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Figure	  S2	  	  	  This	  figure	  shows	  that	  SNPs	  selected	  by	  the	  windowing	  method	  (bottom)	  tend	  to	  be	  more	  uniform	  across	  
the	  genome	  whereas	  SNPs	  selected	  by	  the	  sequential	  method	  (top)	  tend	  to	  follow	  the	  recombination	  landscape	  of	  
the	  genome	  more	  closely.	  Red	  lines	  represent	  centromere	  position,	  bright	  green	  rectangles	  represent	  crossover	  
recombination	  hotspots,	  cyan	  rectangles	  represent	  non-‐crossover	  recombination	  hotspots,	  and	  orange	  represents	  
overall	  recombination	  hotspots.	  
	  

	   	  


