A Recovery of Th17 genes
o Combined
[} v Rorc ] ] |
> ® Stat3 + « Differential Expression
5 Irt4 = = Random
(] o = Maf
‘>_ O =] Bat
35 .
O += 5 ]
f E ol ¥
Q0
280
= O St
© o ’
[J] d>" ~ e
- O
< § o,
©
£ s
Immgen
RNAseq
ChIP
Knockout | |

Area under curve
Receiver Operator Curve

Recovery of GWAS SNP’s

1.0

o0 Combined
v Rorc
® Stat3
Irf4
u Maf
+ Batf

+ « Differential Expression
= = Random

4
]

Figure S5

Distributions of TF -> target gene confidence scores

DEseq MACS Inferelator Inferelator
[KO RNA-seq] [ChIP-seq] [all RNA-seq] [Immgen]
&1 oL &1 i T _ 2] 2
m ; ol ! g
ER N NN d
© 1 ! . 7] : ‘
g, RN LR T
st Jl§«liéii«j+;+
k- O e S O A I W O A S NN
. JEEHB00) |-l oBood| . aaPas
BATF IR‘F4 M}‘\F ST;IiTS RdRC BATF IR‘F4 M}\F ST;IiTS HdRC BA‘TF IR‘F4 MAF STATa RdRC BA‘TF IR‘F4 M)\F STATS HdHC
Recovery of Th17 genes
e ’
Rank based approach Fisher’s Method
s <
© 2 Combined - Differential Expression © 2 Combined - « Differential Expression
g = o St = = Random g — T St = = Random
= © ™ | Irf4 < E ™ | Irf4
S5 0 o = Maf 50 o ||" Maf
oo ¢ Batf 0O o + Batf
e 5 <
£5 o g5
o2 3%
S8 - S8 -
aa ° =% < E o
o il =2
Immgen I 1
RNAseq RNAseq
ChIP ChIP
Knockout | | Knockout




