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Supplementary Figures and Tables

Fig. S1 SpDREB expression in response to drought, salt and cold stress factors.

Salt stress was simulated by watering plants with 400 mM NaCl solution, and drought stress was

simulated by removing the seedlings were from the soil, washed and placed on filter paper under 70%

relative humidity at 25 °C. Cold stress was imposed by transferring plants to a growth chamber and

holding the plants at 4 °C. All samples were collected at the indicated time points (‘h’ refers to hours

after treatment) from three biological replicates of each treatment. Error bars indicate means + SE (n =

3).
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Fig. S2 Multiple alignments of the predicted protein sequence of SIDREB and DREBs from other

plants.

A. Multiple alignments of the deduced amino acid sequence of SIDREB (cultivated tomato M82) and

those of Vitis vinifera (VVDREB, F6H3D6), Solanum tuberosum (StDREB, G3K514), Ricinus

communis (RcDREB, B9RQH3), Populus trichocarpa (PtDREB, A9PL48), Malus domestica

(MdDREB, D5L132), Glycine max (GmDREB, C9WAG60), Arabidopsis lyrata subsp (AtDREB,

D7M4A2), Medicago truncatula (MtDREB, G7IUMG), Arachis hypogaea (AhDREB, B4UWG60),

Cucumis melo (CmDREB, Q75UJ6).

B. Alignment of predicted amino acid sequence of SIDREB and SpDREB (wild specie S. pennellii)

shows substitution of two amino acids.
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Fig.

S3 Sequence of the promoter region of SICPS.
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Table S1 Primer sequences used for Real-time RT-PCR analysis of SIDREB and genes from the GA

biosynthesis and GA response pathways in tomato.

Gene Sense(5'-3") Antisense(5'-3")

B-actin GTCCTCTTCCAGCCATCCAT ACCACTGAGCACAATGTTACCG
SIDREB AGTTGGGGAAAATGGGTGTC CGAGGCAATGAGTCAATTAGGT
SIGPS TATGCAGAAAACATATTACAAGA ATCAAGAACATCATCTATTAATTG
SICPS ATACCTAGAGCTAGCGAAATC ACTGCCTAAATAGTACGTAACC
SIKS TGATTTCTTTGATGTAGGAGGTTC | GCTTGCCACTTAGATGCTTTG
SIKO CCACGAAGACACGCAGGTAG ATCGTTCAGGCTTCCACTCTT
SIKAO CTTTCAAATCCAACAATCCTG TTAAAACCTTCCTGCAACCT
SIGA200x1 | CTCATTTCTAATGCTCATCGT TGCAGATGATTCTTTCTTA GCG
SIGA200x2 | TTTCCATATTCTACCCTACAAG TCATCGCATTACAATACTCTT
SIGA200x3 | AGCCAAATTATGCTAGTGTTAC TTTTATGAGATTTGTGTCAACC
SIGA200x4 | GATGATAAATGGCACTCTATTC TGACTTCCTTGTTCTTCTACAG
SIGA30x1 GGCATTAGTAGTTAATATAGGTGA | AAATAAGCTACAGAAAGTCGATA
SIGA30x2 GATCATAAATTTGTCATGGATAC TGTTTCCATATGGTTAAGTAATC
SIGA20x1 GGCATGTAAGATATTAGAATTGA TTAATCCGTAGTAGAGAATCAGA
SIGA20x2 ATTAAGATCCAATAACACTTCG TCTTGATTTCACACTATTTGC
SIGA20x3 GACCCTTCTACTTTCAGCTC-3 AAATTGAATTGTCTTCTATCCA
SIGA20x4 ATGGAAGGAAAAGACAGTTTA CTTTTCTCAAATAGGACCAAC
SIGA20x5 GATCACTTACCAATAATCAACAG CGTCATGGTTTACGACTTTA
SIGAST1 CAACAACAGAGAAATAACCAAC TTATACGATGTCTTTGAACACC
SIDELLA TGATGCGACTATACTTGATATAAG | GGGTTAATCTGTTTAATAGAGTTC




