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Fungal genomes in the data warehouse of CFGP 

Retrieve P450s based on 
16 InterPro terms 

Filter out false-positives 

Designate P450s in the old 
version of the genome as “Old 

putative P450 sequences” 

Classify P450s 

Create cache tables 

Create BLAST dataset 

Clusters CYPs with 
TribeMCL: 

 E-value =1e-50, 
inflation factor = 5, 

coverage = 60% 

Link between old 
and new P450s 

Build 
Phylogenetic 

trees 

Compare P450s in 
FCPD with three 

datasets 

Compare clusters with 
CYP450ED groups 

Assign CYP names to 
P450s 

Pipeline employed in the FCPD 1.2 version 

The pipeline still consists of four steps employed in building the previous version of FCPD, but step 3 is now based on optimized 

parameters. Additionally, a new parameter, coverage, was added to the clustering procedure to further improve clustering results. 


