
 

Figure S6: Simulations of oligomer size distributions. Average size distributions were 

calculated using the parameters derived from the fitting of the experimental initial rates 

using the equations of the model (see main manuscript text). (a) Average size of the 

oligomers as a function of the total protein concentration; (b) Average size of all the 

particles present in solution; (c) Size distribution of the oligomers at 1 mM of total protein 

concentration; (d) Size distribution of the oligomers at the critical concentration, (KA·KI)−1, 

obtained under each experimental condition. 

  

-4.0 -3.5 -3.0 -2.5
0

5

10

15

20

25

30

d

b

c

 50 mM NaCl
 100 mM NaCl
 200 mM NaCl
 K43A-N47A Spc SH3 100 mM NaCl

 

 

Av
er

ag
e 

ol
ig

om
er

 s
ize

log (C0 / M)

a

0 10 20 30 40 50 60
0.000

0.005

0.010

0.015

 

 

 50 mM NaCl
 100 mM NaCl
 200 mM NaCl

Fr
ac

tio
n 

of
 p

ro
te

in
 m

on
om

er
s

Oligomer size
0 10 20 30 40 50 60 70 80 90 100

0.000

0.005

0.010

0.015

0.020

 

 

Fr
ac

tio
n 

of
 p

ro
te

in
 m

on
om

er
s

oligomer size

 50 mM NaCl
 100 mM NaCl
 200 mM NaCl

-4.0 -3.5 -3.0 -2.5
0

2

4

6

8

10

12

 

 

 50 mM NaCl
 100 mM NaCl
 200 mM NaCl
 K43A-N47A Spc SH3 100 mM NaCl

O
ve

ra
ll a

ve
ra

ge
 p

ar
tic

le
 s

ize

log (C0 / M)


