
Additional file 3. Alignment of D. japonica and S. mediterranea GGT1

D. japonica  GGT1 [EST: Dj_aH_529_E12.double]
S. mediterranea  GGT1 [GenBank: DN304849.1]

Protein Alignment Identical rate of amino acids = 69.8%
Identical and homologous substitution rate of amino acids = 88.3%

Nucleotide Alignment Identical rate of nucleotides = 72.8%


