
MAGDLSAGFFMEELNTYRQKQGVVLKYQELPNSGPPHDRRFTFQVIIDGREFPEGEGRS
KKEAKNAAAKLAVEILNKEKKAAALEHHHHHH 

MGRKKRRQRRRGHSGRKKRRQRRRGHIYPYDVPDYAGDPGRKKRRQRRRGDPAGDLS
AGFFMEELNTYRQKQGVVLKYQELPNSGPPHDRRFTFQVIIDGREFPEGEGRSKKEAKNA
AAKLAVEILNKEKKAAALEHHHHHH 

DRBD 

PTD-DRBD 

PPS-DRBD 
MGDSPAHPSGHSGDSPAHPSGHIGDSPAHPSGAPAGDLSAGFFMEELNTYRQKQGVVL
KYQELPNSGPPHDRRFTFQVIIDGREFPEGEGRSKKEAKNAAAKLAVEILNKEKKAAALE
HHHHHH 

2xDRBD 
MGAPAGDLSAGFFMEELNTYRQKQGVVLKYQELPNSGPPHDRRFTFQVIIDGREFPEGE
GRSKKEAKNAAAKLAVEILNKEKKAVSPLLLTTTNSSEGLSMGNYIGLINRIAQKKRLTVNY
EQCASGVHGPEGFHYKCKMGQKEYSIGTGSTKQEAKQLAAKLAYLQILSEETSVKSDHH
HHHH 

PTD-2xDRBD 
MGRKKRRQRRRGHSGRKKRRQRRRGHIYPYDVPDYAGDPGRKKRRQRRRGAPAGDLS
AGFFMEELNTYRQKQGVVLKYQELPNSGPPHDRRFTFQVIIDGREFPEGEGRSKKEAKN
AAAKLAVEILNKEKKAVSPLLLTTTNSSEGLSMGNYIGLINRIAQKKRLTVNYEQCASGVHG
PEGFHYKCKMGQKEYSIGTGSTKQEAKQLAAKLAYLQILSEETSVKSDHHHHHH 

PTD/Cell Targeting peptide, DRBD Motif 1, DRBD Motif 2, HA Tag 

MGDSPAHPSGHSGDSPAHPSGHIGDSPAHPSGAPAGDLSAGFFMEELNTYRQKQGVVLK
YQELPNSGPPHDRRFTFQVIIDGREFPEGEGRSKKEAKNAAAKLAVEILNKEKKAVSPLLLT
TTNSSEGLSMGNYIGLINRIAQKKRLTVNYEQCASGVHGPEGFHYKCKMGQKEYSIGTGS
TKQEAKQLAAKLAYLQILSEETSVKSDHHHHHH 

PPS-2xDRBD 

Supplemental Figure 4 



1xTAT-2xDRBD 
MGRKKRRQRRRGAPAGDLSAGFFMEELNTYRQKQGVVLKYQELPNSGPPHDRRFTFQVI
IDGREFPEGEGRSKKEAKNAAAKLAVEILNKEKKAVSPLLLTTTNSSEGLSMGNYIGLINRIA
QKKRLTVNYEQCASGVHGPEGFHYKCKMGQKEYSIGTGSTKQEAKQLAAKLAYLQILSEE
TSVKSDHHHHHH 

B2-2xDRBD 
MGGHKVKRPKGGHSGGHKVKRPKGGHIGGHKVKRPKGGAPAGDLSAGFFMEELNTYRQ
KQGVVLKYQELPNSGPPHDRRFTFQVIIDGREFPEGEGRSKKEAKNAAAKLAVEILNKEKK
AVSPLLLTTTNSSEGLSMGNYIGLINRIAQKKRLTVNYEQCASGVHGPEGFHYKCKMGQKE
YSIGTGSTKQEAKQLAAKLAYLQILSEETSVKSDHHHHHH 

Supplemental Figure 4, cont. 

Supplemental Fig. 3. Primary amino acid sequence of each of fusion protein.  
TAT or receptor/cell targeting motifs are shown in red. PKR DRBD motif 1 is 
shown in blue and DRBD motif 2 in orange. The HA epitope is in green,  
and linker regions and the six-histidine tags are shown in black. 
 

Pen-2xDRBD 
MGRQIKIWFQNRRMKWKKGGSGGSGGSGGSGGSGGSGGSGGSGAPAGDLSAGFFME
ELNTYRQKQGVVLKYQELPNSGPPHDRRFTFQVIIDGREFPEGEGRSKKEAKNAAAKLAV
EILNKEKKAVSPLLLTTTNSSEGLSMGNYIGLINRIAQKKRLTVNYEQCASGVHGPEGFHYK
CKMGQKEYSIGTGSTKQEAKQLAAKLAYLQILSEETSVKSDHHHHHH 


