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Figure S6: Simulations of oligomer size distributions. Average size distributions were
calculated using the parameters derived from the fitting of the experimental initial rates
using the equations of the model (see main manuscript text). (a) Average size of the
oligomers as a function of the total protein concentration; (b) Average size of all the
particles present in solution; (c) Size distribution of the oligomers at 1 mM of total protein
concentration; (d) Size distribution of the oligomers at the critical concentration, (Ka-K)™,

obtained under each experimental condition.



