
TABEL S2 

 

Strains used in the study 

 

 

 

Strain / plasmid  
 

Relevant characteristics Reference 

WP244  
 

NCTC 8178 Wild-type Newman (1) 

Newman-agr  ΔagrA::Tn551 (2) 
WP 258  WP244, transformed with pTX: 

RNAIII from (4) 
 

This study 
 

WP 262  WP244, transformed pTX: No 
insert from (4) 
 

This study 
 

 
WP 264  

WP244, transformed pTX: agrA 
from (4) 
 

This study 
 

WP 298  Newman (NCTC 8178), 
ΔagrA::Tn551 transduced from 
Newman-agr (2) 
 

This study 
 

ATCC 25923 MIC reference strain American Type Culture 
Collection 
 

WA400  
 

8325-4: ΔRNAIII region::cat86 (3) 
 

WP418 Newman (NCTC 8178),  
ΔRNAIII region::cat86 transduced 
from WA400 (3) 

This study 

WP422 WP418, transformed pTX: agrA 
from (4) 
 

This study 

WP424 WP418, transformed pTX: No 
insert from (4) 
 

This study 

WP426 WP418, transformed with pTX: 
RNAIII from (4) 
 

This study 

pTX: No insert   (4) 
pTX: RNAIII  RNAIII expression (4) 
pTX: agrA  agrA expression (4) 
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