
Additional file 2. Alignment of D. japonica and S. mediterranea PIWI2

D. japonica   PIWI2 [EST: Dj_CL0040_001_b2]
S. mediterranea  PIWI2 [Swiss-Prot: Q2Q5Y8]

Protein Alignment Identical rate of amino acids = 93.6%
Identical and homologous substitution rate of amino acids = 98.4%



Nucleotide Alignment Identical rate of nucleotides = 79.7%




