CACTTTTGAGCAACTCACAATTTTATATATACATTACAAGTAATTAAAAATAAAGTATTA
TATGGGTAACTTATACATTGATAAGGGTAACTAATAAGATAATTTGAGCAACTAATGTTT
TTATATGTACATAACAAGTAAATAATAACACACGTTACATTGACTTGATTACACAAAGGA
TAACTTATACATTGATAAAGACAACTAATAAGATAAGTTGAGCAACTAAAGATTTTACAT
TGACTTGGTTAGATAAAGGATAACTTATAGATAGATAAAGGTAACTAATAAGATAATTTG
AGCAACTAACAATTTTATATATACATTACAAGTAATTAAAATACAAAAAGTAAAGTATTA
TATGGATAATTAAAAAAAAAAAGTAAAATATTATATGAGGAACTATGCAAATTCCTACTA
ATGTACATTGACTTGGTTCAGTTAAACTTGTTGAAACATGTAATCTTGTAATCCTAGTGG
AGTAATCTATTTACTTTTAGATTAACTTAAGCATAGTTTGGGATGGCCTATATGATGTTA
ATAAGACATCACAACTAATCTCCAACGTTGTTTATATTAATGTGCATGTCATATGAAAAT
GTCATAGACAAGTTCCAATAAGTCTAGATATGTCAAATTTCAGTTTACTAAATTATTATT
GATTTATGTTCTTGTTGTTCCAGTAATCTACAATAGAATGGAAGATGAAGAATTTGCTCC
AACTCCTTGCATTGATGCAACTCCAACTCCTTGTGTTGATACAACTCCAACTAATGCTAC
TCAAACTTCTAATGCTCAAACAACAAGATCCACATTCACTCCTCGTCCATGCTACACACC
TAGAGGTTCAAAAGAATGGATCCCTTGCTGCCCTCCTGAGTTAAAACCTACTGTGGGTAT

R G s K E w I P C C P P E L K P T V G M

GCCTTTTGATTCTCTTGTTGATGGTATTGAGTTTTATAAAGCTTATGCTCGGTTTTGTGG
p ¥ D S L VvV D GG I E F Y K A Y A R F C G

TTTTGTGGAAAGATTGGCTACTGAGAAAAAAGATAAGGATGGTCATGTTTACTTGAAGTA
F v E R L A T E K K D K D G H V Y L K Y

TATTTATTGTAATAAACAAGGATTTAAAGAAGATGGTGAGAGTAAAGCAAAGAGTAAACC
I Yy ¢ N K 0 G F K E D G E S K A K S K P

TATAACATGCTCTAGTTCTCGTAAAAGAAGTGTAAATCGTGCTGGTTGTCAAGCAAGGAT
I T ¢ s S S R K R S vV N R A G C Q A R I

AGGTTTGAGAAAACGTAGTGATGGAAAATTCATGGTATATCTTTTTCATGAATCGCATAA
G L R K R S D G K F M V Y L F H E S H N

CCATGTATTTGCCACTCCCAAAAGCATGCATTTTCTTAAAAATTCTCGAAACTTGACTCT
H v F A T P K S M HF L K N S R N L T L
TGCTCACAAGAAGTTCATATTTGATAATTCAAGATTGAATGTTGGACCAAACAAATCTTT
A H K K F I F D N S R L NV G P N K S F

TAGATTGATAAAAGAGCATGTAGGAGGATATGAGAATGTAGGGGCGTCATTGGTTGATTT
R L I K E H Vv G G Y E NV G A S L V D F
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TAAGAACTTCAGTCGAGATGTTAAAGCTTACATACAAGATGTTGATGCCGACATGTTTGT
K N F S R DV K A Y I 9 DV D ADMF V

AAATAATTTCAAAGAAAAGGCAACTAGTAGTGGTGGAGGGTTTTTCTTTGACTATTGTGG
N N F K E K A TS S G G G F F F D Y C G
D

ATGAAAATCGACATTTGACTAGAGTTTTTTGGGCGGATGCCATTAGTAGGAAAAACTATT
*

E N R H L TR V F WA DA ATI S R K N Y S

CTCTTTTTGGTGATATGGTATCATTTGATACAACTTTTGATACCAATAAATATTGTATGG
L F G DMV S F DT TV F D TN K Y C M V

TTCTTGCCCCATTTACTGGAGTTGATCATCATGGAAAATGTGTTACTTTTGGTATGGGCC
L AP F T GV D HH G K C V T F G M G L

TACTTGCAAAGGAAGATATAGAATCTTTCGTTTGGTTGTTTGAATGTTTTTTAAAAGCTA
L A K E D I E S F VWL F E C F L K A M

TGGGTAATTGTCAACCTACTTGTCTCATTACTGATCAAGATGCAGCAATGAAACAAGCAA
G N C QP T C L I TD QDA A M K Q A I

TTGAAAAAGTTTTCTTTAAGACAATTCATAGACTTTGCGTGTGGCATATCATGAAAAAAG
E K v *F F X T I H R L C€C VvV W H I M K K V

TGCCGGTAAAAGTAGGTCCAGATATGTGTAGAACAACGAAGTTTCTTGAGAAATTGAATG
p v K v G Pp DM CU R TT XK F L E K L N A

CTGTTGTTTGGGATAGAGACCTTGAGCCAGATGAATTTGACAAAGGGTGGAATTCTGTGA
v v w D R D L E P D E F D K G W N S V M

TGCGTGAATTTGGCTTAGAAGATGATGGGTGGTTTACTGATATGTTTAACATAAGACATA
R E F 6 L E b D G W F T DM F N I R H M

TGTGGATCCCTTCTTACTTTCGAAATCTTTTCATGGGTGGTATTTTGAGGTCCACACAGA
w I P S Y F R NL FM G G I L R S T O I

TTTCAGAGTCTGAGAACAACTTTTTCACTTTGTTTACAAATGCAAATCTTCTTCTAGTTG
S E S E NN F F T L F T N A N L L L V E

H. Matsuhira et al., FIGURE S2
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AGTTATGGTTTCGGATAGAATCAGCTATGGATGCTCAAAGACATGCCCAAAACAAACTCA
L w F R I E S A M D A Q R H A Q N K L N

ACTCAGATTCTAAGAATTCCATGCCTCGTCTTATTACTCCTCTTCCTTTAGAGAAGCATG
s b s K NS M P R L I T PL P L E K H A

CATCTCTTGTTTACACACACAATATGTTCTACAAATTTCAGAGAGAGTTTCAAAATGCAA
s L vYy T H N M F Y K F 0 R E F Q N A I

TTTTTAATTGTGGGGTTTACAAAGTACAAATAGAGGAAGCTGTTGAGGAGTTTGAAGTTG
F N C G V Y K vV Q0 I E E A V E E F E V A

CAGATAATACAAGGAAGAAAACATATCATGTGACTTTTATTCCTGATTCTCATGATTGTT
D N TR K K T Y H v T F I P D S H D C F

TTTGCTCTTGTAAGATGTTTGAATCCATGGGAATATTATGTCGGCATGTGCTTTTTGTGA
c s ¢ K M F E S M GG I L ¢ R H V L F V I

TAAAAGGGAAGTTTTTGACTGAAATTCCAGAGCAACATATATTGCATCGGTGGACTAAAG
K G K F L T E I P E Q H I L H R W T K D

ATGCTTCAAAAAAGCCCATTTTCGACTTTTGTGAGGACTTTGATGGTATAGAAATAAATA
A S K K p I F D F CE D F D G I E I N K

AGAAGAAAAAAGTTGTTGGGGATCTTTGGTCGAAATTCTTCTCATGTGTAAGCCTTGTTG
K K K vv G DL WS K F F S CV S L V E

AAAATAACACAGACCATCTTGAGTTATTATTGGAAAGGTTATCTGCTTTTGAGGAGGAAA
N N T D H L E L L L E R L S A F E E E M

TGAAACCTGGAAAAGAAAATGTTGAGCAACAATCTAAAGACAAGCATATTGAGTTGTTCG
K P G K E NV E Q 0 S K D K H I E L F V

TTGGTTCTAATATAGTATCAGGTGGTATACTTCCTCCAAACAAGTCTTCAAACAAAGGAA
G S N I vS G G I L P P N K S S N K G S

GTGGTACGGGAAAGAGAAAGAAAAGTGATCAAGAGATAGCCATTGAAGCAAGCAACAAAA
G T G K R K K S D Q E I A I E A S N K K
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AGGAGAGACTGTGTAGATCATGTGGTCAACTTTCAACTCATGATAGTCGTAATTGTCCTG
E R L C R S C G QL S T HD S R N C P D

ATAAAAAGAAAAACCTAGAATGAGGTAAGTTTAGAATAATATATTATTTATACATCACTA
K K K N L E *

TCAAATGAGAGTTTCTTTTCATTCATTTATTAATAAATTATTTATCACAATTTTTGTTTC
TTTTGCAGTTACATGGAGGATTGTGATACATGGTGATGACAAGAATCATGATGATCAAAA
GGGGAGCAAGCAGATTTTACATCACACTTTTTGGGGAATTTTTGTTTGGTTTTATAAAGT
GTTACCTACAAAAAATAAAGTGTATGTGTTCAAAGGAGCTGGCAAACATTTAAAAATTAT
GGATTATTCTTTTGAAACGATTTCACTTGAAGGATTTTGATGGCTTAAGCACACTTTTGC
AGTCTATCTCAAAAATTGTAGGTTTTGTGAAACTATATTCCATGGACACTGCAATTGATA
TTGTAATTGGAAAGAACTTGATTATTCTGTAAAGTTTGCAAGTTATAACTTTTTCTTCTT
AGGTTGGAAAGAACTAGATTTTGTAACTTTTTTTTCTTTTACTATTTGAGGTGACTGGAA
TCCACCTTTTTGTGTTACCTTTTAGTGCATTCTTTGACTAGGACACTGATTCATTGGTAA
TTATTATGTAAAAACCCCTATAAACAGTTACTAAAAAGAAGTTATAGTCAACCATACATT
TACGAGAGAGTATTAATCTTTTTAGTTTGATTTTATGTATTATTTTCAAATATCTTTTTA
TATGTACATAACAAGTAAATAATTTCACACGTTACATTGACTTGATTACACAAAGGATAA
CTTATACATTGATAAGGGTAACTAATAAGATAAGTTGAGCAACTAAAGATTTTTACATTG
ACTTGGTTAGCCAAAGGATAACTTATAGATAGATAAGGGTAAATAATATGATAATTTGAG
CAACTAACAATTTTATATATACATTACAAGTAATTAAAATACAAGAAGTAAAGTATTATA
TGGATAACTTATAGATAGATAAGGGTAACTAATAAGATAATTTGAGCAACTAACAATTTT
ATATATACATTACAAGTAATTAAAATACAAGAAGTAAAGTATTATATGGATAACTTATAC
ATTGATAAGGGTAACTAATAAGATAATTTGAGCAACTAACGATTTTATATGTACATAACA
AGTAAATAATAACACACGTTACATTGACTATCTCCTTTCATCTTTATCAAATAAAAAATA

97500

97440

97380
97320
97260
97200
97140
97080
97020
96960
96900
96840
96780
96720
96660
96600
96540
96480
96420
96360
96300

FIGURE S2.— Nucleotide sequence of bvMULE-1. Numbers of nucleotide residues are coordinated with those

of BAC clone 5A3. Two open reading frames that exhibit sequence homology to transposases are indicated

with putative translation products. The 115-bp and 111-bp repeated sequences are indicated by single and

double lines, respectively.
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