Supplementary Table

Table S1. Poly I:C effect on epigenetic modifiers in human fibroblasts (p<0.05, 2-fold changes)

Downregulated genes
CDYL2, EHMT2, HDAC1, HDAC2, HDACS5, HDAC7, TRIM73

Upregulated genes

ATF6B, AURKC, CSRP2BP, CTBP1, DNMT3A, EED, EHMT2, MLLS5,
MYST3, MYST4, NCOA1l, NSD1, PCGF5, PCGF3, RPS6KAS3,
RPS6KA5, SUZ12P, TRIM3, TRIM10, TRIM14, TRIM16L, TRIM25,
TRIM58, TRIM62, TRIM64, USP16, WHSC1, ZMYND17
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Figure S1. Irrelevant retroviral vector or non-integrating pMX-GFP accelerates CPP-induced
gene expression, Related to Figure 1


http://ees.elsevier.com/cell/download.aspx?id=859621&guid=cc980940-0042-4d91-9b2c-48f0319ed491&scheme=1
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Figure S2. Gene expression induced by individual reprogramming factors expressed from virai
vectors or delivered as cell-permeant peptides, Related to Figure 1 and Figure 2


http://ees.elsevier.com/cell/download.aspx?id=859622&guid=cef60215-c349-4e31-a473-894d96f4a46e&scheme=1
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Figure S3. Characterization of Human piPSCs and ppiPSCs, Related to Figure 6


http://ees.elsevier.com/cell/download.aspx?id=859623&guid=02c47d78-c5db-4121-bfed-2e955adac31d&scheme=1
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Figure S4. Poly |:C/Viral particles promote early epigenetic modification.


http://ees.elsevier.com/cell/download.aspx?id=859624&guid=018696cf-6f7e-4c03-9e69-9ccaaf7d941e&scheme=1
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Figure S5. Poly |:C/Viral particles promote epigenetic modification.


http://ees.elsevier.com/cell/download.aspx?id=859625&guid=6dfbd1cb-3dd7-4620-830e-d70f45135887&scheme=1
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Figure S6. NF-xB, IKKz or IRF3 inhibition impairs Doxycycline inducible
reprogramming.


http://ees.elsevier.com/cell/download.aspx?id=859627&guid=6761a5c8-ae56-4991-961b-a33229246640&scheme=1
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Figure S7. NF-kB, IKKe or IRF3 inhibition blocks the poly I:C-induced epigenetic
modification in Dox-MEF.


http://ees.elsevier.com/cell/download.aspx?id=859628&guid=43912430-7dc3-4cab-ad4d-3de15dcdca94&scheme=1



