Neighbor joining tree of CYP61 Clan
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SCD701805 Saccharomyces cerevisiae DBVPG1788 CYP61
SCY 101798 Saccharomyces cerevisiae YJM981 CYP61
SCYI101811 Saccharomyces cerevisiae Yllc17 E5 CYP61
SCD601799 Saccharomyces cerevisiae DBVPG6040 CYP61
SCD401816 Saccharomyces cerevisiae DBVPG6044 CYP61
SCL501801 Saccharomyces cerevisiae L 1528 CYP61
SCY901802 Saccharomyces cerevisiae YS9 CYP61

SCY401820 Saccharomyces cerevisiae YS4 CYP61

SCD301795 Saccharomyces cerevisiae DBVPG1373 CYP61
SCP601794 Saccharomyces cerevisiae YPS606 CYP61
SCN301801 Saccharomyces cerevisiae NCYC361 CYP61
SCD101785 Saccharomyces cerevisiae DBVPG1106 CYP61
EDN64407.1 Saccharomyces cerevisiae YJM789 CYP61
SCW301843 Saccharomyces cerevisiae W303 CYP61
SCSK01830 Saccharomyces cerevisiae SK1 CYP61
SCL301798 Saccharomyces cerevisiae L 1374 CYP61
SCB01790 Saccharomyces cerevisiae BC187 CYP61
SCY801796 Saccharomyces cerevisiae YJM978 CYP61

EC1118 1M3 1761g Saccharomyces cerevisiae EC1118 CYP61
SCY901800 Saccharomyces cerevisiae YJM975 CYP61
SCN101808 Saccharomyces cerevisiae NCYC110 CYP61
SPA04195 Saccharomyces pastorianus Weihenstephan 34/70 CYP61
SCY 102636 Saccharomyces cerevisiae YPS163 CYP61
SCU301781 Saccharomyces cerevisiae UWOPS03 461 4 CYP61
SCU501795 Saccharomyces cerevisiae UWOPS05 217 3 CYP61
SCY501821 Saccharomyces cerevisiae Y55 CYP61

SCY201810 Saccharomyces cerevisiae YS2 CYP61

SCD501811 Saccharomyces cerevisiae DBVPG6765 CYP61
SCD801807 Saccharomyces cerevisiae DBVPG1853 CYP61
YMRO015C Saccharomyces cerevisiae S288C CYP61

1.5-g133.1 Saccharomyces cerevisiae RM11-1a CYP61
AWRI1631 131550 Saccharomyces cerevisiae AWRI1631 CYP61
SCKO01806 Saccharomyces cerevisiae K11 CYP61

63 SCY101802 Saccharomyces cerevisiae Y12 CYP61

SC2701801 Saccharomyces cerevisiae 273614N CYP61

C1Q 01024 Saccharomyces cerevisiae JAY291 CYP61
SCU701798 Saccharomyces cerevisiae UWOPS87 2421 CYP61
SCP101799 Saccharomyces cerevisiae YPS128 CYP61
SCU801802 Saccharomyces cerevisiae UWOPS83 787 3 CYP61
SC3701818 Saccharomyces cerevisiae 378604X CYP61
SCU601784 Saccharomyces cerevisiae UWOPS05 227 2 CYP61
SPN701756 Saccharomyces paradoxus N 17 CYP61
Sc3201809 Saccharomyces cerevisiae 322134S CYP61
SPC401758 Saccharomyces paradoxus CBS432 CYP61
SPQ3101755 Saccharomyces paradoxus Q31 4 CYP61
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Spar 17277 Saccharomyces paradoxus CYP61

SPQ8901738 Saccharomyces paradoxus Q89 8 CYP61
SPT201750 Saccharomyces paradoxus T21 4 CYP61
SPZ01757 Saccharomyces paradoxus Z1 CYP61
SPY8101758 Saccharomyces paradoxus Y8 1 CYP61
SPQ6901759 Saccharomyces paradoxus Q69 8 CYP61
SPC501756 Saccharomyces paradoxus CBS5829 CYP61
SPK801744 Saccharomyces paradoxus KPN3828 CYP61
SPY9601755 Saccharomyces paradoxus Y9 6 CYP61
SPY501756 Saccharomyces paradoxus Y8 5 CYP61
SPY701751 Saccharomyces paradoxus Y7 CYP61
SPK901739 Saccharomyces paradoxus KPN3829 CYP61
SPQ3201743 Saccharomyces paradoxus Q32 3 CYP61
SPQ9501753 Saccharomyces paradoxus Q95 3 CYP61
391 SPZ101746 Saccharomyces paradoxus Z1 1 CYP61
SPD401744 Saccharomyces paradoxus DBVPG4650 CYP61
SPY6501746 Saccharomyces paradoxus Y6 5 CYP61
SPQ6201746 Saccharomyces paradoxus Q62 5 CYP61
SPQ7401755 Saccharomyces paradoxus Q74 4 CYP61
SPQ5901742 Saccharomyces paradoxus Q59 1 CYP61
SPS01733 Saccharomyces paradoxus S36 7 CYP61
SPWO01752 Saccharomyces paradoxus W7 CYP61
SPI01758 Saccharomyces paradoxus IFO1804 CYP61
72 SPN301743 Saccharomyces paradoxus N 43 CYP61
631 SPN401750 Saccharomyces paradoxus N 44 CYP61
SPN501761 Saccharomyces paradoxus N 45 CYP61
SPY01731 Saccharomyces paradoxus YPS138 CYP61
SPA101734 Saccharomyces paradoxus A12 CYP61
SPU101733 Saccharomyces paradoxus UFRJ50791 CYP61
623 SPD601738 Saccharomyces paradoxus DBVPG6304 CYP61
SPU601735 Saccharomyces paradoxus UFRJ50816 CYP61
SPA401743 Saccharomyces paradoxus A4 CYP61
Skud Contig2054.8 Saccharomyces kudriavzevii CYP61
3* SPYWO01744 Saccharomyces paradoxus UWOPS91 917 1 CYP61
Smik 16456 Saccharomyces mikatae CYP61
93! Smik Contig2858.4 Saccharomyces mikatae CYP61
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SPA05908 Saccharomyces pastorianus Weihenstephan 34/70 CYP61
o og || Sbay Contig638.24 Saccharomyces bayanus CYP61
78! Sbay 17696 Saccharomyces bayanus CYP61
81 ||—— Scas Contig709.53 Saccharomyces castellii CYP61

—— Kpol 1056p10 Kluyveromyces polysporus CYP61
86 CAG62657.1 Candida glabrata CBS138 CYP61

Sklu Contig2168.4 Saccharomyces kluyveri CYP61
99

o|—— kwal 095-g1.1 Kluyveromyces waltii CYP61
KLLAOD11242g Kluyveromyces lactis CYP61
NP 982999.1 Ashbya gossypii ATCC 10895 CYP61
—— CLUG 04246.1 Candida lusitaniae CYP61
CPAG 03443 Candida parapsilosis CYP61
PGUG 05085.1 Candida guilliermondii CYP61
6 CAG86871.1 Debaryomyces hansenii CYP61
99 estExt genewise1 human.C chr 6.10410 Pichia stipitis CYP61
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@ CTRG 04983.3 Candida tropicalis CYP61
LELG 05188 Lodderomyces elongisporus CYP61
cdub 7-g12.1 Candida dubliniensis CYP61
99 | | CAWG 05628 Candida albicans WO-1 CYP61
99! orf19 5178 Candida albicans SC5314 CYP61
CAG84120.1 Yarrowia lipolytica CYP61
ﬂ[ VDBG 00192 Verticillium albo-atrum VaMs. 102 CYP61
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20 VDAG 08476 Verticillium dahliae VdLs. 17 CYP61
16— GLRG 07730TO0 Colletotrichum graminicola M1.001 CYP61
| —— CAP98040.1 Penicillium chrysogenum CYP61
504 ] ATEG 01083.1 Aspergillus terreus CYP61
A7—— ACLA 008020 Aspergillus clavatus NRRL 1 CYP61
| CHO063 07805T0 Colletotrichum higginsianum CYP61

B AO0090003000253 Aspergillus oryzae CYP61

499{ AFL2G 02724 Aspergillus flavus CYP61
—— CHG07393.1 Chaetomium globosum CBS 148.51 CYP61
—— 43598 Trichoderma atroviride CYP61
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60 | o9 e gw1.5.628.1 Trichoderma reesei CYP61
96;[ fgenesh1 pm.C scaffold 20000074 Trichoderma virens Gv29-8 CYP61
estExt Genewise1Plus.C sca 30 chr11 1 00220 Fusarium solani f. batatas CYP61
99 FGSG 03686.3 Fusarium graminearum CYP61
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99 FVEG 08786 Fusarium verticillioides CYP61
99 L FOXG 09685 Fusarium oxysporum CYP61
Pa 2 2070 Podospora anserina CYP61

48 L— PTRG 04922 Pyrenophora tritici-repentis CYP61
99 estExt Genewise1.C 250099 Cochliobolus heterostrophus CYP61

‘I: Lema T085280.1 Leptosphaeria maculans CYP61
57 SNOG 06055 Stagonospora nodorum CYP61

estExt Genewise.C 20850 Mycosphaerella graminicola CYP61
estExt Genewise1.C 20563 Mycosphaerella fijiensis CYP61
FOXG 04166 Fusarium oxysporum CYP61

FVEG 07284 Fusarium verticillioides CYP61

FGSG 01959.3 Fusarium graminearum CYP61
estExt Genewise1Plus.C sca 82 chr10 2 00600 Fusarium solani f. batatas CYP61
128908 Trichoderma atroviride CYP61

estExt fgenesh1 pg.C 190151 Trichoderma virens Gv29-8 CYP61
estExt fgenesh5 pg.C 110007 Trichoderma reesei CYP61
Ef02.055560.1 Epichloe festucae CYP61
MGG 06047T0 Magnaporthe oryzae 70-15 CYP61

Pa 3 4420 Podospora anserina CYP61
CHG04825.1 Chaetomium globosum CBS 148.51 CYP61
estExt Genewise1Plus.C 10876 Sporotrichum thermophile CYP61
estExt fgenesh2 pg.C 10314 Thielavia terrestris CYP61
estExt fgenesh3 kg.C 120065 Neurospora discreta CYP61
estExt fgenesh2 kg.C 670004 Neurospora tetrasperma CYP61
87! NCUO05278T0 Neurospora crassa CYP61
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99| An11g03230 Aspergillus niger CBS 513.88 CYP61
estExt fgenesh1 pm.C 40133 Aspergillus niger ATCC 1015 CYP61

34’ 99 |: GLRG 02738T0 Colletotrichum graminicola M1.001 CYP61
il CHO063 01416T0 Colletotrichum higginsianum CYP61
b9 | SS1G 09832.1 Sclerotinia sclerotiorum CYP61
97 99 || BC1G 09786 Botrytis cinerea CYP61

99! BC1G 09786.1 Botrytis cinerea CYP61
estExt Genewise1Plus.C 31820 Cryphonectria parasitica CYP61

VDBG 00755 Verticillium albo-atrum VaMs. 102 CYP61
99! VDAG 00367 Verticillium dahliae VdLs. 17 CYP61
CLMEZ206168.M Cladonia metacorallifera CYP61
ATEG 00175.1 Aspergillus terreus CYP61
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99 |: TSTA 017960 Talaromyces stipitatus CYP61
EEA21701.1 Penicillium marneffei CYP61

99| AFL2G 02074 Aspergillus flavus CYP61
20 A0090003000954 Aspergillus oryzae CYP61
92 21 ACLA 030640 Aspergillus clavatus NRRL 1 CYP61

ATEG 03815.1 Aspergillus terreus CYP61
E ANID 04042 Aspergillus nidulans FGSC A4 CYP61
An01g02810 Aspergillus niger CBS 513.88 CYP61
E{ estExt GeneWisePlus.C 12230 Aspergillus niger ATCC 1015 CYP61
54 NFIA 020740 Neosartorya fischeri CYP61
al ?‘_{ EDP55738.1 Aspergillus fumigatus A1193 CYP61
97 1 Afu1g03950 Aspergillus fumigatus Af293 CYP61
CAP93503.1 Penicillium chrysogenum CYP61
es5r HCEG 08874 Histoplasma capsulatum H88 CYP61
96| HCBG 06193 Histoplasma capsulatum G186AR CYP61
HCB06499.1 Histoplasma capsulatum CYP61
HCB06044.1 Histoplasma capsulatum CYP61
371 2] L HCAG 06013 Histoplasma capsulatum NAm1 CYP61
BDCG 07516 Blastomyces dermatitidis ER-3 CYP61

99! BDBG 03201 Blastomyces dermatitidis SLH14081 CYP61
—— PAAG 00231 Paracoccidioides brasiliensis CYP61

99 PADG 07898 Paracoccidioides brasiliensis CYP61

89‘{ PABG 07592 Paracoccidioides brasiliensis CYP61
. 991 TESG 05916T0 Trichophyton tonsurans CYP61
91 99|l TEQG 01193 Trichophyton equinum CYP61
90 Il TERG 04906T0 Trichophyton rubrum CYP61
% MGYG 03084 Microsporum gypseum CYP61

MCYG 03476 Microsporum canis CYP61
65 UREG 06546.1 Uncinocarpus reesii CYP61
CPC735 068810 Coccidioides posadasii C735 CYP61
CPSG 04687 Coccidioides posadasii Silveira CYP61
29 CIRG 04881 Coccidioides immitis RMSCC2394.1 CYP61
161 CIHG 03697 Coccidioides immitis H538.4 CYP61
22 CIMG 05009.2 Coccidioides immitis CYP61

SJAG 03249 Schizosaccharomyces japonicus CYP61
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99 SPOG 01689T0 Schizosaccharomyces sp. OY26 CYP61
_E SOCG 00808T0 Schizosaccharomyces octosporus CYP61
99 SPAC19A8.04 Schizosaccharomyces pombe CYP61
SP1 03220 Schizosaccharomyces pombe 132 CYP61
SK03027 Schizosaccharomyces kambucha CYP61

99

99| UMF3373.1 Ustilago maydis FB1 CYP61

UMO00350.1 Ustilago maydis 521 CYP61

MGL 0310 Malassezia globosa CYP61

761 CNF03720 Cryptococcus neoformans var. neoformans JEC21 CYP61
95! CNBF1100 Cryptococcus neoformans var. neoformans B-3501A CYP61
91l CNAG 06644 Cryptococcus neoformans serotype A CYP61
ch-wm276 265-g29.1 Cryptococcus gattii WM276 CYP61

estExt Genewise1.C 120427 Tremella mesenterica CYP61
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estExt fgenesh1 pm.C 40050 Sporobolomyces roseus CYP61

fgenesh1 pm.C scaffold 1001384 Schizophyllum commune H4-8 CYP61
so—— CC1G 01671 Coprinus cinereus CYP61

# L——— estExt GeneWisePlus worm.C 10798 Laccaria bicolor CYP61

99| ——— estExt fgenesh2 kg.C 10720 Agaricus bisporus CYP61
97 e gww2.14.76.1 Phanerochaete chrysosporium CYP61
22 CE21187 30285 Bjerkandera adusta CYP61
estExt Genewise1.C 450096 Postia placenta CYP61
99 L estExt Genewise1.C 530047 Postia placenta CYP61
63 99| fgenesh3 kg.1555 1953 CCOZ CCPA CCPB CCPC EXTA Heterobasidion annosum CYP61
Hetan1.fgenesh3 kg.1 555 195 3 CCOZ CCPA CCPB CCPC EXTA Heterobasidion annosum CYP61
4 g9 | estExt fgenesh2 kg.C 30485 Serpula lacrymans CYP61
estExt fgenesh1 kg.C 30338 Serpula lacrymans S7.3 CYP61
19— e gw1.39.191.1 Dichomitus squalens CYP61
38 L——— fgenesh1 pm.C scaffold 3000167 Pleurotus ostreatus CYP61
RO3G 04483 Rhizopus oryzae CYP61
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e gw1.3.127.1 Phycomyces blakesleeanus CYP61
e gw1.4.1397.1 Mucor circinelloides CYP61

RO3G 04913 Rhizopus oryzae CYP61

99 RO3G 16941 Rhizopus oryzae CYP61

CAOG 00150 Capsaspora owczarzaki ATCC 30864 N/A

99

DDB0233032 Dictyostelium discoideum N/A
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estExt Genewise1Plus.C 90324 Coccomyxa sp. C169 N/A
Lind30 V3.3610 Leishmania infantum N/A

e gw1.0.2197.1 Selaginella moellendorffii N/A
g9 —— GmO0030x00214 Glycine max N/A

99

LjT35M05.70.nd Lotus japonicus N/A
97 | OsIBCD036045 Oryza sativa (indica cultivar-group) N/A
99 | LOC Os01g11300.1 Oryza sativa (japonica cultivar-group) N/A




