TI EDKLLNL QTVKDKLESSLNEALE
RTVEVIFRL Y TKVRPM.RECKI AEQVEKL NEKLKSLEDG EKEAKL RKEL EDNSVKTQAEKADL L AQL ESVKAQL DEAEERVKRESAL KCDVDKQLEDLNE
RDVRVWKL F TKVKPL L NVARAEDEL RQKEEEVTKL REKASKDDQARKAVEEDL TRLMEKQGL YDQL GKEQDAAAESEDKL SKL | | KKNEL EDNFKEL VD
RTVAVWKLWCKVKPL L NVSRVEDQI AKL EEKAGKATEAFEKEEKL RKEL EALNSKL L AEKTAL L DSL SGEKGAL GEYQEKAAKL TAQKNDL ENQLRDTQE
RTVPVIYKLWCKVKPLLNVSRI EDEI ARLEEKAKKAEEL HAAEVKVRKEL EAL NAKL L AEKTAL L DSL SGEKGAL CDYQERNAKL TAQGKNDL ENQLRDI QE
RAVEVWRL FNKVKPLLNI ARQEDENKKAQEEF AKVKEEF ASCEQVRKEL EEQNTVLMIGKNDLVI AVBSCEDAI CDAEEKI EQLI KQKSDFETQI KELED
RV VIKMYVKVKPL L NVARAEDENK QKEEQ-EK TKVEL EKSEKVKKEL EEQNTVL L QQKNDIVFL EL QT EQDKVVEFEEKVENL | KQKI DFEAQI KENEE
RAVQVWRL FTKVKPL L NVARSDEEL KHVEEL NRTL DKSQKEESL RKDL EEQNTKL VEEKQGL FMDL QGREQDAYADAEDKI VKL ESI KNDVESQI GELND
RAVAVWKL Y TRVKPL L QVARADEENKQKVEQVKE! EEKL CKEEAL RKEL EEKYTKLVEEKNL L FQDF QREQDACADAEERNAEL ECRKADL EAQUKDVLE
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QLEEESSRADNL MTEKKAL QAKQSI VEAEMADAQCRAEKL ACEKVSL EEKL SAVETEL L SEKDANEKL TKDKASL ESQL STRSEELAAAEEKYKSL SKAK
RI EELTDSSARLNEQNNVL SEEI AHLEEQLAQENMDSL QT YLI EKKDL L AQLEDVRGGLDVASVNEARATRLEEQL SEARTKSEETQQE- - - - - - - - - - - -
QLDEQVSTTEKLLAEKKHLI EELEDLKKDL GTANLNEARI SRLEEQLETVRKQLDDQTAA- = - = = = === - o oo oo e oo e e m oo oo oo
RI DTEEEKTCQKVLSEKKKI ESTI ADLETTLADEGNARCKL SI EKQQLENKLKQLEETVANKDDSI CKI ARDRAHLETRLKDTQSALEEEEDKCKALAKCOR
RLEESDEQNNQLVSDVWKKL KQQL QETEEQL EEEGT SNOKL MOEKVSAENKI KALEEQN T1 NDDNI' SKL SREKNHL DDKVREI QAAL EQEECKAKQEHROR
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Aaesmrmm

Dne_zi pper _gi 62471805r ef NP_001
Ppi MHCb1

Ppi MHCb2

Mmu_M/o15_gi 261245016r ef NP_001
Mmu_M/07B_gi 145864471r ef NP_001
Mrc MHC7

Mru_M06_gi 6754774r ef NP_034986
Mu_Mo13_gi 124486959r ef NP_001
Mru_Myo3_gi 153792649r ef NP_0010
Mrsk MHC8

Mru_Myo2_gi 205830428r ef NP_0010
Mu_Myo4_gi 67189167r ef NP_03498
Mu_Mol_gi 82524274r ef NP_10960
Hra_21579261_gi 221113859r ef XP_
Asunyo4

AgMHCI | b

Aaesmnmy

Dme MHCC

Lpenyosin

LgMHCI | 3

TaMHCb

Nve_SB1

Mru_MyoX_gi 130507685r ef NP_0623
Mmu_VI | a_gi 115511010r ef NP_0326
Mmu_VI | b_gi 261823963r ef NP_1157
Ddi _0301_gi 166240253r ef XP_0017
Ddi _1951_gi 66823681r ef XP_64519
Sce_9711_gi 6324902r ef NP_014971
Sce_9373_gi 6319290r ef NP_009373
Mu_MyoVe_gi 124486759r ef NP_001
Mu_MyoVa_gi 115511052r ef NP_034
Mu_MyoVb_gi 46399202r ef NP_9638
Ddi nyo

Sce_1888_gi 6321812r ef NP_011888

RLDEEEEI KAKLSTEKRKLEAQH NEMEEKVNDLETI KOKL ECEKAAREAQLKKI EDEL TVEKDNVEKL TKERNSLNEKL TTTSASL QDOEDTNKHLI KOK
KAAEEEENVNVL TKEKKKL LQSI SDLETSL EEEEAQROKL QVEKASL DSKI VAFENDL MKEADTNSKL SKDKKFL EDKVAEL TSSFGT L EDKHKHL NROK
KL DECEEQVEKL SEEKKKL QETVRDL EEQL EEEEQARCOKL M. DKVNVDOKVKKL EEKHAEL YDSYEKL L KEKKNL EERTVOL SNQVL EEEEKAKHVCKOR
KLAEEEERSAKTAEEKKKL QQG QEL EESL EEEEACROKL QL EKVQVEAKL KAL EDDL RL VEDSNAKL SODKKQL EERVDEL STKLSAEEDKSKCLI KLK
RI TEEEENVLALTEDKKKL LKEI QDL EDSLEEEESARCKLHLEKVSCEAKI KKLEEDL SLVEDTNSKI SKEKKTLEEKLNELDOAL| DEEEKSKCGLAKOK
RVCGEEEECSRQL QSEKKRL QOHI QEL ESHL EAEECGARCKL QL EKVTTEAKMKKFEEDL L L L EDONSKL SKERRL L EERL AEFSSQAAEEEEKVKSLNKLR
RLEEEEDRRQQL QAERKKMAQQVL DL EEQL EEEEAARCKL QLEKVTAEAKI KKLEDDI L VIVDDONSKL SKERKL LEERVSDL TTNLAEEEEKAKNLTKLK
RVEEEEERCQYL QAEKKKMOONI QEL EEQL EEEESARCKL QLEKVTTEAKLKKLEEDQ! | MEDONCKLAKEKKL LEDRVAEFTTNLMVEEEEKSKSLAKLK
RVEEEEERNQI L ONEKKKMQAHI QDL EEQL DEEEGARCKL QLEKVTAEAKI KKVEEEVL LLEDONSKFI KEKKL VEDRI AECSSQLAEEEEKAKNLAKI R
RLEEENMRNSEFLHDEKNKLRLTI EDLEEQL EEEEQARCKL QVEKL SVDORVKKL EEDI AVNTDSGNKL SKEKKYLEEKI HEL TSKL VEEEDKFKQL CKOK
RVEEEEERYNQVL EEKKNYQQTLKDL EEQL EEEEQARCKL QL ERVSHESKL KKYEEDL AL L DDONCKL NKEKKNL EERL ADI SL QAVEEEEKAKQL CKLK
RI EEEEERVNAL SSEKKKL Q' NI QDL EEQL EEEEAARCKL QL EKVQL DAKL KKVEEDVAL TEDONQKL L KEKKI LEERANDL SQTLAEEEEKAKHLAKLK
Rl EEEEERVLAL GGEKKKL ELNI QDL EEQL EEEEAARCKL QL EKVQLDAKI KKYEEDL AL TDDONCKL L KEKKL L EERANDL SQTLAEEEEKAKHL AKLK
RI' EEEEENNFSVAEMKRAI EAEL AKT QEEVKVL EXXOOXIIXIXIIIIIOIKIXAIIIIIIIIKIIOOOKIXXXKXXXEKASKL DKER
QVEEEEEI NSEL TARCRKLEDECSELKKEI YDLEAI LAKSEKCKCAAEHKVRNL TEEVHSL NEEVSKL SRVYWKDAQET QQQTQEQLHI EEEKL SNVBKAN
RLEDEEEVNADL AARRRKL EDECTEL KKDI DDLEL TL AKAEKEKQATENKVKNL TEEMAAL DEAVVRL TKEKKAL QEAHQQAL GDL QAEEDRVSAL AKAK
RLEDEEEMNAEL TAKKRKL EDECSEL KRDI DDLEL TLAKVEKEKHATENKVKNL AEEMACLDEI | VKL TKEKKAL QEAHQQAL DDL QAEEDKVNTLTKAK
RLEDEEEMNAEL TAKKRKL EDECSEL KKDI DDLEL TLAKVEKEKHATENKVKNL TEEMACGLDEI | AKL TKEKKAL QEAHQQAL DDL QAEEDKVNTLTKSK
RLEEEEEMNSEL VAKKRNL EDKCSSLKRDI DDLEL TL TKVEKEKHATENKVKNL SEEMTALEET! SKL TKEKKSL QEAHQQT L DDL QVEEDKVNCLI KI N
RAEDEEEI NAEL TAKKRKL EDECSELKKDI DDLEL TLAKVEKEKHATENKVKNL TEELACLDET | AKL TREKKAL QEAHQQT L DDL QAEEDKVNSL SKLK
RAEDEEEI NAEL TAKKRKL EDECSELKKDI DDLEL TLAKVEKEKHATENKVKNL TEEMACGL DENI AKL TKEKKAL QEAHQQTL DDL QAEEDKVNTLTKAK
RAEDEEEI NAEL TAKKRKL EDECSELKKDI DDLEL TLAKVEKEKHATENKVKNL TEEMACGLDET | AKL TKEKKAL QGEAHQQTL DDL QAEEDKVNTLTKAK
RAEDEEEI NAEL TAKKRKL EDECSELKKDI DDLEL TLAKVEKEKHATENKVKNL TEEMACGL DENI AKL TKEKKAL QEAHQQT L DDL QAEEDKVNTL TKAK
RAEDEEEI NAEL TAKKRKL EDECSEL KKDI DDLEL TLAKVEKEKHATENKVKNL TEEMACGLDET! AKL TKEKKAL QEAHQQT L DDL QAEEDKVNTLTKAK
KLDGEEHSVLVLEEKI QEAEEKI DELTEKTEELQSNI SRLETEKQNRDKQ DTLNEDI RKQDET I SKMNAEKKHVDEEL KDRTEQL QAAEDKCNNLNKTK
QLAQTEDKNEDL MRAKKKVESEVEAL KKQI QDL EMSVRKAESEKQSKDHQVRSI CDEMOVODET | AKL NKEKKHQEEMNKKI VEDL QSEEDKSNHI NKI K
RLDEEMEVNSEMSACKRKLEI EI' ESFKDTI DEMKQQQQL L EQEKAQKEKECVSL DVEL EKVNDSL SKI TKEKL SLEDRL NEVSNSL QT EEDKASRL CKVK
RLAQEEDARNQL FQTKKKL EQEI SGCOKKDAEDLEL QI QKI' EQDKASKDHQI RNL NDEI AHQDEL | NKL NKEKKMQGEVNCKT AEEL QAAEDKVNHLNKVK
RLTQEEDARNQL FQOKKKADQEI SCLKKDI EDL EL NVOKAECDKATKDHQ RNL NDEI AHOQDEL | NKL NKEKKMQGETNCKT GEEL QAAEDKI NHLNKVK
KLMVDEEDAATEL SAQKKKSDAEI CGEL KKDVEDL EACL AKAEQEKT TKDNQI KTL QDEMAQODEHL SKL NKEKKNL EEVOKKT L EDL QAEEDKVNHL SKLK
RCLDEEDAVCGNL TEAKKQL QKANDDL KKDL EDVETNL VKAEQEKTSKDNQI KTL NDEI AKQEDM MKV TKDKKNVEEANKKL SDSL QAEEDKVNHL SKLK
QLEEEEDNNAQN SQVKRKLEAEVENLRTDI EDI EAAL QKSDQEKQAKDDALRSI TTEL DECQEAVDAL TKDKKAL EEKEL EL SNLL EAEEDKSNHL TKVK
QLEDEEEASAEL SSVKHKLECEI SDLKQDI EEL DATL KKVEEECKCQKDKNI EQL NEEL QQQDEAI AKL QKAKKQVEDERTEL EDHL CEEQNKVSHLTKTK
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VKL ETANAEL EEKL AKEEKSREDL DRGKRKL EN- - - - VNHTL QDSVL EKENRVEEL KNSL DKAVEDVARL TVKVDDDAATRSNL EKKL REL ENRASDL SE
VKL EQL SAEL DEKL ERETKRRQEL DNDKRKL CK- - - - El ADLQEQLARAKGR! EDLESQVAKL ETEL ANVNARADEEAAGRAKAEKEKRELATQLQETQD
AKLDATI TEL EERL GKEEKERGEL EKQKRKLES- - - - DVRDLKEQL NAAGGEKGDL ASTL CKKQAEL EAI NSAL EEEKVQRSNVEKAKRDL QAQL EEVNE
AKVDSQLQETEDTLRKEGEL RTDL EKI KRKLEA- - - - DLRDTNDGL SDATAQVTEL QNTL ERHSNDL NQANAKI DGEVNARNKAEKKCRDLESQLGEI TE
SRVEVQL HDL EQEL QKEKQAKAEL DL GKRKL EAEMDEENDEQKEL L EEKRAKL EEL NSL L SKREEEL TVLL TKSDEDSANNVCGL GKQl RELESTLEELKE
VKQETLI SELEERVAKSEKTAVDYQKEI RKLQQ- - - - El SDLRNQLAEAQQR! AEL EDDL ARRDNEL AAAI KREDEEMSKRVAVEKAKRDVEAHL EEVKD
AKQDAM ADL EERLKNEERARGDL DKI RRKLES- - - - ELAEVSRQLEEAKQQ QEL EAAVHKKDIVEL NDLNARYDEEMARRT EL EKDKREL ENSVEEL KE
LKYEATI SDVEDRLKKEEKCRGEL EKLKRRLDG- - - - ESSEL QEQWEQKGRAEEL L AQL GRKEDEL QAAL L RAEEEGGARAGL LKSLREAQAGLAEAGE
SKHESM SEL EVRLKKEEKSRGEL EKLKRKLEG- - - - DASDFHEQI ADLQAQI AELKMQLAKKEEEL QAAL ARL DEEI AGKNNALKKI RELECGHI SDLQE
NKHEAM TDLEERL RREEKCRGEL EKTRRKLEG- - - - DSTDLSDQI AEL QAQI AELKMQLAKKEEEL QAAL ARVEEEAACKNVALKKI RELETQI SELQE
NKQEVM SDLEERLKKEEKTRGEL EKAKRKLDG- - - - ETTDLQDQI AEL QAQUDELKVQL TKKEEEL QGAL ARCDDETL HKNNALKVAREL QAQI AELQE
SRAESAL ADL ETQVQRETQNRGEL EKVKRKL EA- - - - DL ADHRDGL NEKRAQVEEVQSQLARREEEL QSAL CKSEDESVAKGTTLKQLRELQSQI GELSE
NKYEAI | ADLEERLRKEQQARGEL EKI RRRLET- - - - ELNDLRDQLNEKRDQVEEL QQQL L RREEEVQVBL QKTDEEACGRS! L QKQVRELQNQI GELQE
AKHESTI AEL EERL LKDHQQRQESDRSKRKI ET- - - - EVADLKEQI NERRVI EEMQQQLI KREEELAQTLVRI DEESAAKAAAGKAQREL ESQLAEI QGE
AKHEATI SELEERL HKDQOQRQESDRSKRKI ET- - - - EVADLKEQL NERRVQVDEMQAQLAKREEEL TQTL LRI DEESATKATACKAQRELESQLAEI QE
KRVECEL NDTRNDL EKEKRAKAEL DKNL RKKDA:- - - - EHKDVVGQL DDMIRCKGEAEDT| RRKECE! STLQATVEAEQNNVTKAGRQ KDL GQKYKDLED
LKLAQQ DVLECDL ERERKARVKCEREKRKL QD- - - - EL KMNQEGAENL ESSRQKLAEQL RKKEFEMEQVNSKVENEKNQVSGL GKMKEL QTHI LNLKE
| RLEQQVEDL ECSL EQEKKL RVDTERAKRKLEG- - - - DLKL TQETVTDT TQDKQQL EEKL KKKDSEL SQLNLRVEDEQL VGVQL QKKI KEL QARAEEL EE
VKL EQQVDDL EGSL EQEKKVRVDL ERAKRKL EG- - - - DLKL TQESI MDL ENDKQGL DERLKKKDFEL NALNARI EDEQAL GSQL GKKLKEL QAR EELEE
VKL EQQVDDL EGSL EQEKKVRVDL ERAKRKLEG- - - - DLKLTQESI MDLENDKL QLEEKLKKKEFDI SQQNSKI EDEQAL AL QL QKKLKENQARI EELEE
VKL EQQTDDL EGSL EQEKKLRADL ERVKRKLEG- - - - DLKVBQESI MDLENDTQQL EEKL KKKEFEMSQL QTRI DDEQVL SLQL GKKI KEL QARTEEL EE
SKLEQQVDDL ESSLEQEKKL RVDL ERNKRKLEG- - - - DLKLAGES L DL ENDKQQL DERLKKKDFEYSQL QSKVEDEQTL SLQLQKKI KELQARI EELEE
TKLEQQVDDL EGSL EGEKKL RVDL ERAKRKLEG- - - - DLKLAQESTVDI ENDKQQL DEKLKKKEFEI SNLI SKI EDEQAVE! QL CKKI KELQARI EELEE
| KLEQQVDDL EGSL EQEKKL RVDL ERAKRKLEG- - - - DLKLAGES! MDI ENEKQQL DERLKKKEFEMBNLQSKI EDEQAI G QLQKKI KELQARI EELEE
TKLEQQVDDL EGSL EGEKKL RVDL ERAKRKLEG- - - - DLKLAQESTVDI ENDKQQL DEKL KKKEFEVBNL QSKI EDEQAL GMOL CKKI KELQARI EELEE
| KLEQQVDDL EGSLEQEKKI RVDL ERAKRKLEG- - - - DLKLAQGESTMDVENDKQQL DEKL KKKEFEMSNL QSKI EDEQAL GMQL QKKI KELQARI EELEE
NKLESS! REI EQDLKKEKDSKNVKL EKEKKKVES- - - - DLKDNRDKL SETETRLKETCDLVTKREKS| SDLENAKECLESQ SQLQRKI QELLAKI EELEE
AKLEQTLDDLEENL ERERRAKADT EKARRKVEG- - - - ELKI AQENI EEATRQKHDL ENNLKRKEAEMNNL SSRLEDEQS! VSKL CRQ KEAQSRVCELEE
TKLESSLQDAGEE! EKEKKAVSDL DKAKRKLEG- - - - DLKSMISNCDEL SAAKAEL EKSVSSKEKEVNEL QK| EEDSSEI AAL GRKI RELQAKI EELEE
AKLEQTLDEL EDSL EREKKLRCDVEKAKRKVEG- - - - DLKL TQEAVSDL ERNKKENVDQT] MRKDKE! SAL SAKL EDEQNLVCKL GKQl KELQCRI EELEE
AKLEQTLDEL EDSL EREKKVRCDVEKSKRKVEG- - - - DLKL TQEAVADL ERNKKEL EQTI QRKDKEL SSI TAKL EDEQVWVLKHQRQ KELQARI EELEE
TKLEQTLDEL EDNL EREKKI PCDVDKAKRKVEQ- - - - DLKTTQETVEDL ERVKRDL EDAGRKKDVEI NGLNSKL EDEQNLVAGL GKKI KELQARI EELEE
SKLEQSL DEFENNL EREKKI RCDVEKVKRKLEQ: - - - DLKMIQESVEDL ERI KRELEETNVRKKDAE] NSLNSRVEDEQGLVASL QKKI KELQAI | EELEE
NKLETSL EEL QSHL DSEKKHT SDL DKAKRKLES- - - - EAKVANEKI NEVEGNVKLAEETI HKRDNEI SKLCQSLEDERT TVAAL GKKLREAQSRI DELEE
LKLESTLDEVNLNLEREKKVRCEVEKVKRKLEG- - - - DLKMIQQTLEETQAEKARTEDEVRKRDAN! VEL SCKLEDSNNLVESLRKRI R- - - - - - - - - - -
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Sar _1270_SARC _01270TOSphaer of o
NMor_4119_nul | Monosi gabr evi col |
Sro_4749_PTSG _04749T0Sal pi ngoe
Ppi MHCa

Aqu_8281_gi 340368578r ef XP_0033
Cow_3939_CAOG_03939T0Capsaspor
TaMVHCa

Asunyo

Hma_21673571_gi 221130996r ef XP_
Nve_JGl 5820_j gi Nenmve1118073j gi
Mmu_M/ol14_gi 29336026r ef NP_0822
MrsnivHCL1

Mmu_M/09_gi 114326446r ef NP_0718
MruMHC10

Lpenm

LgnnHCI | 1

Aaesmrmm

Dne_zi pper _gi 62471805r ef NP_001
Ppi MHCb1

Ppi MHCb2

Mu_Mol5_gi 261245016r ef NP_001
Mmu_M/07B_gi 145864471r ef NP_001
Mrc MHC7

Mru_M 06_gi 6754774r ef NP_034986
Mmu_M/013_gi 124486959r ef NP_001
Mru_Myo3_gi 153792649r ef NP_0010
Mhsk MHC8

Mru_Myo2_gi 205830428r ef NP_0010
Mmu_M/o4_gi 67189167r ef NP_03498
Mmu_Mol_gi 82524274r ef NP_10960
Hra_21579261_gi 221113859r ef XP_
Asumnyo4

AgMHCI | b

Aaesmnmy

DneMHCC

Lpenyosin

LgMHCI | 3

TaMHCb

Nve_SB1

Mmu_M/oX_gi 130507685r ef NP_0623
Mmu_Vl | a_gi 115511010r ef NP_0326
Mmu_VI | b_gi 261823963r ef NP_1157
Ddi _0301_gi 166240253r ef XP_0017
Ddi _1951_gi 66823681r ef XP_64519
Sce_9711_gi 6324902r ef NP_014971
Sce_9373_gi 6319290r ef NP_009373
Mmu_MoVc_gi 124486759r ef NP_001
Mu_MoVa_gi 115511052r ef NP_034
Mru_M/oVb_gi 46399202r ef NP_9638
Ddi nyo

Sce_1888_gi 6321812r ef NP_011888
Sar _1270_SARC _01270TOSphaer of o
NMor_4119_nul | Monosi gabr evi col |

Sro_4749_PTSG 04749T0Sal pi ngoe
Ppi MHCa

Aqu_8281_gi 340368578r ef XP_0033
Cow_3939_CAOG_03939TOCapsaspor
TaMVHCa

Asunyo

Hme_21673571_gi 221130996r ef XP_
Nve_JG 5820_j gi Nenve1118073;j gi

Mru_Myol4_gi 29336026r ef NP_0822
MrsnmVHC11

Mmu_M/09_gi 114326446r ef NP_0718
MruMHC10

Lpenm

LgnnHCI | 1

Aaesmrmm

Dne_zi pper _gi 62471805r ef NP_001
Ppi MHCb1

Ppi MHCb2

Mu_Mol5_gi 261245016r ef NP_001
Mmu_M/o7B_gi 145864471r ef NP_001
Mrc MHC7

Mru_My06_gi 6754774r ef NP_034986
Mu_Mo13_gi 124486959r ef NP_001
Mmu_M03_gi 153792649 ef NP_0010
Mrsk MHC8

Mmu_M/02_gi 205830428r ef NP_0010
Mmu_M/o4_gi 67189167r ef NP_03498
Mmu_Mol_gi 82524274r ef NP_10960
Hra_21579261_gi 221113859r ef XP_
Asunyo4

AgMHCI | b

Aaesmnmy

Dme MHCC

Lpenyosin

LgMHCI | 3

TaMHCb

Nve_SB1

Mmu_MyoX_gi 130507685r ef NP_0623
Mm_Vl | a_gi 115511010t ef NP_0326
Mm_VI | b_gi 261823963r ef NP_1157
Ddi _0301_gi 166240253r ef XP_0017
Ddi _1951_gi 66823681r ef XP_64519
Sce_9711_gi 6324902r ef NP_014971
Sce_9373_gi 6319290r ef NP_009373

ELESEQSAL SKLKKEKLAL DLLLKEL EDRVEDSETSCGNAQAENMRAKREEEL QCGL KTKYEEAQAKHEEVVCEL KAKL QAQREEL VAEVEQL CRNKSEL DKN

DL EAEKTAHRRTDKIVKRDL NDEL QKI' SNEL MIT'SVDNKNVL QEL KGNVEKDVEDL KKDL AKEKDEHEAL | QSVRTKYQTQVEDL QERVET QKKQSASYEKQ
DL ESEREARNKSEKNRKQL NAEL EKL QEL LDDT TSSTTAQQAMIAQRESEL SALKRTLDEEI SSHEAAI ASVROKHT RNVEDL NEQL DNAKKAKSMLEKV
EL ESERAARSKAEKRAKDL AADYDSL RAQL DESCDSNKMOQAEL RAKREAEL ASL KKKL DDETASHEAAL TDL RKKHT SLAEESNAEI DSLKKSKAALEKN
DL DAERDTRSKI DKQKROLNEEL ESLKNEL L DSL DT TAAQQDL RNKREEEL KHL KKVLEEDTI AHAEAVSL SKKKHNETI EEMNNQI ETLKKAKASLEKY
DLENEKSLRAKAEKSRRDL NDDLETLRTEYLEATDKTAVSLEI QKKKDGELKEL KKALEAATAANESKI EELROKYLRSMVEDL SEQI EQQKRLRAQADKS
DYEQEKAAREKVEKAKREL EKDLNEL REEL EVNT DATTVCKEL QRKREEDFNEL KKQVEI EAREHEKQVDSL REKHNGQL VNEL QDQL DOFKKCEKNAL EKN
DL EVEKSARAKAEKCRREL SEELESLKSELEES| DTTAAATDVRVKREAEL VAL KKSVEEESAKHENL MSEL ROKNSKQI EELTI ELESTKKNKNSLEKS
DLEAERVARAKAEKQRRDL CEEL EAL RGEL EDTL DSTNAQQEL RSKREQEVTEL KKAL EEESRAHEVSMOEL RORHSQAL VEMAEQL EQARRCKGWEKT
DL DSERAARNKAEKCKRDL CEEL EALKTELEDTL DSTAT QQEL RAKREQEVTVL KKAL DEETRSHEAQVQENROKHT QAVEEL TEQL EQFKRAKANL DKS
DLESERASRNKAEKQKRDL CEEL EALKTELEDTL DSTAAQQELRSKREQEVSI LKKTLEDEAKTHEAQN QENROKHSQAVEEL ADQLEQTKRVKATLEKA
DFESEKASRNKAEKCQKRDL SEEL EALKTELEDTL DTTAAQQEL RTKREQEVAEL KKAL EDETKNHEAQN CDVRORHATAL EEL SEQL EQAKRFKANLEKN
DL DAEKQSREKAEKQKRDL NEEL EALKSEL EDSL DT TAAVQEL RNKREL EVDNL KKAI EENCKQCENQAL EL ROKYTKQLEAVNEDL DVI KKSKASI EKV
DLETEKESRNKAEKQKRDL NEEL EALKTEL EDSL DT TAAVQDVRCOKREHEVSEMKKVWEATCKOHENQH QDVRNKYSAQ EALSEEI ENTRKTKGSVEKYV
DL EAEKL ARSKAEKQKRDL NEEL EALKNEL L DSL DT TAAQQEL RSKREQEVATL KKTL EDESANHECQVSDVRHKHAQEI SSI NEQLENLKKVKGCELEKA
DL EAEKAARAKAEKVRRDL SEEL EALKNEL L DSL DT TAAQQEL RSKREQEL ATL KKSL EEETVNHEGVL ADVRHKHSQEL NSI NDQL ENL RKAKTVLEKA
EVDNERNAKNRL EKLRAEL EGQI AAYEDQI EEAGGANNAASEL CRRREDEI AKL RKEKEAVEL EACEQADSSKRKLNDVTNQL EDAEDM. RKYKAKAEKE
------------------------------------------------------------------------------------------ KKNKI KNEKD
ELESERTI RAKVEREKCDL VQDL EDLNERL EEAGGT SLAQVE! TKQQEARFQKL HHDIVEET TRHFEATSASLKKRHAENL AEL ECQVEHL QQVRLVLEQD
EL EAERAARARVEKCQRAEAAREL EEL SERL EEAGGASACORECCRKREAEL CRLRREL EEAVL RHEATVAAL RRKQADSAAEL SEQVDSL ORI ROKLEKE
ELEAERTARAKVEKLRSDL SRELEEI SERLEEAGCATSVQ EMNKKREAEFCQKVRRDL EEATL QHEATAAAL RKKHADSVAEL GEQl DNLQRVKCKLEKE
ELEAERTARAKVEKLRSDL SRELEEI SERLEEAGCGATSVQ EMNKKREAEFQKVRRDL EEATL QHEATAAAL RKKHADSVAEL CEQl DNLQRVKCKLEKE
El EAEHTVRAKI EKORSDLARELEEI SERLEEASCGATSAQ EMNKKRESEFQKL RRDLEEATL QHEATAATLRKKHADT VAEL GEQl DNLQRVKCKLEKE
El EAERATRAKTEKQRSDYAREL EEL SERLEEAGGVTSTQ ELNKKREAEFLKL RRDLEEATL QHEATVATLRKKHADSAAEL AEQ DNLQRVKCKLEKE
El EAERASRAKAEKQRSDL SREL EEI SERL EEAGCGATSAQVEMNKKRETEFQKL RRDL EEATL QHEATAAAL RKKHADSVAEL GEQl DNLQRVKCKLEKE
El EAERASRAKAEKCRSDL SRELEEI SERLEEAGCGATSAQN EMNKKREAEFQKVRRDL EEATL QHEATAATL RKKHADSVAEL GEQl DNL QRVKCKLEKE
El EAERASRAKAEKQRSDL SREL EEI SERLEEAGCGATSAQ EMNKKREAEFQKIVRRDL EEATL QHEATAAAL RKKHADSVAEL GEQl DNLQRVKCKLEKE
El EAERASRAKAEKQRSDL SREL EEI SERLEEAGCGATSAQ EMNKKREAEFQKIVRRDL EEATL QHEATAATLRKKHADSVAEL GEQl DNLQRVKCKLEKE
EL ENERKLRCKSEL QRKEL ESRI EEL QDOQL ETAGGATSAQVEVCKKREAECNRL RKEI EALNI ANDAAI SAI KAKTNATI AEI QEENEANMKKAKAKL EKE
EL ECERESRSKADRAKSDL QREI EEL NERL DEQGCGATEAQ EI NKKREAEL AKL RRDI EEANMNHECGQL ATLRKKHCDAVAEL ADQLDM EKQRCOKLEKE
DLENEKRI ROKVEKQKNEL LKEL EELKDTLEEQGE QTAQVELNRKRESEL DTL RKEHAAATEESEKM SDLKKKHCESVKDYESQ DTLQKAKNKLEKE
EVEAERQARAKAEKQRADL AREL EEL CERL EEAGGATSAQN ELNKKREAEL AKL RRDLEEANI QHEGT L ANL RKKHNDAVAEMAEQVDOQL NKLKTKAEHD
EVEAERQARAKAEKQRADL AREL EEL CERLEEAGGATSAQ ELNKKREAEL SKL RRDLEEANI QHESTL ANL RKKHNDAVAEMAEQVDQL NKLKAKAEKE
ELEAERQARTKVEKQRTEL SREL EEL CERL DEAGGATAAQVEL NKKREQEL L RL RRDL EEATMOHESQI ATLRKKNCEATNEL GDQI DQLQKVKSRLEKE
ELASEKQARSKVEKCQRNEL SHELEDI SDRLDEAGGATSAQ DI NKKREL EL LKL RREL EENQLHHDAQI ASFRKKQQESANEMSDEI DQLIVKI KSKLEKE
EFDNERVLKLKI EKQKAEL L QEL DEL NEKL DEAGGAHVL QTDL TKKREAEI NRL QSEI ESRTKOHGSQVASMKKKHNET | DELENQVETLCQRAKNKLESE

KNDL SKERNSL AEEL DL AKQQKAEL DRKKKM. ESTVNENL AKI EECEKGSAMWENHKKL TAEL ENLL QGKQUDAESKVSM_ERTNKDLNRQ! NEI GDSYD
KNSL ETERSNL SSDL KDAT SSL SESEKRRRNVEAQL SEAQAHI AEDTAKVGEL TSQNERMKAE! ANI SSQLEEL ETKFTSSDRNNKNYL GQl GELQDQVS
VSDATRDRDSL QSEL DAL KKAYAEL EKKKKAL EAQLAEATGRLNEDGRI | AEL QSQNGKL TAEL DSTSKNL EDL ESRFSAL EKAKKTAESSL GESKCNI E
KL QADSSL ADVKAECSDL HASKTEL EKKKKAL ESQVSDL NCRNT TL QRKTEDL EQTNSKL QSQLDTTVAGQLVQAETQI SSLERTSKSLEL QI AELGEL YE
RRAVEAERNEI AAEL TAMISMKAEVEKRRKHAESAL LEMT TRLKDL EGARTI SMVQL SKAQNEL EAAVKCKEEEEQWSAL LKKI SLLEQQLAETHDQLQ
KTALENENAEI AADL QRVSL LKQESDRKAKNFEAQL SEANAI RVMEGEEM SKLDGQCAKL TKECDSLNQQ! DEVESKAANL ERAKQAAET SLSDL QDAL H
KKDLENETSSLTI ELKAI SQEKQECDRKI KM_ENQVBEANI RLADDEQKVSEL TI SRNQLQKDLEVQ SMVESL ESKHTALERSKKSLEDTLAETCDSLQ
RL SL EAEVSELKAEL SSLQTSROECEQKRRRL ESQL QEVQERSSDSERARSEAAEKL QRAQAEL ESVSTAL SEAESKAI RLCKEL SSAESQLHDTGELLQ
KQTL EKENADL AGEL RVL GQAKQEVEHKKKKL EVQL QDL QSKCSDCERARAEL SDKVHKL QNEVESVTGM.NEAECKAI KLAKDVASL GSQLQDTGELLQ
KQTL ENERGEL ANEVKAL L QCKCDSEHKRKKVEAQL QEL QVKF SECERVRTEL ADKVTKL QVEL DSVTCLL SQSDSKSSKL TKDFSALESQLQDTGELLQ
KQGL ETDNKEL ACEVKVL QQVKAESEHKRKKL DAQVQEL HAKVSECDRL RVEL AEKANKL QNEL DNVSTLLEEAEKKG KFAKDAAGLESQLQDTGELLQ
KESL QAENADL ANDL KQMQAKQESERKRKQL ESHL QEQSVKL VDVERNKSEL GEKL TKMJTEYEQAVASL EDSDASVL ELNRKVSNL QTDLATATEGLE
KQTL EAENGDLANDL KQVQQAKQESERKRKQL DSQL QEAVI KL QEL ERNKGEVSEKSTKL QSEL ESVSSQLEQSDTKFL QMIGKASAL EAQL ADSCDVEQ
KQTL EAENADLATEL RNVNQSRQENDRRRKQAET QI AEL QVKL AEVERARVEL QDKVTKL QUESENI TQQL DDAEL KASAAI KSASNVESQLTEAQQLLE
KGTL EAENADLATEL RSVNSSROENDRRRKQAESQ AEL QVKLAEI ERARSEL QEKCTKL QUEAEN TNQLEEAEL KASAAVKSASNVESQLTEAQOLLE
KKAFVSEMADL GEQI DNLAKAKSTSDKNSSCGLDASLAEANARI AALEASLREL TDKYNKLVKDNNATL SRLEETEAREANL SKQKKVL SCQ DELKSQLE
RKGAGEE! DHLNETL DTLQKQKGNL DKTVRVL DEQL CDANSRCSQVETNLREL ADKYNKLVKENNDFAQKI EDVEAKEAM. SKCKKGL QSQl DDLGCQLE
KSDL QL QUDDL L NRVDQMARAKANAEKL CCL YERRL NEANTKL DEVTQL AHDL TTQKTKL QSESCEFFKRLEEKEAL | SQLSREKSNFTRQVEELRAQLE
KSEL RVEVDDL GASVETLARCKASAEKL CRTYEDGQL SEAKI KVEEL QRQLADASTQRCRLQTENCEL CRLLEEKESM SQLSRCKTSAAQSLEELRRQLE
KSEFKLELDDVTSNVEQ | KAKANL EKVCRTL EDQVMNEHRSKAEETQRSVNDL TSQRAKL QTENCEL SRQLDEKEAL | SQLTRCEKLTYTQQLEDLKRQLE
KSEFKLELDDVTSNVEQ | KAKANL EKVSRTL EDQANEYRVKL EEAQRSLNDFT TQRAKL QTENCEL ARQLEEKEAL | SQLTRCKL SYTQOVEDLKRQLE
KSELKNVEI DDVASNI ETVSKSKSNVERVCRSVEDGENEI KAKDDQQTQL I HDL NMKARL QT QNCEL SHQVEEKESL VSQL TKSKQAL TQQLEELKRQLE
KSEFKLEI DDLSSSVESVSKSKANLEKI CRTLEDQL SEARCKNEEMORSL SEL TTQKSRL QTEAGEL SRQLEEKES| VSQLSRSKQAFTQQ EELKRQLE
KSELKNVEI DDLSSNAEAI AKAKGNL EKVCRTL EDQVSEL KSKEEEQORL | NEL TAQRARL QTEACEYSRQLDEKDAL VSQL SRSKQASTQQ! EELKRQLE
KSEMKNEI DDLASNVETVSKAKGNL EKVCRTL EDQVSEL KSKEEEQORL | NDLTTQRCRL QTESCEFSRQLDEKEAL VSQL SRCKQAFTQQ EELKRQLE
KSELKNVEI DDLASNVETVSKAKGNL EKMCRTL EDQL SEVKTKEEEQQRL | NEL STQKARL HTESCGEFSRQL DEKDAMYSQL SRCKQAFTQQ EELKRQLE
KSEMKNEI DDLASNVEVI SKSKGNL EKVCRTL EDQVSEL KTKEEEQQORL | NEL TAQRCRL QTESCEYSRQLDEKDSLVSQL SRCKQAFTQQ EELKRQLE
KSAL NNELNETKNSLDQ KKQKTNSDKNSRM.EEQ NEL NSKL AQVDEL HSQSESKNSKVNSEL LALNSQLSESEHNL Gl ATKNI KTLESQLAESKNFNE
KAQI VHDSENLAAQL DSETAAKSNNEKL AKQL EMQL ADL QCKADEGQSRQL QDFASI RNRLANENADL NRQLEDL EEQL GAL QRVKAQL STQLEDTRQAAD
RSSL SSNQDDL NKQVEDL QKYKTVTERKVRQL EEQL ADT SARATEAESAVQAL EASQAKSATENNDL SQQL ADADSKL SSL SKAKKQLETQLEDTKSDL S
RANMYNEL NNTRSACDGL SREKAAGEKI AKQL QHTL NEVQEKL DETNRTLNDFDAAKKKL SI ENSDLLRQLEDAESQVSGLSKI KI SLTQQLEDTKRLAD
KNEYYGQLNDLRAGVDHI TNEKAAGEKI AKQL QHTL NEVQSKL DETNRTLNDFDASKKKL S| ENSDLLRQLEEAESQVSQLSKI KI SLTTQLEDTKRLAD
KTQL RAENDDVSQVEHACKNRECSEKVBKQVEAGQL SEL NAKI DDQARSVSEL TSQKSRLQTEAADL TRQLEEAEHNVCQL TKLKSSL GASLEDAKRSLE
RNHARSEAEEL AAQL QHASKNKGVBEKMTKQVENQH SEFHFKLEESTRI VSDLQSSKSKLQVEVSE! TRTLEETEHKVSI | | KEKNTI QSQFEETKRCLE
KQHL SCDL DEL GSNL ESL TKAKNSSDKQL RQL DEQYNEASAKVDEGEKI | ADLQAAL QRLQAENNEL SEQVEDGESKI NSL TKAKKCLESQLEELKRKFE




Mmu_MyoVc_gi 124486759r ef NP_001
Mmu_M/oVa_gi 115511052 ef NP_034
Mmu_M/oVb_gi 46399202r ef NP_9638
Ddi nyo

Sce_1888_gi 6321812r ef NP_011888
Sar _1270_SARC _01270TOSphaer of o
Mor _4119_nul | Monosi gabr evi col |
Sro_4749_PTSG_04749T0Sal pi ngoe
Ppi MHCa

Aqu_8281_gi 340368578r ef XP_0033
Cow_3939_CAOG_03939T0Capsaspor
TaMVHCa

Asunyo

Hma_21673571_gi 221130996r ef XP_
Nve_JG 5820_j gi Nenve1118073;j gi
Mmu_M/ol14_gi 29336026r ef NP_0822
MrsnmVHC11

Mmu_M/09_gi 114326446r ef NP_0718
MruMHC10

Lpenm

LgnnVHCI | 1

Aaesmmm

Dne_zi pper _gi 62471805r ef NP_001
Ppi MHCb1

Ppi MHCb2

Mu_Mol5_gi 261245016r ef NP_001
Mmu_M/07B_gi 145864471r ef NP_001
Mrc MHC7

Mmu_M06_gi 6754774r ef NP_034986
Mmu_M/013_gi 124486959r ef NP_001
Mmu_My03_gi 153792649r ef NP_0010
Mhsk MHC8

Mru_Myo2_gi 205830428r ef NP_0010
Mmu_M/o4_gi 67189167r ef NP_03498
Mu_Mol_gi 82524274r ef NP_10960
Hma_21579261_gi 221113859r ef XP_
Asunyo4

AgMHCI | b

Aaesmnmy

Dme MHCC

Lpenyosin

LgMVHCI | 3

TaMHCb

Nve_SB1

Mru_MyoX_gi 130507685r ef NP_0623
Mmu_VI | a_gi 115511010r ef NP_0326
Mmu_VI | b_gi 261823963r ef NP_1157
Ddi _0301_gi 166240253r ef XP_0017
Ddi _1951_gi 66823681r ef XP_64519
Sce_9711_gi 6324902r ef NP_014971
Sce_9373_gi 6319290r ef NP_009373
Mru_MoVc_gi 124486759r ef NP_001
Mmu_M/oVa_gi 115511052 ef NP_034
Mru_My/oVb_gi 46399202r ef NP_9638
Ddi nyo

Sce_1888_gi 6321812r ef NP_011888
Sar _1270_SARC_01270TOSphaer of o
Mor _4119_nul | Monosi gabr evi col |
Sro_4749_PTSG_04749T0Sal pi ngoe
Ppi MHCa

Aqu_8281_gi 340368578r ef XP_0033
Cow_3939_CAOG_03939TOCapsaspor
TaMHCa

Asunyo

Hra_21673571_gi 2211309961 ef XP_
Nve_JG 5820_j gi Nenve1118073;j gi
Mmu_M/ol14_gi 29336026r ef NP_0822
MrsnmVHC11

Mmu_M/09_gi 114326446r ef NP_0718
MruMHC10

Lpenm

LgnnVHCI | 1

Aaesmmm

Dne_zi pper _gi 62471805r ef NP_001
Ppi MHCb1

Ppi MHCb2

Mmu_M/o15_gi 261245016r ef NP_001
Mmu_M/o7B_gi 145864471r ef NP_001
Mrc MHC7

Mru_M06_gi 6754774r ef NP_034986
Mmu_M/013_gi 124486959r ef NP_001
Mmu_M03_gi 153792649r ef NP_0010
Mrsk MHC8

Mru_Myo2_gi 205830428r ef NP_0010
Mu_Myo4_gi 67189167r ef NP_03498
Mmu_Myol_gi 82524274r ef NP_10960
Hme_21579261_gi 221113859r ef XP_
Asumnyo4

AgMHCI | b

Aaesmnmy

Dme MHCC

Lpenyosin

LgVHCI | 3

TaMHCb

Nve_SB1

Mu_MoX_gi 130507685r ef NP_0623
Mmu_VI | a_gi 115511010r ef NP_0326

DETRQKL NFQSKL KHAEGT DEAKEAL AECEEEVANRDRQVSSL KGQL DEL TNRFRTEQGN- AENGEAARKNL MREVEEL RTSVEGG AAQSKLKSTNNR
»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»» MAVI TEEKAKLNKEI SCLREEL DQAL NGKARAVKAGKK
»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»» NQEL EEQRKKL NKEL NDVRADL DQAL ACKSKAGKAHKK
SESRDKQTL MAKMRDL QAT HNQTL ESLEEEQDARDVL QUKL TTSMIGQL SDAKRAAEEHAGS- L EEVENARRKL SRDQEDLNAQH EDLRNEI SKLEKSKKR
EESRLKI AAQNKQKQL GEEVDHL TQQVEDEEEAKT AL QNKLVQL TQQOL SEAKRKADDDQVN- L EEL QASKKKVDKENDCL KERVEEL QAENGKL TRSKKK
AETRAKLAL ASKLKQAETDI AGLKEQLEEEEEAKAAL EKQI ASL TAQSADYKRKAD- DAGNQAEEFEATRKKL CKDADELRTRI EEL EHAL ANSDKTKNR
DETKQKQNI SMOHREL ENKL SHHSEL | EEL ESDKENLARQ NTQSTQLADARKSL QSEI A- LEDAENAKRKL AKDL DL CQNTL DDLKNTNTKLEKAKTR
EETRSKLAMQSRVRQLEDEL TESVEMREEVETKRKEL EAQI ESVRATLI ETRKKADEGA- - - LQQVEEL KKKAQRDLETAGKAI AEAEMARDRADRSKKK
EETRQKL AL QTKVREAEDEANRL QEQL EEEEDEKKAVCKTL TQVQLQLDSCKKE! ELKVTL- LEEAESARQKQKRENEEL RSDNERFQSE| SKLDKARKK
EETHHKLM | SKLKDVENEI VSLQEQL EEEEENKSAL CKQL QSAQTQCAENKKVVEERAAA- L EEADAVKKKLVRENEALNTTVEE! QGSNAKLEKTRKR
EETRAKLAL GSRVRAL EAEAAGL REQVEEEVVARERAGREL QSTQAGL SEVRRRQEEEAAV- L EAGEEARRRAAREAETL TQRL AEKTEAVERL ERARRR
EETRQKLNVSTKLRQLEDERNSL QDQL DEEMEAKQNL ERHVSTL NI QL SDSKKKL QDFAST- | EVVEECKKRL QKENEGL SQQYEEKAAAYDKL EKTKNR
EENRQKL SL STKL KQVEDEKNSFREQL EEEEEAKRNLEKQI ATL HAQVTDVKKKVEDGVCC- LETAEEAKRRL QKDL EGL SQRLEEKVAAYDKLEKTKTR
EETRQKLNL SSRI RQLEEEKNSL QEQUEEEEEARKNL EKQVL AL QSQLADTKKKVDDDL GT- | ESLEEAKKKL LKDVEAL SQRLEEKVL AYDKLEKTKNR
EENRLKMQAL SDLRTATEERESL HDKL EEEEENKKL L GKQL EKNQSLMVEL KKNAET AESSRDNAEEEL KKAL - RLI EQLRQQ! ADLQEQI ARLEKAKKK
EETRQKL AAQSKL RQAL DEKESL L ERL EEEEEVKKQL CKQONDL QGKI VEVKKKAEEDAVN- NEAL EEFKKKAARDADNY QREVEESKMQADRL DKSRRK
EETRQKLAL SSKLRQLESEKEAL QEQL EEDEEAKKNYEKKL AEL NFTI QENKRRSEEDSDI - AKEL EEAKKKMNKDI EVLQRQI LEL QATNDRL DKSKKK
EETRQKL CL SSKLRQl ESEKEAL QEQL EEDDEAKRNYERKL AEVTTQVQEI KKKAEEDADL - AKEL EECKKRLNKDI EALERQVKEL I AQNDRL DKSKKK
DESSQRNSL ANGLRGASADL QAARDE El GNQEKNDLKRNL GNAQSEAAG/KSRL ESEAL PKI DEL EAEKRKLACRI QDAEDRADEAL SKCNNLDKVRSR
TLNSEKNGVQTQLKQALAEI EGL QEEVENATSEKEDKERM. GI LQSELNTARNAI TNEHVPRI EELEGENRKLQVKI TEL EDAVDEAQTKANNAEKTKNR
EESRSQSAL SHAL QSAKHDYDL L REQYEEEQEVKAEL HRAL SKGNKETVQARAKYEHDAMORTEDL EEAKKKL Al RLQEAAEAVEVSNAKNASL ERARHR
EESKAKGAL AHAVQAL RHDCDL L REQHEEESEAQAEL GRL L SKANAEVAQARSKYEADAI QRTEEL EEAKKKL AL RL QEAEEGVEAANAKCSSL EKAKLR
EEVKAKNAL AHAL QSARHDCDL L REQYEEETEAKAEL GRVL SKANSEVAQ/ARTKYETDAI QRTEEL EEAKKKL AGRL QDAEEAVEAVNAKCSSL EKTKHR
EECGKAKNAL AHAL QSSRHDCDL L REQYEEEMEAKAEL GRVL SKANSEVAQARTKYETDAI QRTEEL EEAKKKL ACRL QDAEEAVEAVNAKCSSL EKTKHR
EETKAKNAL AHAL QSSRHDCDL L REQYEEEQECKAEL GRAL SKANSEVAQARTKYETDAI QRTEEL EEAKKKL ACRL QEAEENTEASNSKCASL EKTKQR
EENKAKNAL AHAL QSSRHDCDL L REQYEEEQECKAEL GRAL SKANSEVAQARTKYETDAI QRTEEL EEAKKKL ACRL QDSEEQVEAVNAKCASL EKTKQR
EETKAKNAL AHAL QSSRHDCDL L REQYEEEQECKAEL GRAL SKANSEVAQARTKYETDAI QRTEEL EEAKKKL AGRL QAAEEHVEAVNAKCASL EKTKQR
EEVKAKNAL AHAL QSSRHDCDL L REQYEEEQESKAEL GRAL SKANSEVAQ/RTKYETDAI QRTEEL EEAKKKL ACRL QAAEEHVEAVNAKCASL EKTKGR
EESKAKNAL AHAL QSARHDCDL L REQYEEEQEAKAEL GRAVEKANSEVAQARTKYETDAI QRTEEL EEAKKKL ACRL QDAEEHVEAVNSKCASL EKTKQR
EEI KAKSAL AHAL QSSRHDCDL L REQYEEEQEAKAEL GRAVBKANSEVAQARTKYETDAI QRTEEL EEAKKKL ACRL QDAEEHVEAVNAKCASL EKTKGR
AESKAKLENYNKL QNALAEI ESLQEQL EEEAAAKCDL QNKYL RAAAEAQQVKAKYEQDGANRVEEL EEAKKKL AKRVQEVEEAL VAAESKAAGVEKVKNR
DEARERQTL AAQAKNFQ EAEQAHNNL DEEI ESKNEVNVRQL SKANAEI QQAQSKFECDGM.RADE! EEVKRKQGLKI NEL QEAL EMANGKVL SLEKTKSR
SETSAKL DAL SKLKQAQNEVQNL NETVEEEQDSKTEL SKQL AAAKAEAAQUKTKFETEI NPRVEEL EDSKRKL QTQVKDL EEQL STTQTKYSSLEKTKNR
EEARERATL L GKFRNL EHDL DNL REQVEEEAECKCDI QRQL SKANAEAQLVIRSKYESEGVARAEEL EEAKRKL QARLAEAEET! ESLNQKCVALEKTKGR
EESRERATL L GKFRNL EHDL DNL REQVEEEAECKADL GRQL SKANAEAQUVRSKYESDGVARSEEL EEAKRKL QARLAEAEETI ESLNQKCI GLEKTKQR
DECRLRAKL QAEVRNLNSDI DGl RESLEEEAESKSDL GRAL SRANAEVQQ/RSKFESEGAARADEL EDAKRKL QAKL SEAEQTADTL HSKCAGL EKAKSR
EETRI RCKL QSEVRNLTTDI DSLRDQI EEEQDTKCAMCRQL SKANSEAQSVKSKYESECGL SRVEEL EEAKRKL QAKLADAEQNL EAANI KI NNLEKVKCR
DESQARSSVSNNVKNL QAEL EQTQEL L DEEQESKAEL GRQL TKANADAATVRNKYEI DGAQRVEEL EDI KRKL TAKL TSAEEL ADEFQVKFSSAEKSKNR
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L QGEL DDANAAVETAQSEASSAL KKAKKFDAQ NEQKQLAQESDARARI AEAEASRL GTDVYSLKQQ EDLNEQL MSAKKESSNLKSEL EESRNSSNKDA
VESEVEDLHVEI QTLQATI SSLNNKQRSHDKFLAEERDKTSVI TEERDSLQSQI RELSTKVLTLKNELETVTDRLETAESAKRRLQAEI DDM ANCQDDSA
LVSELEDATVELDHSRSQ AQL TAHCRSFDKQLNDERGRYEEL AKERDAL QSQNREL STKVL TL KNEL EEATDRCESTEKAKKRL QDEL DDLVSSSNDAA
L QGEVDDL SVDL EKEKTLVNSL QNQOKKFDATL NKERERADQL EADKEGYEKKSRDL ESKVL SL QAEL EDTNDKVL DSERARKQQAAEL CEL MESKDDAG
| CEDL DDLMWQVESQRSE! L QL EKKOKKFDNQL TEVQSL AEKNACERDEAEQRARQAETKSL SLNREL EEL QEKL EDVERQRRAL QSERDSL VETKDDVG
L QAEL ADVQVSL DAERNTRSNL EKKQKKFDQOFAEEKARCEEI ARERDDACRDARDSQTKI L TSQKEL EAAREKI SELERAKKTLSAEL QDLVASKDGAG
L QCEVDDLNVDLEKCKSTI SNLEKRORKFDQQL AEERSKSEM ANDRDTAEKTVRSNETTI | SLKREL EEL RDOHEDSERI RROQQQAEI NDLMESKDDAG
LQQEVEDANI ELNNI KAYARDVEKKQRKFDQQLAEERANI QKI' SNERDTHAQESRDRETRI L SLNNEL EQLRSQLEESERVKRL L QVEL DESVSSKDDVG
L QGDL DDVTVL MERERNNASQVAAKOKKFDQL L SEEKSRSQAL ASERDNVEKVARANETKI L SL QSANEEL EDKL AESERVRKSLMAEL QEL| DSKDGAG
LONEVDDL QLNLDKERSTI ANL EKRORKFDQWWAEEKAI SERYAVERDNAEREARONETKYVI SLSHEL EEYQDKL AESERL RKL AQTEL EGVMESKDDFG
L QQEL DDAT VDL GQOKQL L STL EKKQRKFDQL L AEEKAAVL RAVEDRERI EAECREREARAL SL TRAL EEEQEAREEL ERONRALRAEL EALL SSKDDVG
L QQEL DDLVVDL DNORQL VSNL EKKOKKFDQLL AEEKNI SSKYADERDRAEAEAREKETKAL SL ARAL EEAL EAKEEL ERTNKM.KAEMEDL VSSKDDVG
L QQEL DDL L VDL DHORQSVSNL EKKQKKFDQLLAEEKTI SAKYAEERDRAEAEAREKETKAL SL ARAL EEAVEQKAEL ERLNKQFRTEVMEDL MSSKDDVG
LQQELDDLTVDLDHORQ VSNL EKKOKKFDQLLAEEKG SARYAEERDRAEAEAREKETKAL SLARAL EEAL EAKEEFERQNKQL RADVEDL MSSKDDVG
LSEENEDFRVEL DQQI AQVNEL TRKQAKFDCQKLAEEKAI SERLSAENEKSCREI NEKSTKI MNI MNEL EEEREKSEEMEKKVKKSHNEL ECLVSSVDSDK
LQAEVEDL TMVEL ENQRSASTAFEKKSRKFDALLAEEKANAERL Al ERDNVERESREKETKI LNL TREL DDL QERYDCLERI KQQQOREL DDLVSSKDDVG
| QSELEDATI ELETQRTKVL DL EKKQKNFDKVLAEEKAVSEQHACERDAAEREAREKETKVL SL TREL DEAYEKI DDLETKRKALQNEL DELANTQGTAD
| QSELEDATI ELEAQRTKVLEL EKKQKNFDKI LAEEKAI SEQE ACERDTAEREAREKETKVL SVSREL DEAFDKI EDLENKRKTLQNEL DDLANTQGTAD
LMHEL EDAAVEL ERTRSEL SNVDKKCKKVDVTI LEVKCKYDTASAAAESL TVEL CKSNTECLNLKSTCEEYTVS| ENYSRNSKKLEATI RDLNSEL- EGG
| TMELEDTSVEL DRVKNDL SSVDKKCRKVDOMVBEVKCKCDQETAKNECGLVREI CKI STDHVNLKNTNNEVCQEEL DSVPRQI KSLQSENNDL TEQLEGGG
L QLEL GDAL SDL CKARSVAAAL COKQOHSDKAL TSVWKCQKL DETQEL L QASCKETRAL SSEVL TFRQACEESTEAQETLKRONQDLQEQI CSLTNQVREG

LQTESEDVTLELERATSAAAAL DKKQRHL ERAL EERRROEEEMOREL EAACREARCL GTEL FRLRHSHEEAL EALETLKRENKNLQEEI SDLTDQVSLSG
LQONEI EDL MVDVERSNAAAAAL DKKORNFDKI L AEVKOKYEESQSEL ESSQKEARSL STEL FKLKNAYEESL EHL ETFKRENKNLQEEI SDLTEQLGSTG
LQONEI EDL MVDVERSNAAAAAL DKKORNFDKI L AEVKOKYEESQSEL ESSQKEARSL STEL FKLKNAYEESL EHL ETFKRENKNLQEEI SDLTEQLCECGG
L QGEVDDL M. DLERANTACATL DKKOQRNFDKVL AEVKOKL DESQAEL EAACKESRSL STEI FKMRNAYEEVVDQLETLRRENKNLQEEI SDLTEQI AETG
L QGEVEDL MVDVERANSL AAAL DKKORNFDKVL AEVKTKCEESQAEL EAAL KESRSL STEL FKLKNAYEEAL DQLETVKRENKNLEQEI ADLTEQI AENG
LONEVEDLM DVERTNAACAAL DKKCRNFDKVL SEVROKYEET QAEL ESCCKESRTL STEL FKVKNAYEESL DHLETLRRENKNLQCEI SDLTEQ AEGG
LONEVEDL MLDVERTNAACAAL DKKCRNFDKI LAEVWKQKYEETHAEL EASCKEARSL GTEL FKMKNAYEESL DQLETLKRENKNLQCEI SDLTEQ AEGG
LONEVEDLM DVERSNAACAAL DKKCRNFDKVL AEVKQKYEET QAEL EASCKESRSL STEL FKVKNAYEESL DQLETLKRENKNLQCEI SDLTEQ AEGG
LONEVEDLM DVERTNAACAAL DKKORNFDKI LAEVKOKYEETHAEL EASCKESRSLSTEL FKI KNAYEESL DHLETLKRENKNLQQEI SDLTEQI AECG
MNEEVEDL L L DL EKAQAQASNL EKKCQKKVDQQ NEVKQKCEE! QAEFDKACRDARSYSTDLLKAKAANEEANEKI EALKKENRI LTADI QAI SEQVNEGG
L MEDL DDAQVDVERANS YASQL EKKOKGFDKVVEEVKKKSDDL SAEL DAACREARNL STDLI KMKTSHEEL LETVECGL RRENKGLCNEI KDL SDQLCECGG
VACGELEDVM. DLEKERNATAAVEKKKKVI DQQI NEVWKAKYEGSQQEL DASKSESRL YSTEL LKL KSENSDL KDDL ETATKDNKRL QNDL ADLEKQLTEGG
LSTEVEDL QLEVDRATSI ANAAEKKQKAFDKI | GEVKLKVDDL AAEL DASCKECRNYSTEL FRLKGAYEECQEQL EAVRRENKNL ADEVKDLLDQI CECG
LSTEVEDL QLEVDRANAI ANAAEKKQKAFDKI | GEVKLKVDDL AAEL DASCKECRNYSTEL FRLKGAYEECQEQL EAVRRENKNLADEVKDLLDQI CECG
LQGELEDLAI DVERSSAHANNL EKKQRNFDKVVSEWOHKCNDL QAEL ENACKEARSYSAEL FRVRAQCEEVCEDT VASL RRENKNL ADEI HDL TDQLCECGG
LQTENEDMM EVERTSTTANI LEKKQRSFDKTTSEWOTKFSEL QLEI ETVORESRAL SAEL FRVKAKDVESVERVESL RRENKHL ADEI REL TDQLSECGG
LSTEMEDL L L DL ERAQNQCAANVEKKCRKVDAQTAEVRNKHDTLTI DLENACREYREQSTEL FRVKGSYQETAEL VDCEL RRENKQL QNEL SDL SEQLNSDG




Mrmu_VI | b_gi 261823963r ef NP_1157
Ddi _0301_gi 166240253r ef XP_0017
Ddi _1951_gi 66823681r ef XP_64519
Sce_9711_gi 6324902r ef NP_014971
Sce_9373_gi 6319290r ef NP_009373
Mmu_MoVc_gi 124486759r ef NP_001
Mu_MoVa_gi 115511052r ef NP_034
Mru_MyoVb_gi 46399202r ef NP_9638
Ddi nyo

Sce_1888_gi 6321812r ef NP_011888
Sar _1270_SARC _01270TOSphaer of o
Mor _4119_nul | Monosi gabr evi col |
Sro_4749_PTSG 04749T0Sal pi ngoe
Ppi MHCa

Aqu_8281_gi 340368578r ef XP_0033
Cow_3939_CAOG_03939T0Capsaspor
TaMHCa

Asunyo

Hma_21673571_gi 221130996r ef XP_
Nve_JG 5820_j gi Nenve1118073;j gi
Mru_Myol4_gi 29336026r ef NP_0822
MrsnivHCL1

Mru_M/09_gi 114326446r ef NP_0718
MruMHC10

Lpenm
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Dne_zi pper _gi 62471805r ef NP_001
Ppi MHCb1

Ppi MHCb2

Mmu_M/o15_gi 261245016r ef NP_001
Mmu_M/07B_gi 145864471r ef NP_001
Mrc MHC7

Mmu_M06_gi 6754774r ef NP_034986
Mu_Mo13_gi 124486959r ef NP_001
Mru_Myo3_gi 153792649r ef NP_0010
Mrsk MHC8

Mmu_M/02_gi 205830428r ef NP_0010
Mmu_M/o4_gi 67189167r ef NP_03498
Mmu_M/ol_gi 82524274r ef NP_10960
Hra_21579261_gi 221113859r ef XP_
Asumnyo4
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Aaesmnmy
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Lpenyosin

LgMHCI | 3

TaMHCb

Nve_SB1

Mru_MyoX_gi 130507685r ef NP_0623
Mmu_VI | a_gi 115511010r ef NP_0326
Mmu_VI | b_gi 261823963r ef NP_1157
Ddi _0301_gi 166240253r ef XP_0017
Ddi _1951_gi 66823681r ef XP_64519
Sce_9711_gi 6324902r ef NP_014971
Sce_9373_gi 6319290r ef NP_009373
Mu_MyoVe_gi 124486759r ef NP_001
Mu_MoVa_gi 115511052r ef NP_034
Mru_MyoVb_gi 46399202r ef NP_9638
Ddi nyo

Sce_1888_gi 6321812r ef NP_011888
Sar _1270_SARC_01270TOSphaer of o
NMor _4119_nul | Monosi gabr evi col |
Sro_4749_PTSG_04749T0Sal pi ngoe
Ppi MHCa

Aqu_8281_gi 340368578r ef XP_0033
Cow_3939_CAOG_03939T0Capsaspor
TaMHCa

Asunyo

Hra_21673571_gi 2211309961 ef XP_
Nve_JGl 5820_j gi Nenve1118073j gi
Mru_Myol4_gi 29336026r ef NP_0822
MrsnivHCL1

Mmu_M/09_gi 114326446r ef NP_0718
MruMHC10

Lpenm

LgnnvHCl | 1

Aaesmmm

Dne_zi pper _gi 62471805r ef NP_001
Ppi MHCb1

Ppi MHCb2

Mmu_M/o15_gi 261245016r ef NP_001
Mmu_M/o7B_gi 145864471r ef NP_001
Mrc MHC7

Mmu_M06_gi 6754774r ef NP_034986
Mmu_My013_gi 124486959r ef NP_001
Mru_Myo3_gi 153792649r ef NP_0010
Mhsk MHC8

Mru_Myo2_gi 205830428r ef NP_0010
Mmu_M/o4_gi 67189167r ef NP_03498
Mmu_Mol_gi 82524274r ef NP_10960
Hra_21579261_gi 221113859r ef XP_
Asumnyo4
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Aaesmnmy
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Lpenyosin

LgVHCI | 3
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Nve_SB1

GYVASLEKAKRVL EAQL EEMRTEMEEL EDEL QQUTEDAKVRL EVSFQATKQQL EREL AERDDS| EEGRRGL MRQVRDL EEQL DEERRAKSTVGSKI TKLEH
KT- - ELENAKRVL TQQVEEMKQQVL ELEDDNGI L NEQNL RVKVDVQAL EQKANAVDVERAEEDAKERKKL QRKL HEL EEEL ESERRTRSKLACERKRLEL
Q- - ELEAAKRTLQI TVDEQKQQ! | ELEDEL QLVEQAKL RLEVNVEAVEKKMKEVDQT AVEEEHKKLKQLNRQ RVLEEEL ENERRI SSKTSAEKRKLDL
KNVHEL EKSKRAL ENLVQECKVQL EEL EDEL QATEDAKL RLEVNMQAQKANYEREL TSREEASEEKRRQI LKQL REQEQEI EDERKQRT SAMIARKKLEG
KSVHEL AKNKK QL EQQL EEMKQQL EEVDDEL QVAEDARL RLEVNMQAAKTSYEREL SSKEEQN EDTRRKL TQQI RDLESQLEEEKKQKNI AQI AKRKIVEG
RNVHEL EKSKRAL EQUEECKT QL EEL EDEL QATEDAKL RLEVNL QANKAGL DREL NAKDEQTEDARKATLKQL REL EEEL EEERRSKSNI L QOKKKLEL
KNVHEL EKAKQTL AAHVEDL KAQL EEL EDEL QL AEDGKL RLEVNL QAAKSNL DREVSQRDEQN EEARRSL LKQVREL ETEVEDERSQRSQAVSAKKKLEM
KSVHEL EKAKRQL EVEL GECKAQI EELEDAVQI AEDARL RLDVNL QAL KAEQERAL AAKEQESEEKRKSL FKQl RDLESEL ENERRCKT GAVSQRKKNVET
KNI HEL DKAKRLL EQQL AECKTQVEEL EDEL QATEDAKL RLEVNMQAQKAQFEREL AAKEDS| EECRKGLI KQLREVEL EL EEERKVSKAAGASKRKLES
KNVHEL EKAKRSL EQQL AEMKQT MEEL EDEL QATEDAKL RVEVNVQANKT QF ERDL AARDDQNEEKRKAL LKQL REL ESEL DEERKL RASAVNARKKGEL
KNVHEL ERARKAAEQAASDL RTQVTEL EDEL TAAEDAKL RLEVTVQAL KAGHERDL QGRDDACGEERRRQL AKQL RDAEVERDEERKQRAL AMAARKKL EL
KNVHEL EKSKRAL ETQVEENKT QL EESEDDVQATEDAKL RLEVNMQAL KCQF ERDL QARDEQNEEKRRQL QRQL HEYETEL EDERKQRAL AAAAKKKL EG
KSVHEL EKSKRAL EQQVEENKT QL EEL EDEL QATEDAKL RLEVNL QAMKAQF ERDL QCRDEGSEEKKKQL VRQVRENEAEL EDERKQRSVAMAARKKL EM
KNVHEL EKSKRAL EQQVEEMRT QL EEL EDEL QATEDAKL RLEVNMQAMKAQFERDL QTRDEQNEEKKRL L L KQVREL EAEL EDERKQRAL AVASKKKIVE

RSVL DLERGKKQLESQVQEQL GLI LESEEDL QKMESSKLRNEVNL QAl | SKLQKEL SGRDENADE! KRGL QRQLKEL EAEVEDART QKT AAVHCKKKLEH
KNVHEL EKAKRTFQQQVEECRQQ! EELEDEL QL AEDAKL RLEVNMQAL KAQYERDI QGKEDQVEECKKSL LRQL REVEAEL EEERKQRGAAVNARNKL QG
KNVHEL EKAKRAL ESQL AEL KAQVEEL EDDL QL TEDAKL RL EVNMQAL RAGF ERDVQAKEEQSEEKRRGL VKAL RDVEAEL DEERKQRAAAVAAKKKLEG
KNVHEL EKAKRAL ESQL AEL KAQVEEL EDDL QL TEDAKL RLEVNMQAL RSQFERDL L AKEEGAEEKRRGL VKQL RDLETEL DEERKQRT AAVASKKKLEG
RCNHEL EKI RRKLESENEEL RQQVDEL El AVGSSESKCTKLTLEI ANI RNSYERGQLADVDEECDKARKGLLRQI EQLRVIGL EDQEKAKCDL AKVKKNLEM
KATHEI EKL RRKLETDNEEL RGQL EETEGL L TVEENKTSKL QLEL SGVKMEMERRI GEKEEDSDKDRKNLLRQ! DTLHQGL EDEAKVKNDL AKARKMAEG
KNLAEVEKAKKLI EQEKTEVQVRL EETEGAL ERNESKI L RFQLEL SEAKAEL ERKL SEKEEEAERL REKHQQAMESL QSNLDLEASSRI EATRLRKKVEG
KSI QELEKAKKAL ECEKSEL QAL EEAEGAL ELEETKTLRI QLEL SQUVKAEVDRKLAEKDEECTNL RRNHQRAVESL QASL DAETRARNEAL RLKKKVEG
KSI HELEKI RKQLEAEKL EL QSAL EEAEASL EHEECK] LRAQLEFNGI KAEI ERKL AEKDEEMEQAKRNHL RM/DSL QT SLDAETRSRNEAL RVKKKVEG
KNVHEL EKI RKQLEVEKL EL QSAL EEAEASL EHEECKI LRAGLEFNGI KAEI ERKLAEKDEEMEQAKRNHL RW/DSL QT SLDAETRSRNEAL RVKKKVEG
KNL QEVEKTKKQVEQEKSDL QAAL EEVEGSL EHEESKI LRVQLEL SQVKSEL DRKVTEKDEEI EQl KRNSQRAVEAMSVL DAEI RSRNDAL RLKKKVEG
KSI HEL EKSRKQVEL EKADI QUAL EEAEAAL EHEEAKI LRI QLEL TQUKSEI DRKI AEKDEEI EQLKRNYQRTVETMOGAL DAEVRSRNEAI RLKKKVEG
KHI HEL EKI KKQVEQEKCEI QAAL EEAEASLEHEECK] LRI QLELNQVKSEI DRKI AEKDEEI DQLKRNHVRVVETMOSTLDAEI RSRNDAL RVKKKIVEG
KRI HELEKI KKQVEQEKCEL QAAL EEAEASL EHEECKI LRI QLELNQVKSEI DRKI AEKDEEI DQLKRNHI RVWESNMSTLDAEI RSRNDAI RI KKKVEG
KHI HELEKI KKQ DQEKSEL QASL EEAEASL EHEECKI LRI QLELNQVKSEI DRKI AEKDEEI DQLKRNHLRVVESNMSTLDAEI RSRNDALRI KKKVEG
KRI HELEKI KKQl EQEKSEL QAL EEAEASLEHEECKI LRI QLELNQVKSEI DRKI AEKDEEI DQLKRNHI RVWESNMOSTLDAEI RSRNDAI RLKKKVEG
KNSL El DKL RRKL GLENEEL QVAL EEAEL AL EQEECKL L KAQLEL TQLKQATEKKFAERDEEL ENVRKNHGQRQ! ESLQNTI DNEQRNRNEQAKQRKQYDA
RSAHETCKI | RRLEVEKEEL QHGL DEAEAAL EAEESKVVRAQVEVAQI RSEVEKRI QEKEEEFDSTRRNHQRAL ESMOASL EAESKCKTEL LRVKKKLEA
ASVHDL EKAKKKL QQEL EEI NLMVEENEGQLEI EQNTVLRLQLEI SQLKQENERKL SEKDDEMDSL RKNHCRQL DAL QQSL EEENKAKNDAVRQKKAAEE
RNI HEI EKSRKRLEAEKDEL QAAL EEAEAAL EGEENKVL RAQLEL SQVRGEI DRRI QEKEEEFENTRKNHQRAL DSMOASL EAEAKCKAEAL RVKKKLEA
RNI HEI EKARKRL EAEKDEL QAAL EEAEAAL EGEENKVL RAQL EL SQVRGEI DRRI QEKEEEFENTRKNHQRAL DSMQASL EAEAKCKAEAL RVKKKLEA
RNTHEL EKARKHL AL EKEEL QAAL EEAEGAL EGEEAKVVRATL El SQI RQEI DRRL QEKEEEFDNTRRNHQRAI ESMOASL EAEAKCKAEALRI KKKLEG
RSVHEI EKI RRRVEL EKEEL QSAL EEAHATL EGEEAKVIVRL QLEI SQVRQEVDRRVHEKDEEFENTRRNHQRAI ESMOASLEI EI KNKTEAVRI RKKLEH
RNAAEI EKVRRKLEVEKEE ALLLEEAEASL EGEENKVL RMOLEQSQLKQEFERRI HEKEEEVECL RKNHQRQL EAVNNSL GSESKSKSEQN RLKKKLEA
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DYQEL EM_L EGATHAKEDL L KQNKKL QAAL KDFQHDL DEARHRADEANENAKSSERRAKDYESQLI GLQEDLTAS- - - - - -
El SEWEARAEADAKAKEEAVKQYRKVQNGL- - - < - < = < = - =« <= =« - - KDAQL SAEEARAAGDEM SRVKEL EKKVRCLECDL SQKQEEL QNA- - - - - -
DL KDSEGHVDEANKNKEEAVRQAKKAQQROV- - - - KDVCREI DESRQTREEI ANAQRDAERKAAAL AAEVSRL QADL DQS- -
DVKEL ESQVEL ANKSRDDDVRQNKKL QEQV- - - - KEMQNEL DEL RVSREEL YDQSRDL DRKFRT AECDL RQAQEEL ANS- -
QVEEL TQQLEVANRLKDDYNRQLKKYQQM - - = - = = = == = oo - KEL QHDSEESRQAKEEL AASLREI ERKLRSAESENI RLMEANETL- - - - - -
DVKEL TAQL DQANRL KEDSQKQLKKYQVHL- - - < =« =« = <« <<= c - KDVQRDL DEAKAAREEL SAQVKDNEKKL KGLESDFVQMEDLSTA- - - - - -
DLRDLEDQL EAANKVKEDGL RQLKKYQQQL - - - - KDI QRDL DDARASRDEI AEHAKENEHKL KQLEADFI QMQEDL SAA- -
EL EEL KAQT SAAGQEKEEAVKQL KKMVQM: - - - KELWREVEETRSSRDEMFTL SRENEKKL KCL EAEVL RLQEEL AAS- -
DLKDLEL QADSAI KCREEAI KQLRKLQAQM - - = = < = = = = = == = == - - - KDFQREL DDARASRDE! FATSKENEKKAKSLEADL MOLQEDLAAA- - - - - -
DLKDLEAHI DTANKNREEAI KQLRKLQAQM - - = - < = < = < = === == - - - KDCVREL DDTRASREE! L AQAKENEKKLKSVEAEM QLQEELAAA- - - - - -
DLKDLEAQI EAANKARDEVI KQLRKLQAQM: - - - - KDYQREL EEARASRDEI FAQSKESEKKLKSLEAE! LQLQEELASS- -
DLNQLSEQLI AVTKQKEDAVKQARKANSQM - - - - KEYQRETEEARAAGHDANT AFKDVKKKVKSL EDEL VWMQEDVAAA- -
DLNDYEQQVQVMANKVKDDAVKQYKRMWTQM - - < - « =« = < <« o< oo - KEVTREVDE! Rl SRDEMBQAQKDNEKRVKTLEAEVLRLSEDLAAS- - - - - -
DLKDI EATLEMNNKVKEDALKQAKKLQAQV- - - = = = = = = < = = == == - - - KDAI RDAEEAKAAKEEL AAVSKEAERKAKAL EAEVMOL SEDFASS- - - - - -
DLKEI ETTVEMHNKVKEDAL KHAKKL QAQV- - - - KDAL RDAEEAKAAKEEL QAL SKEAERKVKAL EAEVL QL TEDLASS- -
El GNLNEDL GNADKTI AAL NANI GKHQKTV- - - - QEMTMAL DEAHRAL DDHKTAL L RSDKRASEL THI KEEL EGNLDGS- -
EVGCL HEDL DNAEKTI AALNNNL GKQQKGI - - - < = < =« = - = o oo oo QELQLAL EDANKNVENLKAAL LKSDKKATTLATQKTDI EGSLERA- - - - - -
DLKEMEI QLCAANRQVSQUTRAL GQLQEQM - - - = - = = - = < == = = o - - - KDLHQQLDDS! YQNKDLKEQVAL AEQRTVL L QGSEL EELRTLQEQT- - - - - -
DLNDLEL QL CHATRQAVEAQAATRLLQAGL- - - - KEEQAGRDEEGRL AAEL REQEQAL ERRAAL L AAEL EEL RAAL EQG- -
DLNEVEI QL SHANRMAAEACKQVKSLQSLL- - - - KDTQl QLDDAVRANDDLKENI Al VERRNNL L QAEL EEL RAVWEQT - -
DLNEMEI QL SQANRI ASEAQKHLKNSQAHL- - - = - = = = = < = < == == - - - KDTQL QL DDAVHANDDLKENI Al VERRNNL L QAEL EELRAWWEQT - - - - - -
DLNENMEI QL SHANRQVAET QKHLRTVQGQL- - - < = < =< = = == == =< - = - KDSQL HL DDAGRSNEDL KEQLAI VERRNGL L GEEL EEMKVALEQT - - - - - -
DLNEI El QLSHANRQAAETI KHLRSVQEQL - - - - KDTQL HL DDAL RGGEDL KEQLAI VERRANL L QAEVEEL RATLEQT - -
DLNEMEI QLNHANRLAAESLRNYRNTQG! L- - - - KDTQLHL DDAL RCGEDL KEQLAI VERRANL LQAEI EELRATLEQT- -
DLNENME! QLNHSNRVAAEALRNYRNTQG L- - - = = < =« = < === m oo - KDTQL HL DDAL RCGEDL KEQLAMERRANL L QAEI EELRATLEQT- - - - - -
DLNENME] QLNHANRQAAEAI RNLRNTQGML- - - < = < =« = < =< == =« - - KDTQL HL DDAL RCGDDL KEQLAMVERRANL MOAE] EELRASLEQT- - - - - -
DLNEMEI QLNHSNRMAAEAL RNYRNTQG L- - - - KDTQL HL DDAL RGQEDL KEQLAMVERRANL L QAEI EELRATLEQT- -
EM\EL ESQVETANRQSSEYCKQ KKMAAQY - - - - KELQTM DDESNNRDNL RDTANRAERRANEL AVQL DEAKT AL EQA- -
DI NELEI AL DHANKANADAGKNLRRYNEQ! - - - = = < = < = < =« =< =< - - REI QLQl EEECRQRDENKEQYYGAEKRAAL L QSEKEEL AAACEQA- - - - - -
QLDDLQANL ESAQKSSTDL CKLVKKLQAQV- - = - = = = == == == === - = KDLSCRI DEETRQKDEQHQL AAKAEKRANDL TVEVEELRSSTEQL - - - - - -
DI NELEI AL DHANKANAEAGKNI KRYQQQL- - - - KDL QGAL EEECRARDDAREQL Gl SERRANAL QNEL EESRTLLEQA- -
DI NELEI AL DHANKANAEAGKNI KRYQQQL- - - - KDI QTALEEECRARDDAREQL Gl SERRANAL QNEL EESRTLLEQA- -
DI NELEI AL DATNRCKAEL EKNVKKYQGQ! - - - = = < = = = == == == - - - REL QSQVEEEQAQRDEAKEHYQVAERRCAAI NCEL EELRTI LEQA- - - - - -
DI NELEI ALDAANRNRVEAEKTTKKFQLQ - - - < = < =« = == == == - - - TEl QTM EDERRCKEEAREAYNVAERRCRVI SCEVEELRTSLEQS- - - - - -
El TELEL TLEAANKSNADL NRSVKKYQSQV- - - KELQSM DDEGQRVHEDYRDKVQKAERRANDVL GEL EDLRASLEQS-




2110 2120 2130 2140 2150 2160 2170 2180 2190 2200
B T D B B DO DR DR EUUU DU DR DR DR DEUOE U D BN DU DR B

Mmu_M/oX_gi 130507685r ef NP_0623
Mmu_Vl | a_gi 115511010r ef NP_0326
Mmu_VI | b_gi 261823963r ef NP_1157
Ddi _0301_gi 166240253r ef XP_0017
Ddi _1951_gi 66823681r ef XP_64519
Sce_9711_gi 6324902r ef NP_014971
Sce_9373_gi 6319290r ef NP_009373
Mmu_MoVc_gi 124486759r ef NP_001
Mu_MyoVa_gi 115511052r ef NP_034
Mmu_M/oVb_gi 46399202r ef NP_9638
Ddi nyo

Sce_1888_gi 6321812r ef NP_011888
Sar _1270_SARC _01270TOSphaer of o
NMor _4119_nul | Monosi gabr evi col |
Sro_4749_PTSG _04749T0Sal pi ngoe
Ppi MHCa - ERARRSAQQERDDL MEEMNSTAL CKSSMSEENKKL LHRI' AQL EDDL EEEQNDACKHVERSKRL QOT TDELKEEL NI EKATSNRVEADRL TFERQTRELQ
Aqu_8281_gi 340368578r ef XP_0033 - DRARRSAESDRDEAQEEL STVSSKI NCLSEEKRRI ETRLATLEEDFEEEQL NSEAATEKARKAQOTADSL SQEI SSLOQSNYNQSENNRL TLEKQVKELR
Cow_3939_CAOG 03939TOCapsaspor - ERARKAAETERDEL HDEVSGEANSRSSLAEAKRRLENEI QRLQAELEDET TNAEAATDKARKL Qf NL DAL QL EFASEQSNHRKAEEARAAL DROSKDLK
TaMHCa - ERARRNAEAERDEL | EDSASASSL RQSWIDEKKRLESRI SEL EDEL EDEQTENSSQQDKYRKMOMOVECQL NSDLAVEKSVSQKL EACKTQLERQNKDL Q
Asunyo - MNOKRQLEADRDEL EE- - - LHCRGEAVNAEEKRRLESKI AALEEEVEEEQSNT EL AL DKORKAQL QVEQL TTEL SMERSL TQKLDAEKQVLERTNRELK
Hne_21673571_gi 221130996r ef XP_ - ERARRTI EAERDELLEELNNNTSAKTAVAEERKRVEAQ AALEEELEEERTQTELMODKVSRENLQf DOVBAELAEERAAL QSLDNSRMTLERANKEL Q
Nve_JGl 5820_j gi Nenmve1118073j gi - ERSRKVLERERDELAEELATLSCCRCGATAEEKRKYEARI AALEEEVEEERTQSEL L QEKAKRAMVIQVE QVIDADL NAERANAQNNESARASL EKQONKDLK
Mu_Myol4_gi 29336026r ef NP_0822 - DRARRQAQODRDEMAEEVASCGNL SKAATLEEKROLECRL SQLEEEL EEEQNNSEL LKDHYRKL VL QVESL TTEL SAERSFSAKAESCRQOLERQN CELR

MrsmivHCL1 - ERARKQADL EKEEL AEEL ASSL SCRNTL QDEKRRLEARI AQL EEEL EEEQGNVEAVSDRVRKATL QAEQL SNELATERSTACKNESARQOLERONKELR
Mru_My09_gi 114326446r ef NP_0718 - ERAKRQAQCERDELADEI ANSSCKGALALEEKRRLEARI AQLEEELEEEQCGNTEL | NDRLKKANLQI DQI NTDLNL ERSHAQKNENARQOL ERONKEL K
MuMHC10 - ERARRHAEQERDEL ADEI ANSASCKSAL LDEKRRLEARI AQLEEEL EEEQSNVEL L NDRFRKT TLQVDTLNTELAAERSAACKSDNARQOL ERONKELK
Lpenm - ERARKNAETERDEL QEEI ANGTVSKSSLNEEKRRLELRI SELEDL LDEEQNNSEI LI DKNKKVNAHYEQLL TEL NAEKSTSQTLENORL SLERONKDLK
LgnmvHCI | 1 - ERARRNAESERDEL QEEI GGSATSKNSL LDEKRRLEARI SEL EDDVDDERNNCEL MAEKARKAQL QVDQI MIDL TSERSVSCKL ENORMOL ERONKEMR
Aaesmrmm - ERARRAAEAERDEL LEEI NSNSNKCGSLM DEKRRLEARI ATLEEEL EEEQSNAELLVDRNRKAQH Tl EQl TTEL QSEKSNSQKFENVKTCGLERONKELK
Dre_zi pper _gi 62471805r ef NP_001 - ERARRAAETERDELAEEI ANNANKGSLM DEKRRLEARI ATLEEELEEEQSNSEVLLDRSRKACQLQ EQL TTELANEKSNSOKNENCRALLERONKELK
Ppi MHCb1 - DRARRGAESEKSEMAAHI SDLERQI SQL NAAKRKAEVDVAGL RESL EEFEAQAMSAEEKVKRHADMCSKL QSDL TREADARSGLERVNSKLSNDI FALN
Ppi MHCb2 - ERORRTLENEKCEFTSLVSTLETCQKASAESCRKKL DAECHQL RDFVEDL ECEKRDVE! LL QRANDAL NRCOSEL NLEQESKGNQERACQTLTRRI VELE

Mmu_M/015_gi 261245016r ef NP_001 - ERCRKLAEKELLEATERI NLFHTONTSL L SOKKKL EADVAQVOKEACGEM. QACCKAEEKAKKT AAEAANVEEEL KKEQDTNAHL ERVRKNVEQT | KDLQ
Mmu_M/07B_gi 145864471ref NP_001 - ERSRRLAECELLEATERLNLLHSONTCLLNOKKKLEVDLACQL SCEVEEAACERREAEEKAKKAI TDAAMVAEEL KKEQDT SAHLERVKKTLEQTVRELQ
Mhc MHC7 - ERSRKLAEQEL | ETSERVQLLHSONTSL I NCKKKVDADL SQL QTEVEEAVQECRNAEEKAKKAI TDAAMVAEEL KKEQDT SAHL ERMKKNIVEQT T KDLQ
Mru_Myo6_gi 6754774r ef NP_034986 - ERSRKLAECELI ETSERVOLLHSONTSL I NOKKKVESDL TQLQTEVEEAVOECRNAEEKAKKAI TDAAMVAEEL KKEQDT SAHL ERVKKNIVEQT| KDLOQ
Mru_My013_gi 124486959r ef NP_001 - ERTRRLSECELLDSSDRVOLLHSONTSLI NTKKKLEADLAQCQAEVENSI CESRNAEEKAKKAI TDAAMVAEEL KKEQDT SAHL ERVKKNLEQTVKDLOQ
Mru_Myo3_gi 153792649r ef NP_0010 - ERARKLAECELLDSNERVOLLHTONTSLI HTKKKLETDLTCQLQSEVEDACRDARNAEEKAKKAI TDAAMVAEEL KKEQDT SAHL ERVKKNLEQTVKDLOQ
MrskMHC8 - ERSRKI AEQEL L DASERVQLLHTONTSL I NTKKKLENDVSQL QSEVEEVI CESRNAEEKAKKAI TDAAMVAEEL KKEQDT SAHL ERMKKNIVEQT VKDL Q
Mru_Myo2_gi 205830428r ef NP_0010 - ERSRKI AECELLDASERVOLLHTONTSLI NTKKKLETDI SQI QGEVEDI VOEARNAEEKAKKAI TDAAMVAEEL KKEQDT SAHL ERVKKNVEQTVKDLQ
Mru_Mo4_gi 67189167r ef NP_03498 - ERSRRVAECELLDASERVQLLHTONTSLI NTKKKLETDI SQ QGEVEDI VOEARNAEEKAKKAI TDAAMVAEEL KKEQDT SAHL ERVKKNVEQT VKDL Q
Mru_Myol_gi 82524274ref NP_10960 - ERSRKI AECELLDASERVOLLHTONTSLI NTKKKLETDI SQI QGEVEDI VOEARNAEEKAKKAI TDAAMVAEEL KKEQDT SAHL ERVKKNLEQTVKDLQ
Hma_21579261_gi 221113859ref XP_ - VRARKLAENDKSENSDRI AEL QL L YNNVENAKRKAESDYHAL QEEL EEL DNEVKASEEKAAKATAEVARL SNEL NQAQEAASTSEKARAI LSKTI LELQ

Asunyo4 - ERARKQAEL DAADGRERANEL | AQTSSLNATKRKLEGEL QAl HADL DETL NEFRTSEENCKKATADVERL ADEVRCEQEHAAHI DRLRQGLEAQH RELQ
AgMHCI 1 b - QROFKSADAERVEL QDRL SEL QSSKESL QT SKRKAEQQL SSL QEEHEEL ETESRENAEKL RKAVEQVSRL QTENVBCKDEL NVAQKAKSSL ESCLKEMT
Aaesmmmy - DRCRRQAEQEL SDAHEQL NEVSGQNAS| GAAKRKL ESEL QTL HSDL DEL L NEAKNSEEKAKKAMDAARL ADEL RAEQDHAQT QEKL RKALEQQ! KELQ
DreMHCC - DRCRRQAEQEL ADAHEQL NEVSAQNASI SAAKRKL ESEL QTL HSDL DEL L NEAKNSEEKAKKAM/DAARL ADEL RAEQDHAQT GEKL RKALEQQ! KELQ
Lpenyosin - ERARKAAENEL ADASDRVNEL QAQVSTVGSCKRKL ECDVTAMQSDL DEL NNEL KDADERAKHAMADAT RL ADEL RGEQDHCL SVEKVRKSLESQVKEL Q
LgMHCI 13 - ERSRKTVEVEVTDI HI Rl SEMIAQENSI NSCKRKLECDI AAMTADI DELHTEL RSSEDKCKKAI CDVARL TEELRSEQEHCVHI EKI RKSLEATTKELQ
TaMHCh - ERVRKQLEVDQ! DLGERVQDL TTSNSAALATRKKLETEI ESLHEEI EEL EGEAKSAEDKYKRANEQI ARLTSEI ATEHD- EQVKENE

Nve_SB1

2240 2250

Mru_MyoX_gi 130507685r ef NP_0623 ! !
Mmu_VI | a_gi 115511010r ef NP_0326
Mru_VI | b_gi 261823963r ef NP_1157
Ddi _0301_gi 166240253r ef XP_0017
Ddi _1951_gi 66823681r ef XP_64519
Sce_9711_gi 6324902r ef NP_014971
Sce_9373_gi 6319290r ef NP_009373
Mu_MyoVe_gi 124486759r ef NP_001
Mmu_M/oVa_gi 115511052 ef NP_034
Mru_MyoVb_gi 46399202r ef NP_9638
Ddi nyo

Sce_1888_gi 6321812r ef NP_011888
Sar _1270_SARC _01270TOSphaer of o - NAERECDRKYKSKWPL QTRLASL QTEL ECESRKAAEAANKYKRSDRKLKETVRLLEDAEKAAI EHKSN
Mor _4119_nul | Monosi gabrevi col | -« - - o m e oo EEERL RRDKDNSSVRKYEKRI QVL MOERDEAVHLAELDTAA
Sro_4749_PTSG 04749T0Sal Pi NQOE - - - - - - - - m oo oo oo oo oo LKERL EEEQRCRTRDSRAVKKLEKRI ALLYEEREEDSKLAESSSQE
PpiMCa  AKLE---eeeee e EVESVWKAKQGAAI ASLONKI ASLEEQL DNESKEKONL SKNSRRSDRKI KELTL QI EDERRQCEQYKDQ
Aqu_8281_gi 340368578r ef XP_0033 - - EAESAGERKMKAQVAAMESRVAAL EEERDVAL KDNSQ KRSLRRQEKKLKEYAGAI EDERKQSEQYKQQ
Cow_3939_CAOG_03939T0Capsaspor - - ELEAATRCKSKTQ AQLECRVKDL EAQVEEENRCKGEL CRVINKKL DRKAKDAVAQI DEERRLAESNKAE
TaMiCa  AKVS - ELETSSRAKSKALTQTVESRI NNLEEQL ESEARERT SL OKNNRRAEKRLKEL TI QVEEERRHADEYKEQ
Asumyo  SKI A ELETSTQSRSKAQI AALEAKI QYLEDQYNAEMQERTNAARQCRRVEKRL SDAI L QL EDERRNNEQHKEH
Hne_21673571_gi 2211309961 ef XP_ - - DLESSLRSRTKNTVATLEAKI SNLEAQL DOEAKEKONI TKLLRRTEKRAKEL QVLVDEERCGHTESYKQQ
Nve_JGl 5820_j gi Nenve1118073j gi - - DLESSTRSRHKMAI ASLESKL TNMOEQL DLETKERAL QSKANRKL ERKI KEL ML QNEEERRHSDQYREQ
Mhu_Myol4_gi 29336026r ef NP_0822 ARLG - ------mcmmmmmmai oo EEDACARARCKML| AALESKLAQAEEQLEQESRERI LSCKLVRRAEKRLKEVVL QVDEERRVADQVRDQ
MsnC12a 0 SKLQ----eeme e EVECAVKAKLKSTVAALEAKI AQL EEQVEQEAREKQAATKSL KCKDKKL KEVL L QVEDERKMAEQYKEQ
Mhu_Myo9_gi 114326446r ef NP_0718 - - EMESAVKSKYKASI AALEAKI AQLEECL DNETKERQAASKQVRRTEKKLKDVL L QVEDERRNAEQFKDQ
MruMHC10 - - ELECAVKSKFKATI SALEAKI COLEECQL EQEAKERAAANKLVRRTEKKLKEI FMQVEDERRHADQYKEQ

Lpenrm  AKVQ-----eeeeeeeeeeeeeaaee ELENQAKI KOKTM AALECKI ANL EDQL DODNKEKNTAMRVNRKL DKKI KELM.QVEEERRHADQYKEQ
LgnmvHCliz - EKLQ - ELECONRARI KATI AALESKVLNLEEQL DLEAKDRATL SRNNRKLEKRI KEL | LQCEDERRHADQYKEQ
Aaesmmm - - ELETACRTKVKAAMASL EAKI ANL EEQL ENETKERL GCOKANRKLEKKI KEL TMNI EDERRHADQYKEQ
Dre_zi pper _gi 62471805r ef NP_001 - - El ETACRTKVKATI ATLEAKI ANLEEQL ENECKERL L QQKANRKIVDKKI KEL TMNI EDERRHVDOHKEQ
PpiMHCbl  ARIE - EVEVSARNSAKNKVSQLEI RI RQLENDCSAEAKCRADAQHALKNLDRVI KEKEFNADEDVKTVCORLQCQ
PpiMCb2  GQLE-----ieeeeieieeiaeaa o DAETAVRSACKCKI QVMETKI RELETDI DGEMKRRVDAEKAL KKAERAI KENAFNAEEDHKTI CRTQGT

Mmu_M/o15_gi 261245016r ef NP_001 - - EAEQTAVL GSKKQI QKLESRVRDL ECEL ESEVRRSAEAQREARRLERG KEL TYQAEEDKKNL SRMOAL
Mru_Myo7B_gi 145864471r ef NP_001 - - EAEQAAL RCCKKQVCKL EAKVREL EAEL DAECKKHAEAL KGVRKHERRVKEL VYQT EEDRKNL ARMODL
MeMCc7 HRID e EAEQN ALKCCKKOQL CKLEARVREL ENEL EAECKRNAESVKGVRKSERRI KEL TYQTEEDRKNL LRLQDL
Mru_Myo6_gi 6754774r ef NP_034986 HRLD------------------mmmmmon EAEQN ALKCGCKKOL QKL EARVREL ENEL EAEQKRNAESVKCGIVRKSERRI KEL TYQTEEDKKNL VRL QDL
Mru_My013_gi 124486959r ef NP_001 - - EAEQLALKGEKKQN CKLEARVREL ESEL DAECKRGAEAL KGAHKYERKVKEMIYQAEEDRKNI LRL QDL
Mru_Myo3_gi 153792649r ef NP_0010 - - EAEQLALKGEKKQN CKLETRI RELEFEL ECECKRNTESVKCLRKYERRVKEL TYQSEEDRKNVL RL QDL
Mk 0 HRLD----eeeeeiee oo EAEQLALKCGCKKQN OKLEARVREL ECEVENEQKRNAEAVKCGL RKHERRVKEL TYQTEEDRKNVLRL QDL
Mmu_Mo2_gi 205830428r ef NP_0010 LRLD--------------------------- EAEQLALKGEKKQ QKLEARVREL ECEVESEQKRNAEAVKGLRKHERRVKEL TYQTEEDRKNI LRL QDL
Mru_Myo4_gi 67189167r ef NP_03498 - - EAEQLALKGEKKQN CKLEARVREL ENEVENECKRNI EAVKCGL RKHERRVKEL TYQTEEDRKNVL RL QDL
Mru_Myol_gi 82524274r ef NP_10960 - - EAEQLALKCGEKKQN QKLEARVREL ECEVENEQKRNVEAI KCLRKHERRVKEL TYQTEEDRKNVL RLQDL
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