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100

99

Neighbor joining tree of Clan CYP544

100 — 9i[357125480|ref|XP 003564422.1| PREDICTED: cytochrome P450 94A1-like Brachypodium distachyon

40| L— gi|326496186|dbj|BAJ90714.1| predicted protein Hordeum vulgare subsp. vulgare

0i|195656805|gb|ACG47870.1| cytochrome P450 CYP94D27 Zea mays
| — 0i|115440549|ref|[NP 001044554.1| Os01g0804400 Oryza sativa Japonica Group

28

100

0i|125528073|gb|EAY76187.1| hypothetical protein Osl 04120 Oryza sativa Indica Group

——— (i|242087965|ref| XP 002439815.1| hypothetical protein SORBIDRAFT 099020650 Sorghum bicolor
100 | 0i|22748335|gb|AAN05337.1| Putative cytochrome P450 Oryza sativa Japonica Group
0i|115451645]|ref|[NP 001049423.1| Os03g0223100 Oryza sativa Japonica Group

92

67

100 |— 0i|242036461|ref|XP 002465625.1| hypothetical protein SORBIDRAFT 019042470 Sorghum bicolor

84 0i|326525587|dbj|BAJ88840.1| predicted protein Hordeum vulgare subsp. vulgare
1400{ 0i|326515918|dbj|BAJ87982.1| predicted protein Hordeum vulgare subsp. vulgare
— 0i|224086763|ref|XP 002307954.1| cytochrome P450 Populus trichocarpa
100 [L— gi|224137634ref|XP 002322606.1| cytochrome P450 Populus trichocarpa

100 0i[255556888|ref|XP 002519477.1| cytochrome P450 putative Ricinus communis
o7 0i|225440161|ref|XP 002278009.1| PREDICTED: cytochrome P450 94A1 Vitis vinifera

0i|356504643|ref|XP 003521105.1| PREDICTED: cytochrome P450 94A1-like Glycine max
98 - 9i|15228981|ref|NP 191222.1| cytochrome P450 family 94 subfamily D polypeptide 2 Arabidopsis thaliana

66

99
0i|297816984|ref|XP 002876375.1| CYP94D2 Arabidopsis lyrata subsp. lyrata

0i|297851888|ref|XP 002893825.1| CYP94D1 Arabidopsis lyrata subsp. lyrata

99 | 19i1116830948|gb|ABK28430.1| unknown Arabidopsis thaliana
100 1'gi|15218671|ref|NP 174713.1| cytochrome P450 family 94 subfamily D polypeptide 1 Arabidopsis thaliana

100

0i|148907534|gb|ABR16897.1| unknown Picea sitchensis
93 0i[224121982]ref|XP 002318721.1| predicted protein Populus trichocarpa

91{— 0i[225456303|ref|XP 002279981.1| PREDICTED: cytochrome P450 94A1-like Vitis vinifera
i 0i356494939|ref|XP 003516338.1| PREDICTED: cytochrome P450 94A2-like Glycine max

10 0i|308229874]gb|AD024345.1| cytochrome P450 A Capsicum annuum

50

0i|326528785|dbj|BAJ97414.1| predicted protein Hordeum vulgare subsp. vulgare

99

0i[356503584|ref|XP 003520587.1| PREDICTED: cytochrome P450 94A1-like Glycine max
100 - 9i|18000072|gb|AAL54887.1|AF092916 1 cytochrome P450-dependent fatty acid hydroxylase Nicotiana tabacum

100
100

0i|18000066|gb|AAL54884.1|AF092913 1 cytochrome P450-dependent fatty acid hydroxylase Nicotiana tabacum

94

gi|71726948|gb|AAZ39645.1| cytochrome P450 monooxygenase Petunia x hybrida
——— @i|18000070|gb|AAL54886.1|AF092915 1 cytochrome P450-dependent fatty acid hydroxylase Nicotiana tabacum

100

100 19i[225437272|ref| XP 002282477.1| PREDICTED: cytochrome P450 94A1-like Vitis vinifera

100 | *9i|297735522|emb|CBI17962.3| unnamed protein product Vitis vinifera
% 0i|225437270|ref|XP 002282468.1| PREDICTED: cytochrome P450 94A1 Vitis vinifera

1001 gi|147777916|emb|CAN75729.1| hypothetical protein VITISV 031409 Vitis vinifera

0i|255559967|ref|XP 002521002.1| cytochrome P450 putative Ricinus communis

0i|255559971|ref|XP 002521004.1| cytochrome P450 putative Ricinus communis
100  9i[224143170|ref|XP 002336002.1| cytochrome P450 Populus trichocarpa
0i|224089487|ref|XP 002335046.1| cytochrome P450 Populus trichocarpa
100 0i|224062179|ref|XP 002300790.1| cytochrome P450 Populus trichocarpa
89 0i|224062173|ref|XP 002300789.1| cytochrome P450 Populus trichocarpa
0i|255576331|ref|XP 002529058.1| cytochrome P4350 putative Ricinus communis

0i|168021353|ref|XP 001763206.1| predicted protein Physcomitrella patens subsp. patens

0i|302813914|ref|XP 002988642.1| medium chain fatty acid hydroxylase Selaginella moellendorffii

41

99 I 0i|302795845|ref|XP 002979685.1| medium chain fatty acid hydroxylase Selaginella moellendorffii

100 L 0i|302807397|ref|XP 002985393.1| hypothetical protein SELMODRAFT 122098 Selaginella moellendorffii
100 | 0i|356506210|ref|XP 003521880.1| PREDICTED: cytochrome P450 86A2-like Glycine max
L 0i|356522606|ref|XP 003529937.1| PREDICTED: cytochrome P450 86A2-like Glycine max

100

Plants

0i|148906598|gb|ABR16451.1| unknown Picea sitchensis
0i|356576969|ref|XP 003556602.1| PREDICTED: cytochrome P450 86B1-like Glycine max

97

0i|255565570|ref|XP 002523775.1| cytochrome P450 putative Ricinus communis
0i|357473941|ref|XP 003607255.1| Cytochrome P450 Medicago truncatula
0i[359489502|ref|XP 002270628.2| PREDICTED: cytochrome P450 704C1-like Vitis vinifera

100 |
53

71
100 [[ 0i|296089093|emb|CBI38796.3| unnamed protein product Vitis vinifera
0i[359489500|ref|XP 002270594.2| PREDICTED: cytochrome P450 704C1-like Vitis vinifera
| 0i|20146758|gb|AAM12494.1|AC074232 21 cytochrome P450-like protein Oryza sativa Japonica Group

79

100
100 L 0i|110289450|gb|AAP54707.2| Cytochrome P450 family protein expressed Oryza sativa Japonica Group

0i|297824599|ref|XP 002880182.1| CYP704A2 Arabidopsis lyrata subsp. lyrata
0i|224127426|ref|XP 002320071.1| cytochrome P450 Populus trichocarpa

100

100

100 — 9i|168023956|ref|XP 001764503.1| predicted protein Physcomitrella patens subsp. patens

—— 0i|168024173|ref|XP 001764611.1| predicted protein Physcomitrella patens subsp. patens

0i|295812497|gb|ADG34845.1| cytochrome P450 protein VVanda hybrid cultivar

100

0i|326529981|dbj|BAK08270.1| predicted protein Hordeum vulgare subsp. vulgare

P 100 1 9i|1357478749]ref|XP 003609660.1| Cytochrome P450 Medicago truncatula
% gi|357483227|ref|XP 003611900. 1] Cytochrome P450 Medicago truncatula
— 0i|255562920|ref|XP 002522465.1| cytochrome P450 putative Ricinus communis
0i|145337333|ref|NP 177109.3| cytochrome P450 family 704 subfamily B polypeptide 1 Arabidopsis thaliana

77 |
100 L gi|2978387135|ref|XP 002887239.1| oxygen binding protein Arabidopsis lyrata subsp. lyrata
0i|325182055|emb|CCA16508.1| unnamed protein product Albugo laibachii Nc14

90

100

0i|348675913|gb|EGZ15731.1| hypothetical protein PHYSODRAFT 508739 Phytophthora sojae

100

42

58

0i|301100906|ref|XP 002899542.1| cytochrome P450 putative Phytophthora infestans T30-4

" 0i[348677720|gb|EGZ17537.1| hypothetical protein PHYSODRAFT 499752 Phytophthora sojae

0i|348666380|gb|EGZ06207.1| hypothetical protein PHYSODRAFT 386515 Phytophthora sojae

0i|301089100|ref|XP 002894891.1| cytochrome P450 putative Phytophthora infestans T30-4

100 gi|348679527|gb|EGZ19343.1| hypothetical protein PHYSODRAFT 493683 Phytophthora sojae

68

gi|71024781|ref|XP 762620.1| hypothetical protein UM06473.1 Ustilago maydis 521 ‘
0i|343428411]|emb|CBQ71941.1| related to Cytochrome P450 Sporisorium reilianum SRZ2

85

14{

100

00 | VDAG 07448 Verticillium dahliae VdLs. 17
0i[346972832|gb|EGY16284.1| cytochrome P450 94A2 Verticillium dahliae VdLs.17

€ gw1.47.12.1 Fusarium solani f. batatas

94

| 0i|302884977|ref| XP 003041382.1| hypothetical protein NECHADRAFT 54370 Nectria haematococca mpV1 77-13-4
0i|378732943|gb|EHY59402.1| hypothetical protein HMPREF 1120 07392 Exophiala dermatitidis NIH/UT8656

0i[345567063|gb|EGX50000.1| hypothetical protein AOL s00076g486 Arthrobotrys oligospora ATCC 24927

100

BC1G 14081 Botrytis cinerea

¥ BC1G 14081.1 Botrytis cinerea

sl

9

g

0i|154293647|ref|XP 00154 7308.1| hypothetical protein BC1G 14081 Botryotinia fuckeliana B05.10
0i|347441944|emb|CCD34865.1| similar to cytochrome P450 Botryotinia fuckeliana

SS1G 09538.1 Sclerotinia sclerotiorum
71gi|156047697|ref|XP 001589816.1| hypothetical protein SS1G 09538 Sclerotinia sclerotiorum 1980

I|1310800560|gb|EFQ35453.1| cytochrome P450 Glomerella graminicola M1.001
0i|145611354|ref|XP 368792.2| hypothetical protein MGG 00452 Magnaporthe oryzae 70-15

N

43

56

100

FVEG 02317 Fusarium verticillioides

FOXG 03445 Fusarium oxysporum
0i|342876908|gb|EGU78459.1| hypothetical protein FOXB 10980 Fusarium oxysporum Fo5176

74

FGSG 08377.3 Fusarium graminearum
100 L gi|46127999|ref|XP 388553.1| hypothetical protein FG08377.1 Gibberella zeae PH-1

e gw1.2.1471.1 Fusarium solani f. batatas

100 | 0i|302920046|ref|XP 003052989.1| predicted protein Nectria haematococca mpVI77-13-4

0i|320591579|gb|EFX04018.1| cytochrome p450 monooxygenase Grosmannia clavigera kw1407

41

30

estExt Genewise1.C 90517 Cryphonectria parasitica

34

0.2

NCU10011TO Neurosporacrassa

79
74| 9i|85089707|ref|XP 958072.1| hypothetical protein NCU10011 Neurospora crassa OR74A
o estExt Genewise1.C 20555 Neurospora tetrasperma
100

0i|336466212|gb|EGO54377.1| hypothetical protein NEUTE1DRAFT 68965 Neurospora tetrasperma FGSC 2508

estExt Genewise1.C 60834 Neurospora discreta
0i|336270100|ref|XP 003349809.1| hypothetical protein SMAC 00697 Sordaria macrospora k-hell

99

100 1 Pa 4 3150 Podospora anserina
0i|171681826|ref|XP 001905856.1| hypothetical protein Podospora anserina S mat+

-~ 0i|340939219|gb|[EGS19841.1| monooxygenase-like protein Chaetomium thermophilum var. thermophilum DSM 1495

2‘ e gw1.5.1553.1 Thielavia terrestris
52 0i[367040639]ref| XP 003650700.1| hypothetical protein THITE 2110450 Thielavia terrestris NRRL 8126

estExt Genewise1Plus.C 50946 Sporotrichum thermophile
- 0i|367030101]|ref|XP 003664334.1| hypothetical protein MYCTH 2307054 Myceliophthora thermophila ATCC 42464

77  CHG08890.1 Chaetomium globosum CBS 148.51

i

\

100 0i|116202011|ref|XP 001226817.1| hypothetical protein CHGG 08890 Chaetomium globosum CBS 148.51

Basidiomycetes

J

0i|17366212|sp|081117.2|C94A1 VICSA RecName: Full Cytochrome P450 94A1 AltName: Full P450-dependent fatty acid omega-hydroxylase

pa- Oomycetes

Ascomycetes



