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. Number adipose_full_2010_03_21_  Black_Angus_SNP_ Goldwyn_SNP_ Kidney_full_ liver_full_2010_03_21_ lung_full_ muscle_full_ duodenum_full_ hypothalamus_full_2010_03_21_

Locus_Name Chromosome - Coordinate  “oc tab with score 2010 03 17 21009 X o stated 2010 03 17 tab with score anr tab with score annotated.tab with score annotated.tab with score P°Y*"® annotated.tab with score  annotated.tab with score
LGT7000 2 36561910 1 Intergen 0 0 o o 1 0 0 0 0 0 0

LGT7001 2 36757022 1 Intergen 0 1 0o o 0 0 0 0 0 0 0 0
LGT7003 2 37040613 2 Intergen 0 1 0o o 1 0 0 0 0 0 0 0
LGT7004 2 37102338 10 Non syn 1 1 0 1 1 1 1 1 1 0 1 1
LGT7005 2 37456639 1 Non syn 0 0 0o o 0 0 0 0 1 0 0 0
LGT7006 2 37537319 1 Non syn 0 0 o o 0 0 0 0 0 0 0 1
LGT7007 4 89932012 5 Non syn 1 1 11 1 1 1 1 1 1 1 1
LGT7008 4 90126315 1 non syn 0 0 0o o 0 0 1 0 0 0 0 0
LGT7009 4 90365312 1 non syn 0 0 0o o 0 0 0 0 1 0 0 0
LGT7010 4 90459427 1 non syn 0 0 0o o 1 0 0 0 0 0 0 0
LGT7011 4 90541838 2 non syn 0 0 o o 0 1 0 0 0 1 0 0
LGT7012 4 90855158 2 intron 0 1 0o o0 1 0 0 0 0 0 0 0
LGT7013 4 116645056 1 Non syn 0 0 0o o 0 0 1 0 0 0 0 0
LGT7014 4 116673793 1 intergenic 0 1 0o o 0 0 0 0 0 0 0 0
LGT7015 4 116792266 8 3 Prime 1 1 o o 0 1 1 1 1 0 1 1
LGT7016 4 116931344 1 non syn 0 0 0o o0 1 0 0 0 0 0 0 0
LGT7017 4 117166496 1 non syn 0 0 0o o 0 0 0 0 1 0 0 0
LGT7018 4 117127611 1 intronic 0 0 0o o 1 0 0 0 0 0 0 0
LGT7019 4 117264851 1 non syn 0 0 0o o 0 0 1 0 0 0 0 0
LGT7020 4 117336096 1 Non Syn 0 0 0o o0 0 0 1 0 0 0 0 0
LGT7021 4 117626640 1 upstream 0 1 0o o 0 0 0 0 0 0 0 0
LGT7022 5 30065273 3 non syn 1 1 0o o 1 0 0 0 0 0 0 0
LGT7023 5 30271639 2 NON_SYNONYMOUS_CODING 0 0 0o o 1 0 0 1 0 0 0 0
LGT7024 5 30367870 1 NON_SYNONYMOUS_CODING 0 0 0o o0 1 0 0 0 0 0 0 0
LGT7026 5 30712872 1 NON_SYNONYMOUS_CODING 0 0 0o o 0 0 0 0 0 0 0 1
LGT7027 5 30838578 0 #N/A 0 0 0o o 0 0 0 0 0 0 0 0
LGT7028 5 30058737 2 INTRONIC 0 1 0o o 1 0 0 0 0 0 0 0
LGT7029 5 66063610 1 INTERGENIC 0 1 0o o0 0 0 0 0 0 0 0 0
LGT7030 5 66309621 1 INTERGENIC 0 1 0o o 0 0 0 0 0 0 0 0
LGT7031 5 66505020 2 INTERGENIC 0 1 0o o 1 0 0 0 0 0 0 0
LGT7032 5 66801128 1 UPSTREAM 0 ) 0o o 1 0 0 0 0 0 0 0
LGT7034 5 67000010 1 INTERGENIC 0 1 0o 0 0 0 0 0 0 0 0 0
LGT7035 5 67204152 2 INTERGENIC 0 1 0o o 1 0 0 0 0 0 0 0
LGT7036 5 67400657 1 INTERGENIC 0 ) 0o o 1 0 0 0 0 0 0 0
LGT7038 5 67657435 1 3PRIME_UTR 0 0 0o o 0 0 0 0 0 0 0 1
LGT7039 5 67901639 1 INTERGENIC 0 0 0o o0 1 0 0 0 0 0 0 0
LGT7040 5 68101089 1 INTERGENIC 0 0 0o o 1 0 0 0 0 0 0 0
LGT7041 5 68678675 1 missense 0 0 0 1 0 0 0 0 0 0 0 0
LGT7042 6 98267764 1 INTERGENIC 0 1 0o o 0 0 0 0 0 0 0 0
LGT7043 6 98467430 2 INTERGENIC 0 1 0o o0 1 0 0 0 0 0 0 0
LGT7044 6 98664854 1 INTERGENIC 0 1 0o o 0 0 0 0 0 0 0 0
LGT7045 6 98873584 2 INTERGENIC 0 1 0o o 1 0 0 0 0 0 0 0
LGT7046 6 99067862 2 INTERGENIC 0 1 o o 1 0 0 0 0 0 0 0
LGT7047 6 99236280 1 NON_SYNONYMOUS_CODING 0 0 0o o0 0 0 0 0 1 0 0 0
LGT7048 7 24106584 1 INTERGENIC 0 1 0o o 0 0 0 0 0 0 0 0
LGT7049 7 24211137 1 UPSTREAM 0 1 0o o 0 0 0 0 0 0 0 0
LGT7050 7 24506545 1 UPSTREAM 0 1 o o 0 0 0 0 0 0 0 0
LGT7051 7 24600361 2 SYNONYMOUS_CODING 0 0 0o o0 1 0 0 0 1 0 0 0
LGT7052 7 24691811 3 NON_SYNONYMOUS_CODING 0 0 0o o 0 1 0 0 1 0 0 1
LGT7053 7 24913972 2 INTERGENIC 0 1 0o o 1 ) 0 0 0 0 0 0
LGT7054 7 25104439 1 INTERGENIC 0 1 o o 0 0 0 0 0 0 0 0
LGT7055 9 62446536 1 INTERGENIC 0 0 0o o0 1 0 0 0 0 0 0 0
LGT7056 9 62848329 1 UPSTREAM 0 0 0o o 1 0 0 0 0 0 0 0
LGT7057 9 62014125 2 SPLICE_SITE 0 1 0o o 1 0 0 0 0 0 0 0
LGT7058 9 63037865 1 NON_SYNONYMOUS_CODING 0 ) o o 0 0 1 0 0 0 0 0
LGT7059 9 63199430 5 NON_SYNONYMOUS_CODING 1 0 0o o 0 0 1 1 1 0 0 1
LGT7060 9 63211257 1 NON_SYNONYMOUS_CODING 0 0 0o o 0 0 0 0 0 0 0 1
LGT7061 9 63426215 1 INTRONIC 0 0 o o 1 0 0 0 0 0 0 0
LGT7062 10 38243823 6 SYNONYMOUS_CODING 0 0 11 1 0 1 0 0 1 0 1
LGT7063 10 38355911 12 NON_SYNONYMOUS_CODING 1 1 11 1 1 1 1 1 1 1 1
LGT7064 10 38566674 2 INTERGENIC 0 1 0o o 1 0 0 0 0 0 0 0
LGT7065 10 38725566 2 INTERGENIC 0 1 0o o 1 0 0 0 0 0 0 0
LGT7067 10 39126254 1 INTERGENIC 0 1 o o 0 0 0 0 0 0 0 0
LGT7068 10 39183273 1 INTERGENIC 0 1 0o o0 0 0 0 0 0 0 0 0
LGT7069 12 79577002 1 INTERGENIC 0 1 0o o 0 0 0 0 0 0 0 0
LGT7070 12 79730572 1 INTERGENIC 0 1 0o o 0 0 0 0 0 0 0 0
LGT7071 12 79976622 1 INTERGENIC 0 0 o o 1 0 0 0 0 0 0 0
LGT7072 12 80176597 1 INTERGENIC 0 1 0o o0 0 0 0 0 0 0 0 0
LGT7073 12 80281658 1 NON_SYNONYMOUS_CODING 0 0 0o o 0 0 0 0 1 0 0 0
LGT7074 12 80377897 2 INTERGENIC 0 1 0o o 1 0 0 0 0 0 0 0
LGT7075 12 80576390 2 INTERGENIC 0 1 0o o 1 0 0 0 0 0 0 0
LGT7076 14 3646911 1 NON_SYNONYMOUS_CODING 0 0 0o o0 1 0 0 0 0 0 0 0
LGT7078 14 3945197 1 INTRONIC 0 0 0o o 1 0 0 0 0 0 0 0
LGT7079 14 4145186 2 INTERGENIC 0 1 0o o 1 0 0 0 0 0 0 0
LGT7080 14 4345492 2 INTERGENIC 0 1 o o 1 0 0 0 0 0 0 0
LGT7081 14 4546825 1 INTERGENIC 0 1 0o o0 0 0 0 0 0 0 0 0
LGT7082 14 4645082 1 INTERGENIC 0 0 0o o 1 0 0 0 0 0 0 0
LGT7083 15 70134670 1 INTERGENIC 0 1 0o o 0 0 0 0 0 0 0 0
LGT7084 15 70310357 3 SYNONYMOUS_CODING 1 1 o o 0 0 0 0 0 0 0 1
LGT7085 15 70632844 1 INTERGENIC 0 0 0o 0 1 0 0 0 0 0 0 0
LGT7086 15 70832278 1 INTERGENIC 0 0 0o o 1 0 0 0 0 0 0 0
LGT7087 15 71043307 1 INTERGENIC 0 0 0o o 1 0 0 0 0 0 0 0
LGT7088 15 71130843 1 INTERGENIC 0 0 o o 1 0 0 0 0 0 0 0
LGT7089 16 63062677 2 INTERGENIC 0 1 0o o0 1 0 0 0 0 0 0 0
LGT7090 16 63257291 2 INTRONIC 0 1 0o o 1 0 0 0 0 0 0 0
LGT7091 16 63481664 8 NON_SYNONYMOUS_CODING 1 1 0o o 0 1 1 1 1 0 1 1
LGT7092 16 63545100 1 NON_SYNONYMOUS_CODING 0 ) 0o o 0 ) 0 1 0 0 0 0
LGT7093 16 63658506 5 NON_SYNONYMOUS_CODING 1 0 0o o0 1 1 0 0 1 0 1 0
LGT7094 16 63847036 2 STOP_GAINED 0 1 0o o 1 0 0 0 0 0 0 0
LGT7096 16 64057144 1 INTERGENIC 0 ) o o 1 0 0 0 0 0 0 0
LGT7097 17 37012993 2 3UTR 0 0 0o 1 0 0 0 0 0 1 0 0
LGT7098 17 37285585 1 gene/intron 0 0 0o o0 0 0 0 0 0 1 0 0
LGT7099 17 37648452 0 #N/A 0 0 0o o 0 0 0 0 0 0 0 0
LGT7100 17 37673078 1 gene/intron 0 0 0 1 0 0 0 0 0 0 0 0
LGT7101 17 37934226 1 intergenic 0 0 o 1 0 0 0 0 0 0 0 0
LGT7102 17 43855058 1 intergenic 0 0 0 1 0 0 0 0 0 0 0 0
LGT7103 17 43900405 1 missense 0 0 0 1 0 0 0 0 0 0 0 0
LGT7104 17 44008511 1 gene/intron 0 0 0 1 0 0 0 0 0 0 0 0
LGT7105 17 44092771 1 3UTR 0 0 o 1 0 0 0 0 0 0 0 0
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LGT7113
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LGT7116
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LGT7118
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LGT7120
LGT7121
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LGT7123
LGT7124
LGT7125
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LGT7129
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LGT7195
LGT7196
LGT7197
LGT7198
LGT7199
LGT7200
LGT7201
LGT7202
LGT7203
LGT7204
LGT7205
LGT7206

44532823
44725745
4483604
4576553
4719720
4885326
4947615
5043836
5222383
5355482
38314775
38404423
38616358
38884145
39014460
39198878
39329256
5204229
5393136
5602489
5649827
5803071
6052487
6202399
12123571
12227779
12469799
12677405
12897171
13094921
24328333
24529090
24626974
24826655
24934945
24945877
25026800
25246712
25308815
41915183
42219360
42415441
42616359
42815344
42914966
287928112
28988795
29187301
29381171
29587088
29741673
26438122
26571763
26822769
26887464
27024940
27171069
27364999
7142371
7506448
7609729
7787575
7818736
8080376
8100463
14902719
14990009
15112384
15313586
15374005
15618682
15807527
25658635
25867514
26031443
26195737
26300403
26396433
26503685
26592569
29157283
29307663
29454873
29656095
29750414
29954260
30053493
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59533455
59727836
3872772
3941896
4158923
4264490
4459856
4560896
4662196
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4831681
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90115830
90208886
90221618
66199816
66398195
66601881
66801321
112300173
112390150
112639619
112796763
113103674
113201695
113291519
47743503
47634172
48100723
48278737
48274239
48501473
61868149
62519808
62522459
62558602
63032103
85001920
85195447
85461934
85599131
85757495
85973984
28652646
28846772
29046167
29245694
29342853
29546666
29642496
108157384
108379546
108616181
108682068
108836863
108854292
31943796
31958499
32049120
32139727
32165127
32625419
32625544
32668316
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