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Fig. S3. Conserved nature of the secondary structure of h21 of the 16S rRNA obtained from the environmental metagenome.
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Fig. S4. Length polymorphism of RNA helices. (A) Comparison of secondary structures. The RNA h6, h10, and h17 of HO1 are shorter than those of E. coli by 7,
15, and 25 bases, respectively. h6 of BO1 is elongated by 13 bases. (B) Positions of h6, h10, and h17 in the crystal structure of the E. coli ribosome.
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