
MGG 00023.6 Magnaporthe oryzae 70-15 CYP65

MGG 00023T0 Magnaporthe oryzae 70-15 CYP65

e gw1.84.2.1 Trichoderma virens Gv29-8 CYP65

estExt Genewise1Plus.C 110788 Cochliobolus heterostrophus CYP65

estExt fgenesh2 pg.C 100253 Mycosphaerella graminicola CYP65

gw1.8.141.1 Mycosphaerella fijiensis CYP65

e gw.1.607.1 Mycosphaerella graminicola CYP65

fgenesh1 pg.C scaffold 11000257 Mycosphaerella fijiensis CYP65

e gw1.4.515.1 Sporotrichum thermophile CYP65

fgenesh1 pg.C scaffold 31000047 Cochliobolus heterostrophus CYP65

PTRG 03950 Pyrenophora tritici-repentis CYP65

SNOG 07865 Stagonospora nodorum CYP65

e gw1.2.701.1 Mycosphaerella fijiensis CYP65

CH063 03704T0 Colletotrichum higginsianum CYP65

MGG 16978T0 Magnaporthe oryzae 70-15 CYP65

gw.1.646.1 Mycosphaerella graminicola CYP65

estExt Genewise1.C 170526 Cochliobolus heterostrophus CYP65

CLME201993.M Cladonia metacorallifera CYP65

CLME204443.M Cladonia metacorallifera CYP65

CLME209309.M Cladonia metacorallifera CYP65

CLME200261.M Cladonia metacorallifera CYP65

BC1G 01030 Botrytis cinerea CYP65

BC1G 01030.1 Botrytis cinerea CYP65

MGG 08498.6 Magnaporthe oryzae 70-15 CYP65

MGG 08498T0 Magnaporthe oryzae 70-15 CYP65

CH063 00510T0 Colletotrichum higginsianum CYP65

CH063 09529T0 Colletotrichum higginsianum CYP65

CH063 05491T0 Colletotrichum higginsianum CYP65

GLRG 04553T0 Colletotrichum graminicola M1.001 CYP65

GLRG 10088T0 Colletotrichum graminicola M1.001 CYP65

AO090026000581 Aspergillus oryzae CYP65

CH063 04146T0 Colletotrichum higginsianum CYP65

GLRG 00454T0 Colletotrichum graminicola M1.001 CYP65

CH063 13670T0 Colletotrichum higginsianum CYP65

37750 Trichoderma atroviride CYP65

EEA19978.1 Penicillium marneffei CYP65

TSTA 106470 Talaromyces stipitatus CYP65

ATEG 07093.1 Aspergillus terreus CYP65

SS1G 13923.1 Sclerotinia sclerotiorum CYP65

CAP91738.1 Penicillium chrysogenum CYP65

AO090011000685 Aspergillus oryzae CYP65

AFL2G 05426 Aspergillus flavus CYP65

CIHG 08313 Coccidioides immitis H538.4 CYP65

CPC735 022630 Coccidioides posadasii C735 CYP65

CPAG 02892 Coccidioides posadasii RMSCC3488 CYP65

CIMG 09823.2 Coccidioides immitis CYP65

CIRG 02276 Coccidioides immitis RMSCC2394.1 CYP65

CISG 04216 Coccidioides immitis RMSCC3703 CYP65

CAP86323.1 Penicillium chrysogenum CYP65

AFL2G 04023 Aspergillus flavus CYP65

AO090023000129 Aspergillus oryzae CYP65

MGG 00651T0 Magnaporthe oryzae 70-15 CYP65

e gw1.6.1157.1 Cryphonectria parasitica CYP65

TSTA 083260 Talaromyces stipitatus CYP65

TSTA 009730 Talaromyces stipitatus CYP65

EEA25240.1 Penicillium marneffei CYP65

An03g05460 Aspergillus niger CBS 513.88 CYP65

fgenesh1 pg.C scaffold 14000165 Aspergillus niger ATCC 1015 CYP65

SNOG 08270 Stagonospora nodorum CYP65

fgenesh1 pm.sca 18 chr2 1 0000256 Fusarium solani f. batatas CYP65

MGG 10070T0 Magnaporthe oryzae 70-15 CYP65

MGG 10070.6 Magnaporthe oryzae 70-15 CYP65

CH063 02052T0 Colletotrichum higginsianum CYP65

GLRG 09640T0 Colletotrichum graminicola M1.001 CYP65

estExt Genewise1Plus.C 320175 Cochliobolus heterostrophus CYP65

PTRG 04146 Pyrenophora tritici-repentis CYP65

CH063 09346T0 Colletotrichum higginsianum CYP65

PTRG 04147 Pyrenophora tritici-repentis CYP65

CLME206373.M Cladonia metacorallifera CYP65

CAP79145.1 Penicillium chrysogenum CYP65

AFL2G 11804 Aspergillus flavus CYP65

TEQG 01721 Trichophyton equinum CYP65

TESG 02017T0 Trichophyton tonsurans CYP65

TERG 02649T0 Trichophyton rubrum CYP65

MCYG 04916 Microsporum canis CYP65

MGYG 01059 Microsporum gypseum CYP65

TERG 00467T0 Trichophyton rubrum CYP65

TEQG 01448 Trichophyton equinum CYP65

TESG 02349T0 Trichophyton tonsurans CYP65

e gw1.14.457.1 Trichoderma virens Gv29-8 CYP65

30243 Trichoderma atroviride CYP65

e gw1.15.246.1 Trichoderma reesei CYP65

FVEG 14125 Fusarium verticillioides CYP65

FOXG 17343 Fusarium oxysporum CYP65

CH063 07909T0 Colletotrichum higginsianum CYP65

CH063 05982T0 Colletotrichum higginsianum CYP65

GLRG 02091T0 Colletotrichum graminicola M1.001 CYP65

fgenesh1 pm.C scaffold 4000688 Cryphonectria parasitica CYP65

Pa 4 4580 Podospora anserina CYP65

CHG09528.1 Chaetomium globosum CBS 148.51 CYP65

estExt Genewise1Plus.C 10020 Sporotrichum thermophile CYP65

e gw1.35.58.1 Trichoderma reesei CYP65

fgenesh1 pg.C scaffold 66000004 Trichoderma virens Gv29-8 CYP65

83818 Trichoderma atroviride CYP65

FGSG 03540.3 Fusarium graminearum CYP65

CH063 12304T0 Colletotrichum higginsianum CYP65

CH063 12982T0 Colletotrichum higginsianum CYP65

GLRG 06495T0 Colletotrichum graminicola M1.001 CYP65

GLRG 03570T0 Colletotrichum graminicola M1.001 CYP65

FGSG 07765.3 Fusarium graminearum CYP65

54376 Trichoderma atroviride CYP65

fgenesh1 pm.C scaffold 29000033 Trichoderma reesei CYP65

fgenesh1 pg.C scaffold 16000198 Trichoderma virens Gv29-8 CYP65

53884 Trichoderma atroviride CYP65

90002 Trichoderma atroviride CYP65

e gw1.5.661.1 Trichoderma reesei CYP65

estExt Genewise1.C 31719 Aspergillus niger ATCC 1015 CYP65

An08g03780 Aspergillus niger CBS 513.88 CYP65

ACLA 077670 Aspergillus clavatus NRRL 1 CYP65

estExt Genewise1Plus.C 10056 Cryphonectria parasitica CYP65

estExt fgenesh1 pm.C 10205 Mycosphaerella fijiensis CYP65

estExt fgenesh2 pg.C 10859 Mycosphaerella graminicola CYP65

MCYG 07075 Microsporum canis CYP65

MGYG 03580 Microsporum gypseum CYP65

TESG 05192T0 Trichophyton tonsurans CYP65

TEQG 08310 Trichophyton equinum CYP65

estExt fgenesh1 pg.C 320015 Cochliobolus heterostrophus CYP65

PTRG 01782 Pyrenophora tritici-repentis CYP65

e gw1.8.598.1 Cochliobolus heterostrophus CYP65

PTRG 07421 Pyrenophora tritici-repentis CYP65

MGYG 02079 Microsporum gypseum CYP65

estExt Genewise1Plus.C 31789 Trichoderma virens Gv29-8 CYP65

CH063 09469T0 Colletotrichum higginsianum CYP65

NFIA 074000 Neosartorya fischeri CYP65

EDP49918.1 Aspergillus fumigatus A1193 CYP65

Afu1g01270 Aspergillus fumigatus Af293 CYP65

estExt fgenesh1 pm.C 90201 Cochliobolus heterostrophus CYP65

SNOG 15387 Stagonospora nodorum CYP65

ATEG 08832.1 Aspergillus terreus CYP65

AFL2G 07016 Aspergillus flavus CYP65

AO090026000235 Aspergillus oryzae CYP65

ANID 07522 Aspergillus nidulans FGSC A4 CYP65

An08g09940 Aspergillus niger CBS 513.88 CYP65

fgenesh1 pg.C scaffold 3000290 Aspergillus niger ATCC 1015 CYP65

NFIA 002780 Neosartorya fischeri CYP65

ACLA 062600 Aspergillus clavatus NRRL 1 CYP65

estExt Genemark1.C 30513 Aspergillus carbonarius CYP65

e gw1.4.330.1 Aspergillus niger ATCC 1015 CYP65

An11g03540 Aspergillus niger CBS 513.88 CYP65

Pa 1 10160 Podospora anserina CYP65

e gw1.6.721.1 Sporotrichum thermophile CYP65

fgenesh1 pm.sca 1 chr1 3 0000701 Fusarium solani f. batatas CYP65

FGSG 08023.3 Fusarium graminearum CYP65

FVEG 14141 Fusarium verticillioides CYP65

FOXG 02668 Fusarium oxysporum CYP65

fgenesh1 pm.sca 20 chr6 4 0000169 Fusarium solani f. batatas CYP65

MGG 03832T0 Magnaporthe oryzae 70-15 CYP65

MGG 03832.6 Magnaporthe oryzae 70-15 CYP65

BC1G 01827 Botrytis cinerea CYP65

BC1G 01827.1 Botrytis cinerea CYP65

PTRG 04233 Pyrenophora tritici-repentis CYP65

EEA28684.1 Penicillium marneffei CYP65

TSTA 062850 Talaromyces stipitatus CYP65

TSTA 011830 Talaromyces stipitatus CYP65

TSTA 083920 Talaromyces stipitatus CYP65

GLRG 07877T0 Colletotrichum graminicola M1.001 CYP65

CH063 12417T0 Colletotrichum higginsianum CYP65

BC1G 14544 Botrytis cinerea CYP65

BC1G 14544.1 Botrytis cinerea CYP65

SS1G 13957.1 Sclerotinia sclerotiorum CYP65

ACLA 066730 Aspergillus clavatus NRRL 1 CYP65

AO090001000028 Aspergillus oryzae CYP65

AFL2G 07276 Aspergillus flavus CYP65

TERG 05121T0 Trichophyton rubrum CYP65

MGYG 03289 Microsporum gypseum CYP65

TESG 05007T0 Trichophyton tonsurans CYP65

TEQG 03903 Trichophyton equinum CYP65

EDP50371.1 Aspergillus fumigatus A1193 CYP65

Afu4g09980 Aspergillus fumigatus Af293 CYP65

NFIA 106070 Neosartorya fischeri CYP65

ACLA 049200 Aspergillus clavatus NRRL 1 CYP65

CAP98498.1 Penicillium chrysogenum CYP65

ACLA 073680 Aspergillus clavatus NRRL 1 CYP65

NFIA 089120 Neosartorya fischeri CYP65

EEA24730.1 Penicillium marneffei CYP65

AO090026000575 Aspergillus oryzae CYP65

ATEG 08791.1 Aspergillus terreus CYP65

e gw1.3.1457.1 Aspergillus niger ATCC 1015 CYP65

An06g02670 Aspergillus niger CBS 513.88 CYP65

VDAG 06706 Verticillium dahliae VdLs. 17 CYP65

e gw1.18.265.1 Mycosphaerella fijiensis CYP65

estExt Genewise1.C 20196 Cochliobolus heterostrophus CYP65

PTRG 05655 Pyrenophora tritici-repentis CYP65

SNOG 07598 Stagonospora nodorum CYP65

gw1.11.201.1 Aspergillus niger ATCC 1015 CYP65

An09g02590 Aspergillus niger CBS 513.88 CYP65

gw1.16.109.1 Aspergillus niger ATCC 1015 CYP65

An17g00440 Aspergillus niger CBS 513.88 CYP65

TEQG 00823 Trichophyton equinum CYP65

TESG 04721T0 Trichophyton tonsurans CYP65

TERG 06983T0 Trichophyton rubrum CYP65

MGYG 02901 Microsporum gypseum CYP65

MCYG 05795 Microsporum canis CYP65

PADG 07634 Paracoccidioides brasiliensis CYP65

PABG 07450 Paracoccidioides brasiliensis CYP65

PAAG 05754 Paracoccidioides brasiliensis CYP65

BDCG 01676 Blastomyces dermatitidis ER-3 CYP65

BDBG 04609 Blastomyces dermatitidis SLH14081 CYP65

HCAG 10544 Histoplasma capsulatum NAm1 CYP65

HCBG 00528 Histoplasma capsulatum G186AR CYP65

HCDG 03011 Histoplasma capsulatum H143 CYP65

HCB02537.1 Histoplasma capsulatum CYP65

HCEG 05261 Histoplasma capsulatum H88 CYP65

MGG 07586T0 Magnaporthe oryzae 70-15 CYP65

MGG 07586.6 Magnaporthe oryzae 70-15 CYP65

CLME207881.M Cladonia metacorallifera CYP65

gw1.10.1062.1 Aspergillus niger ATCC 1015 CYP65

An18g02680 Aspergillus niger CBS 513.88 CYP65

estExt Genewise1.C 60537 Aspergillus carbonarius CYP65

ATEG 04028.1 Aspergillus terreus CYP65

Pa 5 1260 Podospora anserina CYP65

CLME201889.M Cladonia metacorallifera CYP65

HCDG 07310 Histoplasma capsulatum H143 CYP65

HCEG 06804 Histoplasma capsulatum H88 CYP65

HCB00649.1 Histoplasma capsulatum CYP65

HCAG 01000 Histoplasma capsulatum NAm1 CYP65

HCBG 04996 Histoplasma capsulatum G186AR CYP65

estExt fgenesh2 pg.C 900004 Aspergillus carbonarius CYP65

An18g00260 Aspergillus niger CBS 513.88 CYP65

gw1.10.1058.1 Aspergillus niger ATCC 1015 CYP65

TSTA 080690 Talaromyces stipitatus CYP65

TSTA 000650 Talaromyces stipitatus CYP65

An01g00680 Aspergillus niger CBS 513.88 CYP65

fgenesh1 pg.C scaffold 1001144 Aspergillus niger ATCC 1015 CYP65

Lema T103900.1 Leptosphaeria maculans CYP65

e gw1.24.236.1 Cochliobolus heterostrophus CYP65

SNOG 05492 Stagonospora nodorum CYP65

PTRG 02345 Pyrenophora tritici-repentis CYP65

Lema T000700.1 Leptosphaeria maculans CYP65

estExt Genewise1Plus.C 150601 Cochliobolus heterostrophus CYP65

fgenesh1 pg.C scaffold 5000711 Aspergillus niger ATCC 1015 CYP65

An07g00080 Aspergillus niger CBS 513.88 CYP65

EEA19609.1 Penicillium marneffei CYP65

CLME204083.M Cladonia metacorallifera CYP65

Pa 1 18360 Podospora anserina CYP65

Pa 3 11380 Podospora anserina CYP65

TESG 07284T0 Trichophyton tonsurans CYP65

TEQG 07733 Trichophyton equinum CYP65

TERG 03705T0 Trichophyton rubrum CYP65

MCYG 04148 Microsporum canis CYP65

MGYG 02467 Microsporum gypseum CYP65

TEQG 07906 Trichophyton equinum CYP65

SS1G 01020.1 Sclerotinia sclerotiorum CYP65

genemark.8606 g Thielavia terrestris CYP65

An08g09230 Aspergillus niger CBS 513.88 CYP65

e gw1.3.403.1 Aspergillus niger ATCC 1015 CYP65

ANID 10811 Aspergillus nidulans FGSC A4 CYP65

gw1.9.390.1 Cryphonectria parasitica CYP65

132170 Trichoderma atroviride CYP65

e gw1.10.129.1 Trichoderma reesei CYP65

fgenesh1 pm.C scaffold 25000034 Trichoderma virens Gv29-8 CYP65

AFL2G 10525 Aspergillus flavus CYP65

AO090009000128 Aspergillus oryzae CYP65

AO090026000004 Aspergillus oryzae CYP65

CH063 15199T0 Colletotrichum higginsianum CYP65

MGG 03830.6 Magnaporthe oryzae 70-15 CYP65

MGG 03830T0 Magnaporthe oryzae 70-15 CYP65

FOXG 17420 Fusarium oxysporum CYP65

FVEG 12501 Fusarium verticillioides CYP65

e gw1.3.434.1 Cochliobolus heterostrophus CYP65

SS1G 05943.1 Sclerotinia sclerotiorum CYP65

AFL2G 00138 Aspergillus flavus CYP65

AO090005000118 Aspergillus oryzae CYP65

ATEG 04967.1 Aspergillus terreus CYP65

CH063 05777T0 Colletotrichum higginsianum CYP65

CH063 09353T0 Colletotrichum higginsianum CYP65

TSTA 016940 Talaromyces stipitatus CYP65

EEA18657.1 Penicillium marneffei CYP65

NCU00732T0 Neurospora crassa CYP65

estExt fgenesh1 pm.C 280030 Neurospora tetrasperma CYP65

VDAG 05058 Verticillium dahliae VdLs. 17 CYP65

VDBG 06521 Verticillium albo-atrum VaMs. 102 CYP65

CHG01306.1 Chaetomium globosum CBS 148.51 CYP65

genemark.5787 g Thielavia terrestris CYP65

CHG05325.1 Chaetomium globosum CBS 148.51 CYP65

MGG 06544.6 Magnaporthe oryzae 70-15 CYP65

MGG 06544T0 Magnaporthe oryzae 70-15 CYP65

51477 Trichoderma atroviride CYP65

scaffold 9-snap.228.1 Neurospora discreta CYP65

estExt fgenesh1 pm.C 80139 Neurospora tetrasperma CYP65

NCU08128T0 Neurospora crassa CYP65

EEA18658.1 Penicillium marneffei CYP65

TSTA 016930 Talaromyces stipitatus CYP65

SNOG 12606 Stagonospora nodorum CYP65

fgenesh1 pg.C scaffold 2001090 Cryphonectria parasitica CYP65

TSTA 008150 Talaromyces stipitatus CYP65

estExt fgenesh1 pg.C 60677 Sporotrichum thermophile CYP65

Pa 5 720 Podospora anserina CYP65

CHG09989.1 Chaetomium globosum CBS 148.51 CYP65

CH063 01223T0 Colletotrichum higginsianum CYP65

GLRG 09494T0 Colletotrichum graminicola M1.001 CYP65

estExt fgenesh1 pm.C 130072 Cryphonectria parasitica CYP65

AFL2G 00556 Aspergillus flavus CYP65

AO090005000553 Aspergillus oryzae CYP65

TSTA 093880 Talaromyces stipitatus CYP65

CAP80860.1 Penicillium chrysogenum CYP65

An09g01950 Aspergillus niger CBS 513.88 CYP65

e gw1.11.216.1 Aspergillus niger ATCC 1015 CYP65

AFL2G 09433 Aspergillus flavus CYP65

NFIA 112820 Neosartorya fischeri CYP65

Afu7g00290 Aspergillus fumigatus Af293 CYP65

EDP47979.1 Aspergillus fumigatus A1193 CYP65

CH063 12116T0 Colletotrichum higginsianum CYP65

CH063 10685T0 Colletotrichum higginsianum CYP65

GLRG 00528T0 Colletotrichum graminicola M1.001 CYP65

fgenesh1 pm.C scaffold 8000316 Cryphonectria parasitica CYP65

CH063 14433T0 Colletotrichum higginsianum CYP65

e gw1.29.206.1 Fusarium solani f. batatas CYP65

PADG 05764 Paracoccidioides brasiliensis CYP65

PAAG 07263 Paracoccidioides brasiliensis CYP65

PABG 06421 Paracoccidioides brasiliensis CYP65

BDBG 01487 Blastomyces dermatitidis SLH14081 CYP65

BDCG 04504 Blastomyces dermatitidis ER-3 CYP65

HCB02008.1 Histoplasma capsulatum CYP65

HCDG 04696 Histoplasma capsulatum H143 CYP65

HCEG 06148 Histoplasma capsulatum H88 CYP65

HCBG 06403 Histoplasma capsulatum G186AR CYP65

HCAG 00428 Histoplasma capsulatum NAm1 CYP65

BC1G 09503.1 Botrytis cinerea CYP65

BC1G 09503 Botrytis cinerea CYP65

SS1G 08737.1 Sclerotinia sclerotiorum CYP65

e gw1.8.566.1 Cochliobolus heterostrophus CYP65

PTRG 07419 Pyrenophora tritici-repentis CYP65

CLME203023.M Cladonia metacorallifera CYP65

CLME207875.M Cladonia metacorallifera CYP65

SNOG 07018 Stagonospora nodorum CYP65

e gw1.5.138.1 Cochliobolus heterostrophus CYP65

SNOG 14681 Stagonospora nodorum CYP65

GLRG 11839T0 Colletotrichum graminicola M1.001 CYP65

fgenesh61 Magnaporthe oryzae 70-15 CYP65

MGG 09636T0 Magnaporthe oryzae 70-15 CYP65

CH063 01141T0 Colletotrichum higginsianum CYP65

GLRG 11514T0 Colletotrichum graminicola M1.001 CYP65

Genemark1.6624 g Aspergillus carbonarius CYP65

GLRG 09474T0 Colletotrichum graminicola M1.001 CYP65

CH063 03255T0 Colletotrichum higginsianum CYP65

SNOG 02591 Stagonospora nodorum CYP65

FVEG 08438 Fusarium verticillioides CYP65

FOXG 10066 Fusarium oxysporum CYP65

FGSG 03191.3 Fusarium graminearum CYP65

e gw1.8.325.1 Cryphonectria parasitica CYP65

estExt Genewise1.C 42155 Cryphonectria parasitica CYP65

CHG03508.1 Chaetomium globosum CBS 148.51 CYP65

MGG 09945T0 Magnaporthe oryzae 70-15 CYP65

MGG 09945.6 Magnaporthe oryzae 70-15 CYP65

MGG 02982T0 Magnaporthe oryzae 70-15 CYP65

fgenesh774 Magnaporthe oryzae 70-15 CYP65

MGG 02982.6 Magnaporthe oryzae 70-15 CYP65

estExt Genewise1.C 250289 Cochliobolus heterostrophus CYP65

FVEG 00323 Fusarium verticillioides CYP65

fgenesh1 pg.C scaffold 9000016 Aspergillus niger ATCC 1015 CYP65

An12g09560 Aspergillus niger CBS 513.88 CYP65

ATEG 04213.1 Aspergillus terreus CYP65

CAP79884.1 Penicillium chrysogenum CYP65

e gw1.5.118.1 Cochliobolus heterostrophus CYP65

GLRG 11510T0 Colletotrichum graminicola M1.001 CYP65

e gw.12.606.1 Mycosphaerella graminicola CYP65

SNOG 00902 Stagonospora nodorum CYP65

Lema T060820.1 Leptosphaeria maculans CYP65

PTRG 08343 Pyrenophora tritici-repentis CYP65

SNOG 08051 Stagonospora nodorum CYP65

estExt Genewise1Plus.C 50735 Cochliobolus heterostrophus CYP65

ATEG 06281.1 Aspergillus terreus CYP65

SS1G 14450.1 Sclerotinia sclerotiorum CYP65
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Neighbor joining tree of CYP65 Clan


