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Supplementary Table S1

Sequences of the primers used for gene isolatidregpression analysis

Gene Primary PCR (5'to 3" Secondary PCR (5'to 3'
Degenerate  DKADH1  + o A Gy AAGGGMCARA CCCCANCCATCRTGRACACA
clone DKADH3
DKADHL TTGGAGAGGGAGTGACGGAT AGGGGTCATGCTCCATGATGCCA
CTTGC AATCA
DKADH2 GATCATGTCATACCTTGTTAT TCAGGCAGAATGCAGGGAGTGTA
CAGGCA AATT
DKADH3 CCTTGAGATGTGCAGACTTCG TAGTGCCATGGTTCTCTTGCCAAT
TTGTTA CA
DkPDC1 GAGTCCCATTCTCTCTTGCAC GATCAAGAAAGAGAAAGCAGTG
CATTTG ATC
, DkPDC2 TCCGAAGTTGACTAATGAGAT TAGAGTTAGCCGACGCCAGTGGT
3RACE GGGTTT T
DkPDC3 CTTTCCAGTCCGTAAGAATGG AAGCGCTTAGCAAGCCGGACAAT
CGGATG TC
DkPDC5 TAAGATCGGAGCCGTGGAAG TGCGTTTCCACCATCCAGAACTCT
TGAGTCC TGC
DKERF9 CAAGAAGAAGAGCGACG GTACAGAGGGGTCAGGCAGA
AGAAGCAG GGACT
DKERF10 AAAGAGCATCAGGACATCAC CAATCCCCTTCAGGCAATTTCTTT
ACACAAG TTA
DKADH1 GAGAAGTTCATCACGCACGA  ACCAACTTGAGCCACCACTC
DKADH2 TGGCTCTTGCACAGATCAAC GTGACGAGGAGGTTCACCAT
DKADH3 CAGAACATCTGGGCACTGAA  GCCAGCCAAAGAAAAAGAAA
DkPDC1 CCCATAACAGTTCCGAGAAA  CTGCACCATCAACTGCAAAT
DkPDC2 GCCCACCAAATCCTCAGTAA  CCAGAAAAGATGGGCACAAA
Realtime  DkPDC3 CTTAGCAAGCCGGACAATTC*  GGACTGCTCGTTATGGAAGG*
PCR DkPDC4 GCCAGCTGTGATAAACGTCA*  GGCAGCAAACAAATTCACAA*
DkPDC5 CCTCCGTCACACAAATTTCA*  CCACGGCTCCGATCTTAGTA*
DKERF9 AGTGGATGATGTTGGAAGAA ACTCGACCTACCTATTATGGAGA
GAG AC
DKERF10 CATCTCCTAGAATCAGCATTC  GACAATGGAGGATGCCAAT
C
DKADH1  ACGCAAACCAACTGCGTAT ACCAACTTGAGCCACCACTC
crace  DKPDC2  GGGGATCATAGCCCAACAAT  CCAGAAAAGATGGGCACAAA
DKERF1I0 GTGTGTGATGTCCTGATGCTC CGCTCACCACCTGAAGGGGATTG
TTTGG AGG
DKADH1  ACGCAAACCAACTGCGTAT ACCAACTTGAGCCACCACTC
DKADH2  CGGTCTCTCTCTTCCGTCCT GACGAGGAGGTTCACCATGT
Fuldength  DXPDC2  GGGGATCATAGCCCAACAAT CCAGAAAAGATGGGCACAAA
DKERF9 TGTTTTCCTGTGTATATGGTTG  TATCCAGAAAACTCCATATCAT
DKERF10 AGAAGAAGCAAGTATGTGTG TTCTAGGAGATGGCAGGACGGA
GC
DKADH1 TTTACAAACAATCACTTGACC CATGCCACGGCAGCTTTACAAAC
Genome AGCGGTG AATCA
walking DKkPDC2 CTTCCACTGCTCCGATCTTAGT CGTCGCTGCTGGGACCTGGACTC
ATCCAT ACTTC
Promoter  DKADH1 ACAAGAAATTAAAGTTTAGTG GCCATCTCTGTGGGCTTAAT
amplification ~ DkPDC2 _ ATAATCAAGCTTCAGTGTTC TCTTAGTATCCATGGTAATT

* These primers were designed according to theesemps of the coding regions.



Supplementary Figure S1
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Phylogenetic tree dERFs. Six hypoxia responsive ERFs (black circles) wadirgned

with the Arabidopsis ERF family. The amino acid sewnces were obtained from
TAIR. The phylogenetic tree was constructed with@®f=(v. 3.1).



Supplementary Figure S2
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Supplementary Figure S4
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Supplementary Figure S5
>DKADH]1 promoter

ACAAGAAATTAAAGTTTAGTGATTAAATTAAAAAAAACACCAAAATTTTATGACGTTTA
ATGTTATTTACCCTAAAAATTGACATGTTATATATATACAACACCGGACGTACATTGCAC
GCAGCTGATATGATTTGGCGGGTCCACTTGGCCCGTGGCGGGACCCACCTAATCCATAG
ACCCCATAGGAACCTGTAGGCACACATCTTTACTTITCCTTCCTCTGTTTCTCTTATTAC
AGAAAATTTACTATATATATATTATGTAGGTTGAAATTTTCGGCCATCACCCCATCATCAT
CAAGAAAAACAAAGCAGAAAAATAGTAACCGCCAAGGACAGGACATTGAAGATAACC
TCTGCATACTTATATTAATATATAATATATCTTTGTGGAAAAATGTTAAGGGCAACATAAC
ATTTAGTATGATAGTTTGACGTAAGCAAATGTGAGAGGGTCGGTGTAGGCCTCACCCTC
TCCTTCACCCCCTGTTAGCCTGTGCAATAGAACAAAACTCTTATCTITGTGAGTGTAAAT
ATTTGTTGCTGTTTAAATGTGATGCCTTGTCTGCCTTAGAGAATCTCACCGAGGCTGCC
ACGTTAACTAATGGTTCAGTGCTAAGACAAATTAAATTAGATTAACCTTTTAATTAGAAT
GATAATTATTCTGGGAAATAATTTGAATTCACACAAACGGCGTGTATTGACCGTCCGAAT
AAAACCAGGAAACAGCCAAAATACCATGGAATCAGCAATCCTGTTGGCAGTTTTGCAA
TTTGCCTGGTGTAATCCGAGGGTGATAGCTGTCATCTTTCACGGAGTCCATCAAACACT
GCACACATCACCTCTACGTTAAATTATTCTGAAATACTCCAACTTTACTCTCCCCTICTTIT
ATCTTCCCTCTTCACCGTCTACTATAAATAAATCGTCACCCCCCGCAAGTCTCAGCACCC
CACGCAAACCAACTGCGTATATATTATATAAAGAAAGTTCTGAGGAAAAAGAAAATTAA

GCCCACAGAGHTG

>DKPDC2 promoter
ATAATCAAGCTTCAGTGTTCGACTGATATCGAATCAAATTGAACTGGAAGCCATTTACG
ATTAATATTAAGATCAAGGGACCTAAACTATAATCTCTTGGACAAGTCGATCTGAAATCA
ATTTTAGAGTTGGAACTAAATTTGAATACCCCTACCTACAATCAATTATCAAAGGGAAG
TTAGAACATCTCAACTAGGTGTACTTATAAAAAGAGTCTGGAATGATGAAGCCTTCCTC
AACAGGAGGATTATTTTACGTCCACGTCTTACATACCATGAAACATTTCGTCCAATAATA
TTTCACTCGTCTGTTTGACAACATTTAGTTAAAAAAAATATATTTTTTAATTTCTATAAAA
AACAAAACTCACTTTCGAAGAAATTTTCTATAGAAAATAAGTTAAATAAAGAATTATAC
TATGAAGTTTAATTTCATAAAAAATATAGTGTATCAAACAATAAAAATGAAATTTAATTG
TTCGAATGTGACATTTTTTATAGAAATTTCATACTATCAATCACACTCTTAATGTTTTACG
CATAAAATTAAATATTATATTGTTAAAGCAATGTAATAAATTAGTCAAATTATTTAAATATT
TTTAATATTTAAAATACCAAATAGGATGTTTTGAATATTAGGAACTAAATGTGGTAATTTT
AAATTATTGGGTCAACGCCGTGAAACAAAATAATAATAACGGTTAAATTGCAAAGCTGC
CCCCTCAAACCGGCATGCCTGAGCTTCACCAACAGACTITGCCTTCTAAGACGCCGCC
CCTGGTTTCTTCGTCTTCACCCTTACAAATACTCTCTCCTCCGTCACACAAATTTCATCA
TAGCCCAACAATTCTTCATCATCCCAGCTTTCTCTGTAATCCATTTCTGTATATTTTCTAG
CTTCTGTTCAAGTAATTACCHIG

Sequences dPKADH1 andDkPDC2 promoter. The start codon is highlighted in purple



