32

23

17

100 orf19 5728 Candida albicans SC5314 CYP52
88 cdub 593-g99.1 Candida dubliniensis CYP52
100 CTRG 02725.3 Candida tropicalis CYP52
LELG 04957 Lodderomyces elongisporus CYP52
80 —— CPAG 02285 Candida parapsilosis CYP52
e gww1.3.1.459.1 Pichia stipitis CYP52
CPAG 05523 Candida parapsilosis CYP52

100 —|j LELG 03505 Lodderomyces elongisporus CYP52
99 LELG 03506 Lodderomyces elongisporus CYP52

fgenesh1 pm.C chr 8.1000042 Pichia stipitis CYP52
e gww1.3.1.449.1 Pichia stipitis CYP52

CAG85832.1 Debaryomyces hansenii CYP52
PGUG 05855.1 Candida guilliermondii CYP52

CLUG 04851.1 Candida lusitaniae CYP52

e gww1.3.1.1392.1 Pichia stipitis CYP52
fgenesh1 pm.C chr 3.1000237 Pichia stipitis CYP52

100 —— PGUG 01238.1 Candida guilliermondii CYP52

L PGUG 05670.1 Candida guilliermondii CYP52
—— CAG88381.1 Debaryomyces hansenii CYP52

| o

74

84

100 [— CAGB88380.1 Debaryomyces hansenii CYP52

55— CAGB88382.1 Debaryomyces hansenii CYP52

1001 CAWG 02011 Candida albicans WO-1 CYP52
100 orf19 10 Candida albicans SC5314 CYP52
cdub 14-g136.1 Candida dubliniensis CYP52

—— CTRG 03115.3 Candida tropicalis CYP52
CTRG 03120.3 Candida tropicalis CYP52
LELG 03309 Lodderomyces elongisporus CYP52

97

99 —— CPAG 05481 Candida parapsilosis CYP52

87

100 —— CPAG 05482 Candida parapsilosis CYP52
66— CPAG 04394 Candida parapsilosis CYP52
100 I; CPAG 04395 Candida parapsilosis CYP52

l L CPAG 03577 Candida parapsilosis CYP52

LELG 00044 Lodderomyces elongisporus CYP52
1001 CAWG 01383 Candida albicans WO-1 CYP52
100 |1 orf19 7512 Candida albicans SC5314 CYP52
97 cdub 14-g719.1 Candida dubliniensis CYP52
CTRG 01060.3 Candida tropicalis CYP52
CTRG 01061.3 Candida tropicalis CYP52
cdub 14-g720.1 Candida dubliniensis CYP52
99| | CAWG 01382 Candida albicans WO-1 CYP52
1001 orf19 7513 Candida albicans SC5314 CYP52

94

CLUG 03984.1 Candida lusitaniae CYP52
97— CAGB80007.1 Yarrowia lipolytica CYP52
100 —— CAGB82791.1 Yarrowia lipolytica CYP52

89

47

CAG77659.1 Yarrowia lipolytica CYP52
98 L——— CAG83401.1 Yarrowia lipolytica CYP52
CAGB82620.1 Yarrowia lipolytica CYP52

0 CAG83106.1 Yarrowia lipolytica CYP52
CAG82058.1 Yarrowia lipolytica CYP52
100 —— CAG79910.1 Yarrowia lipolytica CYP52
CAG84211.1 Yarrowia lipolytica CYP52
58 —— CAG83107.1 Yarrowia lipolytica CYP52

100 —— CAG84028.1 Yarrowia lipolytica CYP52
CLUG 04098.1 Candida lusitaniae CYP52

30

PGUG 04005.1 Candida guilliermondii CYP52

27

CAG85755.1 Debaryomyces hansenii CYP52
99 CPAG 01250 Candida parapsilosis CYP52
CPAG 01665 Candida parapsilosis CYP52

100 CTRG 04959.3 Candida tropicalis CYP52
cdub 588-g100.1 Candida dubliniensis CYP52

100 L{ orf19 6574 Candida albicans SC5314 CYP52
100 ¢ CAWG 05505 Candida albicans WO-1 CYP52

96

CTRG 03114.3 Candida tropicalis CYP52

CAG81974.1 Yarrowia lipolytica CYP52
100 —— EEA22186.1 Penicillium marneffei CYP52

—— TSTA 012000 Talaromyces stipitatus CYP52
100 An09g01270 Aspergillus niger CBS 513.88 CYP52

77

e gw1.11.186.1 Aspergillus niger ATCC 1015 CYP52

45

92

99

86

99

48

51

34

EEA21088.1 Penicillium marneffei CYP52
ANID 07131 Aspergillus nidulans FGSC A4 CYP52
CAP74173.1 Penicillium chrysogenum CYP52
estExt GeneWisePlus.C 80246 Aspergillus niger ATCC 1015 CYP52
An14g01110 Aspergillus niger CBS 513.88 CYP52
ATEG 02198.1 Aspergillus terreus CYP52
AFL2G 05134 Aspergillus flavus CYP52
AO090011000346 Aspergillus oryzae CYP52
ACLA 054640 Aspergillus clavatus NRRL 1 CYP52
NFIA 029600 Neosartorya fischeri CYP52
Afu4g03800 Aspergillus fumigatus Af293 CYP52
991 EDP47321.1 Aspergillus fumigatus A1193 CYP52
EEA22775.1 Penicillium marneffei CYP52
ATEG 03903.1 Aspergillus terreus CYP52

100

99

CHO063 01685T0 Colletotrichum higginsianum CYP52
100 —— Pa 31920 Podospora anserina CYP52
47 CHG05142.1 Chaetomium globosum CBS 148.51 CYP52
46 CLMEZ201529.M Cladonia metacorallifera CYP52

48 SS1G 13912.1 Sclerotinia sclerotiorum CYP52

— EEA26536.1 Penicillium marneffei CYP52
100 L— TSTA 096360 Talaromyces stipitatus CYP52
CLME201854.M Cladonia metacorallifera CYP52

1001 BC1G 11329.1 Botrytis cinerea CYP52

100 BC1G 11329 Botrytis cinerea CYP52

51

SS1G 10970.1 Sclerotinia sclerotiorum CYP52

50

22

10

estExt fgenesh1 kg.C 30542 Cryphonectria parasitica CYP52
SS1G 05980.1 Sclerotinia sclerotiorum CYP52

0 BC1G 09422.1 Botrytis cinerea CYP52
100! BC1G 09422 Botrytis cinerea CYP52

100

34

100

PTRG 06344 Pyrenophora tritici-repentis CYP52
EfO02.107400.1 Epichloe festucae CYP52
142039 Trichoderma atroviride CYP52

100 estExt Genewise1.C 530012 Trichoderma virens Gv29-8 CYP52
EE fgenesh5 pg.C scaffold 1000780 Trichoderma reesei CYP52
estExt gwp gw1.C 110666 Mycosphaerella graminicola CYP52
fgenesh1 pm.C scaffold 45000005 Mycosphaerella fijiensis CYP52
100 | An13g03000 Aspergillus niger CBS 513.88 CYP52

6

100

! fgenesh1 pg.C scaffold 15000225 Aspergillus niger ATCC 1015 CYP52
100 AFL2G 00228 Aspergillus flavus CYP52
7 AO0090005000220 Aspergillus oryzae CYP52

ATEG 07540.1 Aspergillus terreus CYP52

87

99

CAP96310.1 Penicillium chrysogenum CYP52
g9; EDP54484.1 Aspergillus fumigatus A1193 CYP52
100 |1 Afu2g09540 Aspergillus fumigatus Af293 CYP52
NFIA 085030 Neosartorya fischeri CYP52

ACLA 081330 Aspergillus clavatus NRRL 1 CYP52

10

74

ATEG 06678.1 Aspergillus terreus CYP52
CAP99212.1 Penicillium chrysogenum CYP52
ANID 06057 Aspergillus nidulans FGSC A4 CYP52

100 [ AO090011000712 Aspergillus oryzae CYP52

AFL2G 05445 Aspergillus flavus CYP52
- egw1.6.420.1 Aspergillus carbonarius CYP52

100 e gw1.7.657.1 Aspergillus niger ATCC 1015 CYP52
100 An16g06420 Aspergillus niger CBS 513.88 CYP52

AFL2G 06019 Aspergillus flavus CYP52

47

GLRG 01883T0 Colletotrichum graminicola M1.001 CYP52
| BC1G 02524 Botrytis cinerea CYP52

100! BC1G 02524.1 Botrytis cinerea CYP52

57

gw1.9.152.1 Mycosphaerella fijiensis CYP52

82

17

55

gw.2.447.1 Mycosphaerella graminicola CYP52
99— MGYG 07586 Microsporum gypseum CYP52
83 —— MCYG 06305 Microsporum canis CYP52
— gw1.4.1682.1 Aspergillus niger ATCC 1015 CYP52
9L——— An11g04220 Aspergillus niger CBS 513.88 CYP52
EEA28811.1 Penicillium marneffei CYP52
96—  TSTA 056150 Talaromyces stipitatus CYP52

99

e gw1.2.1051.1 Cochliobolus heterostrophus CYP52

|: estExt Genewise1Plus.C 130335 Cochliobolus heterostrophus CYP52
100

PTRG 04241 Pyrenophora tritici-repentis CYP52

e gw.6.936.1 Mycosphaerella graminicola CYP52

97

9

CLME206361.M Cladonia metacorallifera CYP52

100 | EDP48064.1 Aspergillus fumigatus A1193 CYP52

_L Afu7g01160 Aspergillus fumigatus Af293 CYP52
40 NFIA 113870 Neosartorya fischeri CYP52
62«{— CAP94723.1 Penicillium chrysogenum CYP52

100 UREG 00942.1 Uncinocarpus reesii CYP52

100

9

CHG08218.1 Chaetomium globosum CBS 148.51 CYP52
CLME204518.M Cladonia metacorallifera CYP52
CLME204033.M Cladonia metacorallifera CYP52

18

99

100 —— AFL2G 11704 Aspergillus flavus CYP52
93 AO0090010000548 Aspergillus oryzae CYP52
CAP86458.1 Penicillium chrysogenum CYP52

92

CLME209224 .M Cladonia metacorallifera CYP52
100 | BC1G 01939 Botrytis cinerea CYP52

! BC1G 01939.1 Botrytis cinerea CYP52

CLME207672.M Cladonia metacorallifera CYP52
42 SNOG 06410 Stagonospora nodorum CYP52
9 L— e gw1.20.155.1 Cochliobolus heterostrophus CYP52

96 e gw1.20.145.1 Cochliobolus heterostrophus CYP52
r

Maximum likelihood tree of CYP52 Clan

0.1



