
An16g01030 Aspergillus niger CBS 513.88 CYP504

fgenesh1 pm.C scaffold 7000252 Aspergillus niger ATCC 1015 CYP504

estExt Genewise1.C 61311 Aspergillus carbonarius CYP504

AO090003001361 Aspergillus oryzae CYP504

AFL2G 01710 Aspergillus flavus CYP504

ACLA 003600 Aspergillus clavatus NRRL 1 CYP504

NFIA 040380 Neosartorya fischeri CYP504

EDP51022.1 Aspergillus fumigatus A1193 CYP504

Afu5g01710 Aspergillus fumigatus Af293 CYP504

ANID 08078 Aspergillus nidulans FGSC A4 CYP504

CAP96325.1 Penicillium chrysogenum CYP504

ATEG 09785.1 Aspergillus terreus CYP504

EEA24822.1 Penicillium marneffei CYP504

TSTA 123330 Talaromyces stipitatus CYP504

ATEG 09973.1 Aspergillus terreus CYP504

EfO2.069930.1 Epichloe festucae CYP504

fgenesh1 pm.C scaffold 15000005 Trichoderma reesei CYP504

e gw1.26.117.1 Trichoderma virens Gv29-8 CYP504

132911 Trichoderma atroviride CYP504

estExt fgenesh1 pg.C sca 29 chr12 4 00126 Fusarium solani f. batatas CYP504

FVEG 08703 Fusarium verticillioides CYP504

FOXG 09779 Fusarium oxysporum CYP504

fgenesh2 pg.C scaffold 1000128 Mycosphaerella graminicola CYP504

MGG 04684T0 Magnaporthe oryzae 70-15 CYP504

SNOG 06873 Stagonospora nodorum CYP504

Lema T054470.1 Leptosphaeria maculans CYP504

PTRG 00882 Pyrenophora tritici-repentis CYP504

estExt Genewise1Plus.C 60781 Cochliobolus heterostrophus CYP504

SS1G 06874.1 Sclerotinia sclerotiorum CYP504

TESG 07558T0 Trichophyton tonsurans CYP504

TEQG 04035 Trichophyton equinum CYP504

TERG 05259T0 Trichophyton rubrum CYP504

MGYG 03422 Microsporum gypseum CYP504

MCYG 03814 Microsporum canis CYP504

CPAG 04386 Coccidioides posadasii RMSCC3488 CYP504

CIRG 03872 Coccidioides immitis RMSCC2394.1 CYP504

CPC735 033760 Coccidioides posadasii C735 CYP504

CPSG 00221 Coccidioides posadasii Silveira CYP504

CIMG 07017.2 Coccidioides immitis CYP504

CIHG 09576 Coccidioides immitis H538.4 CYP504

CISG 07415 Coccidioides immitis RMSCC3703 CYP504

UREG 05848.1 Uncinocarpus reesii CYP504

PABG 04510 Paracoccidioides brasiliensis CYP504

PADG 07269 Paracoccidioides brasiliensis CYP504

PAAG 08664 Paracoccidioides brasiliensis CYP504

BDCG 08510 Blastomyces dermatitidis ER-3 CYP504

BDBG 00176 Blastomyces dermatitidis SLH14081 CYP504

HCAG 01861 Histoplasma capsulatum NAm1 CYP504

HCBG 03681 Histoplasma capsulatum G186AR CYP504

HCDG 03824 Histoplasma capsulatum H143 CYP504

HCEG 02641 Histoplasma capsulatum H88 CYP504

CAP97153.1 Penicillium chrysogenum CYP504

CAG77765.1 Yarrowia lipolytica CYP504

e gwh1.7.1.272.1 Pichia stipitis CYP504

CLUG 05046.1 Candida lusitaniae CYP504

PGUG 01534.1 Candida guilliermondii CYP504

CAG86740.1 Debaryomyces hansenii CYP504

CPAG 01739 Candida parapsilosis CYP504

CTRG 03930.3 Candida tropicalis CYP504

cdub 11-g248.1 Candida dubliniensis CYP504

orf19 1411 Candida albicans SC5314 CYP504

CAWG 03371 Candida albicans WO-1 CYP504

UMF5206.1 Ustilago maydis FB1 CYP504

UM05074.1 Ustilago maydis 521 CYP504

estExt fgenesh2 pg.C 50333 Serpula lacrymans CYP504

estExt fgenesh1 pm.C 50343 Serpula lacrymans S7.3 CYP504

UMF5248.1 Ustilago maydis FB1 CYP504

UM01424.1 Ustilago maydis 521 CYP504

fgenesh1 pg.sca 40 chr12 1 0000056 Fusarium solani f. batatas CYP504

CH063 02473T0 Colletotrichum higginsianum CYP504

CH063 14471T0 Colletotrichum higginsianum CYP504

TSTA 079180 Talaromyces stipitatus CYP504

GLRG 10130T0 Colletotrichum graminicola M1.001 CYP504

CH063 08164T0 Colletotrichum higginsianum CYP504

FOXG 10783 Fusarium oxysporum CYP504

EEA24033.1 Penicillium marneffei CYP504

CLME208814.M Cladonia metacorallifera CYP504

FGG01944.1 Fusarium graminearum CYP504

FGG04912.1 Fusarium graminearum CYP504

FGSG 06447.3 Fusarium graminearum CYP504

FVEG 04417 Fusarium verticillioides CYP504

FOXG 07489 Fusarium oxysporum CYP504

e gw1.29.288.1 Fusarium solani f. batatas CYP504

MGG 03352.6 Magnaporthe oryzae 70-15 CYP504

GLRG 09843T0 Colletotrichum graminicola M1.001 CYP504

CH063 11687T0 Colletotrichum higginsianum CYP504

CH063 15294T0 Colletotrichum higginsianum CYP504

VDAG 07313 Verticillium dahliae VdLs. 17 CYP504

VDBG 09163 Verticillium albo-atrum VaMs. 102 CYP504

fgenesh1 pg.C scaffold 22000145 Mycosphaerella fijiensis CYP504

SNOG 13913 Stagonospora nodorum CYP504

estExt Genewise1Plus.C 150008 Cochliobolus heterostrophus CYP504

Lema T124430.1 Leptosphaeria maculans CYP504

EDP56115.1 Aspergillus fumigatus A1193 CYP504

Afu1g08800 Aspergillus fumigatus Af293 CYP504

NFIA 016920 Neosartorya fischeri CYP504

ACLA 026760 Aspergillus clavatus NRRL 1 CYP504

estExt Genemark1.C 1290001 Aspergillus carbonarius CYP504

An08g00180 Aspergillus niger CBS 513.88 CYP504

estExt fgenesh1 pm.C 30542 Aspergillus niger ATCC 1015 CYP504

ATEG 08499.1 Aspergillus terreus CYP504

AO090005001647 Aspergillus oryzae CYP504

AFL2G 01532 Aspergillus flavus CYP504

ANID 01397 Aspergillus nidulans FGSC A4 CYP504

CAP92847.1 Penicillium chrysogenum CYP504

TEQG 07193 Trichophyton equinum CYP504

TESG 06046T0 Trichophyton tonsurans CYP504

TERG 04682T0 Trichophyton rubrum CYP504

MGYG 01948 Microsporum gypseum CYP504

MCYG 01404 Microsporum canis CYP504

PAAG 02928 Paracoccidioides brasiliensis CYP504

UREG 05702.1 Uncinocarpus reesii CYP504

CIRG 04077 Coccidioides immitis RMSCC2394.1 CYP504

CIMG 07204.2 Coccidioides immitis CYP504

CIHG 08988 Coccidioides immitis H538.4 CYP504

CPSG 00027 Coccidioides posadasii Silveira CYP504

CPC735 035300 Coccidioides posadasii C735 CYP504

CPAG 04578 Coccidioides posadasii RMSCC3488 CYP504

PGUG 05169.1 Candida guilliermondii CYP504

EEA20000.1 Penicillium marneffei CYP504

fgenesh1 pg.sca 21 unmapped000006 Fusarium solani f. batatas CYP504

e gw1.6.818.1 Aspergillus niger ATCC 1015 CYP504

An15g04380 Aspergillus niger CBS 513.88 CYP504

EEA23273.1 Penicillium marneffei CYP504

TSTA 106350 Talaromyces stipitatus CYP504

gw.1.2625.1 Mycosphaerella graminicola CYP504

synt with mycgr.1 200 Mycosphaerella fijiensis CYP504

estExt Genewise1Plus.C 60357 Cochliobolus heterostrophus CYP504

SNOG 07254 Stagonospora nodorum CYP504

PTRG 00482 Pyrenophora tritici-repentis CYP504

fgenesh1 pg.C scaffold 3000374 Cochliobolus heterostrophus CYP504

GLRG 10090T0 Colletotrichum graminicola M1.001 CYP504

CAP97511.1 Penicillium chrysogenum CYP504

e gw1.47.62.1 Fusarium solani f. batatas CYP504

An12g04210 Aspergillus niger CBS 513.88 CYP504

e gw1.112.2.1 Aspergillus niger ATCC 1015 CYP504

estExt Genewise1Plus.C 150367 Aspergillus carbonarius CYP504

ATEG 07913.1 Aspergillus terreus CYP504

EEA24596.1 Penicillium marneffei CYP504

TSTA 121030 Talaromyces stipitatus CYP504

ANID 02347 Aspergillus nidulans FGSC A4 CYP504

gw1.9.669.1 Aspergillus niger ATCC 1015 CYP504

BC1G 03945 Botrytis cinerea CYP504

BC1G 03945.1 Botrytis cinerea CYP504
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