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Figure S3. (a) RT-PCR analysis of viral transcripts expressed in livers of ApoE-rtTA:TRE2-TAg
6-1 and 7-1 mice (lanes 2 and 3) and ApoE-rtTA:TRE2-st transgenic mice (lane 4). (b) Nucleotide
sequence spanning the second 17KT intron of the transcript expressed in livers of 6-1 transgenic
mice and corresponding 17kT protein sequence. See Supplementary Results for explanation of

figure.



