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SYMBOL SEARCH_KEY ILMN_GENE CHROMOSOMEDEFINITION SYNONYMS pval fdr fold

KIFAP3 NM_014970.2 KIFAP3 1 Homo sapiens kinesin-associated protein 3 (KIFAP3), mRNA.SMAP; Smg-GDS; KAP3; dJ190I16.1; FLJ228180.01261645 0.04992347 1.20528951

IQGAP1 NM_003870.3 IQGAP1 15 Homo sapiens IQ motif containing GTPase activating protein 1 (IQGAP1), mRNA.HUMORFA01; SAR1; KIAA0051; p1950.01252597 0.04966924 1.10988334

ADPRHL1 NM_199162.1 ADPRHL1 13 Homo sapiens ADP-ribosylhydrolase like 1 (ADPRHL1), transcript variant 2, mRNA.ARH2 0.01254055 0.04966762 13.3235398

FOSB NM_006732.1 FOSB 19 Homo sapiens FBJ murine osteosarcoma viral oncogene homolog B (FOSB), mRNA.GOS3; G0S3; MGC42291; GOSB; DKFZp686C08180.01252152 0.04966643 1.06063064

CHMP2A NM_198426.1 CHMP2A 19 Homo sapiens chromatin modifying protein 2A (CHMP2A), transcript variant 2, mRNA.VPS2; VPS2A; CHMP2; BC-2; BC20.01250104 0.04962975 1.0991335

FAM13A NM_014883.2 FAM13A 4 Homo sapiens family with sequence similarity 13, member A (FAM13A), transcript variant 1, mRNA.FLJ34562; MGC1051310.01249264 0.04961127 3.44150143

PHC3 NM_024947.2 PHC3 3 Homo sapiens polyhomeotic homolog 3 (Drosophila) (PHC3), mRNA.FLJ12729; HPH3; EDR3; DKFZp313K1221; FLJ12967; MGC881440.01244253 0.04950126 1.57710007

TJP1 NM_003257.2 TJP1 15 Homo sapiens tight junction protein 1 (zona occludens 1) (TJP1), transcript variant 1, mRNA.MGC133289; DKFZp686M05161; ZO-10.01245718 0.04950012 1.08649305

Hs.559234 HS.559234 UI-H-BI1-adn-f-06-0-UI.s1 NCI_CGAP_Sub3 Homo sapiens cDNA clone IMAGE:2717339 3, mRNA sequence0.01244481 0.04949547 2.22454952

COX6A1 NM_004373.2 COX6A1 12 Homo sapiens cytochrome c oxidase subunit VIa polypeptide 1 (COX6A1), nuclear gene encoding mitochondrial protein, mRNA.COX6AL; COX6A; MGC1045000.01240413 0.04939296 1.05484685

TM9SF3 NM_020123.2 TM9SF3 10 Homo sapiens transmembrane 9 superfamily member 3 (TM9SF3), mRNA.RP11-34E5.1; SMBP; EP70-P-iso0.01236121 0.04926646 1.21405818

Hs.208405 HS.208405 4 DA311740 BRHIP3 Homo sapiens cDNA clone BRHIP3000462 5, mRNA sequence0.01232834 0.04919459 2.27332032

THBS3 NM_007112.3 THBS3 1 Homo sapiens thrombospondin 3 (THBS3), mRNA.MGC119564; TSP3; MGC1195650.01227595 0.04907418 1.79122773

ABCB6 NM_005689.1 ABCB6 2 Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 6 (ABCB6), nuclear gene encoding mitochondrial protein, mRNA.ABC; EST45597; PRP; MTABC3; ABC14; umat; FLJ224140.01228402 0.04906206 1.26763733

DKFZp761E198NM_138368.2 DKFZP761E198 11 Homo sapiens DKFZp761E198 protein (DKFZp761E198), mRNA.PP1030 0.01227654 0.04906175 4.5978242

MID1 NM_033290.1 MID1 X Homo sapiens midline 1 (Opitz/BBB syndrome) (MID1), transcript variant 3, mRNA.RNF59; OGS1; TRIM18; FXY; OS; XPRF; GBBB1; OSX; BBBG1; ZNFXY0.01226047 0.04904189 1.18404279

SIPA1L1 NM_015556.1 SIPA1L1 14 Homo sapiens signal-induced proliferation-associated 1 like 1 (SIPA1L1), mRNA.E6TP1; KIAA0440; DKFZp686G13440.01219942 0.04882716 1.99691868

PRKAG1 NM_002733.3 PRKAG1 12 Homo sapiens protein kinase, AMP-activated, gamma 1 non-catalytic subunit (PRKAG1), transcript variant 1, mRNA.AMPKG; MGC86660.01213947 0.04863124 1.19629841

TRAPPC1 NM_021210.2 TRAPPC1 17 Homo sapiens trafficking protein particle complex 1 (TRAPPC1), mRNA.BET5; MUM2 0.01212451 0.04858601 1.098739

LOC100132547XR_039468.1 LOC100132547 12 PREDICTED: Homo sapiens misc_RNA (LOC100132547), miscRNA.0.01210901 0.04855323 1.09197684

KIAA1467 NM_020853.1 KIAA1467 12 Homo sapiens KIAA1467 (KIAA1467), mRNA.DKFZp781O012 0.01209145 0.0484975 1.40612554

NUAK1 NM_014840.2 NUAK1 12 Homo sapiens NUAK family, SNF1-like kinase, 1 (NUAK1), mRNA.KIAA0537; ARK50.01208386 0.04848175 1.20035706

LOC100128974XR_037834.1 LOC100128974 PREDICTED: Homo sapiens misc_RNA (LOC100128974), miscRNA.0.01201336 0.04833055 1.98016513

LIMCH1 NM_014988.1 LIMCH1 4 Homo sapiens LIM and calponin homology domains 1 (LIMCH1), mRNA.DKFZp686B2470; DKFZp781I1455; DKFZp781C1754; LMO7B; DKFZp686G18243; DKFZp686G2094; MGC72127; DKFZp434I0312; DKFZp686A01247; LIMCH1A0.01199616 0.04830533 4.16225873

LRIG1 NM_015541.2 LRIG1 3 Homo sapiens leucine-rich repeats and immunoglobulin-like domains 1 (LRIG1), mRNA.LIG-1; LIG1; DKFZP586O16240.0119979 0.04829765 2.42564164

WDR68 NM_001003725.1WDR68 17 Homo sapiens WD repeat domain 68 (WDR68), transcript variant 2, mRNA.AN11; HAN11 0.01198214 0.04827821 1.06617623

PRRC1 NM_130809.2 PRRC1 5 Homo sapiens proline-rich coiled-coil 1 (PRRC1), mRNA.FLJ32875 0.01198511 0.04827546 1.11876806

ENDOD1 XM_943182.1 ENDOD1 11 Homo sapiens endonuclease domain containing 1 (ENDOD1), mRNA.MGC88092; KIAA08300.01197456 0.04826231 1.17345609

HOXC8 NM_022658.3 HOXC8 12 Homo sapiens homeobox C8 (HOXC8), mRNA.HOX3; HOX3A 0.01191854 0.04810966 2.44972428

C16orf57 NM_024598.2 C16ORF57 16 Homo sapiens chromosome 16 open reading frame 57 (C16orf57), mRNA.FLJ13154 0.01188885 0.04803372 1.07923321

TAF7 NM_005642.2 TAF7 5 Homo sapiens TAF7 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 55kDa (TAF7), mRNA.TAFII55; TAF2F 0.0118544 0.04798228 1.21614837

SRXN1 NM_080725.1 SRXN1 20 Homo sapiens sulfiredoxin 1 homolog (S. cerevisiae) (SRXN1), mRNA.Npn3; SRX1; C20orf139; YKL086W; dJ850E9.20.0118592 0.04795776 1.07631287

LOC728820 XR_038223.1 LOC728820 PREDICTED: Homo sapiens misc_RNA (LOC728820), miscRNA.0.01186089 0.04794998 1.05492577

LOC730324 XM_001722095.1LOC730324 7 PREDICTED: Homo sapiens hypothetical LOC730324 (LOC730324), mRNA.0.01183759 0.04792887 1.17990551

C9orf46 NM_018465.1 C9ORF46 9 Homo sapiens chromosome 9 open reading frame 46 (C9orf46), mRNA.FLJ39176; FLJ14688; AD025; MDS0300.01179919 0.0478026 1.11971413

LRRC1 NM_025168.1 LRRC1 6 Homo sapiens leucine rich repeat containing 1 (LRRC1), mRNA.dJ523E19.1; LANO; FLJ11834; FLJ107750.01171466 0.04756189 1.19119985

SPRED2 NM_181784.1 SPRED2 2 Homo sapiens sprouty-related, EVH1 domain containing 2 (SPRED2), mRNA.MGC163164; FLJ21897; FLJ31917; Spred-20.01167021 0.04745406 1.17820656

MAN2A2 NM_006122.2 MAN2A2 15 Homo sapiens mannosidase, alpha, class 2A, member 2 (MAN2A2), mRNA.MANA2X 0.01163094 0.04732342 2.71919251

FZD3 NM_017412.2 FZD3 8 Homo sapiens frizzled homolog 3 (Drosophila) (FZD3), mRNA.hFz3; Fz-3 0.01161648 0.04729361 2.30063214

COPG2 NM_012133.2 COPG2 7 Homo sapiens coatomer protein complex, subunit gamma 2 (COPG2), mRNA.FLJ11781; 2-COP0.01158063 0.04716218 1.3115124

CYorf15A NM_001005852.1CYORF15A Y Homo sapiens chromosome Y open reading frame 15A (CYorf15A), mRNA.MGC131732; FLJ332160.01156097 0.04714002 1.94038652

PTPRA NM_002836.2 PTPRA 20 Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), transcript variant 1, mRNA.HPTPalpha; RPTPA; LRP; HLPR; PTPRL2; R-PTP-alpha; HPTPA; PTPA; HEPTP0.01157118 0.04713816 1.19633773

FGFR1OP2 NM_015633.1 FGFR1OP2 12 Homo sapiens FGFR1 oncogene partner 2 (FGFR1OP2), mRNA.DKFZp564O1863; HSPC123-like0.01153182 0.04703562 1.14059387

CAMTA1 NM_015215.1 CAMTA1 1 Homo sapiens calmodulin binding transcription activator 1 (CAMTA1), mRNA.KIAA0833 0.01150212 0.04694338 1.31301408

PDRG1 NM_030815.2 PDRG1 20 Homo sapiens p53 and DNA-damage regulated 1 (PDRG1), mRNA.PDRG; C20orf1260.01149581 0.04693209 1.16122581

LOC730262 XM_371302.3 LOC730262 1 PREDICTED: Homo sapiens similar to peptidylprolyl isomerase A (cyclophilin A)-like 4 (LOC730262), mRNA.0.01148957 0.04692106 1.50971763

TCF7L2 NM_030756.1 TCF7L2 10 Homo sapiens transcription factor 7-like 2 (T-cell specific, HMG-box) (TCF7L2), mRNA.TCF-4; TCF4 0.01139555 0.04665208 1.17080398

Hs.566306 HS.566306 5 op77c07.s1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:1582860 3, mRNA sequence0.01140497 0.0466474 3.04200433

SNX3 NM_152828.2 SNX3 6 Homo sapiens sorting nexin 3 (SNX3), transcript variant 3, mRNA.SDP3; MGC17570; SNX3A0.01134158 0.0464742 1.04627762

HLA-G NM_002127.3 HLA-G 6 Homo sapiens HLA-G histocompatibility antigen, class I, G (HLA-G), mRNA.MHC-G 0.0112994 0.04633 1.39769334

AGRN NM_198576.2 AGRN 1 Homo sapiens agrin (AGRN), mRNA.FLJ45064 0.01126993 0.04623774 1.18650676

OR8K5 NM_001004058.1OR8K5 11 Homo sapiens olfactory receptor, family 8, subfamily K, member 5 (OR8K5), mRNA.OR11-174 0.01124723 0.04618753 2.59879951

WWC1 NM_015238.1 WWC1 5 Homo sapiens WW and C2 domain containing 1 (WWC1), mRNA.FLJ10865; KIAA0869; KIBRA; FLJ233690.01123919 0.04616879 1.12296189

RILPL2 NM_145058.1 RILPL2 12 Homo sapiens Rab interacting lysosomal protein-like 2 (RILPL2), mRNA.FLJ30380; MGC7036; FLJ323720.01122872 0.04614009 1.28748078

ZFYVE19 NM_032850.3 ZFYVE19 15 Homo sapiens zinc finger, FYVE domain containing 19 (ZFYVE19), mRNA.FLJ14840; MPFYVE0.01121487 0.04612608 1.18778134

PITPNM1 NM_004910.1 PITPNM1 11 Homo sapiens phosphatidylinositol transfer protein, membrane-associated 1 (PITPNM1), mRNA.NIR2; PITPNM; RDGBA1; FLJ44997; RDGB1; RDGB; Rd9; DRES90.01119522 0.04608814 1.08545878

C20orf127 NM_080757.1 C20ORF127 20 Homo sapiens chromosome 20 open reading frame 127 (C20orf127), mRNA.dJ614O4.6; MGC1189480.01119108 0.04608543 1.08034107

PPOX NM_000309.2 PPOX 1 Homo sapiens protoporphyrinogen oxidase (PPOX), nuclear gene encoding mitochondrial protein, mRNA.MGC8485; VP; PPO; V290M0.0111686 0.04602144 1.18514511

C19orf53 NM_014047.1 C19ORF53 19 Homo sapiens chromosome 19 open reading frame 53 (C19orf53), mRNA.HSPC023 0.01115517 0.04599468 1.05416641

C20orf94 NM_001009608.1C20ORF94 20 Homo sapiens chromosome 20 open reading frame 94 (C20orf94), mRNA.dJ1099D15.3; bA204H22.1; bA254M13.10.0110749 0.0457491 1.31613819

PRAGMIN NM_001080826.1PRAGMIN 8 Homo sapiens homolog of rat pragma of Rnd2 (PRAGMIN), mRNA.DKFZp761P04230.01104855 0.04569722 1.08557578

SP100 NM_001080391.1SP100 2 Homo sapiens SP100 nuclear antigen (SP100), transcript variant 1, mRNA.DKFZp686E07254; FLJ00340; FLJ345790.01104118 0.04568098 1.73967214

MYOM2 NM_003970.1 MYOM2 8 Homo sapiens myomesin (M-protein) 2, 165kDa (MYOM2), mRNA.TTNAP 0.01102582 0.04563167 1.85272534

Hs.583755 HS.583755 8 Homo sapiens cDNA FLJ31059 fis, clone HSYRA20008320.01099574 0.04554984 2.2947265

LAMB1 NM_002291.1 LAMB1 7 Homo sapiens laminin, beta 1 (LAMB1), mRNA.MGC142015; CLM0.01095442 0.04539288 1.27306309

FBXO21 NM_033624.2 FBXO21 12 Homo sapiens F-box protein 21 (FBXO21), transcript variant 1, mRNA.FBX21; MGC26682; FLJ90233; DKFZp434G058; KIAA08750.0109372 0.04534987 1.12987105

KIAA0513 NM_014732.2 KIAA0513 16 Homo sapiens KIAA0513 (KIAA0513), mRNA.0.01092681 0.04532097 6.9994587

BSCL2 NM_032667.4 BSCL2 11 Homo sapiens Bernardinelli-Seip congenital lipodystrophy 2 (seipin) (BSCL2), mRNA.SPG17; MGC4694; HMN5; GNG3LG0.01087056 0.04515832 1.08490551

TMEM69 NM_016486.3 TMEM69 1 Homo sapiens transmembrane protein 69 (TMEM69), mRNA.C1orf154; MGC104183; RP11-767N6.4; FLJ210290.01085785 0.04513379 1.08719663
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VEZF1 NM_007146.2 VEZF1 17 Homo sapiens vascular endothelial zinc finger 1 (VEZF1), mRNA.DB1; ZNF161 0.01084917 0.04511186 1.05606812

FAM83B NM_001010872.1FAM83B 6 Homo sapiens family with sequence similarity 83, member B (FAM83B), mRNA.FLJ30642; MGC126677; C6orf143; MGC1384800.01083221 0.04505547 2.451426

MGC72104 NM_207350.1 MGC72104 20 Homo sapiens similar to FRG1 protein (FSHD region gene 1 protein) (MGC72104), mRNA.0.01078043 0.04493878 1.19939738

RICS NM_014715.2 RICS 11 Homo sapiens Rho GTPase-activating protein (RICS), mRNA.KIAA0712; MGC1892; GRIT; GC-GAP; p250GAP; p200RhoGAP0.01076083 0.0449136 1.2094009

EFCAB7 NM_032437.1 EFCAB7 1 Homo sapiens EF-hand calcium binding domain 7 (EFCAB7), mRNA.DKFZp666D225; RP4-534K7.1; KIAA17990.0107626 0.04490683 10.6228812

DGCR2 NM_005137.1 DGCR2 22 Homo sapiens DiGeorge syndrome critical region gene 2 (DGCR2), mRNA.SEZ-12; IDD; DKFZp686I1730; KIAA0163; DGS-C; LAN0.0107558 0.04490675 1.16083029

TMEM160 NM_017854.1 TMEM160 19 Homo sapiens transmembrane protein 160 (TMEM160), mRNA.FLJ20512 0.01074492 0.04487545 1.07792621

TPST2 NM_001008566.1TPST2 22 Homo sapiens tyrosylprotein sulfotransferase 2 (TPST2), transcript variant 1, mRNA.0.01073296 0.04483962 1.18789988

NBPF9 XM_933968.1 NBPF9 1 PREDICTED: Homo sapiens neuroblastoma breakpoint family, member 9, transcript variant 3 (NBPF9), mRNA.0.01069787 0.04474945 1.4441374

FAM83D NM_030919.1 FAM83D 20 Homo sapiens family with sequence similarity 83, member D (FAM83D), mRNA.C20orf129; FLJ38341; dJ616B8.30.01066555 0.04464242 1.08598503

POR NM_000941.1 POR 7 Homo sapiens P450 (cytochrome) oxidoreductase (POR), mRNA.CPR; FLJ26468; P450R; DKFZp686G04235; CYPOR0.01065356 0.04463452 1.15028716

PLEKHG4 NM_015432.2 PLEKHG4 16 Homo sapiens pleckstrin homology domain containing, family G (with RhoGef domain) member 4 (PLEKHG4), mRNA.puratrophin1; DKFZP434I216; SCA40.01064626 0.04461801 1.25244458

SLC1A5 NM_005628.1 SLC1A5 19 Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 (SLC1A5), mRNA.M7V1; ATBO; FLJ31068; ASCT2; AAAT; R16; M7VS1; RDRC0.01063005 0.04457829 1.09710566

GALNT2 NM_004481.2 GALNT2 1 Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 2 (GalNAc-T2) (GALNT2), mRNA.GalNAc-T2 0.01057578 0.04440688 2.68125684

KCNRG NM_173605.1 KCNRG 13 Homo sapiens potassium channel regulator (KCNRG), transcript variant 1, mRNA.DLTET 0.01054385 0.04435713 2.51466333

LOC645113 XM_930333.1 LOC645113 22 PREDICTED: Homo sapiens hypothetical protein LOC645113 (LOC645113), mRNA.0.01052432 0.04434533 2.16993346

C15orf57 NM_052849.2 C15ORF57 15 Homo sapiens chromosome 15 open reading frame 57 (C15orf57), transcript variant 2, mRNA.MGC20481; FLJ259150.01053484 0.04433328 1.15354115

GBF1 NM_004193.1 GBF1 10 Homo sapiens golgi-specific brefeldin A resistant guanine nucleotide exchange factor 1 (GBF1), mRNA.KIAA0248; MGC134878; FLJ21500; MGC134877; FLJ212630.01045295 0.04408665 1.36510932

Hs.145985 HS.145985 19 qm64a10.x1 Soares_placenta_8to9weeks_2NbHP8to9W Homo sapiens cDNA clone IMAGE:1893498 3, mRNA sequence0.0104446 0.04406546 2.17575713

Hs.564221 HS.564221 11 UI-H-BW1-anf-b-07-0-UI.s1 NCI_CGAP_Sub7 Homo sapiens cDNA clone IMAGE:3081948 3, mRNA sequence0.01043629 0.04404442 40.3287209

RAB11FIP5 NM_015470.1 RAB11FIP5 2 Homo sapiens RAB11 family interacting protein 5 (class I) (RAB11FIP5), mRNA.RIP11; pp75; KIAA0857; GAF1; DKFZP434H0180.01041629 0.04404413 1.11465013

HMGB3 NM_005342.2 HMGB3 X Homo sapiens high-mobility group box 3 (HMGB3), mRNA.MGC90319; HMG4; HMG2A0.01042075 0.0440349 1.10931851

GDAP2 NM_017686.1 GDAP2 1 Homo sapiens ganglioside induced differentiation associated protein 2 (GDAP2), mRNA.FLJ20142; dJ776P7.10.01037079 0.04392177 2.08195664

C14orf93 NM_021944.1 C14ORF93 14 Homo sapiens chromosome 14 open reading frame 93 (C14orf93), mRNA.FLJ12154 0.010356 0.04387316 1.17938448

ADARB1 NM_001033049.1ADARB1 21 Homo sapiens adenosine deaminase, RNA-specific, B1 (RED1 homolog rat) (ADARB1), transcript variant 1, mRNA.ADAR2a; ADAR2; DRABA2; DRADA2; ADAR2a-L1; ADAR2a-L2; ADAR2g; ADAR2c; RED1; ADAR2a-L3; ADAR2b; ADAR2d0.01033456 0.04382434 1.33277674

JAG1 NM_000214.1 JAG1 20 Homo sapiens jagged 1 (Alagille syndrome) (JAG1), mRNA.CD339; AWS; HJ1; JAGL1; MGC104644; AGS; AHD0.0102798 0.04369 1.22876083

C16orf58 NM_022744.1 C16ORF58 16 Homo sapiens chromosome 16 open reading frame 58 (C16orf58), mRNA.FLJ13868 0.01028145 0.04368298 1.08126663

AKAP8L NM_014371.2 AKAP8L 19 Homo sapiens A kinase (PRKA) anchor protein 8-like (AKAP8L), mRNA.HAP95; NAKAP95; DKFZp434L0650; NAKAP0.01025297 0.04367396 1.43269946

TLE2 NM_003260.3 TLE2 19 Homo sapiens transducin-like enhancer of split 2 (E(sp1) homolog, Drosophila) (TLE2), mRNA.FLJ41188; GRG2; ESG2; ESG0.01025339 0.04366173 1.39534308

HSPA12A XM_945467.1 HSPA12A PREDICTED: Homo sapiens heat shock 70kDa protein 12A, transcript variant 4 (HSPA12A), mRNA.0.01025503 0.04365468 1.27923099

LOC441714 XR_019458.2 LOC441714 PREDICTED: Homo sapiens misc_RNA (LOC441714), miscRNA.0.01025515 0.0436412 3.95328285

TM2D2 NM_078473.2 TM2D2 8 Homo sapiens TM2 domain containing 2 (TM2D2), transcript variant 1, mRNA.MGC125814; BLP1; MGC1258130.0102209 0.04357936 1.4893068

ETFDH NM_004453.1 ETFDH 4 Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), nuclear gene encoding mitochondrial protein, mRNA.MADD; ETFQO 0.01021698 0.04357668 1.2293979

COL4A5 NM_033381.1 COL4A5 X Homo sapiens collagen, type IV, alpha 5 (COL4A5), transcript variant 1, mRNA.MGC42377; ATS; MGC167109; CA54; ASLN0.01020489 0.04355312 1.30264314

CLIC4 XM_938776.1 CLIC4 1 Homo sapiens chloride intracellular channel 4 (CLIC4), nuclear gene encoding mitochondrial protein, mRNA.p64H1; CLIC4L; H1; FLJ38640; DKFZP566G223; huH10.01016094 0.04342147 1.13195294

MYO10 NM_012334.1 MYO10 5 Homo sapiens myosin X (MYO10), mRNA.KIAA0799; MGC131988; FLJ22268; FLJ43256; FLJ21066; FLJ106390.01010149 0.04322315 1.16498887

RND3 NM_005168.3 RND3 2 Homo sapiens Rho family GTPase 3 (RND3), mRNA.RhoE; Rho8; memB; ARHE0.01009636 0.04321516 1.27088652

WDR59 NM_030581.3 WDR59 16 Homo sapiens WD repeat domain 59 (WDR59), mRNA.FLJ12270; MGC11230; FP9770.01008791 0.04320688 1.07619244

LOC401305 XM_376573.3 LOC401305 7 PREDICTED: Homo sapiens similar to beta-1,4-mannosyltransferase (LOC401305), mRNA.0.01007374 0.04317411 1.60366052

LOC648390 XR_037845.1 LOC648390 2 PREDICTED: Homo sapiens misc_RNA (LOC648390), miscRNA.0.01005404 0.04315945 1.06435611

SEPX1 NM_016332.2 SEPX1 16 Homo sapiens selenoprotein X, 1 (SEPX1), mRNA.MSRB1; SELR; MGC3344; HSPC270; SELX0.01006017 0.04315779 1.09773052

LCMT1 NM_001032391.1LCMT1 16 Homo sapiens leucine carboxyl methyltransferase 1 (LCMT1), transcript variant 2, mRNA.LCMT; PPMT1; CGI-680.01006324 0.04315701 1.08349665

LOC643319 XM_927980.1 LOC643319 8 PREDICTED: Homo sapiens similar to Transgelin-2 (LOC643319), mRNA.0.01004666 0.04315572 1.59137046

PTTG1IP NM_004339.2 PTTG1IP 21 Homo sapiens pituitary tumor-transforming 1 interacting protein (PTTG1IP), mRNA.C21orf3; C21orf1; PBF0.01004928 0.04315297 1.07782718

Hs.575583 HS.575583 8 602538216F1 NIH_MGC_59 Homo sapiens cDNA clone IMAGE:4659674 5, mRNA sequence0.01005549 0.0431517 1.17066749

COL6A1 NM_001848.1 COL6A1 21 Homo sapiens collagen, type VI, alpha 1 (COL6A1), mRNA.OPLL 0.01006361 0.04314466 1.13934837

GRAMD3 NM_023927.1 GRAMD3 5 Homo sapiens GRAM domain containing 3 (GRAMD3), mRNA.NS3TP2; FLJ213130.00999934 0.04305011 1.77068313

DCAF7 NM_005828.2 DCAF7 17 Homo sapiens DDB1 and CUL4 associated factor 7 (DCAF7), mRNA.AN11; HAN11 0.01001233 0.04305009 1.07303496

TJP3 NM_014428.1 TJP3 19 Homo sapiens tight junction protein 3 (zona occludens 3) (TJP3), mRNA.ZO-3; MGC1195460.00999059 0.04304039 1.12717802

TOB1 NM_005749.2 TOB1 17 Homo sapiens transducer of ERBB2, 1 (TOB1), mRNA.MGC104792; TROB; APRO6; TROB1; PIG49; TOB; MGC344460.0100018 0.04303275 1.1313057

PCCA NM_000282.2 PCCA 13 Homo sapiens propionyl Coenzyme A carboxylase, alpha polypeptide (PCCA), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.0.01000303 0.04302407 1.17855799

ADD1 NM_001119.3 ADD1 4 Homo sapiens adducin 1 (alpha) (ADD1), transcript variant 4, mRNA.ADDA; MGC44427; MGC33390.00994249 0.04291686 1.08127836

Hs.582457 HS.582457 5 DA175295 BRAMY2 Homo sapiens cDNA clone BRAMY2038617 5, mRNA sequence0.00987966 0.04272914 2.14481082

PECR NM_018441.2 PECR 2 Homo sapiens peroxisomal trans-2-enoyl-CoA reductase (PECR), mRNA.HSA250303; TERP0.0097902 0.04242528 1.47187386

NRD1 NM_002525.1 NRD1 1 Homo sapiens nardilysin (N-arginine dibasic convertase) (NRD1), mRNA.hNRD2; hNRD1 0.00975887 0.04234485 1.06375439

PCYOX1L NM_024028.2 PCYOX1L 5 Homo sapiens prenylcysteine oxidase 1 like (PCYOX1L), mRNA.MGC3265 0.00974769 0.04232407 1.44416498

KLF13 NM_015995.2 KLF13 15 Homo sapiens Kruppel-like factor 13 (KLF13), mRNA.NSLP1; FKLF2; RFLAT-1; BTEB3; RFLAT10.00973938 0.04231571 1.09584708

RHBDL3 NM_138328.2 RHBDL3 17 Homo sapiens rhomboid, veinlet-like 3 (Drosophila) (RHBDL3), mRNA.RHBDL4; FLJ45582; MGC119300; MGC119301; VRHO0.0097152 0.04222449 1.26251748

CRIPT NM_014171.3 CRIPT 2 Homo sapiens cysteine-rich PDZ-binding protein (CRIPT), mRNA.HSPC139 0.00967061 0.04209973 1.09687317

LOC284293 XM_209104.2 LOC284293 18 PREDICTED: Homo sapiens similar to Placental thrombin inhibitor (Cytoplasmic antiproteinase) (CAP) (Protease inhibitor 6) (PI-6) (Serpin B6) (LOC284293), mRNA.0.0096361 0.04199086 2.34193876

TMEM189 NM_199129.1 TMEM189 20 Homo sapiens transmembrane protein 189 (TMEM189), mRNA.UBE2V1; Kua 0.00962709 0.0419792 1.13786447

TMEM66 NM_016127.4 TMEM66 8 Homo sapiens transmembrane protein 66 (TMEM66), mRNA.FLJ22274; FOAP-7; MGC8721; HSPC035; XTP30.00952599 0.04156568 1.05265084

PRDX1 NM_181696.1 PRDX1 1 Homo sapiens peroxiredoxin 1 (PRDX1), transcript variant 2, mRNA.MSP23; PAG; PAGB; PAGA; PRX1; NKEFA; TDPX20.00950316 0.04147971 1.04330154

KDM6B NM_001080424.1KDM6B 17 Homo sapiens lysine (K)-specific demethylase 6B (KDM6B), mRNA.KIAA0346 0.00941231 0.04116448 2.19473725

FANCA NM_000135.2 FANCA 16 Homo sapiens Fanconi anemia, complementation group A (FANCA), transcript variant 1, mRNA.FAA; FA; FA1; MGC75158; FACA; FAH; FA-H; FANCH0.00940864 0.04116204 4.06393432

RRAGD NM_021244.2 RRAGD 6 Homo sapiens Ras-related GTP binding D (RRAGD), mRNA.RAGD; DKFZP761H171; bA11D8.2.10.00939739 0.04113994 1.12413891

FUT4 NM_002033.2 FUT4 11 Homo sapiens fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid-specific) (FUT4), mRNA.FCT3A; ELFT; FUC-TIV; CD150.00938162 0.04113886 2.84717308

CENPE NM_001813.2 CENPE 4 Homo sapiens centromere protein E, 312kDa (CENPE), mRNA.KIF10 0.00939871 0.04113215 1.11681622

FBXO17 NM_148169.1 FBXO17 19 Homo sapiens F-box protein 17 (FBXO17), transcript variant 1, mRNA.FBXO26; MGC9379; Fbx17; FLJ11798; FBG4; FLJ252050.00938572 0.0411296 1.73035333

KRTAP10-3 NM_198696.2 KRTAP10-3 21 Homo sapiens keratin associated protein 10-3 (KRTAP10-3), mRNA.KAP10.3; KAP18.3; KRTAP18.3; KRTAP18-3; KAP18-3; KRTAP10.30.0093691 0.04109754 3.83830697



0.5 Upreg

GATAD2B NM_020699.1 GATAD2B 1 Homo sapiens GATA zinc finger domain containing 2B (GATAD2B), mRNA.MGC138285; P66beta; RP11-216N14.6; KIAA1150; FLJ37346; MGC1382570.00935472 0.04104804 1.21091684

C7orf54 NM_014411.2 C7ORF54 7 Homo sapiens chromosome 7 open reading frame 54 (C7orf54), mRNA.NSG-X; NAG8; MGC1383460.00927258 0.04083633 1.71824015

CELSR2 NM_001408.1 CELSR2 1 Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 2 (flamingo homolog, Drosophila) (CELSR2), mRNA.CDHF10; FLJ42737; Flamingo1; MEGF3; KIAA0279; EGFL2; FLJ34118; FLJ45845; FLJ451430.0092653 0.0408178 1.35547537

LOC284701 XM_935939.1 LOC284701 PREDICTED: Homo sapiens hypothetical protein LOC284701, transcript variant 8 (LOC284701), mRNA.0.00926079 0.04081152 1.40958096

MTRF1L NM_019041.3 MTRF1L 6 Homo sapiens mitochondrial translational release factor 1-like (MTRF1L), mRNA.MGC102748 0.00921968 0.04067092 1.09183931

LOC642111 XM_936250.1 LOC642111 PREDICTED: Homo sapiens hypothetical protein LOC642111 (LOC642111), mRNA.0.00921311 0.04065547 1.96367622

ECHDC2 NM_018281.1 ECHDC2 1 Homo sapiens enoyl Coenzyme A hydratase domain containing 2 (ECHDC2), mRNA.FLJ10948 0.00920442 0.04063063 1.11195739

SLC38A6 NM_153811.1 SLC38A6 14 Homo sapiens solute carrier family 38, member 6 (SLC38A6), mRNA.NAT-1; MGC1026970.00919755 0.04061383 4.96455478

Hs.482960 HS.482960 5 Homo sapiens partial mRNA; ID YG39-1C0.00916586 0.04051437 1.98551921

HOXA2 NM_006735.3 HOXA2 7 Homo sapiens homeobox A2 (HOXA2), mRNA.HOX1K 0.00914312 0.04042737 3.81406019

GYG1 NM_004130.2 GYG1 3 Homo sapiens glycogenin 1 (GYG1), mRNA.GYG 0.00910271 0.04028899 1.07674628

CLDN12 NM_012129.2 CLDN12 7 Homo sapiens claudin 12 (CLDN12), mRNA.0.009092 0.04025502 1.11867298

POLR2J4 NM_175064.2 POLR2J4 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J, 13.3kDa pseudogene (POLR2J4) on chromosome 7.RPB11-phi; MGC130980.00898663 0.03994863 1.75122781

LOC730740 XM_930111.1 LOC730740 PREDICTED: Homo sapiens similar to H3 histone, family 3B (LOC730740), mRNA.0.00898199 0.03994138 1.04573188

HES6 NM_018645.3 HES6 2 Homo sapiens hairy and enhancer of split 6 (Drosophila) (HES6), mRNA.0.00896256 0.03990855 1.07035634

FAM176A NM_001135032.1FAM176A 2 Homo sapiens family with sequence similarity 176, member A (FAM176A), transcript variant 1, mRNA.0.00896536 0.0399076 1.45155421

FGFRL1 NM_001004358.1FGFRL1 4 Homo sapiens fibroblast growth factor receptor-like 1 (FGFRL1), transcript variant 3, mRNA.FGFR5; FHFR 0.00888922 0.03966192 1.1327923

RPL18A NM_000980.2 RPL18A 19 Homo sapiens ribosomal protein L18a (RPL18A), mRNA.0.00885685 0.03957073 1.04334248

FAM122B NM_145284.3 FAM122B X Homo sapiens family with sequence similarity 122B (FAM122B), mRNA.MGC131814; DKFZp686L20116; RP11-308B5.50.00884392 0.03952629 1.09675612

STK38 NM_007271.2 STK38 6 Homo sapiens serine/threonine kinase 38 (STK38), mRNA.NDR1; NDR 0.0088297 0.03948939 1.16342971

LOC100131323XR_039461.1 LOC100131323 PREDICTED: Homo sapiens misc_RNA (LOC100131323), miscRNA.0.00882408 0.03947755 2.40149176

ZNF252 NR_023392.1 ZNF252 8 Homo sapiens zinc finger protein 252 (ZNF252), non-coding RNA.0.00880767 0.03943078 1.1466117

KIAA1345 XM_944553.1 KIAA1345 PREDICTED: Homo sapiens KIAA1345 protein, transcript variant 8 (KIAA1345), mRNA.0.00879281 0.03939082 5.2982068

MAN2B2 NM_015274.1 MAN2B2 4 Homo sapiens mannosidase, alpha, class 2B, member 2 (MAN2B2), mRNA.KIAA0935 0.00875923 0.03925366 1.0984937

RAD51L3 NM_002878.2 RAD51L3 17 Homo sapiens RAD51-like 3 (S. cerevisiae) (RAD51L3), transcript variant 1, mRNA.R51H3; Trad; HsTRAD; RAD51D0.00872406 0.03918878 1.772124

C4orf33 NM_173487.1 C4ORF33 4 Homo sapiens chromosome 4 open reading frame 33 (C4orf33), transcript variant 2, mRNA.FLJ33703 0.00868484 0.03910539 1.71069023

BLVRB NM_000713.1 BLVRB Homo sapiens biliverdin reductase B (flavin reductase (NADPH)) (BLVRB), mRNA.BVRB; MGC117413; FLR0.00869319 0.03910314 1.12458707

SPTAN1 NM_003127.1 SPTAN1 9 Homo sapiens spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) (SPTAN1), mRNA.FLJ44613; (ALPHA)II-SPECTRIN0.00865937 0.03903048 1.15078089

LOC646942 XR_016892.2 LOC646942 7 PREDICTED: Homo sapiens misc_RNA (LOC646942), miscRNA.0.00863271 0.0389368 1.07095187

NOV NM_002514.2 NOV 8 Homo sapiens nephroblastoma overexpressed gene (NOV), mRNA.IGFBP9; NOVH; CCN30.00853359 0.03856845 1.47793239

ERLIN2 NM_001003791.1ERLIN2 8 Homo sapiens ER lipid raft associated 2 (ERLIN2), transcript variant 3, mRNA.C8orf2; MGC87072; Erlin-2; SPFH20.00850575 0.03845573 4.73483217

BTG1 NM_001731.1 BTG1 12 Homo sapiens B-cell translocation gene 1, anti-proliferative (BTG1), mRNA.0.00845475 0.03825125 1.07549505

SH2B3 NM_005475.1 SH2B3 12 Homo sapiens SH2B adaptor protein 3 (SH2B3), mRNA.LNK 0.0084383 0.03821597 1.14661614

RTN4R NM_023004.5 RTN4R 22 Homo sapiens reticulon 4 receptor (RTN4R), mRNA.NOGOR; NGR 0.00839929 0.03810437 1.31233684

ZNF18 NM_144680.2 ZNF18 17 Homo sapiens zinc finger protein 18 (ZNF18), mRNA.KOX11; ZKSCAN6; HDSG1; ZNF535; Zfp5350.00838033 0.03804442 1.48149525

AGPAT2 NM_001012727.1AGPAT2 9 Homo sapiens 1-acylglycerol-3-phosphate O-acyltransferase 2 (lysophosphatidic acid acyltransferase, beta) (AGPAT2), transcript variant 2, mRNA.LPAAB; LPAAT-beta; BSCL1; BSCL; 1-AGPAT20.00838209 0.03803935 1.11625354

LOC643272 XM_926633.1 LOC643272 3 PREDICTED: Homo sapiens hypothetical protein LOC643272 (LOC643272), mRNA.0.00830867 0.03780971 1.12740981

LOC652164 XM_941509.1 LOC652164 PREDICTED: Homo sapiens similar to phosphodiesterase 4D interacting protein isoform 1 (LOC652164), mRNA.0.00829753 0.03778499 2.91256809

ASNSD1 NM_019048.1 ASNSD1 2 Homo sapiens asparagine synthetase domain containing 1 (ASNSD1), mRNA.NBLA00058; NS3TP1; FLJ207520.00823207 0.0375643 1.06934119

RNF43 NM_017763.3 RNF43 17 Homo sapiens ring finger protein 43 (RNF43), mRNA.FLJ20315; DKFZp781H0392; URCC; DKFZp781H02126; RNF124; MGC1256300.00821763 0.03751131 1.26428015

UBA1 NM_003334.3 UBA1 X Homo sapiens ubiquitin-like modifier activating enzyme 1 (UBA1), transcript variant 1, mRNA.UBA1A; A1S9; A1ST; UBE1X; MGC4781; A1S9T; UBE1; GXP10.00820451 0.03747724 1.05198301

SUMF1 NM_182760.2 SUMF1 3 Homo sapiens sulfatase modifying factor 1 (SUMF1), mRNA.MGC131853; FGE; MGC150436; AAPA30370.00819665 0.03746717 1.19375444

LOC646195 XM_929151.1 LOC646195 11 PREDICTED: Homo sapiens similar to 40S ribosomal protein S28, transcript variant 2 (LOC646195), mRNA.0.00818819 0.03744143 1.10463414

PXDN NM_012293.1 PXDN 2 Homo sapiens peroxidasin homolog (Drosophila) (PXDN), mRNA. XM_935183 XM_935184 XM_936786 XM_942966 XM_942982 XM_942986 XM_942994 XM_943000D2S448E; D2S448; VPO; MG50; KIAA0230; PXN; PRG20.00817429 0.03740366 1.27285486

CHP NM_007236.3 CHP 15 Homo sapiens calcium binding protein P22 (CHP), mRNA.SLC9A1BP 0.00816422 0.0373834 1.06071364

EHBP1L1 NM_001099409.1EHBP1L1 11 Homo sapiens EH domain binding protein 1-like 1 (EHBP1L1), mRNA.FLJ35431; TANGERIN; DKFZp762C1860.00808304 0.03715285 1.15563538

PRKY NM_002760.2 PRKY Y Homo sapiens protein kinase, Y-linked (PRKY), mRNA.0.00808427 0.03714561 2.88722288

Hs.136788 HS.136788 5 ac76f10.x5 Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE:868555 3, mRNA sequence0.00806295 0.03708623 2.46998941

RNF181 NM_016494.3 RNF181 2 Homo sapiens ring finger protein 181 (RNF181), mRNA.HSPC238 0.00803316 0.03698767 1.06181789

LOC100131787XR_039693.1 LOC100131787 1 PREDICTED: Homo sapiens misc_RNA (LOC100131787), miscRNA.0.0080276 0.03697494 1.09510669

PTMS NM_002824.4 PTMS 12 Homo sapiens parathymosin (PTMS), mRNA.0.00795148 0.03676484 1.09558173

AFF4 NM_014423.2 AFF4 5 Homo sapiens AF4/FMR2 family, member 4 (AFF4), mRNA.AF5Q31; MGC75036; MCEF0.00788997 0.03658254 1.28289574

KIF20A NM_005733.1 KIF20A 5 Homo sapiens kinesin family member 20A (KIF20A), mRNA.RAB6KIFL; MKLP2; FLJ211510.00786242 0.03650587 1.08193004

BAPX1 NM_001189.2 BAPX1 4 Homo sapiens bagpipe homeobox homolog 1 (Drosophila) (BAPX1), mRNA.NKX3B; NKX3-2; MGC138171; NKX3.20.00784639 0.03644419 8.05419368

SYT7 XM_943690.1 SYT7 PREDICTED: Homo sapiens synaptotagmin VII, transcript variant 4 (SYT7), mRNA.0.00782245 0.0363585 1.31823425

HERC5 NM_016323.1 HERC5 4 Homo sapiens hect domain and RLD 5 (HERC5), mRNA.CEBP1; CEB1 0.00781371 0.0363306 1.1434594

FLJ46284 XM_499123.2 FLJ46284 8 PREDICTED: Homo sapiens hypothetical gene supported by AK128161 (FLJ46284), mRNA.0.00780033 0.03630659 2.15194798

CECR6 NM_031890.2 CECR6 22 Homo sapiens cat eye syndrome chromosome region, candidate 6 (CECR6), mRNA.0.00774772 0.03613784 2.02215596

CSRNP2 NM_030809.1 CSRNP2 12 Homo sapiens cysteine-serine-rich nuclear protein 2 (CSRNP2), mRNA.FLJ25576; C12orf2; TAIP-12; C12orf220.00761306 0.03567292 1.27594873

BRSK1 NM_032430.1 BRSK1 19 Homo sapiens BR serine/threonine kinase 1 (BRSK1), mRNA.KIAA1811; FLJ430090.00760795 0.03566161 1.16116369

FNBP1 NM_015033.2 FNBP1 9 Homo sapiens formin binding protein 1 (FNBP1), mRNA.FBP17; MGC126804; KIAA05540.0075997 0.0356355 1.0982142

TWF2 NM_007284.3 TWF2 3 Homo sapiens twinfilin, actin-binding protein, homolog 2 (Drosophila) (TWF2), mRNA.MSTP011; A6RP; PTK9L; A6r0.00758996 0.03561505 1.11011032

HSD17B10 NM_004493.2 HSD17B10 X Homo sapiens hydroxysteroid (17-beta) dehydrogenase 10 (HSD17B10), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.HCD2; ABAD; ERAB; MHBD; SCHAD; 17b-HSD10; HADH20.00759024 0.03560377 1.15573929

GMPPA NM_013335.2 GMPPA 2 Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), transcript variant 2, mRNA.0.00757118 0.03556468 1.11668474

PRR5 NM_001017530.1PRR5 22 Homo sapiens proline rich 5 (renal) (PRR5), transcript variant 4, mRNA.PP610; FLJ201850.00756513 0.03556148 1.7492887

TRIM5 NM_033092.1 TRIM5 11 Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant gamma, mRNA.RNF88; TRIM5alpha0.00757241 0.03555786 1.40250119

C2orf15 NM_144706.2 C2ORF15 2 Homo sapiens chromosome 2 open reading frame 15 (C2orf15), mRNA.MGC29762 0.0075104 0.03534181 4.50433643

IFI27L2 NM_032036.2 IFI27L2 14 Homo sapiens interferon, alpha-inducible protein 27-like 2 (IFI27L2), mRNA.TLH29; MGC449130.00750311 0.03532005 1.15227506

GPATCH8 NM_001002909.1GPATCH8 17 Homo sapiens G patch domain containing 8 (GPATCH8), mRNA.GPATC8; KIAA05530.00750004 0.03531815 27.8036274

BCOR NM_017745.4 BCOR X Homo sapiens BCL6 co-repressor (BCOR), transcript variant 1, mRNA.MGC131961; KIAA1575; FLJ20285; MGC71031; MCOPS2; FLJ38041; MAA2; ANOP20.00747853 0.03525442 1.22829333



0.5 Upreg

PPP1R13L NM_006663.2 PPP1R13L 19 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 13 like (PPP1R13L), mRNA.IASPP; RAI; iASPP gene; NKIP10.00746666 0.03523604 1.271619

MGEA5 NM_012215.1 MGEA5 10 Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), mRNA.MEA5; FLJ23355; NCOAT; FLJ11229; KIAA06790.00743798 0.03515074 1.06015632

C2orf44 NM_025203.1 C2ORF44 2 Homo sapiens chromosome 2 open reading frame 44 (C2orf44), mRNA.FLJ21945; PP3840.00738307 0.03497852 1.11426863

LOC728686 XR_038523.1 LOC728686 PREDICTED: Homo sapiens misc_RNA (LOC728686), miscRNA.0.00732633 0.03474699 1.4383179

RELL2 NM_173828.3 RELL2 5 Homo sapiens RELT-like 2 (RELL2), mRNA.RELL2; FLJ90583; C5orf160.00731454 0.03470347 2.05772738

SLC25A21 NM_030631.1 SLC25A21 14 Homo sapiens solute carrier family 25 (mitochondrial oxodicarboxylate carrier), member 21 (SLC25A21), nuclear gene encoding mitochondrial protein, mRNA.MGC126570; ODC1; ODC0.00728778 0.0346137 2.08001347

GOLGA8G NM_001012420.2GOLGA8G 15 Homo sapiens golgi autoantigen, golgin subfamily a, 8G (GOLGA8G), mRNA.DKFZp434K052 0.0072742 0.03456156 1.50844244

Hs.565550 HS.565550 2 UI-H-CO0-aqr-d-03-0-UI.s1 NCI_CGAP_Sub9 Homo sapiens cDNA clone IMAGE:3105028 3, mRNA sequence0.00724916 0.03449206 1.86876773

SNORA14B NR_002956.1 SNORA14B 1 Homo sapiens small nucleolar RNA, H/ACA box 14B (SNORA14B), small nucleolar RNA.ACA14b 0.00722606 0.03440682 4.79028361

BICD2 NM_001003800.1BICD2 9 Homo sapiens bicaudal D homolog 2 (Drosophila) (BICD2), transcript variant 1, mRNA.bA526D8.1; KIAA06990.00722618 0.03439508 1.25530086

SV2B NM_014848.2 SV2B 15 Homo sapiens synaptic vesicle glycoprotein 2B (SV2B), mRNA.HsT19680; KIAA07350.00720269 0.03434493 1.74989252

TNFRSF25 NM_148973.1 TNFRSF25 1 Homo sapiens tumor necrosis factor receptor superfamily, member 25 (TNFRSF25), transcript variant 10, mRNA.WSL-LR; TNFRSF12; TR3; LARD; DDR3; TRAMP; WSL-1; APO-3; DR30.00720285 0.0343333 1.26103787

NEK6 NM_014397.3 NEK6 9 Homo sapiens NIMA (never in mitosis gene a)-related kinase 6 (NEK6), mRNA.SID6-1512 0.00718882 0.0343158 1.2759933

GRAMD4 NM_015124.2 GRAMD4 22 Homo sapiens GRAM domain containing 4 (GRAMD4), mRNA.KIAA0767; MGC90497; MGC149847; dJ439F8.1; dA59H18.10.00716938 0.0342724 1.46658714

OSBPL10 NM_017784.3 OSBPL10 3 Homo sapiens oxysterol binding protein-like 10 (OSBPL10), mRNA.ORP10; FLJ20363; OSBP90.00717002 0.03426307 1.18613786

Hs.531457 HS.531457 9 Homo sapiens cDNA FLJ37595 fis, clone BRCOC20078640.00713888 0.03415121 1.17774721

ARHGEF18 NM_015318.2 ARHGEF18 19 Homo sapiens rho/rac guanine nucleotide exchange factor (GEF) 18 (ARHGEF18), mRNA.KIAA0521; MGC159130.00713126 0.0341394 1.09146636

ABHD12 NM_001042472.1ABHD12 20 Homo sapiens abhydrolase domain containing 12 (ABHD12), transcript variant 1, mRNA.DKFZP434P106; dJ965G21.2; C20orf22; ABHD12A; BEM46L20.00712827 0.03413742 1.40501039

MAOA NM_000240.2 MAOA X Homo sapiens monoamine oxidase A (MAOA), nuclear gene encoding mitochondrial protein, mRNA.0.00711224 0.03409762 1.22151018

LHX2 NM_004789.3 LHX2 9 Homo sapiens LIM homeobox 2 (LHX2), mRNA.LH2; hLhx2; MGC1383900.00708712 0.03400176 1.14848047

Hs.552957 HS.552957 16 hd40e02.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2911994 3, mRNA sequence0.00708889 0.03399793 14.3890183

CDK2AP2 NM_005851.3 CDK2AP2 11 Homo sapiens cyclin-dependent kinase 2 associated protein 2 (CDK2AP2), mRNA.p14; FLJ10636; DOC-1R0.00703915 0.03380832 1.29122095

HEXDC NM_173620.1 HEXDC 17 Homo sapiens hexosaminidase (glycosyl hydrolase family 20, catalytic domain) containing (HEXDC), mRNA.FLJ23825 0.00702963 0.03378706 1.37293798

LOC644571 XM_927686.1 LOC644571 7 PREDICTED: Homo sapiens hypothetical protein LOC644571 (LOC644571), mRNA.0.00702999 0.03377656 2.61383503

SCAND1 NM_033630.1 SCAND1 20 Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 2, mRNA.RAZ1; SDP1 0.00688966 0.03324695 1.16121191

Hs.537217 HS.537217 14 Homo sapiens mRNA for IgE Heavy chain0.00687742 0.03319997 3.65880544

AHCY NM_000687.1 AHCY 20 Homo sapiens S-adenosylhomocysteine hydrolase (AHCY), mRNA.SAHH 0.0068665 0.03315932 1.04076772

H1FX NM_006026.2 H1FX 3 Homo sapiens H1 histone family, member X (H1FX), mRNA.MGC8350; H1X; MGC159590.00685548 0.03313025 1.13973548

TPP1 NM_000391.2 TPP1 11 Homo sapiens tripeptidyl peptidase I (TPP1), mRNA.MGC21297; LPIC; TPP I; GIG1; CLN20.0068525 0.03312793 1.10342799

CCNI NM_006835.2 CCNI 4 Homo sapiens cyclin I (CCNI), mRNA.CYC1; CYI 0.00684944 0.03312519 1.05004233

NFKBIE NM_004556.2 NFKBIE 6 Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor, epsilon (NFKBIE), mRNA.IKBE 0.00684149 0.03309884 5.82389882

EML3 NM_153265.1 EML3 11 Homo sapiens echinoderm microtubule associated protein like 3 (EML3), mRNA.MGC111422; ELP95; FLJ358270.00682403 0.03305055 1.08809452

NXN NM_022463.3 NXN 17 Homo sapiens nucleoredoxin (NXN), mRNA.TRG-4; FLJ126140.00682761 0.03304376 1.08242638

Hs.552896 HS.552896 11 Homo sapiens cDNA FLJ43491 fis, clone OCBBF30082300.00677217 0.03288346 1.72484503

LOC653506 XM_927769.1 LOC653506 17 PREDICTED: Homo sapiens similar to meteorin, glial cell differentiation regulator-like (LOC653506), mRNA.0.00673869 0.03275692 1.08179116

LOC151457 XR_038833.1 LOC151457 PREDICTED: Homo sapiens misc_RNA (LOC151457), miscRNA.0.00673892 0.03274603 2.04968519

CCDC128 NM_152994.2 CCDC128 2 Homo sapiens coiled-coil domain containing 128 (CCDC128), mRNA.MGC111781; FLJ165660.00672636 0.03270894 1.23345409

NDUFA2 NM_002488.3 NDUFA2 5 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2, 8kDa (NDUFA2), mRNA.B8; CD14 0.0067233 0.03270606 1.05733223

AMZ2 NM_016627.4 AMZ2 17 Homo sapiens archaelysin family metallopeptidase 2 (AMZ2), transcript variant 2, mRNA.0.00670899 0.03268446 1.07346073

C12orf44 NM_021934.3 C12ORF44 12 Homo sapiens chromosome 12 open reading frame 44 (C12orf44), transcript variant 2, mRNA.FLJ11773 0.00671611 0.0326831 1.10468192

PEX16 NM_004813.1 PEX16 11 Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, mRNA.0.00667146 0.03253748 1.28638848

C17orf28 NM_030630.1 C17ORF28 17 Homo sapiens chromosome 17 open reading frame 28 (C17orf28), mRNA.FLJ43526; DMC10.00666344 0.03253426 1.9312996

ACADVL NM_000018.2 ACADVL 17 Homo sapiens acyl-Coenzyme A dehydrogenase, very long chain (ACADVL), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.ACAD6; VLCAD; LCACD0.00666044 0.0325316 1.08826547

NKX3-1 NM_006167.2 NKX3-1 8 Homo sapiens NK3 homeobox 1 (NKX3-1), mRNA.NKX3A; BAPX2; NKX3; NKX3.10.00664853 0.03249741 1.20753125

NHEDC2 XM_933390.1 NHEDC2 4 Homo sapiens Na+/H+ exchanger domain containing 2 (NHEDC2), mRNA.FLJ23984; NHA20.00664939 0.03248962 2.0442812

OR7E156P NR_002171.1 OR7E156P 13 Homo sapiens olfactory receptor, family 7, subfamily E, member 156 pseudogene (OR7E156P), non-coding RNA.0.0066328 0.03248037 4.74121057

PLAT NM_000930.2 PLAT 8 Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, mRNA.T-PA; DKFZp686I03148; TPA0.00662717 0.03247679 6.55527709

GNAI2 NM_002070.2 GNAI2 3 Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting activity polypeptide 2 (GNAI2), transcript variant 1, mRNA.H_LUCA16.1; GIP; GNAI2B; H_LUCA15.10.00663377 0.03247315 1.09539966

MIR607 NR_030338.1 MIR607 Homo sapiens microRNA 607 (MIR607), microRNA.0.00660263 0.03240449 2.27336556

RPL13L NR_002803.1 RPL13L 12 Homo sapiens ribosomal protein L13-like (RPL13L), non-coding RNA.RRPL13L 0.00658658 0.03234965 1.08644017

Hs.444939 HS.444939 1 AV744922 CB Homo sapiens cDNA clone CBMAJE08 5, mRNA sequence0.0065796 0.03232732 1.83146209

DAG1 NM_004393.1 DAG1 3 Homo sapiens dystroglycan 1 (dystrophin-associated glycoprotein 1) (DAG1), mRNA.AGRNR; 156DAG; A3a; DAG0.00655405 0.03226159 1.1184523

CCND3 NM_001760.2 CCND3 6 Homo sapiens cyclin D3 (CCND3), mRNA.0.00654196 0.03223798 1.07090367

ATP6V1A NM_001690.2 ATP6V1A 3 Homo sapiens ATPase, H+ transporting, lysosomal 70kDa, V1 subunit A (ATP6V1A), mRNA.VA68; Vma1; HO68; ATP6V1A1; VPP2; ATP6A10.0065422 0.0322272 1.07805329

C3orf41 XM_934359.1 C3ORF41 3 PREDICTED: Homo sapiens chromosome 3 open reading frame 41, transcript variant 5 (C3orf41), mRNA.0.00653422 0.03222381 3.48259019

NSD1 NM_022455.3 NSD1 5 Homo sapiens nuclear receptor binding SET domain protein 1 (NSD1), transcript variant 2, mRNA.DKFZp666C163; SOTOS; FLJ44628; FLJ22263; STO; ARA2670.00650295 0.03208155 2.51797463

C9orf5 NM_032012.1 C9ORF5 9 Homo sapiens chromosome 9 open reading frame 5 (C9orf5), mRNA.CG2; FLJ33224; CG-2; FLJ236680.00649924 0.03207519 1.14145819

TMEM99 Hs.562720 TMEM99 17 Homo sapiens transmembrane protein 99 (TMEM99), mRNA.MGC21518 0.00647245 0.03199061 1.11988588

MORN4 NM_178832.2 MORN4 10 Homo sapiens MORN repeat containing 4 (MORN4), transcript variant 1, mRNA.bA548K23.4; FLJ25925; RP11-548K23.40.00641486 0.03176519 3.00168135

APPBP2 NM_006380.2 APPBP2 17 Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 2 (APPBP2), mRNA.PAT1; KIAA0228; HS.840840.0063556 0.03151881 1.14310429

ZFAND6 NM_019006.2 ZFAND6 15 Homo sapiens zinc finger, AN1-type domain 6 (ZFAND6), mRNA.ZA20D3; AWP1; ZFAND5B0.00633297 0.03144191 1.18283852

TMX4 NM_021156.2 TMX4 20 Homo sapiens thioredoxin-related transmembrane protein 4 (TMX4), mRNA.DJ971N18.2; KIAA11620.00625254 0.03114755 5.69308177

MAD2L2 NM_006341.2 MAD2L2 1 Homo sapiens MAD2 mitotic arrest deficient-like 2 (yeast) (MAD2L2), mRNA.REV7; MAD2B 0.00625377 0.03114198 1.05554992

LOC729776 Hs.535844 LOC729776 6 PREDICTED: Homo sapiens hypothetical protein LOC729776 (LOC729776), mRNA.0.00623598 0.03108845 1.52991312

Hs.521268 HS.521268 7 UI-E-DW0-agh-n-18-0-UI.s1 UI-E-DW0 Homo sapiens cDNA clone UI-E-DW0-agh-n-18-0-UI 3, mRNA sequence0.00620286 0.03098159 5.22192514

LOC642072 XM_936152.1 LOC642072 PREDICTED: Homo sapiens similar to HLA class II histocompatibility antigen, DRB1-4 beta chain precursor (MHC class I antigen DRB1*4) (DR-4) (DR4) (LOC642072), mRNA.0.00618999 0.03092896 1.79097841

HDAC3 NM_003883.2 HDAC3 5 Homo sapiens histone deacetylase 3 (HDAC3), mRNA.RPD3; HD3; RPD3-20.00616308 0.03082936 1.08043731

FOXA1 NM_004496.2 FOXA1 14 Homo sapiens forkhead box A1 (FOXA1), mRNA.MGC33105; TCF3A; HNF3A0.0061398 0.03072451 11.9943146

BIRC2 NM_001166.3 BIRC2 11 Homo sapiens baculoviral IAP repeat-containing 2 (BIRC2), mRNA.API1; Hiap-2; MIHB; RNF48; HIAP2; cIAP10.00612247 0.03067251 1.16643391

FAM46A NM_017633.1 FAM46A 6 Homo sapiens family with sequence similarity 46, member A (FAM46A), mRNA.XTP11; C6orf37; FLJ20037; FLJ314950.0061243 0.03067007 1.08786644
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TBC1D7 NM_016495.2 TBC1D7 6 Homo sapiens TBC1 domain family, member 7 (TBC1D7), mRNA.DKFZp686N2317; PIG51; FLJ32666; dJ257A7.3; TBC70.00611667 0.03065503 1.24460786

SURF1 NM_003172.2 SURF1 9 Homo sapiens surfeit 1 (SURF1), nuclear gene encoding mitochondrial protein, mRNA.0.00610512 0.03060873 1.13566395

C1orf115 NM_024709.2 C1ORF115 1 Homo sapiens chromosome 1 open reading frame 115 (C1orf115), mRNA.FLJ14146; RP11-322F10.40.00608804 0.03054621 1.14775125

TTC15 NM_016030.5 TTC15 2 Homo sapiens tetratricopeptide repeat domain 15 (TTC15), mRNA.FLJ36862; CGI-87; DKFZp547E1070.00602732 0.03025298 1.24734342

TRIB1 NM_025195.2 TRIB1 8 Homo sapiens tribbles homolog 1 (Drosophila) (TRIB1), mRNA.GIG2; SKIP1; C8FW0.00595385 0.0299864 1.05144393

AIF1L NM_031426.2 AIF1L 9 Homo sapiens allograft inflammatory factor 1-like (AIF1L), transcript variant 1, mRNA.MGC29466; FLJ12783; IBA20.0059549 0.02998029 1.05991108

TRIM66 NM_014818.1 TRIM66 11 Homo sapiens tripartite motif-containing 66 (TRIM66), mRNA.0.00591142 0.02980671 1.26703324

LOC727884 XR_037459.1 LOC727884 PREDICTED: Homo sapiens misc_RNA (LOC727884), miscRNA.0.00589097 0.0297149 1.61602413

TMOD1 NM_003275.1 TMOD1 9 Homo sapiens tropomodulin 1 (TMOD1), mRNA.ETMOD; D9S57E; TMOD0.00588101 0.02969854 3.04923983

FNDC3B NM_001135095.1FNDC3B 3 Homo sapiens fibronectin type III domain containing 3B (FNDC3B), transcript variant 2, mRNA.0.00588136 0.02968898 1.12830578

DHX40 XM_942276.1 DHX40 PREDICTED: Homo sapiens DEAH (Asp-Glu-Ala-His) box polypeptide 40, transcript variant 2 (DHX40), mRNA.0.00586027 0.02963897 1.12665428

NTAN1 NM_173474.2 NTAN1 16 Homo sapiens N-terminal asparagine amidase (NTAN1), mRNA.DKFZp666E058 0.00584956 0.02963001 1.19082666

LOC401676 XR_037812.1 LOC401676 PREDICTED: Homo sapiens misc_RNA (LOC401676), miscRNA.0.00584723 0.02962954 1.1556875

PCOLCE NM_002593.2 PCOLCE 7 Homo sapiens procollagen C-endopeptidase enhancer (PCOLCE), mRNA.PCPE 0.00585067 0.02962431 6.94613458

PTPRU NM_005704.3 PTPRU 1 Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), transcript variant 3, mRNA.GLEPP1; hPTP-J; PTPPSI; PCP-2; FMI; PTP-PI; R-PTP-PSI; PTPRO; PTP; FLJ37530; PTPU2; PTP-J0.00584331 0.02962102 1.41284773

LOC100128816XM_001732864.1LOC100128816 PREDICTED: Homo sapiens ACAH3104 (LOC100128816), mRNA.0.00582676 0.0295597 1.85446607

IFNGR1 NM_000416.1 IFNGR1 6 Homo sapiens interferon gamma receptor 1 (IFNGR1), mRNA.CD119; IFNGR; FLJ457340.00581985 0.02953595 1.10415379

Hs.572219 HS.572219 CM3-MT0357-260101-690-b10 MT0357 Homo sapiens cDNA, mRNA sequence0.0058081 0.02949891 1.2380611

ITGA5 NM_002205.2 ITGA5 12 Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) (ITGA5), mRNA.CD49e; VLA5A; FNRA0.00577367 0.02936904 1.19737849

Hs.27048 HS.27048 12 Homo sapiens cDNA FLJ31750 fis, clone NT2RI20074060.00577395 0.02935922 1.21702779

HYOU1 NM_006389.2 HYOU1 11 Homo sapiens hypoxia up-regulated 1 (HYOU1), mRNA.DKFZp686N08236; ORP1500.0057444 0.02925383 1.13044603

CAP1 NM_006367.2 CAP1 1 Homo sapiens CAP, adenylate cyclase-associated protein 1 (yeast) (CAP1), mRNA.CAP1-PEN; CAP 0.00574623 0.02925195 1.04582882

LOC145814 XM_927974.1 LOC145814 15 PREDICTED: Homo sapiens hypothetical protein LOC145814, transcript variant 2 (LOC145814), mRNA.0.00573859 0.02923549 4.33178375

KLF4 NM_004235.3 KLF4 9 Homo sapiens Kruppel-like factor 4 (gut) (KLF4), mRNA.GKLF; EZF 0.00571816 0.02915384 1.24985026

LAMA2 NM_000426.3 LAMA2 6 Homo sapiens laminin, alpha 2 (LAMA2), transcript variant 1, mRNA.LAMM 0.00570019 0.02909578 1.80059471

LRRC49 NM_017691.2 LRRC49 15 Homo sapiens leucine rich repeat containing 49 (LRRC49), mRNA.FLJ20156 0.00568551 0.02906562 10.3142248

PRKCA NM_002737.2 PRKCA 17 Homo sapiens protein kinase C, alpha (PRKCA), mRNA.MGC129901; MGC129900; PRKACA; PKCA; AAG6; PKC-alpha0.00566579 0.02902074 1.14027436

LAPTM4A NM_014713.3 LAPTM4A 2 Homo sapiens lysosomal-associated protein transmembrane 4 alpha (LAPTM4A), mRNA.LAPTM4; KIAA0108; Mtrp; HUMORF13; MBNT0.00566899 0.02901473 1.16322376

LOC730432 XM_936257.1 LOC730432 PREDICTED: Homo sapiens similar to serine/threonine/tyrosine interacting protein, transcript variant 1 (LOC730432), mRNA.0.00564338 0.02897315 1.09768492

LOC91948 XM_378549.3 LOC91948 PREDICTED: Homo sapiens hypothetical protein LOC91948 (LOC91948), mRNA.0.00564065 0.02897035 3.11836817

SLC25A44 NM_014655.1 SLC25A44 1 Homo sapiens solute carrier family 25, member 44 (SLC25A44), mRNA.FLJ90431; KIAA0446; RP11-54H19.30.00562285 0.02892375 1.20297231

MTAP NM_002451.3 MTAP 9 Homo sapiens methylthioadenosine phosphorylase (MTAP), mRNA.c86fus; MSAP 0.00560614 0.02889387 1.09457458

LOC729885 XR_015687.2 LOC729885 19 PREDICTED: Homo sapiens misc_RNA (LOC729885), miscRNA.0.00558586 0.02885664 1.5552479

LOC283874 NM_001012731.1LOC283874 16 Homo sapiens hypothetical protein LOC283874 (LOC283874), mRNA.FLJ20393 0.00557276 0.02883393 2.42663586

SNHG9 NR_003142.2 SNHG9 16 Homo sapiens small nucleolar RNA host gene 9 (non-protein coding) (SNHG9), non-coding RNA.DKFZp686N061410.00553903 0.02868177 1.06280952

ABCG4 NM_022169.3 ABCG4 11 Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 4 (ABCG4), mRNA.WHITE2 0.00552901 0.02867469 1.53833437

ATG4A NM_178271.1 ATG4A X Homo sapiens ATG4 autophagy related 4 homolog A (S. cerevisiae) (ATG4A), transcript variant 3, mRNA.APG4A; AUTL2 0.0055331 0.0286735 1.80902633

GSR NM_000637.2 GSR 8 Homo sapiens glutathione reductase (GSR), mRNA.MGC78522 0.00550813 0.02858877 1.24918367

DDB2 NM_000107.1 DDB2 11 Homo sapiens damage-specific DNA binding protein 2, 48kDa (DDB2), mRNA.FLJ34321 0.00549634 0.02854998 1.27987752

REP15 NM_001029874.1REP15 12 Homo sapiens RAB15 effector protein (REP15), mRNA.0.00547879 0.02848111 3.51592981

ATP6V1D NM_015994.2 ATP6V1D 14 Homo sapiens ATPase, H+ transporting, lysosomal 34kDa, V1 subunit D (ATP6V1D), mRNA.ATP6M; VATD; VMA80.00547325 0.02846349 1.07924337

LAMC3 NM_006059.2 LAMC3 9 Homo sapiens laminin, gamma 3 (LAMC3), mRNA.DKFZp434E202 0.00542419 0.02825268 1.40940255

PPDPF NM_024299.2 PPDPF 20 Homo sapiens pancreatic progenitor cell differentiation and proliferation factor homolog (zebrafish) (PPDPF), mRNA.dJ697K14.9; FLJ21046; MGC24790.00541146 0.02820855 1.20437067

LOC643336 XM_001718563.1LOC643336 PREDICTED: Homo sapiens similar to hCG1985303 (LOC643336), mRNA.0.00535891 0.02800069 1.11946779

RNF114 NM_018683.3 RNF114 20 Homo sapiens ring finger protein 114 (RNF114), mRNA.RNF114 0.00535425 0.02799842 1.0836821

TALDO1 XM_938697.1 TALDO1 PREDICTED: Homo sapiens transaldolase 1 (TALDO1), mRNA.0.00534243 0.02795862 1.05914101

COMMD3 NM_012071.2 COMMD3 10 Homo sapiens COMM domain containing 3 (COMMD3), mRNA.C10orf8; DKFZp686K0399; BUP; FLJ454710.00532457 0.02787621 1.06350458

TMEM63B NM_018426.1 TMEM63B 6 Homo sapiens transmembrane protein 63B (TMEM63B), mRNA.DKFZp686N2275; C6orf110; RP3-421H19.20.00527222 0.02766766 1.2415137

LOC732371 XM_941758.1 LOC732371 PREDICTED: Homo sapiens similar to mixed lineage kinase domain-like (LOC732371), mRNA.0.00527537 0.02766228 2.06444637

RTF1 NM_015138.3 RTF1 15 Homo sapiens Rtf1, Paf1/RNA polymerase II complex component, homolog (S. cerevisiae) (RTF1), mRNA.KIAA0252; GTL7 0.0052654 0.02765379 1.53177691

LLGL1 NM_004140.3 LLGL1 17 Homo sapiens lethal giant larvae homolog 1 (Drosophila) (LLGL1), mRNA.HUGL; LLGL; DLG4; HUGL1; HUGL-10.00525481 0.02762006 1.14295318

LOC100131196XR_038314.1 LOC100131196 PREDICTED: Homo sapiens misc_RNA (LOC100131196), miscRNA.0.00524166 0.02756185 1.03824935

GTF2B NM_001514.3 GTF2B 1 Homo sapiens general transcription factor IIB (GTF2B), mRNA.TFIIB; TF2B 0.00519023 0.02735654 1.12870198

LOC728499 XM_928299.1 LOC728499 5 PREDICTED: Homo sapiens similar to Nuclear envelope pore membrane protein POM 121 (Pore membrane protein of 121 kDa) (P145) (LOC728499), mRNA.0.00518213 0.02734645 1.14783366

CDH3 NM_001793.3 CDH3 16 Homo sapiens cadherin 3, type 1, P-cadherin (placental) (CDH3), mRNA.HJMD; PCAD; CDHP0.0051662 0.02728411 1.09391014

METTL2B NM_018396.1 METTL2B 7 Homo sapiens methyltransferase like 2B (METTL2B), mRNA.METL; METTL2; PSENIP1; FLJ12760; METTL2A; FLJ113500.00510012 0.02699967 1.93288314

PHTF1 NM_006608.1 PHTF1 1 Homo sapiens putative homeodomain transcription factor 1 (PHTF1), mRNA.PHTF 0.00506024 0.02687443 1.30002279

ATP6V1C1 NM_001695.3 ATP6V1C1 8 Homo sapiens ATPase, H+ transporting, lysosomal 42kDa, V1 subunit C1 (ATP6V1C1), mRNA.VATC; FLJ20057; ATP6D; Vma5; ATP6C0.00505557 0.02686036 1.54388725

NR4A2 NM_006186.2 NR4A2 2 Homo sapiens nuclear receptor subfamily 4, group A, member 2 (NR4A2), transcript variant 1, mRNA.RNR1; NOT; TINUR; NURR1; HZF-30.00504375 0.02680831 1.15462605

C5orf32 NM_032412.2 C5ORF32 5 Homo sapiens chromosome 5 open reading frame 32 (C5orf32), mRNA.ORF1-FL49 0.00497418 0.026481 1.13529172

NPAL3 NM_020448.2 NPAL3 1 Homo sapiens NIPA-like domain containing 3 (NPAL3), mRNA.RP3-462O23.3; DKFZp686E22155; DJ462O23.20.00496198 0.02643731 1.69624509

LOC649864 XM_941341.1 LOC649864 PREDICTED: Homo sapiens similar to HLA class I histocompatibility antigen, A-29 alpha chain precursor (MHC class I antigen A*29) (Aw-19), transcript variant 1 (LOC649864), mRNA.0.00492606 0.02626704 44.6575295

LOC441019 XM_498969.2 LOC441019 4 PREDICTED: Homo sapiens hypothetical LOC441019 (LOC441019), mRNA.0.00492187 0.02625526 1.34950201

CNR1 NM_016083.3 CNR1 6 Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 1, mRNA.CNR; CANN6; CB1A; CB1; CB1K5; CB-R0.0049046 0.02617367 1.99876644

STOM NM_004099.4 STOM 9 Homo sapiens stomatin (STOM), transcript variant 1, mRNA.EPB7; EPB72; BND70.00489563 0.02614686 1.18496348

TBC1D9 NM_015130.1 TBC1D9 4 Homo sapiens TBC1 domain family, member 9 (with GRAM domain) (TBC1D9), mRNA.KIAA0882; MDR10.00488719 0.0261439 1.7905953

PMS2L4 NR_022007.1 PMS2L4 7 Homo sapiens postmeiotic segregation increased 2-like 4 pseudogene (PMS2L4), non-coding RNA.0.00489102 0.02614327 1.28467802

Hs.574587 HS.574587 19 DA863698 PLACE7 Homo sapiens cDNA clone PLACE7017209 5, mRNA sequence0.00489642 0.02614051 2.62484982

KLHL24 NM_017644.3 KLHL24 3 Homo sapiens kelch-like 24 (Drosophila) (KLHL24), mRNA.FLJ25796; KRIP6; DRE10.00487312 0.02611078 1.32508904

HERC6 NM_001013005.1HERC6 4 Homo sapiens hect domain and RLD 6 (HERC6), transcript variant 1, mRNA.FLJ20637 0.00486872 0.0261083 5.29951069
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DCAF6 NM_001017977.1DCAF6 1 Homo sapiens DDB1 and CUL4 associated factor 6 (DCAF6), transcript variant 2, mRNA.RP4-745I14.1; ARCAP; PC326; MSTP055; 1200006M05Rik; NRIP0.0048704 0.02610674 1.1304873

PMVK NM_006556.2 PMVK 1 Homo sapiens phosphomevalonate kinase (PMVK), mRNA.PMKASE; HUMPMKI; PMK; PMKA0.004864 0.02609353 1.32207854

LOC441876 XM_946278.1 LOC441876 1 PREDICTED: Homo sapiens similar to 40S ribosomal protein S16, transcript variant 2 (LOC441876), mRNA.0.00485129 0.02605703 1.13179233

KDELR3 NM_016657.1 KDELR3 22 Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 3 (KDELR3), transcript variant 2, mRNA.ERD2L3 0.00483766 0.02601545 1.14874766

SPATA20 NM_022827.2 SPATA20 17 Homo sapiens spermatogenesis associated 20 (SPATA20), mRNA.MGC111032; FLJ21347; Tisp78; DKFZp686H1839; SSP411; FLJ219690.00483812 0.02600733 1.21414682

ESPN NM_031475.1 ESPN 1 Homo sapiens espin (ESPN), mRNA.DKFZP434A196; DFNB36; LP26540.00481646 0.02593298 1.21598707

SULT1A3 NM_177552.2 SULT1A3 16 Homo sapiens sulfotransferase family, cytosolic, 1A, phenol-preferring, member 3 (SULT1A3), transcript variant 1, mRNA.MGC117469; HAST3; STM; TL-PST; SULT1A4; HAST; ST1A5; M-PST0.00480977 0.025918 1.25672351

LOC100133578XM_001714539.1LOC100133578 PREDICTED: Homo sapiens similar to acetylserotonin O-methyltransferase-like (LOC100133578), mRNA.0.00480396 0.02589725 1.45220124

LQK1 XR_041452.1 LQK1 1 PREDICTED: Homo sapiens misc_RNA (LQK1), miscRNA.0.00475813 0.02570241 1.39699096

HYDIN NM_017558.2 HYDIN 16 Homo sapiens hydrocephalus inducing homolog (mouse) (HYDIN), transcript variant 2, mRNA.FLJ14665; KIAA1864; FLJ12871; HYDIN1; DKFZp434D0513; DKFZp434L08500.00471586 0.02554696 1.28859723

FRYL XM_945291.1 FRYL 4 Homo sapiens FRY-like (FRYL), mRNA.FLJ16177; KIAA0826; DKFZp686E2050.00471767 0.02554633 3.19313092

PCBP4 NM_033009.1 PCBP4 3 Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 2, mRNA.LIP4; MCG10 0.00469604 0.02548127 4.22274983

LOC646825 XM_929783.1 LOC646825 19 PREDICTED: Homo sapiens similar to zinc finger protein 91 (LOC646825), mRNA.0.00469619 0.02547162 2.647871

KCNMB4 NM_014505.4 KCNMB4 12 Homo sapiens potassium large conductance calcium-activated channel, subfamily M, beta member 4 (KCNMB4), mRNA.0.00468186 0.02541471 1.53879654

TBC1D8 NM_007063.2 TBC1D8 Homo sapiens TBC1 domain family, member 8 (with GRAM domain) (TBC1D8), mRNA.AD3; VRP; HBLP10.0046762 0.02539442 1.31270482

TSPAN33 NM_178562.2 TSPAN33 7 Homo sapiens tetraspanin 33 (TSPAN33), mRNA.MGC50844; PEN0.00465846 0.02536041 1.37865609

TAF6 NM_139122.1 TAF6 7 Homo sapiens TAF6 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 80kDa (TAF6), transcript variant 2, mRNA.MGC:8964; DKFZp781E21155; TAF2E; TAFII80; TAFII85; TAFII700.0046618 0.02535772 2.76380792

B9D2 NM_030578.2 B9D2 19 Homo sapiens B9 protein domain 2 (B9D2), mRNA.MGC4093; ICIS-10.0046637 0.02535767 1.55451677

GABRG2 NM_198904.1 GABRG2 5 Homo sapiens gamma-aminobutyric acid (GABA) A receptor, gamma 2 (GABRG2), transcript variant 1, mRNA.ECA2; GEFSP3; CAE20.00463117 0.02526371 2.30326563

MRPL2 NM_015950.3 MRPL2 6 Homo sapiens mitochondrial ribosomal protein L2 (MRPL2), nuclear gene encoding mitochondrial protein, mRNA.CGI-22; RPML14; MRP-L140.00460372 0.02516573 1.08134519

SCHIP1 NM_014575.1 SCHIP1 3 Homo sapiens schwannomin interacting protein 1 (SCHIP1), mRNA.FLJ39160; SCHIP-10.00457607 0.02507665 4.07613214

TMEM145 NM_173633.1 TMEM145 19 Homo sapiens transmembrane protein 145 (TMEM145), mRNA.FLJ90805 0.004577 0.02507134 1.44147435

LOC650257 XM_944121.1 LOC650257 PREDICTED: Homo sapiens hypothetical protein LOC650257 (LOC650257), mRNA.0.00456966 0.02505189 2.00661387

TMCO1 NM_019026.2 TMCO1 1 Homo sapiens transmembrane and coiled-coil domains 1 (TMCO1), mRNA.HP10122; TMCC4; RP11-466F5.7; PCIA3; PNAS-1360.00455087 0.02497985 1.06394072

NSFL1C NM_182483.1 NSFL1C 20 Homo sapiens NSFL1 (p97) cofactor (p47) (NSFL1C), transcript variant 3, mRNA.UBXD10; p47; MGC3347; dJ776F14.1; UBX10.0045183 0.02486283 1.18221204

LOC652900 XM_001724912.1LOC652900 PREDICTED: Homo sapiens similar to SEZ6L2 protein (LOC652900), mRNA.0.00451545 0.0248575 2.02285083

CARHSP1 NM_014316.1 CARHSP1 16 Homo sapiens calcium regulated heat stable protein 1, 24kDa (CARHSP1), transcript variant 2, mRNA.CSDC1; MGC111446; CRHSP-240.00451898 0.02485624 1.11427171

JUNB NM_002229.2 JUNB 19 Homo sapiens jun B proto-oncogene (JUNB), mRNA.0.00451137 0.02484536 1.28797363

EGFL7 NM_016215.3 EGFL7 9 Homo sapiens EGF-like-domain, multiple 7 (EGFL7), transcript variant 2, mRNA.RP11-251M1.2; MGC111117; ZNEU10.00449585 0.02478047 6.09646519

FKBP1A NM_000801.2 FKBP1A 20 Homo sapiens FK506 binding protein 1A, 12kDa (FKBP1A), transcript variant 12B, mRNA.PKCI2; FKBP12C; PPIASE; PKC12; FKBP-12; FKBP1; FKBP120.00449063 0.02477228 1.10491917

CCDC45 NM_138363.1 CCDC45 17 Homo sapiens coiled-coil domain containing 45 (CCDC45), mRNA.DKFZp667E18240.00449085 0.02476317 1.15149741

ZBTB4 NM_020899.2 ZBTB4 17 Homo sapiens zinc finger and BTB domain containing 4 (ZBTB4), mRNA.KAISO-L1; KIAA15380.00448075 0.02472805 1.20468628

TANC1 NM_033394.1 TANC1 2 Homo sapiens tetratricopeptide repeat, ankyrin repeat and coiled-coil containing 1 (TANC1), mRNA.ROLSB; TANC; KIAA17280.00445568 0.02464102 1.17481645

Hs.554169 HS.554169 18 RST33611 Athersys RAGE Library Homo sapiens cDNA, mRNA sequence0.00444252 0.0246196 1.73161851

PSMD4 NM_153822.1 PSMD4 1 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 4 (PSMD4), transcript variant 2, mRNA.pUB-R5; Rpn10; AF-1; AF; ASF; MCB1; S5A0.00444282 0.02461095 1.08004249

LIFR NM_002310.3 LIFR 5 Homo sapiens leukemia inhibitory factor receptor alpha (LIFR), mRNA.CD118; STWS; SJS2; SWS0.00442398 0.0245682 4.79958169

DAD1 NM_001344.1 DAD1 14 Homo sapiens defender against cell death 1 (DAD1), mRNA.OST2 0.0044285 0.02455217 1.04756449

SLMO2 NM_016045.2 SLMO2 20 Homo sapiens slowmo homolog 2 (Drosophila) (SLMO2), mRNA.C20orf45; PRELID3B; dJ543J19.50.00441245 0.02453498 339.202669

LOC650755 XM_939838.1 LOC650755 PREDICTED: Homo sapiens similar to cytoplasmic beta-actin (LOC650755), mRNA.0.00441245 0.02452472 3.66803718

SPPL2A NM_032802.2 SPPL2A 15 Homo sapiens signal peptide peptidase-like 2A (SPPL2A), mRNA.PSL2; IMP3 0.00439456 0.02449717 1.11104667

CSAD NM_015989.3 CSAD 12 Homo sapiens cysteine sulfinic acid decarboxylase (CSAD), mRNA.PCAP; MGC119355; MGC119354; MGC119357; CSD0.00439216 0.02449411 1.52548383

LOC730323 XM_001722097.1LOC730323 7 PREDICTED: Homo sapiens hypothetical LOC730323 (LOC730323), mRNA.0.00435765 0.02437343 2.47528934

RRM2B NM_015713.3 RRM2B 8 Homo sapiens ribonucleotide reductase M2 B (TP53 inducible) (RRM2B), mRNA.DKFZp686M05248; MGC102856; p53R2; MGC421160.00435335 0.02435963 1.24210331

PDCD6IP NM_013374.3 PDCD6IP 3 Homo sapiens programmed cell death 6 interacting protein (PDCD6IP), mRNA.MGC17003; Alix; DRIP4; AIP1; HP950.00435001 0.02435123 1.2278777

LOC729580 XM_001130700.1LOC729580 20 PREDICTED: Homo sapiens hypothetical LOC729580 (LOC729580), mRNA.0.00434316 0.02432319 1.7295702

DOK4 NM_018110.2 DOK4 16 Homo sapiens docking protein 4 (DOK4), mRNA.FLJ10488 0.00431812 0.0242034 3.32259632

UBXN6 NM_025241.1 UBXN6 19 Homo sapiens UBX domain protein 6 (UBXN6), mRNA.DKFZp667D109; UBXDC20.00431522 0.02419734 1.18804706

AMD1 NM_001033059.1AMD1 6 Homo sapiens adenosylmethionine decarboxylase 1 (AMD1), transcript variant 2, mRNA.ADOMETDC; AMD; DKFZp313L1234; FLJ269640.00430256 0.02414677 1.09461241

FLJ10986 NM_018291.2 FLJ10986 1 Homo sapiens hypothetical protein FLJ10986 (FLJ10986), mRNA.RP11-242B9.1 0.00429344 0.02411602 1.63907728

CXADR NM_001338.3 CXADR 21 Homo sapiens coxsackie virus and adenovirus receptor (CXADR), mRNA.CAR; HCAR 0.0042642 0.02397211 1.16189807

DCTN3 NM_024348.2 DCTN3 9 Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 1, mRNA.MGC111190; DCTN22; DCTN-220.00425417 0.02393605 1.13882531

SBF1 NM_002972.1 SBF1 22 Homo sapiens SET binding factor 1 (SBF1), transcript variant 1, mRNA.DKFZp761D0422; MTMR5; MGC997000.00424821 0.02393295 1.11347162

MICA NM_000247.1 MICA 6 Homo sapiens MHC class I polypeptide-related sequence A (MICA), mRNA.PERB11.1; MGC1110870.00422728 0.02383533 1.37812011

ZNF197 NM_001024855.1ZNF197 3 Homo sapiens zinc finger protein 197 (ZNF197), transcript variant 2, mRNA.P18; ZNF20; ZKSCAN9; D3S1363E; VHLaK; ZNF1660.00419964 0.02369965 3.22409953

LOC652185 XM_941547.1 LOC652185 PREDICTED: Homo sapiens similar to SH3-containing GRB2-like protein 1 (SH3 domain protein 2B) (Extra eleven-nineteen leukemia fusion gene) (EEN) (EEN fusion partner of MLL) (LOC652185), mRNA.0.00419492 0.02368306 4.57943376

NCBP2 NM_007362.3 NCBP2 3 Homo sapiens nuclear cap binding protein subunit 2, 20kDa (NCBP2), transcript variant 1, mRNA.PIG55; CBP20; NIP1; CBC20.00417602 0.023657 1.07857842

ZNF75A NM_153028.1 ZNF75A 16 Homo sapiens zinc finger protein 75a (ZNF75A), mRNA.FLJ31529 0.00418636 0.0236549 6.07962001

PLCD3 NM_133373.2 PLCD3 17 Homo sapiens phospholipase C, delta 3 (PLCD3), mRNA.MGC71172 0.00417669 0.02365067 1.96811438

MST1 NM_020998.2 MST1 3 Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) (MST1), mRNA.HGFL; NF15S2; MSP; DNF15S2; D3F15S20.00417738 0.02364448 1.22546819

UBE4A NM_004788.2 UBE4A 11 Homo sapiens ubiquitination factor E4A (UFD2 homolog, yeast) (UBE4A), mRNA.UFD2; KIAA0126; UBOX2; MGC133315; E40.00418018 0.02363004 1.11062454

PDK3 NM_005391.1 PDK3 X Homo sapiens pyruvate dehydrogenase kinase, isozyme 3 (PDK3), mRNA.0.00416139 0.02360433 1.93795619

ADIPOR2 NM_024551.2 ADIPOR2 12 Homo sapiens adiponectin receptor 2 (ADIPOR2), mRNA.MGC4640; ACDCR2; PAQR2; FLJ214320.00415694 0.0235892 1.07223428

NME7 NM_013330.3 NME7 1 Homo sapiens non-metastatic cells 7, protein expressed in (nucleoside-diphosphate kinase) (NME7), transcript variant 1, mRNA.nm23-H7; FLJ371940.00415371 0.02358097 1.18237421

PAPSS1 NM_005443.4 PAPSS1 4 Homo sapiens 3'-phosphoadenosine 5'-phosphosulfate synthase 1 (PAPSS1), mRNA.SK1; PAPSS; ATPSK10.00415091 0.02357517 1.09266126

FOXD4L1 NM_012184.3 FOXD4L1 2 Homo sapiens forkhead box D4-like 1 (FOXD4L1), mRNA.bA395L14.1 0.00414909 0.02357496 1.88736539

NUCB1 NM_006184.3 NUCB1 19 Homo sapiens nucleobindin 1 (NUCB1), mRNA.DKFZp686A15286; NUC; FLJ404710.00414406 0.02355649 1.06904679

CHSY1 NM_014918.3 CHSY1 15 Homo sapiens chondroitin sulfate synthase 1 (CHSY1), mRNA.CSS1; KIAA09900.00411326 0.02339138 1.082658

GMFB NM_004124.2 GMFB 14 Homo sapiens glia maturation factor, beta (GMFB), mRNA.GMF 0.00409942 0.02333271 1.09952115

LOC643201 XM_932165.1 LOC643201 5 PREDICTED: Homo sapiens hypothetical protein LOC643200, transcript variant 2 (LOC643201), mRNA.0.00408736 0.02327405 1.53327973

RAB8B NM_016530.2 RAB8B 15 Homo sapiens RAB8B, member RAS oncogene family (RAB8B), mRNA.FLJ38125 0.00408431 0.02326669 1.27142901



0.5 Upreg

EPHX2 NM_001979.4 EPHX2 8 Homo sapiens epoxide hydrolase 2, cytoplasmic (EPHX2), mRNA.SEH; CEH 0.00407884 0.0232455 1.17730645

TRIM2 NM_015271.2 TRIM2 4 Homo sapiens tripartite motif-containing 2 (TRIM2), mRNA.KIAA0517; RNF860.00406598 0.02320217 1.19437155

SLC4A2 NM_003040.2 SLC4A2 7 Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte membrane protein band 3-like 1) (SLC4A2), mRNA.HKB3; NBND3; EPB3L1; AE2; BND3L0.00405415 0.02315457 1.12849511

PCMT1 NM_005389.1 PCMT1 6 Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase (PCMT1), mRNA.0.00404857 0.02314265 1.05100515

C15orf39 NM_015492.3 C15ORF39 15 Homo sapiens chromosome 15 open reading frame 39 (C15orf39), mRNA.DKFZP434H132; FLJ46337; MGC1172090.0040435 0.02313365 1.38053793

LOC653158 XM_926814.1 LOC653158 5 PREDICTED: Homo sapiens similar to hypothetical protein MGC40405, transcript variant 1 (LOC653158), mRNA.0.00401322 0.02300009 2.30793039

ZBTB48 NM_005341.1 ZBTB48 1 Homo sapiens zinc finger and BTB domain containing 48 (ZBTB48), mRNA.pp9964; HKR3 0.00399775 0.02295115 1.21000566

AFTPH NM_017657.3 AFTPH 2 Homo sapiens aftiphilin (AFTPH), transcript variant 2, mRNA.MGC33965; FLJ23793; Nbla10388; FLJ200800.00398104 0.02290479 1.28936861

FOXO3 NM_001455.2 FOXO3 6 Homo sapiens forkhead box O3 (FOXO3), transcript variant 1, mRNA.FOXO2; FKHRL1; AF6q21; DKFZp781A0677; MGC12739; FKHRL1P2; MGC31925; FOXO3A0.00396401 0.02283658 1.14236824

HERC1 NM_003922.2 HERC1 15 Homo sapiens hect (homologous to the E6-AP (UBE3A) carboxyl terminus) domain and RCC1 (CHC1)-like domain (RLD) 1 (HERC1), mRNA.p619; p532 0.00395736 0.02280814 1.2707019

FAM46C NM_017709.2 FAM46C 1 Homo sapiens family with sequence similarity 46, member C (FAM46C), mRNA.FLJ20202 0.00395404 0.02279895 8.30910763

MIR526A2 NR_030208.1 MIR526A2 Homo sapiens microRNA 526a-2 (MIR526A2), microRNA.0.00394012 0.02277811 2.31856527

WDR48 NM_020839.2 WDR48 3 Homo sapiens WD repeat domain 48 (WDR48), mRNA.P80; KIAA1449; DKFZp686G17940.00393011 0.02273014 1.22052476

LOC728453 XM_001127303.1LOC728453 PREDICTED: Homo sapiens similar to 40S ribosomal protein S28 (LOC728453), mRNA.0.00391325 0.02266233 1.06468175

LOC442727 XR_017503.2 LOC442727 7 PREDICTED: Homo sapiens misc_RNA (LOC442727), miscRNA.0.00391106 0.02265953 1.0886016

TBC1D16 NM_019020.2 TBC1D16 17 Homo sapiens TBC1 domain family, member 16 (TBC1D16), mRNA.FLJ20748; MGC250620.00389128 0.0225548 1.51735039

PEPD NM_000285.1 PEPD 19 Homo sapiens peptidase D (PEPD), mRNA.PROLIDASE; MGC109050.00388004 0.02249948 1.0894296

LONRF2 Hs.21380 LONRF2 2 Homo sapiens LON peptidase N-terminal domain and ring finger 2 (LONRF2), mRNA.MGC126711; RNF192; FLJ45273; MGC1267130.00385901 0.02240694 4.34597497

LANCL1 NM_006055.1 LANCL1 2 Homo sapiens LanC lantibiotic synthetase component C-like 1 (bacterial) (LANCL1), mRNA.p40; GPR69A 0.00385407 0.02238803 1.08497261

CCPG1 NM_004748.3 CCPG1 15 Homo sapiens cell cycle progression 1 (CCPG1), transcript variant 2, mRNA.KIAA1254; CPR80.00384723 0.02235814 1.29366296

EMR2 NM_152916.1 EMR2 19 Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 2 (EMR2), transcript variant 2, mRNA.CD312; DKFZp781B1350.00384418 0.0223502 1.40955089

MPP7 NM_173496.2 MPP7 10 Homo sapiens membrane protein, palmitoylated 7 (MAGUK p55 subfamily member 7) (MPP7), mRNA.FLJ32798; RP11-218D6.50.00383479 0.02232497 2.2036896

BMPR2 NM_001204.5 BMPR2 2 Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine kinase) (BMPR2), mRNA.BRK-3; BMPR3; BMPR-II; BMR2; TRG10; PPH1; T-ALK0.00382011 0.02226884 2.08999614

ARID3A NM_005224.1 ARID3A 19 Homo sapiens AT rich interactive domain 3A (BRIGHT-like) (ARID3A), mRNA.E2FBP1; BRIGHT; DRIL3; DRIL10.00380987 0.0222385 1.26008135

CLPTM1 NM_001294.1 CLPTM1 19 Homo sapiens cleft lip and palate associated transmembrane protein 1 (CLPTM1), mRNA.0.00381025 0.02223095 1.08607699

LOC653438 XM_929895.1 LOC653438 1 PREDICTED: Homo sapiens similar to CG33096-PB, isoform B, transcript variant 1 (LOC653438), mRNA.0.00380422 0.0222153 1.44652623

UBE2E2 NM_152653.1 UBE2E2 3 Homo sapiens ubiquitin-conjugating enzyme E2E 2 (UBC4/5 homolog, yeast) (UBE2E2), mRNA.UBCH8; FLJ251570.00379371 0.02217347 1.20045921

AMH NM_000479.2 AMH 19 Homo sapiens anti-Mullerian hormone (AMH), mRNA.MIF; MIS 0.0037793 0.02213806 1.96314642

WDHD1 NM_001008396.1WDHD1 14 Homo sapiens WD repeat and HMG-box DNA binding protein 1 (WDHD1), transcript variant 2, mRNA.AND-1 0.00378262 0.02212814 3.54778717

ALDH2 NM_000690.2 ALDH2 12 Homo sapiens aldehyde dehydrogenase 2 family (mitochondrial) (ALDH2), nuclear gene encoding mitochondrial protein, mRNA.ALDM; ALDH-E2; ALDHI; MGC18060.00376355 0.02206528 1.2221394

ITGA3 NM_002204.1 ITGA3 17 Homo sapiens integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 receptor) (ITGA3), transcript variant a, mRNA.GAP-B3; FLJ34704; VLA3a; VL3A; MSK18; VCA-2; FLJ34631; GAPB3; CD49C0.00373812 0.02195507 1.11818209

TBC1D2B NM_015079.2 TBC1D2B 15 Homo sapiens TBC1 domain family, member 2B (TBC1D2B), mRNA.KIAA1055; FLJ201660.00373288 0.02194372 1.33632061

SLC30A1 NM_021194.2 SLC30A1 1 Homo sapiens solute carrier family 30 (zinc transporter), member 1 (SLC30A1), mRNA.ZNT1; ZRC1 0.00373118 0.02194343 1.52657164

LOC100132797XR_036994.1 LOC100132797 PREDICTED: Homo sapiens misc_RNA (LOC100132797), miscRNA.0.00371922 0.02191201 1.20198156

BMP4 NM_001202.2 BMP4 14 Homo sapiens bone morphogenetic protein 4 (BMP4), transcript variant 1, mRNA.BMP2B1; BMP2B; ZYME0.00371155 0.02189597 1.13302617

NUMB NM_003744.5 NUMB 14 Homo sapiens numb homolog (Drosophila) (NUMB), transcript variant 3, mRNA.S171 0.00371203 0.02188911 1.10289362

Hs.254006 HS.254006 5 Homo sapiens cDNA FLJ38835 fis, clone MESAN20024240.00369717 0.02185006 7.06810542

TM4SF18 NM_138786.1 TM4SF18 3 Homo sapiens transmembrane 4 L six family member 18 (TM4SF18), mRNA.L6D 0.00369294 0.02183479 24.2077768

CCS XM_938909.1 CCS PREDICTED: Homo sapiens copper chaperone for superoxide dismutase (CCS), mRNA.0.00367771 0.02180311 1.6063742

DDEF2 NM_003887.1 DDEF2 2 Homo sapiens development and differentiation enhancing factor 2 (DDEF2), mRNA.PAG3; Pap-alpha; SHAG1; FLJ42910; AMAP2; PAP; KIAA0400; CENTB30.00366424 0.02180122 1.24863709

PPL NM_002705.3 PPL 16 Homo sapiens periplakin (PPL), mRNA.MGC134872; KIAA05680.00366058 0.02178925 1.28640266

WNT2B NM_024494.1 WNT2B 1 Homo sapiens wingless-type MMTV integration site family, member 2B (WNT2B), transcript variant WNT-2B2, mRNA.WNT13; XWNT20.00364108 0.02169267 1.79791074

SPG11 NM_025137.2 SPG11 15 Homo sapiens spastic paraplegia 11 (autosomal recessive) (SPG11), transcript variant 1, mRNA.KIAA1840; DKFZp762B1512; FLJ214390.00362759 0.02165122 1.16608979

ENTPD8 NM_198585.1 ENTPD8 9 Homo sapiens ectonucleoside triphosphate diphosphohydrolase 8 (ENTPD8), transcript variant 2, mRNA.GLSR2492; UNQ2492; NTPDase-80.00362919 0.02165102 1.25892305

RPL15 NM_002948.2 RPL15 3 Homo sapiens ribosomal protein L15 (RPL15), mRNA.RPL10; RPYL10; RPLY10; EC45; MGC88603; FLJ263040.00361789 0.02163227 1.05627314

CEBPA NM_004364.2 CEBPA 19 Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), mRNA.CEBP; C/EBP-alpha0.00358633 0.02148232 1.49890766

Hs.14555 HS.14555 10 Homo sapiens cDNA: FLJ21513 fis, clone COL057780.0035877 0.02148081 1.19143749

U1SNRNPBP NM_180703.1 U1SNRNPBP 12 Homo sapiens U11/U12 snRNP 35K (U1SNRNPBP), transcript variant 4, mRNA.MGC138160; HM-10.0035843 0.02147989 1.65343811

CALB2 NM_001740.2 CALB2 16 Homo sapiens calbindin 2 (CALB2), transcript variant CALB2c, mRNA.CAL2 0.00357814 0.02146235 1.32229264

C6orf129 NM_138493.1 C6ORF129 6 Homo sapiens chromosome 6 open reading frame 129 (C6orf129), mRNA.HSPC265; MGC1316560.00357149 0.0214322 1.18033262

PPP2R5A NM_006243.2 PPP2R5A 1 Homo sapiens protein phosphatase 2, regulatory subunit B', alpha isoform (PPP2R5A), mRNA.MGC131915; B56A; PR61A0.0035419 0.02130281 1.27218093

SLC7A11 NM_014331.2 SLC7A11 4 Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ system) member 11 (SLC7A11), mRNA.CCBR1; xCT 0.00352519 0.02122157 1.49839954

CPLX1 NM_006651.3 CPLX1 4 Homo sapiens complexin 1 (CPLX1), mRNA.CPX-I; CPX1 0.00350665 0.02113879 1.72260708

C15orf21 NM_001005269.1C15ORF21 15 Homo sapiens chromosome 15 open reading frame 21 (C15orf21), transcript variant 2, mRNA.D-PCa-2; FLJ394260.00349748 0.02111231 1.37547373

TBC1D2 NM_018421.2 TBC1D2 9 Homo sapiens TBC1 domain family, member 2 (TBC1D2), mRNA.FLJ10702; DKFZp761D1823; PARIS1; FLJ16244; FLJ42782; PARIS-1; TBC1D2A0.00349034 0.02109801 1.86003739

CDC42 NM_044472.1 CDC42 1 Homo sapiens cell division cycle 42 (GTP binding protein, 25kDa) (CDC42), transcript variant 3, mRNA.CDC42Hs; G25K0.00347502 0.02101497 1.16419603

GOT1 NM_002079.1 GOT1 10 Homo sapiens glutamic-oxaloacetic transaminase 1, soluble (aspartate aminotransferase 1) (GOT1), mRNA.GIG18 0.00344998 0.02087309 1.06464249

LOC642489 XM_925989.1 LOC642489 6 PREDICTED: Homo sapiens similar to FK506-binding protein 1A (LOC642489), mRNA.0.0034418 0.02086167 1.07455901

RNFT1 NM_016125.2 RNFT1 17 Homo sapiens ring finger protein, transmembrane 1 (RNFT1), mRNA.PTD016; MGC1110900.00344246 0.02085612 1.67854665

LOC401115 XM_937968.1 LOC401115 PREDICTED: Homo sapiens hypothetical gene supported by BC038466; BC062790 (LOC401115), mRNA.0.00343871 0.02085249 1.05175894

MTMR11 NM_006697.1 MTMR11 1 Homo sapiens myotubularin related protein 11 (MTMR11), transcript variant 1, mRNA.CRA; RP11-212K13.10.00341937 0.02076368 1.27298864

CST7 NM_003650.2 CST7 20 Homo sapiens cystatin F (leukocystatin) (CST7), mRNA.CMAP 0.00341491 0.02074611 2.55096052

SEZ6L2 NM_201575.1 SEZ6L2 Homo sapiens seizure related 6 homolog (mouse)-like 2 (SEZ6L2), transcript variant 2, mRNA.FLJ90517; PSK-10.00341107 0.02074183 1.23308447

TMEM118 NM_032814.1 TMEM118 Homo sapiens transmembrane protein 118 (TMEM118), mRNA.FLJ14627 0.00340674 0.02073452 1.115284

SERPINB5 NM_002639.2 SERPINB5 18 Homo sapiens serpin peptidase inhibitor, clade B (ovalbumin), member 5 (SERPINB5), mRNA.PI5; maspin 0.00337087 0.02054448 1.19741815

CPVL NM_031311.3 CPVL 7 Homo sapiens carboxypeptidase, vitellogenic-like (CPVL), transcript variant 1, mRNA.HVLP; MGC100290.00337218 0.02054305 1.2155547

MSRB2 NM_012228.2 MSRB2 10 Homo sapiens methionine sulfoxide reductase B2 (MSRB2), mRNA.CBS-1; PILB; MSRB; CGI-131; CBS1; MGC261040.00335502 0.02047615 1.12911614

ISG20 NM_002201.4 ISG20 15 Homo sapiens interferon stimulated exonuclease gene 20kDa (ISG20), mRNA.CD25; HEM45 0.003342 0.02043427 2.39615423

AP1B1 NM_145730.1 AP1B1 22 Homo sapiens adaptor-related protein complex 1, beta 1 subunit (AP1B1), transcript variant 2, mRNA.CLAPB2; ADTB1; BAM22; AP105A0.00329317 0.02021033 1.22346888

C16orf56 NM_025082.1 C16ORF56 16 Homo sapiens chromosome 16 open reading frame 56 (C16orf56), mRNA.FLJ13111 0.0032861 0.02017624 1.18355121
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PIK4CA NM_058004.1 PIK4CA 22 Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide (PIK4CA), transcript variant 1, mRNA.pi4K230; FLJ16556; PI4K-ALPHA0.00327813 0.02014597 1.14876802

RNF217 NM_152553.2 RNF217 6 Homo sapiens ring finger protein 217 (RNF217), mRNA.C6orf172; MGC26996; dJ84N20.1; IBRDC10.00326149 0.02006231 4.34731952

C2orf7 NM_032319.1 C2ORF7 2 Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA.PAP21; MGC130040.00324595 0.01998528 1.49730052

FLOT1 NM_005803.2 FLOT1 6 Homo sapiens flotillin 1 (FLOT1), mRNA.0.00324248 0.0199732 1.13278938

PIR NM_001018109.1PIR X Homo sapiens pirin (iron-binding nuclear protein) (PIR), transcript variant 2, mRNA.0.00323374 0.01996577 1.10314828

RPS4Y1 NM_001008.3 RPS4Y1 Y Homo sapiens ribosomal protein S4, Y-linked 1 (RPS4Y1), mRNA.RPS4Y; MGC119100; MGC50700.00323682 0.01995688 1.07375595

SLC44A1 NM_080546.2 SLC44A1 9 Homo sapiens solute carrier family 44, member 1 (SLC44A1), mRNA.RP11-287A8.1; CHTL1; CD92; CDW92; CTL10.00323815 0.01995578 1.09871763

Hs.569104 HS.569104 12 BX337332 Homo sapiens PLACENTA COT 25-NORMALIZED Homo sapiens cDNA clone CS0DI040YE21 5-PRIME, mRNA sequence0.00322581 0.01994467 2.63015172

OR52L1 NM_001005173.1OR52L1 11 Homo sapiens olfactory receptor, family 52, subfamily L, member 1 (OR52L1), mRNA.OR11-50 0.00322751 0.01993659 2.59483716

LOC728667 XM_001128080.2LOC728667 14 PREDICTED: Homo sapiens similar to hCG1645561 (LOC728667), mRNA.0.00322245 0.01993319 1.76057681

KITLG NM_000899.3 KITLG 12 Homo sapiens KIT ligand (KITLG), transcript variant b, mRNA.DKFZp686F2250; SCF; SF; MGF; KL-1; Kitl0.00320171 0.0198512 1.10319889

PCMTD2 NM_018257.1 PCMTD2 20 Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase domain containing 2 (PCMTD2), mRNA.FLJ10883; C20orf360.00320284 0.01983962 1.24161975

SESTD1 NM_178123.3 SESTD1 2 Homo sapiens SEC14 and spectrin domains 1 (SESTD1), mRNA.DKFZp434O0515; SOLO0.00318365 0.01977623 1.55248268

MT1E NM_175617.2 MT1E 16 Homo sapiens metallothionein 1E (functional) (MT1E), mRNA.MT1; MTD 0.00317936 0.01975882 1.09472336

ELOF1 NM_032377.2 ELOF1 19 Homo sapiens elongation factor 1 homolog (S. cerevisiae) (ELOF1), mRNA.ELF1 0.00314832 0.0196027 1.18764535

HNRPLL NM_138394.2 HNRPLL 2 Homo sapiens heterogeneous nuclear ribonucleoprotein L-like (HNRPLL), mRNA.SRRF 0.00313036 0.01950003 1.23978234

TNS3 NM_022748.9 TNS3 7 Homo sapiens tensin 3 (TNS3), mRNA.TENS1; FLJ13732; TEM6; MGC88434; H_NH049I23.2; FLJ35545; DKFZp686M1045; DKFZp686K121230.00312332 0.01946532 1.23807121

PTH2 NM_178449.2 PTH2 19 Homo sapiens parathyroid hormone 2 (PTH2), mRNA.0.00311754 0.01943844 2.12505549

C6orf85 NM_021945.4 C6ORF85 6 Homo sapiens chromosome 6 open reading frame 85 (C6orf85), mRNA.DKFZP434F011; FLJ221740.00308189 0.01930698 1.21002402

Hs.539054 HS.539054 11 xj22c02.x1 NCI_CGAP_Ut2 Homo sapiens cDNA clone IMAGE:2657954 3, mRNA sequence0.00308228 0.01930026 3.76582725

TMEM191B XM_938147.1 TMEM191B 22 PREDICTED: Homo sapiens transmembrane protein 191B, transcript variant 2 (TMEM191B), mRNA.0.00307759 0.01929828 3.18263513

KLF10 NM_005655.1 KLF10 8 Homo sapiens Kruppel-like factor 10 (KLF10), transcript variant 1, mRNA.TIEG; EGRA; TIEG10.0030786 0.01929546 2.60299903

RNF149 NM_173647.2 RNF149 2 Homo sapiens ring finger protein 149 (RNF149), mRNA.FLJ90504; DNAPTP20.0030263 0.01901262 1.09673392

CBLB NM_170662.3 CBLB 3 Homo sapiens Cas-Br-M (murine) ecotropic retroviral transforming sequence b (CBLB), mRNA.DKFZp779F1443; FLJ41152; DKFZp779A0729; FLJ36865; RNF56; Nbla00127; DKFZp686J102230.00302739 0.01901044 1.53463784

INTS5 NM_030628.1 INTS5 11 Homo sapiens integrator complex subunit 5 (INTS5), mRNA.INT5; KIAA16980.00300846 0.01893644 1.19760153

STX1A NM_004603.1 STX1A 7 Homo sapiens syntaxin 1A (brain) (STX1A), mRNA.HPC-1; STX1; p35-10.0029987 0.01890196 1.18195635

PPIL6 NM_173672.1 PPIL6 6 Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 6 (PPIL6), mRNA.bA425D10.6; MGC41939; dJ919F19.10.00298609 0.01887631 1.6772624

RNU1-5 NR_004400.1 RNU1-5 1 Homo sapiens RNA, U1 small nuclear 5 (RNU1-5), small nuclear RNA.HSD4 0.00298626 0.01886836 1.13010881

LOC728791 XR_015547.2 LOC728791 PREDICTED: Homo sapiens misc_RNA (LOC728791), miscRNA.0.00298751 0.01886729 1.13374453

SMAD6 NM_005585.2 SMAD6 15 Homo sapiens SMAD family member 6 (SMAD6), transcript variant 1, mRNA.MADH6; HsT17432; MADH70.00298035 0.01886698 4.79949983

FAM113A NM_022760.3 FAM113A 20 Homo sapiens family with sequence similarity 113, member A (FAM113A), mRNA.C20orf81; bA12M19.1; FLJ22376; DKFZp547L0540.00298146 0.01885604 1.58752307

C14orf159 NM_024952.4 C14ORF159 Homo sapiens chromosome 14 open reading frame 159 (C14orf159), mRNA.FLJ39975; C14orf160; FLJ209500.00297706 0.0188552 1.13327666

C19orf22 NM_138774.2 C19ORF22 19 Homo sapiens chromosome 19 open reading frame 22 (C19orf22), mRNA.MGC16353 0.00296741 0.01882102 1.10741647

SNORA79 NR_003021.2 SNORA79 14 Homo sapiens small nucleolar RNA, H/ACA box 79 (SNORA79), small nucleolar RNA.ACA65 0.00296241 0.0187983 2.3596311

DHCR24 NM_014762.2 DHCR24 1 Homo sapiens 24-dehydrocholesterol reductase (DHCR24), mRNA.Nbla03646; seladin-1; SELADIN1; KIAA00180.00294197 0.01869545 1.10282959

C20orf100 NM_032883.1 C20ORF100 20 Homo sapiens chromosome 20 open reading frame 100 (C20orf100), mRNA.dJ1108D11.2; MGC15880; GCX-1; dJ495O3.10.00291255 0.01853514 1.07581861

FAHD2B NM_199336.1 FAHD2B 2 Homo sapiens fumarylacetoacetate hydrolase domain containing 2B (FAHD2B), mRNA.DKFZp434N062 0.00291107 0.01853466 1.1666571

RBM20 XM_291671.6 RBM20 PREDICTED: Homo sapiens RNA binding motif protein 20 (RBM20), mRNA.0.00290571 0.01851832 1.95912186

ASAP1 NM_018482.2 ASAP1 8 Homo sapiens ArfGAP with SH3 domain, ankyrin repeat and PH domain 1 (ASAP1), mRNA.ZG14P; AMAP1; PAG2; ASAP1; PAP; CENTB4; KIAA12490.00289335 0.01845727 1.11966461

DCUN1D3 NM_173475.1 DCUN1D3 16 Homo sapiens DCN1, defective in cullin neddylation 1, domain containing 3 (S. cerevisiae) (DCUN1D3), mRNA.MGC48972; FLJ41725; DKFZp686O0290; 44M2.40.00288718 0.01843567 1.18171094

PICALM NM_007166.2 PICALM 11 Homo sapiens phosphatidylinositol binding clathrin assembly protein (PICALM), transcript variant 1, mRNA.LAP; CALM; CLTH0.00287963 0.01839635 1.13306834

LOC407835 NR_002144.1 LOC407835 7 Homo sapiens mitogen-activated protein kinase kinase 2 pseudogene (LOC407835), non-coding RNA.0.00287097 0.0183587 1.14056857

PTGES NM_004878.3 PTGES 9 Homo sapiens prostaglandin E synthase (PTGES), mRNA.mPGES-1; MGST1L1; MGST1-L1; PIG12; TP53I12; MGST-IV; PP102; MGC10317; PGES; PP12940.00286718 0.01834333 1.33968338

LRBA NM_006726.1 LRBA 4 Homo sapiens LPS-responsive vesicle trafficking, beach and anchor containing (LRBA), mRNA.BGL; CDC4L; DKFZp686A09128; DKFZp686P2258; LBA; FLJ25686; MGC72098; LAB300; FLJ16600; DKFZp686K031000.00284513 0.01828167 1.13808596

SLC35E3 NM_018656.2 SLC35E3 12 Homo sapiens solute carrier family 35, member E3 (SLC35E3), mRNA.BLOV1 0.00284068 0.01827077 1.67732832

TLE1 NM_005077.3 TLE1 9 Homo sapiens transducin-like enhancer of split 1 (E(sp1) homolog, Drosophila) (TLE1), mRNA.GRG1; ESG1; ESG0.00284124 0.01826549 1.25547836

FAT1 NM_005245.3 FAT1 4 Homo sapiens FAT tumor suppressor homolog 1 (Drosophila) (FAT1), mRNA.ME5; hFat1; CDHF7; FAT10.00282126 0.01815468 1.05066676

DYM NM_017653.2 DYM 18 Homo sapiens dymeclin (DYM), mRNA.DMC; SMC; FLJ90130; FLJ200710.0028146 0.01812942 1.15135296

MLXIPL NM_032994.1 MLXIPL 7 Homo sapiens MLX interacting protein-like (MLXIPL), transcript variant 2, mRNA.WS-bHLH; MIO; MONDOB; WBSCR14; CHREBP0.00280155 0.01809812 1.19398536

ARL8B NM_018184.2 ARL8B 3 Homo sapiens ADP-ribosylation factor-like 8B (ARL8B), mRNA.FLJ10702; ARL10C; Gie10.00280208 0.0180927 1.09918318

SNORD51 NR_002589.1 SNORD51 2 Homo sapiens small nucleolar RNA, C/D box 51 (SNORD51), small nuclear RNA.U51; RNU51 0.00280436 0.01808981 2.13769375

PPP1R2 NM_006241.3 PPP1R2 3 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 2 (PPP1R2), mRNA.MGC87148; IPP20.00280442 0.01808139 1.12020045

EAF1 NM_033083.5 EAF1 3 Homo sapiens ELL associated factor 1 (EAF1), mRNA.0.00278343 0.01804264 1.16934064

LOC100134364XM_001713810.1LOC100134364 PREDICTED: Homo sapiens hypothetical protein LOC100134364 (LOC100134364), mRNA.0.00277557 0.01800044 1.07140204

TRAPPC2 NM_001011658.1TRAPPC2 X Homo sapiens trafficking protein particle complex 2 (TRAPPC2), transcript variant 1, mRNA.hYP38334; TRS20; SEDT; SEDL; ZNF547L; MIP-2A0.00276438 0.01795423 1.62716341

CYB561D1 NM_182580.2 CYB561D1 1 Homo sapiens cytochrome b-561 domain containing 1 (CYB561D1), transcript variant 2, mRNA.0.00272388 0.01775209 1.24822366

ZNF45 NM_003425.2 ZNF45 19 Homo sapiens zinc finger protein 45 (ZNF45), mRNA.KOX5; ZNF13 0.00272478 0.01774921 1.46546769

TTTY5 NR_001541.1 TTTY5 Y Homo sapiens testis-specific transcript, Y-linked 5 (non-protein coding) (TTTY5), non-coding RNA.TTY5 0.00271826 0.01773288 2.31788995

ZBTB42 NM_001137601.1ZBTB42 14 Homo sapiens zinc finger and BTB domain containing 42 (ZBTB42), mRNA.0.00269636 0.01763343 1.59384427

FIBCD1 NM_032843.3 FIBCD1 9 Homo sapiens fibrinogen C domain containing 1 (FIBCD1), mRNA.FLJ14810 0.00265483 0.01743927 1.65051238

BIN1 NM_139343.1 BIN1 2 Homo sapiens bridging integrator 1 (BIN1), transcript variant 1, mRNA.MGC10367; AMPH2; DKFZp547F068; SH3P9; AMPHL0.00265647 0.01743276 1.10980558

ZSWIM6 XM_035299.7 ZSWIM6 5 PREDICTED: Homo sapiens zinc finger, SWIM-type containing 6 (ZSWIM6), mRNA.0.00264628 0.01741761 1.36976195

RHOU NM_021205.4 RHOU 1 Homo sapiens ras homolog gene family, member U (RHOU), mRNA.WRCH1; CDC42L1; hG28K; ARHU; FLJ10616; fJ646B12.2; DJ646B12.20.00263909 0.01737891 1.69638812

PAIP2 NM_001033112.1PAIP2 5 Homo sapiens poly(A) binding protein interacting protein 2 (PAIP2), transcript variant 1, mRNA.PAIP2A; MGC720180.0026269 0.01734171 1.09306752

NFIL3 NM_005384.2 NFIL3 9 Homo sapiens nuclear factor, interleukin 3 regulated (NFIL3), mRNA.IL3BP1; NF-IL3A; E4BP4; NFIL3A0.00262085 0.0173277 1.19610237

LOC728612 XR_015601.1 LOC728612 5 PREDICTED: Homo sapiens misc_RNA (LOC728612), miscRNA.0.00261027 0.01730085 31.9423672

RFX5 NM_000449.3 RFX5 1 Homo sapiens regulatory factor X, 5 (influences HLA class II expression) (RFX5), transcript variant 1, mRNA.0.00260335 0.01728095 1.129136

EVI5L NM_145245.2 EVI5L 19 Homo sapiens ecotropic viral integration site 5-like (EVI5L), mRNA.0.00259048 0.01721273 1.19303971

TMEM106B NM_018374.2 TMEM106B 7 Homo sapiens transmembrane protein 106B (TMEM106B), mRNA.FLJ11273; MGC337270.00256981 0.01709252 1.29882786

FES NM_002005.2 FES 15 Homo sapiens feline sarcoma oncogene (FES), mRNA.FPS 0.00255862 0.01704378 1.20011617
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KRTAP2-2 XM_496261.2 KRTAP2-2 PREDICTED: Homo sapiens keratin associated protein 2-2 (KRTAP2-2), mRNA.0.0025433 0.01696727 1.67240261

FERMT2 NM_006832.1 FERMT2 14 Homo sapiens fermitin family homolog 2 (Drosophila) (FERMT2), mRNA.KIND2; FLJ44462; UNC112B; PLEKHC1; FLJ34213; mig-2; UNC112; MIG20.00253638 0.01693813 1.16749355

CYB5D2 NM_144611.2 CYB5D2 17 Homo sapiens cytochrome b5 domain containing 2 (CYB5D2), mRNA.MGC32124 0.00253361 0.01693672 1.2545042

PTPN13 NM_080684.1 PTPN13 4 Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 (Fas)-associated phosphatase) (PTPN13), transcript variant 3, mRNA.PTP1E; PNP1; PTP-BL; PTP-BAS; FAP-1; DKFZp686J1497; PTPL1; PTPLE0.0025348 0.01693616 1.97819914

MTF1 NM_005955.1 MTF1 1 Homo sapiens metal-regulatory transcription factor 1 (MTF1), mRNA.MGC23036; ZRF; MTF-10.00252377 0.01688799 1.39297118

CLTA NM_007096.1 CLTA 9 Homo sapiens clathrin, light chain (Lca) (CLTA), transcript variant 2, mRNA.LCA 0.00251973 0.01688651 1.09846236

LEPRE1 NM_022356.2 LEPRE1 1 Homo sapiens leucine proline-enriched proteoglycan (leprecan) 1 (LEPRE1), mRNA.P3H1; MGC117314; GROS10.00252038 0.01688233 1.32508389

LIMA1 NM_016357.3 LIMA1 12 Homo sapiens LIM domain and actin binding 1 (LIMA1), mRNA.SREBP3; EPLIN; FLJ38853; MGC1317260.00250371 0.01681317 1.19213284

SPIRE1 NM_020148.1 SPIRE1 18 Homo sapiens spire homolog 1 (Drosophila) (SPIRE1), transcript variant 2, mRNA.Spir-1; MGC150622; MGC1506210.00248924 0.01674145 1.15579012

NCAPD2 NM_014865.2 NCAPD2 12 Homo sapiens non-SMC condensin I complex, subunit D2 (NCAPD2), mRNA.hCAP-D2; KIAA0159; CAP-D2; CNAP10.0024729 0.01668232 1.09523894

FBXO31 NM_024735.2 FBXO31 16 Homo sapiens F-box protein 31 (FBXO31), mRNA.FBX14; Fbx31; FLJ22477; DKFZP434B027; MGC15419; DKFZp434J1815; MGC9527; FBXO14; pp23860.00246946 0.01666759 1.12127929

HDLBP NM_005336.2 HDLBP 2 Homo sapiens high density lipoprotein binding protein (HDLBP), transcript variant 1, mRNA.HBP; VGL; FLJ16432; PRO29000.00244826 0.01655821 1.90443219

SMAP2 NM_022733.1 SMAP2 1 Homo sapiens small ArfGAP2 (SMAP2), mRNA.SMAP1L; RP1-228H13.30.00239888 0.01631586 1.14265877

LOC645478 XM_932922.1 LOC645478 16 PREDICTED: Homo sapiens hypothetical LOC645478 (LOC645478), mRNA.0.00239978 0.01630519 2.93397221

CPE NM_001873.1 CPE 4 Homo sapiens carboxypeptidase E (CPE), mRNA.0.00240123 0.01629835 1.23622501

NDST2 NM_003635.2 NDST2 10 Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 2 (NDST2), mRNA.HSST2; NCST2; NST2; MGC129697; MGC1297050.00240167 0.01629303 3.58659522

LOC730455 NM_015027.1 LOC730455 PREDICTED: Homo sapiens similar to N-terminal Asn amidase (LOC730455), mRNA.0.00239174 0.01629232 1.17418604

UPLP NM_001114403.1UPLP Homo sapiens uroplakin-like protein (UPLP), mRNA.0.00239233 0.01628798 1.19650117

PTPRE NM_130435.2 PTPRE 10 Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), transcript variant 2, mRNA.DKFZp313F1310; PTPE; HPTPE; R-PTP-EPSILON0.00238808 0.01627578 2.67723869

MGC61598 XM_939432.1 MGC61598 PREDICTED: Homo sapiens similar to ankyrin-repeat protein Nrarp (MGC61598), mRNA.0.00238374 0.01626291 1.18235432

MAP2K2 NM_030662.2 MAP2K2 19 Homo sapiens mitogen-activated protein kinase kinase 2 (MAP2K2), mRNA.PRKMK2; MAPKK2; MEK2; MKK20.00238142 0.01625546 1.22404008

FAM117B NM_173511.2 FAM117B 2 Homo sapiens family with sequence similarity 117, member B (FAM117B), mRNA.FLJ38771; DKFZp686H01244; FAM117B0.00236836 0.01619971 1.18367214

LOC728014 XM_946270.1 LOC728014 12 PREDICTED: Homo sapiens similar to huntingtin interacting protein 1 related (LOC728014), mRNA.0.00235556 0.0161371 1.15239721

STX12 NM_177424.1 STX12 1 Homo sapiens syntaxin 12 (STX12), mRNA.STX14; MGC51957; STX130.00235779 0.01613568 1.34171484

UBE1 NM_153280.1 UBE1 X Homo sapiens ubiquitin-activating enzyme E1 (UBE1), transcript variant 2, mRNA.UBA1A; A1S9; A1ST; UBE1X; MGC4781; A1S9T; UBA1; GXP10.00234681 0.01610211 1.10565893

SYT1 NM_005639.1 SYT1 12 Homo sapiens synaptotagmin I (SYT1), mRNA.SVP65; SYT; P65; DKFZp781D20420.00232661 0.01598837 1.54236675

CA11 NM_001217.3 CA11 19 Homo sapiens carbonic anhydrase XI (CA11), mRNA.CARP2; CA-RP XI0.00232031 0.01596162 2.156248

WFDC3 NM_080614.1 WFDC3 20 Homo sapiens WAP four-disulfide core domain 3 (WFDC3), mRNA.WAP14; dJ447F3.30.00231683 0.01595422 8.10607854

ANXA2P3 NR_001446.1 ANXA2P3 10 Homo sapiens annexin A2 pseudogene 3 (ANXA2P3), non-coding RNA.ANX2L3; LIP2; LPC2C; ANX2P30.00228023 0.0157595 1.35231812

OAT NM_000274.1 OAT 10 Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene encoding mitochondrial protein, mRNA.HOGA; DKFZp781A111550.00227058 0.01570917 1.08034471

NLGN2 NM_020795.2 NLGN2 17 Homo sapiens neuroligin 2 (NLGN2), mRNA.KIAA1366 0.00226052 0.01564774 1.21679714

SUPT5H NM_003169.2 SUPT5H 19 Homo sapiens suppressor of Ty 5 homolog (S. cerevisiae) (SUPT5H), mRNA.SPT5H; SPT5; FLJ341570.00225576 0.01563113 1.16402837

UFSP1 NM_001015072.1UFSP1 7 Homo sapiens UFM1-specific peptidase 1 (non-functional) (UFSP1), mRNA.0.00225144 0.01560933 1.98135703

RNF31 NM_017999.3 RNF31 14 Homo sapiens ring finger protein 31 (RNF31), mRNA.FLJ23501; MGC19975; FLJ10111; ZIBRA0.00224402 0.0155987 1.21102339

PRKACB NM_207578.1 PRKACB 1 Homo sapiens protein kinase, cAMP-dependent, catalytic, beta (PRKACB), transcript variant 3, mRNA.PKACB; MGC41879; MGC9320; DKFZp781I24520.00223417 0.01555471 3.65883349

CSRP2 NM_001321.1 CSRP2 12 Homo sapiens cysteine and glycine-rich protein 2 (CSRP2), mRNA.CRP2; LMO5; SmLIM0.00223055 0.01555399 1.1369888

CYP2S1 NM_030622.5 CYP2S1 19 Homo sapiens cytochrome P450, family 2, subfamily S, polypeptide 1 (CYP2S1), mRNA.0.00222871 0.01554938 1.58845133

MGC4677 XM_939115.1 MGC4677 2 Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA.MGC17532; MGC881820.00221272 0.01551127 1.22482419

EIF4E3 NM_173359.3 EIF4E3 3 Homo sapiens eukaryotic translation initiation factor 4E family member 3 (EIF4E3), mRNA.MGC86971; MGC398200.0022168 0.01549891 1.42759898

GPR108 NM_001080452.1GPR108 19 Homo sapiens G protein-coupled receptor 108 (GPR108), transcript variant 1, mRNA.LUSTR2; MGC143930.00220585 0.01547129 1.50848298

PPM1H XM_939302.1 PPM1H 12 Homo sapiens protein phosphatase 1H (PP2C domain containing) (PPM1H), mRNA.KIAA1157; FLJ13253; ARHCL10.00219603 0.01543508 1.28769933

ACAD10 NM_025247.3 ACAD10 12 Homo sapiens acyl-Coenzyme A dehydrogenase family, member 10 (ACAD10), mRNA.MGC5601 0.00219672 0.01543172 1.7157979

PRAF2 NM_007213.1 PRAF2 X Homo sapiens PRA1 domain family, member 2 (PRAF2), mRNA.JM4 0.00217416 0.01531388 1.25124914

MEGF6 NM_001409.3 MEGF6 1 Homo sapiens multiple EGF-like-domains 6 (MEGF6), mRNA.KIAA0815; EGFL30.00216258 0.0152485 1.9464793

ISYNA1 NM_016368.3 ISYNA1 19 Homo sapiens inositol-3-phosphate synthase 1 (ISYNA1), mRNA.IPS 0.00214586 0.01517902 1.15845536

MAP3K12 NM_006301.2 MAP3K12 12 Homo sapiens mitogen-activated protein kinase kinase kinase 12 (MAP3K12), mRNA.DLK; ZPKP1; ZPK; MUK0.00213356 0.0151324 1.59723349

DAAM1 NM_014992.1 DAAM1 14 Homo sapiens dishevelled associated activator of morphogenesis 1 (DAAM1), mRNA.FLJ41657; KIAA06660.00212946 0.01512763 1.70896505

DKFZP564O0523NM_032120.1 DKFZP564O0523 7 Homo sapiens hypothetical protein DKFZp564O0523 (DKFZP564O0523), mRNA.HSPC304; DKFZp686D16510.00212694 0.01512593 10.241101

SEMA3C NM_006379.2 SEMA3C 7 Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3C (SEMA3C), mRNA.SEMAE; SemE 0.00211921 0.01509523 16.8248458

Hs.57079 HS.57079 10 Homo sapiens cDNA FLJ13267 fis, clone OVARC10009640.00211625 0.01508226 1.10720316

TRAPPC5 NM_001042462.1TRAPPC5 19 Homo sapiens trafficking protein particle complex 5 (TRAPPC5), transcript variant 3, mRNA.MGC52424 0.00211021 0.01507979 1.13973533

HSBP1 NM_001537.2 HSBP1 16 Homo sapiens heat shock factor binding protein 1 (HSBP1), mRNA.DKFZp686D1664; NPC-A-13; DKFZp686O242000.00211226 0.01507002 1.07746652

CYP24A1 NM_000782.3 CYP24A1 20 Homo sapiens cytochrome P450, family 24, subfamily A, polypeptide 1 (CYP24A1), nuclear gene encoding mitochondrial protein, mRNA.CYP24; P450-CC24; MGC126274; CP24; MGC1262730.00210547 0.01505403 1.14126807

ZNHIT1 NM_006349.2 ZNHIT1 7 Homo sapiens zinc finger, HIT type 1 (ZNHIT1), mRNA.ZNFN4A1; CG1I 0.00210278 0.01504288 1.09129972

LOC646663 XM_929606.1 LOC646663 19 PREDICTED: Homo sapiens similar to ret finger protein-like 1 (LOC646663), mRNA.0.00208945 0.01497986 1.92283363

RTN3 NM_201428.1 RTN3 11 Homo sapiens reticulon 3 (RTN3), transcript variant 2, mRNA.NSPLII; NSPL2; ASYIP; HAP; RTN3-A10.0020804 0.01493921 1.20526902

WDR89 NM_001008726.1WDR89 14 Homo sapiens WD repeat domain 89 (WDR89), transcript variant 1, mRNA.MSTP050; MGC9907; C14orf1500.00205604 0.01480437 2.03282631

TEX2 NM_018469.3 TEX2 17 Homo sapiens testis expressed 2 (TEX2), mRNA.KIAA1738; TMEM96; DKFZp781G0721; HT0080.00204015 0.01472195 1.16318645

RING1 NM_002931.3 RING1 6 Homo sapiens ring finger protein 1 (RING1), mRNA.RNF1 0.00203768 0.01471215 1.0558552

C10orf41 XM_210876.4 C10ORF41 10 PREDICTED: Homo sapiens chromosome 10 open reading frame 41 (C10orf41), mRNA.0.00200246 0.01450527 1.93219888

LOC100133222XM_001724568.1LOC100133222 PREDICTED: Homo sapiens similar to mCG146274 (LOC100133222), mRNA.0.00200271 0.01449912 5.39652445

CNTD2 NM_024877.1 CNTD2 19 Homo sapiens cyclin N-terminal domain containing 2 (CNTD2), mRNA.FLJ13265 0.00200004 0.01449564 2.60075403

THOC2 NM_020449.1 THOC2 X Homo sapiens THO complex 2 (THOC2), mRNA.CXorf3; dJ506G2.1; THO20.00197608 0.01435338 1.19991208

MSX1 NM_002448.1 MSX1 4 Homo sapiens msh homeobox 1 (MSX1), mRNA.HOX7; HYD1 0.00196824 0.01430424 1.08586835

GRN NM_002087.2 GRN 17 Homo sapiens granulin (GRN), mRNA.PEPI; PGRN; PCDGF; GEP; GP880.00195969 0.01428129 1.18123077

KIF1B NM_183416.2 KIF1B 1 Homo sapiens kinesin family member 1B (KIF1B), transcript variant 1, mRNA.KIAA0591; HMSNII; CMT2; FLJ23699; KIAA1448; CMT2A; MGC134844; CMT2A1; KLP0.00195097 0.01422554 1.25286549

SELM NM_080430.2 SELM 22 Homo sapiens selenoprotein M (SELM), mRNA.MGC40146; SEPM0.00194893 0.01421849 1.23331652

RNF165 NM_152470.2 RNF165 18 Homo sapiens ring finger protein 165 (RNF165), mRNA.0.00194286 0.01419768 1.4047494

Hs.294603 HS.294603 14 Homo sapiens cDNA FLJ12874 fis, clone NT2RP20037690.00193901 0.01417733 1.14236926

UBR4 NM_020765.1 UBR4 1 Homo sapiens ubiquitin protein ligase E3 component n-recognin 4 (UBR4), mRNA.KIAA1307; FLJ41863; ZUBR1; RBAF600; p600; RP5-1126H10.1; KIAA04620.00193534 0.01415832 1.10175705



0.5 Upreg

LAMP2 NM_002294.1 LAMP2 X Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript variant LAMP2A, mRNA.CD107b; LAMP-2C; LAMPB0.00193217 0.01414296 1.13323755

SCARNA16 NR_003013.1 SCARNA16 17 Homo sapiens small Cajal body-specific RNA 16 (SCARNA16), guide RNA.ACA47 0.00192679 0.01412692 1.37990327

CTSD NM_001909.3 CTSD 11 Homo sapiens cathepsin D (CTSD), mRNA.CLN10; MGC2311; CPSD0.00191909 0.01410171 1.35641498

GPD1L NM_015141.2 GPD1L 3 Homo sapiens glycerol-3-phosphate dehydrogenase 1-like (GPD1L), mRNA.KIAA0089 0.00191083 0.01408001 1.11873434

ANG NM_001145.2 ANG 14 Homo sapiens angiogenin, ribonuclease, RNase A family, 5 (ANG), transcript variant 2, mRNA.RNASE5; MGC22466; RNASE4; MGC719660.00191272 0.01407828 1.23942312

LOC642035 XM_936105.1 LOC642035 PREDICTED: Homo sapiens hypothetical protein LOC642035 (LOC642035), mRNA.0.00190438 0.01407161 2.0059734

TUBB2C NM_006088.5 TUBB2C 9 Homo sapiens tubulin, beta 2C (TUBB2C), mRNA.TUBB2 0.00190545 0.01406383 1.06569867

MAPK3 NM_002746.1 MAPK3 Homo sapiens mitogen-activated protein kinase 3 (MAPK3), mRNA.PRKM3; ERK1; P44MAPK; P44ERK10.00190619 0.01406147 1.14324097

CYB5R1 NM_016243.2 CYB5R1 1 Homo sapiens cytochrome b5 reductase 1 (CYB5R1), mRNA.B5R.1; NQO3A2; humb5R20.00190126 0.01405642 1.50808652

Hs.570988 HS.570988 5 Homo sapiens primary neuroblastoma cDNA, clone:Nbla10111, full insert sequence0.00189719 0.014042 1.34623568

AKAP13 NM_007200.3 AKAP13 15 Homo sapiens A kinase (PRKA) anchor protein 13 (AKAP13), transcript variant 3, mRNA.HA-3; FLJ11952; BRX; FLJ43341; c-lbc; PROTO-LB; Ht31; LBC; AKAP-Lbc; PROTO-LBC0.00188588 0.01398168 1.63495498

CEP55 NM_018131.3 CEP55 10 Homo sapiens centrosomal protein 55kDa (CEP55), mRNA.URCC6; C10orf3; FLJ105400.00186623 0.01385926 1.07541245

LYRM4 NM_020408.3 LYRM4 6 Homo sapiens LYR motif containing 4 (LYRM4), mRNA.C6orf149; CGI-203; ISD110.00186314 0.01384401 2.04820656

OSBPL2 NM_144498.1 OSBPL2 20 Homo sapiens oxysterol binding protein-like 2 (OSBPL2), transcript variant 2, mRNA.MGC4307; KIAA0772; ORP2; MGC8342; FLJ20223; ORP-20.0018597 0.01383403 1.29932281

GDPD5 NM_030792.4 GDPD5 11 Homo sapiens glycerophosphodiester phosphodiesterase domain containing 5 (GDPD5), mRNA.PP1665; GDE2 0.00185394 0.01380664 1.98566512

CADM4 NM_145296.1 CADM4 19 Homo sapiens cell adhesion molecule 4 (CADM4), mRNA.Necl-4; TSLL2; IGSF4C; synCAM40.0018444 0.01375103 1.42481814

C14orf79 NM_174891.2 C14ORF79 14 Homo sapiens chromosome 14 open reading frame 79 (C14orf79), mRNA.0.00183828 0.01372087 1.63046045

GLRX NM_002064.1 GLRX 5 Homo sapiens glutaredoxin (thioltransferase) (GLRX), mRNA.GRX; GRX1; MGC1174070.00183678 0.01371738 1.09604458

LOC644761 XR_019390.1 LOC644761 PREDICTED: Homo sapiens misc_RNA (LOC644761), miscRNA.0.0018315 0.01369338 2.25375651

C20orf46 NM_018354.1 C20ORF46 20 Homo sapiens chromosome 20 open reading frame 46 (C20orf46), mRNA.FLJ11190 0.00182952 0.01368631 1.15474473

GSTT2B NM_001080843.2GSTT2B 22 Homo sapiens glutathione S-transferase theta 2B (gene/pseudogene) (GSTT2B), mRNA.MGC87963; GSTT2P0.00182276 0.01368205 5.11607274

Hs.400256 HS.400256 4 Homo sapiens cDNA FLJ33738 fis, clone BRAWH20185270.00182792 0.01368203 3.4765742

SYNJ2BP NM_018373.1 SYNJ2BP 14 Homo sapiens synaptojanin 2 binding protein (SYNJ2BP), mRNA.Arip2; OMP25; FLJ112710.00182296 0.01367581 1.14752729

NELF NM_015537.3 NELF 9 Homo sapiens nasal embryonic LHRH factor (NELF), mRNA.RP11-48C7.1; MGC1253690.00181776 0.01366777 1.15322793

RNF20 NM_019592.5 RNF20 9 Homo sapiens ring finger protein 20 (RNF20), mRNA.BRE1A; MGC129667; MGC129668; FLJ20382; KIAA2779; FLJ111890.00181865 0.01366666 1.12377002

FLJ10213 NM_018029.3 FLJ10213 3 Homo sapiens hypothetical protein FLJ10213 (FLJ10213), mRNA.0.00181197 0.01363971 1.37261747

EEF2 NM_001961.2 EEF2 19 Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA.EF2; EEF-2 0.00181026 0.01363454 1.0637534

C9orf9 NM_018956.3 C9ORF9 9 Homo sapiens chromosome 9 open reading frame 9 (C9orf9), mRNA.0.00179956 0.01356938 2.27734167

Hs.576601 HS.576601 10 DB297320 BRACE2 Homo sapiens cDNA clone BRACE2016602 3, mRNA sequence0.00179993 0.01356444 2.90763072

TPMT NM_000367.2 TPMT 6 Homo sapiens thiopurine S-methyltransferase (TPMT), mRNA.0.00179704 0.01355807 1.27933

CBARA1 NM_006077.1 CBARA1 10 Homo sapiens calcium binding atopy-related autoantigen 1 (CBARA1), mRNA.CALC; EFHA3; DKFZp564C246; FLJ126840.00178859 0.01351741 1.31125028

Hs.491292 HS.491292 8 Homo sapiens cDNA FLJ36559 fis, clone TRACH20092910.00178721 0.01351473 1.61292174

MANBA NM_005908.2 MANBA 4 Homo sapiens mannosidase, beta A, lysosomal (MANBA), mRNA.MANB1 0.001789 0.0135128 1.20323153

CORO2A NM_052820.2 CORO2A 9 Homo sapiens coronin, actin binding protein, 2A (CORO2A), transcript variant 1, mRNA.WDR2; CLIPINB; IR100.00178326 0.01350798 1.37651089

CD40 NM_001250.3 CD40 20 Homo sapiens CD40 molecule, TNF receptor superfamily member 5 (CD40), transcript variant 1, mRNA.TNFRSF5; p50; MGC9013; Bp50; CDW400.00178376 0.01350403 4.40007536

SEC11C NM_033280.1 SEC11C 18 Homo sapiens SEC11 homolog C (S. cerevisiae) (SEC11C), mRNA.SPC21; SPCS4C; SEC11L30.00177457 0.01345748 1.0780719

LOC441763 XM_930284.1 LOC441763 16 PREDICTED: Homo sapiens hypothetical LOC441763 (LOC441763), mRNA.0.00177187 0.0134524 1.14145732

LOC100129550NR_024618.1 LOC100129550 3 Homo sapiens hypothetical LOC100129550 (LOC100129550), non-coding RNA.0.00177288 0.01345238 1.95496269

ETNK2 NM_018208.1 ETNK2 1 Homo sapiens ethanolamine kinase 2 (ETNK2), mRNA.FLJ10761; HMFT1716; RP11-74C13.2; EKI20.00175795 0.01336974 2.10597668

LOC728226 XM_927596.1 LOC728226 22 PREDICTED: Homo sapiens similar to gamma-glutamyltransferase 2, transcript variant 3 (LOC728226), mRNA.0.00175255 0.01335162 3.88764478

MAPRE2 NM_014268.1 MAPRE2 18 Homo sapiens microtubule-associated protein, RP/EB family, member 2 (MAPRE2), mRNA.RP1; EB1; EB2 0.00175394 0.01334685 1.16552252

TSPYL1 NM_003309.1 TSPYL1 6 Homo sapiens TSPY-like 1 (TSPYL1), mRNA.TSPYL 0.00174916 0.01334111 1.10867881

UBL7 NM_032907.3 UBL7 15 Homo sapiens ubiquitin-like 7 (bone marrow stromal cell-derived) (UBL7), transcript variant 1, mRNA.TCBA1; MGC14421; BMSC-UbP0.00173986 0.01330076 1.33749556

FUZ NM_025129.3 FUZ 19 Homo sapiens fuzzy homolog (Drosophila) (FUZ), mRNA.FLJ22688; FY 0.00172285 0.01320121 3.38200005

ABHD8 NM_024527.3 ABHD8 19 Homo sapiens abhydrolase domain containing 8 (ABHD8), mRNA.FLJ11743; MGC14280; MGC25120.00172055 0.0131912 1.71878221

SAMM50 NM_015380.3 SAMM50 22 Homo sapiens sorting and assembly machinery component 50 homolog (S. cerevisiae) (SAMM50), mRNA.OMP85; TOB55; YNL026W; CGI-51; SAM50; TRG-30.00171261 0.01315318 1.10087658

PTK7 NM_152880.2 PTK7 6 Homo sapiens PTK7 protein tyrosine kinase 7 (PTK7), transcript variant PTK7-2, mRNA.CCK4 0.00170683 0.01311634 1.28338688

ZMIZ1 NM_020338.2 ZMIZ1 10 Homo sapiens zinc finger, MIZ-type containing 1 (ZMIZ1), mRNA.MIZ; Zimp10; FLJ13541; hZIMP10; KIAA1224; RAI170.00169811 0.01305695 1.12341114

FAM50A NM_004699.1 FAM50A X Homo sapiens family with sequence similarity 50, member A (FAM50A), mRNA.DXS9928E; 9F; XAP5; HXC-260.00168967 0.01302983 1.08597244

LOC646869 XM_943845.1 LOC646869 PREDICTED: Homo sapiens hypothetical LOC646869 (LOC646869), mRNA.0.00168989 0.01302397 3.22856309

DNAJC2 NM_014377.1 DNAJC2 7 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 2 (DNAJC2), transcript variant 1, mRNA.MPP11; MPHOSPH11; ZUO1; DNAJC20.00167656 0.01295129 34.3805719

DAB2 NM_001343.1 DAB2 5 Homo sapiens disabled homolog 2, mitogen-responsive phosphoprotein (Drosophila) (DAB2), mRNA.FLJ26626; DOC2; DOC-20.00167715 0.01294083 2.76287518

PRKCZ NM_001033581.1PRKCZ 1 Homo sapiens protein kinase C, zeta (PRKCZ), transcript variant 2, mRNA.PKC2 0.00166265 0.01285883 1.42554986

BBS7 NM_018190.2 BBS7 4 Homo sapiens Bardet-Biedl syndrome 7 (BBS7), transcript variant 1, mRNA.FLJ10715; BBS2L10.00166125 0.01285556 2.77772812

PIP5K1C NM_012398.1 PIP5K1C 19 Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type I, gamma (PIP5K1C), mRNA.PIP5Kgamma; PIP5K-GAMMA; KIAA05890.00165935 0.01284835 1.30812392

MED19 NM_153450.1 MED19 11 Homo sapiens mediator complex subunit 19 (MED19), mRNA.LCMR1 0.00165795 0.01284496 1.23416562

HIBADH NM_152740.2 HIBADH 7 Homo sapiens 3-hydroxyisobutyrate dehydrogenase (HIBADH), mRNA.MGC40361; NS5ATP10.00165364 0.01283413 1.09401988

HLA-E NM_005516.4 HLA-E 6 Homo sapiens major histocompatibility complex, class I, E (HLA-E), mRNA.DKFZp686P19218; EA2.1; MHC; HLA-6.2; EA1.20.00164989 0.01281252 1.13348158

Hs.202140 HS.202140 BX114021 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGp998F135800, mRNA sequence0.00163453 0.01273801 4.09946177

NEBL NM_006393.1 NEBL 10 Homo sapiens nebulette (NEBL), transcript variant 1, mRNA.MGC119747; bA56H7.1; MGC119746; LNEBL0.00163291 0.01273287 16.6259498

Hs.541726 HS.541726 2 UI-CF-DU1-adj-b-02-0-UI.s1 UI-CF-DU1 Homo sapiens cDNA clone UI-CF-DU1-adj-b-02-0-UI 3, mRNA sequence0.00163074 0.01272342 2.66203357

AASDH NM_181806.2 AASDH 4 Homo sapiens aminoadipate-semialdehyde dehydrogenase (AASDH), mRNA.LYS2; ACSF4; NRPS1098; NRPS9980.00161786 0.01266017 1.90931154

LOC642859 XM_932076.1 LOC642859 8 PREDICTED: Homo sapiens similar to CG12132-PA, transcript variant 2 (LOC642859), mRNA.0.0016068 0.01261084 1.59762318

C10orf78 NM_145247.4 C10ORF78 10 Homo sapiens chromosome 10 open reading frame 78 (C10orf78), transcript variant 2, mRNA.RP11-373N18.1; FLJ41960; bA373N18.10.00159869 0.01258445 1.18392606

LOC100008588NR_003286.1 LOC100008588 Homo sapiens 18S ribosomal RNA (LOC100008588), non-coding RNA.0.00159937 0.01258231 1.06544437

ANXA2P1 NR_001562.1 ANXA2P1 4 Homo sapiens annexin A2 pseudogene 1 (ANXA2P1) on chromosome 4.LPC2A; ANX2L1; ANX2P10.00158824 0.01251705 1.0683857

CMAS NM_018686.3 CMAS 12 Homo sapiens cytidine monophosphate N-acetylneuraminic acid synthetase (CMAS), mRNA.0.00158854 0.01251198 1.10437964

NCOA4 NM_005437.1 NCOA4 10 Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA.RFG; ARA70; DKFZp762E1112; PTC3; ELE10.00157279 0.01243223 1.08160367

HSD17B4 NM_000414.1 HSD17B4 5 Homo sapiens hydroxysteroid (17-beta) dehydrogenase 4 (HSD17B4), mRNA.MFE-2 0.00157052 0.01242177 1.12278356

LOC649076 XR_018338.2 LOC649076 PREDICTED: Homo sapiens misc_RNA (LOC649076), miscRNA.0.00156224 0.01237837 1.17771402



0.5 Upreg

TRPM4 NM_017636.2 TRPM4 19 Homo sapiens transient receptor potential cation channel, subfamily M, member 4 (TRPM4), mRNA.FLJ20041; TRPM4B0.0015605 0.01237203 1.22606847

SLC25A23 NM_024103.2 SLC25A23 19 Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 23 (SLC25A23), nuclear gene encoding mitochondrial protein, mRNA.MGC2615; MCSC2; SCaMC-3; APC20.00155332 0.01232243 1.08285746

INSIG2 NM_016133.2 INSIG2 2 Homo sapiens insulin induced gene 2 (INSIG2), mRNA.MGC26273 0.00154594 0.01227858 1.25234811

ACTN4 NM_004924.3 ACTN4 19 Homo sapiens actinin, alpha 4 (ACTN4), mRNA.DKFZp686K23158; FSGS1; FSGS0.00154018 0.01224021 1.09761512

FLJ22795 NM_025084.1 FLJ22795 15 Homo sapiens hypothetical protein FLJ22795 (FLJ22795), mRNA.0.00153795 0.01223717 1.28615868

AGTPBP1 NM_015239.1 AGTPBP1 9 Homo sapiens ATP/GTP binding protein 1 (AGTPBP1), mRNA.NNA1; KIAA1035; DKFZp686M201910.00152975 0.01220121 2.35604985

SCARNA14 NR_004388.1 SCARNA14 15 Homo sapiens small Cajal body-specific RNA 14 (SCARNA14), guide RNA.U100 0.00152236 0.01216419 1.33980028

MEF2D NM_005920.2 MEF2D 1 Homo sapiens myocyte enhancer factor 2D (MEF2D), mRNA.DKFZp686I15360.00151718 0.01215208 1.18417022

ZNF599 NM_001007248.1ZNF599 19 Homo sapiens zinc finger protein 599 (ZNF599), mRNA.0.00151788 0.01215036 1.8243572

OSTF1 NM_012383.3 OSTF1 9 Homo sapiens osteoclast stimulating factor 1 (OSTF1), mRNA.bA235O14.1; OSF; SH3P2; FLJ205590.00151042 0.01212727 1.15179112

TMEM184B NM_012264.3 TMEM184B 22 Homo sapiens transmembrane protein 184B (TMEM184B), mRNA.DKFZp686N1150; DKFZP586A1024; FM08; DKFZp686F07174; HS5O6A; C22orf50.0014919 0.01200039 1.25699796

JARID2 NM_004973.2 JARID2 6 Homo sapiens jumonji, AT rich interactive domain 2 (JARID2), mRNA.JMJ 0.00146953 0.01189261 1.18157032

PNPLA2 NM_020376.2 PNPLA2 11 Homo sapiens patatin-like phospholipase domain containing 2 (PNPLA2), mRNA.PEDF-R; FP17548; TTS2; TTS-2.2; ATGL; DKFZp667M109; 1110001C14Rik0.00145408 0.01178919 1.29500408

MAP3K1 XM_042066.10MAP3K1 5 Homo sapiens mitogen-activated protein kinase kinase kinase 1 (MAP3K1), mRNA.MAPKKK1; MEKK1; MEKK0.0014389 0.01168038 1.3052779

FOXD4 NM_207305.2 FOXD4 9 Homo sapiens forkhead box D4 (FOXD4), mRNA.FOXD4A; MGC105106; FREAC5; FKHL90.00143627 0.01166619 1.60086632

LOC339352 XR_019601.2 LOC339352 PREDICTED: Homo sapiens misc_RNA (LOC339352), miscRNA.0.00143217 0.01164718 2.06368276

PCOLCE2 NM_013363.2 PCOLCE2 3 Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA.PCPE2 0.00142777 0.01161853 1.47604457

LOC347544 XM_293412.3 LOC347544 PREDICTED: Homo sapiens similar to ribosomal protein L18a (LOC347544), mRNA.0.00141312 0.01152047 1.05328736

BCDIN3D NM_181708.1 BCDIN3D 12 Homo sapiens BCDIN3 domain containing (BCDIN3D), mRNA.0.00140867 0.01149124 1.21774205

STS-1 NM_032873.3 STS-1 11 Homo sapiens Cbl-interacting protein Sts-1 (STS-1), mRNA.MGC15437; KIAA1959; p700.00139565 0.01142017 1.13610343

SEC22B NM_004892.3 SEC22B 1 Homo sapiens SEC22 vesicle trafficking protein homolog B (S. cerevisiae) (SEC22B), mRNA.SEC22L1; ERS-240.00139582 0.01140755 1.28895839

C4orf48 NM_001141936.1C4ORF48 4 Homo sapiens chromosome 4 open reading frame 48 (C4orf48), mRNA.0.00137837 0.01130671 1.3503732

BLVRA NM_000712.3 BLVRA 7 Homo sapiens biliverdin reductase A (BLVRA), mRNA.BVRA; BLVR 0.00136135 0.0112157 1.11516888

DPY19L1 XM_938743.1 DPY19L1 7 Homo sapiens dpy-19-like 1 (C. elegans) (DPY19L1), mRNA.KIAA0877 0.00135402 0.01117616 1.0889889

RALGPS1 NM_014636.1 RALGPS1 9 Homo sapiens Ral GEF with PH domain and SH3 binding motif 1 (RALGPS1), mRNA.KIAA0351; RALGPS1A; RP13-225O21.1; RALGEF20.00134916 0.01114991 2.21839481

C7orf30 NM_138446.1 C7ORF30 7 Homo sapiens chromosome 7 open reading frame 30 (C7orf30), mRNA.0.00134631 0.01113328 1.07962779

SAPS3 NM_018312.3 SAPS3 11 Homo sapiens SAPS domain family, member 3 (SAPS3), mRNA.MGC125712; SAPL; SAP190; SAPLa; DKFZp781E2374; C11orf23; PP6R3; DKFZp781O2362; KIAA1558; FLJ11058; MGC125711; DKFZp781E17107; FLJ430650.00133289 0.01109847 1.10326444

CTSB NM_001908.3 CTSB 8 Homo sapiens cathepsin B (CTSB), transcript variant 1, mRNA.CPSB; APPS 0.00133818 0.01109373 1.26700649

AGBL5 NM_021831.5 AGBL5 2 Homo sapiens ATP/GTP binding protein-like 5 (AGBL5), transcript variant 1, mRNA.FLJ21839 0.00133508 0.01108886 1.18944773

FAM8A1 NM_016255.1 FAM8A1 6 Homo sapiens family with sequence similarity 8, member A1 (FAM8A1), mRNA.FLJ23721; AHCP0.00132646 0.01108669 1.52177779

Hs.254752 HS.254752 3 xv32c11.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2814836 3 similar to contains L1.t1 L1 repetitive element ;, mRNA sequence0.0013294 0.01108336 3.89003734

MGST3 NM_004528.2 MGST3 1 Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA.GST-III 0.0013207 0.0110665 1.06774169

RAPGEF2 NM_014247.2 RAPGEF2 4 Homo sapiens Rap guanine nucleotide exchange factor (GEF) 2 (RAPGEF2), mRNA. XM_944403 XM_944410 XM_944412RA-GEF; PDZGEF1; Rap-GEP; CNrasGEF; Rap GEP; PDZ-GEF10.00132076 0.01105999 1.28649281

GABARAPL1 NM_031412.2 GABARAPL1 12 Homo sapiens GABA(A) receptor-associated protein like 1 (GABARAPL1), mRNA.ATG8L; GEC1; APG8L; ATG80.00131754 0.01105401 1.22061716

SERPINE2 NM_006216.2 SERPINE2 2 Homo sapiens serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type 1), member 2 (SERPINE2), mRNA.PI7; GDN; PNI; PN10.00130484 0.01097526 1.05800208

LTA4H NM_000895.1 LTA4H 12 Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA.0.00130545 0.0109734 1.08931295

KISS1R NM_032551.3 KISS1R 19 Homo sapiens KISS1 receptor (KISS1R), mRNA.HOT7T175; AXOR12; GPR540.00128239 0.01084141 1.68526292

MMP15 NM_002428.2 MMP15 16 Homo sapiens matrix metallopeptidase 15 (membrane-inserted) (MMP15), mRNA.MTMMP2; MT2-MMP; SMCP-20.00127559 0.01080465 2.26021591

FBXO33 NM_203301.1 FBXO33 14 Homo sapiens F-box protein 33 (FBXO33), mRNA.c14_5247; Fbx330.00127721 0.01080455 1.16344867

PTGR1 NM_012212.2 PTGR1 9 Homo sapiens prostaglandin reductase 1 (PTGR1), mRNA.MGC34943 0.00126831 0.01077737 1.13899926

BSG NM_001728.2 BSG 19 Homo sapiens basigin (Ok blood group) (BSG), transcript variant 1, mRNA.EMMPRIN; OK; TCSF; M6; 5F7; CD1470.0012684 0.01077123 1.09233689

PLCG2 NM_002661.1 PLCG2 16 Homo sapiens phospholipase C, gamma 2 (phosphatidylinositol-specific) (PLCG2), mRNA.0.00126203 0.0107309 1.12542507

MGAT4A NM_012214.1 MGAT4A 2 Homo sapiens mannosyl (alpha-1,3-)-glycoprotein beta-1,4-N-acetylglucosaminyltransferase, isozyme A (MGAT4A), transcript variant 1, mRNA.GNT-IVA; GNT-IV0.00125725 0.01071776 5.90624384

TOMM20 NM_014765.2 TOMM20 1 Homo sapiens translocase of outer mitochondrial membrane 20 homolog (yeast) (TOMM20), nuclear gene encoding mitochondrial protein, mRNA.0.0012432 0.01065965 1.07852172

SCNN1D NM_002978.2 SCNN1D 1 Homo sapiens sodium channel, nonvoltage-gated 1, delta (SCNN1D), transcript variant 2, mRNA.SCNED; ENaCdelta; MGC149710; dNaCh; ENaCd; MGC1497110.00124453 0.01065731 1.89787045

CLDN23 NM_194284.1 CLDN23 8 Homo sapiens claudin 23 (CLDN23), mRNA.CLDNL; hCG16461630.00124068 0.01065187 1.97487401

ARL4A NM_001037164.1ARL4A 7 Homo sapiens ADP-ribosylation factor-like 4A (ARL4A), transcript variant 3, mRNA.ARL4 0.00124611 0.01065018 1.42213351

GNS NM_002076.2 GNS 12 Homo sapiens glucosamine (N-acetyl)-6-sulfatase (Sanfilippo disease IIID) (GNS), mRNA.G6S; MGC21274 0.0012277 0.01058155 1.08767701

ZNF544 NM_014480.1 ZNF544 19 Homo sapiens zinc finger protein 544 (ZNF544), mRNA.0.00122835 0.01058022 1.25464025

CCNT1 NM_001240.2 CCNT1 12 Homo sapiens cyclin T1 (CCNT1), mRNA.CYCT1; CCNT 0.00121967 0.01053286 1.96555702

RPL28 NM_000991.3 RPL28 19 Homo sapiens ribosomal protein L28 (RPL28), mRNA.FLJ43307 0.00121626 0.01051713 1.43202424

VPS16 NM_080413.1 VPS16 20 Homo sapiens vacuolar protein sorting 16 homolog (S. cerevisiae) (VPS16), transcript variant 1, mRNA.hVPS16 0.00120653 0.01046031 1.30336982

S100A4 NM_002961.2 S100A4 1 Homo sapiens S100 calcium binding protein A4 (S100A4), transcript variant 2, mRNA.FSP1; MTS1; 18A2; PEL98; P9KA; CAPL; 42A0.00119669 0.0104022 1.05044035

Hs.540858 HS.540858 17 op77h04.s1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:1582903 3, mRNA sequence0.00119759 0.01039641 6.85165294

ZHX3 NM_015035.3 ZHX3 20 Homo sapiens zinc fingers and homeoboxes 3 (ZHX3), mRNA.KIAA0395; TIX10.00118156 0.01029769 3.00967117

C6orf203 NM_016487.2 C6ORF203 6 Homo sapiens chromosome 6 open reading frame 203 (C6orf203), mRNA.RP11-59I9.1; FLJ34245; PRED31; HSPC2300.00117546 0.01027832 1.35698843

ACOT11 NM_015547.2 ACOT11 1 Homo sapiens acyl-CoA thioesterase 11 (ACOT11), transcript variant 1, mRNA.BFIT2; BFIT1; THEA; THEM1; BFIT; KIAA0707; STARD140.00117681 0.01027652 1.34287074

SCARNA18 NR_003139.1 SCARNA18 5 Homo sapiens small Cajal body-specific RNA 18 (SCARNA18), guide RNA.U109 0.00117762 0.01027011 1.99945759

IGF2BP3 NM_006547.2 IGF2BP3 7 Homo sapiens insulin-like growth factor 2 mRNA binding protein 3 (IGF2BP3), mRNA.IMP-3; VICKZ3; KOC1; DKFZp686F1078; IMP30.00117027 0.01026002 1.11534659

ANO9 NM_001012302.1ANO9 11 Homo sapiens anoctamin 9 (ANO9), mRNA.TP53I5; PIG5 0.00114927 0.01012274 3.7194713

RABEP1 NM_004703.3 RABEP1 17 Homo sapiens rabaptin, RAB GTPase binding effector protein 1 (RABEP1), transcript variant 2, mRNA.RABPT5; RAB5EP0.00113512 0.01005155 1.1640561

GAD1 NM_013445.3 GAD1 2 Homo sapiens glutamate decarboxylase 1 (brain, 67kDa) (GAD1), transcript variant GAD25, mRNA.SCP; FLJ45882; GAD0.00112985 0.01002496 1.73312719

TYROBP NM_003332.2 TYROBP 19 Homo sapiens TYRO protein tyrosine kinase binding protein (TYROBP), transcript variant 1, mRNA.DAP12; KARAP; PLOSL0.00111803 0.00994008 1.67854802

CPXM1 NM_019609.3 CPXM1 20 Homo sapiens carboxypeptidase X (M14 family), member 1 (CPXM1), mRNA.CPX1; CPXM 0.00111315 0.00990332 2.55713341

Hs.539599 HS.539599 13 hv29g09.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3174880 3, mRNA sequence0.00109928 0.00979961 4.26908207

LOC649025 XM_938110.1 LOC649025 PREDICTED: Homo sapiens hypothetical protein LOC649025 (LOC649025), mRNA.0.00109509 0.00978864 2.42868694

LMO2 NM_005574.2 LMO2 11 Homo sapiens LIM domain only 2 (rhombotin-like 1) (LMO2), mRNA.TTG2; RBTN2; RBTNL1; RHOM20.00109561 0.00978665 2.63290148

FLJ11292 NM_018382.1 FLJ11292 5 Homo sapiens hypothetical protein FLJ11292 (FLJ11292), mRNA.0.00109276 0.009781 3.56005329

YAF2 NM_001012424.1YAF2 12 Homo sapiens YY1 associated factor 2 (YAF2), mRNA.MGC41856 0.00109043 0.0097667 1.70602085

CHES1 NM_005197.2 CHES1 14 Homo sapiens checkpoint suppressor 1 (CHES1), mRNA.C14orf116; FOXN3; PRO16350.00108681 0.0097541 1.20856818
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C1orf97 NM_032705.2 C1ORF97 1 Homo sapiens chromosome 1 open reading frame 97 (C1orf97), mRNA.MGC14801; FLJ27348; RP11-318L16.3; FLJ273470.00108534 0.00975407 1.20628886

SGPL1 NM_003901.2 SGPL1 10 Homo sapiens sphingosine-1-phosphate lyase 1 (SGPL1), mRNA.KIAA1252; SPL; FLJ138110.00108746 0.00975328 1.41789098

NOTCH3 NM_000435.1 NOTCH3 19 Homo sapiens Notch homolog 3 (Drosophila) (NOTCH3), mRNA.CASIL; CADASIL0.00107811 0.00971544 1.40579024

DNAJC27 NM_016544.1 DNAJC27 2 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 27 (DNAJC27), mRNA.RabJS; DKFZp434N2110.00106936 0.00966947 2.93846659

Hs.103173 HS.103173 12 BX100504 Soares_fetal_heart_NbHH19W Homo sapiens cDNA clone IMAGp998D19788, mRNA sequence0.00105745 0.00958136 2.74618685

C14orf132 NM_020215.2 C14ORF132 14 Homo sapiens chromosome 14 open reading frame 132 (C14orf132), mRNA.DKFZp761F20140.00105191 0.00954425 16.2543866

BMP7 NM_001719.1 BMP7 20 Homo sapiens bone morphogenetic protein 7 (osteogenic protein 1) (BMP7), mRNA.OP-1 0.00104984 0.009532 2.07685312

PDE6D NM_002601.2 PDE6D 2 Homo sapiens phosphodiesterase 6D, cGMP-specific, rod, delta (PDE6D), mRNA.PDED 0.00104451 0.00951615 1.16901352

PPP1R13B NM_015316.1 PPP1R13B 14 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 13B (PPP1R13B), mRNA.p53BP2-like; p85; KIAA0771; ASPP10.00104574 0.00951432 1.5667543

ANKRD20A1 NM_001012421.1ANKRD20A1 Homo sapiens ankyrin repeat domain 20 family, member A1 (ANKRD20A1), mRNA.DKFZp434A171; ANKRD20A0.00104484 0.00951265 1.44543677

ING5 XM_941026.1 ING5 PREDICTED: Homo sapiens inhibitor of growth family, member 5 (ING5), mRNA.0.00103323 0.00942637 1.92119803

CALR NM_004343.2 CALR 19 Homo sapiens calreticulin (CALR), mRNA.FLJ26680; cC1qR; RO; SSA0.00103099 0.00941244 1.11445352

Hs.565917 HS.565917 UI-H-BI3-alg-g-11-0-UI.s1 NCI_CGAP_Sub5 Homo sapiens cDNA clone IMAGE:2736956 3, mRNA sequence0.00102905 0.00940115 3.03473174

C8orf55 NM_016647.1 C8ORF55 8 Homo sapiens chromosome 8 open reading frame 55 (C8orf55), mRNA.DSCD75 0.00102529 0.00937325 1.15164796

ATP1A1 NM_000701.6 ATP1A1 1 Homo sapiens ATPase, Na+/K+ transporting, alpha 1 polypeptide (ATP1A1), transcript variant 1, mRNA.MGC3285; MGC517500.00101873 0.00934552 1.07023271

SCARB2 NM_005506.2 SCARB2 4 Homo sapiens scavenger receptor class B, member 2 (SCARB2), mRNA.CD36L2; HLGP85; SR-BII; LIMPII0.00101535 0.00933392 1.09362341

DUSP1 NM_004417.2 DUSP1 5 Homo sapiens dual specificity phosphatase 1 (DUSP1), mRNA.HVH1; MKP1; MKP-1; PTPN10; CL1000.00101586 0.00933216 1.13705636

FER NM_005246.1 FER 5 Homo sapiens fer (fps/fes related) tyrosine kinase (FER), mRNA.TYK3 0.00101324 0.00932101 1.28988872

LZTR1 NM_006767.2 LZTR1 22 Homo sapiens leucine-zipper-like transcription regulator 1 (LZTR1), mRNA.MGC21205; TCFL2; LZTR-10.00100421 0.00927002 1.12118593

HINT2 NM_032593.2 HINT2 9 Homo sapiens histidine triad nucleotide binding protein 2 (HINT2), mRNA.HIT-17 0.00100456 0.00926688 1.20325887

TMEM117 NM_032256.1 TMEM117 12 Homo sapiens transmembrane protein 117 (TMEM117), mRNA.DKFZp434K24350.00100128 0.00926237 4.97107596

SUSD3 NM_145006.2 SUSD3 9 Homo sapiens sushi domain containing 3 (SUSD3), mRNA.MGC26847 0.00100473 0.00926194 2.35230799

CBX4 NM_003655.2 CBX4 17 Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4), mRNA.NBP16; PC2; hPC20.0010001 0.00925788 1.28812345

FAM13B NM_001101800.1FAM13B 5 Homo sapiens family with sequence similarity 13, member B (FAM13B), transcript variant 2, mRNA.KHCHP; MGC57159; FLJ26735; DKFZp667F249; N610.00099789 0.00925688 1.28613331

PLA2G12A NM_030821.3 PLA2G12A 4 Homo sapiens phospholipase A2, group XIIA (PLA2G12A), mRNA.PLA2G12 0.00099192 0.00922727 3.49919854

LOC644799 XM_934554.1 LOC644799 20 PREDICTED: Homo sapiens hypothetical protein LOC644799, transcript variant 1 (LOC644799), mRNA.0.0009921 0.00922254 1.14341666

GPR137B NM_003272.1 GPR137B 1 Homo sapiens G protein-coupled receptor 137B (GPR137B), mRNA.TM7SF1 0.00097788 0.00914161 2.1429299

TCEA3 NM_003196.1 TCEA3 1 Homo sapiens transcription elongation factor A (SII), 3 (TCEA3), mRNA.TFIIS.H; TFIIS 0.00096582 0.00904803 1.45147092

CIB2 NM_006383.2 CIB2 15 Homo sapiens calcium and integrin binding family member 2 (CIB2), mRNA.KIP2 0.00096409 0.00903816 1.82419907

DDAH2 NM_013974.1 DDAH2 6 Homo sapiens dimethylarginine dimethylaminohydrolase 2 (DDAH2), mRNA.DDAHII; NG30; G6a; DDAH0.0009536 0.00896516 2.15553923

PCNX NM_014982.1 PCNX 14 Homo sapiens pecanex homolog (Drosophila) (PCNX), mRNA.KIAA0805; PCNXL1; KIAA0995; FLJ45663; FLJ234090.00095365 0.00895931 1.38641344

S100A14 NM_020672.1 S100A14 1 Homo sapiens S100 calcium binding protein A14 (S100A14), mRNA.S100A15; BCMP840.00094611 0.00892008 1.27291854

OR8J3 NM_001004064.1OR8J3 11 Homo sapiens olfactory receptor, family 8, subfamily J, member 3 (OR8J3), mRNA.OR11-173 0.00094217 0.00889554 1.93405076

Hs.562197 HS.562197 1 602137688F1 NIH_MGC_83 Homo sapiens cDNA clone IMAGE:4274180 5, mRNA sequence0.00093402 0.00883126 3.83838017

RELL1 NM_001085400.1RELL1 4 Homo sapiens RELT-like 1 (RELL1), transcript variant 1, mRNA.MGC50583; FLJ217780.00093136 0.00881239 1.3766411

VKORC1 NM_024006.4 VKORC1 16 Homo sapiens vitamin K epoxide reductase complex, subunit 1 (VKORC1), transcript variant 1, mRNA.MST134; EDTP308; IMAGE3455200; VKCFD2; FLJ00289; MST576; MGC2694; VKOR0.00092509 0.00877184 1.07878406

UBL5 NM_001048241.1UBL5 19 Homo sapiens ubiquitin-like 5 (UBL5), transcript variant 2, mRNA.HUB1; MGC131795; FLJ469170.00092535 0.00876798 1.09531366

UTS2 NM_006786.2 UTS2 1 Homo sapiens urotensin 2 (UTS2), transcript variant 2, mRNA.UCN2; PRO1068; U-II; UII0.00091861 0.0087416 17.5398408

CCNYL1 NM_152523.1 CCNYL1 2 Homo sapiens cyclin Y-like 1 (CCNYL1), mRNA.FLJ40432 0.00091403 0.00871052 2.53934627

CCDC24 NM_152499.1 CCDC24 1 Homo sapiens coiled-coil domain containing 24 (CCDC24), mRNA.RP5-1198O20.2; MGC454410.00090712 0.00866335 1.15344502

LUZP1 NM_033631.2 LUZP1 1 Homo sapiens leucine zipper protein 1 (LUZP1), mRNA.KIAA0601; LUZP; FLJ356970.00090319 0.00863203 1.12690323

TRAPPC6A NM_024108.1 TRAPPC6A 19 Homo sapiens trafficking protein particle complex 6A (TRAPPC6A), mRNA.MGC2650; TRS33; HSPC2890.000902 0.00862695 1.8398594

LOC100132535XR_038464.1 LOC100132535 PREDICTED: Homo sapiens misc_RNA (LOC100132535), miscRNA.0.0009008 0.0086217 1.3309273

FLJ23834 NM_152750.2 FLJ23834 7 Homo sapiens hypothetical protein FLJ23834 (FLJ23834), mRNA.FLJ43271; MGC133292; MGC1332930.00089329 0.00859317 1.98644629

CLEC16A NM_015226.1 CLEC16A 16 Homo sapiens C-type lectin domain family 16, member A (CLEC16A), mRNA.KIAA0350; Gop-1; MGC1114570.00088524 0.0085406 1.25270107

CORIN NM_006587.2 CORIN 4 Homo sapiens corin, serine peptidase (CORIN), mRNA.Lrp4; TMPRSS10; MGC119742; CRN; ATC20.00088584 0.00854011 1.47204051

NECAP2 NM_018090.3 NECAP2 1 Homo sapiens NECAP endocytosis associated 2 (NECAP2), mRNA.FLJ10420; RP4-798A10.10.00088434 0.00853813 1.18177362

C2orf64 NM_001008215.1C2ORF64 2 Homo sapiens chromosome 2 open reading frame 64 (C2orf64), mRNA.6330578E17Rik; MGC521100.00088273 0.00853494 1.28721625

MAOB NM_000898.3 MAOB X Homo sapiens monoamine oxidase B (MAOB), nuclear gene encoding mitochondrial protein, mRNA.MGC26382 0.000878 0.00850785 1.17817951

ZBTB46 NM_025224.2 ZBTB46 20 Homo sapiens zinc finger and BTB domain containing 46 (ZBTB46), mRNA.BTBD4; ZNF340; FLJ13502; RINZF; dJ583P15.8; dJ583P15.70.00087657 0.00850649 1.445994

PDGFRL NM_006207.1 PDGFRL 8 Homo sapiens platelet-derived growth factor receptor-like (PDGFRL), mRNA.PRLTS; PDGRL 0.00087288 0.00847684 1.26446045

DSP NM_004415.2 DSP 6 Homo sapiens desmoplakin (DSP), transcript variant 1, mRNA.DPI; DPII 0.00085941 0.00837671 1.35427971

CALM3 NM_005184.2 CALM3 19 Homo sapiens calmodulin 3 (phosphorylase kinase, delta) (CALM3), mRNA.PHKD; PHKD3 0.00085823 0.00837138 1.06280068

NCOR2 NM_006312.2 NCOR2 12 Homo sapiens nuclear receptor co-repressor 2 (NCOR2), transcript variant 2, mRNA.TNRC14; SMRTE-tau; SMRT; TRAC1; CTG26; SMRTE; TRAC-10.00085239 0.00832663 1.15916634

KRTAP2-1 XM_927523.1 KRTAP2-1 17 PREDICTED: Homo sapiens keratin associated protein 2-1 (KRTAP2-1), mRNA.0.00084474 0.00828247 1.67992077

LACTB NM_171846.1 LACTB 15 Homo sapiens lactamase, beta (LACTB), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.FLJ14902; G24; MRPL560.00084186 0.00826036 1.73285676

LYRM1 NM_020424.2 LYRM1 16 Homo sapiens LYR motif containing 1 (LYRM1), mRNA.A211C6.1 0.00083351 0.0082088 1.08818576

CERCAM NM_016174.3 CERCAM 9 Homo sapiens cerebral endothelial cell adhesion molecule (CERCAM), mRNA.CEECAM1; MGC149621; CerCAM; MGC149620; GLT25D30.00083215 0.00820753 2.675965

RETSAT NM_017750.2 RETSAT 2 Homo sapiens retinol saturase (all-trans-retinol 13,14-reductase) (RETSAT), mRNA.FLJ20296 0.00081833 0.00809533 1.28278644

TUBB4Q NM_020040.3 TUBB4Q 4 Homo sapiens tubulin, beta polypeptide 4, member Q (TUBB4Q), mRNA.0.00081874 0.00809342 1.1527763

PJA2 NM_014819.2 PJA2 Homo sapiens praja 2, RING-H2 motif containing (PJA2), mRNA.KIAA0438; RNF131; Neurodap10.0008144 0.00806854 1.11440346

ARC NM_015193.3 ARC 8 Homo sapiens activity-regulated cytoskeleton-associated protein (ARC), mRNA.KIAA0278 0.00080976 0.00802852 16.5903275

TUBB3 NM_006086.2 TUBB3 16 Homo sapiens tubulin, beta 3 (TUBB3), mRNA.TUBB4; MC1R; beta-40.00080733 0.00802248 1.08237778

ZNF558 NM_144693.1 ZNF558 19 Homo sapiens zinc finger protein 558 (ZNF558), mRNA.FLJ30932 0.00080022 0.00796969 1.55305304

RN5S9 NR_023371.1 RN5S9 1 Homo sapiens RNA, 5S ribosomal 9 (RN5S9), ribosomal RNA.0.00078054 0.00783261 1.36558519

TMBIM6 NM_003217.1 TMBIM6 12 Homo sapiens transmembrane BAX inhibitor motif containing 6 (TMBIM6), transcript variant 1, mRNA.BI-1; TMBIM6 0.00077618 0.00780659 1.06233769

CD9 NM_001769.2 CD9 12 Homo sapiens CD9 molecule (CD9), mRNA.MRP-1; MIC3; BTCC-1; BA2; 5H9; TSPAN29; GIG2; DRAP-27; P240.00075986 0.00768321 1.16982684

TMEM50A NM_014313.2 TMEM50A 1 Homo sapiens transmembrane protein 50A (TMEM50A), mRNA.SMP1; RP11-335G20.3; IFNRC0.00075393 0.00763488 1.78138398

CORO6 NM_032854.1 CORO6 17 Homo sapiens coronin 6 (CORO6), mRNA.FLJ14871 0.00075046 0.00761727 63.3469804

KCNH3 NM_012284.1 KCNH3 12 Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), member 3 (KCNH3), mRNA.BEC1; ELK2; KIAA1282; Kv12.20.00074485 0.00758349 1.19173219
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SNN NM_003498.3 SNN 16 Homo sapiens stannin (SNN), mRNA.0.0007441 0.00758167 4.81893818

CD99 NM_002414.3 CD99 Y Homo sapiens CD99 molecule (CD99), transcript variant 1, mRNA.MIC2; MIC2Y; MIC2X0.00074147 0.00756655 1.2385618

LOC649917 XR_036859.1 LOC649917 PREDICTED: Homo sapiens misc_RNA (LOC649917), miscRNA.0.00074182 0.00756433 1.66946245

RNU1-3 NR_004408.1 RNU1-3 1 Homo sapiens RNA, U1 small nuclear 3 (RNU1-3), small nuclear RNA.U1C21 0.00074058 0.00756323 1.37614783

C20orf3 NM_020531.2 C20ORF3 20 Homo sapiens chromosome 20 open reading frame 3 (C20orf3), mRNA.BSCv; APMAP 0.00073132 0.00749178 1.15201875

DNM2 NM_004945.2 DNM2 19 Homo sapiens dynamin 2 (DNM2), transcript variant 3, mRNA.CMTDI1; CMTDIB; DYNII; DYN2; DI-CMTB0.00073164 0.00748926 1.45466053

SH3GLB2 NM_020145.2 SH3GLB2 9 Homo sapiens SH3-domain GRB2-like endophilin B2 (SH3GLB2), mRNA.PP9455; PP6569; KIAA18480.00073034 0.00748749 1.09568295

CD164L2 NM_207397.1 CD164L2 1 Homo sapiens CD164 sialomucin-like 2 (CD164L2), mRNA.UNQ6122 0.00072589 0.00744769 3.27358223

MFSD3 NM_138431.1 MFSD3 8 Homo sapiens major facilitator superfamily domain containing 3 (MFSD3), mRNA.0.00072333 0.00743866 1.11145889

HES4 NM_021170.2 HES4 1 Homo sapiens hairy and enhancer of split 4 (Drosophila) (HES4), mRNA.0.00072175 0.00742819 1.08752753

COMMD6 NM_203497.1 COMMD6 13 Homo sapiens COMM domain containing 6 (COMMD6), transcript variant 1, mRNA.Acrg 0.00071496 0.00738122 1.07314444

CAMLG NM_001745.2 CAMLG 5 Homo sapiens calcium modulating ligand (CAMLG), mRNA.CAML; MGC1631970.00070612 0.00731844 1.11125347

TMEM41B NM_015012.1 TMEM41B 11 Homo sapiens transmembrane protein 41B (TMEM41B), mRNA.MGC33897; KIAA0033; MGC572620.00070626 0.00731418 1.10517367

TUBB2A TUBB TUBB2A 6 Homo sapiens tubulin, beta 2A (TUBB2A), mRNA.TUBB; TUBB2; dJ40E16.70.00068984 0.00718909 1.16782448

KIAA0922 NM_015196.2 KIAA0922 4 Homo sapiens KIAA0922 (KIAA0922), mRNA.FLJ10592; TMEM131L; DKFZp586H13220.00068182 0.00713923 1.26815333

LOC730288 XM_001126276.1LOC730288 7 PREDICTED: Homo sapiens similar to 40S ribosomal protein S28 (LOC730288), mRNA.0.00068211 0.00713654 1.08394037

DIRC2 NM_032839.1 DIRC2 3 Homo sapiens disrupted in renal carcinoma 2 (DIRC2), mRNA.FLJ14784; RCC40.00067963 0.00712188 1.23663349

ADCK5 NM_174922.3 ADCK5 8 Homo sapiens aarF domain containing kinase 5 (ADCK5), mRNA.MGC126708; FLJ354540.00067794 0.00710976 1.91619696

BCAS4 NM_017843.3 BCAS4 20 Homo sapiens breast carcinoma amplified sequence 4 (BCAS4), transcript variant 1, mRNA.FLJ20495 0.00067307 0.00707549 1.28950494

RAB26 NM_014353.4 RAB26 16 Homo sapiens RAB26, member RAS oncogene family (RAB26), mRNA.V46133 0.00067307 0.00706993 1.14823219

GMDS NM_001500.2 GMDS 6 Homo sapiens GDP-mannose 4,6-dehydratase (GMDS), mRNA.GMD 0.0006661 0.00703568 1.10500357

SPIRE2 NM_032451.1 SPIRE2 16 Homo sapiens spire homolog 2 (Drosophila) (SPIRE2), mRNA.MGC117166; Spir-20.00066713 0.00703538 1.56473173

PERP NM_022121.2 PERP 6 Homo sapiens PERP, TP53 apoptosis effector (PERP), mRNA.THW; RP3-496H19.1; KRTCAP1; KCP1; dJ496H19.1; PIGPC10.00066351 0.00701958 1.11000763

EPHA1 NM_005232.3 EPHA1 7 Homo sapiens EPH receptor A1 (EPHA1), mRNA.EPHT; MGC163163; EPHT1; EPH0.00065777 0.00698671 1.27502823

HIST1H1C NM_005319.3 HIST1H1C 6 Homo sapiens histone cluster 1, H1c (HIST1H1C), mRNA.MGC3992; H1F2; H1.20.00065875 0.00698594 1.28736095

NDRG3 NM_022477.2 NDRG3 20 Homo sapiens NDRG family member 3 (NDRG3), transcript variant 2, mRNA.FLJ13556 0.00065329 0.0069447 1.18481686

LOC100133050XM_001714918.1LOC100133050 5 PREDICTED: Homo sapiens hypothetical protein LOC100133050 (LOC100133050), mRNA.0.00064575 0.00687006 5.21627713

SNX2 NM_003100.2 SNX2 5 Homo sapiens sorting nexin 2 (SNX2), mRNA.TRG-9; MGC52040.00064033 0.00685085 1.13970652

ZNF431 NM_133473.1 ZNF431 19 Homo sapiens zinc finger protein 431 (ZNF431), mRNA.KIAA1969; DKFZp313E08300.00064228 0.00684965 1.80555917

LOC100131727XM_001720156.1LOC100131727 4 PREDICTED: Homo sapiens hypothetical LOC100131727 (LOC100131727), mRNA.0.00064052 0.00684741 4.22593886

KIFC2 NM_145754.2 KIFC2 8 Homo sapiens kinesin family member C2 (KIFC2), mRNA.0.00063268 0.00680197 1.1226465

CYB5A NM_148923.2 CYB5A 18 Homo sapiens cytochrome b5 type A (microsomal) (CYB5A), transcript variant 2, mRNA.MCB5; CYB5 0.00063306 0.00680047 1.16566253

MTIF3 NM_152912.3 MTIF3 13 Homo sapiens mitochondrial translational initiation factor 3 (MTIF3), nuclear gene encoding mitochondrial protein, mRNA.IF-3mt; IF3(mt) 0.0006285 0.00677902 1.18107077

LOC646786 XM_929738.1 LOC646786 6 PREDICTED: Homo sapiens similar to Afadin (AF-6 protein) (LOC646786), mRNA.0.00062478 0.00676093 1.65513589

MTMR14 NM_022485.2 MTMR14 3 Homo sapiens myotubularin related protein 14 (MTMR14), transcript variant 2, mRNA.FLJ22405; C3orf29; hEDTP; FLJ903110.00061955 0.0067098 1.25170535

SERPINE1 NM_000602.1 SERPINE1 7 Homo sapiens serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type 1), member 1 (SERPINE1), mRNA.PAI; PAI-1; PAI1; PLANH10.00061799 0.00669831 6.55926231

METTL10 NM_212554.2 METTL10 10 Homo sapiens methyltransferase like 10 (METTL10), mRNA.0.00061514 0.00668935 5.53440328

RAB24 NM_001031677.1RAB24 5 Homo sapiens RAB24, member RAS oncogene family (RAB24), transcript variant 1, mRNA.0.00061615 0.00668929 1.37969045

FAM89B NM_152832.1 FAM89B 11 Homo sapiens family with sequence similarity 89, member B (FAM89B), transcript variant 3, mRNA.MTVR1 0.00061036 0.00667569 1.15348034

RDX NM_002906.3 RDX 11 Homo sapiens radixin (RDX), mRNA.0.00060611 0.00664011 1.18600047

SMAD5 NM_005903.5 SMAD5 5 Homo sapiens SMAD family member 5 (SMAD5), transcript variant 1, mRNA.Dwfc; DKFZp781O1323; MADH5; JV5-1; DKFZp781C18950.00060163 0.00660752 1.18798944

FAR2 NM_018099.3 FAR2 12 Homo sapiens fatty acyl CoA reductase 2 (FAR2), mRNA.FAR2; FLJ104620.00059954 0.00658992 19.1402769

H1F0 NM_005318.2 H1F0 22 Homo sapiens H1 histone family, member 0 (H1F0), mRNA.H1FV; MGC5241; H100.00059482 0.00656533 1.08460008

HIF1AN NM_017902.1 HIF1AN 10 Homo sapiens hypoxia inducible factor 1, alpha subunit inhibitor (HIF1AN), mRNA.DKFZp762F1811; FIH1; FLJ22027; FLJ206150.00059067 0.00653578 1.30103049

CPA4 NM_016352.2 CPA4 7 Homo sapiens carboxypeptidase A4 (CPA4), mRNA.CPA3 0.00059163 0.00653556 2.1569373

MANEAL NM_001031740.1MANEAL 1 Homo sapiens mannosidase, endo-alpha-like (MANEAL), transcript variant 1, mRNA.RP11-109P14.3; MGC78681; FLJ314340.00059096 0.00653354 2.65018055

TMC6 NM_007267.5 TMC6 17 Homo sapiens transmembrane channel-like 6 (TMC6), mRNA.LAK-4P; EVIN1; EV1; EVER10.00058917 0.00652466 1.27714636

PRCP NM_005040.2 PRCP 11 Homo sapiens prolylcarboxypeptidase (angiotensinase C) (PRCP), transcript variant 1, mRNA.HUMPCP; PCP; MGC22020.00058727 0.00651448 1.0844498

TRAF3 NM_003300.2 TRAF3 14 Homo sapiens TNF receptor-associated factor 3 (TRAF3), transcript variant 3, mRNA.CD40bp; CAP-1; LAP1; CRAF10.0005853 0.00649811 3.35587822

TNFAIP1 NM_021137.3 TNFAIP1 17 Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) (TNFAIP1), mRNA.EDP1; B61; B12; MGC23170.0005821 0.00646794 1.2788571

LOC653344 XM_933085.1 LOC653344 15 PREDICTED: Homo sapiens similar to cis-Golgi matrix protein GM130, transcript variant 2 (LOC653344), mRNA.0.00057939 0.00645409 1.16913856

FARP1 NM_001001715.1FARP1 13 Homo sapiens FERM, RhoGEF (ARHGEF) and pleckstrin domain protein 1 (chondrocyte-derived) (FARP1), transcript variant 2, mRNA.CDEP; PLEKHC2; MGC874000.00057972 0.00645239 3.52651568

UNC84B NM_015374.1 UNC84B 22 Homo sapiens unc-84 homolog B (C. elegans) (UNC84B), mRNA.KIAA0668; MGC133055; SUN2; MGC1330560.00057982 0.00644804 1.11120824

C9orf45 NM_030814.4 C9ORF45 9 PREDICTED: Homo sapiens chromosome 9 open reading frame 45 (C9orf45), misc RNA.0.00057102 0.00639311 1.6921201

PEX6 NM_000287.2 PEX6 6 Homo sapiens peroxisomal biogenesis factor 6 (PEX6), mRNA.PAF-2; PAF2; PXAAA10.0005661 0.00634878 1.4465847

C5orf34 NM_198566.1 C5ORF34 5 Homo sapiens chromosome 5 open reading frame 34 (C5orf34), mRNA.MGC46448; FLJ323630.00055833 0.00628292 32.6056294

PIH1D1 NM_017916.1 PIH1D1 19 Homo sapiens PIH1 domain containing 1 (PIH1D1), mRNA.NOP17; FLJ206430.00055868 0.00628151 1.30492279

GLO1 NM_006708.1 GLO1 6 Homo sapiens glyoxalase I (GLO1), mRNA.GLYI; GLOD1 0.00055579 0.00627026 1.0791003

EPHX1 NM_000120.2 EPHX1 1 Homo sapiens epoxide hydrolase 1, microsomal (xenobiotic) (EPHX1), mRNA.EPOX; MEH; EPHX0.00055501 0.00626675 1.6420854

IFIT1 NM_001548.2 IFIT1 10 Homo sapiens interferon-induced protein with tetratricopeptide repeats 1 (IFIT1), transcript variant 2, mRNA.RNM561; IFI-56; IFI56; GARG-16; IFNAI1; G10P10.00055235 0.00625811 3.17209287

ARL6IP1 NM_015161.1 ARL6IP1 16 Homo sapiens ADP-ribosylation factor-like 6 interacting protein 1 (ARL6IP1), mRNA.ARMER; AIP1; KIAA0069; ARL6IP0.00055317 0.00625667 1.08427262

ZCCHC17 NM_016505.2 ZCCHC17 1 Homo sapiens zinc finger, CCHC domain containing 17 (ZCCHC17), mRNA.pNO40; PS1D; HSPC251; RP11-266K22.10.00055123 0.00625604 1.15122524

ENO2 NM_001975.2 ENO2 12 Homo sapiens enolase 2 (gamma, neuronal) (ENO2), mRNA.NSE 0.00055144 0.00625313 1.12395527

ANXA5 NM_001154.2 ANXA5 4 Homo sapiens annexin A5 (ANXA5), mRNA.PP4; ANX5; ENX20.0005483 0.0062335 1.06971357

ITFG3 NM_032039.1 ITFG3 16 Homo sapiens integrin alpha FG-GAP repeat containing 3 (ITFG3), mRNA.FLJ32603; DKFZP761D0211; gene +108; C16orf9; gs190.00054508 0.00621289 1.41692602

RCC1 NM_001269.3 RCC1 1 Homo sapiens regulator of chromosome condensation 1 (RCC1), transcript variant 3, mRNA.RCC1-I; CHC1 0.00054306 0.00620587 15.4320884

CRIPAK NM_175918.2 CRIPAK 4 Homo sapiens cysteine-rich PAK1 inhibitor (CRIPAK), mRNA.FLJ34443 0.00054199 0.00619897 1.39517762

TCTA NM_022171.1 TCTA 3 Homo sapiens T-cell leukemia translocation altered gene (TCTA), mRNA.0.00053854 0.00617548 2.23021612

SAMD3 NM_001017373.2SAMD3 6 Homo sapiens sterile alpha motif domain containing 3 (SAMD3), transcript variant 1, mRNA.MGC35163; FLJ345630.0005378 0.00617233 1.78704654

SNAPC2 NM_003083.1 SNAPC2 19 Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kDa (SNAPC2), mRNA.PTFdelta; SNAP450.00053343 0.00613287 1.23323082



0.5 Upreg

GHDC NM_032484.3 GHDC 17 Homo sapiens GH3 domain containing (GHDC), mRNA.D11LGP1; LGP1 0.00053249 0.00613267 1.63977335

PGF NM_002632.4 PGF 14 Homo sapiens placental growth factor (PGF), mRNA.PGFL; PlGF-2; D12S1900; SHGC-10760; PLGF0.00053364 0.00612991 23.1382363

AP2A1 NM_014203.2 AP2A1 19 Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), transcript variant 1, mRNA.CLAPA1; AP2-ALPHA; ADTAA0.00053251 0.00612759 1.8581983

MYH10 NM_005964.1 MYH10 17 Homo sapiens myosin, heavy chain 10, non-muscle (MYH10), mRNA.NMMHCB; MGC134914; MGC1349130.00052362 0.00605154 1.10471166

ARHGEF10 NM_014629.2 ARHGEF10 8 Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), mRNA.GEF10; DKFZp686H0726; MGC1316640.00051868 0.00600485 1.13966086

PTEN NM_000314.3 PTEN 10 Homo sapiens phosphatase and tensin homolog (PTEN), mRNA.MMAC1; MHAM; TEP1; BZS; PTEN1; MGC112270.00051509 0.00596853 1.22441214

Hs.363526 HS.363526 8 Homo sapiens cDNA clone IMAGE:48376500.00051395 0.00596574 1.23885058

MLEC NM_014730.2 MLEC 12 Homo sapiens malectin (MLEC), mRNA.0.00051272 0.00595671 1.1013393

TTPAL NM_024331.2 TTPAL 20 Homo sapiens tocopherol (alpha) transfer protein-like (TTPAL), transcript variant 2, mRNA.DKFZp686E0870; MGC24700.00050968 0.00593705 1.39518881

ABHD6 NM_020676.4 ABHD6 3 Homo sapiens abhydrolase domain containing 6 (ABHD6), mRNA.0.00050705 0.00592721 1.36391644

GAL3ST4 NM_024637.3 GAL3ST4 7 Homo sapiens galactose-3-O-sulfotransferase 4 (GAL3ST4), mRNA.FLJ12116; GAL3ST-40.000504 0.00590716 3.26831599

CSPG4 NM_001897.3 CSPG4 15 Homo sapiens chondroitin sulfate proteoglycan 4 (CSPG4), mRNA.MSK16; MCSP; NG2; MCSPG; MEL-CSPG; HMW-MAA0.00050403 0.00590233 2.43136035

Hs.534061 HS.534061 17 full-length cDNA clone XCL0BB001ZD04 of Neuroblastoma of Homo sapiens (human)0.00049969 0.0058723 1.14951461

CDCP1 NM_022842.3 CDCP1 3 Homo sapiens CUB domain containing protein 1 (CDCP1), transcript variant 1, mRNA.SIMA135; TRASK; CD3180.00049317 0.00582148 1.28602895

RRAGA NM_006570.4 RRAGA 9 Homo sapiens Ras-related GTP binding A (RRAGA), mRNA.RAGA; FIP-1 0.00049091 0.00581032 1.10577836

CTRC NM_007272.2 CTRC 1 Homo sapiens chymotrypsin C (caldecrin) (CTRC), mRNA.ELA4; CLCR 0.00049161 0.00580822 1.80131288

AXIN2 NM_004655.2 AXIN2 17 Homo sapiens axin 2 (conductin, axil) (AXIN2), mRNA.MGC126582; DKFZp781B0869; AXIL0.00048986 0.00580305 1.21241362

CDKN3 NM_005192.2 CDKN3 14 Homo sapiens cyclin-dependent kinase inhibitor 3 (CDK2-associated dual specificity phosphatase) (CDKN3), mRNA.CDI1; KAP; MGC70625; FLJ25787; CIP2; KAP10.00048749 0.00579572 1.12687976

KLHL29 XM_001717454.1KLHL29 2 PREDICTED: Homo sapiens kelch-like 29 (Drosophila) (KLHL29), mRNA.0.00048808 0.00579233 1.28252116

LOC642946 XM_931870.1 LOC642946 1 PREDICTED: Homo sapiens hypothetical protein LOC642945, transcript variant 2 (LOC642946), mRNA.0.0004851 0.00578282 3.45605332

FLJ43276 NM_207382.1 FLJ43276 15 Homo sapiens FLJ43276 protein (FLJ43276), mRNA.0.00048543 0.00578153 2.1825983

GPR89A NM_016334.2 GPR89A 1 Homo sapiens G protein-coupled receptor 89A (GPR89A), mRNA.SH120; GPR89 0.00048078 0.00576762 7.7178062

HMG20B NM_006339.1 HMG20B 19 Homo sapiens high-mobility group 20B (HMG20B), mRNA.SMARCE1r; FLJ26127; HMGX2; pp8857; PP7706; BRAF35; SOXL; BRAF250.00048165 0.00576236 1.10112698

CYB5R3 NM_007326.2 CYB5R3 22 Homo sapiens cytochrome b5 reductase 3 (CYB5R3), transcript variant S, mRNA.DIA1; B5R 0.00047959 0.00575857 1.09047885

OCEL1 NM_024578.1 OCEL1 19 Homo sapiens occludin/ELL domain containing 1 (OCEL1), mRNA.S863-9; FLJ22709; FWP0090.00047266 0.00569604 1.20518536

LOC652353 XM_941781.1 LOC652353 PREDICTED: Homo sapiens similar to Sorbitol dehydrogenase (L-iditol 2-dehydrogenase) (LOC652353), mRNA.0.00046106 0.00558662 2.82820118

FSTL3 NM_005860.1 FSTL3 19 Homo sapiens follistatin-like 3 (secreted glycoprotein) (FSTL3), mRNA.FLRG; FSRP 0.00045911 0.00556815 1.85739824

CAPZA2 NM_006136.2 CAPZA2 7 Homo sapiens capping protein (actin filament) muscle Z-line, alpha 2 (CAPZA2), mRNA.CAPZ; CAPPA2 0.00045722 0.00555534 1.10741517

FOS NM_005252.2 FOS 14 Homo sapiens v-fos FBJ murine osteosarcoma viral oncogene homolog (FOS), mRNA.c-fos 0.00045728 0.00555105 1.09728802

MAN1B1 NM_016219.2 MAN1B1 9 Homo sapiens mannosidase, alpha, class 1B, member 1 (MAN1B1), mRNA.MANA-ER 0.00045632 0.0055495 1.1574567

CALM1 NM_006888.2 CALM1 14 Homo sapiens calmodulin 1 (phosphorylase kinase, delta) (CALM1), mRNA.PHKD; CALML2; CAMI; DD1320.00045428 0.00552978 1.11755538

SLC9A1 NM_003047.2 SLC9A1 1 Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), member 1 (SLC9A1), mRNA.APNH; FLJ42224; NHE10.00045241 0.00552732 1.39089692

CDKN1A NM_078467.1 CDKN1A 6 Homo sapiens cyclin-dependent kinase inhibitor 1A (p21, Cip1) (CDKN1A), transcript variant 2, mRNA.P21; MDA-6; SDI1; p21CIP1; CIP1; CDKN1; WAF1; CAP200.00045066 0.00552127 1.11240306

PRAME NM_206956.1 PRAME 22 Homo sapiens preferentially expressed antigen in melanoma (PRAME), transcript variant 4, mRNA.MAPE; OIP4 0.00044621 0.00548189 1.57327303

LSR NM_205834.2 LSR 19 Homo sapiens lipolysis stimulated lipoprotein receptor (LSR), transcript variant 2, mRNA.MGC48312; LISCH7; MGC48503; MGC106590.00044134 0.00543218 1.31976807

KRTDAP NM_207392.1 KRTDAP 19 Homo sapiens keratinocyte differentiation-associated protein (KRTDAP), mRNA.MGC163373; UNQ467; KDAP0.0004369 0.00539749 1.97933459

ID3 NM_002167.2 ID3 1 Homo sapiens inhibitor of DNA binding 3, dominant negative helix-loop-helix protein (ID3), mRNA.HEIR-1 0.00043765 0.00539669 1.07894192

WIPI1 NM_017983.3 WIPI1 Homo sapiens WD repeat domain, phosphoinositide interacting 1 (WIPI1), mRNA.WIPI49; FLJ10055; Atg180.00043714 0.00539544 1.3739424

YIPF1 NM_018982.3 YIPF1 1 Homo sapiens Yip1 domain family, member 1 (YIPF1), mRNA.FinGER1; DJ167A19.10.00043485 0.00538726 1.21721634

ANXA2 NM_001002858.1ANXA2 15 Homo sapiens annexin A2 (ANXA2), transcript variant 1, mRNA.P36; LPC2D; ANX2L4; ANX2; PAP-IV; CAL1H; LIP2; LPC20.00043213 0.00536859 1.05843253

PALM NM_002579.1 PALM 19 Homo sapiens paralemmin (PALM), transcript variant 1, mRNA.KIAA0270 0.0004324 0.0053619 1.27778299

LCOR NM_032440.1 LCOR 10 Homo sapiens ligand dependent nuclear receptor corepressor (LCOR), mRNA.FLJ38026; MLR2; KIAA1795; RP11-175O19.10.00042905 0.00533538 1.1682299

HYAL3 NM_003549.2 HYAL3 3 Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA.LUCA14; Minna14; LUCA-3; LUCA30.00042592 0.00531137 3.06358396

ECGF1 NM_001953.2 ECGF1 22 Homo sapiens endothelial cell growth factor 1 (platelet-derived) (ECGF1), mRNA.TP; PDECGF; hPD-ECGF; MNGIE0.00042519 0.00530722 1.14998024

MXRA7 NM_001008529.1MXRA7 17 Homo sapiens matrix-remodelling associated 7 (MXRA7), transcript variant 2, mRNA.TMAP1; PS1TP1; FLJ46603; FLJ414920.0004238 0.00529988 1.53300767

EXT1 NM_000127.2 EXT1 8 Homo sapiens exostoses (multiple) 1 (EXT1), mRNA.ttv; EXT 0.00042134 0.00527414 1.44817198

STX8 NM_004853.1 STX8 17 Homo sapiens syntaxin 8 (STX8), mRNA.CARB 0.00041947 0.00526067 1.17175763

NFKB2 NM_001077494.1NFKB2 10 Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 (p49/p100) (NFKB2), transcript variant 1, mRNA.LYT10; LYT-10 0.00041868 0.00525575 1.62643705

CAT NM_001752.2 CAT 11 Homo sapiens catalase (CAT), mRNA.MGC138424; MGC1384220.00041787 0.00525048 1.2330766

ATP6V1B2 NM_001693.2 ATP6V1B2 8 Homo sapiens ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B2 (ATP6V1B2), mRNA.VATB; VPP3; ATP6B2; ATP6B1B2; Vma2; HO570.00041661 0.00524457 1.093417

SERPINA5 NM_000624.3 SERPINA5 14 Homo sapiens serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 5 (SERPINA5), mRNA.PROCI; PAI3; PLANH3; PCI0.00041234 0.00521563 2.90032132

ATP6V0E2 NM_145230.1 ATP6V0E2 7 Homo sapiens ATPase, H+ transporting V0 subunit e2 (ATP6V0E2), transcript variant 1, mRNA.ATP6V0E2L; C7orf320.00040822 0.00517343 1.11275405

SIPA1L2 NM_020808.1 SIPA1L2 1 Homo sapiens signal-induced proliferation-associated 1 like 2 (SIPA1L2), mRNA.SPAL2; FLJ23126; KIAA1389; FLJ236320.00040848 0.00517177 1.37428482

ANKDD1A NM_182703.2 ANKDD1A 15 Homo sapiens ankyrin repeat and death domain containing 1A (ANKDD1A), mRNA.MGC120306; FLJ25870; MGC120307; MGC1203050.00039217 0.00504224 1.28611686

DYNLL2 NM_080677.1 DYNLL2 17 Homo sapiens dynein, light chain, LC8-type 2 (DYNLL2), mRNA.MGC17810; DNCL1B; Dlc20.0003913 0.00503597 1.18501765

CRIP1 NM_001311.3 CRIP1 14 Homo sapiens cysteine-rich protein 1 (intestinal) (CRIP1), mRNA.CRIP; CRP1; CRHP0.00039235 0.00503483 1.12378086

KIAA0427 NM_014772.1 KIAA0427 18 Homo sapiens KIAA0427 (KIAA0427), mRNA.Gm672 0.00038945 0.00502197 2.73966924

CDK6 NM_001259.5 CDK6 7 Homo sapiens cyclin-dependent kinase 6 (CDK6), mRNA.PLSTIRE; MGC596920.0003867 0.00500591 1.19152913

INTS12 NM_020395.2 INTS12 4 Homo sapiens integrator complex subunit 12 (INTS12), mRNA.PHF22; INT12; SBBI220.00038268 0.00497822 1.16924968

TSPAN5 NM_005723.2 TSPAN5 4 Homo sapiens tetraspanin 5 (TSPAN5), mRNA.TSPAN-5; TM4SF9; NET-40.00038057 0.00497519 1.18356764

CPSF3L NM_017871.3 CPSF3L 1 Homo sapiens cleavage and polyadenylation specific factor 3-like (CPSF3L), mRNA.RC68; RC-68; INTS11; FLJ13294; CPSF73L; FLJ20542; INT110.00038061 0.00497084 1.28713987

GRAMD1A NM_020895.2 GRAMD1A 19 Homo sapiens GRAM domain containing 1A (GRAMD1A), mRNA.FLJ90346; FLJ22411; KIAA15330.00037916 0.00496653 1.23188949

TUBB6 XM_940079.1 TUBB6 PREDICTED: Homo sapiens tubulin, beta 6 (TUBB6), mRNA.0.00037863 0.00496449 1.19147906

STUB1 NM_005861.2 STUB1 16 Homo sapiens STIP1 homology and U-box containing protein 1 (STUB1), mRNA.CHIP; SDCCAG7; NY-CO-7; UBOX1; HSPABP20.00037778 0.00495826 1.1443201

ABCC10 NM_033450.2 ABCC10 6 Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 10 (ABCC10), mRNA.MRP7; EST182763; SIMRP70.00037575 0.00493648 3.23379739

PLEKHM1 NM_014798.1 PLEKHM1 PREDICTED: Homo sapiens pleckstrin homology domain containing, family M (with RUN domain) member 1 (PLEKHM1), mRNA.0.0003712 0.00489132 1.99010142

KIF13B NM_015254.2 KIF13B 8 Homo sapiens kinesin family member 13B (KIF13B), mRNA.KIAA0639; GAKIN0.00036356 0.0048194 2.52518147

C3orf10 NM_018462.4 C3ORF10 3 Homo sapiens chromosome 3 open reading frame 10 (C3orf10), mRNA.MDS027; HSPC300; hHBrk10.00035849 0.00476644 1.14849805

ACSL1 NM_001995.2 ACSL1 4 Homo sapiens acyl-CoA synthetase long-chain family member 1 (ACSL1), mRNA.FACL2; LACS; FACL1; ACS1; LACS2; LACS10.00035074 0.0046822 1.57746982

LOC644511 XM_934381.1 LOC644511 PREDICTED: Homo sapiens similar to ribosomal protein L13a, transcript variant 1 (LOC644511), mRNA.0.00034848 0.00466616 1.0732759



0.5 Upreg

IGFBP2 NM_000597.2 IGFBP2 2 Homo sapiens insulin-like growth factor binding protein 2, 36kDa (IGFBP2), mRNA.IGF-BP53; IBP2 0.00034763 0.00466417 1.1779265

CD47 NM_001025080.1CD47 3 Homo sapiens CD47 molecule (CD47), transcript variant 2, mRNA.OA3; MER6; IAP0.00034527 0.00464183 2.31986179

GRPR NM_005314.2 GRPR X Homo sapiens gastrin-releasing peptide receptor (GRPR), mRNA.0.00034376 0.00462625 2.16317705

GGH NM_003878.1 GGH 8 Homo sapiens gamma-glutamyl hydrolase (conjugase, folylpolygammaglutamyl hydrolase) (GGH), mRNA.GH 0.00033888 0.00458387 1.14142308

UNC5A NM_133369.2 UNC5A 5 Homo sapiens unc-5 homolog A (C. elegans) (UNC5A), mRNA.UNC5H1; FLJ16449; KIAA19760.00033373 0.00453273 1.3660458

WDFY1 NM_020830.3 WDFY1 2 Homo sapiens WD repeat and FYVE domain containing 1 (WDFY1), mRNA.FENS-1; ZFYVE17; WDF10.00033162 0.004518 1.12906971

GPAA1 NM_003801.2 GPAA1 8 Homo sapiens glycosylphosphatidylinositol anchor attachment protein 1 homolog (yeast) (GPAA1), mRNA.hGAA1; GAA1 0.00032997 0.0045047 1.2206939

Hs.540335 HS.540335 15 UI-H-ED1-axx-k-12-0-UI.s1 NCI_CGAP_ED1 Homo sapiens cDNA clone IMAGE:5835011 3, mRNA sequence0.00032941 0.00450173 2.07128075

ADAT2 NM_182503.2 ADAT2 6 Homo sapiens adenosine deaminase, tRNA-specific 2, TAD2 homolog (S. cerevisiae) (ADAT2), mRNA.TAD2; dJ20N2.1; dJ20N2; DKFZp686L1118; FLJ44213; DEADC10.00032746 0.0044797 3.02748053

COX7A2L NM_004718.2 COX7A2L 2 Homo sapiens cytochrome c oxidase subunit VIIa polypeptide 2 like (COX7A2L), nuclear gene encoding mitochondrial protein, mRNA.EB1; COX7RP; COX7AR; SIG810.0003233 0.00445033 1.08432035

ACSL3 NM_004457.3 ACSL3 2 Homo sapiens acyl-CoA synthetase long-chain family member 3 (ACSL3), transcript variant 1, mRNA.PRO2194; FACL3; ACS30.00032039 0.0044287 1.16523309

MCOLN2 NM_153259.2 MCOLN2 1 Homo sapiens mucolipin 2 (MCOLN2), mRNA.TRP-ML2; TRPML2; FLJ366910.00031858 0.00441749 1.20325824

IGF2R NM_000876.1 IGF2R 6 Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA.M6P-R; CD222; MPRI; MPR1; CIMPR0.00031879 0.00441581 1.15226647

HEYL NM_014571.2 HEYL 1 Homo sapiens hairy/enhancer-of-split related with YRPW motif-like (HEYL), mRNA.MGC12623; HRT30.00031745 0.00440647 1.30188791

LASS5 NM_147190.1 LASS5 12 Homo sapiens LAG1 homolog, ceramide synthase 5 (S. cerevisiae) (LASS5), mRNA.Trh4; MGC45411; FLJ253040.00031331 0.00436725 1.77230033

GMPR NM_006877.2 GMPR 6 Homo sapiens guanosine monophosphate reductase (GMPR), mRNA.GMPR1 0.00031059 0.004343 1.52425971

ZSCAN29 NM_152455.2 ZSCAN29 15 Homo sapiens zinc finger and SCAN domain containing 29 (ZSCAN29), mRNA.MGC129895; MGC129894; FLJ35867; Zfp690; ZNF6900.00030922 0.00433297 7.15373283

ITGA2 NM_002203.2 ITGA2 5 Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) (ITGA2), mRNA.CD49B; VLAA2; VLA-2; BR; GPIa0.00030819 0.00432307 1.43107075

LOC729279 XR_039753.1 LOC729279 PREDICTED: Homo sapiens misc_RNA (LOC729279), miscRNA.0.00030637 0.0043159 1.12045779

ZMAT5 NM_019103.2 ZMAT5 22 Homo sapiens zinc finger, matrin type 5 (ZMAT5), transcript variant 1, mRNA.0.00030247 0.00427463 2.19836006

HEBP1 NM_015987.3 HEBP1 12 Homo sapiens heme binding protein 1 (HEBP1), mRNA.HBP; HEBP 0.00030114 0.00426483 1.184792

GADD45B NM_015675.1 GADD45B 19 Homo sapiens growth arrest and DNA-damage-inducible, beta (GADD45B), mRNA.MYD118; DKFZP566B133; GADD45BETA0.00029901 0.00425287 1.88863673

HEG1 XM_087386.8 HEG1 3 Homo sapiens HEG homolog 1 (zebrafish) (HEG1), mRNA.KIAA1237; MST112; MSTP112; HEG0.00029534 0.00421429 16.708763

CYTSA NM_015330.1 CYTSA 22 Homo sapiens cytospin A (CYTSA), mRNA.KIAA0376 0.00029172 0.00417603 1.19448382

C9orf169 NM_199001.1 C9ORF169 Homo sapiens chromosome 9 open reading frame 169 (C9orf169), mRNA.0.00029192 0.00417443 1.73081285

RNU1G2 NR_004426.1 RNU1G2 1 Homo sapiens RNA, U1G2 small nuclear (RNU1G2), small nuclear RNA.U1D2; U1B2; HSD50.00029105 0.00417093 1.26627992

ZNFX1 NM_021035.1 ZNFX1 20 Homo sapiens zinc finger, NFX1-type containing 1 (ZNFX1), mRNA.MGC131926; FLJ392750.00028884 0.00415274 1.30324144

ATP1B3 NM_001679.2 ATP1B3 PREDICTED: Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypeptide, transcript variant 2 (ATP1B3), mRNA.0.00028585 0.00411427 1.105292

FIG4 NM_014845.4 FIG4 6 Homo sapiens FIG4 homolog (S. cerevisiae) (FIG4), mRNA.SAC3; RP1-249I4.1; hSac3; dJ249I4.1; KIAA02740.00028386 0.00409897 1.43524054

CALU NM_001219.2 CALU 7 Homo sapiens calumenin (CALU), mRNA.FLJ90608 0.00028282 0.00409293 1.19535892

TMTC4 NM_032813.2 TMTC4 13 Homo sapiens transmembrane and tetratricopeptide repeat containing 4 (TMTC4), transcript variant 1, mRNA.FLJ22153; FLJ146240.00028099 0.00407533 9.73896138

GFPT2 NM_005110.1 GFPT2 5 Homo sapiens glutamine-fructose-6-phosphate transaminase 2 (GFPT2), mRNA.GFAT2; FLJ103800.00027847 0.00405649 16.9158825

TMEM30A NM_018247.2 TMEM30A 6 Homo sapiens transmembrane protein 30A (TMEM30A), mRNA.FLJ10856; C6orf67; CDC50A0.00027765 0.00404895 1.32090013

BNIP3L NM_004331.2 BNIP3L 8 Homo sapiens BCL2/adenovirus E1B 19kDa interacting protein 3-like (BNIP3L), mRNA.BNIP3a; NIX 0.00027615 0.00404045 1.33899757

CLSTN1 NM_001009566.1CLSTN1 1 Homo sapiens calsyntenin 1 (CLSTN1), transcript variant 1, mRNA.CSTN1; PIK3CD; XB31alpha; KIAA0911; FLJ32258; alcalpha2; alcalpha10.00027489 0.00402644 1.16824736

MPZL1 NM_024569.3 MPZL1 1 Homo sapiens myelin protein zero-like 1 (MPZL1), transcript variant 2, mRNA.PZR; PZRa; PZRb; FLJ21047; PZR1b0.00027253 0.00400959 1.40122816

LOC100134241XM_001717424.1LOC100134241 PREDICTED: Homo sapiens hypothetical protein LOC100134241 (LOC100134241), mRNA.0.00027148 0.00400309 1.70185164

TMED3 NM_007364.2 TMED3 15 Homo sapiens transmembrane emp24 protein transport domain containing 3 (TMED3), mRNA.MGC133022; C15orf22; P24B0.00027068 0.00400008 1.10379108

LOC340598 XM_926996.1 LOC340598 X PREDICTED: Homo sapiens similar to Keratin, type I cytoskeletal 18 (Cytokeratin-18) (CK-18) (Keratin-18) (K18) (LOC340598), mRNA.0.00026802 0.00396974 1.28742016

SLC27A1 NM_198580.1 SLC27A1 19 Homo sapiens solute carrier family 27 (fatty acid transporter), member 1 (SLC27A1), mRNA.FATP1; ACSVL5; FLJ00336; MGC71751; FATP0.00026825 0.00396869 1.27196731

SH3BP4 NM_014521.1 SH3BP4 2 Homo sapiens SH3-domain binding protein 4 (SH3BP4), mRNA.BOG25; TTP 0.0002651 0.00394403 1.17878049

KIF3B NM_004798.2 KIF3B 20 Homo sapiens kinesin family member 3B (KIF3B), mRNA.HH0048; KIAA03590.00026279 0.00392298 1.26730429

RNU1A3 NR_004430.1 RNU1A3 1 Homo sapiens RNA, U1A3 small nuclear (RNU1A3), small nuclear RNA.HSD1; U1A1 0.00026099 0.00390919 1.23159564

INHBE NM_031479.3 INHBE 12 Homo sapiens inhibin, beta E (INHBE), mRNA.MGC4638 0.00025681 0.00386414 3.78789239

ACY1 NM_000666.1 ACY1 3 Homo sapiens aminoacylase 1 (ACY1), mRNA.ACY1D; ACYLASE0.0002562 0.00385928 1.50701759

TK1 NM_003258.1 TK1 Homo sapiens thymidine kinase 1, soluble (TK1), mRNA.TK2 0.00025506 0.00385085 1.08307042

CBX7 NM_175709.2 CBX7 22 Homo sapiens chromobox homolog 7 (CBX7), mRNA.0.00025426 0.00384749 1.50644544

GRK5 NM_005308.2 GRK5 10 Homo sapiens G protein-coupled receptor kinase 5 (GRK5), mRNA.GPRK5 0.0002536 0.0038463 1.32292273

NUDT18 NM_024815.2 NUDT18 8 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 18 (NUDT18), mRNA.FLJ22494 0.00025166 0.00383013 1.40044144

SEMA4F NM_004263.2 SEMA4F 2 Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4F (SEMA4F), mRNA.PRO2353; M-SEMA; SEMAM; m-Sema M; SEMAW; m-Sema-M0.0002474 0.00378267 1.3518269

GAMT NM_138924.1 GAMT 19 Homo sapiens guanidinoacetate N-methyltransferase (GAMT), transcript variant 2, mRNA.TP53I2; PIG2 0.00024666 0.00377567 1.14501179

WDR54 NM_032118.2 WDR54 2 Homo sapiens WD repeat domain 54 (WDR54), mRNA.FLJ12953 0.00024544 0.00376568 1.14842287

TTYH3 NM_025250.2 TTYH3 7 Homo sapiens tweety homolog 3 (Drosophila) (TTYH3), mRNA.KIAA1691 0.00024268 0.00372772 1.49620775

MLF1 NM_022443.2 MLF1 3 Homo sapiens myeloid leukemia factor 1 (MLF1), mRNA.0.00023972 0.00368653 1.63185523

RAC2 NM_002872.3 RAC2 22 Homo sapiens ras-related C3 botulinum toxin substrate 2 (rho family, small GTP binding protein Rac2) (RAC2), mRNA.Gx; EN-7; HSPC0220.00023463 0.00362078 1.09446717

CABC1 NM_020247.3 CABC1 1 Homo sapiens chaperone, ABC1 activity of bc1 complex homolog (S. pombe) (CABC1), nuclear gene encoding mitochondrial protein, mRNA.MGC4849; COQ8; ADCK30.00023224 0.00359651 1.21787111

LOC100134537XR_039501.1 LOC100134537 7 PREDICTED: Homo sapiens misc_RNA (LOC100134537), miscRNA.0.00023265 0.00359447 1.15410565

GSTT2 NM_001080843.1GSTT2 Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA.0.00022832 0.00354407 1.97228489

C4orf34 NM_174921.1 C4ORF34 4 Homo sapiens chromosome 4 open reading frame 34 (C4orf34), mRNA.FLJ13289 0.00022353 0.0034779 1.14889506

NAGK NM_017567.2 NAGK 2 Homo sapiens N-acetylglucosamine kinase (NAGK), mRNA.GNK; HSA2429100.00022196 0.00347786 1.26017915

FAM69B XM_942503.1 FAM69B PREDICTED: Homo sapiens family with sequence similarity 69, member B (FAM69B), mRNA.0.00022241 0.00347679 1.39253827

RGS10 NM_002925.3 RGS10 10 Homo sapiens regulator of G-protein signaling 10 (RGS10), transcript variant 1, mRNA.0.00022205 0.00347514 1.1622785

NICN1 NM_032316.2 NICN1 3 Homo sapiens nicolin 1 (NICN1), mRNA.MGC12936 0.0002194 0.00344591 1.85170372

TMEM120A NM_031925.1 TMEM120A 7 Homo sapiens transmembrane protein 120A (TMEM120A), mRNA.TMPIT 0.00021751 0.00342434 1.37932841

C17orf96 NM_001130677.1C17ORF96 17 Homo sapiens chromosome 17 open reading frame 96 (C17orf96), mRNA.0.00021525 0.00340488 1.20371019

SKA2 NM_182620.3 SKA2 17 Homo sapiens spindle and kinetochore associated complex subunit 2 (SKA2), transcript variant 1, mRNA.MGC110975; Ska2; FLJ127580.00021285 0.00338313 1.18892166

MYO19 NM_001033580.1MYO19 17 Homo sapiens myosin XIX (MYO19), transcript variant 1, mRNA.FLJ22865; MYOHD10.00021062 0.00335572 104.961519

FAM120B NM_032448.1 FAM120B 6 Homo sapiens family with sequence similarity 120B (FAM120B), mRNA.KIAA1838; dJ894D12.1; PGCC1; KIAA01830.00020946 0.00334121 1.12680949

SYN2 NM_003178.3 SYN2 3 Homo sapiens synapsin II (SYN2), transcript variant IIb, mRNA.SYNIIa; SYNII; SYNIIb0.00020891 0.00334056 1.86465893

ENC1 NM_003633.1 ENC1 5 Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), mRNA.PIG10; NRPB; CCL28; FLJ39259; ENC-1; TP53I10; KLHL350.00020587 0.00330392 1.35882319



0.5 Upreg

USP46 NM_022832.2 USP46 4 Homo sapiens ubiquitin specific peptidase 46 (USP46), mRNA.FLJ12552 0.00020535 0.00329951 3.67679108

LOC645487 XM_932932.1 LOC645487 20 PREDICTED: Homo sapiens hypothetical protein LOC645487 (LOC645487), mRNA.0.00020112 0.00324343 3.50189531

DPYSL3 NM_001387.2 DPYSL3 5 Homo sapiens dihydropyrimidinase-like 3 (DPYSL3), mRNA.DRP3; CRMP4; ULIP; DRP-3; CRMP-40.00019797 0.00320811 1.17329799

RAB40B NM_006822.1 RAB40B 17 Homo sapiens RAB40B, member RAS oncogene family (RAB40B), mRNA.FLJ42385; SEC4L; RAR0.00019674 0.00319608 1.17422609

IFT52 NM_016004.2 IFT52 20 Homo sapiens intraflagellar transport 52 homolog (Chlamydomonas) (IFT52), mRNA.NGD5; CGI-53; C20orf9; dJ1028D15.10.00019234 0.00313616 1.6656417

EFR3A NM_015137.1 EFR3A 8 Homo sapiens EFR3 homolog A (S. cerevisiae) (EFR3A), mRNA.KIAA0143; DKFZp781J05620.00019049 0.00312911 1.14359131

Hs.371609 HS.371609 3 Homo sapiens cDNA clone IMAGE:52612130.00019064 0.00312758 1.33321705

BTBD10 NM_032320.4 BTBD10 11 Homo sapiens BTB (POZ) domain containing 10 (BTBD10), mRNA.MGC13007; GMRP-1; GMRP10.0001878 0.00309632 1.28610786

CYR61 NM_001554.3 CYR61 1 Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA.CCN1; IGFBP10; GIG10.00018668 0.00309323 1.37726193

SNORD3D NR_006882.1 SNORD3D 17 Homo sapiens small nucleolar RNA, C/D box 3D (SNORD3D), small nucleolar RNA.U3-4 0.00018389 0.00306232 1.28509046

TBCE NM_003193.3 TBCE 1 Homo sapiens tubulin folding cofactor E (TBCE), transcript variant 2, mRNA.KCS; KCS1; pac2; HRD0.00018328 0.00305603 1.21645309

SLC36A1 NM_078483.2 SLC36A1 5 Homo sapiens solute carrier family 36 (proton/amino acid symporter), member 1 (SLC36A1), mRNA.TRAMD3; PAT1; LYAAT10.00018222 0.00304983 10.882723

HLTF NM_003071.2 HLTF 3 Homo sapiens helicase-like transcription factor (HLTF), transcript variant 1, mRNA.ZBU1; SMARCA3; HIP116; HLTF1; RNF80; HIP116A; SNF2L30.00017915 0.0030137 1.20623971

IDH1 NM_005896.2 IDH1 2 Homo sapiens isocitrate dehydrogenase 1 (NADP+), soluble (IDH1), mRNA.PICD; IDH; IDP 0.00017691 0.00299506 1.09539555

GIPC1 NM_202468.1 GIPC1 19 Homo sapiens GIPC PDZ domain containing family, member 1 (GIPC1), transcript variant 3, mRNA.IIP-1; TIP-2; GLUT1CBP; C19orf3; RGS19IP1; Hs.6454; SYNECTIIN; MGC15889; NIP; MGC3774; SEMCAP; GIPC0.00017704 0.0029896 1.14051102

LOC388588 XM_946205.1 LOC388588 1 PREDICTED: Homo sapiens hypothetical LOC388588, transcript variant 2 (LOC388588), mRNA.0.00017583 0.00298431 1.87633023

YIF1B NM_001031731.1YIF1B 19 Homo sapiens Yip1 interacting factor homolog B (S. cerevisiae) (YIF1B), transcript variant 1, mRNA.FinGER8 0.0001745 0.00296558 1.22940745

SNTA1 NM_003098.2 SNTA1 20 Homo sapiens syntrophin, alpha 1 (dystrophin-associated protein A1, 59kDa, acidic component) (SNTA1), mRNA.SNT1; dJ1187J4.5; TACIP10.00017237 0.00294825 1.65618367

CHAF1A NM_005483.2 CHAF1A 19 Homo sapiens chromatin assembly factor 1, subunit A (p150) (CHAF1A), mRNA.MGC71229; CAF1B; CAF1P150; CAF1; CAF-1; P1500.00017143 0.00293976 50.7724031

PRF1 NM_005041.3 PRF1 10 Homo sapiens perforin 1 (pore forming protein) (PRF1), transcript variant 1, mRNA.HPLH2; FLH2; P1; MGC65093; PFP0.00017004 0.00291982 2.88171465

RGS2 NM_002923.1 RGS2 1 Homo sapiens regulator of G-protein signalling 2, 24kDa (RGS2), mRNA.G0S8 0.00016778 0.00289599 1.21990933

NPC1 NM_000271.1 NPC1 18 Homo sapiens Niemann-Pick disease, type C1 (NPC1), mRNA.NPC 0.000168 0.00289228 1.20769839

PINK1 NM_032409.1 PINK1 1 Homo sapiens PTEN induced putative kinase 1 (PINK1), nuclear gene encoding mitochondrial protein, mRNA.FLJ27236; PARK6; BRPK0.00016465 0.00284943 1.31443718

VASH1 NM_014909.2 VASH1 14 Homo sapiens vasohibin 1 (VASH1), mRNA.KIAA1036 0.00016102 0.00280489 1.70921223

C1orf53 NM_001024594.1C1ORF53 1 Homo sapiens chromosome 1 open reading frame 53 (C1orf53), mRNA.0.00016105 0.00280171 1.57226564

LPXN NM_004811.1 LPXN 11 Homo sapiens leupaxin (LPXN), mRNA.LDPL 0.00016008 0.00279212 2.49658511

CENPF NM_016343.3 CENPF 1 Homo sapiens centromere protein F, 350/400ka (mitosin) (CENPF), mRNA.PRO1779; hcp-1; CENF0.0001569 0.00274023 1.16517241

RAB6B NM_016577.2 RAB6B 3 Homo sapiens RAB6B, member RAS oncogene family (RAB6B), mRNA.0.00015333 0.00270281 5.10284712

Hs.4988 HS.4988 2 Homo sapiens mRNA; cDNA DKFZp686B24166 (from clone DKFZp686B24166)0.00015246 0.00269832 1.36905436

LMBRD1 NM_018368.2 LMBRD1 6 Homo sapiens LMBR1 domain containing 1 (LMBRD1), mRNA.bA810I22.1; RP11-810I22.1; FLJ11240; C6orf2090.00015167 0.00268785 1.23457318

ATP6AP2 NM_005765.2 ATP6AP2 X Homo sapiens ATPase, H+ transporting, lysosomal accessory protein 2 (ATP6AP2), mRNA.ELDF10; APT6M8-9; MGC99577; XMRE; M8-9; ATP6IP2; MSTP009; MRXE; HT028; ATP6M8-90.00015109 0.00268118 1.10201313

DYNC1H1 NM_001376.2 DYNC1H1 14 Homo sapiens dynein, cytoplasmic 1, heavy chain 1 (DYNC1H1), mRNA.DNECL; DNCH1; HL-3; DYHC; Dnchc1; KIAA0325; DNCL; p22; DHC1a; DHC10.00014933 0.00267136 1.12348485

C4orf14 NM_032313.2 C4ORF14 4 Homo sapiens chromosome 4 open reading frame 14 (C4orf14), mRNA.mAtNOS1; hAtNOS1; MGC32320.0001488 0.00266544 1.12363742

KRT8 NM_002273.2 KRT8 12 Homo sapiens keratin 8 (KRT8), mRNA.CYK8; KO; K8; K2C8; CK8; CARD20.0001484 0.002662 1.1335636

PVRL2 NM_001042724.1PVRL2 19 Homo sapiens poliovirus receptor-related 2 (herpesvirus entry mediator B) (PVRL2), transcript variant delta, mRNA.PVRR2; HVEB; PRR2; CD1120.00014577 0.00263257 1.42639684

EGR1 NM_001964.2 EGR1 5 Homo sapiens early growth response 1 (EGR1), mRNA.G0S30; AT225; TIS8; ZNF225; NGFI-A; KROX-24; ZIF-2680.00014448 0.00261286 1.1225894

ZCCHC14 NM_015144.1 ZCCHC14 16 Homo sapiens zinc finger, CCHC domain containing 14 (ZCCHC14), mRNA.MGC126527; BDG29; BDG-29; MGC141390.0001438 0.0026076 1.22822191

C7orf70 XM_935791.1 C7ORF70 7 Homo sapiens chromosome 7 open reading frame 70 (C7orf70), mRNA.0.00014351 0.00260603 1.32755392

SH3PXD2A NM_014631.2 SH3PXD2A 10 Homo sapiens SH3 and PX domains 2A (SH3PXD2A), mRNA.SH3MD1; FISH 0.00014222 0.00258973 1.43231572

FBXL2 NM_012157.2 FBXL2 3 Homo sapiens F-box and leucine-rich repeat protein 2 (FBXL2), mRNA.FBL2; FBL3; DKFZP564P06220.00014041 0.00256726 1.51784325

RHOB NM_004040.2 RHOB 2 Homo sapiens ras homolog gene family, member B (RHOB), mRNA.ARH6; MST081; MSTP081; RHOH6; ARHB0.00013965 0.00256044 1.12846661

UROS NM_000375.1 UROS 10 Homo sapiens uroporphyrinogen III synthase (congenital erythropoietic porphyria) (UROS), mRNA.0.00013891 0.00255391 1.15771117

RHBDD2 NM_001040456.1RHBDD2 7 Homo sapiens rhomboid domain containing 2 (RHBDD2), transcript variant 1, mRNA.NPD007; RHBDL70.00013524 0.00251437 1.12994553

ATXN1 NM_000332.2 ATXN1 6 Homo sapiens ataxin 1 (ATXN1), mRNA.SCA1; D6S504E; ATX10.00013369 0.00249246 1.49999647

EIF1AD NM_032325.2 EIF1AD 11 Homo sapiens eukaryotic translation initiation factor 1A domain containing (EIF1AD), mRNA.0.00013207 0.00247283 6.59800953

TBPL1 NM_004865.2 TBPL1 6 Homo sapiens TBP-like 1 (TBPL1), mRNA.TRF2; STUD; MGC:9620; TLF; TLP; MGC:83890.00012963 0.002434 1.17125582

CDC20B NM_152623.1 CDC20B 5 Homo sapiens cell division cycle 20 homolog B (S. cerevisiae) (CDC20B), transcript variant 1, mRNA.FLJ37927; G6VTS765190.00012825 0.00241153 2.45022999

LOC729843 NM_012477.2 LOC729843 2 PREDICTED: Homo sapiens similar to WW domain binding protein 1 (LOC729843), mRNA.0.00012714 0.0023974 1.16942593

GPRIN1 NM_052899.1 GPRIN1 5 Homo sapiens G protein regulated inducer of neurite outgrowth 1 (GPRIN1), mRNA.KIAA1893; GRIN10.00012441 0.00235588 13.7579343

LOC399748 XR_018212.1 LOC399748 PREDICTED: Homo sapiens misc_RNA (LOC399748), miscRNA.0.00012245 0.00232886 1.1418359

RIMS3 NM_014747.2 RIMS3 1 Homo sapiens regulating synaptic membrane exocytosis 3 (RIMS3), mRNA.RIM3; NIM3; KIAA02370.00011655 0.00224897 1.41520251

GLG1 NM_012201.4 GLG1 16 Homo sapiens golgi apparatus protein 1 (GLG1), mRNA.CFR-1; FLJ23319; MG160; FLJ23967; MG-160; ESL-10.00011702 0.00224488 1.09305111

APBB3 NM_006051.2 APBB3 5 Homo sapiens amyloid beta (A4) precursor protein-binding, family B, member 3 (APBB3), transcript variant 3, mRNA.MGC87674; SRA; MGC150555; FE65L20.00011581 0.00224121 1.21823203

LAMC1 NM_002293.2 LAMC1 1 Homo sapiens laminin, gamma 1 (formerly LAMB2) (LAMC1), mRNA.LAMB2; MGC872970.00011547 0.00224118 1.13563699

NOXA1 NM_006647.1 NOXA1 9 Homo sapiens NADPH oxidase activator 1 (NOXA1), mRNA.MGC131800; FLJ25475; SDCCAG31; p51NOX; NY-CO-310.0001156 0.00224042 1.51996823

CPNE1 NM_003915.2 CPNE1 20 Homo sapiens copine I (CPNE1), transcript variant 3, mRNA.CPN1; COPN1; MGC11420.00011348 0.00221223 1.1684906

CDKN1C NM_000076.1 CDKN1C 11 Homo sapiens cyclin-dependent kinase inhibitor 1C (p57, Kip2) (CDKN1C), mRNA.BWCR; p57; BWS; KIP2; WBS0.00010851 0.00213413 2.02581047

WNT3A NM_033131.2 WNT3A 1 Homo sapiens wingless-type MMTV integration site family, member 3A (WNT3A), mRNA.MGC119419; MGC119420; MGC1194180.00010795 0.0021327 1.77006685

CMTM6 NM_017801.2 CMTM6 3 Homo sapiens CKLF-like MARVEL transmembrane domain containing 6 (CMTM6), mRNA.FLJ20396; CKLFSF6; PRO22190.00010709 0.00212198 1.17938479

CAPN5 NM_004055.3 CAPN5 11 Homo sapiens calpain 5 (CAPN5), mRNA.HTRA3; FLJ46245; nCL-30.00010587 0.00211671 1.87837241

Hs.19339 HS.19339 3 Homo sapiens cDNA clone IMAGE:52631770.00010608 0.00211451 1.35611417

CCDC92 NM_025140.1 CCDC92 12 Homo sapiens coiled-coil domain containing 92 (CCDC92), mRNA.FLJ22471 0.00010589 0.00211399 4.86454034

MGC18216 XM_927732.1 MGC18216 15 PREDICTED: Homo sapiens hypothetical protein MGC18216 (MGC18216), mRNA.0.00010464 0.00210166 3.92568978

RNFT2 NM_032814.3 RNFT2 12 Homo sapiens ring finger protein, transmembrane 2 (RNFT2), transcript variant 2, mRNA.FLJ14627; TMEM1180.00010367 0.0020854 1.27586413

PSCD1 NM_017456.1 PSCD1 17 Homo sapiens pleckstrin homology, Sec7 and coiled-coil domains 1(cytohesin 1) (PSCD1), transcript variant 2, mRNA.D17S811E; B2-1; CYTOHESIN-1; SEC70.0001035 0.002085 1.23198644

APLP1 NM_005166.3 APLP1 19 Homo sapiens amyloid beta (A4) precursor-like protein 1 (APLP1), transcript variant 2, mRNA.APLP 0.00010301 0.00207837 4.88731948

FAM116B NM_001001794.1FAM116B Homo sapiens family with sequence similarity 116, member B (FAM116B), mRNA.MGC33692 0.0001014 0.00205847 1.61121809

PI4KAP2 NM_199345.2 PI4KAP2 Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide pseudogene 2 (PI4KAP2), mRNA.FLJ44912; MGC319200.0001012 0.00205747 1.16331412

ST3GAL5 NM_003896.2 ST3GAL5 2 Homo sapiens ST3 beta-galactoside alpha-2,3-sialyltransferase 5 (ST3GAL5), transcript variant 2, mRNA.SIAT9; ST3GalV; SIATGM3S0.00010099 0.00205633 1.64762718

SRPX NM_006307.2 SRPX X Homo sapiens sushi-repeat-containing protein, X-linked (SRPX), mRNA.DRS; ETX1 0.00010077 0.0020551 1.14476315
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ASAP2 NM_003887.2 ASAP2 2 Homo sapiens ArfGAP with SH3 domain, ankyrin repeat and PH domain 2 (ASAP2), transcript variant 1, mRNA.9.9047E-05 0.00202932 1.4380021

MICAL1 NM_022765.2 MICAL1 6 Homo sapiens microtubule associated monoxygenase, calponin and LIM domain containing 1 (MICAL1), mRNA.NICAL; DKFZp434B1517; FLJ21739; FLJ11937; MICAL-1; MICAL9.8228E-05 0.00202192 2.42456045

LDLR NM_000527.2 LDLR 19 Homo sapiens low density lipoprotein receptor (familial hypercholesterolemia) (LDLR), mRNA.FHC; FH 9.6176E-05 0.00198894 1.10388277

OBFC1 NM_024928.3 OBFC1 10 Homo sapiens oligonucleotide/oligosaccharide-binding fold containing 1 (OBFC1), mRNA.bA541N10.2; FLJ22559; RP11-541N10.29.6311E-05 0.00198862 1.22104766

HIST1H2BK NM_080593.1 HIST1H2BK 6 Homo sapiens histone cluster 1, H2bk (HIST1H2BK), mRNA.MGC131989; H2BFT; H2BFAiii; H2B/S9.5392E-05 0.0019758 1.17598563

CDC14B NM_033332.1 CDC14B 9 Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) (CDC14B), transcript variant 3, mRNA.CDC14B3; hCDC14B; Cdc14B1; Cdc14B29.4199E-05 0.00196029 1.49798776

C17orf61 NM_152766.2 C17ORF61 17 Homo sapiens chromosome 17 open reading frame 61 (C17orf61), mRNA.MGC40107 9.1517E-05 0.00192564 1.09556927

ETS1 NM_005238.2 ETS1 11 Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) (ETS1), mRNA.FLJ10768; ETS-1; EWSR29.1167E-05 0.00192437 1.36079692

CGNL1 NM_032866.3 CGNL1 15 Homo sapiens cingulin-like 1 (CGNL1), mRNA.MGC138254; JACOP; KIAA1749; FLJ149578.8908E-05 0.0018827 1.53446285

CREB3L2 NM_194071.2 CREB3L2 7 Homo sapiens cAMP responsive element binding protein 3-like 2 (CREB3L2), mRNA.MGC131709; BBF2H7; MGC710068.8311E-05 0.00187303 1.22853852

ATP6V0A1 NM_005177.2 ATP6V0A1 17 Homo sapiens ATPase, H+ transporting, lysosomal V0 subunit a1 (ATP6V0A1), transcript variant 3, mRNA.ATP6N1; VPP1; DKFZp781J1951; Stv1; a1; ATP6N1A; Vph18.7905E-05 0.00186741 1.12453018

KRT18P28 XR_017689.1 KRT18P28 1 PREDICTED: Homo sapiens misc_RNA (KRT18P28), miscRNA.8.7356E-05 0.00185874 1.41010146

CCDC23 NM_199342.1 CCDC23 1 Homo sapiens coiled-coil domain containing 23 (CCDC23), mRNA.8.6914E-05 0.00185827 1.14496963

RPS28 NM_001031.4 RPS28 19 Homo sapiens ribosomal protein S28 (RPS28), mRNA.8.6934E-05 0.00185572 1.07136112

ADD3 NM_019903.3 ADD3 10 Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 2, mRNA.ADDL 8.6293E-05 0.00184797 1.29295207

TM7SF2 NM_003273.1 TM7SF2 11 Homo sapiens transmembrane 7 superfamily member 2 (TM7SF2), mRNA.ANG1; DHCR14A8.2681E-05 0.00177637 1.20854041

GLB1L2 NM_138342.2 GLB1L2 11 Homo sapiens galactosidase, beta 1-like 2 (GLB1L2), mRNA.MST114; MSTP1148.1493E-05 0.0017594 1.55181789

CLYBL NM_138280.3 CLYBL 13 Homo sapiens citrate lyase beta like (CLYBL), transcript variant 1, mRNA.bA134O15.1; CLB8.0784E-05 0.00174693 1.33818192

MXD4 NM_006454.2 MXD4 4 Homo sapiens MAX dimerization protein 4 (MXD4), mRNA.MSTP149; MAD4; MST1497.9836E-05 0.00174064 1.28426371

LOC643431 XM_928128.1 LOC643431 5 PREDICTED: Homo sapiens similar to Keratin, type II cytoskeletal 8 (Cytokeratin-8) (CK-8) (Keraton-8) (K8) (LOC643431), mRNA.8.0009E-05 0.00173868 1.20595913

GRIN1 NM_000832.5 GRIN1 9 Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), transcript variant NR1-1, mRNA.NMDAR1; NMDA1; NR18.0016E-05 0.001736 1.50311803

TMEM132A NM_178031.2 TMEM132A 11 Homo sapiens transmembrane protein 132A (TMEM132A), transcript variant 2, mRNA.DKFZp547E212; HSPA5BP1; FLJ20539; GBP; MGC1386698.0068E-05 0.00173428 1.29927478

GPC4 NM_001448.2 GPC4 X Homo sapiens glypican 4 (GPC4), mRNA.K-glypican 7.8179E-05 0.00171297 1.35224801

TERC NR_001566.1 TERC 3 Homo sapiens telomerase RNA component (TERC), telomerase RNA.TRC3; TR; hTR; SCARNA197.5715E-05 0.00167279 1.44566043

CDC6 NM_001254.3 CDC6 17 Homo sapiens cell division cycle 6 homolog (S. cerevisiae) (CDC6), mRNA.HsCDC18; HsCDC6; CDC18L7.1468E-05 0.00161946 3.1009135

UBE2L6 NM_198183.1 UBE2L6 11 Homo sapiens ubiquitin-conjugating enzyme E2L 6 (UBE2L6), transcript variant 2, mRNA.UBCH8; RIG-B; MGC403317.1328E-05 0.00161906 1.39387522

TMEM2 NM_013390.1 TMEM2 9 Homo sapiens transmembrane protein 2 (TMEM2), mRNA.7.2087E-05 0.0016169 2.10117648

FAM43A NM_153690.4 FAM43A 3 Homo sapiens family with sequence similarity 43, member A (FAM43A), mRNA.FLJ90022 7.0461E-05 0.00160763 2.06414609

KCNS3 NM_002252.3 KCNS3 2 Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, member 3 (KCNS3), mRNA.MGC9481; KV9.36.8939E-05 0.00158381 2.02579884

ESAM NM_138961.1 ESAM 11 Homo sapiens endothelial cell adhesion molecule (ESAM), mRNA.W117m 6.8631E-05 0.00157947 6.33484235

HLA-H NR_001434.1 HLA-H 6 Homo sapiens major histocompatibility complex, class I, H (pseudogene) (HLA-H), non-coding RNA.HLAHP 6.8041E-05 0.00157683 1.20509753

AMOT NM_133265.2 AMOT X Homo sapiens angiomotin (AMOT), transcript variant 2, mRNA.KIAA1071 6.8259E-05 0.00157638 2.03529839

GLDN NM_181789.1 GLDN 15 Homo sapiens gliomedin (GLDN), mRNA.CRG-L2; UNC-112; CRGL2; CLOM; FLJ23917; COLM6.6766E-05 0.00156094 1.95047553

TMEM175 NM_032326.2 TMEM175 4 Homo sapiens transmembrane protein 175 (TMEM175), mRNA.MGC4618 6.7113E-05 0.00156079 1.38272906

CYFIP2 NM_001037333.1CYFIP2 5 Homo sapiens cytoplasmic FMR1 interacting protein 2 (CYFIP2), transcript variant 1, mRNA.PIR121 6.6299E-05 0.00155827 1.32419311

ZNF277 NM_021994.1 ZNF277 7 Homo sapiens zinc finger protein 277 (ZNF277), mRNA.ZNF277P; ZNF277; NRIF46.3781E-05 0.00152339 1.237046

BCL6 NM_001706.2 BCL6 3 Homo sapiens B-cell CLL/lymphoma 6 (zinc finger protein 51) (BCL6), transcript variant 1, mRNA.ZBTB27; ZNF51; LAZ3; BCL6A; BCL56.3823E-05 0.00152164 1.55159155

ATP6AP1L NM_001017971.1ATP6AP1L 5 Homo sapiens ATPase, H+ transporting, lysosomal accessory protein 1-like (ATP6AP1L), mRNA.MGC138396 6.2812E-05 0.00150841 2.35745437

SOX9 NM_000346.2 SOX9 17 Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dysplasia, autosomal sex-reversal) (SOX9), mRNA.CMPD1; CMD1; SRA16.2878E-05 0.00150725 1.15387005

SLC9A3R1 NM_004252.1 SLC9A3R1 17 Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), member 3 regulator 1 (SLC9A3R1), mRNA.NHERF1; NHERF; EBP505.9983E-05 0.00145097 1.14107491

LPCAT3 NM_005768.5 LPCAT3 12 Homo sapiens lysophosphatidylcholine acyltransferase 3 (LPCAT3), mRNA.C3F; OACT5; nessy5.9579E-05 0.00144913 1.21512547

RIOK3 NM_003831.2 RIOK3 18 Homo sapiens RIO kinase 3 (yeast) (RIOK3), transcript variant 1, mRNA.DKFZp779L1370; SUDD5.8505E-05 0.00142826 1.27777901

SLC25A4 NM_001151.2 SLC25A4 4 Homo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide translocator), member 4 (SLC25A4), nuclear gene encoding mitochondrial protein, mRNA.PEO2; ANT1; PEO3; T1; ANT5.7959E-05 0.00142279 1.15962641

SMYD3 NM_022743.1 SMYD3 1 Homo sapiens SET and MYND domain containing 3 (SMYD3), mRNA.bA74P14.1; ZMYND1; ZNFN3A1; FLJ21080; MGC1043245.7571E-05 0.00141851 1.25701591

LOC646723 NM_199187.1 LOC646723 5 PREDICTED: Homo sapiens similar to Keratin, type I cytoskeletal 18 (Cytokeratin-18) (CK-18) (Keratin-18) (K18) (LOC646723), mRNA.5.7643E-05 0.00141767 1.17564885

KDM5B NM_006618.3 KDM5B 1 Homo sapiens lysine (K)-specific demethylase 5B (KDM5B), mRNA.FLJ23670; FLJ12491; RBBP2H1A; KDM5B; PLU-1; FLJ12459; FLJ10538; FLJ16281; PUT15.6779E-05 0.00141212 1.46006336

APLP2 NM_001642.1 APLP2 11 Homo sapiens amyloid beta (A4) precursor-like protein 2 (APLP2), mRNA.CDEBP; APPH; APPL25.6228E-05 0.00140899 1.33326048

XPR1 NM_004736.3 XPR1 1 Homo sapiens xenotropic and polytropic retrovirus receptor (XPR1), transcript variant 1, mRNA.5.6282E-05 0.0014077 1.22951058

ATOX1 NM_004045.3 ATOX1 5 Homo sapiens ATX1 antioxidant protein 1 homolog (yeast) (ATOX1), mRNA.MGC138453; MGC138455; HAH1; ATX15.5711E-05 0.001404 1.17288221

LITAF NM_004862.2 LITAF 16 Homo sapiens lipopolysaccharide-induced TNF factor (LITAF), mRNA.MGC125274; MGC116701; CMT1C; MGC116700; SIMPLE; TP53I7; FLJ38636; PIG7; MGC125276; MGC116698; MGC1252755.5805E-05 0.00140371 1.12309227

SNX1 NM_003099.3 SNX1 15 Homo sapiens sorting nexin 1 (SNX1), transcript variant 1, mRNA.SNX1A; Vps5; HsT17379; MGC86645.4465E-05 0.00138047 2.6491677

SLC22A18 NM_002555.3 SLC22A18 11 Homo sapiens solute carrier family 22 (organic cation transporter), member 18 (SLC22A18), transcript variant 1, mRNA.IMPT1; ORCTL2; BWSCR1A; BWR1A; ITM; TSSC5; SLC22A1L; HET; p45-BWR1A; DKFZp667A1845.3621E-05 0.0013643 1.73139859

CSRP1 NM_004078.1 CSRP1 1 Homo sapiens cysteine and glycine-rich protein 1 (CSRP1), mRNA.CRP; CRP1; DKFZp686M148; D1S181E; CSRP; CYRP5.3021E-05 0.00135685 1.27884863

DHDH NM_014475.2 DHDH 19 Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA.HUM2DD 5.1759E-05 0.00133747 1.60311421

MOSPD1 NM_019556.1 MOSPD1 X Homo sapiens motile sperm domain containing 1 (MOSPD1), mRNA.DJ473B4 5.1508E-05 0.00133358 1.59091923

PACSIN2 NM_007229.2 PACSIN2 22 Homo sapiens protein kinase C and casein kinase substrate in neurons 2 (PACSIN2), mRNA.SDPII 5.0947E-05 0.00132422 1.17364506

ACAA2 NM_006111.1 ACAA2 18 Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl-Coenzyme A thiolase) (ACAA2), nuclear gene encoding mitochondrial protein, mRNA.DSAEC 5.0328E-05 0.00131327 1.82241182

STAT2 NM_005419.2 STAT2 12 Homo sapiens signal transducer and activator of transcription 2, 113kDa (STAT2), mRNA.ISGF-3; STAT113; MGC59816; P1134.9614E-05 0.00130492 1.24830846

Hs.576106 HS.576106 10 Homo sapiens cDNA FLJ40058 fis, clone TCOLN10001804.9751E-05 0.00130336 3.10418786

OPTN NM_001008213.1OPTN 10 Homo sapiens optineurin (OPTN), transcript variant 4, mRNA.FIP2; HYPL; NRP; TFIIIA-INTP; HIP7; GLC1E4.9159E-05 0.00129554 1.91416943

SND1 NM_014390.2 SND1 7 Homo sapiens staphylococcal nuclease and tudor domain containing 1 (SND1), mRNA.TDRD11; p100 4.8543E-05 0.00128441 1.24851831

DENND5B NM_144973.2 DENND5B 12 Homo sapiens DENN/MADD domain containing 5B (DENND5B), mRNA.FLJ41648; DKFZp686P1174; FLJ433334.8333E-05 0.0012814 1.49499876

ARHGEF3 NM_019555.1 ARHGEF3 3 Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), mRNA.DKFZP434F2429; XPLN; GEF3; MGC118905; STA34.7539E-05 0.00126541 1.2142395

TUFT1 NM_020127.1 TUFT1 1 Homo sapiens tuftelin 1 (TUFT1), mRNA.4.7102E-05 0.00126394 1.46400374

CHD7 NM_017780.2 CHD7 8 Homo sapiens chromodomain helicase DNA binding protein 7 (CHD7), mRNA.FLJ20361; KIAA1416; FLJ20357; IS34.6069E-05 0.00125917 1.25653786

LGMN NM_005606.5 LGMN 14 Homo sapiens legumain (LGMN), transcript variant 2, mRNA.AEP; LGMN1; PRSC14.6145E-05 0.00125863 1.30793551

FLJ20021 XM_028217.4 FLJ20021 4 PREDICTED: Homo sapiens hypothetical LOC90024 (FLJ20021), mRNA.4.6451E-05 0.00125663 1.28954178

ARL3 NM_004311.2 ARL3 10 Homo sapiens ADP-ribosylation factor-like 3 (ARL3), mRNA.ARFL3 4.4853E-05 0.00123099 1.65766414

KRT8P9 XR_017231.2 KRT8P9 15 PREDICTED: Homo sapiens misc_RNA (KRT8P9), miscRNA.4.4434E-05 0.00122202 1.36632556

FAM46B NM_052943.2 FAM46B 1 Homo sapiens family with sequence similarity 46, member B (FAM46B), mRNA.MGC16491; MGC20845; RP11-344H11.84.3498E-05 0.00120128 1.6049621
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FLNC NM_001458.2 FLNC 7 Homo sapiens filamin C, gamma (actin binding protein 280) (FLNC), mRNA.FLN2; ABPL; ABPA; FLJ10186; ABP-280; ABP280A4.3362E-05 0.0012 1.20351749

SOX4 NM_003107.2 SOX4 6 Homo sapiens SRY (sex determining region Y)-box 4 (SOX4), mRNA.EVI16 4.1359E-05 0.00116154 1.19505446

MPP1 NM_002436.2 MPP1 X Homo sapiens membrane protein, palmitoylated 1, 55kDa (MPP1), mRNA.AAG12; EMP55; DXS552; DXS552E; PEMP; MRG14.0772E-05 0.00115239 1.99017947

ASMTL XM_942506.1 ASMTL PREDICTED: Homo sapiens acetylserotonin O-methyltransferase-like (ASMTL), mRNA.3.8447E-05 0.00110075 1.34080484

HLA-A NM_002116.5 HLA-A 6 Homo sapiens major histocompatibility complex, class I, A (HLA-A), mRNA.3.8166E-05 0.00109746 1.08858661

TPRG1L NM_182752.3 TPRG1L 1 Homo sapiens tumor protein p63 regulated 1-like (TPRG1L), mRNA.RP11-46F15.3; FLJ218113.7661E-05 0.00109004 1.15585863

GPSM2 NM_013296.3 GPSM2 1 Homo sapiens G-protein signalling modulator 2 (AGS3-like, C. elegans) (GPSM2), mRNA.Pins; LGN 3.7689E-05 0.00108847 1.26096053

GSDMB NM_018530.1 GSDMB 17 Homo sapiens gasdermin B (GSDMB), transcript variant 1, mRNA.PRO2521; PP40523.7351E-05 0.00108343 1.31706423

ACTA2 NM_001613.1 ACTA2 10 Homo sapiens actin, alpha 2, smooth muscle, aorta (ACTA2), mRNA.ACTSA 3.6865E-05 0.00107639 1.51022973

RHOC NM_175744.3 RHOC 1 Homo sapiens ras homolog gene family, member C (RHOC), transcript variant 2, mRNA.H9; ARHC; MGC61427; MGC1448; RHOH9; ARH93.5452E-05 0.00103972 1.10228598

RCOR2 NM_173587.2 RCOR2 11 Homo sapiens REST corepressor 2 (RCOR2), mRNA.3.4939E-05 0.00103152 1.85385122

NAV3 NM_014903.3 NAV3 12 Homo sapiens neuron navigator 3 (NAV3), mRNA.unc53H3; STEERIN3; POMFIL1; KIAA09383.4691E-05 0.00102877 3.09791678

TSPAN9 NM_006675.3 TSPAN9 12 Homo sapiens tetraspanin 9 (TSPAN9), mRNA.PP1057; NET-5 3.4506E-05 0.00102788 1.18810831

FYCO1 NM_024513.1 FYCO1 3 Homo sapiens FYVE and coiled-coil domain containing 1 (FYCO1), mRNA.FLJ13335; RUFY3; ZFYVE7; MGC126517; MGC1265193.4148E-05 0.00102412 1.39250427

LOC730081 XR_041261.1 LOC730081 PREDICTED: Homo sapiens misc_RNA (LOC730081), miscRNA.3.3389E-05 0.00100364 2.39448838

ABCB9 NM_203444.1 ABCB9 12 Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 (ABCB9), transcript variant 4, mRNA.TAPL; KIAA1520; EST1222343.3124E-05 0.00099794 1.37127348

MMD NM_012329.2 MMD 17 Homo sapiens monocyte to macrophage differentiation-associated (MMD), mRNA.PAQR11; MMA 3.2501E-05 0.0009859 1.18079507

LAMB2 NM_002292.2 LAMB2 3 Homo sapiens laminin, beta 2 (laminin S) (LAMB2), mRNA.LAMS 3.1634E-05 0.00096622 1.67138968

SLC44A3 NM_152369.2 SLC44A3 1 Homo sapiens solute carrier family 44, member 3 (SLC44A3), mRNA.CTL3; MGC454742.9902E-05 0.00092398 1.70285531

STAT4 NM_003151.2 STAT4 2 Homo sapiens signal transducer and activator of transcription 4 (STAT4), mRNA.2.9516E-05 0.00091632 3.63071217

PIP4K2A NM_005028.4 PIP4K2A 10 Homo sapiens phosphatidylinositol-5-phosphate 4-kinase, type II, alpha (PIP4K2A), mRNA.PIP5KII-alpha; PIP5K2A; PIPK; FLJ13267; PIP5KIIA2.9556E-05 0.00091541 1.13511845

RABAC1 NM_006423.1 RABAC1 19 Homo sapiens Rab acceptor 1 (prenylated) (RABAC1), mRNA.PRAF1; PRA1; YIP32.9062E-05 0.00090861 1.56106371

LMTK3 XM_936372.1 LMTK3 PREDICTED: Homo sapiens lemur tyrosine kinase 3 (LMTK3), mRNA.2.8891E-05 0.00090754 1.12242274

SLC22A17 NM_016609.3 SLC22A17 14 Homo sapiens solute carrier family 22, member 17 (SLC22A17), transcript variant 2, mRNA.BOIT; BOCT; hBOIT; NGALR2.8308E-05 0.00089988 8.70361391

CDK5 NM_004935.2 CDK5 7 Homo sapiens cyclin-dependent kinase 5 (CDK5), mRNA.PSSALRE 2.8339E-05 0.00089872 1.36419016

FGFR3 NM_000142.2 FGFR3 4 Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric dwarfism) (FGFR3), transcript variant 2, mRNA.HSFGFR3EX; JTK4; CD333; ACH; CEK22.7808E-05 0.00089039 1.23676158

TMEM98 NM_015544.2 TMEM98 17 Homo sapiens transmembrane protein 98 (TMEM98), transcript variant 1, mRNA.DKFZP564K19642.7633E-05 0.00088909 1.34562352

LHPP NM_022126.2 LHPP 10 Homo sapiens phospholysine phosphohistidine inorganic pyrophosphate phosphatase (LHPP), mRNA.MGC142189; MGC142191; MGC1172512.6668E-05 0.00086434 1.22430127

ALDOC NM_005165.2 ALDOC 17 Homo sapiens aldolase C, fructose-bisphosphate (ALDOC), mRNA.ALDC 2.6587E-05 0.00086382 1.17829055

NEURL1B NM_001142651.1NEURL1B 5 Homo sapiens neuralized homolog 1B (Drosophila) (NEURL1B), mRNA.2.6443E-05 0.00086125 1.50810869

AK1 NM_000476.1 AK1 9 Homo sapiens adenylate kinase 1 (AK1), mRNA.2.6123E-05 0.00085293 1.59233481

FLNB NM_001457.1 FLNB 3 Homo sapiens filamin B, beta (actin binding protein 278) (FLNB), mRNA.FLN1L; filamin B; FH1; DKFZp686A1668; AOI; ABP-278; SCT; TAP; TABP2.5978E-05 0.00085027 1.21252157

LOC399965 XR_036921.1 LOC399965 PREDICTED: Homo sapiens misc_RNA (LOC399965), miscRNA.2.5558E-05 0.00083861 1.41673844

CBR4 NM_032783.3 CBR4 4 Homo sapiens carbonyl reductase 4 (CBR4), mRNA.FLJ14431 2.5178E-05 0.00083026 1.64432226

PSAP NM_002778.1 PSAP 10 Homo sapiens prosaposin (PSAP), transcript variant 2, mRNA.GLBA; SAP1; MGC110993; FLJ002452.4822E-05 0.00082467 1.12724148

CTGLF7 XM_001714786.1CTGLF7 10 PREDICTED: Homo sapiens centaurin, gamma-like family, member 7 (CTGLF7), mRNA.2.4832E-05 0.00082294 1.17863124

Hs.505676 HS.505676 12 Homo sapiens cDNA FLJ33772 fis, clone BRSSN20001752.4012E-05 0.00081199 11.9294593

SLC29A4 NM_001040661.1SLC29A4 7 Homo sapiens solute carrier family 29 (nucleoside transporters), member 4 (SLC29A4), transcript variant 1, mRNA.PMAT; FLJ34923; ENT42.384E-05 0.00081031 1.41529829

CITED2 NM_006079.3 CITED2 6 Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 2 (CITED2), transcript variant 1, mRNA.P35SRJ; MRG1 2.375E-05 0.00080934 1.30029566

VASN NM_138440.1 VASN 16 Homo sapiens vasorin (VASN), mRNA.SLITL2 2.2722E-05 0.00078439 1.3698102

CDA NM_001785.1 CDA 1 Homo sapiens cytidine deaminase (CDA), mRNA.CDD 2.2261E-05 0.00077861 1.59678056

SH3BGRL2 NM_031469.1 SH3BGRL2 6 Homo sapiens SH3 domain binding glutamic acid-rich protein like 2 (SH3BGRL2), mRNA.FLJ90025 2.1472E-05 0.000757 1.95162634

LRRC20 NM_207119.1 LRRC20 10 Homo sapiens leucine rich repeat containing 20 (LRRC20), transcript variant 1, mRNA.FLJ10751; FLJ108442.1406E-05 0.00075668 1.40242704

GAA NM_000152.2 GAA 17 Homo sapiens glucosidase, alpha; acid (GAA), transcript variant 1, mRNA.LYAG 2.1187E-05 0.00075297 1.7593806

KRT18P13 XM_001726959.1KRT18P13 9 PREDICTED: Homo sapiens keratin 18 pseudogene 13 (KRT18P13), mRNA.2.104E-05 0.00074974 1.25270873

PPP1R14C NM_030949.1 PPP1R14C 6 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14C (PPP1R14C), mRNA.KEPI; NY-BR-81; CPI17-like2.0878E-05 0.000748 1.49250241

C11orf74 NM_138787.2 C11ORF74 11 Homo sapiens chromosome 11 open reading frame 74 (C11orf74), mRNA.FLJ38678 2.091E-05 0.00074712 1.37213614

COBL NM_015198.2 COBL 7 Homo sapiens cordon-bleu homolog (mouse) (COBL), mRNA.DKFZp686G13227; MGC131893; KIAA06332.0413E-05 0.00074544 1.27197503

CREG1 NM_003851.2 CREG1 1 Homo sapiens cellular repressor of E1A-stimulated genes 1 (CREG1), mRNA.CREG 2.0688E-05 0.00074521 1.2378929

ID2 NM_002166.4 ID2 2 Homo sapiens inhibitor of DNA binding 2, dominant negative helix-loop-helix protein (ID2), mRNA.GIG8; MGC26389; ID2A; ID2H2.0165E-05 0.00073842 1.19343035

HSDL2 NM_032303.2 HSDL2 9 Homo sapiens hydroxysteroid dehydrogenase like 2 (HSDL2), mRNA.MGC10940; C9orf99; FLJ258551.9899E-05 0.00073273 1.41581932

KLF6 NM_001300.4 KLF6 10 Homo sapiens Kruppel-like factor 6 (KLF6), transcript variant 2, mRNA.GBF; ZF9; ST12; CPBP; BCD1; PAC1; DKFZp686N0199; COPEB1.8191E-05 0.00068898 1.16341027

PLOD2 NM_182943.2 PLOD2 3 Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase 2 (PLOD2), transcript variant 2, mRNA.LH2; TLH 1.8211E-05 0.00068775 1.29460942

GPRC5A NM_003979.3 GPRC5A 12 Homo sapiens G protein-coupled receptor, family C, group 5, member A (GPRC5A), mRNA.RAIG1; RAI3; GPCR5A1.7952E-05 0.00068384 1.52488013

CHCHD7 NM_001011670.1CHCHD7 8 Homo sapiens coiled-coil-helix-coiled-coil-helix domain containing 7 (CHCHD7), transcript variant 5, mRNA.FLJ40966; MGC22171.7797E-05 0.00067988 1.79053963

SORL1 NM_003105.3 SORL1 11 Homo sapiens sortilin-related receptor, L(DLR class) A repeats-containing (SORL1), mRNA.LR11; LRP9; SORLA; SorLA-1; gp2501.7569E-05 0.00067312 2.14293109

NES NM_006617.1 NES 1 Homo sapiens nestin (NES), mRNA.FLJ21841; Nbla001701.6931E-05 0.00065433 1.94620091

REEP1 NM_022912.1 REEP1 2 Homo sapiens receptor accessory protein 1 (REEP1), mRNA.SPG31; C2orf23; FLJ131101.6963E-05 0.00065365 1.55395269

WBSCR16 XM_933544.1 WBSCR16 7 Homo sapiens Williams-Beuren syndrome chromosome region 16 (WBSCR16), mRNA.DKFZp434D0421; MGC449311.6245E-05 0.00063712 5.78074431

ZMIZ2 NM_031449.3 ZMIZ2 7 Homo sapiens zinc finger, MIZ-type containing 2 (ZMIZ2), transcript variant 1, mRNA.DKFZp761I2123; KIAA1886; ZIMP7; hZIMP71.4396E-05 0.00058183 2.602221

GALK1 NM_000154.1 GALK1 17 Homo sapiens galactokinase 1 (GALK1), mRNA.GALK; GK1 1.3905E-05 0.00057067 1.16478353

HS1BP3 NM_022460.3 HS1BP3 2 Homo sapiens HCLS1 binding protein 3 (HS1BP3), mRNA.ETM2; FLJ14249; HS1-BP31.3665E-05 0.00056962 1.64463698

CYP26B1 NM_019885.2 CYP26B1 2 Homo sapiens cytochrome P450, family 26, subfamily B, polypeptide 1 (CYP26B1), mRNA.CYP26A2; MGC129613; P450RAI-2; DKFZp686G06381.3693E-05 0.00056899 1.33040109

LOC151162 NR_024275.1 LOC151162 2 Homo sapiens hypothetical LOC151162 (LOC151162), non-coding RNA.1.2962E-05 0.00054546 1.18880332

TMEM59L NM_012109.2 TMEM59L 19 Homo sapiens transmembrane protein 59-like (TMEM59L), mRNA.BSMAP; C19orf41.2819E-05 0.00054289 8.11267218

CACNB3 NM_000725.2 CACNB3 12 Homo sapiens calcium channel, voltage-dependent, beta 3 subunit (CACNB3), mRNA.CACNLB3 1.2724E-05 0.00054062 1.22390329

GNG7 NM_052847.1 GNG7 19 Homo sapiens guanine nucleotide binding protein (G protein), gamma 7 (GNG7), mRNA.FLJ00058 1.2595E-05 0.00053686 1.46815405

GLIPR2 NM_022343.2 GLIPR2 9 Homo sapiens GLI pathogenesis-related 2 (GLIPR2), mRNA.GLIPR2; GAPR-11.2357E-05 0.00053356 1.22099733

HCP5 NM_006674.2 HCP5 6 Homo sapiens HLA complex P5 (HCP5), mRNA.P5-1; D6S2650E 1.242E-05 0.00053279 1.6621437

TST NM_003312.4 TST 22 Homo sapiens thiosulfate sulfurtransferase (rhodanese) (TST), nuclear gene encoding mitochondrial protein, mRNA.MGC19578; RDS1.2373E-05 0.00053252 1.14741691



0.5 Upreg

CNFN NM_032488.2 CNFN 19 Homo sapiens cornifelin (CNFN), mRNA.PLAC8L2 1.2275E-05 0.00053174 1.69408489

SKAP2 NM_003930.3 SKAP2 7 Homo sapiens src kinase associated phosphoprotein 2 (SKAP2), mRNA.RA70; SCAP2; SAPS; MGC33304; MGC10411; SKAP55R; PRAP; SKAP-HOM1.2176E-05 0.00052918 1.6062086

HLA-F NM_018950.1 HLA-F 6 Homo sapiens major histocompatibility complex, class I, F (HLA-F), transcript variant 1, mRNA.HLA-5.4; HLAF; CDA12; HLA-CDA121.1182E-05 0.00049907 1.36727327

Hs.547601 HS.547601 22 Homo sapiens full length insert cDNA clone YZ84G081.1238E-05 0.00049822 3.18955504

FAM149B1 NM_173348.1 FAM149B1 10 Homo sapiens family with sequence similarity 149, member B1 (FAM149B1), mRNA.1.1055E-05 0.00049677 1.86770603

LOC647954 XM_938141.1 LOC647954 PREDICTED: Homo sapiens misc_RNA (LOC647954), miscRNA.1.1067E-05 0.00049562 1.23918443

GSTM1 NM_000561.2 GSTM1 1 Homo sapiens glutathione S-transferase M1 (GSTM1), transcript variant 1, mRNA.MGC26563; GSTM1-1; H-B; GSTM1b-1b; GTH4; GTM1; GSTM1a-1a; MU; MU-1; GST11.0972E-05 0.00049473 4.2638243

MYO1D NM_015194.1 MYO1D 17 Homo sapiens myosin ID (MYO1D), mRNA.KIAA0727; myr41.0422E-05 0.00047477 2.02285651

IRX3 NM_024336.1 IRX3 16 Homo sapiens iroquois homeobox 3 (IRX3), mRNA.IRX-1 1.0434E-05 0.00047367 1.86908103

SLC2A1 NM_006516.1 SLC2A1 1 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 1 (SLC2A1), mRNA.MGC141895; MGC141896; GLUT; GLUT11.0246E-05 0.00047161 1.1233679

SOX8 NM_014587.2 SOX8 16 Homo sapiens SRY (sex determining region Y)-box 8 (SOX8), mRNA.MGC24837 1.0167E-05 0.00046958 1.58399031

MAPT NM_016841.2 MAPT 17 Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, mRNA.MTBT2; MAPTL; FTDP-17; DDPAC; MGC138549; TAU; MSTD; FLJ31424; PPND; MTBT11.0272E-05 0.00046954 1.77504778

CYP2R1 NM_024514.4 CYP2R1 11 Homo sapiens cytochrome P450, family 2, subfamily R, polypeptide 1 (CYP2R1), mRNA.MGC4663 1.0095E-05 0.00046792 2.0088861

OLFML2A NM_182487.1 OLFML2A 9 Homo sapiens olfactomedin-like 2A (OLFML2A), mRNA.PRO34319; FLJ002379.9889E-06 0.00046461 5.52159465

VAT1 NM_006373.2 VAT1 17 Homo sapiens vesicle amine transport protein 1 homolog (T. californica) (VAT1), mRNA.FLJ20230; VATI 9.6422E-06 0.00045325 1.2392313

RNY4 NR_004393.1 RNY4 7 Homo sapiens RNA, Ro-associated Y4 (RNY4), small cytoplasmic RNA.Y4; HY4 9.2878E-06 0.00044129 1.50047222

SPATA7 NM_018418.1 SPATA7 14 Homo sapiens spermatogenesis associated 7 (SPATA7), transcript variant 2, mRNA.MGC102934; DKFZp686D07199; HSD3; HSD-3.19.0427E-06 0.00043431 9.18452824

RUNDC3B NM_138290.1 RUNDC3B 7 Homo sapiens RUN domain containing 3B (RUNDC3B), mRNA.RPIP9; RPIB9; FLJ30671; MGC266558.9566E-06 0.00043332 2.73175881

ASAP3 NM_017707.2 ASAP3 1 Homo sapiens ArfGAP with SH3 domain, ankyrin repeat and PH domain 3 (ASAP3), mRNA.CENTB6; ACAP4; FLJ20199; UPLC1; ASAP38.8279E-06 0.00042865 1.39817407

SGK1 NM_005627.3 SGK1 6 Homo sapiens serum/glucocorticoid regulated kinase 1 (SGK1), transcript variant 1, mRNA.SGK 8.6534E-06 0.00042328 1.89739388

TLE6 NM_024760.1 TLE6 19 Homo sapiens transducin-like enhancer of split 6 (E(sp1) homolog, Drosophila) (TLE6), mRNA.FLJ14009; MGC14966; GRG68.3545E-06 0.00041017 2.30142028

Hs.296031 HS.296031 X Homo sapiens cDNA clone IMAGE:52627348.2369E-06 0.00040742 1.44489632

CTSH NM_004390.2 CTSH 15 Homo sapiens cathepsin H (CTSH), transcript variant 1, mRNA.CPSB; ACC-4; MGC1519; minichain; ACC-5; DKFZp686B242577.9409E-06 0.00039573 1.71200256

IDH2 NM_002168.2 IDH2 15 Homo sapiens isocitrate dehydrogenase 2 (NADP+), mitochondrial (IDH2), nuclear gene encoding mitochondrial protein, mRNA.ICD-M; IDHM; IDH; IDP; mNADP-IDH7.3689E-06 0.00038763 1.51478339

MGC39900 XM_936687.1 MGC39900 PREDICTED: Homo sapiens hypothetical protein MGC39900 (MGC39900), mRNA.7.3886E-06 0.00038713 1.72723606

MTE NM_175621.2 MTE Homo sapiens metallothionein E (MTE), mRNA.MT1I 7.5858E-06 0.00038676 1.14926651

CKB NM_001823.3 CKB 14 Homo sapiens creatine kinase, brain (CKB), mRNA.B-CK; CKBB 7.4016E-06 0.00038628 1.15505225

MTSS1 NM_014751.2 MTSS1 8 Homo sapiens metastasis suppressor 1 (MTSS1), mRNA.MIM; KIAA0429; MIMA; MIMB; FLJ446947.5983E-06 0.00038591 2.41357525

HN1 NM_016185.2 HN1 17 Homo sapiens hematological and neurological expressed 1 (HN1), transcript variant 1, mRNA.HN1A; ARM2 7.4486E-06 0.0003857 1.20775836

DDIT4L NM_145244.2 DDIT4L 4 Homo sapiens DNA-damage-inducible transcript 4-like (DDIT4L), mRNA.Rtp801L; REDD27.6223E-06 0.00038565 1.41935446

C7orf41 NM_152793.1 C7ORF41 7 Homo sapiens chromosome 7 open reading frame 41 (C7orf41), mRNA.FLJ25903; Ells1 7.64E-06 0.00038362 1.59713781

TES NM_015641.2 TES 7 Homo sapiens testis derived transcript (3 LIM domains) (TES), transcript variant 1, mRNA.DKFZP586B2022; TESS-2; MGC1146; TESTIN; TESS7.0804E-06 0.00037846 221.476387

C13orf15 NM_014059.1 C13ORF15 13 Homo sapiens chromosome 13 open reading frame 15 (C13orf15), mRNA.RGC-32; KIAA0564; bA157L14.2; MGC87338; RGC326.3519E-06 0.00035084 1.52921143

LOC100129668XM_001713607.1LOC100129668 6 PREDICTED: Homo sapiens hypothetical protein LOC100129668 (LOC100129668), mRNA.6.3591E-06 0.00034978 1.21244442

WFS1 NM_006005.2 WFS1 4 Homo sapiens Wolfram syndrome 1 (wolframin) (WFS1), mRNA.DFNA14; DIDMOAD; WFRS; WOLFRAMIN; DFNA6; WFS; DFNA386.3902E-06 0.00034859 1.30397839

C11orf67 NM_024684.2 C11ORF67 11 Homo sapiens chromosome 11 open reading frame 67 (C11orf67), mRNA.FLJ21035; MGC3367; PTD0156.36E-06 0.00034838 1.46929452

LOC644743 XM_945181.1 LOC644743 1 PREDICTED: Homo sapiens hypothetical LOC644743 (LOC644743), mRNA.6.2697E-06 0.00034774 1.13720405

C14orf78 XM_941311.1 C14ORF78 PREDICTED: Homo sapiens chromosome 14 open reading frame 78 (C14orf78), mRNA.6.0619E-06 0.00034049 1.7522156

ENPP5 NM_021572.4 ENPP5 6 Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative function) (ENPP5), mRNA.KIAA0879 6.0809E-06 0.00033869 9.02044176

TESC NM_017899.1 TESC 12 Homo sapiens tescalcin (TESC), mRNA.TSC; FLJ20607 5.9786E-06 0.00033724 1.3944236

GCNT3 NM_004751.1 GCNT3 15 Homo sapiens glucosaminyl (N-acetyl) transferase 3, mucin type (GCNT3), mRNA.C2/4GnT; GnT-M; C2GnT-M; C2GnT25.7929E-06 0.00033533 7.89108981

CGN NM_020770.1 CGN 1 Homo sapiens cingulin (CGN), mRNA.FLJ39281; DKFZp779N1112; KIAA13195.6281E-06 0.00033012 1.39752024

TFAP2C NM_003222.3 TFAP2C 20 Homo sapiens transcription factor AP-2 gamma (activating enhancer binding protein 2 gamma) (TFAP2C), mRNA.AP2-GAMMA; TFAP2G; hAP-2g; ERF15.5822E-06 0.00032888 2.3332346

PDLIM1 NM_020992.2 PDLIM1 10 Homo sapiens PDZ and LIM domain 1 (PDLIM1), mRNA.CLP36; CLP-36; hCLIM1; CLIM1; ELFIN5.507E-06 0.0003259 1.25037524

FBXO2 NM_183412.2 FBXO2 1 Homo sapiens F-box protein 2 (FBXO2), mRNA.Fbs1; FBG1; FBX2; NFB425.3861E-06 0.00032017 1.38590586

FUCA1 NM_000147.2 FUCA1 1 Homo sapiens fucosidase, alpha-L- 1, tissue (FUCA1), mRNA.5.2671E-06 0.00031593 1.28598802

C12orf26 NM_032230.1 C12ORF26 12 Homo sapiens chromosome 12 open reading frame 26 (C12orf26), mRNA.FLJ22789 5.2018E-06 0.00031343 10.945463

DPYSL2 NM_001386.4 DPYSL2 8 Homo sapiens dihydropyrimidinase-like 2 (DPYSL2), mRNA.DHPRP2; DRP-2; DRP2; CRMP25.1424E-06 0.00031269 1.18323382

CFD NM_001928.2 CFD 19 Homo sapiens complement factor D (adipsin) (CFD), mRNA.DF; ADN; PFD 5.0839E-06 0.00031056 1.14235428

DFNA5 NM_004403.1 DFNA5 7 Homo sapiens deafness, autosomal dominant 5 (DFNA5), transcript variant 1, mRNA.ICERE-1 5.0533E-06 0.00031012 1.50474167

TMEM158 NM_015444.1 TMEM158 3 Homo sapiens transmembrane protein 158 (TMEM158), mRNA.BBP; DKFZp586E1621; RIS1; p40BBP4.8996E-06 0.00030636 1.17030503

DKK1 NM_012242.2 DKK1 10 Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKK1), mRNA.DKK-1; SK 4.7548E-06 0.00029872 1.29110335

FLJ90757 NM_001004336.1FLJ90757 17 PREDICTED: Homo sapiens hypothetical protein LOC440465 (FLJ90757), misc RNA.4.7263E-06 0.00029834 3.23293099

LIPA NM_000235.2 LIPA 10 Homo sapiens lipase A, lysosomal acid, cholesterol esterase (LIPA), transcript variant 2, mRNA.CESD; LAL 4.6766E-06 0.00029662 1.23986735

DUSP6 NM_001946.2 DUSP6 12 Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 1, mRNA.MKP3; PYST1 4.6333E-06 0.00029529 1.20517836

GCA NM_012198.2 GCA 2 Homo sapiens grancalcin, EF-hand calcium binding protein (GCA), mRNA.GCL 4.5197E-06 0.00028944 1.49595061

MT1F NM_005949.1 MT1F 16 Homo sapiens metallothionein 1F (MT1F), mRNA.MT1; MGC327324.4913E-06 0.00028902 1.3770431

ELOVL3 NM_152310.1 ELOVL3 10 Homo sapiens elongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 3 (ELOVL3), mRNA.CIG30; CIG-30; MGC214354.4474E-06 0.00028759 2.31249449

SORT1 NM_002959.4 SORT1 1 Homo sapiens sortilin 1 (SORT1), mRNA.NT3; Gp95 4.3165E-06 0.00028187 1.46911692

CRLF1 NM_004750.2 CRLF1 19 Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA.CISS; CISS1; CLF-1; NR6; CLF4.2453E-06 0.00028138 2.25988613

SNORD3A NR_006880.1 SNORD3A 17 Homo sapiens small nucleolar RNA, C/D box 3A (SNORD3A), small nucleolar RNA.U3 4.1141E-06 0.00027825 1.54855173

AHNAK2 NM_138420.2 AHNAK2 14 Homo sapiens AHNAK nucleoprotein 2 (AHNAK2), mRNA.KIAA2019; C14orf783.997E-06 0.00027172 1.73898228

KLF2 NM_016270.2 KLF2 19 Homo sapiens Kruppel-like factor 2 (lung) (KLF2), mRNA.LKLF 3.7441E-06 0.0002585 1.15911209

LOC730153 XM_001717676.1LOC730153 16 PREDICTED: Homo sapiens hypothetical LOC730153 (LOC730153), mRNA.3.6459E-06 0.00025437 4.39593428

FHL1 NM_001449.3 FHL1 X Homo sapiens four and a half LIM domains 1 (FHL1), mRNA.KYO-T; SLIM1; MGC111107; XMPMA; FHL1B; bA535K18.13.6609E-06 0.00025408 5.52354204

HPCAL4 NM_016257.2 HPCAL4 1 Homo sapiens hippocalcin like 4 (HPCAL4), mRNA.DKFZp761G122; HLP43.605E-06 0.00025284 3.53464147

NPTN NM_012428.1 NPTN 15 Homo sapiens neuroplastin (NPTN), transcript variant beta, mRNA.SDFR1; GP55; DKFZp686L2477; np65; np55; GP65; SDR1; MGC1028053.458E-06 0.00025049 1.20388353

FZD4 NM_012193.2 FZD4 11 Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA.FzE4; EVR1; GPCR; FZD4S; CD344; MGC34390; Fz-4; FEVR3.1987E-06 0.00024092 2.16725033

EFNB2 NM_004093.2 EFNB2 13 Homo sapiens ephrin-B2 (EFNB2), mRNA.MGC126227; LERK5; HTKL; EPLG5; MGC126226; Htk-L; MGC1262283.1321E-06 0.00023862 1.26432595

RRAS NM_006270.2 RRAS 19 Homo sapiens related RAS viral (r-ras) oncogene homolog (RRAS), mRNA.3.135E-06 0.00023747 1.24564172



0.5 Upreg

MFGE8 NM_005928.1 MFGE8 15 Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA.HsT19888; BA46; OAcGD3S; EDIL12.986E-06 0.00023013 1.21582585

MAP1LC3B NM_022818.3 MAP1LC3B 16 Homo sapiens microtubule-associated protein 1 light chain 3 beta (MAP1LC3B), mRNA.MAP1A/1BLC3 2.9077E-06 0.00022541 1.32581742

CHD5 NM_015557.1 CHD5 1 Homo sapiens chromodomain helicase DNA binding protein 5 (CHD5), mRNA.KIAA0444; DKFZp434N2312.8441E-06 0.00022177 8.65708243

COL1A1 NM_000088.2 COL1A1 17 Homo sapiens collagen, type I, alpha 1 (COL1A1), mRNA.OI4 2.8072E-06 0.00022019 6.56135856

CDH1 NM_004360.2 CDH1 16 Homo sapiens cadherin 1, type 1, E-cadherin (epithelial) (CDH1), mRNA.CDHE; Arc-1; UVO; CD324; ECAD; LCAM2.6155E-06 0.00020761 1.25018084

MT1X NM_005952.2 MT1X 16 Homo sapiens metallothionein 1X (MT1X), mRNA.MT1; MT-1l 2.5898E-06 0.00020681 1.22705079

LOC645166 XM_001129441.2LOC645166 1 PREDICTED: Homo sapiens similar to lymphocyte-specific protein 1 (LOC645166), mRNA.2.328E-06 0.00019656 1.53692951

MT1G NM_005950.1 MT1G 16 Homo sapiens metallothionein 1G (MT1G), mRNA.MT1; MT1K; MGC123862.3442E-06 0.00019544 1.55664838

STAT3 NM_213662.1 STAT3 17 Homo sapiens signal transducer and activator of transcription 3 (acute-phase response factor) (STAT3), transcript variant 3, mRNA.APRF; FLJ20882; MGC160632.2652E-06 0.00019372 1.59837008

LFNG NM_001040168.1LFNG 7 Homo sapiens LFNG O-fucosylpeptide 3-beta-N-acetylglucosaminyltransferase (LFNG), transcript variant 2, mRNA.SCDO3 2.3777E-06 0.00019337 2.84135346

TAGLN2 NM_003564.1 TAGLN2 1 Homo sapiens transgelin 2 (TAGLN2), mRNA.KIAA0120; HA17562.3462E-06 0.00019318 1.35839335

TP53INP1 NM_033285.2 TP53INP1 8 Homo sapiens tumor protein p53 inducible nuclear protein 1 (TP53INP1), mRNA.TP53INP1A; Teap; p53DINP1; TP53DINP1; SIP; FLJ22139; DKFZp434M1317; TP53INP1B2.2734E-06 0.00019318 1.57819757

HCFC1R1 NM_001002017.1HCFC1R1 16 Homo sapiens host cell factor C1 regulator 1 (XPO1 dependent) (HCFC1R1), transcript variant 3, mRNA.MGC99622; HPIP; FLJ20568; MGC707112.3594E-06 0.00019307 1.27787686

TUBB4 NM_006087.2 TUBB4 19 Homo sapiens tubulin, beta 4 (TUBB4), mRNA.TUBB5; beta-5 2.1207E-06 0.00018995 1.47583194

HLA-DMA NM_006120.2 HLA-DMA 6 Homo sapiens major histocompatibility complex, class II, DM alpha (HLA-DMA), mRNA.HLADM; RING6; DMA; D6S222E2.125E-06 0.00018905 1.73888826

ASS1 NM_000050.3 ASS1 9 Homo sapiens argininosuccinate synthetase 1 (ASS1), transcript variant 1, mRNA.CTLN1; ASS 2.1313E-06 0.00018835 1.31922075

JUP NM_021991.1 JUP 17 Homo sapiens junction plakoglobin (JUP), transcript variant 2, mRNA.PKGB; CTNNG; ARVD12; PDGB; DPIII; DP31.99E-06 0.00018319 1.31182959

GLCE NM_015554.1 GLCE 15 Homo sapiens glucuronic acid epimerase (GLCE), mRNA.KIAA0836; HSEPI1.9997E-06 0.00018282 1.42005289

GPR177 NM_024911.4 GPR177 1 Homo sapiens G protein-coupled receptor 177 (GPR177), transcript variant 1, mRNA.FLJ23091; C1orf139; WLS; EVI; MGC131760; MRP; MGC148782.0018E-06 0.00018176 1.43403553

SEMA6A NM_020796.2 SEMA6A 5 Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 6A (SEMA6A), mRNA.VIA; SEMAQ; SEMA; SEMA6A1; KIAA1368; HT018; sema VIa1.8812E-06 0.00017686 3.65814145

LGALS1 NM_002305.2 LGALS1 22 Homo sapiens lectin, galactoside-binding, soluble, 1 (LGALS1), mRNA.DKFZp686E23103; GBP1.8324E-06 0.0001735 1.15558972

NUDT7 NM_001105663.1NUDT7 16 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 7 (NUDT7), transcript variant 1, mRNA.1.7178E-06 0.00016743 1.59222819

FLJ40504 NM_173624.1 FLJ40504 17 Homo sapiens hypothetical protein FLJ40504 (FLJ40504), mRNA.MGC138233; MGC1382311.7247E-06 0.00016688 1.14913918

SREBF1 NM_004176.3 SREBF1 17 Homo sapiens sterol regulatory element binding transcription factor 1 (SREBF1), transcript variant 2, mRNA.SREBP1 1.5998E-06 0.00016439 1.36672147

SNORA12 NR_002954.1 SNORA12 10 Homo sapiens small nucleolar RNA, H/ACA box 12 (SNORA12), small nucleolar RNA.U108 1.6037E-06 0.00016353 1.200512

SCARNA8 NR_003009.1 SCARNA8 9 Homo sapiens small Cajal body-specific RNA 8 (SCARNA8), guide RNA.U92 1.6156E-06 0.00016348 1.42659091

BEGAIN NM_020836.2 BEGAIN 14 Homo sapiens brain-enriched guanylate kinase-associated homolog (rat) (BEGAIN), mRNA.KIAA1446; BEGAIN1.6365E-06 0.00016311 3.69813886

PQLC3 NM_152391.2 PQLC3 2 Homo sapiens PQ loop repeat containing 3 (PQLC3), mRNA.C2orf22; MGC336021.5196E-06 0.00015737 1.36468336

SNORD13 Hs.583806 SNORD13 8 Homo sapiens small nucleolar RNA, C/D box 13 (SNORD13), small nucleolar RNA.U13 1.4937E-06 0.00015715 1.76339952

CHURC1 NM_145165.2 CHURC1 14 Homo sapiens churchill domain containing 1 (CHURC1), mRNA.FLJ33064; chch; My015; C14orf521.4523E-06 0.00015652 2.28246924

LAMP3 NM_014398.2 LAMP3 3 Homo sapiens lysosomal-associated membrane protein 3 (LAMP3), mRNA.TSC403; DC-LAMP; CD208; LAMP; DCLAMP1.4568E-06 0.00015573 23.3733885

MAN1A1 NM_005907.2 MAN1A1 6 Homo sapiens mannosidase, alpha, class 1A, member 1 (MAN1A1), mRNA.MAN9; HUMM3; HUMM91.4097E-06 0.00015318 3.15018072

YPEL5 NM_016061.1 YPEL5 2 Homo sapiens yippee-like 5 (Drosophila) (YPEL5), mRNA.CGI-127 1.3956E-06 0.00015289 1.53569594

HES2 NM_019089.3 HES2 1 Homo sapiens hairy and enhancer of split 2 (Drosophila) (HES2), mRNA.1.1902E-06 0.00013371 3.81183735

DNER NM_139072.2 DNER 2 Homo sapiens delta/notch-like EGF repeat containing (DNER), mRNA.bet; UNQ26 1.1236E-06 0.0001273 4.75397153

39327 NM_019106.4 39327 22 Homo sapiens septin 3 (SEPT3), transcript variant B, mRNA.SEP3; MGC133218; bK250D10.31.0862E-06 0.00012631 1.5835937

CTSL2 NM_001333.2 CTSL2 9 Homo sapiens cathepsin L2 (CTSL2), mRNA.CTSV; CATL2; CTSU; MGC1259571.0741E-06 0.00012601 1.27046828

IGSF3 NM_001542.2 IGSF3 1 Homo sapiens immunoglobulin superfamily, member 3 (IGSF3), transcript variant 1, mRNA.V8; EWI-3; MGC1171641.0919E-06 0.00012587 1.40194113

OGDHL NM_018245.1 OGDHL 10 Homo sapiens oxoglutarate dehydrogenase-like (OGDHL), mRNA.1.006E-06 0.00012124 2.70952873

ISG15 NM_005101.1 ISG15 1 Homo sapiens ISG15 ubiquitin-like modifier (ISG15), mRNA.G1P2; UCRP; IFI159.2997E-07 0.0001131 1.24906853

CKMT1A NM_001015001.1CKMT1A 15 Homo sapiens creatine kinase, mitochondrial 1A (CKMT1A), nuclear gene encoding mitochondrial protein, mRNA.UMTCK; CKMT1 9.1866E-07 0.00011276 1.72848195

C20orf108 NM_080821.1 C20ORF108 20 Homo sapiens chromosome 20 open reading frame 108 (C20orf108), mRNA.DKFZP434A1114; dJ1167H4.1; 5A38.7371E-07 0.00010824 1.76998524

NEU1 NM_000434.2 NEU1 6 Homo sapiens sialidase 1 (lysosomal sialidase) (NEU1), mRNA.NEU; SIAL1 7.9931E-07 9.9959E-05 1.75362596

PLA2G10 NM_003561.1 PLA2G10 16 Homo sapiens phospholipase A2, group X (PLA2G10), mRNA.GXPLA2; SPLA2; MGC119919; GXSPLA2; MGC119918; MGC1333677.5841E-07 9.6668E-05 4.7002757

SCARNA11 NR_003012.1 SCARNA11 12 Homo sapiens small Cajal body-specific RNA 11 (SCARNA11), guide RNA.ACA57 7.6392E-07 9.6443E-05 2.05457857

RAB31 NM_006868.2 RAB31 18 Homo sapiens RAB31, member RAS oncogene family (RAB31), mRNA.Rab22B 6.9652E-07 9.052E-05 1.33069288

LOC648526 XM_937579.1 LOC648526 PREDICTED: Homo sapiens similar to epiplakin 1 (LOC648526), mRNA.6.2139E-07 8.4919E-05 1.99996925

LOC100134134XM_001720850.1LOC100134134 PREDICTED: Homo sapiens similar to peroxidasin homolog (LOC100134134), mRNA.5.795E-07 8.0862E-05 1.25074269

SCPEP1 NM_021626.1 SCPEP1 17 Homo sapiens serine carboxypeptidase 1 (SCPEP1), mRNA.RISC; HSCP1 5.5359E-07 7.8907E-05 1.34367023

NKD2 NM_033120.2 NKD2 5 Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA.Naked2 5.1353E-07 7.7357E-05 1.36049127

TMEM205 NM_198536.1 TMEM205 19 Homo sapiens transmembrane protein 205 (TMEM205), mRNA.UNQ501; MGC1108585.2169E-07 7.684E-05 1.30736331

SGK NM_005627.2 SGK 6 Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA.SGK1 5.0235E-07 7.6541E-05 2.0834313

CRIP2 NM_001312.2 CRIP2 14 Homo sapiens cysteine-rich protein 2 (CRIP2), mRNA.CRP2; CRIP; ESP14.4589E-07 7.0366E-05 1.87948424

MYLIP NM_013262.3 MYLIP 6 Homo sapiens myosin regulatory light chain interacting protein (MYLIP), mRNA.MIR 4.3885E-07 7.009E-05 1.53008816

FOXC1 NM_001453.1 FOXC1 6 Homo sapiens forkhead box C1 (FOXC1), mRNA.FREAC3; FKHL7; IHG1; ARA; IRID1; IGDA4.2541E-07 6.9621E-05 1.20312359

CRABP2 NM_001878.2 CRABP2 1 Homo sapiens cellular retinoic acid binding protein 2 (CRABP2), mRNA.CRABP-II; RBP6 4.2788E-07 6.917E-05 1.24287858

VGF NM_003378.2 VGF 7 Homo sapiens VGF nerve growth factor inducible (VGF), mRNA.4.0159E-07 6.9137E-05 1.56564867

LOC149501 XR_017100.2 LOC149501 1 PREDICTED: Homo sapiens misc_RNA (LOC149501), miscRNA.3.9257E-07 6.8473E-05 1.21977235

CKMT1B NM_020990.3 CKMT1B 15 Homo sapiens creatine kinase, mitochondrial 1B (CKMT1B), nuclear gene encoding mitochondrial protein, mRNA.UMTCK; CKMT1; CKMT3.4198E-07 6.3849E-05 3.50244426

GLDC NM_000170.1 GLDC 9 Homo sapiens glycine dehydrogenase (decarboxylating) (GLDC), mRNA.MGC138198; GCSP; NKH; GCE; MGC138200; HYGN13.4479E-07 6.348E-05 2.85265959

NRGN NM_006176.1 NRGN 11 Homo sapiens neurogranin (protein kinase C substrate, RC3) (NRGN), mRNA.RC3; hng 2.8679E-07 5.9402E-05 1.90452433

ITM2C NM_001012516.1ITM2C 2 Homo sapiens integral membrane protein 2C (ITM2C), transcript variant 2, mRNA.E25; ITM3; BRI3; E25C; BRICD2C2.5149E-07 5.3769E-05 1.22139319

HLA-B NM_005514.5 HLA-B 6 Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA.AS; HLA-B-5501; SPDA1; HLA B2.2094E-07 4.8813E-05 1.39868688

JUN NM_002228.3 JUN 1 Homo sapiens jun oncogene (JUN), mRNA.AP1; c-Jun 2.0971E-07 4.7118E-05 1.76409546

PRPH NM_006262.3 PRPH 12 Homo sapiens peripherin (PRPH), mRNA.PRPH1; NEF4 1.6494E-07 4.049E-05 2.39976554

SAT1 NM_002970.1 SAT1 X Homo sapiens spermidine/spermine N1-acetyltransferase 1 (SAT1), mRNA.KFSD; SSAT-1; DC21; SSAT; SAT1.5629E-07 3.9091E-05 1.27265243

LOC649970 XM_939056.1 LOC649970 PREDICTED: Homo sapiens similar to creatine kinase, mitochondrial 1B precursor (LOC649970), mRNA.1.369E-07 3.5583E-05 1.72511965

HLA-DRA NM_019111.3 HLA-DRA 6 Homo sapiens major histocompatibility complex, class II, DR alpha (HLA-DRA), mRNA.HLA-DRA1 1.3138E-07 3.5542E-05 3.05174757

LOC652097 XM_941428.1 LOC652097 PREDICTED: Homo sapiens hypothetical protein LOC652097 (LOC652097), mRNA.1.2313E-07 3.4004E-05 2.2375519

BAMBI NM_012342.2 BAMBI 10 Homo sapiens BMP and activin membrane-bound inhibitor homolog (Xenopus laevis) (BAMBI), mRNA.NMA 1.0787E-07 3.0424E-05 1.45239122



0.5 Upreg

SLC2A3 NM_006931.1 SLC2A3 12 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 3 (SLC2A3), mRNA.GLUT3; FLJ903809.974E-08 2.9381E-05 3.2854082

PARM1 NM_015393.2 PARM1 4 Homo sapiens prostate androgen-regulated mucin-like protein 1 (PARM1), mRNA.9.4335E-08 2.842E-05 1.78982031

TIMP2 XM_941104.1 TIMP2 PREDICTED: Homo sapiens TIMP metallopeptidase inhibitor 2 (TIMP2), mRNA.7.7686E-08 2.5117E-05 1.38692649

CTGF NM_001901.2 CTGF 6 Homo sapiens connective tissue growth factor (CTGF), mRNA.CCN2; MGC102839; IGFBP8; NOV2; HCS246.8104E-08 2.5077E-05 2.24031906

HABP4 NM_014282.1 HABP4 9 Homo sapiens hyaluronan binding protein 4 (HABP4), mRNA.SERBP1L; IHABP4; MGC825; Ki-1/576.8221E-08 2.4442E-05 1.66879268

HLA-DMB NM_002118.3 HLA-DMB 6 Homo sapiens major histocompatibility complex, class II, DM beta (HLA-DMB), mRNA.D6S221E; RING75.6019E-08 2.1841E-05 3.63171055

ARID5B NM_032199.1 ARID5B 10 Homo sapiens AT rich interactive domain 5B (MRF1-like) (ARID5B), mRNA.MRF2; FLJ21150; RP11-341A19.14.7211E-08 1.9557E-05 2.08649165

TMSB15A NM_021992.2 TMSB15A X Homo sapiens thymosin beta 15a (TMSB15A), mRNA.Tb15; TMSNB; TbNB4.4195E-08 1.8898E-05 1.36332395

FAM71E1 NM_138411.1 FAM71E1 19 Homo sapiens family with sequence similarity 71, member E1 (FAM71E1), mRNA.FLJ27522; FLJ437574.2357E-08 1.8716E-05 1.84109231

CRISPLD2 NM_031476.1 CRISPLD2 16 Homo sapiens cysteine-rich secretory protein LCCL domain containing 2 (CRISPLD2), mRNA.DKFZP434B044; MGC74865; CRISP11; LCRISP23.7686E-08 1.7842E-05 6.09368793

CD24 NM_013230.2 CD24 Y Homo sapiens CD24 molecule (CD24), mRNA.CD24A 2.319E-08 1.2296E-05 2.51891308

TSPAN13 NM_014399.3 TSPAN13 7 Homo sapiens tetraspanin 13 (TSPAN13), mRNA.FLJ22934; NET-6; TM4SF131.7935E-08 1.0806E-05 1.64928507

HIST1H2BD NM_138720.1 HIST1H2BD 6 Homo sapiens histone cluster 1, H2bd (HIST1H2BD), transcript variant 2, mRNA.H2B.1B; HIRIP2; MGC90432; dJ221C16.6; H2B/b; H2BFB1.4233E-08 8.9845E-06 2.98126712

SUSD2 NM_019601.3 SUSD2 22 Homo sapiens sushi domain containing 2 (SUSD2), mRNA.BK65A6.2; FLJ227785.8614E-09 4.3166E-06 3.73063356

IFI6 NM_002038.2 IFI6 1 Homo sapiens interferon, alpha-inducible protein 6 (IFI6), transcript variant 3, mRNA.IFI-6-16; 6-16; IFI616; G1P3; FAM14C2.487E-09 2.9971E-06 1.82811724

PLEKHB1 NM_021200.1 PLEKHB1 11 Homo sapiens pleckstrin homology domain containing, family B (evectins) member 1 (PLEKHB1), mRNA.PHR1; PHRET1; KPL11.5636E-09 2.303E-06 3.75312168

FLJ35767 NM_207459.1 FLJ35767 17 Homo sapiens FLJ35767 protein (FLJ35767), mRNA.6.5898E-11 1.7471E-07 3.55885075



2.0 Upreg

SYMBOL SEARCH_KEY ILMN_GENE CHROMOSOMEDEFINITION SYNONYMS pval fdr fold

ATP2B1 NM_001001323.1ATP2B1 12 Homo sapiens ATPase, Ca++ transporting, plasma membrane 1 (ATP2B1), transcript variant 2, mRNA.PMCA1; PMCA1kb0.02887829 0.0458241 380.706788

LEAP2 NM_052971.2 LEAP2 5 Homo sapiens liver expressed antimicrobial peptide 2 (LEAP2), mRNA.LEAP-2 0.00117781 0.00375049 187.711056

DKFZp686O24166NM_001009913.1DKFZP686O24166 11 Homo sapiens hypothetical protein DKFZp686O24166 (DKFZp686O24166), mRNA.DKFZp686I211670.0196246 0.03393479 78.3045689

GRHL2 NM_024915.1 GRHL2 8 Homo sapiens grainyhead-like 2 (Drosophila) (GRHL2), mRNA.DFNA28; BOM; MGC149294; MGC149295; FLJ13782; FLJ11172; TFCP2L30.00153514 0.00462285 67.8852216

FRRS1 NM_001013660.1FRRS1 1 Homo sapiens ferric-chelate reductase 1 (FRRS1), mRNA.SDR2; SDFR2 0.03141708 0.04873549 64.751661

LOC652669 XM_942246.1 LOC652669 PREDICTED: Homo sapiens similar to SLIT-ROBO Rho GTPase-activating protein 2 (srGAP2) (Formin-binding protein 2) (LOC652669), mRNA.0.00065473 0.00238059 57.9808291

ICOSLG NM_015259.4 ICOSLG 21 Homo sapiens inducible T-cell co-stimulator ligand (ICOSLG), mRNA.ICOSL; B7RP1; LICOS; B7RP-1; KIAA0653; GL50; ICOS-L; CD275; B7H2; B7-H20.00277927 0.00730652 53.0407356

Hs.545780 HS.545780 9 zu71d08.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:743439 3 similar to contains MER22.t2 MER22 repetitive element ;, mRNA sequence0.00058 0.00217584 52.0407995

Hs.564221 HS.564221 11 UI-H-BW1-anf-b-07-0-UI.s1 NCI_CGAP_Sub7 Homo sapiens cDNA clone IMAGE:3081948 3, mRNA sequence0.01517541 0.02778877 37.5005751

MGC42630 NM_175923.3 MGC42630 9 Homo sapiens hypothetical protein MGC42630 (MGC42630), mRNA.0.01422533 0.02647276 30.9781022

SNORD100 NR_002435.1 SNORD100 6 Homo sapiens small nucleolar RNA, C/D box 100 (SNORD100), small nucleolar RNA.HBII-429 0.00186338 0.00534755 29.2518022

WNT10B NM_003394.2 WNT10B 12 Homo sapiens wingless-type MMTV integration site family, member 10B (WNT10B), mRNA.WNT-12 0.00861599 0.01782234 27.8760066

DNAJC1 NM_022365.2 DNAJC1 10 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 1 (DNAJC1), mRNA.MGC131954; ERdj1; DNAJL1; HTJ10.01248663 0.0239085 25.4989305

RCC1 NM_001269.3 RCC1 1 Homo sapiens regulator of chromosome condensation 1 (RCC1), transcript variant 3, mRNA.RCC1-I; CHC1 1.03E-05 0.0001138 25.2348628

UTS2 NM_006786.2 UTS2 1 Homo sapiens urotensin 2 (UTS2), transcript variant 2, mRNA.UCN2; PRO1068; U-II; UII0.00011682 0.00064479 23.0484031

C9orf82 NM_024828.2 C9ORF82 9 Homo sapiens chromosome 9 open reading frame 82 (C9orf82), mRNA.RP11-337A23.1; FLJ136570.00116129 0.00371531 22.8121823

GPATCH8 NM_001002909.1GPATCH8 17 Homo sapiens G patch domain containing 8 (GPATCH8), mRNA.GPATC8; KIAA05530.02666606 0.04310034 21.6782716

ZNF30 NM_194325.1 ZNF30 19 Homo sapiens zinc finger protein 30 (ZNF30), transcript variant 2, mRNA.KOX28; FLJ20562; DKFZp686N191640.02341976 0.03902575 21.4668797

CARD8 NM_014959.1 CARD8 19 Homo sapiens caspase recruitment domain family, member 8 (CARD8), mRNA.NDPP1; CARDINAL; TUCAN; KIAA0955; MGC57162; DKFZp779L0366; DACAR0.00344409 0.00862252 21.4527089

SLC9A6 NM_006359.1 SLC9A6 X Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), member 6 (SLC9A6), transcript variant 1, mRNA.KIAA0267; NHE60.00628012 0.01385273 21.3912333

ALDH3B1 NM_001030010.1ALDH3B1 11 Homo sapiens aldehyde dehydrogenase 3 family, member B1 (ALDH3B1), transcript variant 1, mRNA.FLJ26433; ALDH7; ALDH40.00025517 0.00114403 20.9002126

RSF1 NM_016578.3 RSF1 11 Homo sapiens remodeling and spacing factor 1 (RSF1), mRNA.HBXAP; p325; RSF-1; XAP80.01226794 0.02356868 20.8213883

TFAP2E NM_178548.2 TFAP2E 1 Homo sapiens transcription factor AP-2 epsilon (activating enhancer binding protein 2 epsilon) (TFAP2E), mRNA.MGC49007; AP2E0.01199014 0.02317426 19.0196104

MIR1253 NR_031654.1 MIR1253 Homo sapiens microRNA 1253 (MIR1253), microRNA.0.02960213 0.04664579 18.5397991

SNORD4B NR_000009.1 SNORD4B 17 Homo sapiens small nucleolar RNA, C/D box 4B (SNORD4B), small nucleolar RNA.RNU101B; Z17B0.01398999 0.02609736 17.5770448

SIM2 NM_005069.2 SIM2 21 Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant SIM2, mRNA.MGC119447; SIM0.00553049 0.01249852 17.4406967

SLC6A16 NM_014037.2 SLC6A16 19 Homo sapiens solute carrier family 6, member 16 (SLC6A16), mRNA.NTT5 0.01535235 0.02807493 17.2712149

TMX4 NM_021156.2 TMX4 20 Homo sapiens thioredoxin-related transmembrane protein 4 (TMX4), mRNA.DJ971N18.2; KIAA11628.39E-07 2.05E-05 16.6638646

HM13 NM_030789.2 HM13 20 Homo sapiens histocompatibility (minor) 13 (HM13), transcript variant 2, mRNA.MSTP086; H13; IMPAS; SPP; IMP1; PSL3; PSENL3; dJ324O17.10.00097661 0.00322705 16.270388

RLTPR NM_001013838.1RLTPR 16 Homo sapiens RGD motif, leucine rich repeats, tropomodulin domain and proline-rich containing (RLTPR), mRNA.LRRC16C 0.00404625 0.00976563 15.4909779

LOC644760 XM_932354.1 LOC644760 5 PREDICTED: Homo sapiens hypothetical protein LOC644760 (LOC644760), mRNA.0.00638456 0.01403183 15.0797845

UNC5C NM_003728.2 UNC5C 4 Homo sapiens unc-5 homolog C (C. elegans) (UNC5C), mRNA.UNC5H3 0.01705758 0.03042536 13.4402125

Hs.581028 HS.581028 22 DA778026 OCBBF2 Homo sapiens cDNA clone OCBBF2012580 5, mRNA sequence0.02342898 0.03903514 12.4029752

CD109 NM_133493.1 CD109 6 Homo sapiens CD109 molecule (CD109), mRNA.FLJ38569; DKFZp762L1111; FLJ41966; CPAMD7; RP11-525G3.10.0017987 0.0052087 11.9766099

ZNF564 NM_144976.2 ZNF564 19 Homo sapiens zinc finger protein 564 (ZNF564), mRNA.MGC26914 0.00022144 0.00103779 11.9358417

NACC2 NM_144653.3 NACC2 9 Homo sapiens NACC family member 2, BEN and BTB (POZ) domain containing (NACC2), mRNA.BTBD14; MGC234270.0288433 0.04578194 11.2401684

Hs.224678 HS.224678 10 RST34529 Athersys RAGE Library Homo sapiens cDNA, mRNA sequence0.00231567 0.00631693 10.8074064

C1QA NM_015991.1 C1QA 1 Homo sapiens complement component 1, q subcomponent, alpha polypeptide (C1QA), mRNA.0.00070022 0.00250248 10.5515976

LOC643233 XM_926592.1 LOC643233 PREDICTED: Homo sapiens similar to CG5327-PA (LOC643233), mRNA.3.09E-05 0.00025463 10.4309233

ARL17P1 NM_016632.1 ARL17P1 17 Homo sapiens ADP-ribosylation factor-like 17 pseudogene 1 (ARL17P1), mRNA.ARF1P2; ARL17A0.01513039 0.02773905 10.3694002

LOC641825 XM_935575.1 LOC641825 PREDICTED: Homo sapiens hypothetical protein LOC641825 (LOC641825), mRNA.0.00140871 0.00432116 10.3245217

GPD2 NM_000408.2 GPD2 2 Homo sapiens glycerol-3-phosphate dehydrogenase 2 (mitochondrial) (GPD2), mRNA.mGPDH; GDH2 0.015745 0.02861004 10.2796805

ZNF57 NM_173480.1 ZNF57 19 Homo sapiens zinc finger protein 57 (ZNF57), mRNA.ZNF424 0.00739007 0.01577593 10.1249058

SNCG NM_003087.1 SNCG 10 Homo sapiens synuclein, gamma (breast cancer-specific protein 1) (SNCG), mRNA.BCSG1; SR 0.00071438 0.00254305 9.56569688

CASP7 NM_033338.4 CASP7 10 Homo sapiens caspase 7, apoptosis-related cysteine peptidase (CASP7), transcript variant delta, mRNA.ICE-LAP3; CMH-1; MCH30.02840052 0.04525097 9.49835655

FAM20C NM_020223.1 FAM20C 7 Homo sapiens family with sequence similarity 20, member C (FAM20C), mRNA.RNS; DMP4 6.82E-05 0.00044372 9.44844337

LOC645249 XM_928291.3 LOC645249 7 PREDICTED: Homo sapiens hypothetical protein LOC645249 (LOC645249), mRNA.0.00887116 0.01824597 9.38560844

FGFR1OP NM_007045.2 FGFR1OP 6 Homo sapiens FGFR1 oncogene partner (FGFR1OP), transcript variant 1, mRNA.FOP 0.00271663 0.00717133 9.3756674

LOC440366 XR_042154.1 LOC440366 PREDICTED: Homo sapiens misc_RNA (LOC440366), miscRNA.0.01323821 0.02497792 9.26414598

LOC100132510XM_001725190.1LOC100132510 PREDICTED: Homo sapiens similar to hCG1979388 (LOC100132510), mRNA.0.00556596 0.01256823 9.22075001

LOC644150 XM_933686.1 LOC644150 7 PREDICTED: Homo sapiens similar to SH3 domain binding protein CR16, transcript variant 2 (LOC644150), mRNA.9.28E-07 2.19E-05 9.15757682

BEND3 NM_001080450.1BEND3 6 Homo sapiens BEN domain containing 3 (BEND3), mRNA.RP11-59I9.2 0.00082429 0.002826 8.94706886

FAM164A NM_016010.1 FAM164A 8 Homo sapiens family with sequence similarity 164, member A (FAM164A), mRNA.CGI-62 0.02132132 0.03628564 8.47003773

HMGA2 NM_001015886.1HMGA2 12 Homo sapiens high mobility group AT-hook 2 (HMGA2), transcript variant 3, mRNA.HMGI-C; HMGIC; LIPO; BABL0.00619522 0.01371834 8.35697149

MGC35361 XM_935566.1 MGC35361 7 Homo sapiens hypothetical protein MGC35361 (MGC35361), mRNA.0.00453894 0.01072373 8.23774069

LOC100130387XM_001718474.1LOC100130387 PREDICTED: Homo sapiens similar to hCG2042422 (LOC100130387), mRNA.0.00787728 0.01657828 8.16807492

Hs.580154 HS.580154 2 UI-1-BB1p-aki-a-08-0-UI.s1 NCI_CGAP_Pl6 Homo sapiens cDNA clone UI-1-BB1p-aki-a-08-0-UI 3, mRNA sequence0.03017628 0.04729677 8.16291947

BLID NM_001001786.1BLID 11 Homo sapiens BH3-like motif containing, cell death inducer (BLID), mRNA.BRCC2; MGC163235; MGC1632330.01927742 0.03348362 8.15209978

LOC653717 XM_496034.2 LOC653717 PREDICTED: Homo sapiens similar to hect domain and RLD 2, transcript variant 1 (LOC653717), mRNA.0.01797967 0.03170069 8.03007459

TMEM129 NM_138385.2 TMEM129 4 Homo sapiens transmembrane protein 129 (TMEM129), mRNA.D4S2561E; FLJ256000.02713069 0.04367595 7.98473895

MIR185 NR_029706.1 MIR185 Homo sapiens microRNA 185 (MIR185), microRNA.0.01072705 0.0212198 7.80694079

Hs.569182 HS.569182 12 MGC9.6.1.1.1.F08.F.1 NIH_MGC_331 Homo sapiens cDNA clone MGC9.6.1.1.1.F08, mRNA sequence0.02334264 0.03892709 7.52383277

NTN5 NM_145807.1 NTN5 19 Homo sapiens netrin 5 (NTN5), mRNA.0.00998795 0.02008308 7.47654738

HSH2D NM_032855.2 HSH2D 19 Homo sapiens hematopoietic SH2 domain containing (HSH2D), mRNA.HSH2; ALX; FLJ148860.0001054 0.00060034 7.25420714

CAMK2D NM_172115.1 CAMK2D 4 Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II delta (CAMK2D), transcript variant 3, mRNA.MGC44911; CAMKD1.13E-06 2.49E-05 6.9283904

LOC100129342XM_001718736.1LOC100129342 1 PREDICTED: Homo sapiens hypothetical protein LOC100129342 (LOC100129342), mRNA.0.01999061 0.03443619 6.62244765

LOC100130476XM_001723486.1LOC100130476 PREDICTED: Homo sapiens similar to hCG2036711 (LOC100130476), mRNA.0.02427123 0.04017359 6.61556432

FBS1 NM_022452.1 FBS1 16 Homo sapiens fibrosin 1 (FBS1), mRNA.FLJ11618; FBS 0.02373185 0.03944903 6.60934227

FAM125B NM_001011703.1FAM125B 9 Homo sapiens family with sequence similarity 125, member B (FAM125B), transcript variant 2, mRNA.FLJ00001; C9orf280.01399579 0.02609922 6.59093433



2.0 Upreg

C17orf106 NM_001113324.1C17ORF106 17 Homo sapiens chromosome 17 open reading frame 106 (C17orf106), mRNA.MGC54300; FLJ39785; DKFZp686G1463; DKFZp686C04930.00248018 0.00667028 6.57325998

BFSP1 NM_001195.2 BFSP1 20 Homo sapiens beaded filament structural protein 1, filensin (BFSP1), mRNA.FILENSIN; CP94; CP115; LIFL-H0.0012178 0.0038407 6.55305598

LOC652051 XM_945171.1 LOC652051 PREDICTED: Homo sapiens hypothetical protein LOC652051 (LOC652051), mRNA.0.01276002 0.02430778 6.41029174

FCHSD2 NM_014824.1 FCHSD2 11 Homo sapiens FCH and double SH3 domains 2 (FCHSD2), mRNA.NWK; KIAA0769; SH3MD30.02779384 0.04453899 6.38008336

GPR101 NM_054021.1 GPR101 X Homo sapiens G protein-coupled receptor 101 (GPR101), mRNA.GPCR6 0.01636405 0.02951776 6.34123014

Hs.149232 HS.149232 11 wf30f02.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2357115 3, mRNA sequence0.03144723 0.0487753 6.33988433

RNF217 NM_152553.2 RNF217 6 Homo sapiens ring finger protein 217 (RNF217), mRNA.C6orf172; MGC26996; dJ84N20.1; IBRDC10.00017809 0.00088136 6.14397224

LIFR NM_002310.3 LIFR 5 Homo sapiens leukemia inhibitory factor receptor alpha (LIFR), mRNA.CD118; STWS; SJS2; SWS0.00064435 0.0023523 6.13891951

FLJ10996 NM_019044.2 FLJ10996 2 Homo sapiens hypothetical protein FLJ10996 (FLJ10996), mRNA.MGC13033 0.02630501 0.04272009 6.02456004

TACR2 NM_001057.1 TACR2 10 Homo sapiens tachykinin receptor 2 (TACR2), mRNA.SKR; NKNAR; TAC2R; NK2R0.01560128 0.02842016 6.00826965

DYNC2H1 NM_001080463.1DYNC2H1 11 Homo sapiens dynein, cytoplasmic 2, heavy chain 1 (DYNC2H1), mRNA.DYH1B; FLJ11756; DNCH2; DHC1b; hdhc11; DHC20.00266791 0.00706674 5.99230755

SNORA68 NR_000012.1 SNORA68 19 Homo sapiens small nucleolar RNA, H/ACA box 68 (SNORA68), small nucleolar RNA.RNU68; U68 0.00689724 0.01495595 5.80718594

KIAA1881 Hs.567652 KIAA1881 PREDICTED: Homo sapiens KIAA1881 (KIAA1881), mRNA.0.00274169 0.00722344 5.78865023

MRM1 NM_024864.3 MRM1 17 Homo sapiens mitochondrial rRNA methyltransferase 1 homolog (S. cerevisiae) (MRM1), nuclear gene encoding mitochondrial protein, mRNA.FLJ22578 0.01011618 0.02027341 5.64251691

CPNE7 NM_153636.1 CPNE7 16 Homo sapiens copine VII (CPNE7), transcript variant 1, mRNA.MGC34192 7.66E-05 0.00048028 5.60797547

ZNF525 XM_375646.3 ZNF525 19 PREDICTED: Homo sapiens zinc finger protein 525 (ZNF525), mRNA.0.02521857 0.04134492 5.43983109

HOXA2 NM_006735.3 HOXA2 7 Homo sapiens homeobox A2 (HOXA2), mRNA.HOX1K 0.00062297 0.00229349 5.35919761

FRYL XM_945291.1 FRYL 4 Homo sapiens FRY-like (FRYL), mRNA.FLJ16177; KIAA0826; DKFZp686E2054.34E-05 0.00032559 5.31536336

SLIT2 NM_004787.1 SLIT2 4 Homo sapiens slit homolog 2 (Drosophila) (SLIT2), mRNA.Slit-2; SLIL3; FLJ144200.00304422 0.00782326 5.28115604

ZSCAN29 NM_152455.2 ZSCAN29 15 Homo sapiens zinc finger and SCAN domain containing 29 (ZSCAN29), mRNA.MGC129895; MGC129894; FLJ35867; Zfp690; ZNF6900.00405424 0.00977623 5.16256804

Hs.575095 HS.575095 14 Homo sapiens cDNA: FLJ21464 fis, clone COL047680.02644085 0.04283828 5.09289934

FAM114A1 NM_138389.1 FAM114A1 4 Homo sapiens family with sequence similarity 114, member A1 (FAM114A1), mRNA.Noxp20 0.00202761 0.00570438 5.06515046

ALG10 NM_032834.3 ALG10 12 Homo sapiens asparagine-linked glycosylation 10, alpha-1,2-glucosyltransferase homolog (S. pombe) (ALG10), mRNA.FLJ14751; KCR10.00384852 0.00941384 5.01670879

LOC728945 XM_001723488.1LOC728945 1 PREDICTED: Homo sapiens similar to Peptidylprolyl isomerase A (cyclophilin A)-like 4 (LOC728945), mRNA.0.00679033 0.01478311 4.97607784

PLCH1 NM_014996.1 PLCH1 3 Homo sapiens phospholipase C, eta 1 (PLCH1), mRNA.DKFZp434C1372; PLCeta1; PLCL3; MGC1171520.00971018 0.01962624 4.94788138

Hs.190092 HS.190092 1 BX116001 Soares_testis_NHT Homo sapiens cDNA clone IMAGp998K071782, mRNA sequence0.02289217 0.03833468 4.91319941

LOC652183 XM_941544.1 LOC652183 PREDICTED: Homo sapiens hypothetical LOC652183 (LOC652183), mRNA.0.00900886 0.01847326 4.86749556

SNORD60 NR_002736.1 SNORD60 16 Homo sapiens small nucleolar RNA, C/D box 60 (SNORD60), small nuclear RNA.RNU60; U60 0.00594765 0.0132729 4.86007356

B3GNT5 NM_032047.3 B3GNT5 3 Homo sapiens UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 5 (B3GNT5), mRNA.beta3Gn-T5; B3GN-T50.01998479 0.03444254 4.85219617

Hs.565633 HS.565633 UI-H-FH1-bfe-o-03-0-UI.s1 NCI_CGAP_FH1 Homo sapiens cDNA clone UI-H-FH1-bfe-o-03-0-UI 3, mRNA sequence0.03221156 0.04976194 4.83877112

KIAA1333 NM_017769.2 KIAA1333 14 Homo sapiens KIAA1333 (KIAA1333), mRNA.G2E3; FLJ203330.02242795 0.03772005 4.83833957

LOC653080 XM_930884.1 LOC653080 8 PREDICTED: Homo sapiens similar to Beta-glucuronidase precursor, transcript variant 2 (LOC653080), mRNA.0.00065526 0.00238093 4.81839893

MPZ NM_000530.3 MPZ 1 Homo sapiens myelin protein zero (Charcot-Marie-Tooth neuropathy 1B) (MPZ), mRNA.CMT1B; CMT1; DSS; CMT2J; HMSNIB; P0; CMT2I; CMT4E; MPP; CMTDI3; CHM0.00208629 0.00582127 4.8179437

LOC646123 XM_933424.1 LOC646123 22 PREDICTED: Homo sapiens hypothetical protein LOC646123 (LOC646123), mRNA.0.00010045 0.0005804 4.80119765

OR2T6 NM_001005471.1OR2T6 1 Homo sapiens olfactory receptor, family 2, subfamily T, member 6 (OR2T6), mRNA.OR2T9; OST703; OR2T6P0.00082302 0.00282431 4.67931941

Hs.558271 HS.558271 6 H.sapiens mRNA for CD58 T3 protein0.00945549 0.01921508 4.58612886

SMCHD1 XM_938891.1 SMCHD1 18 Homo sapiens structural maintenance of chromosomes flexible hinge domain containing 1 (SMCHD1), mRNA.KIAA0650; DKFZp686O06310.02755151 0.04420934 4.55562456

ACOT8 NM_183386.1 ACOT8 20 Homo sapiens acyl-CoA thioesterase 8 (ACOT8), transcript variant 1, mRNA.PTE1; hTE; HNAACTE; PTE-2; PTE2; hACTE-III0.01590126 0.02883131 4.53330609

LOC649639 XM_943818.1 LOC649639 PREDICTED: Homo sapiens hypothetical protein LOC649639 (LOC649639), mRNA.0.01485553 0.02735047 4.53109046

KIAA0460 NM_015203.2 KIAA0460 1 Homo sapiens KIAA0460 (KIAA0460), mRNA.FLJ32145; HSPC0990.00012651 0.00068235 4.52022706

LOC652185 XM_941547.1 LOC652185 PREDICTED: Homo sapiens similar to SH3-containing GRB2-like protein 1 (SH3 domain protein 2B) (Extra eleven-nineteen leukemia fusion gene) (EEN) (EEN fusion partner of MLL) (LOC652185), mRNA.0.00528329 0.01206277 4.43917533

LOC387826 XM_373521.3 LOC387826 12 PREDICTED: Homo sapiens hypothetical LOC387826 (LOC387826), mRNA.0.00494124 0.01147221 4.39670073

ARFGEF2 NM_006420.1 ARFGEF2 20 Homo sapiens ADP-ribosylation factor guanine nucleotide-exchange factor 2 (brefeldin A-inhibited) (ARFGEF2), mRNA.FLJ23723; dJ1164I10.1; BIG20.0002393 0.00109365 4.37154166

LOC644144 XM_927354.1 LOC644144 17 PREDICTED: Homo sapiens similar to ADP-ribosylation factor 7 (LOC644144), mRNA.0.01218678 0.02344591 4.35719715

Hs.573047 HS.573047 4 BX110921 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGp998C02389, mRNA sequence0.01399029 0.02609345 4.35139589

Hs.141748 HS.141748 10 BX105574 Soares_fetal_liver_spleen_1NFLS_S1 Homo sapiens cDNA clone IMAGp998N07974, mRNA sequence0.00540737 0.0122713 4.33068114

MYADML NM_207329.1 MYADML 2 Homo sapiens myeloid-associated differentiation marker-like (MYADML), non-coding RNA.0.02744431 0.04407636 4.32921387

DKFZp761E198NM_138368.2 DKFZP761E198 11 Homo sapiens DKFZp761E198 protein (DKFZp761E198), mRNA.PP1030 0.01801155 0.0317363 4.32571221

LOC642655 XM_926114.1 LOC642655 3 PREDICTED: Homo sapiens similar to succinate dehydrogenase complex, subunit A, flavoprotein-like 2 (LOC642655), mRNA.0.02693398 0.04343649 4.30634561

LOC152024 XM_944430.1 LOC152024 PREDICTED: Homo sapiens misc_RNA (LOC152024), miscRNA.0.0241181 0.03997492 4.28338597

Hs.49181 HS.49181 7 tn48d04.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2171623 3, mRNA sequence0.02923787 0.04622594 4.25016173

LOC643534 XM_936822.2 LOC643534 PREDICTED: Homo sapiens similar to hCG37526 (LOC643534), mRNA.0.00513835 0.01181625 4.22449423

LOC643772 XM_927061.1 LOC643772 9 PREDICTED: Homo sapiens similar to Contactin-associated protein-like 3 precursor (Cell recognition molecule Caspr3) (LOC643772), mRNA.0.00264213 0.00701898 4.17069865

DGKG NM_001346.1 DGKG 3 Homo sapiens diacylglycerol kinase, gamma 90kDa (DGKG), transcript variant 3, mRNA.DGK-GAMMA; MGC133330; MGC104993; DAGK30.00529657 0.01208294 4.16418059

NMNAT3 NM_178177.2 NMNAT3 3 Homo sapiens nicotinamide nucleotide adenylyltransferase 3 (NMNAT3), mRNA.PNAT-3; PNAT3 0.009616 0.01947571 4.15587899

ERLIN2 NM_001003791.1ERLIN2 8 Homo sapiens ER lipid raft associated 2 (ERLIN2), transcript variant 3, mRNA.C8orf2; MGC87072; Erlin-2; SPFH20.02011644 0.03460907 4.14120134

LEFTY2 NM_003240.2 LEFTY2 1 Homo sapiens left-right determination factor 2 (LEFTY2), mRNA.LEFTA; TGFB4; MGC46222; EBAF; LEFTYA0.02170751 0.03675867 4.13734206

TRAF3 NM_003300.2 TRAF3 14 Homo sapiens TNF receptor-associated factor 3 (TRAF3), transcript variant 3, mRNA.CD40bp; CAP-1; LAP1; CRAF17.82E-05 0.00048842 4.09916719

PARD6B NM_032521.1 PARD6B 20 Homo sapiens par-6 partitioning defective 6 homolog beta (C. elegans) (PARD6B), mRNA.PAR6B 0.00436932 0.01038166 4.09446045

Hs.538300 HS.538300 10 hi90e01.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2979576 3, mRNA sequence0.00203957 0.00573063 4.08880083

CDK8 NM_001260.1 CDK8 13 Homo sapiens cyclin-dependent kinase 8 (CDK8), mRNA.K35; MGC126075; MGC1260740.01774697 0.03135144 4.08799595

LOC729985 XM_929793.1 LOC729985 2 PREDICTED: Homo sapiens similar to CDC42-binding protein kinase beta (LOC729985), mRNA.0.01741244 0.03089606 4.07605543

LOC647805 XM_943032.1 LOC647805 PREDICTED: Homo sapiens hypothetical LOC647805 (LOC647805), mRNA.0.01684457 0.03015927 4.03639693

Hs.543981 HS.543981 5 nk37c05.s1 NCI_CGAP_GC2 Homo sapiens cDNA clone IMAGE:1015688 3, mRNA sequence0.00725466 0.01553263 4.01667

GLYCTK NM_145262.2 GLYCTK 3 Homo sapiens glycerate kinase (GLYCTK), mRNA.HBeAgBP4A; HBEBP2; HBEBP4; GLYCTK10.01565669 0.02850677 3.9877064

Hs.131087 HS.131087 3 BX111162 Soares_testis_NHT Homo sapiens cDNA clone IMAGp998E074158, mRNA sequence0.01634831 0.02949917 3.96577053

PLA2G15 NM_012320.3 PLA2G15 16 Homo sapiens phospholipase A2, group XV (PLA2G15), mRNA.DKFZp564A0122; ACS; LPLA2; LLPL0.00038579 0.0015798 3.9435196

Hs.254752 HS.254752 3 xv32c11.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2814836 3 similar to contains L1.t1 L1 repetitive element ;, mRNA sequence0.00118819 0.00377028 3.93982273

LOC642367 XR_038808.1 LOC642367 PREDICTED: Homo sapiens misc_RNA (LOC642367), miscRNA.0.02898728 0.04596349 3.93922817

LOC100133598XM_001721691.1LOC100133598 PREDICTED: Homo sapiens hypothetical LOC100133598 (LOC100133598), mRNA.0.01480368 0.02727813 3.90883715



2.0 Upreg

NFRKB NM_006165.2 NFRKB 11 Homo sapiens nuclear factor related to kappaB binding protein (NFRKB), mRNA.DKFZp547B20130.01646381 0.0296485 3.90638421

MSI2 NM_170721.1 MSI2 17 Homo sapiens musashi homolog 2 (Drosophila) (MSI2), transcript variant 2, mRNA.FLJ36569; MSI2H; MGC32450.00242518 0.00655805 3.87432132

MPV17L2 NM_032683.1 MPV17L2 19 Homo sapiens MPV17 mitochondrial membrane protein-like 2 (MPV17L2), nuclear gene encoding mitochondrial protein, mRNA.MGC110861; MGC129720.00306155 0.00786038 3.83411529

NASP NM_172164.1 NASP 1 Homo sapiens nuclear autoantigenic sperm protein (histone-binding) (NASP), transcript variant 1, mRNA.MGC20372; MGC2297; DKFZp547F162; PRO1999; FLJ35510; FLJ31599; MGC19722; FLB75272.75E-05 0.00023469 3.82867332

ABCF3 NM_018358.1 ABCF3 3 Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 3 (ABCF3), mRNA.EST201864; FLJ111980.00159433 0.00475761 3.82339276

SNORA72 NR_002581.1 SNORA72 8 Homo sapiens small nucleolar RNA, H/ACA box 72 (SNORA72), small nucleolar RNA.RNU72; U72 0.00303697 0.00781757 3.82155553

SPAG1 NM_172218.1 SPAG1 8 Homo sapiens sperm associated antigen 1 (SPAG1), transcript variant 2, mRNA.HSD-3.8; TPIS; FLJ32920; SP750.00105179 0.00342549 3.814681

APOLD1 NM_030817.1 APOLD1 12 Homo sapiens apolipoprotein L domain containing 1 (APOLD1), mRNA.VERGE; DKFZP434F0318; FLJ251380.00054471 0.00206339 3.81189575

ZNF563 NM_145276.1 ZNF563 19 Homo sapiens zinc finger protein 563 (ZNF563), mRNA.FLJ34797 0.00945655 0.01921364 3.80094031

FANCA NM_000135.2 FANCA 16 Homo sapiens Fanconi anemia, complementation group A (FANCA), transcript variant 1, mRNA.FAA; FA; FA1; MGC75158; FACA; FAH; FA-H; FANCH0.01650161 0.02970673 3.73963347

NRIP3 NM_020645.1 NRIP3 11 Homo sapiens nuclear receptor interacting protein 3 (NRIP3), mRNA.NY-SAR-105; C11orf140.00641427 0.01408858 3.72085462

Hs.526528 HS.526528 16 qq08e04.x1 Soares_NhHMPu_S1 Homo sapiens cDNA clone IMAGE:1931934 3, mRNA sequence0.01003338 0.02013716 3.71311228

MMP23B NM_006983.1 MMP23B 1 Homo sapiens matrix metallopeptidase 23B (MMP23B), mRNA.MIFR-1; MIFR; MMP220.01171389 0.02274956 3.69908137

LOC645015 XM_928077.1 LOC645015 11 PREDICTED: Homo sapiens similar to beta-1,4-mannosyltransferase (LOC645015), mRNA.0.01099613 0.02165355 3.67920442

VPREB3 NM_013378.1 VPREB3 22 Homo sapiens pre-B lymphocyte gene 3 (VPREB3), mRNA.8HS20; N27C7-20.00299153 0.00772806 3.67447362

ZNF670 NM_033213.2 ZNF670 1 Homo sapiens zinc finger protein 670 (ZNF670), mRNA.FLJ12606; MGC124660.02261837 0.03795806 3.66819998

GPER NM_001505.1 GPER 7 Homo sapiens G protein-coupled estrogen receptor 1 (GPER), transcript variant 3, mRNA.LyGPR; DRY12; GPCR-Br; LERGU; MGC99678; GPR30; CEPR; CMKRL2; FEG-1; LERGU20.0052263 0.01197038 3.6391281

LOC143188 NM_001025447.1LOC143188 10 PREDICTED: Homo sapiens hypothetical protein LOC143188 (LOC143188), misc RNA.0.0005249 0.00200232 3.63791621

MGC11082 XR_079560.1 MGC11082 PREDICTED: Homo sapiens hypothetical LOC84777 (MGC11082), miscRNA.0.00415467 0.00997195 3.63534877

Hs.47702 HS.47702 5 BX111257 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGp998B19536, mRNA sequence0.0320988 0.04961594 3.62881826

C14orf147 NM_138288.2 C14ORF147 14 Homo sapiens chromosome 14 open reading frame 147 (C14orf147), mRNA.MGC24447 2.12E-05 0.00019455 3.61296147

LOC649136 XM_943597.1 LOC649136 PREDICTED: Homo sapiens hypothetical LOC649136 (LOC649136), mRNA.0.01582888 0.02872405 3.61018578

Hs.549914 HS.549914 xd29a02.x1 NCI_CGAP_Ov23 Homo sapiens cDNA clone IMAGE:2595146 3, mRNA sequence0.01381367 0.02582607 3.58840165

LOC653127 XM_931760.1 LOC653127 17 PREDICTED: Homo sapiens similar to GTPase activating Rap/RanGAP domain-like 4, transcript variant 2 (LOC653127), mRNA.0.00174426 0.00510273 3.58388574

EZH1 NM_001991.2 EZH1 17 Homo sapiens enhancer of zeste homolog 1 (Drosophila) (EZH1), mRNA.KIAA0388 0.01396208 0.02605871 3.54478807

LOC440421 XM_934895.1 LOC440421 17 PREDICTED: Homo sapiens similar to keratin 17, transcript variant 3 (LOC440421), mRNA.0.02550151 0.04172694 3.53225371

LOC145814 XM_927974.1 LOC145814 15 PREDICTED: Homo sapiens hypothetical protein LOC145814, transcript variant 2 (LOC145814), mRNA.0.02324897 0.03880065 3.52636382

Hs.575696 HS.575696 HESC3_16_C05.g1_A036 Human embryonic stem cells Homo sapiens cDNA clone IMAGE:7476876 5, mRNA sequence0.00773713 0.01635937 3.51543851

LOC100133033XR_038070.1 LOC100133033 9 PREDICTED: Homo sapiens misc_RNA (LOC100133033), miscRNA.0.01312813 0.02482194 3.50502585

LOC642267 XM_930705.1 LOC642267 11 PREDICTED: Homo sapiens similar to hypothetical protein LOC284701, transcript variant 2 (LOC642267), mRNA.0.00293727 0.00762414 3.50199625

LOC642946 XM_931870.1 LOC642946 1 PREDICTED: Homo sapiens hypothetical protein LOC642945, transcript variant 2 (LOC642946), mRNA.0.00042623 0.00170995 3.50147125

Hs.559766 HS.559766 1 UI-E-EJ0-ahv-o-12-0-UI.s2 UI-E-EJ0 Homo sapiens cDNA clone UI-E-EJ0-ahv-o-12-0-UI 3, mRNA sequence0.02096931 0.03577621 3.49521811

Hs.211930 HS.211930 PREDICTED: Homo sapiens hypothetical LOC389801 (LOC389801), mRNA0.00932704 0.01900023 3.49009672

LOC652684 XM_942287.1 LOC652684 PREDICTED: Homo sapiens similar to CG6723-PA (LOC652684), mRNA.0.0198617 0.03428478 3.47497788

DDX60 NM_017631.3 DDX60 4 Homo sapiens DEAD (Asp-Glu-Ala-Asp) box polypeptide 60 (DDX60), mRNA.FLJ20035; FLJ107870.0178476 0.03149337 3.42205812

GUCY1B2 NM_004129.2 GUCY1B2 13 Homo sapiens guanylate cyclase 1, soluble, beta 2 (GUCY1B2), mRNA.GC-SB2 0.02176435 0.03683197 3.37506083

NSD1 NM_022455.3 NSD1 5 Homo sapiens nuclear receptor binding SET domain protein 1 (NSD1), transcript variant 2, mRNA.DKFZp666C163; SOTOS; FLJ44628; FLJ22263; STO; ARA2670.00038628 0.00158122 3.36332427

Hs.570966 HS.570966 5 602424629F1 NIH_MGC_14 Homo sapiens cDNA clone IMAGE:4562766 5, mRNA sequence1.15E-05 0.00012147 3.31357554

CTRL NM_001907.1 CTRL 16 Homo sapiens chymotrypsin-like (CTRL), mRNA.CTRL1; MGC70821 2.27E-05 0.00020389 3.31286207

Hs.565987 HS.565987 3 UI-H-EI1-aza-j-19-0-UI.s1 NCI_CGAP_EI1 Homo sapiens cDNA clone IMAGE:5846130 3, mRNA sequence0.00937376 0.01907039 3.30010584

C1orf203 NR_024125.1 C1ORF203 Homo sapiens chromosome 1 open reading frame 203 (C1orf203), non-coding RNA.0.00913502 0.01866856 3.29773463

Hs.579870 HS.579870 19 QV4-OT0035-090300-133-h10 OT0035 Homo sapiens cDNA, mRNA sequence0.01346146 0.02532441 3.28614165

OR2Y1 NM_001001657.1OR2Y1 5 Homo sapiens olfactory receptor, family 2, subfamily Y, member 1 (OR2Y1), mRNA.OR5-2 0.00816922 0.0170934 3.27083718

Hs.282470 HS.282470 AV651250 GLC Homo sapiens cDNA clone GLCCNH01 3, mRNA sequence0.01999191 0.03443298 3.27019237

LRIG1 NM_015541.2 LRIG1 3 Homo sapiens leucine-rich repeats and immunoglobulin-like domains 1 (LRIG1), mRNA.LIG-1; LIG1; DKFZP586O16240.00073981 0.00261133 3.27018977

REP15 NM_001029874.1REP15 12 Homo sapiens RAB15 effector protein (REP15), mRNA.0.0105419 0.02092974 3.229586

LOC650062 XM_939151.1 LOC650062 PREDICTED: Homo sapiens similar to SET domain and mariner transposase fusion gene (LOC650062), mRNA.0.00748468 0.01593407 3.19253754

LOC643432 XM_932844.1 LOC643432 6 PREDICTED: Homo sapiens hypothetical protein LOC643432, transcript variant 1 (LOC643432), mRNA.0.00859087 0.01777714 3.1910758

LRRC8C NM_032270.2 LRRC8C 1 Homo sapiens leucine rich repeat containing 8 family, member C (LRRC8C), mRNA.AD158; FAD158; DKFZp586J1119; MGC1385510.00359868 0.00893137 3.18693013

SNORA5C NR_002991.1 SNORA5C 7 Homo sapiens small nucleolar RNA, H/ACA box 5C (SNORA5C), small nucleolar RNA.ACA5c 0.03136709 0.04868574 3.16825917

LOC100131894XM_001722860.1LOC100131894 PREDICTED: Homo sapiens hypothetical protein LOC100131894 (LOC100131894), mRNA.0.00159586 0.00476087 3.16083155

TRAF3IP1 NM_015650.2 TRAF3IP1 2 Homo sapiens TNF receptor-associated factor 3 interacting protein 1 (TRAF3IP1), mRNA.MIP-T3; DKFZp434F124; MIPT30.00078777 0.00272832 3.15403776

LOC100132804XR_039272.1 LOC100132804 PREDICTED: Homo sapiens misc_RNA (LOC100132804), miscRNA.0.01508783 0.02767503 3.15134207

LOC100129908XM_001726037.1LOC100129908 6 PREDICTED: Homo sapiens hypothetical protein LOC100129908 (LOC100129908), mRNA.0.01905657 0.0331424 3.14592425

HAUS5 NM_015302.1 HAUS5 19 Homo sapiens HAUS augmin-like complex, subunit 5 (HAUS5), mRNA. XM_9458980.00851996 0.01765732 3.14212902

TMEM150B XM_209187.5 TMEM150B 19 Homo sapiens transmembrane protein 150B (TMEM150B), mRNA.0.00515481 0.01184158 3.13954391

LOC732172 Hs.515479 LOC732172 PREDICTED: Homo sapiens hypothetical protein LOC732172 (LOC732172), mRNA.0.01851227 0.03238754 3.13371849

TIGD2 NM_145715.1 TIGD2 4 Homo sapiens tigger transposable element derived 2 (TIGD2), mRNA.DKFZp667D13220.01079839 0.02133761 3.13040174

LOC644632 XM_001714993.1LOC644632 9 PREDICTED: Homo sapiens similar to Ribosome biogenesis protein BMS1 homolog (LOC644632), mRNA.0.00389918 0.00950781 3.12452515

Hs.544713 HS.544713 6 zt62c04.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:726918 3, mRNA sequence0.02511266 0.04119613 3.11133937

LOC643342 XR_016301.2 LOC643342 9 PREDICTED: Homo sapiens misc_RNA (LOC643342), miscRNA.0.00621742 0.0137479 3.09741352

UCN NM_003353.2 UCN 2 Homo sapiens urocortin (UCN), mRNA.MGC129974; UROC; UI; MGC1299750.00488063 0.01137522 3.09278804

MORN4 NM_178832.2 MORN4 10 Homo sapiens MORN repeat containing 4 (MORN4), transcript variant 1, mRNA.bA548K23.4; FLJ25925; RP11-548K23.40.00536728 0.01221349 3.06626257

BCL2A1 NM_004049.2 BCL2A1 15 Homo sapiens BCL2-related protein A1 (BCL2A1), mRNA.GRS; ACC-1; HBPA1; BFL1; ACC-2; BCL2L50.03186964 0.0493038 3.05704455

KLK10 NM_145888.1 KLK10 19 Homo sapiens kallikrein-related peptidase 10 (KLK10), transcript variant 1, mRNA.NES1; PRSSL1 0.02337192 0.03896396 3.05192046

LOC653060 XM_925779.1 LOC653060 9 PREDICTED: Homo sapiens similar to Contactin-associated protein-like 3 precursor (Cell recognition molecule Caspr3) (LOC653060), mRNA.0.00797873 0.01674316 3.04362216

NPAL3 NM_020448.2 NPAL3 1 Homo sapiens NIPA-like domain containing 3 (NPAL3), mRNA.RP3-462O23.3; DKFZp686E22155; DJ462O23.21.81E-06 3.45E-05 3.03800288

LOC649765 XM_938835.1 LOC649765 PREDICTED: Homo sapiens similar to testis specific protein, Y-linked 1 (LOC649765), mRNA.0.00137654 0.00423442 3.03037322

Hs.550193 HS.550193 5 Human unidentified mRNA, partial sequence0.00046754 0.00183107 3.02809482

LOC648283 XR_038536.1 LOC648283 PREDICTED: Homo sapiens misc_RNA (LOC648283), miscRNA.0.03001879 0.04714512 3.01256329



2.0 Upreg

BBS7 NM_018190.2 BBS7 4 Homo sapiens Bardet-Biedl syndrome 7 (BBS7), transcript variant 1, mRNA.FLJ10715; BBS2L10.00076108 0.00265963 2.99989269

FAM75B NM_001098807.1FAM75B 9 Homo sapiens family with sequence similarity 75, member B (FAM75B), mRNA.C9orf36B; bA388B24.20.02965782 0.04669967 2.97634139

FRZB NM_001463.2 FRZB 2 Homo sapiens frizzled-related protein (FRZB), mRNA.FRZB-1; FRZB-PEN; SRFP3; FRP-3; FZRB; hFIZ; FRITZ; SFRP3; FRE; FRZB10.00628943 0.01386762 2.96751005

HDAC7 NM_001098416.2HDAC7 12 Homo sapiens histone deacetylase 7 (HDAC7), transcript variant 4, mRNA.DKFZP586J0917; FLJ99588; HDAC7A; HD7A0.0149432 0.02747465 2.96106029

FLJ27365 NM_207477.1 FLJ27365 22 Homo sapiens FLJ27365 protein (FLJ27365), mRNA.0.02141652 0.0363793 2.95325953

L3MBTL4 NM_173464.1 L3MBTL4 Homo sapiens l(3)mbt-like 4 (Drosophila) (L3MBTL4), mRNA.HsT1031 0.02636408 0.04277128 2.94295393

INPP5A XM_936595.1 INPP5A PREDICTED: Homo sapiens inositol polyphosphate-5-phosphatase, 40kDa (INPP5A), mRNA.0.01678386 0.03010514 2.94176438

RBMY2FP NR_002193.1 RBMY2FP Y Homo sapiens RNA binding motif protein, Y-linked, family 2, member F pseudogene (RBMY2FP), non-coding RNA.MGC26641 0.0303487 0.04750536 2.94014777

TINAG NM_014464.2 TINAG 6 Homo sapiens tubulointerstitial nephritis antigen (TINAG), mRNA.TIN1; TIN-AG; TIN20.00681095 0.01481911 2.92018459

SNORD53 NR_002741.1 SNORD53 2 Homo sapiens small nucleolar RNA, C/D box 53 (SNORD53), small nucleolar RNA.RNU53; U53 0.00260617 0.00693872 2.91025097

TAS2R49 NM_176889.1 TAS2R49 Homo sapiens taste receptor, type 2, member 49 (TAS2R49), mRNA.MGC119118; MGC119120; MGC119119; MGC119121; T2R56; T2R49; MGC1346370.0084823 0.01759267 2.89862969

LOC644781 XM_496584.2 LOC644781 9 PREDICTED: Homo sapiens similar to hypothetical gene supported by AK127288; AY343901 (LOC644781), mRNA.0.03160718 0.04897445 2.89309816

LOC652353 XM_941781.1 LOC652353 PREDICTED: Homo sapiens similar to Sorbitol dehydrogenase (L-iditol 2-dehydrogenase) (LOC652353), mRNA.0.00037118 0.00153385 2.88488682

LOC648665 XR_042388.1 LOC648665 PREDICTED: Homo sapiens misc_RNA (LOC648665), miscRNA.0.00982333 0.01980703 2.8765322

Hs.130590 HS.130590 X BX105859 Soares_testis_NHT Homo sapiens cDNA clone IMAGp998I034111, mRNA sequence0.00367265 0.00908797 2.86960573

DCDC1 NM_181807.1 DCDC1 11 Homo sapiens doublecortin domain containing 1 (DCDC1), mRNA.0.03195273 0.04942532 2.84898083

Hs.561633 HS.561633 6 UI-E-EJ0-ahn-g-14-0-UI.s1 UI-E-EJ0 Homo sapiens cDNA clone UI-E-EJ0-ahn-g-14-0-UI 3, mRNA sequence0.00399275 0.00966871 2.8434246

LOC641823 XM_935705.1 LOC641823 PREDICTED: Homo sapiens similar to SH3 domain binding protein CR16, transcript variant 1 (LOC641823), mRNA.0.02023565 0.03476464 2.84247027

Hs.170534 HS.170534 4 BX094716 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGp998J225334, mRNA sequence0.00315612 0.00805937 2.84040957

LOC390531 XM_496025.2 LOC390531 15 PREDICTED: Homo sapiens similar to Ig heavy chain V-I region HG3 precursor (LOC390531), mRNA.0.01324094 0.02497875 2.81946855

C1orf124 NM_032018.4 C1ORF124 1 Homo sapiens chromosome 1 open reading frame 124 (C1orf124), transcript variant 1, mRNA.DKFZP547N043; PRO4323; DDDL1880; dJ876B10.3; RP5-876B10.30.00702969 0.01515846 2.81906119

LOC650823 XM_939912.1 LOC650823 PREDICTED: Homo sapiens hypothetical LOC650823 (LOC650823), mRNA.0.00076008 0.00265956 2.81468342

LOC653194 XM_926449.1 LOC653194 6 PREDICTED: Homo sapiens similar to chromosome 6 open reading frame 148 (LOC653194), mRNA.0.01055822 0.02094684 2.81060011

DNAJC30 NM_032317.2 DNAJC30 7 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 30 (DNAJC30), mRNA.MGC12943 0.00605628 0.01347382 2.79969013

LOC100190939NR_024458.1 LOC100190939 13 Homo sapiens hypothetical LOC100190939 (LOC100190939), non-coding RNA.0.00692279 0.01498743 2.79573134

LBX2 NM_001009812.1LBX2 2 Homo sapiens ladybird homeobox 2 (LBX2), mRNA.LP3727 0.01766096 0.03124013 2.78802406

TSPAN1 NM_005727.2 TSPAN1 1 Homo sapiens tetraspanin 1 (TSPAN1), mRNA.NET-1; 9030418M05Rik; TSPAN-1; RP11-322N21.10.00820678 0.01714887 2.78426557

LOC646825 XM_929783.1 LOC646825 19 PREDICTED: Homo sapiens similar to zinc finger protein 91 (LOC646825), mRNA.0.00302433 0.00779427 2.77503038

LOC649853 XM_941281.1 LOC649853 PREDICTED: Homo sapiens similar to HLA class I histocompatibility antigen, A-29 alpha chain precursor (MHC class I antigen A*29) (Aw-19), transcript variant 1 (LOC649853), mRNA.0.02673258 0.04318859 2.7641932

LOC643397 XM_938878.1 LOC643397 2 PREDICTED: Homo sapiens similar to Microtubule-associated protein RP/EB family member 1 (APC-binding protein EB1) (End-binding protein 1) (EB1) (LOC643397), mRNA.0.01383495 0.02585695 2.76375599

PROK2 NM_021935.2 PROK2 3 Homo sapiens prokineticin 2 (PROK2), mRNA.PK2; BV8; MIT1; KAL40.00988977 0.01991884 2.74731952

RFXDC2 NM_022841.2 RFXDC2 Homo sapiens regulatory factor X domain containing 2 (RFXDC2), mRNA.MGC131836; FLJ21104; FLJ129940.002272 0.00621654 2.73203978

Hs.555595 HS.555595 Human (clone xip8) mRNA sequence0.01982771 0.03424242 2.73196304

FAM90A16 XM_496952.4 FAM90A16 8 PREDICTED: Homo sapiens family with sequence similarity 90, member A16 (FAM90A16), mRNA.0.01732998 0.03078493 2.72893953

LOC647904 XM_936965.1 LOC647904 PREDICTED: Homo sapiens similar to protein expressed in prostate, ovary, testis, and placenta 2 isoform a (LOC647904), mRNA.0.02804676 0.04484511 2.72342605

Hs.583098 HS.583098 7 DB305811 BRAWH3 Homo sapiens cDNA clone BRAWH3035687 3, mRNA sequence0.03058597 0.04782165 2.72171259

ZNF124 NM_003431.2 ZNF124 1 Homo sapiens zinc finger protein 124 (ZNF124), mRNA.MGC117046; HZF16; HZF-160.02144306 0.0364073 2.72101895

LOC645487 XM_932932.1 LOC645487 20 PREDICTED: Homo sapiens hypothetical protein LOC645487 (LOC645487), mRNA.0.00260866 0.00694364 2.71686947

LOC648153 XM_937206.1 LOC648153 PREDICTED: Homo sapiens similar to ARP3 actin-related protein 3 homolog B (LOC648153), mRNA.0.00396394 0.00962683 2.70807587

TMEM70 NM_017866.3 TMEM70 8 Homo sapiens transmembrane protein 70 (TMEM70), transcript variant 1, mRNA.FLJ20533 0.00232243 0.00633061 2.70434087

GABRG2 NM_198904.1 GABRG2 5 Homo sapiens gamma-aminobutyric acid (GABA) A receptor, gamma 2 (GABRG2), transcript variant 1, mRNA.ECA2; GEFSP3; CAE20.00092385 0.00309315 2.68520989

LOC651371 XM_944620.1 LOC651371 PREDICTED: Homo sapiens hypothetical protein LOC651371 (LOC651371), mRNA.0.02142888 0.03638892 2.67142336

Hs.581554 HS.581554 3 DB114688 THYMU2 Homo sapiens cDNA clone THYMU2020054 5, mRNA sequence0.01021042 0.02040957 2.66886238

Hs.539123 HS.539123 12 zu74b05.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:743697 3, mRNA sequence0.00421899 0.01009067 2.66168203

LOC731444 XM_925913.1 LOC731444 PREDICTED: Homo sapiens similar to ATPase, Class II, type 9B (LOC731444), mRNA.0.00983826 0.01982978 2.65637017

ZNF502 NM_033210.3 ZNF502 3 Homo sapiens zinc finger protein 502 (ZNF502), mRNA.FLJ14855; FLJ125150.01259764 0.02407018 2.64306672

LOC642761 XM_926183.1 LOC642761 16 PREDICTED: Homo sapiens hypothetical protein LOC642761 (LOC642761), mRNA.0.02023647 0.03476054 2.63526272

ALB NM_000477.3 ALB 4 Homo sapiens albumin (ALB), mRNA.PRO1341; DKFZp779N1935; PRO0903; PRO08830.01538004 0.02811138 2.61818047

GMIP NM_016573.1 GMIP 19 Homo sapiens GEM interacting protein (GMIP), mRNA.0.01496863 0.02751211 2.61176325

LOC100133555XR_038272.1 LOC100133555 PREDICTED: Homo sapiens misc_RNA (LOC100133555), miscRNA.0.02742788 0.04405648 2.60231155

LOC646706 XM_929652.1 LOC646706 19 PREDICTED: Homo sapiens similar to vomeronasal 2, receptor, 14 isoform 1 (LOC646706), mRNA.0.01267497 0.02417968 2.58848658

SNX1 NM_003099.3 SNX1 15 Homo sapiens sorting nexin 1 (SNX1), transcript variant 1, mRNA.SNX1A; Vps5; HsT17379; MGC86647.86E-05 0.00048926 2.57296311

LOC642369 XM_925901.1 LOC642369 11 PREDICTED: Homo sapiens hypothetical protein LOC642369 (LOC642369), mRNA.0.02955378 0.04660339 2.57057111

Hs.523235 HS.523235 10 nq82a06.s1 NCI_CGAP_Co9 Homo sapiens cDNA clone IMAGE:1158802 3, mRNA sequence0.03124978 0.04855219 2.56184343

LOC643121 XM_926493.1 LOC643121 9 PREDICTED: Homo sapiens hypothetical protein LOC643121 (LOC643121), mRNA.0.00720891 0.01545904 2.55345176

Hs.571950 HS.571950 ym35h10.s1 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGE:50369 3, mRNA sequence0.02068838 0.03538023 2.54259913

LOC653392 XM_929544.1 LOC653392 7 PREDICTED: Homo sapiens similar to huntingtin interacting protein 1 (LOC653392), mRNA.0.01865751 0.03259441 2.53653487

Hs.579715 HS.579715 19 DA717721 NT2RI2 Homo sapiens cDNA clone NT2RI2025693 5, mRNA sequence0.01559589 0.02841512 2.53638848

FUZ NM_025129.3 FUZ 19 Homo sapiens fuzzy homolog (Drosophila) (FUZ), mRNA.FLJ22688; FY 0.0201429 0.03463814 2.52664769

Hs.562197 HS.562197 1 602137688F1 NIH_MGC_83 Homo sapiens cDNA clone IMAGE:4274180 5, mRNA sequence0.02943518 0.04646355 2.52109665

LOC729858 XR_037908.1 LOC729858 PREDICTED: Homo sapiens misc_RNA (LOC729858), miscRNA.0.00198619 0.00561257 2.51710664

SMARCD3 NM_003078.3 SMARCD3 7 Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily d, member 3 (SMARCD3), transcript variant 2, mRNA.Rsc6p; BAF60C; CRACD3; MGC1110100.00134363 0.004152 2.51522691

CIZ1 NM_012127.2 CIZ1 9 Homo sapiens CDKN1A interacting zinc finger protein 1 (CIZ1), transcript variant 1, mRNA.LSFR1; ZNF356 0.0150075 0.02757422 2.50467042

LOC650796 XM_939881.1 LOC650796 PREDICTED: Homo sapiens hypothetical protein LOC650796 (LOC650796), mRNA.0.02721239 0.04376858 2.50403596

LOC643896 NM_001101386.1LOC643896 2 Homo sapiens similar to cAMP-regulated phosphoprotein 19 (LOC643896), mRNA.0.00392408 0.00955781 2.49830475

MIR25 NR_029498.1 MIR25 Homo sapiens microRNA 25 (MIR25), microRNA.0.01945444 0.03371566 2.4833448

INHBE NM_031479.3 INHBE 12 Homo sapiens inhibin, beta E (INHBE), mRNA.MGC4638 0.01318144 0.02490107 2.47949634

SCG5 NM_003020.1 SCG5 15 Homo sapiens secretogranin V (7B2 protein) (SCG5), mRNA.SgV; 7B2; P7B2; SGNE10.01472589 0.02717164 2.47597686

FIGNL1 NM_001042762.1FIGNL1 7 Homo sapiens fidgetin-like 1 (FIGNL1), transcript variant 1, mRNA.1.70E-06 3.33E-05 2.4728347

LOC647246 XM_930292.1 LOC647246 1 PREDICTED: Homo sapiens similar to PTPRF interacting protein alpha 2 (LOC647246), mRNA.0.03095773 0.04822254 2.45705324



2.0 Upreg

CLVS2 NM_001010852.2CLVS2 6 Homo sapiens clavesin 2 (CLVS2), mRNA.C6orf213; C6orf212; bA160A10.4; MGC1205720.00785618 0.0165499 2.44862752

LOC645349 XM_928390.1 LOC645349 1 PREDICTED: Homo sapiens hypothetical protein LOC645349 (LOC645349), mRNA.0.0013118 0.00407333 2.44645901

Hs.580480 HS.580480 2 DA584132 HLUNG2 Homo sapiens cDNA clone HLUNG2003908 5, mRNA sequence0.00623222 0.01377782 2.44340985

TINAGL1 NM_022164.1 TINAGL1 1 Homo sapiens tubulointerstitial nephritis antigen-like 1 (TINAGL1), mRNA.LIECG3; LCN7; TINAGRP; ARG10.02431655 0.04021797 2.44297112

DAPK3 NM_001348.1 DAPK3 19 Homo sapiens death-associated protein kinase 3 (DAPK3), mRNA.FLJ36473; ZIPK; ZIP0.00020935 0.00099704 2.44075272

KIR2DL1 NM_014218.1 KIR2DL1 19 Homo sapiens killer cell immunoglobulin-like receptor, two domains, long cytoplasmic tail, 1 (KIR2DL1), mRNA.KIR-K65; CL-42; KIR-K3; NKAT1; KIR-K64; CD158A; NKAT; KIR-K9; KIR221; 47.11; p58.10.00753443 0.01602117 2.43843473

LOC653879 XM_936226.1 LOC653879 PREDICTED: Homo sapiens similar to Complement C3 precursor (LOC653879), mRNA.0.02153308 0.03654302 2.4311844

LOC554207 XR_040106.1 LOC554207 PREDICTED: Homo sapiens hypothetical LOC554207 (LOC554207), miscRNA.0.0128051 0.02438083 2.42391283

Hs.541100 HS.541100 18 ov43g05.x1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1640120 3, mRNA sequence0.03148709 0.0488023 2.41967186

KRTDAP NM_207392.1 KRTDAP 19 Homo sapiens keratinocyte differentiation-associated protein (KRTDAP), mRNA.MGC163373; UNQ467; KDAP2.78E-05 0.00023646 2.41011239

Hs.307606 HS.307606 5 BX094636 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGp998I163903, mRNA sequence0.01903609 0.0331386 2.40931577

BATF3 NM_018664.1 BATF3 1 Homo sapiens basic leucine zipper transcription factor, ATF-like 3 (BATF3), mRNA.JUNDM1; SNFT; BATF30.01763372 0.03120209 2.40160722

SLC22A15 NM_018420.1 SLC22A15 1 Homo sapiens solute carrier family 22 (organic cation transporter), member 15 (SLC22A15), mRNA.FLIPT1; DKFZp761G0313; PRO346860.02030867 0.03485702 2.40011132

SEMA4A NM_022367.2 SEMA4A 1 Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4A (SEMA4A), mRNA.RP11-54H19.2; RP35; SEMB; SEMAB; FLJ12287; CORD100.0032727 0.00827349 2.400043

Hs.478682 HS.478682 3 Homo sapiens cDNA FLJ31090 fis, clone IMR3210001020.00209593 0.00584066 2.39555363

KLF10 NM_005655.1 KLF10 8 Homo sapiens Kruppel-like factor 10 (KLF10), transcript variant 1, mRNA.TIEG; EGRA; TIEG10.00693778 0.0150109 2.39264487

CECR6 NM_031890.2 CECR6 22 Homo sapiens cat eye syndrome chromosome region, candidate 6 (CECR6), mRNA.0.00121139 0.00382603 2.39126784

SALL4 NM_020436.2 SALL4 20 Homo sapiens sal-like 4 (Drosophila) (SALL4), mRNA.MGC133050; DRRS; ZNF797; HSAL4; dJ1112F19.10.00133655 0.00413481 2.39115368

Hs.362932 HS.362932 5 Homo sapiens cDNA FLJ25030 fis, clone CBL026310.00696699 0.01505014 2.38200362

LOC100129076XM_001720999.1LOC100129076 PREDICTED: Homo sapiens similar to FP17469 (LOC100129076), mRNA.0.00692479 0.01498878 2.37401641

LOC647836 XM_936893.1 LOC647836 PREDICTED: Homo sapiens similar to wingless-type MMTV integration site family, member 7B precursor (LOC647836), mRNA.0.03004808 0.04717066 2.37019478

CXCL17 NM_198477.1 CXCL17 19 Homo sapiens chemokine (C-X-C motif) ligand 17 (CXCL17), mRNA.UNQ473; VCC-1; MGC138300; Dcip1; VCC10.03203656 0.04953384 2.35754354

KRT18P44 XM_001720462.1KRT18P44 PREDICTED: Homo sapiens keratin 18 pseudogene 44 (KRT18P44), mRNA.0.00170182 0.00500416 2.35565737

LOC642515 XM_926011.1 LOC642515 9 PREDICTED: Homo sapiens similar to NG5 protein (LOC642515), mRNA.0.02981617 0.04688787 2.34844861

Hs.22347 HS.22347 PREDICTED: Homo sapiens hypothetical LOC389182 (LOC389182), mRNA0.02941389 0.04645693 2.3417627

TTTY5 NR_001541.1 TTTY5 Y Homo sapiens testis-specific transcript, Y-linked 5 (non-protein coding) (TTTY5), non-coding RNA.TTY5 0.00248359 0.0066745 2.33734837

Hs.550118 HS.550118 1 oy41f08.s1 Soares_parathyroid_tumor_NbHPA Homo sapiens cDNA clone IMAGE:1668423 3, mRNA sequence0.01190502 0.02304252 2.33659509

NMT2 NM_004808.2 NMT2 10 Homo sapiens N-myristoyltransferase 2 (NMT2), mRNA.0.02405178 0.03988323 2.33567714

Hs.553290 HS.553290 X HESC3_84_D06.g1_A036 Human embryonic stem cells Homo sapiens cDNA clone IMAGE:7483454 5, mRNA sequence0.01678784 0.0301073 2.32551405

XK NM_021083.2 XK X Homo sapiens X-linked Kx blood group (McLeod syndrome) (XK), mRNA.XKR1; KX; X1k 0.00975558 0.01969235 2.32275888

LOC401778 XM_377343.3 LOC401778 14 PREDICTED: Homo sapiens similar to SERTA domain containing 4 (LOC401778), mRNA.0.02339946 0.03899791 2.32085121

FLJ44290 NM_198564.1 FLJ44290 3 Homo sapiens FLJ44290 protein (FLJ44290), mRNA.0.01669511 0.02999049 2.31777619

ZNF586 NM_017652.2 ZNF586 19 Homo sapiens zinc finger protein 586 (ZNF586), mRNA.FLJ20070 0.02837844 0.04523568 2.31615143

Hs.538979 HS.538979 11 Homo sapiens RAG1 mRNA, exon 1A and partial sequence0.02256648 0.03788268 2.31046199

NOD1 NM_006092.1 NOD1 7 Homo sapiens nucleotide-binding oligomerization domain containing 1 (NOD1), mRNA.NLRC1; CARD4; CLR7.10.00288722 0.00752657 2.29560996

PTPRE NM_130435.2 PTPRE 10 Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), transcript variant 2, mRNA.DKFZp313F1310; PTPE; HPTPE; R-PTP-EPSILON0.01083729 0.02139504 2.28556539

GRRP1 NM_024869.1 GRRP1 1 Homo sapiens glycine/arginine rich protein 1 (GRRP1), mRNA.RP11-96L14.5; FLJ140500.02059193 0.03524301 2.27214391

Hs.142570 HS.142570 3 Homo sapiens clone 24629 mRNA sequence0.01208514 0.02329159 2.26383239

LOC100128974XR_037834.1 LOC100128974 PREDICTED: Homo sapiens misc_RNA (LOC100128974), miscRNA.0.00301579 0.00777963 2.2562146

Hs.158036 HS.158036 5 BX118491 NCI_CGAP_Brn23 Homo sapiens cDNA clone IMAGp998K174954, mRNA sequence0.01351667 0.0254063 2.25522897

LOC651617 XM_940799.1 LOC651617 PREDICTED: Homo sapiens similar to phospholipase D family, member 5 (LOC651617), mRNA.0.00971445 0.01962755 2.25487258

Hs.558286 HS.558286 9 AV730797 HTF Homo sapiens cDNA clone HTFAAE05 5, mRNA sequence0.0153081 0.02800344 2.2450642

CYorf15A NM_001005852.1CYORF15A Y Homo sapiens chromosome Y open reading frame 15A (CYorf15A), mRNA.MGC131732; FLJ332160.00244532 0.00660103 2.2377583

LOC284296 NM_175908.3 LOC284296 19 Homo sapiens hypothetical protein LOC284296 (LOC284296), mRNA.0.00893024 0.01834319 2.22602094

UPK1B NM_006952.3 UPK1B 3 Homo sapiens uroplakin 1B (UPK1B), mRNA.UPIB; UPK1; TSPAN200.01810712 0.03185822 2.22376963

LOC642035 XM_936105.1 LOC642035 PREDICTED: Homo sapiens hypothetical protein LOC642035 (LOC642035), mRNA.0.00056247 0.00211739 2.20797477

Hs.197017 HS.197017 8 wa17h04.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2298391 3, mRNA sequence0.01127186 0.02206855 2.20653466

RANBP9 NM_005493.2 RANBP9 6 Homo sapiens RAN binding protein 9 (RANBP9), mRNA.RANBPM 0.01000816 0.02011628 2.20187615

LOC100133913XM_001716272.1LOC100133913 PREDICTED: Homo sapiens hypothetical protein LOC100133913 (LOC100133913), mRNA.0.02493281 0.04100012 2.1949821

Hs.382669 HS.382669 21 Homo sapiens cDNA clone IMAGE:48286320.02462723 0.04058973 2.184632

LOC643234 XM_931426.1 LOC643234 6 PREDICTED: Homo sapiens hypothetical protein LOC643234 (LOC643234), mRNA.0.02580095 0.04209017 2.17998404

Hs.555260 HS.555260 X 17000532215901 GRN_ES Homo sapiens cDNA 5, mRNA sequence0.01154288 0.02250592 2.17873139

ETAA1 NM_019002.2 ETAA1 2 Homo sapiens Ewing tumor-associated antigen 1 (ETAA1), mRNA.ETAA16; FLJ226470.01098304 0.0216317 2.17572529

LOC441795 XM_937553.1 LOC441795 17 PREDICTED: Homo sapiens similar to high-mobility group box 3 (LOC441795), mRNA.0.03152748 0.04885793 2.17145015

FAM65B NM_015864.2 FAM65B 6 Homo sapiens family with sequence similarity 65, member B (FAM65B), transcript variant 2, mRNA.FAM65B; KIAA0386; DIFF48; DIFF40; PL480.0275981 0.04427103 2.17083204

HIST2H2AA4 NM_001040874.1HIST2H2AA4 1 Homo sapiens histone cluster 2, H2aa4 (HIST2H2AA4), mRNA.H2A/R 3.64E-06 5.60E-05 2.16062377

Hs.207074 HS.207074 9 Homo sapiens, clone IMAGE:5194137, mRNA0.03079395 0.04805695 2.15416991

CD82 NM_002231.3 CD82 11 Homo sapiens CD82 molecule (CD82), transcript variant 1, mRNA.SAR2; TSPAN27; GR15; ST6; KAI1; 4F9; C33; IA4; R20.00058208 0.00218063 2.14983026

FLJ10120 XM_941652.1 FLJ10120 PREDICTED: Homo sapiens hypothetical protein FLJ10120 (FLJ10120), misc RNA.0.02914429 0.0461384 2.14958385

SNAP23 NM_003825.2 SNAP23 15 Homo sapiens synaptosomal-associated protein, 23kDa (SNAP23), transcript variant 1, mRNA.SNAP23A; SNAP23B; HsT170160.00020404 0.00097601 2.14678495

Hs.377660 HS.377660 11 Homo sapiens cDNA FLJ26242 fis, clone DMC007700.02712704 0.04367655 2.14666783

BCAP29 NM_001008407.1BCAP29 7 Homo sapiens B-cell receptor-associated protein 29 (BCAP29), transcript variant 4, mRNA.DKFZp686M2086; BAP290.01058529 0.02098138 2.14560781

BLOC1S2 NM_001001342.1BLOC1S2 10 Homo sapiens biogenesis of lysosomal organelles complex-1, subunit 2 (BLOC1S2), transcript variant 2, mRNA.RP11-316M21.4; FLJ30135; MGC10120; BLOS20.02095563 0.03576411 2.14360333

OPHN1 NM_002547.1 OPHN1 X Homo sapiens oligophrenin 1 (OPHN1), mRNA.OPN1; MRX60 0.02401677 0.03983126 2.14333403

CCBL2 NM_001008661.1CCBL2 1 Homo sapiens cysteine conjugate-beta lyase 2 (CCBL2), transcript variant 1, mRNA.DKFZp547N1117; RBM1; RP11-82K18.3; MGC9398; RP4-531M19.2; RBMXL1; DKFZp667D0223; KAT30.00090262 0.00303611 2.13718522

SRR NM_021947.1 SRR 17 Homo sapiens serine racemase (SRR), mRNA.ILV1; ISO1 0.01687886 0.03020076 2.13301812

LCMT2 NM_014793.3 LCMT2 15 Homo sapiens leucine carboxyl methyltransferase 2 (LCMT2), mRNA.TYW4; PPM2; KIAA0547; MGC95340.01241101 0.02380987 2.12632929

EPM2AIP1 NM_014805.2 EPM2AIP1 3 Homo sapiens EPM2A (laforin) interacting protein 1 (EPM2AIP1), mRNA.FLJ11207; KIAA07660.000325 0.00138512 2.12416783

B4GALNT1 NM_001478.2 B4GALNT1 12 Homo sapiens beta-1,4-N-acetyl-galactosaminyl transferase 1 (B4GALNT1), mRNA.GALGT; GALNACT0.0012421 0.00389811 2.11959051

C3orf17 NM_001025072.2C3ORF17 3 Homo sapiens chromosome 3 open reading frame 17 (C3orf17), transcript variant 2, mRNA.DKFZP434F20210.02566574 0.04193254 2.11705191



2.0 Upreg

Hs.565917 HS.565917 UI-H-BI3-alg-g-11-0-UI.s1 NCI_CGAP_Sub5 Homo sapiens cDNA clone IMAGE:2736956 3, mRNA sequence0.02834766 0.04519988 2.11610291

TREM2 NM_018965.1 TREM2 6 Homo sapiens triggering receptor expressed on myeloid cells 2 (TREM2), mRNA.Trem2a; Trem2c; TREM-2; Trem2b0.0300733 0.04719662 2.11451944

C8orf44 NM_019607.1 C8ORF44 8 Homo sapiens chromosome 8 open reading frame 44 (C8orf44), mRNA.FLJ11267 0.02512937 0.0412111 2.11052125

LOC100128816XM_001732864.1LOC100128816 PREDICTED: Homo sapiens ACAH3104 (LOC100128816), mRNA.0.00119844 0.00379618 2.10625769

LOC728975 XR_042006.1 LOC728975 PREDICTED: Homo sapiens misc_RNA (LOC728975), miscRNA.0.02532033 0.04146795 2.10018907

LOC100134794XM_001718809.1LOC100134794 7 PREDICTED: Homo sapiens similar to keratin 8 (LOC100134794), mRNA.0.01557702 0.02839025 2.0948003

LOC648329 XM_937382.1 LOC648329 PREDICTED: Homo sapiens hypothetical protein LOC648329 (LOC648329), mRNA.0.00656012 0.01437117 2.08604968

EXOC1 NM_018261.3 EXOC1 4 Homo sapiens exocyst complex component 1 (EXOC1), transcript variant 1, mRNA.SEC3L1; Sec3p; SEC3; FLJ10893; BM-1020.00041886 0.00168847 2.08458462

SELE NM_000450.1 SELE 1 Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA.LECAM2; ESEL; ELAM; CD62E; ELAM10.0081804 0.01710691 2.08274485

LOC727787 XM_925796.1 LOC727787 19 PREDICTED: Homo sapiens similar to Killer cell immunoglobulin-like receptor 3DL2 precursor (MHC class I NK cell receptor) (Natural killer-associated transcript 4) (NKAT-4) (p70 natural killer cell receptor clone CL-5) (CD158k antigen) (LOC727787), mRNA.0.02636376 0.04277714 2.08112452

LOC388820 XR_042089.1 LOC388820 21 PREDICTED: Homo sapiens misc_RNA (LOC388820), miscRNA.0.02920823 0.0462127 2.08020605

SLC45A4 NM_001080431.1SLC45A4 8 Homo sapiens solute carrier family 45, member 4 (SLC45A4), mRNA.KIAA1126 0.01194035 0.02310267 2.06671375

GRB10 NM_005311.3 GRB10 7 Homo sapiens growth factor receptor-bound protein 10 (GRB10), transcript variant 1, mRNA.RSS; GRB-IR; IRBP; KIAA0207; Grb-10; MEG10.00383174 0.00938124 2.06501611

SNX19 NM_014758.1 SNX19 11 Homo sapiens sorting nexin 19 (SNX19), mRNA.CHET8; DKFZp667I205; KIAA02540.00574367 0.01289714 2.06125332

PRSS22 NM_022119.3 PRSS22 16 Homo sapiens protease, serine, 22 (PRSS22), mRNA.hBSSP-4; MGC9599; BSSP-4; SP001LA0.00621129 0.01373993 2.05665751

BCL7A NM_020993.3 BCL7A 12 Homo sapiens B-cell CLL/lymphoma 7A (BCL7A), transcript variant 1, mRNA.BCL7 0.00352048 0.00878745 2.05312809

FGGY NM_018291.3 FGGY 1 Homo sapiens FGGY carbohydrate kinase domain containing (FGGY), transcript variant 2, mRNA.FLJ10986; RP11-242B9.10.00395433 0.00961208 2.05151093

CENTB2 NM_012287.3 CENTB2 3 Homo sapiens centaurin, beta 2 (CENTB2), mRNA.KIAA0041; CNT-B2; ACAP20.01889285 0.03293143 2.0514402

YPEL3 NM_031477.3 YPEL3 16 Homo sapiens yippee-like 3 (Drosophila) (YPEL3), transcript variant 1, mRNA.MGC10500 0.00541674 0.01229001 2.04694296

ZNF48 NM_152652.1 ZNF48 16 Homo sapiens zinc finger protein 48 (ZNF48), mRNA.DKFZp762K013; MGC43952; FLJ317510.00149672 0.00453734 2.0461887

LOC388381 XM_936648.1 LOC388381 PREDICTED: Homo sapiens hypothetical LOC388381 (LOC388381), mRNA.0.03065365 0.04787237 2.03526438

Hs.548645 HS.548645 2 xj40e04.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2659710 3, mRNA sequence0.02042456 0.03503932 2.0351405

MYOG NM_002479.3 MYOG 1 Homo sapiens myogenin (myogenic factor 4) (MYOG), mRNA.MYF4; MYOGENIN0.00792109 0.01665114 2.03448259

FLJ43276 NM_207382.1 FLJ43276 15 Homo sapiens FLJ43276 protein (FLJ43276), mRNA.0.00121639 0.00383736 2.03351633

Hs.209583 HS.209583 9 UI-H-BW1-anz-d-01-0-UI.s1 NCI_CGAP_Sub7 Homo sapiens cDNA clone IMAGE:3083952 3, mRNA sequence0.02643196 0.04283664 2.02932544

FLJ30092 XM_933560.1 FLJ30092 12 PREDICTED: Homo sapiens AF-1 specific protein phosphatase, transcript variant 3 (FLJ30092), mRNA.0.02251785 0.03781858 2.02400043

C20orf133 NM_080676.4 C20ORF133 20 Homo sapiens chromosome 20 open reading frame 133 (C20orf133), transcript variant 3, mRNA.RP11-189J1.1; dJ631M13.50.01166908 0.02270311 2.02353072

SRPK2 NM_182692.1 SRPK2 7 Homo sapiens SFRS protein kinase 2 (SRPK2), transcript variant 1, mRNA.FLJ36101; SFRSK20.019465 0.03372858 2.01813017

LOC400891 NM_001013675.1LOC400891 22 Homo sapiens similar to chromosome 14 open reading frame 166B (LOC400891), mRNA.0.00619105 0.0137119 2.01169532

NUBP2 NM_012225.1 NUBP2 16 Homo sapiens nucleotide binding protein 2 (MinD homolog, E. coli) (NUBP2), mRNA.CFD1; NUBP1 0.00434712 0.01034023 2.00875806

NOS2 NM_000625.4 NOS2 17 Homo sapiens nitric oxide synthase 2, inducible (NOS2), mRNA.0.03002174 0.04713613 2.00858245

PHF8 NM_015107.1 PHF8 X Homo sapiens PHD finger protein 8 (PHF8), mRNA.ZNF422; MRXSSD; DKFZp686E0868; JHDM1F; KIAA11110.01353904 0.02542635 1.9953009

NCRNA00094 NR_015427.1 NCRNA00094 Homo sapiens non-protein coding RNA 94 (NCRNA00094), non-coding RNA.0.01734065 0.03079885 1.99267138

Hs.545238 HS.545238 8 ty84b12.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2285759 3, mRNA sequence0.01505545 0.02762963 1.9913146

Hs.520750 HS.520750 7 UI-E-EJ0-ahs-a-06-0-UI.s1 UI-E-EJ0 Homo sapiens cDNA clone UI-E-EJ0-ahs-a-06-0-UI 3, mRNA sequence0.00356023 0.0088582 1.98980643

ATP6V1C1 NM_001695.3 ATP6V1C1 8 Homo sapiens ATPase, H+ transporting, lysosomal 42kDa, V1 subunit C1 (ATP6V1C1), mRNA.VATC; FLJ20057; ATP6D; Vma5; ATP6C9.11E-05 0.00054241 1.98439782

SLC30A6 NM_017964.2 SLC30A6 2 Homo sapiens solute carrier family 30 (zinc transporter), member 6 (SLC30A6), mRNA.MGC45055; FLJ31101; ZNT60.01177905 0.02285569 1.98151684

LOC728448 NR_003929.2 LOC728448 1 Homo sapiens peptidylprolyl isomerase E pseudogene (LOC728448), non-coding RNA.0.01800524 0.03173034 1.97868175

LOC654202 XM_946257.1 LOC654202 PREDICTED: Homo sapiens similar to PR domain containing 2, with ZNF domain, transcript variant 2 (LOC654202), mRNA.0.02454376 0.04048287 1.97814515

Hs.565209 HS.565209 19 Homo sapiens cDNA FLJ34894 fis, clone NT2NE20179820.00093007 0.00310823 1.97396409

CALHM1 NM_001001412.3CALHM1 10 Homo sapiens calcium homeostasis modulator 1 (CALHM1), mRNA.0.02786074 0.04462646 1.97393935

OPN3 NM_001030011.1OPN3 1 Homo sapiens opsin 3 (encephalopsin, panopsin) (OPN3), transcript variant 2, mRNA.ECPN 0.01731632 0.03076569 1.97337429

CEP97 NM_024548.2 CEP97 3 Homo sapiens centrosomal protein 97kDa (CEP97), mRNA.FLJ26462; FLJ23047; 2810403B08Rik; LRRIQ20.02904878 0.04604085 1.96968668

ATP8B2 NM_001005855.1ATP8B2 1 Homo sapiens ATPase, class I, type 8B, member 2 (ATP8B2), transcript variant 2, mRNA.ATPID; DKFZp434M0219; KIAA11370.03112711 0.04840312 1.96438347

ZNF215 NM_013250.1 ZNF215 11 Homo sapiens zinc finger protein 215 (ZNF215), mRNA.BAZ2 0.00037892 0.00155694 1.96166751

CYorf15B NM_032576.2 CYORF15B Y Homo sapiens chromosome Y open reading frame 15B (CYorf15B), mRNA.0.02849204 0.04536354 1.9592881

C11orf24 NM_022338.2 C11ORF24 11 Homo sapiens chromosome 11 open reading frame 24 (C11orf24), mRNA.DM4E3 0.00382641 0.00937242 1.95770841

ZNF74 NM_003426.1 ZNF74 22 Homo sapiens zinc finger protein 74 (ZNF74), transcript variant 2, transcribed RNA.Zfp520; ZNF520; Cos520.00408446 0.00983819 1.95739361

POLR2J NM_006234.4 POLR2J 7 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J, 13.3kDa (POLR2J), mRNA.RPB11; MGC71910; hRPB14; RPB11m; RPB11A; POLR2J10.00045305 0.00178525 1.95569475

LOC389203 XM_371691.4 LOC389203 PREDICTED: Homo sapiens hypothetical gene supported by BC032431 (LOC389203), mRNA.0.00985623 0.01985495 1.95347848

LOC653081 XM_925877.1 LOC653081 1 PREDICTED: Homo sapiens similar to similar to RPL23AP7 protein (LOC653081), mRNA.0.01451557 0.02688857 1.95208414

TBC1D9 NM_015130.1 TBC1D9 4 Homo sapiens TBC1 domain family, member 9 (with GRAM domain) (TBC1D9), mRNA.KIAA0882; MDR10.00161064 0.00479704 1.94839711

SFRP1 NM_003012.3 SFRP1 8 Homo sapiens secreted frizzled-related protein 1 (SFRP1), mRNA.FRP; FrzA; SARP2; FRP1; FRP-10.01285266 0.02443714 1.94479891

Hs.103173 HS.103173 12 BX100504 Soares_fetal_heart_NbHH19W Homo sapiens cDNA clone IMAGp998D19788, mRNA sequence0.03061284 0.04783614 1.94448552

ACSM2B NM_182617.2 ACSM2B 16 Homo sapiens acyl-CoA synthetase medium-chain family member 2B (ACSM2B), nuclear gene encoding mitochondrial protein, mRNA.HYST1046; HXMA; ACSM20.01713232 0.03052362 1.94272592

FLJ35776 XM_942115.1 FLJ35776 18 Homo sapiens hypothetical protein LOC649446 (FLJ35776), mRNA.0.01815638 0.03190356 1.93901068

SAP18 NM_005870.3 SAP18 13 Homo sapiens Sin3A-associated protein, 18kDa (SAP18), mRNA.SAP18p; MGC27131; 2HOR02024.53E-05 0.00033532 1.93042514

MGC22014 XM_942026.1 MGC22014 PREDICTED: Homo sapiens hypothetical protein MGC22014 (MGC22014), mRNA.0.00885606 0.01823217 1.92842523

CNR1 NM_016083.3 CNR1 6 Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 1, mRNA.CNR; CANN6; CB1A; CB1; CB1K5; CB-R0.00744202 0.0158619 1.92699877

LOC100130827XR_042474.1 LOC100130827 PREDICTED: Homo sapiens misc_RNA (LOC100130827), miscRNA.0.02280379 0.03820435 1.92688631

LOC645812 XM_928801.1 LOC645812 17 PREDICTED: Homo sapiens similar to wingless-type MMTV integration site family, member 9B precursor (LOC645812), mRNA.0.01613585 0.02920307 1.92228411

LOC401152 NM_001001701.1LOC401152 4 Homo sapiens HCV F-transactivated protein 1 (LOC401152), mRNA.0.01234654 0.02370291 1.91942186

Hs.547160 HS.547160 8 Homo sapiens, clone IMAGE:5245578, mRNA0.01704255 0.03041354 1.91816629

Hs.382309 HS.382309 6 Homo sapiens cDNA clone IMAGE:48283300.00297109 0.00769172 1.91734344

Hs.534437 HS.534437 14 Homo sapiens T cell antigen receptor alpha chain (TCRVA2) mRNA, complete cds0.01993638 0.03438092 1.91581435

LOC642072 XM_936152.1 LOC642072 PREDICTED: Homo sapiens similar to HLA class II histocompatibility antigen, DRB1-4 beta chain precursor (MHC class I antigen DRB1*4) (DR-4) (DR4) (LOC642072), mRNA.0.00277881 0.00730706 1.9070235

LOC642076 XM_001717499.1LOC642076 6 PREDICTED: Homo sapiens similar to hCG1789038 (LOC642076), mRNA.0.0017735 0.005166 1.90430933

LOC100129550NR_024618.1 LOC100129550 3 Homo sapiens hypothetical LOC100129550 (LOC100129550), non-coding RNA.0.00250347 0.00671131 1.90394613

VPS18 NM_020857.2 VPS18 15 Homo sapiens vacuolar protein sorting 18 homolog (S. cerevisiae) (VPS18), mRNA.KIAA1475; PEP30.00022166 0.00103791 1.9031413

LOC643047 XM_926417.1 LOC643047 5 PREDICTED: Homo sapiens similar to Beta-glucuronidase precursor (LOC643047), mRNA.0.01798603 0.03170675 1.90137343



2.0 Upreg

SPTLC2 NM_004863.2 SPTLC2 14 Homo sapiens serine palmitoyltransferase, long chain base subunit 2 (SPTLC2), mRNA.SPT2; KIAA0526; LCB20.0282175 0.04505182 1.9007225

RNU1F1 NR_004402.1 RNU1F1 14 Homo sapiens RNA, U1F1 small nuclear (RNU1F1), small nuclear RNA.U1F; HSD7 0.00013832 0.00072587 1.89833244

LOC646717 XM_929666.1 LOC646717 22 PREDICTED: Homo sapiens hypothetical protein LOC646717 (LOC646717), mRNA.0.02436444 0.04027878 1.89815908

ATRN NM_139322.1 ATRN 20 Homo sapiens attractin (ATRN), transcript variant 1, mRNA.DPPT-L; MGC126754; MGCA; KIAA05480.02253278 0.03783781 1.89712402

EDEM3 NM_025191.2 EDEM3 1 Homo sapiens ER degradation enhancer, mannosidase alpha-like 3 (EDEM3), mRNA.C1orf22 0.0097638 0.01970162 1.89684479

EPHX1 NM_000120.2 EPHX1 1 Homo sapiens epoxide hydrolase 1, microsomal (xenobiotic) (EPHX1), mRNA.EPOX; MEH; EPHX 4.73E-05 0.00034593 1.89432896

C10orf26 NM_017787.3 C10ORF26 10 Homo sapiens chromosome 10 open reading frame 26 (C10orf26), transcript variant 1, mRNA.MGC125648; FLJ20367; FLJ20154; OPAL10.00085637 0.0029139 1.89358804

POLR3D NM_001722.2 POLR3D 8 Homo sapiens polymerase (RNA) III (DNA directed) polypeptide D, 44kDa (POLR3D), mRNA.RPC53; BN51T; TSBN51; RPC40.00372185 0.00919087 1.89269157

Hs.400131 HS.400131 21 UI-E-EJ0-air-c-22-0-UI.r1 UI-E-EJ0 Homo sapiens cDNA clone UI-E-EJ0-air-c-22-0-UI 5, mRNA sequence0.01832799 0.03214794 1.8899152

C5orf41 NM_153607.1 C5ORF41 5 Homo sapiens chromosome 5 open reading frame 41 (C5orf41), mRNA.DKFZp686G2059; DKFZp313F23190.02178095 0.03684859 1.88717864

LOC729198 XR_016035.1 LOC729198 PREDICTED: Homo sapiens misc_RNA (LOC729198), miscRNA.0.02250474 0.03780823 1.88472172

RPL23AP53 NR_003572.2 RPL23AP53 8 Homo sapiens ribosomal protein L23a pseudogene 53 (RPL23AP53), non-coding RNA.0.00062971 0.00230893 1.88214255

Hs.574069 HS.574069 12 ou17h07.s1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:1626589 3, mRNA sequence0.01431433 0.0265883 1.88022764

LOC641999 XM_936046.1 LOC641999 PREDICTED: Homo sapiens hypothetical protein LOC641999 (LOC641999), mRNA.0.02434633 0.04025498 1.87632609

LOC728066 XR_000634.1 LOC728066 2 PREDICTED: Homo sapiens hypothetical protein LOC728066 (LOC728066), mRNA.0.00383621 0.00939008 1.87536953

PAFAH2 NM_000437.2 PAFAH2 1 Homo sapiens platelet-activating factor acetylhydrolase 2, 40kDa (PAFAH2), mRNA.HSD-PLA2; FLJ260250.007925 0.01665614 1.86099267

TOX4 NM_014828.1 TOX4 14 Homo sapiens TOX high mobility group box family member 4 (TOX4), mRNA.KIAA0737; LCP1; C14orf920.01167835 0.02271301 1.86072516

KBTBD9 XM_940375.1 KBTBD9 2 PREDICTED: Homo sapiens kelch repeat and BTB (POZ) domain containing 9 (KBTBD9), mRNA.7.00E-05 0.00045174 1.86002971

Hs.538716 HS.538716 11 ob56a07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:1335348 3, mRNA sequence0.01286557 0.02445313 1.85654558

ARSD NM_009589.2 ARSD X Homo sapiens arylsulfatase D (ARSD), transcript variant 1, mRNA.0.00593623 0.01325014 1.85370193

LOC642216 XM_942785.1 LOC642216 PREDICTED: Homo sapiens hypothetical protein LOC642216 (LOC642216), mRNA.0.02603774 0.04239373 1.84697401

HIST2H2AC NM_003517.2 HIST2H2AC 1 Homo sapiens histone cluster 2, H2ac (HIST2H2AC), mRNA.H2AFQ; MGC74460; H2A; H2A/q; H2A-GL1012.15E-05 0.0001966 1.84690348

IGHMBP2 NM_002180.1 IGHMBP2 11 Homo sapiens immunoglobulin mu binding protein 2 (IGHMBP2), mRNA.SMARD1; SMUBP2; HMN6; CATF1; FLJ41171; HCSA; FLJ342200.01827932 0.03208846 1.84081788

LOC728452 XM_932756.1 LOC728452 5 PREDICTED: Homo sapiens similar to nuclear pore membrane protein 121 (LOC728452), mRNA.0.00525332 0.01201959 1.83911816

SLC48A1 NM_017842.2 SLC48A1 12 Homo sapiens solute carrier family 48 (heme transporter), member 1 (SLC48A1), mRNA.0.00078649 0.00272476 1.83258048

OS9 NM_006812.2 OS9 12 Homo sapiens amplified in osteosarcoma (OS9), transcript variant 1, mRNA.0.00268531 0.0071059 1.82184894

LOC151457 XR_038833.1 LOC151457 PREDICTED: Homo sapiens misc_RNA (LOC151457), miscRNA.0.02317727 0.03870476 1.81978651

LOC650737 XM_944786.1 LOC650737 PREDICTED: Homo sapiens hypothetical protein LOC650737, transcript variant 1 (LOC650737), mRNA.0.00084884 0.00289191 1.81496461

LCAP XM_927025.1 LCAP X Homo sapiens lung carcinoma-associated protein (LCAP), mRNA.0.00402997 0.00973932 1.81197182

SMARCA2 NM_003070.3 SMARCA2 9 Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 2 (SMARCA2), transcript variant 1, mRNA.Sth1p; SNF2L2; SWI2; FLJ36757; SNF2; BAF190; MGC74511; BRM; hBRM; SNF2LA; hSNF2a5.87E-05 0.00039855 1.81100252

LOC654069 XM_945683.1 LOC654069 PREDICTED: Homo sapiens similar to R3H domain protein KIAA1002, transcript variant 2 (LOC654069), mRNA.0.00065434 0.00237996 1.80487173

CYB561D2 NM_007022.3 CYB561D2 3 Homo sapiens cytochrome b-561 domain containing 2 (CYB561D2), mRNA.TSP10; 101F6 0.00071324 0.0025398 1.80439801

LOC653313 XM_926835.1 LOC653313 X PREDICTED: Homo sapiens similar to paraneoplastic antigen MA3 (LOC653313), mRNA.0.00636442 0.0139989 1.8016586

RNF187 XM_047499.9 RNF187 1 PREDICTED: Homo sapiens ring finger protein 187 (RNF187), mRNA.0.01103789 0.02172005 1.80102323

ZFAND3 NM_021943.1 ZFAND3 6 Homo sapiens zinc finger, AN1-type domain 3 (ZFAND3), mRNA.FLJ13222; TEX270.00066314 0.00239673 1.79902144

LOC441066 XM_496741.2 LOC441066 5 PREDICTED: Homo sapiens similar to Beta-glucuronidase precursor (LOC441066), mRNA.0.01957693 0.0338847 1.79321976

NCRNA00081 NR_024142.1 NCRNA00081 10 Homo sapiens non-protein coding RNA 81 (NCRNA00081), non-coding RNA.0.02530374 0.04145953 1.78897713

SH3BP2 NM_003023.2 SH3BP2 4 Homo sapiens SH3-domain binding protein 2 (SH3BP2), mRNA.CRPM; CRBM; RES4-23; 3BP2; FLJ420790.01587833 0.02879934 1.78602705

Hs.530910 HS.530910 12 BX094949 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGp998F07269, mRNA sequence0.03088396 0.04815594 1.78381134

FAM8A1 NM_016255.1 FAM8A1 6 Homo sapiens family with sequence similarity 8, member A1 (FAM8A1), mRNA.FLJ23721; AHCP 7.84E-05 0.00048879 1.7745717

MANEA XM_938989.1 MANEA PREDICTED: Homo sapiens mannosidase, endo-alpha (MANEA), mRNA.6.26E-05 0.0004167 1.77400597

Hs.538134 HS.538134 1 7b56d05.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3232233 3, mRNA sequence0.00756652 0.01607367 1.77392373

PHACTR1 NM_030948.1 PHACTR1 6 Homo sapiens phosphatase and actin regulator 1 (PHACTR1), mRNA.RPEL; MGC126577; KIAA1733; MGC126575; RPEL1; dJ257A7.20.00172451 0.00505721 1.76781147

ZADH2 NM_175907.3 ZADH2 18 Homo sapiens zinc binding alcohol dehydrogenase domain containing 2 (ZADH2), mRNA.MGC45594 0.00116325 0.00372048 1.76751003

RHPN1 NM_052924.1 RHPN1 8 Homo sapiens rhophilin, Rho GTPase binding protein 1 (RHPN1), mRNA.ODF5; RHPN; KIAA19290.00221487 0.00608626 1.76444068

WDFY3 NM_178583.1 WDFY3 4 Homo sapiens WD repeat and FYVE domain containing 3 (WDFY3), transcript variant 2, mRNA.ALFY; KIAA0993; ZFYVE25; MGC164610.02943802 0.04646128 1.75792914

SRA1 NM_001035235.2SRA1 5 Homo sapiens steroid receptor RNA activator 1 (SRA1), mRNA.MGC87674; SRA; SRAP; pp7684; STRAA10.00060392 0.00224696 1.74861595

LACTB NM_171846.1 LACTB 15 Homo sapiens lactamase, beta (LACTB), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.FLJ14902; G24; MRPL560.00080267 0.00276846 1.73802004

LOC162073 NM_001034841.1LOC162073 16 Homo sapiens hypothetical protein LOC162073 (LOC162073), mRNA.MGC126798; MGC1268000.00378455 0.00929502 1.73683139

KIAA0895 NM_015314.1 KIAA0895 7 Homo sapiens KIAA0895 (KIAA0895), transcript variant 2, mRNA.0.02268008 0.03802053 1.7355615

FLJ20489 NM_017842.1 FLJ20489 12 Homo sapiens hypothetical protein FLJ20489 (FLJ20489), mRNA.0.0049684 0.01152049 1.7327118

TRAPPC6A NM_024108.1 TRAPPC6A 19 Homo sapiens trafficking protein particle complex 6A (TRAPPC6A), mRNA.MGC2650; TRS33; HSPC2890.00220582 0.00606907 1.73201311

C7orf54 NM_014411.2 C7ORF54 7 Homo sapiens chromosome 7 open reading frame 54 (C7orf54), mRNA.NSG-X; NAG8; MGC1383460.00863605 0.01786043 1.72794906

IMPACT NM_018439.1 IMPACT 18 Homo sapiens Impact homolog (mouse) (IMPACT), mRNA.MGC33718 0.01420862 0.02644619 1.72304175

LOC730347 XM_926614.1 LOC730347 PREDICTED: Homo sapiens similar to rho guanine nucleotide exchange factor 5 (LOC730347), mRNA.0.0016585 0.00489932 1.72213041

CCRK NM_012119.3 CCRK 9 Homo sapiens cell cycle related kinase (CCRK), transcript variant 2, mRNA.p42; CDCH 0.00487934 0.01137466 1.71725528

LOC642864 XM_926255.1 LOC642864 1 PREDICTED: Homo sapiens hypothetical protein LOC642864 (LOC642864), mRNA.0.02662751 0.04306365 1.71133115

SLC26A2 NM_000112.2 SLC26A2 5 Homo sapiens solute carrier family 26 (sulfate transporter), member 2 (SLC26A2), mRNA.DTDST; MSTP157; MST153; D5S1708; DTD; EDM40.00339323 0.0085089 1.70894291

LOC390748 XM_372648.3 LOC390748 PREDICTED: Homo sapiens similar to poly(A)binding protein nuclear-like 1 (LOC390748), mRNA.0.01196046 0.02312923 1.69940578

LLGL2 XM_946153.1 LLGL2 PREDICTED: Homo sapiens lethal giant larvae homolog 2 (Drosophila), transcript variant 10 (LLGL2), mRNA.0.00248058 0.00666969 1.69855032

RFTN1 NM_015150.1 RFTN1 3 Homo sapiens raftlin, lipid raft linker 1 (RFTN1), mRNA.PIG9; RAFTLIN; KIAA0084; MGC141678; PIB10; MGC44480; MIG2; FLJ238660.00016783 0.00084014 1.69531945

RIN3 NM_024832.3 RIN3 14 Homo sapiens Ras and Rab interactor 3 (RIN3), mRNA.FLJ11700; FLJ22439; DKFZp762H16130.02251119 0.03781323 1.69202139

TAGLN NM_001001522.1TAGLN 11 Homo sapiens transgelin (TAGLN), transcript variant 1, mRNA.TAGLN1; WS3-10; SM22; DKFZp686P11128; SMCC0.01200179 0.02318853 1.6911224

NOS2A NM_153292.1 NOS2A 17 Homo sapiens nitric oxide synthase 2A (inducible, hepatocytes) (NOS2A), transcript variant 2, mRNA.HEP-NOS; INOS; NOS; NOS20.00065951 0.00239076 1.69101095

OR8J3 NM_001004064.1OR8J3 11 Homo sapiens olfactory receptor, family 8, subfamily J, member 3 (OR8J3), mRNA.OR11-173 0.00638207 0.01402919 1.68461921

NR1H2 NM_007121.2 NR1H2 19 Homo sapiens nuclear receptor subfamily 1, group H, member 2 (NR1H2), mRNA.NER; LXR-b; UNR; RIP15; NER-I; LXRB0.01408764 0.02623899 1.68340729

C1orf210 NM_182517.1 C1ORF210 1 Homo sapiens chromosome 1 open reading frame 210 (C1orf210), mRNA.MGC52423 0.03214714 0.04968361 1.68212384

ZNF532 NM_018181.4 ZNF532 18 Homo sapiens zinc finger protein 532 (ZNF532), mRNA.FLJ10697 0.00011225 0.00062691 1.67473926

RHBDL3 NM_138328.2 RHBDL3 17 Homo sapiens rhomboid, veinlet-like 3 (Drosophila) (RHBDL3), mRNA.RHBDL4; FLJ45582; MGC119300; MGC119301; VRHO1.49E-05 0.00014806 1.67327025

SIRT7 NM_016538.1 SIRT7 17 Homo sapiens sirtuin (silent mating type information regulation 2 homolog) 7 (S. cerevisiae) (SIRT7), mRNA.SIR2L7; MGC126840; MGC1268425.14E-05 0.00036435 1.67168432



2.0 Upreg

RNF121 NM_018320.3 RNF121 11 Homo sapiens ring finger protein 121 (RNF121), transcript variant 1, mRNA.FLJ11099 0.00062643 0.00230079 1.66955193

Hs.426929 HS.426929 21 UI-H-FG0-bcw-h-18-0-UI.s1 NCI_CGAP_EN1_2 Homo sapiens cDNA clone UI-H-FG0-bcw-h-18-0-UI 3, mRNA sequence0.01222063 0.02349856 1.66306201

Hs.550111 HS.550111 1 AV647906 GLC Homo sapiens cDNA clone GLCBDC04 3, mRNA sequence0.02647956 0.04288181 1.65906355

OMG NM_002544.3 OMG 17 Homo sapiens oligodendrocyte myelin glycoprotein (OMG), mRNA.OMGP 0.0062469 0.01379906 1.6590172

Hs.154336 HS.154336 9 Homo sapiens clone 24583 mRNA sequence0.00286748 0.00747871 1.6559357

LOC400304 XM_375152.3 LOC400304 15 PREDICTED: Homo sapiens similar to Golgi autoantigen, golgin subfamily A member 2 (Golgi matrix protein GM130), transcript variant 1 (LOC400304), mRNA.2.14E-05 0.00019603 1.6543417

HEXDC NM_173620.1 HEXDC 17 Homo sapiens hexosaminidase (glycosyl hydrolase family 20, catalytic domain) containing (HEXDC), mRNA.FLJ23825 0.00018171 0.00089601 1.65319353

LOC649800 XM_938870.1 LOC649800 PREDICTED: Homo sapiens similar to BTG3 associated nuclear protein isoform a (LOC649800), mRNA.0.03045128 0.04763847 1.65298299

RELL1 NM_001085400.1RELL1 4 Homo sapiens RELT-like 1 (RELL1), transcript variant 1, mRNA.MGC50583; FLJ217781.57E-05 0.00015398 1.64956797

WWTR1 NM_015472.3 WWTR1 3 Homo sapiens WW domain containing transcription regulator 1 (WWTR1), mRNA.TAZ; DKFZP586I14190.02716114 0.04371202 1.64869429

RCADH5 XM_001714398.1RCADH5 6 PREDICTED: Homo sapiens similar to Alcohol dehydrogenase class III chi chain (Glutathione-dependent formaldehyde dehydrogenase) (FDH) (RCADH5), mRNA.0.00686452 0.01489689 1.64774414

LOC100128274XM_001725558.1LOC100128274 9 PREDICTED: Homo sapiens hypothetical protein LOC100128274 (LOC100128274), mRNA.0.00783582 0.01651661 1.64268504

LOC728969 XM_001132928.1LOC728969 1 PREDICTED: Homo sapiens similar to heparan sulfate 6-O-sulfotransferase 1 (LOC728969), mRNA.0.00035628 0.00148867 1.64195409

C20orf91 XM_945481.1 C20ORF91 PREDICTED: Homo sapiens chromosome 20 open reading frame 91, transcript variant 5 (C20orf91), mRNA.0.0019579 0.00554993 1.63945999

DST NM_020388.2 DST 6 Homo sapiens dystonin (DST), transcript variant 1eB, mRNA.CATX-15; KIAA0465; KIAA1470; D6S1101; DMH; BPA; BP240; MACF2; BPAG1; DKFZp564B2416; FLJ467910.01149534 0.02243738 1.63674817

SLC31A2 NM_001860.1 SLC31A2 9 Homo sapiens solute carrier family 31 (copper transporters), member 2 (SLC31A2), mRNA.hCTR2; CTR2; COPT20.00492293 0.01143701 1.63223931

TRAK1 NM_014965.2 TRAK1 3 Homo sapiens trafficking protein, kinesin binding 1 (TRAK1), mRNA.OIP106 0.01494401 0.02747149 1.63108685

FCAMR NM_032029.2 FCAMR Homo sapiens Fc receptor, IgA, IgM, high affinity (FCAMR), mRNA.FCA/MR; FKSG870.01575029 0.02861487 1.63006347

LOC644624 XM_934133.1 LOC644624 4 PREDICTED: Homo sapiens hypothetical protein LOC644624, transcript variant 2 (LOC644624), mRNA.0.0019238 0.00547757 1.61890298

LAMA2 NM_000426.3 LAMA2 6 Homo sapiens laminin, alpha 2 (LAMA2), transcript variant 1, mRNA.LAMM 0.02235179 0.03762107 1.61167339

ING3 NM_198267.1 ING3 7 Homo sapiens inhibitor of growth family, member 3 (ING3), transcript variant 3, mRNA.FLJ20089; p47ING3; ING2; Eaf40.01565636 0.02851094 1.61032379

THAP4 NM_015963.4 THAP4 2 Homo sapiens THAP domain containing 4 (THAP4), mRNA.CGI-36 0.00589343 0.01317354 1.60973498

UAP1L1 NM_207309.1 UAP1L1 9 Homo sapiens UDP-N-acteylglucosamine pyrophosphorylase 1-like 1 (UAP1L1), mRNA.RP11-229P13.180.02450351 0.04043489 1.60311836

CXorf40A NM_178124.3 CXORF40A X Homo sapiens chromosome X open reading frame 40A (CXorf40A), mRNA.EOLA1; CXorf400.00137172 0.00422319 1.60228214

H2AFJ NM_177925.1 H2AFJ 12 Homo sapiens H2A histone family, member J (H2AFJ), transcript variant 1, mRNA.FLJ10903; MGC9216.92E-05 0.00044735 1.59411955

ZNF574 NM_022752.3 ZNF574 19 Homo sapiens zinc finger protein 574 (ZNF574), mRNA.FP972; FLJ220590.02590504 0.04221562 1.58982104

CBLB NM_170662.3 CBLB 3 Homo sapiens Cas-Br-M (murine) ecotropic retroviral transforming sequence b (CBLB), mRNA.DKFZp779F1443; FLJ41152; DKFZp779A0729; FLJ36865; RNF56; Nbla00127; DKFZp686J102230.00166129 0.00490355 1.58855683

HIST1H1C NM_005319.3 HIST1H1C 6 Homo sapiens histone cluster 1, H1c (HIST1H1C), mRNA.MGC3992; H1F2; H1.22.55E-06 4.37E-05 1.58713972

HBEGF NM_001945.1 HBEGF 5 Homo sapiens heparin-binding EGF-like growth factor (HBEGF), mRNA.DTS; DTSF; HEGFL; DTR5.00E-05 0.00035794 1.58324586

ERI3 NM_024066.1 ERI3 1 Homo sapiens ERI1 exoribonuclease family member 3 (ERI3), mRNA.MGC2683; PINT1; FLJ229430.00912021 0.01864882 1.58187541

FAM176A NM_001135032.1FAM176A 2 Homo sapiens family with sequence similarity 176, member A (FAM176A), transcript variant 1, mRNA.0.00206068 0.00577202 1.58165997

ARHGAP23 XM_930977.1 ARHGAP23 17 PREDICTED: Homo sapiens Rho GTPase activating protein 23, transcript variant 1 (ARHGAP23), mRNA.0.00467693 0.01097104 1.58015526

AASDH NM_181806.2 AASDH 4 Homo sapiens aminoadipate-semialdehyde dehydrogenase (AASDH), mRNA.LYS2; ACSF4; NRPS1098; NRPS9980.02025783 0.03479173 1.57639435

RANBP6 NM_012416.2 RANBP6 9 Homo sapiens RAN binding protein 6 (RANBP6), transcript variant 1, mRNA.0.02354259 0.03919438 1.57093123

UBE2L3 NM_003347.2 UBE2L3 22 Homo sapiens ubiquitin-conjugating enzyme E2L 3 (UBE2L3), transcript variant 2, mRNA.L-UBC; UBCH7; E2-F1; UbcM40.00014642 0.00075992 1.56763049

SPOPL NM_001001664.1SPOPL 2 Homo sapiens speckle-type POZ protein-like (SPOPL), mRNA.0.0004431 0.00175686 1.56243589

OR52E6 NM_001005167.1OR52E6 11 Homo sapiens olfactory receptor, family 52, subfamily E, member 6 (OR52E6), mRNA.OR11-58 0.02634106 0.04275308 1.56076747

Hs.19339 HS.19339 3 Homo sapiens cDNA clone IMAGE:52631772.82E-06 4.67E-05 1.55922165

LOC643201 XM_932165.1 LOC643201 5 PREDICTED: Homo sapiens hypothetical protein LOC643200, transcript variant 2 (LOC643201), mRNA.0.00309735 0.00792421 1.55868516

RGS11 NM_183337.1 RGS11 16 Homo sapiens regulator of G-protein signaling 11 (RGS11), transcript variant 1, mRNA.RS11 0.03146957 0.04878906 1.55821082

GCC2 NM_014635.3 GCC2 2 Homo sapiens GRIP and coiled-coil domain containing 2 (GCC2), transcript variant 2, mRNA.KIAA0336; GCC1850.00261143 0.00694932 1.55744195

LOC100134241XM_001717424.1LOC100134241 PREDICTED: Homo sapiens hypothetical protein LOC100134241 (LOC100134241), mRNA.0.00135517 0.00418052 1.55628243

PI4KAP1 XM_942088.1 PI4KAP1 22 Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha pseudogene 1 (PI4KAP1), non-coding RNA.FLJ39405 0.00191329 0.00545766 1.5490082

LQK1 XR_041452.1 LQK1 1 PREDICTED: Homo sapiens misc_RNA (LQK1), miscRNA.0.00060664 0.00225399 1.54848434

GMPPB NM_021971.1 GMPPB 3 Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 2, mRNA.KIAA1851 0.00081039 0.00279064 1.54521484

LOC728686 XR_038523.1 LOC728686 PREDICTED: Homo sapiens misc_RNA (LOC728686), miscRNA.0.00211973 0.00589187 1.54135197

KIAA1468 NM_020854.2 KIAA1468 18 Homo sapiens KIAA1468 (KIAA1468), mRNA.HsT885; HsT3308; FLJ338410.00045688 0.00179644 1.52829578

ELMOD2 NM_153702.1 ELMOD2 4 Homo sapiens ELMO/CED-12 domain containing 2 (ELMOD2), mRNA.MGC10084; 9830169G11Rik0.00390268 0.00951421 1.52419832

BET1 NM_005868.3 BET1 7 Homo sapiens blocked early in transport 1 homolog (S. cerevisiae) (BET1), mRNA.HBET1; DKFZp781C04250.01113882 0.02185533 1.52332714

ETFDH NM_004453.1 ETFDH 4 Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), nuclear gene encoding mitochondrial protein, mRNA.MADD; ETFQO 4.17E-05 0.00031666 1.52237142

ELL2 NM_012081.3 ELL2 Homo sapiens elongation factor, RNA polymerase II, 2 (ELL2), mRNA.0.00265307 0.00703773 1.51277128

Hs.483906 HS.483906 Homo sapiens mRNA; cDNA DKFZp667L2214 (from clone DKFZp667L2214)0.00409017 0.00984977 1.51200318

Hs.130036 HS.130036 14 Homo sapiens cDNA FLJ42306 fis, clone TRACH20016460.00012243 0.00066497 1.50802131

GXYLT1 XM_290597.6 GXYLT1 12 Homo sapiens glucoside xylosyltransferase 1 (GXYLT1), transcript variant 2, mRNA.FLJ43151 0.00338549 0.0084993 1.50788763

LOC643035 XM_931999.1 LOC643035 1 PREDICTED: Homo sapiens similar to CG33096-PB, isoform B, transcript variant 3 (LOC643035), mRNA.0.00135031 0.0041679 1.50359716

ATP13A3 XM_931948.1 ATP13A3 3 PREDICTED: Homo sapiens ATPase type 13A3, transcript variant 2 (ATP13A3), mRNA.0.03033027 0.04748334 1.49814233

GPR83 NM_016540.2 GPR83 11 Homo sapiens G protein-coupled receptor 83 (GPR83), mRNA.GPR72; GIR 0.02878567 0.04571049 1.49696426

GBA NM_001005742.1GBA 1 Homo sapiens glucosidase, beta; acid (includes glucosylceramidase) (GBA), transcript variant 3, mRNA.GCB; GBA1; GLUC 7.40E-05 0.00046849 1.49642971

LOC390387 XR_000589.1 LOC390387 13 PREDICTED: Homo sapiens similar to Striatin (LOC390387), misc RNA.0.02790548 0.04467179 1.49419422

KIAA1715 NM_030650.1 KIAA1715 2 Homo sapiens KIAA1715 (KIAA1715), mRNA.LNP; MGC102862; DKFZp686G1442; Ul; ulnaless0.00338026 0.00848814 1.49327861

LOC729101 NM_144981.1 LOC729101 11 PREDICTED: Homo sapiens misc_RNA (LOC729101), miscRNA.0.00093133 0.0031115 1.49263348

GMCL1 NM_178439.3 GMCL1 2 Homo sapiens germ cell-less homolog 1 (Drosophila) (GMCL1), mRNA.GCL1; BTBD13; GCL0.00023348 0.00107658 1.49260357

Hs.572219 HS.572219 CM3-MT0357-260101-690-b10 MT0357 Homo sapiens cDNA, mRNA sequence4.02E-05 0.0003072 1.49061739

LOC100131831XM_001726599.1LOC100131831 PREDICTED: Homo sapiens hypothetical protein LOC100131831 (LOC100131831), mRNA.0.002214 0.00608542 1.48797361

GNPDA2 NM_138335.1 GNPDA2 4 Homo sapiens glucosamine-6-phosphate deaminase 2 (GNPDA2), mRNA.SB52 0.00787252 0.01657469 1.4861147

LYSMD4 NM_152449.2 LYSMD4 15 Homo sapiens LysM, putative peptidoglycan-binding, domain containing 4 (LYSMD4), mRNA.MGC99501; FLJ330080.00016572 0.00083341 1.48315109

CBY1 NM_015373.3 CBY1 22 Homo sapiens chibby homolog 1 (Drosophila) (CBY1), transcript variant 1, mRNA.PGEA1; arb1; HS508I15A; PIGEA14; C22orf2; CBY; PIGEA-140.0003762 0.00154928 1.4779896

GOLGA8G NM_001012420.2GOLGA8G 15 Homo sapiens golgi autoantigen, golgin subfamily a, 8G (GOLGA8G), mRNA.DKFZp434K052 0.0104196 0.02073618 1.47520902

LOC645236 XM_928275.1 LOC645236 7 PREDICTED: Homo sapiens similar to similar to RPL23AP7 protein (LOC645236), mRNA.0.00680645 0.01481525 1.46850257

ZNF419 NM_024691.2 ZNF419 19 Homo sapiens zinc finger protein 419 (ZNF419), transcript variant 6, mRNA.ZNF419A; FLJ232330.00463513 0.01089887 1.46810409



2.0 Upreg

SH3BP5L NM_030645.1 SH3BP5L 1 Homo sapiens SH3-binding domain protein 5-like (SH3BP5L), mRNA.FLJ33845; KIAA17200.00015897 0.00080845 1.4671723

PINX1 NM_017884.3 PINX1 8 Homo sapiens PIN2-interacting protein 1 (PINX1), mRNA.LPTS; MGC8850; FLJ20565; LPTL0.01242033 0.02381933 1.46478653

GFOD1 NM_018988.1 GFOD1 6 Homo sapiens glucose-fructose oxidoreductase domain containing 1 (GFOD1), mRNA.0.00366345 0.00907141 1.46283134

TGOLN2 NM_006464.2 TGOLN2 2 Homo sapiens trans-golgi network protein 2 (TGOLN2), mRNA.TGN51; MGC14722; TGN48; TGN38; TGN46; TTGN23.12E-05 0.00025616 1.46140091

IGFALS NM_004970.1 IGFALS 16 Homo sapiens insulin-like growth factor binding protein, acid labile subunit (IGFALS), mRNA.ALS 0.00411933 0.00990681 1.45952752

Hs.534680 HS.534680 PREDICTED: Homo sapiens hypothetical LOC389089 (LOC389089), mRNA0.01030225 0.02055533 1.45851057

B9D2 NM_030578.2 B9D2 19 Homo sapiens B9 protein domain 2 (B9D2), mRNA.MGC4093; ICIS-10.01301499 0.02467241 1.45834392

GOSR2 NM_054022.2 GOSR2 17 Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript variant A, mRNA.GS27; MEMBRIN; Bos10.02416665 0.04002486 1.45762225

C16orf93 NM_001014979.1C16ORF93 16 Homo sapiens chromosome 16 open reading frame 93 (C16orf93), mRNA.MGC104706 0.00020299 0.00097183 1.45626814

LOC646300 XM_929241.1 LOC646300 PREDICTED: Homo sapiens similar to alpha 3 type VI collagen isoform 1 precursor (LOC646300), mRNA.0.02267907 0.03802471 1.45407006

C4orf48 NM_001141936.1C4ORF48 4 Homo sapiens chromosome 4 open reading frame 48 (C4orf48), mRNA.0.00023377 0.00107701 1.45238441

POU2F1 NM_002697.2 POU2F1 1 Homo sapiens POU class 2 homeobox 1 (POU2F1), mRNA.OCT1; OTF1 0.02838204 0.04523479 1.44921995

SCARNA14 NR_004388.1 SCARNA14 15 Homo sapiens small Cajal body-specific RNA 14 (SCARNA14), guide RNA.U100 0.00023289 0.00107475 1.44572323

Hs.107418 HS.107418 5 Homo sapiens cDNA FLJ41853 fis, clone NT2RI30041610.00083547 0.00285712 1.44130813

SNORA49 NR_002979.2 SNORA49 12 Homo sapiens small nucleolar RNA, H/ACA box 49 (SNORA49), small nucleolar RNA.0.0310446 0.04832323 1.43779572

IFRD1 NM_001550.2 IFRD1 7 Homo sapiens interferon-related developmental regulator 1 (IFRD1), transcript variant 1, mRNA.PC4; TIS7 0.00122283 0.00384875 1.43657559

CXorf40B NM_001013845.1CXORF40B X Homo sapiens chromosome X open reading frame 40B (CXorf40B), mRNA.0.0002102 0.00099931 1.43400578

SUV420H1 NM_016028.4 SUV420H1 11 Homo sapiens suppressor of variegation 4-20 homolog 1 (Drosophila) (SUV420H1), transcript variant 2, mRNA.MGC21161; MGC703; MGC118906; KMT5B; CGI-85; CGI85; MGC1189090.01451716 0.02688693 1.43300989

FLVCR2 NM_017791.1 FLVCR2 14 Homo sapiens feline leukemia virus subgroup C cellular receptor family, member 2 (FLVCR2), mRNA.FLVCR2; C14orf58; FLJ20371; CCT0.02938254 0.04641416 1.42914279

C18orf32 NM_001035005.2C18ORF32 18 Homo sapiens chromosome 18 open reading frame 32 (C18orf32), mRNA.FLJ23458 0.00013898 0.00072829 1.42790326

Hs.570988 HS.570988 5 Homo sapiens primary neuroblastoma cDNA, clone:Nbla10111, full insert sequence0.00048042 0.00187006 1.42497501

RGPD4 XM_935060.1 RGPD4 2 PREDICTED: Homo sapiens RANBP2-like and GRIP domain containing 4, transcript variant 4 (RGPD4), mRNA.0.03161427 0.04897148 1.424474

Hs.193557 HS.193557 1 Homo sapiens cDNA FLJ32401 fis, clone SKMUS20003390.00488411 0.01137845 1.42406513

BLCAP NM_006698.2 BLCAP 20 Homo sapiens bladder cancer associated protein (BLCAP), mRNA.BC10 0.00101896 0.00334563 1.42342679

KIAA1539 NM_025182.2 KIAA1539 9 Homo sapiens KIAA1539 (KIAA1539), mRNA.P1.11659_5; FLJ11560; RP11-182N22.6; bA182N22.60.02839157 0.04524334 1.42063815

WDR37 NM_014023.3 WDR37 10 Homo sapiens WD repeat domain 37 (WDR37), mRNA.KIAA0982; RP11-529L18.2; FLJ403540.00027527 0.00121809 1.42001247

SLC35C2 NM_173073.2 SLC35C2 20 Homo sapiens solute carrier family 35, member C2 (SLC35C2), transcript variant 2, mRNA.FLJ37039; BA394O2.1; OVCOV1; MGC39183; CGI-15; C20orf5; MGC32079; MGC206330.01543062 0.0281754 1.41584451

JAK1 NM_002227.1 JAK1 1 Homo sapiens Janus kinase 1 (JAK1), mRNA.JAK1B; JAK1A; JTK30.02418077 0.04004215 1.41159672

C12orf23 NM_152261.1 C12ORF23 12 Homo sapiens chromosome 12 open reading frame 23 (C12orf23), mRNA.FLJ13959; MGC17943; FLJ117210.02503427 0.04109234 1.40902839

TRAK2 NM_015049.1 TRAK2 2 Homo sapiens trafficking protein, kinesin binding 2 (TRAK2), mRNA.KIAA0549; GRIF1; ALS2CR3; OIP98; GRIF-1; CALS-C0.00038693 0.00158325 1.40623936

MORN2 NM_194270.1 MORN2 2 Homo sapiens MORN repeat containing 2 (MORN2), mRNA.MGC126131; BLOCK27; MGC126132; MOPT; MGC1261300.00046962 0.00183722 1.40505531

SEMG2 NM_003008.2 SEMG2 20 Homo sapiens semenogelin II (SEMG2), mRNA.SGII 0.01615652 0.02923074 1.40392446

C10orf32 NM_144591.1 C10ORF32 10 Homo sapiens chromosome 10 open reading frame 32 (C10orf32), mRNA.RP11-753C18.6; DKFZp686B2219; MGC27171; CYT19; AS3MT; FLJ407520.00036966 0.00152987 1.40245197

CD163L1 NM_174941.4 CD163L1 12 Homo sapiens CD163 molecule-like 1 (CD163L1), mRNA.M160; CD163B 0.00065027 0.00236915 1.40192976

ZFAND6 NM_019006.2 ZFAND6 15 Homo sapiens zinc finger, AN1-type domain 6 (ZFAND6), mRNA.ZA20D3; AWP1; ZFAND5B2.81E-05 0.00023824 1.40029971

ARFIP1 NM_001025593.1ARFIP1 4 Homo sapiens ADP-ribosylation factor interacting protein 1 (ARFIP1), transcript variant 2, mRNA.MGC117369; HSU525210.00242403 0.00655658 1.39784126

BTBD10 NM_032320.4 BTBD10 11 Homo sapiens BTB (POZ) domain containing 10 (BTBD10), mRNA.MGC13007; GMRP-1; GMRP11.52E-05 0.00015033 1.39531472

MPPE1 NM_023075.3 MPPE1 18 Homo sapiens metallophosphoesterase 1 (MPPE1), mRNA.0.00418384 0.01003089 1.38822292

CLEC11A NM_002975.2 CLEC11A 19 Homo sapiens C-type lectin domain family 11, member A (CLEC11A), mRNA.LSLCL; P47; SCGF; CLECSF30.00159394 0.00475774 1.38765351

FAM116A NM_152678.1 FAM116A PREDICTED: Homo sapiens family with sequence similarity 116, member A (FAM116A), mRNA.0.00011858 0.00065184 1.38632227

LOC440225 XR_042392.1 LOC440225 PREDICTED: Homo sapiens misc_RNA (LOC440225), miscRNA.0.0230238 0.03848988 1.3853943

LPCAT1 NM_024830.3 LPCAT1 5 Homo sapiens lysophosphatidylcholine acyltransferase 1 (LPCAT1), mRNA.FLJ12443; PFAAP3; lpcat; LPCAT1; AYTL20.00552599 0.01249355 1.38485712

VPS13B NM_152564.3 VPS13B 8 Homo sapiens vacuolar protein sorting 13 homolog B (yeast) (VPS13B), transcript variant 1, mRNA.COH1; DKFZp313I0811; CHS1; KIAA05320.00875342 0.01805164 1.384662

RPS4Y2 NM_001039567.2RPS4Y2 Y Homo sapiens ribosomal protein S4, Y-linked 2 (RPS4Y2), mRNA.RPS4Y2P 0.00453201 0.01071435 1.38374614

MED14 NM_004229.3 MED14 X Homo sapiens mediator complex subunit 14 (MED14), mRNA. XM_942921CXorf4; CRSP150; DRIP150; EXLM1; CRSP2; MGC104513; RGR1; TRAP170; CSRP0.01974416 0.03410897 1.38284976

TMEM185A NM_032508.1 TMEM185A X Homo sapiens transmembrane protein 185A (TMEM185A), mRNA.FAM11A; MGC118845; CXorf13; MGC1188440.01020177 0.02039603 1.38206406

LOC730820 NM_030759.1 LOC730820 PREDICTED: Homo sapiens similar to nuclear receptor binding factor 2 (LOC730820), mRNA.0.000122 0.00066427 1.37659998

ENPP4 NM_014936.3 ENPP4 6 Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative function) (ENPP4), mRNA.KIAA0879; NPP40.00378326 0.00929395 1.37516752

TYROBP NM_003332.2 TYROBP 19 Homo sapiens TYRO protein tyrosine kinase binding protein (TYROBP), transcript variant 1, mRNA.DAP12; KARAP; PLOSL0.02963792 0.04668187 1.37295058

DIRC2 NM_032839.1 DIRC2 3 Homo sapiens disrupted in renal carcinoma 2 (DIRC2), mRNA.FLJ14784; RCC4 2.32E-05 0.00020654 1.37126427

GDPD1 NM_182569.1 GDPD1 17 Homo sapiens glycerophosphodiester phosphodiesterase domain containing 1 (GDPD1), mRNA.FLJ27503; UGPQ; FLJ37451; MGC35046; GDE40.03127647 0.04857282 1.36959251

PRRG1 NM_000950.1 PRRG1 X Homo sapiens proline rich Gla (G-carboxyglutamic acid) 1 (PRRG1), mRNA.PRGP1 0.00411209 0.00989379 1.36781811

FER NM_005246.1 FER 5 Homo sapiens fer (fps/fes related) tyrosine kinase (FER), mRNA.TYK3 0.00019285 0.00093524 1.36671756

HADHA NM_000182.3 HADHA 2 Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), alpha subunit (HADHA), nuclear gene encoding mitochondrial protein, mRNA.LCHAD; MGC1728; HADH; TP-ALPHA; MTPA; GBP0.01893868 0.03299544 1.36667171

TRIM5 NM_033092.1 TRIM5 11 Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant gamma, mRNA.RNF88; TRIM5alpha0.01242348 0.02382117 1.366139

LOC643558 XM_932319.1 LOC643558 7 PREDICTED: Homo sapiens similar to General transcription factor II-I (GTFII-I) (TFII-I) (Bruton tyrosine kinase-associated protein 135) (BTK-associated protein 135) (BAP-135), transcript variant 5 (LOC643558), mRNA.0.01815225 0.03190662 1.36412766

C17orf95 NM_001080510.2C17ORF95 17 Homo sapiens chromosome 17 open reading frame 95 (C17orf95), mRNA.0.0001143 0.00063507 1.3637091

LYRM5 NM_001001660.1LYRM5 12 Homo sapiens LYR motif containing 5 (LYRM5), mRNA.0.02247201 0.03777077 1.36301703

SNRK NM_017719.3 SNRK 3 Homo sapiens SNF related kinase (SNRK), mRNA.HSNFRK; DKFZp779A1866; FLJ20224; KIAA00960.00018337 0.00090175 1.36163592

LOC644799 XM_934554.1 LOC644799 20 PREDICTED: Homo sapiens hypothetical protein LOC644799, transcript variant 1 (LOC644799), mRNA.7.17E-07 1.85E-05 1.36147303

C1GALT1C1 NM_001011551.1C1GALT1C1 X Homo sapiens C1GALT1-specific chaperone 1 (C1GALT1C1), transcript variant 1, mRNA.MGC19947; C1GALT2; HSPC067; C1Gal-T2; COSMC; c38h2-l10.00046002 0.00180489 1.35857489

C1orf66 NM_015997.2 C1ORF66 1 Homo sapiens chromosome 1 open reading frame 66 (C1orf66), mRNA.CGI-41 0.00141455 0.00433416 1.35691148

NFKB2 NM_001077494.1NFKB2 10 Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 (p49/p100) (NFKB2), transcript variant 1, mRNA.LYT10; LYT-10 0.01339246 0.02522517 1.35467472

MPV17 NM_002437.3 MPV17 2 Homo sapiens MpV17 mitochondrial inner membrane protein (MPV17), nuclear gene encoding mitochondrial protein, mRNA.SYM1 1.28E-05 0.00013163 1.35377465

FBXO8 NM_012180.2 FBXO8 4 Homo sapiens F-box protein 8 (FBXO8), mRNA.FBS; FBX8; DC100.00358864 0.00891257 1.35273916

RRM2 NM_001034.1 RRM2 2 Homo sapiens ribonucleotide reductase M2 polypeptide (RRM2), mRNA.RR2M; R2 6.77E-05 0.00044203 1.35242597

PTRH1 NM_001002913.1PTRH1 9 Homo sapiens peptidyl-tRNA hydrolase 1 homolog (S. cerevisiae) (PTRH1), mRNA.MGC51999; PTH1; C9orf1150.00217226 0.00599799 1.35217513

SLC31A1 NM_001859.2 SLC31A1 9 Homo sapiens solute carrier family 31 (copper transporters), member 1 (SLC31A1), mRNA.hCTR1; COPT1; MGC75487; CTR10.00433778 0.01032253 1.35146899

PKD2 NM_000297.2 PKD2 4 Homo sapiens polycystic kidney disease 2 (autosomal dominant) (PKD2), mRNA.PC2; PKD4; APKD2; MGC138468; MGC1384660.01536616 0.02809073 1.35071112

AYP1p1 XR_001434.1 AYP1P1 PREDICTED: Homo sapiens AYP1 pseudogene 1 (AYP1p1), misc RNA.0.01656608 0.02980304 1.34771462



2.0 Upreg

ITPK1 NM_014216.3 ITPK1 14 Homo sapiens inositol 1,3,4-triphosphate 5/6 kinase (ITPK1), mRNA.ITRPK1 0.00506335 0.01168829 1.34747288

LOC647346 XM_942836.1 LOC647346 PREDICTED: Homo sapiens similar to Alcohol dehydrogenase class III chi chain (Glutathione-dependent formaldehyde dehydrogenase) (FDH), transcript variant 2 (LOC647346), mRNA.0.0004053 0.0016405 1.34498487

LOC255783 XR_001409.1 LOC255783 19 Homo sapiens hypothetical protein LOC255783 (LOC255783), non-coding RNA.0.00011006 0.00061913 1.34423389

CHIC2 NM_012110.2 CHIC2 4 Homo sapiens cysteine-rich hydrophobic domain 2 (CHIC2), mRNA.BTL; MGC21173 8.90E-05 0.00053488 1.34248508

OKL38 NM_013370.2 OKL38 16 Homo sapiens pregnancy-induced growth inhibitor (OKL38), transcript variant 1, mRNA.BDGI 0.00022485 0.00104922 1.34121959

ABHD15 NM_198147.1 ABHD15 17 Homo sapiens abhydrolase domain containing 15 (ABHD15), mRNA.0.02835806 0.04520983 1.33753537

ELOVL1 NM_022821.2 ELOVL1 1 Homo sapiens elongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 1 (ELOVL1), mRNA.CGI-88; Ssc1 0.02005858 0.03453139 1.33619648

PNPLA2 NM_020376.2 PNPLA2 11 Homo sapiens patatin-like phospholipase domain containing 2 (PNPLA2), mRNA.PEDF-R; FP17548; TTS2; TTS-2.2; ATGL; DKFZp667M109; 1110001C14Rik0.00061675 0.00227756 1.33519208

SEPHS2 NM_012248.2 SEPHS2 16 Homo sapiens selenophosphate synthetase 2 (SEPHS2), mRNA.SPS2 0.00103348 0.00338105 1.33252618

CPVL NM_031311.3 CPVL 7 Homo sapiens carboxypeptidase, vitellogenic-like (CPVL), transcript variant 1, mRNA.HVLP; MGC100290.00018377 0.00090129 1.3316905

IRX1 NM_024337.3 IRX1 5 Homo sapiens iroquois homeobox 1 (IRX1), mRNA.IRX-5 0.02866817 0.04557719 1.33090083

MOAP1 NM_022151.4 MOAP1 14 Homo sapiens modulator of apoptosis 1 (MOAP1), mRNA.MAP-1; PNMA4 0.00037278 0.00153867 1.33017793

NRBF2 NM_030759.3 NRBF2 10 Homo sapiens nuclear receptor binding factor 2 (NRBF2), mRNA.COPR2; COPR1; NRBF-2; FLJ30395; DKFZp564C16640.00879915 0.01813563 1.3278175

APITD1 NM_198544.2 APITD1 1 Homo sapiens apoptosis-inducing, TAF9-like domain 1 (APITD1), transcript variant B, mRNA.MGC32686; CENP-S; CENPS0.00237444 0.00644492 1.32668452

UBAP2 NM_018449.2 UBAP2 9 Homo sapiens ubiquitin associated protein 2 (UBAP2), mRNA.FLJ22435; KIAA1491; FLJ46567; bA176F3.5; FLJ439470.00371119 0.00917081 1.32636668

NAP1L6 XR_017709.1 NAP1L6 PREDICTED: Homo sapiens misc_RNA (NAP1L6), miscRNA.0.00795727 0.01671104 1.32606448

DHRS7B NM_015510.3 DHRS7B 17 Homo sapiens dehydrogenase/reductase (SDR family) member 7B (DHRS7B), mRNA.MGC8916; CGI-93; DKFZp566O0847.33E-05 0.00046551 1.32534104

OXR1 NM_181354.3 OXR1 8 Homo sapiens oxidation resistance 1 (OXR1), mRNA.FLJ10125; FLJ42450; FLJ38829; FLJ41673; FLJ45656; Nbla003079.09E-06 0.00010424 1.32487223

SAMD4B NM_018028.2 SAMD4B 19 Homo sapiens sterile alpha motif domain containing 4B (SAMD4B), mRNA.FLJ10211; SMGB; MGC998320.02636264 0.04278173 1.32228323

SLC12A2 NM_001046.2 SLC12A2 5 Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), member 2 (SLC12A2), mRNA.NKCC1; BSC2; MGC104233; BSC0.00021232 0.0010072 1.32225281

LOC92659 NR_015454.1 LOC92659 17 Homo sapiens hypothetical LOC92659 (LOC92659), non-coding RNA.0.00178842 0.00519276 1.31890986

UGCGL2 NM_020121.2 UGCGL2 13 Homo sapiens UDP-glucose ceramide glucosyltransferase-like 2 (UGCGL2), mRNA.MGC87276; FLJ11485; MGC150689; HUGT2; MGC117360; FLJ108730.00092131 0.00308752 1.31815403

PTPRA NM_002836.2 PTPRA 20 Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), transcript variant 1, mRNA.HPTPalpha; RPTPA; LRP; HLPR; PTPRL2; R-PTP-alpha; HPTPA; PTPA; HEPTP0.00065411 0.00237992 1.31603809

PLK2 NM_006622.1 PLK2 5 Homo sapiens polo-like kinase 2 (Drosophila) (PLK2), mRNA.SNK 0.02303493 0.03850256 1.31590728

CBX4 NM_003655.2 CBX4 17 Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4), mRNA.NBP16; PC2; hPC20.00054102 0.0020523 1.31519575

FES NM_002005.2 FES 15 Homo sapiens feline sarcoma oncogene (FES), mRNA.FPS 0.00012118 0.0006618 1.31110329

ABCD3 NM_002858.2 ABCD3 1 Homo sapiens ATP-binding cassette, sub-family D (ALD), member 3 (ABCD3), mRNA.ABC43; PXMP1; PMP700.00990263 0.01993733 1.30749569

ALG6 NM_013339.2 ALG6 1 Homo sapiens asparagine-linked glycosylation 6 homolog (S. cerevisiae, alpha-1,3-glucosyltransferase) (ALG6), mRNA.8.87E-05 0.00053408 1.30623955

LOC283267 NR_015451.1 LOC283267 11 Homo sapiens hypothetical LOC283267 (LOC283267), non-coding RNA.0.00241388 0.00653239 1.30485166

MCFD2 NM_139279.3 MCFD2 2 Homo sapiens multiple coagulation factor deficiency 2 (MCFD2), mRNA.DKFZp686G21263; LMAN1IP; F5F8D; SDNSF0.00453867 0.01072543 1.30274514

KIDINS220 NM_020738.1 KIDINS220 2 Homo sapiens kinase D-interacting substrate of 220 kDa (KIDINS220), mRNA.ARMS; MGC1634820.00060161 0.00223992 1.3025845

ZNF45 NM_003425.2 ZNF45 19 Homo sapiens zinc finger protein 45 (ZNF45), mRNA.KOX5; ZNF13 0.02628043 0.0427057 1.30246368

CLCN3 NM_001829.2 CLCN3 4 Homo sapiens chloride channel 3 (CLCN3), transcript variant e, mRNA.ClC-3; CLC3 0.00450244 0.01066068 1.29461919

ELAVL1 NM_001419.2 ELAVL1 19 Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 1 (Hu antigen R) (ELAVL1), mRNA.MelG; HUR; ELAV1; Hua0.00093667 0.00312262 1.29441868

IDH3G NM_004135.2 IDH3G X Homo sapiens isocitrate dehydrogenase 3 (NAD+) gamma (IDH3G), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.H-IDHG 0.0003824 0.00156829 1.29119558

FOXO4 NM_005938.1 FOXO4 X Homo sapiens forkhead box O4 (FOXO4), mRNA.AFX1; AFX; FOXO4; MGC120490; MLLT70.01555959 0.02836799 1.29117693

LOC648740 NR_024438.2 LOC648740 1 Homo sapiens ACTB pseudogene (LOC648740), non-coding RNA.0.00397177 0.0096394 1.29094574

PIK3C3 NM_002647.2 PIK3C3 18 Homo sapiens phosphoinositide-3-kinase, class 3 (PIK3C3), mRNA.MGC61518; Vps340.01126424 0.02206557 1.29049793

MPHOSPH8 NM_017520.2 MPHOSPH8 13 Homo sapiens M-phase phosphoprotein 8 (MPHOSPH8), mRNA.TWA3; FLJ35237; HSMPP8; mpp80.00089097 0.00300158 1.29030663

UBL3 NM_007106.2 UBL3 13 Homo sapiens ubiquitin-like 3 (UBL3), mRNA.DKFZP434K151; PNSC1; HCG-1; FLJ320180.00508181 0.01172095 1.29017705

POLR2J2 NM_032959.4 POLR2J2 7 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J2 (POLR2J2), mRNA.MGC54043; MGC105050; RPB11b1; HRPB11B2.83E-05 0.00023887 1.28831789

GCLC NM_001498.2 GCLC 6 Homo sapiens glutamate-cysteine ligase, catalytic subunit (GCLC), mRNA.GCS; GLCLC; GLCL0.01173596 0.02278021 1.28779545

CHTF18 NM_022092.1 CHTF18 16 Homo sapiens CTF18, chromosome transmission fidelity factor 18 homolog (S. cerevisiae) (CHTF18), mRNA.Ctf18; C321D2.4; C16orf41; C321D2.3; CHL12; RUVBL; C321D2.20.00066881 0.00241244 1.28771418

OXSM NM_017897.1 OXSM 3 Homo sapiens 3-oxoacyl-ACP synthase, mitochondrial (OXSM), nuclear gene encoding mitochondrial protein, mRNA.FLJ20604; FASN2D; KS0.00135242 0.00417322 1.28647062

QSOX1 NM_002826.4 QSOX1 1 Homo sapiens quiescin Q6 sulfhydryl oxidase 1 (QSOX1), transcript variant 1, mRNA.QSCN6; FLJ34858; Q6; QSOX10.00031155 0.0013399 1.28631058

SERINC3 NM_198941.1 SERINC3 20 Homo sapiens serine incorporator 3 (SERINC3), transcript variant 2, mRNA.TMS-1; TDE; SBBI99; DIFF33; TDE1; AIGP10.00635637 0.01398684 1.28620917

C12orf62 NM_032901.2 C12ORF62 12 Homo sapiens chromosome 12 open reading frame 62 (C12orf62), mRNA.MGC14288 0.00156017 0.00468524 1.28541508

TUSC2 NM_007275.1 TUSC2 3 Homo sapiens tumor suppressor candidate 2 (TUSC2), mRNA.FUS1; C3orf11; PDAP2; PAP0.02352236 0.0391667 1.28463975

GPC2 NM_152742.1 GPC2 7 Homo sapiens glypican 2 (GPC2), mRNA.FLJ38962; DKFZp547M1090.00538672 0.0122449 1.28411371

SSR2 NM_003145.2 SSR2 1 Homo sapiens signal sequence receptor, beta (translocon-associated protein beta) (SSR2), mRNA.HSD25; DKFZp686F19123; TRAPB; TLAP1.79E-05 0.00017075 1.28404394

RAB8B NM_016530.2 RAB8B 15 Homo sapiens RAB8B, member RAS oncogene family (RAB8B), mRNA.FLJ38125 0.0032107 0.00815467 1.28263652

ANTXR1 NM_032208.1 ANTXR1 2 Homo sapiens anthrax toxin receptor 1 (ANTXR1), transcript variant 1, mRNA.ATR; FLJ21776; FLJ11298; TEM8; FLJ106010.00132956 0.00411789 1.28099894

DOPEY2 NM_005128.2 DOPEY2 21 Homo sapiens dopey family member 2 (DOPEY2), mRNA.C21orf5 0.01190359 0.02304797 1.28080618

RIOK3 NM_003831.2 RIOK3 18 Homo sapiens RIO kinase 3 (yeast) (RIOK3), transcript variant 1, mRNA.DKFZp779L1370; SUDD5.38E-05 0.0003767 1.28079073

C7orf43 NM_018275.3 C7ORF43 7 Homo sapiens chromosome 7 open reading frame 43 (C7orf43), mRNA.FLJ10925; DKFZp761G07120.01028039 0.02052302 1.27957625

RHBDF1 NM_022450.2 RHBDF1 16 Homo sapiens rhomboid 5 homolog 1 (Drosophila) (RHBDF1), mRNA.gene -90; gene -89; C16orf8; FLJ22357; EGFR-RS; hDist1; Dist1; FLJ22350.00019645 0.0009493 1.27702298

GOLGA7 NM_016099.2 GOLGA7 8 Homo sapiens golgi autoantigen, golgin subfamily a, 7 (GOLGA7), transcript variant 1, mRNA.MGC4876; GOLGA3AP1; GCP16; MGC21096; HSPC0410.00018245 0.00089846 1.27398774

CRBN NM_016302.2 CRBN 3 Homo sapiens cereblon (CRBN), mRNA.MGC27358; DKFZp781K0715; MRT2A0.01106401 0.02174781 1.27362982

LOC641992 XM_935770.1 LOC641992 PREDICTED: Homo sapiens similar to cell division cycle 42 (LOC641992), mRNA.0.01204746 0.02325196 1.27354055

MYCBP2 NM_015057.2 MYCBP2 13 Homo sapiens MYC binding protein 2 (MYCBP2), mRNA.FLJ21597; PAM; FLJ13826; FLJ10106; FLJ21646; DKFZp686M08244; KIAA09160.00474371 0.01110852 1.27285765

INSIG2 NM_016133.2 INSIG2 2 Homo sapiens insulin induced gene 2 (INSIG2), mRNA.MGC26273 0.00092604 0.00309666 1.27272611

TSNAX NM_005999.2 TSNAX 1 Homo sapiens translin-associated factor X (TSNAX), mRNA.TRAX 0.00051281 0.00196446 1.26977985

M160 NM_174941.3 M160 12 Homo sapiens scavenger receptor cysteine-rich type 1 protein M160 (M160), mRNA.CD163B 0.00068772 0.00246917 1.26829943

UFM1 NM_016617.1 UFM1 13 Homo sapiens ubiquitin-fold modifier 1 (UFM1), mRNA.bA131P10.1; C13orf20; BM-0020.00047166 0.00184323 1.26718461

STAT1 NM_139266.1 STAT1 2 Homo sapiens signal transducer and activator of transcription 1, 91kDa (STAT1), transcript variant alpha, mRNA.ISGF-3; STAT91; DKFZp686B041003.08E-05 0.00025363 1.26607674

POLR3B NM_018082.3 POLR3B 12 Homo sapiens polymerase (RNA) III (DNA directed) polypeptide B (POLR3B), mRNA.RPC2; FLJ103880.01366489 0.02561401 1.26490003

FTSJ3 NM_017647.2 FTSJ3 17 Homo sapiens FtsJ homolog 3 (E. coli) (FTSJ3), mRNA.FLJ20062; EPCS30.00533511 0.012153 1.2644231

RIC8B NM_018157.1 RIC8B 12 Homo sapiens resistance to inhibitors of cholinesterase 8 homolog B (C. elegans) (RIC8B), mRNA.hSyn; FLJ10620; MGC39476; RIC80.01487264 0.02737271 1.26115194

DLEU2 XM_934422.1 DLEU2 13 Homo sapiens deleted in lymphocytic leukemia 2 (non-protein coding) (DLEU2), non-coding RNA.MGC88287; 1B4; LEU2; DLB2; RFP2OS; TRIM13OS; BCMSUN0.00355318 0.00884672 1.26087136

ASF1A NM_014034.1 ASF1A 6 Homo sapiens ASF1 anti-silencing function 1 homolog A (S. cerevisiae) (ASF1A), mRNA.DKFZP547E2110; CIA; dJ329L24.20.00163734 0.00485793 1.26052319



2.0 Upreg

HTRA2 NM_013247.4 HTRA2 2 Homo sapiens HtrA serine peptidase 2 (HTRA2), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.PARK13; OMI; PRSS250.01373572 0.02572459 1.26030946

TCTN3 NM_015631.4 TCTN3 Homo sapiens tectonic family member 3 (TCTN3), mRNA.0.01086174 0.02143162 1.26006192

DBT Hs.444093 DBT 1 Homo sapiens dihydrolipoamide branched chain transacylase E2 (DBT), nuclear gene encoding mitochondrial protein, mRNA.BCATE2; MGC9061; E2B; E20.00313193 0.00800136 1.25977202

ACAA1 NM_001607.2 ACAA1 3 Homo sapiens acetyl-Coenzyme A acyltransferase 1 (peroxisomal 3-oxoacyl-Coenzyme A thiolase) (ACAA1), nuclear gene encoding mitochondrial protein, mRNA.THIO; ACAA; PTHIO0.0016103 0.00479736 1.25916673

C2orf42 NM_017880.1 C2ORF42 2 Homo sapiens chromosome 2 open reading frame 42 (C2orf42), mRNA.FLJ20558 0.00951579 0.01930874 1.25862152

ETS1 NM_005238.2 ETS1 11 Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) (ETS1), mRNA.FLJ10768; ETS-1; EWSR20.00103378 0.003381 1.25740206

MGC72104 NM_207350.1 MGC72104 20 Homo sapiens similar to FRG1 protein (FSHD region gene 1 protein) (MGC72104), mRNA.0.00254417 0.00679864 1.25723815

COQ10A NM_144576.2 COQ10A 12 Homo sapiens coenzyme Q10 homolog A (S. cerevisiae) (COQ10A), transcript variant 1, mRNA.FLJ32452 0.00730584 0.01562375 1.254739

FAM131A NM_144635.3 FAM131A 3 Homo sapiens family with sequence similarity 131, member A (FAM131A), mRNA.MGC21688; PRO1378; FLAT715; C3orf400.00532861 0.01214075 1.25300072

TMEM184C NM_018241.2 TMEM184C 4 Homo sapiens transmembrane protein 184C (TMEM184C), mRNA.0.00831619 0.01734747 1.25287524

MNAT1 NM_002431.2 MNAT1 14 Homo sapiens menage a trois homolog 1, cyclin H assembly factor (Xenopus laevis) (MNAT1), mRNA.MAT1; RNF66 0.00051241 0.00196432 1.25237434

AFTPH NM_017657.3 AFTPH 2 Homo sapiens aftiphilin (AFTPH), transcript variant 2, mRNA.MGC33965; FLJ23793; Nbla10388; FLJ200800.0086494 0.01788124 1.25197068

USP9X NM_004652.3 USP9X X Homo sapiens ubiquitin specific peptidase 9, X-linked (USP9X), transcript variant 4, mRNA.DFFRX; FAF 0.00199078 0.00562408 1.25149627

SASH1 NM_015278.3 SASH1 6 Homo sapiens SAM and SH3 domain containing 1 (SASH1), mRNA.RP3-323M4.1; dJ323M4; dJ323M4.1; KIAA0790; SH3D6A0.01712648 0.03052322 1.25144464

EXTL2 NM_001033025.1EXTL2 1 Homo sapiens exostoses (multiple)-like 2 (EXTL2), transcript variant 2, mRNA.EXTR2 0.00347677 0.00869432 1.25124003

FAM190B NM_018999.2 FAM190B 10 Homo sapiens family with sequence similarity 190, member B (FAM190B), mRNA.FLJ14262; Gcap14; FLJ25809; bA486O22.10.01744285 0.03092983 1.25102247

SIL1 NM_001037633.1SIL1 5 Homo sapiens SIL1 homolog, endoplasmic reticulum chaperone (S. cerevisiae) (SIL1), transcript variant 1, mRNA.MSS; BAP; ULG50.01092833 0.02153956 1.24843522

C14orf129 NM_016472.3 C14ORF129 14 Homo sapiens chromosome 14 open reading frame 129 (C14orf129), mRNA.HSPC210; GSKIP; MGC49450.00037374 0.00154206 1.24767917

UNC5A NM_133369.2 UNC5A 5 Homo sapiens unc-5 homolog A (C. elegans) (UNC5A), mRNA.UNC5H1; FLJ16449; KIAA19760.00439314 0.01043371 1.24682734

SELK NM_021237.3 SELK 3 Homo sapiens selenoprotein K (SELK), mRNA.HSPC297; MGC17057; HSPC0300.00077779 0.00270152 1.24681193

C1orf52 NM_198077.1 C1ORF52 1 Homo sapiens chromosome 1 open reading frame 52 (C1orf52), mRNA.RP11-234D19.1; gm117; FLJ449820.00012208 0.00066435 1.24571612

AFF4 NM_014423.2 AFF4 5 Homo sapiens AF4/FMR2 family, member 4 (AFF4), mRNA.AF5Q31; MGC75036; MCEF0.016414 0.02958822 1.24500073

ULK1 XM_942125.1 ULK1 PREDICTED: Homo sapiens unc-51-like kinase 1 (C. elegans) (ULK1), mRNA.0.0001555 0.0007938 1.24256291

TRAPPC6B NM_001079537.1TRAPPC6B 14 Homo sapiens trafficking protein particle complex 6B (TRAPPC6B), transcript variant 1, mRNA.0.00812754 0.01703242 1.24225374

HIST1H2BK NM_080593.1 HIST1H2BK 6 Homo sapiens histone cluster 1, H2bk (HIST1H2BK), mRNA.MGC131989; H2BFT; H2BFAiii; H2B/S7.58E-06 9.24E-05 1.24197257

LOC648399 XM_926857.1 LOC648399 PREDICTED: Homo sapiens similar to Ornithine aminotransferase, mitochondrial precursor (Ornithine--oxo-acid aminotransferase) (LOC648399), mRNA.0.00077875 0.00270399 1.24089433

APAF1 NM_181869.1 APAF1 12 Homo sapiens apoptotic peptidase activating factor 1 (APAF1), transcript variant 1, mRNA.CED4; DKFZp781B11450.02046538 0.0350872 1.24089298

SLC30A3 NM_003459.4 SLC30A3 2 Homo sapiens solute carrier family 30 (zinc transporter), member 3 (SLC30A3), mRNA.ZNT3 2.88E-05 0.00024208 1.23975706

KIAA0556 NM_015202.1 KIAA0556 16 Homo sapiens KIAA0556 (KIAA0556), mRNA.0.0097626 0.01970287 1.23949559

PPP1R7 NM_002712.1 PPP1R7 2 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 7 (PPP1R7), mRNA.SDS22 0.00607009 0.01349903 1.23816582

PRKD2 NM_016457.3 PRKD2 19 Homo sapiens protein kinase D2 (PRKD2), mRNA.HSPC187; PKD20.01613191 0.02920079 1.23807506

FAM89B NM_152832.1 FAM89B 11 Homo sapiens family with sequence similarity 89, member B (FAM89B), transcript variant 3, mRNA.MTVR1 2.27E-05 0.00020414 1.23774616

C3orf31 NM_138807.2 C3ORF31 3 Homo sapiens chromosome 3 open reading frame 31 (C3orf31), mRNA.MGC16471; DKFZp434E05190.01366253 0.025614 1.2370609

AGGF1 NM_018046.3 AGGF1 5 Homo sapiens angiogenic factor with G patch and FHA domains 1 (AGGF1), mRNA.VG5Q; FLJ10283; HUS84971; GPATCH7; HSU84971; GPATC70.01563817 0.0284826 1.23661217

CPSF3L NM_017871.3 CPSF3L 1 Homo sapiens cleavage and polyadenylation specific factor 3-like (CPSF3L), mRNA.RC68; RC-68; INTS11; FLJ13294; CPSF73L; FLJ20542; INT110.00144622 0.00441257 1.23614578

CYB5R4 NM_016230.2 CYB5R4 6 Homo sapiens cytochrome b5 reductase 4 (CYB5R4), mRNA.RP4-676J13.1; dJ676J13.1; NCB5OR0.01173131 0.02277932 1.23397328

EIF4G3 NM_003760.2 EIF4G3 1 Homo sapiens eukaryotic translation initiation factor 4 gamma, 3 (EIF4G3), mRNA.eIF4GII 0.0026132 0.00695234 1.2338019

CENTG2 NM_014914.2 CENTG2 2 Homo sapiens centaurin, gamma 2 (CENTG2), mRNA.GGAP1; MGC71657; KIAA1099; AGAP17.35E-05 0.00046603 1.23310663

PIGF NM_173074.1 PIGF 2 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class F (PIGF), transcript variant 2, mRNA.MGC32646; MGC331360.0072506 0.01553007 1.23302203

STYXL1 NM_016086.2 STYXL1 7 Homo sapiens serine/threonine/tyrosine interacting-like 1 (STYXL1), mRNA.MK-STYX; DUSP240.0010026 0.00329589 1.23301696

TOM1 NM_005488.1 TOM1 22 Homo sapiens target of myb1 (chicken) (TOM1), mRNA.FLJ33404 0.01903314 0.03313877 1.23228562

MTF2 NM_007358.1 MTF2 1 Homo sapiens metal response element binding transcription factor 2 (MTF2), mRNA.dJ976O13.2; PCL2; M96; RP5-976O13.10.00851579 0.01765877 1.2317048

KIAA0090 NM_015047.1 KIAA0090 1 Homo sapiens KIAA0090 (KIAA0090), mRNA.RP1-43E13.1 0.00040059 0.0016257 1.23118971

SCOC NM_032547.1 SCOC 4 Homo sapiens short coiled-coil protein (SCOC), mRNA.HRIHFB2072; SCOCO0.00027547 0.0012185 1.23094918

PMAIP1 NM_021127.1 PMAIP1 18 Homo sapiens phorbol-12-myristate-13-acetate-induced protein 1 (PMAIP1), mRNA.APR; NOXA 0.0002953 0.00128167 1.23081721

PURB NM_033224.3 PURB 7 Homo sapiens purine-rich element binding protein B (PURB), mRNA.MGC126786; MGC126784; PURBETA0.0005038 0.00194298 1.23056609

AP4E1 NM_007347.3 AP4E1 15 Homo sapiens adaptor-related protein complex 4, epsilon 1 subunit (AP4E1), mRNA.DKFZp686L121670.02260112 0.03793497 1.22982318

BICD2 NM_001003800.1BICD2 9 Homo sapiens bicaudal D homolog 2 (Drosophila) (BICD2), transcript variant 1, mRNA.bA526D8.1; KIAA06990.01281139 0.02438427 1.22884212

GATAD2B NM_020699.1 GATAD2B 1 Homo sapiens GATA zinc finger domain containing 2B (GATAD2B), mRNA.MGC138285; P66beta; RP11-216N14.6; KIAA1150; FLJ37346; MGC1382570.00616449 0.01366144 1.22778438

POLG2 NM_007215.2 POLG2 17 Homo sapiens polymerase (DNA directed), gamma 2, accessory subunit (POLG2), mRNA.POLB; MTPOLB; POLGB; PEOA4; HP550.01390647 0.02596383 1.22776418

C12orf5 NM_020375.1 C12ORF5 12 Homo sapiens chromosome 12 open reading frame 5 (C12orf5), mRNA.TIGAR 0.01905643 0.03314746 1.22715164

CRIPT NM_014171.3 CRIPT 2 Homo sapiens cysteine-rich PDZ-binding protein (CRIPT), mRNA.HSPC139 3.35E-05 0.00026884 1.22440226

L2HGDH NM_024884.1 L2HGDH 14 Homo sapiens L-2-hydroxyglutarate dehydrogenase (L2HGDH), mRNA.FLJ12618; C14orf1600.01453712 0.02691014 1.22420152

RAB11FIP5 NM_015470.1 RAB11FIP5 2 Homo sapiens RAB11 family interacting protein 5 (class I) (RAB11FIP5), mRNA.RIP11; pp75; KIAA0857; GAF1; DKFZP434H0180.00013916 0.00072884 1.22405215

CAMSAP1L1 NM_203459.1 CAMSAP1L1 1 Homo sapiens calmodulin regulated spectrin-associated protein 1-like 1 (CAMSAP1L1), mRNA.KIAA1078; MGC150681; MGC150680; RP11-93N17.10.01726928 0.0307022 1.22338269

ITGB3BP NM_014288.3 ITGB3BP 1 Homo sapiens integrin beta 3 binding protein (beta3-endonexin) (ITGB3BP), mRNA.HSU37139; CENPR; NRIF3; TAP20; CENP-R0.01455062 0.02693055 1.22291936

ACTR1B NM_005735.2 ACTR1B 2 Homo sapiens ARP1 actin-related protein 1 homolog B, centractin beta (yeast) (ACTR1B), mRNA.CTRN2; ARP1B 0.00023494 0.00108055 1.22216162

LHPP NM_022126.2 LHPP 10 Homo sapiens phospholysine phosphohistidine inorganic pyrophosphate phosphatase (LHPP), mRNA.MGC142189; MGC142191; MGC1172513.02E-05 0.00024976 1.22086815

SUPT4H1 NM_003168.1 SUPT4H1 17 Homo sapiens suppressor of Ty 4 homolog 1 (S. cerevisiae) (SUPT4H1), mRNA.SPT4H; SUPT4H 8.44E-05 0.00051353 1.22022195

UTP14C NM_021645.4 UTP14C 13 Homo sapiens UTP14, U3 small nucleolar ribonucleoprotein, homolog C (yeast) (UTP14C), mRNA.UTP14B; KIAA0266; MGC104971; 2700066J21Rik0.00402257 0.0097236 1.21902501

TM2D1 NM_032027.2 TM2D1 1 Homo sapiens TM2 domain containing 1 (TM2D1), mRNA.BBP 0.00010831 0.00061114 1.21887847

VPS25 NM_032353.2 VPS25 17 Homo sapiens vacuolar protein sorting 25 homolog (S. cerevisiae) (VPS25), mRNA.MGC10540; FAP20; EAP20; DERP90.00787112 0.01657817 1.21887788

LMF2 NM_033200.1 LMF2 22 Homo sapiens lipase maturation factor 2 (LMF2), mRNA.TMEM153; TMEM112B0.00395428 0.00961412 1.21716964

Hs.542428 HS.542428 20 xc76e10.x1 NCI_CGAP_Ov32 Homo sapiens cDNA clone IMAGE:2590218 3, mRNA sequence0.02015988 0.03465637 1.21666699

ANKRD54 NM_138797.1 ANKRD54 22 Homo sapiens ankyrin repeat domain 54 (ANKRD54), mRNA.0.00637284 0.01401174 1.21654377

VRK1 NM_003384.2 VRK1 14 Homo sapiens vaccinia related kinase 1 (VRK1), mRNA.MGC142070; MGC138280; MGC1174010.00064994 0.00236874 1.21619508

TNFAIP8L1 NM_152362.1 TNFAIP8L1 19 Homo sapiens tumor necrosis factor, alpha-induced protein 8-like 1 (TNFAIP8L1), mRNA.MGC17791 0.02748033 0.04411465 1.21569741

ACN9 NM_020186.1 ACN9 7 Homo sapiens ACN9 homolog (S. cerevisiae) (ACN9), mRNA.DC11 7.99E-05 0.00049449 1.21533822

MFF NM_020194.4 MFF 2 Homo sapiens mitochondrial fission factor (MFF), nuclear gene encoding mitochondrial protein, mRNA.MGC110913; GL004; DKFZp666J1680.00193134 0.00549471 1.21431507

C1orf122 NM_198446.1 C1ORF122 1 Homo sapiens chromosome 1 open reading frame 122 (C1orf122), mRNA.ALAESM; FLJ454590.00104605 0.00341088 1.21219888



2.0 Upreg

WRB NM_004627.2 WRB 21 Homo sapiens tryptophan rich basic protein (WRB), mRNA.CHD5 0.00106179 0.00345185 1.21105418

PGM3 NM_015599.1 PGM3 6 Homo sapiens phosphoglucomutase 3 (PGM3), mRNA.AGM1; PAGM; DKFZp434B1870.00301733 0.00778175 1.21089348

GPAM NM_020918.2 GPAM 10 Homo sapiens glycerol-3-phosphate acyltransferase, mitochondrial (GPAM), nuclear gene encoding mitochondrial protein, mRNA.GPAT1; MGC26846; KIAA1560; RP11-426E5.20.00322846 0.00819405 1.21087972

NKIRAS1 NM_020345.3 NKIRAS1 3 Homo sapiens NFKB inhibitor interacting Ras-like 1 (NKIRAS1), mRNA.KBRAS1; kappaB-Ras10.00013038 0.00069701 1.21073002

KIAA0913 NM_015037.1 KIAA0913 10 Homo sapiens KIAA0913 (KIAA0913), mRNA.FLJ34302 0.00012438 0.00067287 1.21019469

TUBG2 NM_016437.1 TUBG2 17 Homo sapiens tubulin, gamma 2 (TUBG2), mRNA.MGC131994 0.01131032 0.02212394 1.20781777

BRD7P2 XR_039198.1 BRD7P2 PREDICTED: Homo sapiens misc_RNA (BRD7P2), miscRNA.0.00283418 0.00740428 1.20750486

NANS NM_018946.2 NANS 9 Homo sapiens N-acetylneuraminic acid synthase (sialic acid synthase) (NANS), mRNA.SAS 0.00120322 0.00380688 1.20650896

TRIM66 NM_014818.1 TRIM66 11 Homo sapiens tripartite motif-containing 66 (TRIM66), mRNA.0.02198833 0.03711854 1.20609079

MEF2D NM_005920.2 MEF2D 1 Homo sapiens myocyte enhancer factor 2D (MEF2D), mRNA.DKFZp686I15360.00071854 0.00255618 1.20601636

ZNF557 NM_001044387.1ZNF557 19 Homo sapiens zinc finger protein 557 (ZNF557), transcript variant 2, mRNA.MGC4054 0.0255454 0.04177361 1.20553767

LOC552889 NM_001136262.1LOC552889 12 Homo sapiens hypothetical protein LOC552889 (LOC552889), mRNA.0.0087303 0.01801079 1.20536037

C14orf142 NM_032490.3 C14ORF142 14 Homo sapiens chromosome 14 open reading frame 142 (C14orf142), mRNA.MGC133207; MGC104244; PNAS-1270.0316102 0.04897215 1.20459373

STT3B NM_178862.1 STT3B 3 Homo sapiens STT3, subunit of the oligosaccharyltransferase complex, homolog B (S. cerevisiae) (STT3B), mRNA.STT3-B; SIMP; FLJ901060.01867032 0.03261154 1.20406478

CABC1 NM_020247.3 CABC1 1 Homo sapiens chaperone, ABC1 activity of bc1 complex homolog (S. pombe) (CABC1), nuclear gene encoding mitochondrial protein, mRNA.MGC4849; COQ8; ADCK30.00037434 0.00154337 1.20396387

CCNC NM_001013399.1CCNC 6 Homo sapiens cyclin C (CCNC), transcript variant 2, mRNA.CycC 0.00010342 0.00059282 1.20375961

LOC93622 NM_138699.2 LOC93622 PREDICTED: Homo sapiens hypothetical protein BC006130 (LOC93622), misc RNA.0.00577345 0.01295598 1.20218623

LRRC58 NM_001099678.1LRRC58 3 Homo sapiens leucine rich repeat containing 58 (LRRC58), mRNA.0.00212474 0.00590277 1.20181585

BIK NM_001197.3 BIK 22 Homo sapiens BCL2-interacting killer (apoptosis-inducing) (BIK), mRNA.NBK; BIP1; BP4 0.00323836 0.00820766 1.20050287

RNF216 NM_019011.4 RNF216 7 Homo sapiens ring finger protein 216 (RNF216), transcript variant 1, mRNA.ZIN; UBCE7IP1; U7I10.00707234 0.01522928 1.20045896

CD46 NM_172358.1 CD46 1 Homo sapiens CD46 molecule, complement regulatory protein (CD46), transcript variant m, mRNA.TLX; MCP; TRA2.10; MGC26544; MIC100.00727034 0.015557 1.1991108

Hs.279842 HS.279842 1 Homo sapiens HSPC157 protein, mRNA (cDNA clone IMAGE:6672800), partial cds0.00744264 0.01586012 1.19890606

TMEM9 NM_016456.2 TMEM9 1 Homo sapiens transmembrane protein 9 (TMEM9), mRNA.TMEM9A 0.00126846 0.00396938 1.19831834

CBARA1 NM_006077.1 CBARA1 10 Homo sapiens calcium binding atopy-related autoantigen 1 (CBARA1), mRNA.CALC; EFHA3; DKFZp564C246; FLJ126840.02127175 0.03621262 1.19828135

PPHLN1 NM_201438.1 PPHLN1 12 Homo sapiens periphilin 1 (PPHLN1), transcript variant 5, mRNA.HSPC206; HSPC232; MGC487860.00205984 0.00577264 1.19796644

AKAP11 NM_016248.2 AKAP11 13 Homo sapiens A kinase (PRKA) anchor protein 11 (AKAP11), mRNA.PRKA11; AKAP220; DKFZp781I12161; KIAA0629; FLJ113040.009013 0.01847827 1.19442176

LRRC1 NM_025168.1 LRRC1 6 Homo sapiens leucine rich repeat containing 1 (LRRC1), mRNA.dJ523E19.1; LANO; FLJ11834; FLJ107750.01081521 0.02136308 1.19421132

FAM188A NM_024948.2 FAM188A 10 Homo sapiens family with sequence similarity 188, member A (FAM188A), mRNA.DERP5; MST126; my042; FLJ13397; MSTP126; CARP; RP11-394I23.10.00013369 0.00070805 1.19333884

TMEM42 NM_144638.1 TMEM42 3 Homo sapiens transmembrane protein 42 (TMEM42), mRNA.MGC29956 0.02469221 0.04067216 1.19257532

ACAD8 NM_014384.1 ACAD8 11 Homo sapiens acyl-Coenzyme A dehydrogenase family, member 8 (ACAD8), mRNA.ACAD-8 0.01218251 0.02344184 1.19255651

SDCBP NM_001007067.1SDCBP 8 Homo sapiens syndecan binding protein (syntenin) (SDCBP), transcript variant 2, mRNA.MDA-9; SYCL; TACIP18; ST10.00087629 0.00296498 1.19150824

C4orf34 NM_174921.1 C4ORF34 4 Homo sapiens chromosome 4 open reading frame 34 (C4orf34), mRNA.FLJ13289 3.31E-05 0.00026687 1.19116468

MRPL10 NM_145255.2 MRPL10 17 Homo sapiens mitochondrial ribosomal protein L10 (MRPL10), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.MGC17973; RPML8; MRP-L80.00093325 0.003116 1.1897294

UBE4A NM_004788.2 UBE4A 11 Homo sapiens ubiquitination factor E4A (UFD2 homolog, yeast) (UBE4A), mRNA.UFD2; KIAA0126; UBOX2; MGC133315; E40.00010728 0.00060817 1.18963545

CORO1B NM_020441.2 CORO1B 11 Homo sapiens coronin, actin binding protein, 1B (CORO1B), transcript variant 1, mRNA.CORONIN-2; DKFZP762I1660.00497667 0.01152983 1.18939474

ASB1 NM_016114.3 ASB1 2 Homo sapiens ankyrin repeat and SOCS box-containing 1 (ASB1), mRNA.MGC11165; KIAA1146; ASB-10.00725315 0.01553245 1.1883512

WBP1 NM_012477.2 WBP1 2 Homo sapiens WW domain binding protein 1 (WBP1), mRNA.MGC15305; WBP-10.00830248 0.0173222 1.18825215

CCDC84 NM_198489.1 CCDC84 11 Homo sapiens coiled-coil domain containing 84 (CCDC84), mRNA.DLNB14 0.00117394 0.00374147 1.18821543

DFFA NM_004401.2 DFFA 1 Homo sapiens DNA fragmentation factor, 45kDa, alpha polypeptide (DFFA), transcript variant 1, mRNA.DFF-45; ICAD; DFF10.00124554 0.00390552 1.18801058

OSBPL2 NM_144498.1 OSBPL2 20 Homo sapiens oxysterol binding protein-like 2 (OSBPL2), transcript variant 2, mRNA.MGC4307; KIAA0772; ORP2; MGC8342; FLJ20223; ORP-20.02370659 0.03941306 1.18729383

FAM53C NM_016605.1 FAM53C 5 Homo sapiens family with sequence similarity 53, member C (FAM53C), mRNA.C5orf6 0.00011312 0.00062949 1.18566566

HERPUD1 NM_001010990.1HERPUD1 16 Homo sapiens homocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-like domain member 1 (HERPUD1), transcript variant 3, mRNA.Mif1; SUP; HERP; KIAA00250.00011931 0.00065456 1.18559429

LOC728602 XR_039532.1 LOC728602 PREDICTED: Homo sapiens misc_RNA (LOC728602), partial miscRNA.0.00966072 0.01954443 1.18482355

LOC100134537XR_039501.1 LOC100134537 7 PREDICTED: Homo sapiens misc_RNA (LOC100134537), miscRNA.5.95E-05 0.000401 1.18458512

C14orf109 NM_015676.1 C14ORF109 14 Homo sapiens chromosome 14 open reading frame 109 (C14orf109), transcript variant 2, mRNA.DKFZP564F11230.00235261 0.00639844 1.18436702

CCNH NM_001239.2 CCNH 5 Homo sapiens cyclin H (CCNH), mRNA.p34; CAK; p37 0.01515628 0.02776309 1.18313387

GMPPA NM_013335.2 GMPPA 2 Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), transcript variant 2, mRNA.0.00044817 0.00177115 1.18290622

HDHD1A NM_012080.3 HDHD1A X Homo sapiens haloacid dehalogenase-like hydrolase domain containing 1A (HDHD1A), mRNA.DXF68S1E; GS1; FAM16AX0.02235107 0.03762569 1.18288009

LOC650832 XM_939919.1 LOC650832 PREDICTED: Homo sapiens similar to mitogen-activated protein kinase kinase 3 isoform A (LOC650832), mRNA.0.01108017 0.02177564 1.18230806

C5orf37 NM_152408.1 C5ORF37 5 Homo sapiens chromosome 5 open reading frame 37 (C5orf37), mRNA.MGC120443; MGC120444; FLJ35779; MGC1204420.00191425 0.00545752 1.18224607

RNF167 NM_015528.1 RNF167 17 Homo sapiens ring finger protein 167 (RNF167), mRNA.5730408C10Rik; DKFZP566H073; LP22540.00631673 0.01391654 1.18165266

HOXA10 NM_018951.2 HOXA10 7 Homo sapiens homeobox A10 (HOXA10), transcript variant 1, mRNA.MGC12859; PL; HOX1H; HOX1; HOX1.80.01534188 0.02806051 1.18086959

EIF2B3 NM_020365.2 EIF2B3 1 Homo sapiens eukaryotic translation initiation factor 2B, subunit 3 gamma, 58kDa (EIF2B3), mRNA.EIF-2B; EIF2Bgamma0.01896648 0.03303858 1.18013662

STAG3L2 NM_001013739.1STAG3L2 7 Homo sapiens stromal antigen 3-like 2 (STAG3L2), mRNA.MGC131759 0.00391417 0.0095358 1.17951366

GOLGA8B NM_001023567.1GOLGA8B Homo sapiens golgi autoantigen, golgin subfamily a, 8B (GOLGA8B), mRNA.KIAA0855; GOLGA50.00037389 0.00154211 1.1790267

UNC45A NM_017979.1 UNC45A 15 Homo sapiens unc-45 homolog A (C. elegans) (UNC45A), transcript variant 3, mRNA.FLJ10043; SMAP-1; GC-UNC45; IRO0397000.00762746 0.01617784 1.17841427

REEP6 NM_138393.1 REEP6 19 Homo sapiens receptor accessory protein 6 (REEP6), mRNA.FLJ25383; DP1L1; C19orf32; TB2L10.00067045 0.00241672 1.17753753

ARIH1 NM_005744.2 ARIH1 15 Homo sapiens ariadne homolog, ubiquitin-conjugating enzyme E2 binding protein, 1 (Drosophila) (ARIH1), mRNA.ARI; HHARI; UBCH7BP; HARI0.01948829 0.03376356 1.17749667

KLHL9 NM_018847.1 KLHL9 9 Homo sapiens kelch-like 9 (Drosophila) (KLHL9), mRNA.RP11-380P16.6; FLJ218150.00074366 0.00262235 1.17660932

LOC100134108XM_001713975.1LOC100134108 PREDICTED: Homo sapiens similar to succinate dehydrogenase complex, subunit A, flavoprotein (Fp) (LOC100134108), mRNA.0.00257542 0.00686694 1.17644559

AKTIP NM_022476.2 AKTIP 16 Homo sapiens AKT interacting protein (AKTIP), transcript variant 2, mRNA.FTS; FT1 0.00028818 0.00126032 1.17613152

COG2 NM_007357.1 COG2 1 Homo sapiens component of oligomeric golgi complex 2 (COG2), mRNA.LDLC 0.02530419 0.04145402 1.17554682

PROCR NM_006404.3 PROCR 20 Homo sapiens protein C receptor, endothelial (EPCR) (PROCR), mRNA.CCCA; EPCR; CCD41; MGC23024; CD201; bA42O4.20.00951212 0.01930489 1.17470002

C4orf27 NM_017867.1 C4ORF27 4 Homo sapiens chromosome 4 open reading frame 27 (C4orf27), mRNA.FLJ20534 0.00306322 0.00786093 1.17464049

CMC1 NM_182523.1 CMC1 3 Homo sapiens COX assembly mitochondrial protein homolog (S. cerevisiae) (CMC1), nuclear gene encoding mitochondrial protein, mRNA.DKFZp779D0833; MGC615710.00686357 0.0148978 1.17436425

C1orf63 NM_207035.1 C1ORF63 1 Homo sapiens chromosome 1 open reading frame 63 (C1orf63), transcript variant 1, mRNA.RP3-465N24.4; NPD014; DJ465N24.2.10.00380845 0.00933475 1.17380433

LOC100131785XR_039574.1 LOC100131785 7 PREDICTED: Homo sapiens misc_RNA (LOC100131785), miscRNA.0.01168918 0.02272594 1.1737666

SPTAN1 NM_003127.1 SPTAN1 9 Homo sapiens spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) (SPTAN1), mRNA.FLJ44613; (ALPHA)II-SPECTRIN0.00398965 0.00966983 1.17313397

RAB11FIP2 NM_014904.1 RAB11FIP2 10 Homo sapiens RAB11 family interacting protein 2 (class I) (RAB11FIP2), mRNA.Rab11-FIP2; KIAA0941; nRip110.00781428 0.01648721 1.17300115

ZWINT NM_001005414.1ZWINT 10 Homo sapiens ZW10 interactor (ZWINT), transcript variant 4, mRNA.MGC117174; KNTC2AP; HZwint-10.01711211 0.0305026 1.17124129



2.0 Upreg

PIP4K2A NM_005028.4 PIP4K2A 10 Homo sapiens phosphatidylinositol-5-phosphate 4-kinase, type II, alpha (PIP4K2A), mRNA.PIP5KII-alpha; PIP5K2A; PIPK; FLJ13267; PIP5KIIA4.33E-06 6.30E-05 1.17102948

C5orf21 NM_032042.3 C5ORF21 5 Homo sapiens chromosome 5 open reading frame 21 (C5orf21), mRNA.DKFZP564D172 0.00536842 0.01221351 1.16988943

HSF2 NM_004506.2 HSF2 6 Homo sapiens heat shock transcription factor 2 (HSF2), mRNA.MGC117376; MGC75048; MGC1561960.02065071 0.03533248 1.16988861

C2orf44 NM_025203.1 C2ORF44 2 Homo sapiens chromosome 2 open reading frame 44 (C2orf44), mRNA.FLJ21945; PP3840.00062995 0.00230903 1.16981835

ZSWIM7 NM_001042697.1ZSWIM7 17 Homo sapiens zinc finger, SWIM-type containing 7 (ZSWIM7), transcript variant 1, mRNA.SWS1 0.0231275 0.03863946 1.16939972

DNAJB2 NM_006736.5 DNAJB2 2 Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 2 (DNAJB2), transcript variant 2, mRNA.HSPF3; HSJ1 0.00419082 0.01004319 1.16861699

MYO9B NM_004145.2 MYO9B 19 Homo sapiens myosin IXB (MYO9B), mRNA.MYR5; CELIAC4 0.00834019 0.01738085 1.16786972

THOC2 NM_020449.1 THOC2 X Homo sapiens THO complex 2 (THOC2), mRNA.CXorf3; dJ506G2.1; THO20.00565066 0.01272247 1.16774386

LOC648852 XM_940430.1 LOC648852 PREDICTED: Homo sapiens hypothetical protein LOC648852 (LOC648852), mRNA.0.00527142 0.01204327 1.1677301

SPNS1 NM_032038.1 SPNS1 16 Homo sapiens spinster homolog 1 (Drosophila) (SPNS1), mRNA.SPINL; FLJ38358; HSpin1; PP2030; nrs; LAT; SPIN10.00312999 0.00799829 1.16728478

GDF15 NM_004864.1 GDF15 19 Homo sapiens growth differentiation factor 15 (GDF15), mRNA.PTGFB; GDF-15; PDF; NAG-1; MIC1; PLAB; MIC-19.77E-06 0.0001096 1.16702898

DGKQ NM_001347.2 DGKQ 4 Homo sapiens diacylglycerol kinase, theta 110kDa (DGKQ), mRNA.DAGK7; DAGK4; DAGK0.00052997 0.00202023 1.16560771

SDSL NM_138432.2 SDSL 12 Homo sapiens serine dehydratase-like (SDSL), mRNA.SDS-RS1 0.00713531 0.01534056 1.16503945

PMM1 NM_002676.1 PMM1 22 Homo sapiens phosphomannomutase 1 (PMM1), mRNA.Sec53 0.0013362 0.00413492 1.16450647

HDAC3 NM_003883.2 HDAC3 5 Homo sapiens histone deacetylase 3 (HDAC3), mRNA.RPD3; HD3; RPD3-24.78E-05 0.00034785 1.16390005

BIRC2 NM_001166.3 BIRC2 11 Homo sapiens baculoviral IAP repeat-containing 2 (BIRC2), mRNA.API1; Hiap-2; MIHB; RNF48; HIAP2; cIAP10.00671295 0.01464106 1.16369584

ARPC4 NM_005718.3 ARPC4 3 Homo sapiens actin related protein 2/3 complex, subunit 4, 20kDa (ARPC4), transcript variant 1, mRNA.ARC20; p20-Arc; MGC135440.0011881 0.0037711 1.16329368

GLRX NM_002064.1 GLRX 5 Homo sapiens glutaredoxin (thioltransferase) (GLRX), mRNA.GRX; GRX1; MGC1174074.13E-05 0.00031442 1.16280169

SLC30A7 NM_133496.3 SLC30A7 1 Homo sapiens solute carrier family 30 (zinc transporter), member 7 (SLC30A7), mRNA.ZnT-7; ZNT7; ZnTL2; DKFZp686M03680.00152307 0.00459671 1.16277682

ENO2 NM_001975.2 ENO2 12 Homo sapiens enolase 2 (gamma, neuronal) (ENO2), mRNA.NSE 7.66E-05 0.00048009 1.16209643

LMO4 NM_006769.2 LMO4 1 Homo sapiens LIM domain only 4 (LMO4), mRNA.0.00021249 0.00100581 1.16194977

PDCD6IP NM_013374.3 PDCD6IP 3 Homo sapiens programmed cell death 6 interacting protein (PDCD6IP), mRNA.MGC17003; Alix; DRIP4; AIP1; HP950.02501141 0.04107964 1.16194584

LOC728153 XM_926814.1 LOC728153 5 PREDICTED: Homo sapiens similar to FAM133B protein, transcript variant 1 (LOC728153), mRNA.0.03109321 0.04838502 1.16186007

KLHDC5 NM_020782.1 KLHDC5 12 Homo sapiens kelch domain containing 5 (KLHDC5), mRNA.MGC131714; KIAA13400.00073056 0.00258707 1.16179293

PIGM NM_145167.1 PIGM 1 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class M (PIGM), mRNA.MGC29896 0.01540947 0.02815096 1.16105883

MCL1 NM_021960.3 MCL1 1 Homo sapiens myeloid cell leukemia sequence 1 (BCL2-related) (MCL1), transcript variant 1, mRNA.MCL1L; MGC104264; MGC1839; TM; MCL1S; EAT0.00333678 0.00839835 1.16005817

KIAA1751 XM_933934.1 KIAA1751 1 PREDICTED: Homo sapiens KIAA1751, transcript variant 2 (KIAA1751), mRNA.0.00720957 0.01545437 1.15974143

LMAN2L NM_030805.1 LMAN2L 2 Homo sapiens lectin, mannose-binding 2-like (LMAN2L), mRNA.MGC11139; VIPL; DKFZp564L24230.0004743 0.00185022 1.15948859

PGS1 NM_024419.3 PGS1 17 Homo sapiens phosphatidylglycerophosphate synthase 1 (PGS1), mRNA.DKFZP762M186; MGC1319600.00051747 0.00197813 1.15948743

UCHL3 NM_006002.3 UCHL3 13 Homo sapiens ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) (UCHL3), mRNA.UCH-L3 0.00074866 0.00263316 1.15912552

ARL1 NM_001177.3 ARL1 12 Homo sapiens ADP-ribosylation factor-like 1 (ARL1), mRNA.ARFL1 0.00199204 0.00562618 1.15887767

TSPYL1 NM_003309.1 TSPYL1 6 Homo sapiens TSPY-like 1 (TSPYL1), mRNA.TSPYL 0.0001236 0.00066964 1.15861277

HELZ NM_014877.2 HELZ 17 Homo sapiens helicase with zinc finger (HELZ), mRNA.DKFZp586G1924; MGC163454; KIAA0054; DHRC; DRHC; HUMORF50.0292227 0.04622886 1.15698895

EXOC2 NM_018303.4 EXOC2 6 Homo sapiens exocyst complex component 2 (EXOC2), mRNA.Sec5p; FLJ11026; SEC5L1; SEC50.02479681 0.04081972 1.15679241

DCAF7 NM_005828.2 DCAF7 17 Homo sapiens DDB1 and CUL4 associated factor 7 (DCAF7), mRNA.AN11; HAN11 6.51E-05 0.00042972 1.15647822

SLC39A3 NM_213568.1 SLC39A3 19 Homo sapiens solute carrier family 39 (zinc transporter), member 3 (SLC39A3), transcript variant 2, mRNA.ZIP3 0.00625509 0.01381153 1.15592778

EAPP NM_018453.3 EAPP 14 Homo sapiens E2F-associated phosphoprotein (EAPP), mRNA.FLJ20578; MGC4957; BM036; EAPP; C14orf110.00082392 0.0028265 1.15555705

KATNA1 NM_007044.2 KATNA1 6 Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNA1), mRNA.0.01263736 0.02413334 1.15502362

Hs.497591 HS.497591 14 Homo sapiens cDNA FLJ41846 fis, clone NT2RI30031620.01480396 0.02727402 1.15497054

PEA15 NM_003768.2 PEA15 1 Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA15), mRNA.HUMMAT1H; PEA-15; PED; MAT1; MAT1H; HMAT10.00014468 0.00075379 1.15331249

HNRNPH2 NM_001032393.1HNRNPH2 X Homo sapiens heterogeneous nuclear ribonucleoprotein H2 (H') (HNRNPH2), transcript variant 2, mRNA.HNRPH'; FTP3; hnRNPH'0.01767617 0.03125178 1.1528432

MRPS31 NM_005830.2 MRPS31 13 Homo sapiens mitochondrial ribosomal protein S31 (MRPS31), nuclear gene encoding mitochondrial protein, mRNA.MRP-S31; IMOGN380.0024057 0.00651349 1.15273165

MFAP1 NM_005926.2 MFAP1 15 Homo sapiens microfibrillar-associated protein 1 (MFAP1), mRNA.0.00400213 0.00968495 1.15260919

SLC4A5 NM_133478.2 SLC4A5 2 Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 5 (SLC4A5), transcript variant c, mRNA.NBC4; MGC1296620.0202179 0.03473963 1.15149891

MKRN2 NM_014160.3 MKRN2 3 Homo sapiens makorin ring finger protein 2 (MKRN2), mRNA.HSPC070; RNF620.00213035 0.00591383 1.15052773

UNC84A NM_025154.2 UNC84A 7 Homo sapiens unc-84 homolog A (C. elegans) (UNC84A), mRNA.KIAA0810; SUN1; FLJ12407; MGC1766490.00116541 0.00372302 1.14994461

BTG1 NM_001731.1 BTG1 12 Homo sapiens B-cell translocation gene 1, anti-proliferative (BTG1), mRNA.9.30E-05 0.00054938 1.14955056

STX2 NM_001980.2 STX2 12 Homo sapiens syntaxin 2 (STX2), transcript variant 2, mRNA.MGC51014; STX2C; STX2A; EPM; STX2B; EPIM0.00266091 0.00705337 1.14937154

HRASLS3 NM_007069.1 HRASLS3 11 Homo sapiens HRAS-like suppressor 3 (HRASLS3), mRNA.HREV107-3; HREV107; H-REV107-1; MGC1187540.01009166 0.02022799 1.14917307

PRKCSH NM_001001329.1PRKCSH 19 Homo sapiens protein kinase C substrate 80K-H (PRKCSH), transcript variant 2, mRNA.G19P1; AGE-R2; PLD1; PCLD0.00118741 0.00377112 1.14858168

KATNB1 NM_005886.1 KATNB1 16 Homo sapiens katanin p80 (WD repeat containing) subunit B 1 (KATNB1), mRNA.KAT 0.00214634 0.00595214 1.1468054

BRP44 NM_015415.1 BRP44 1 Homo sapiens brain protein 44 (BRP44), transcript variant 2, mRNA.MGC125752; DKFZP564B167; MGC1257530.00109308 0.00353559 1.14639231

CDC7 NM_003503.2 CDC7 1 Homo sapiens cell division cycle 7 homolog (S. cerevisiae) (CDC7), mRNA.HsCDC7; MGC126237; CDC7L1; huCDC7; MGC126238; Hsk1; MGC1173610.0007237 0.00257033 1.1463311

KBTBD11 NM_014867.1 KBTBD11 8 Homo sapiens kelch repeat and BTB (POZ) domain containing 11 (KBTBD11), mRNA.KIAA0711; KLHDC7C0.01043328 0.0207558 1.14583397

STX5 NM_003164.2 STX5 11 Homo sapiens syntaxin 5 (STX5), mRNA.STX5A; SED5 0.00185735 0.00533448 1.14559975

DBNL NM_014063.5 DBNL 7 Homo sapiens drebrin-like (DBNL), transcript variant 1, mRNA.SH3P7; HIP-55; ABP10.00019091 0.00092789 1.14539488

WDR33 NM_001006623.1WDR33 2 Homo sapiens WD repeat domain 33 (WDR33), transcript variant 3, mRNA.WDC146; FLJ112940.02239664 0.03769072 1.14521597

LOC730432 XM_936257.1 LOC730432 PREDICTED: Homo sapiens similar to serine/threonine/tyrosine interacting protein, transcript variant 1 (LOC730432), mRNA.0.00045664 0.00179681 1.1448213

STX6 NM_005819.4 STX6 1 Homo sapiens syntaxin 6 (STX6), mRNA.0.00493091 0.01145312 1.14480629

LOC646567 XM_940087.1 LOC646567 1 PREDICTED: Homo sapiens similar to HSPC307 (LOC646567), mRNA.0.00045162 0.0017822 1.14462999

C2orf30 NM_015701.2 C2ORF30 2 Homo sapiens chromosome 2 open reading frame 30 (C2orf30), mRNA.CL24936; CL25084; XTP3TPB0.00545589 0.01237109 1.14460379

HSD17B10 NM_004493.2 HSD17B10 X Homo sapiens hydroxysteroid (17-beta) dehydrogenase 10 (HSD17B10), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.HCD2; ABAD; ERAB; MHBD; SCHAD; 17b-HSD10; HADH20.01148923 0.02242948 1.14393676

YIPF3 NM_015388.2 YIPF3 6 Homo sapiens Yip1 domain family, member 3 (YIPF3), mRNA.FinGER3; dJ337H4.3; KLIP1; DKFZP566C243; RP3-337H4.3; C6orf1090.00037497 0.0015454 1.14319436

SH3GL1 NM_003025.2 SH3GL1 19 Homo sapiens SH3-domain GRB2-like 1 (SH3GL1), mRNA.SH3P8; MGC111371; CNSA1; EEN; SH3D2B0.03008467 0.04719403 1.14290009

RNF123 NM_022064.2 RNF123 3 Homo sapiens ring finger protein 123 (RNF123), mRNA.KPC1; DKFZp686C2222; FP1477; FLJ12565; MGC1635040.00461997 0.01087029 1.14250306

CCDC45 NM_138363.1 CCDC45 17 Homo sapiens coiled-coil domain containing 45 (CCDC45), mRNA.DKFZp667E18240.00651707 0.01428549 1.14187043

LOC642333 XM_939884.1 LOC642333 PREDICTED: Homo sapiens similar to M-phase phosphoprotein, mpp8 (LOC642333), mRNA.0.0061304 0.01359421 1.14122899

ZNF526 NM_133444.1 ZNF526 19 Homo sapiens zinc finger protein 526 (ZNF526), mRNA.KIAA1951; MGC4267; DKFZp762O0590.02993254 0.04702326 1.14116704

DPM1 NM_003859.1 DPM1 20 Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 1, catalytic subunit (DPM1), mRNA.MPDS; CDGIE 3.01E-05 0.00024969 1.14115909

CHEK2 NM_007194.3 CHEK2 22 Homo sapiens CHK2 checkpoint homolog (S. pombe) (CHEK2), transcript variant 1, mRNA.HuCds1; CHK2; LFS2; RAD53; CDS1; PP14250.030648 0.04787042 1.14094938



2.0 Upreg

ATP6V1A NM_001690.2 ATP6V1A 3 Homo sapiens ATPase, H+ transporting, lysosomal 70kDa, V1 subunit A (ATP6V1A), mRNA.VA68; Vma1; HO68; ATP6V1A1; VPP2; ATP6A10.000133 0.00070682 1.1406916

Hs.579631 HS.579631 19 AGENCOURT_10229596 NIH_MGC_141 Homo sapiens cDNA clone IMAGE:6563923 5, mRNA sequence9.43E-05 0.00055566 1.14067797

FLJ40722 XM_945696.1 FLJ40722 PREDICTED: Homo sapiens hypothetical protein FLJ40722, transcript variant 4 (FLJ40722), mRNA.0.020848 0.03562517 1.14064692

TMEM55B NM_144568.1 TMEM55B 14 Homo sapiens transmembrane protein 55B (TMEM55B), mRNA.DKFZp434M0519; MGC26684; C14orf90.00864809 0.01788194 1.1397438

COPE NM_199444.1 COPE 19 Homo sapiens coatomer protein complex, subunit epsilon (COPE), transcript variant 3, mRNA.FLJ13241; epsilon-COP0.0001186 0.00065162 1.13933747

EAF1 NM_033083.5 EAF1 3 Homo sapiens ELL associated factor 1 (EAF1), mRNA.0.00866802 0.01791633 1.13886453

RNF31 NM_017999.3 RNF31 14 Homo sapiens ring finger protein 31 (RNF31), mRNA.FLJ23501; MGC19975; FLJ10111; ZIBRA0.02196127 0.03708438 1.13837305

LOC644310 XM_927480.1 LOC644310 PREDICTED: Homo sapiens similar to ubiquinol-cytochrome c reductase complex (LOC644310), mRNA.0.00833981 0.0173834 1.13817534

ITGAV NM_002210.2 ITGAV 2 Homo sapiens integrin, alpha V (vitronectin receptor, alpha polypeptide, antigen CD51) (ITGAV), mRNA.CD51; DKFZp686A08142; VNRA; MSK80.0056591 0.0127362 1.1379286

MAGEB6B XM_373340.1 MAGEB6B X PREDICTED: Homo sapiens melanoma antigen family B, 6B pseudogene (MAGEB6B), mRNA.0.00332732 0.00837649 1.13767304

SWAP70 NM_015055.1 SWAP70 11 Homo sapiens SWAP switching B-cell complex 70kDa subunit (SWAP70), mRNA.HSPC321; FLJ39540; KIAA0640; SWAP-700.00778587 0.01644962 1.13706968

MRPS33 NM_016071.2 MRPS33 7 Homo sapiens mitochondrial ribosomal protein S33 (MRPS33), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.FLJ21123; CGI-139; PTD003; MRP-S330.00158753 0.00474381 1.13688817

GGCT NM_024051.2 GGCT 7 Homo sapiens gamma-glutamyl cyclotransferase (GGCT), mRNA.FLJ11717; MGC3077; CRF210.00037661 0.00155038 1.13618368

LOC100133662XM_001713618.1LOC100133662 PREDICTED: Homo sapiens hypothetical protein LOC100133662 (LOC100133662), mRNA.0.00495498 0.0114992 1.13596075

C2orf56 NM_144736.3 C2ORF56 2 Homo sapiens chromosome 2 open reading frame 56 (C2orf56), transcript variant 3, mRNA.PRO1853 0.03137067 0.04868434 1.13557216

ZSWIM1 NM_080603.3 ZSWIM1 20 Homo sapiens zinc finger, SWIM-type containing 1 (ZSWIM1), mRNA.C20orf162 0.01743213 0.03092091 1.13504236

ITM2B NM_021999.2 ITM2B 13 Homo sapiens integral membrane protein 2B (ITM2B), mRNA.E3-16; BRICD2B; FBD; E25B; BRI; BRI2; ABRI0.00018229 0.00089845 1.13502726

HSPC171 NM_014187.1 HSPC171 Homo sapiens HSPC171 protein (HSPC171), mRNA.0.00417101 0.01000453 1.13460347

BCDIN3D NM_181708.1 BCDIN3D 12 Homo sapiens BCDIN3 domain containing (BCDIN3D), mRNA.0.02067029 0.03535485 1.13451092

C19orf60 NM_001100419.1C19ORF60 19 Homo sapiens chromosome 19 open reading frame 60 (C19orf60), transcript variant 2, mRNA.FLJ20850; FLJ37391; FLJ30108; FLJ346060.00077554 0.00269456 1.13436751

NECAP1 NM_015509.2 NECAP1 12 Homo sapiens NECAP endocytosis associated 1 (NECAP1), mRNA.DKFZP566B183; MGC1319000.00032286 0.00137817 1.13399284

C14orf179 NM_052873.1 C14ORF179 14 Homo sapiens chromosome 14 open reading frame 179 (C14orf179), mRNA.FLJ32173; MGC160280.02687092 0.04336697 1.13353863

PGRMC2 NM_006320.1 PGRMC2 4 Homo sapiens progesterone receptor membrane component 2 (PGRMC2), mRNA.DG6; PMBP 0.00137879 0.00424016 1.13326139

C6orf173 NM_001012507.1C6ORF173 6 Homo sapiens chromosome 6 open reading frame 173 (C6orf173), mRNA.DKFZp686L1553; CUG20.00111667 0.00359479 1.13323736

OCEL1 NM_024578.1 OCEL1 19 Homo sapiens occludin/ELL domain containing 1 (OCEL1), mRNA.S863-9; FLJ22709; FWP0090.00716728 0.01538798 1.13322298

RNF126 NM_194460.1 RNF126 19 Homo sapiens ring finger protein 126 (RNF126), mRNA.MGC14317; MGC1022; FLJ205520.01737062 0.03083697 1.1324994

SYAP1 NM_032796.2 SYAP1 X Homo sapiens synapse associated protein 1, SAP47 homolog (Drosophila) (SYAP1), mRNA.FLJ14495; DKFZp686K221; PRO3113; FLJ441850.00844188 0.01754568 1.13241402

AP3D1 NM_003938.4 AP3D1 19 Homo sapiens adaptor-related protein complex 3, delta 1 subunit (AP3D1), transcript variant 2, mRNA.hBLVR; ADTD 0.00837004 0.01742302 1.13143856

CLPTM1 NM_001294.1 CLPTM1 19 Homo sapiens cleft lip and palate associated transmembrane protein 1 (CLPTM1), mRNA.0.00023102 0.00106932 1.13106664

LOC728499 XM_928299.1 LOC728499 5 PREDICTED: Homo sapiens similar to Nuclear envelope pore membrane protein POM 121 (Pore membrane protein of 121 kDa) (P145) (LOC728499), mRNA.0.01015659 0.02033938 1.13066744

C7orf26 NM_024067.2 C7ORF26 7 Homo sapiens chromosome 7 open reading frame 26 (C7orf26), mRNA.MGC2718 0.00303981 0.00781933 1.12978727

DENND5A NM_015213.2 DENND5A 11 Homo sapiens DENN/MADD domain containing 5A (DENND5A), mRNA.FLJ33829; FLJ22354; FLJ43455; KIAA10910.00487405 0.01136477 1.12973168

MCOLN2 NM_153259.2 MCOLN2 1 Homo sapiens mucolipin 2 (MCOLN2), mRNA.TRP-ML2; TRPML2; FLJ366910.00580226 0.01300454 1.12971389

AP1G1 NM_001128.5 AP1G1 16 Homo sapiens adaptor-related protein complex 1, gamma 1 subunit (AP1G1), transcript variant 2, mRNA.MGC18255; ADTG; CLAPG10.03017171 0.04730326 1.12848151

PSMC4 NM_006503.2 PSMC4 19 Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 4 (PSMC4), transcript variant 1, mRNA.MIP224; MGC23214; TBP7; MGC13687; S6; MGC85700.00463527 0.01089684 1.1282691

UBLCP1 NM_145049.1 UBLCP1 5 Homo sapiens ubiquitin-like domain containing CTD phosphatase 1 (UBLCP1), mRNA.MGC10067; FLJ25267; CPUB10.00522212 0.01196585 1.12826749

DCP2 NM_152624.4 DCP2 5 Homo sapiens DCP2 decapping enzyme homolog (S. cerevisiae) (DCP2), mRNA.NUDT20; FLJ332450.00049207 0.00190584 1.12720645

TMEM118 NM_032814.1 TMEM118 Homo sapiens transmembrane protein 118 (TMEM118), mRNA.FLJ14627 0.00187348 0.00536803 1.12700892

Hs.545976 HS.545976 X xm52h06.x1 NCI_CGAP_GC6 Homo sapiens cDNA clone IMAGE:2687867 3, mRNA sequence0.02316693 0.03869938 1.12579133

PI4K2B NM_018323.2 PI4K2B 4 Homo sapiens phosphatidylinositol 4-kinase type 2 beta (PI4K2B), mRNA.FLJ11105; PIK42B; PI4KIIB0.03140908 0.04873003 1.125045

NDFIP2 NM_019080.1 NDFIP2 13 Homo sapiens Nedd4 family interacting protein 2 (NDFIP2), mRNA.FLJ25842; N4wbp5a; KIAA11650.00021686 0.00102072 1.12495081

LRPAP1 NM_002337.1 LRPAP1 4 Homo sapiens low density lipoprotein receptor-related protein associated protein 1 (LRPAP1), mRNA.MGC138272; A2MRAP; RAP; HBP44; A2RAP; MRAP0.00307918 0.00788886 1.12452443

CHSY1 NM_014918.3 CHSY1 15 Homo sapiens chondroitin sulfate synthase 1 (CHSY1), mRNA.CSS1; KIAA09900.00028745 0.00125816 1.1237411

RTN4IP1 NM_032730.3 RTN4IP1 6 Homo sapiens reticulon 4 interacting protein 1 (RTN4IP1), nuclear gene encoding mitochondrial protein, mRNA.NIMP; MGC129340.01295023 0.02457965 1.12365814

OAT NM_000274.1 OAT 10 Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene encoding mitochondrial protein, mRNA.HOGA; DKFZp781A111550.0001154 0.00063985 1.12331909

LOC646966 XR_038853.1 LOC646966 PREDICTED: Homo sapiens misc_RNA (LOC646966), miscRNA.0.00902166 0.01848557 1.12301604

TMEM60 NM_032936.2 TMEM60 7 Homo sapiens transmembrane protein 60 (TMEM60), mRNA.MGC74482; C7orf35; DC320.00117242 0.0037399 1.12259113

SPPL2A NM_032802.2 SPPL2A 15 Homo sapiens signal peptide peptidase-like 2A (SPPL2A), mRNA.PSL2; IMP3 0.00245873 0.00663065 1.12231602

FRG1 NM_004477.2 FRG1 4 Homo sapiens FSHD region gene 1 (FRG1), mRNA.FSG1; FRG1A 0.00197031 0.00557784 1.12192969

PLRG1 NM_002669.2 PLRG1 4 Homo sapiens pleiotropic regulator 1 (PRL1 homolog, Arabidopsis) (PLRG1), mRNA.MGC110980; PRL10.00030114 0.00130235 1.12159953

CAPRIN2 NM_023925.3 CAPRIN2 12 Homo sapiens caprin family member 2 (CAPRIN2), transcript variant 2, mRNA.MGC134848; MGC102894; MGC134847; FLJ11391; caprin-2; C1QDC1; EEG-1; FLJ22569; EEG10.0247597 0.04077098 1.12157366

SRP54 NM_003136.2 SRP54 14 Homo sapiens signal recognition particle 54kDa (SRP54), mRNA.0.00024593 0.00111691 1.12013989

M6PR NM_002355.2 M6PR 12 Homo sapiens mannose-6-phosphate receptor (cation dependent) (M6PR), mRNA.SMPR; FLJ32994; CD-MPR; MPR460.00960744 0.019462 1.11903697

ACTR1A NM_005736.2 ACTR1A 10 Homo sapiens ARP1 actin-related protein 1 homolog A, centractin alpha (yeast) (ACTR1A), mRNA.ARP1 0.00149611 0.00453676 1.1189017

SIVA NM_006427.2 SIVA 14 Homo sapiens CD27-binding (Siva) protein (SIVA), transcript variant 1, mRNA.CD27BP 3.18E-05 0.00025936 1.11847663

VAMP7 NM_005638.3 VAMP7 XY Homo sapiens vesicle-associated membrane protein 7 (VAMP7), mRNA.TI-VAMP; VAMP7; VAMP-7; SYBL10.00934033 0.01902017 1.11838797

COQ2 NM_015697.5 COQ2 4 Homo sapiens coenzyme Q2 homolog, prenyltransferase (yeast) (COQ2), mRNA.CL640; FLJ260720.01458619 0.02695964 1.11835755

NPLOC4 NM_017921.1 NPLOC4 17 Homo sapiens nuclear protein localization 4 homolog (S. cerevisiae) (NPLOC4), mRNA.FLJ20657; FLJ23742; NPL4; KIAA14990.00467554 0.01097016 1.11829464

TFB1M NM_016020.1 TFB1M 6 Homo sapiens transcription factor B1, mitochondrial (TFB1M), mRNA.CGI75; mtTFB; CGI-750.00598754 0.01334548 1.11828445

MRPS11 NM_176805.1 MRPS11 15 Homo sapiens mitochondrial ribosomal protein S11 (MRPS11), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.HCC-2; FLJ22512; FLJ234060.00198328 0.0056058 1.1178573

ATP1B1 NM_001001787.1ATP1B1 1 Homo sapiens ATPase, Na+/K+ transporting, beta 1 polypeptide (ATP1B1), transcript variant 2, mRNA.MGC1798; ATP1B0.00050417 0.00194233 1.11780239

LOC100134648XM_001724681.1LOC100134648 7 PREDICTED: Homo sapiens similar to hCG2024106, transcript variant 2 (LOC100134648), mRNA.0.02656275 0.04298451 1.11763869

FOXO3 NM_001455.2 FOXO3 6 Homo sapiens forkhead box O3 (FOXO3), transcript variant 1, mRNA.FOXO2; FKHRL1; AF6q21; DKFZp781A0677; MGC12739; FKHRL1P2; MGC31925; FOXO3A0.01164192 0.02266649 1.11700369

CNIH NM_005776.2 CNIH 14 Homo sapiens cornichon homolog (Drosophila) (CNIH), mRNA.CNIH1; CNIL; TGAM77; MGC1171560.00018743 0.00091508 1.11633703

BCL2L12 NM_052842.2 BCL2L12 19 Homo sapiens BCL2-like 12 (proline rich) (BCL2L12), transcript variant 3, mRNA.MGC120315; MGC120314; MGC1203137.74E-05 0.00048406 1.1163352

YIF1A NM_020470.1 YIF1A 11 Homo sapiens Yip1 interacting factor homolog A (S. cerevisiae) (YIF1A), mRNA.FinGER7; 54TM; YIF1P; YIF10.01054913 0.02093643 1.11616509

ARIH2 NM_006321.1 ARIH2 3 Homo sapiens ariadne homolog 2 (Drosophila) (ARIH2), mRNA.FLJ10938; TRIAD1; FLJ33921; ARI20.00030347 0.00131034 1.11559026

KIAA0355 NM_014686.2 KIAA0355 19 Homo sapiens KIAA0355 (KIAA0355), mRNA.0.0314866 0.0488085 1.11530262

LOC347376 XM_937928.1 LOC347376 PREDICTED: Homo sapiens similar to H3 histone, family 3B (LOC347376), mRNA.0.01170062 0.02273192 1.11454241

LOC389517 NM_001032389.1LOC389517 Homo sapiens similar to Williams Beuren syndrome chromosome region 19 (LOC389517), mRNA.0.00209119 0.00583195 1.11440177



2.0 Upreg

RP11-529I10.4NM_015448.1 RP11-529I10.4 10 Homo sapiens deleted in a mouse model of primary ciliary dyskinesia (RP11-529I10.4), mRNA.DKFZP566F084 0.01212146 0.0233409 1.11426901

ANKMY2 NM_020319.1 ANKMY2 7 Homo sapiens ankyrin repeat and MYND domain containing 2 (ANKMY2), mRNA.DKFZP564O043; ZMYND200.02158609 0.03660441 1.11402439

C16orf80 NM_013242.2 C16ORF80 16 Homo sapiens chromosome 16 open reading frame 80 (C16orf80), mRNA.EVORF; GTL3 0.01002675 0.02013129 1.11387162

ELP3 NM_018091.3 ELP3 8 Homo sapiens elongation protein 3 homolog (S. cerevisiae) (ELP3), mRNA.FLJ10422; KAT9 0.0173474 0.0308058 1.11383359

ZNF330 NM_014487.2 ZNF330 4 Homo sapiens zinc finger protein 330 (ZNF330), mRNA.NOA36; HSA65910.01792649 0.03162745 1.11342283

RNGTT NM_003800.1 RNGTT 6 Homo sapiens RNA guanylyltransferase and 5'-phosphatase (RNGTT), mRNA.HCE1; hCAP; CAP1A; HCE; DKFZp686J20310.00543611 0.01232881 1.1126038

PMP22 NM_153321.1 PMP22 17 Homo sapiens peripheral myelin protein 22 (PMP22), transcript variant 2, mRNA.CMT1A; GAS-3; DSS; CMT1E; MGC20769; HMSNIA; HNPP; Sp1100.0083459 0.01738942 1.11228351

GLA NM_000169.1 GLA X Homo sapiens galactosidase, alpha (GLA), mRNA.GALA 0.00109863 0.00355144 1.11133838

ZDHHC7 NM_017740.1 ZDHHC7 16 Homo sapiens zinc finger, DHHC-type containing 7 (ZDHHC7), mRNA.ZNF370; FLJ10792; FLJ202790.00053378 0.00202978 1.1111273

BRD7 NM_013263.2 BRD7 16 Homo sapiens bromodomain containing 7 (BRD7), mRNA.CELTIX1; NAG4; BP750.00552873 0.01249714 1.10956156

DCTN5 NM_032486.2 DCTN5 16 Homo sapiens dynactin 5 (p25) (DCTN5), mRNA.MGC3248; p25 0.02548632 0.04170838 1.10928042

TUSC4 NM_006545.4 TUSC4 3 Homo sapiens tumor suppressor candidate 4 (TUSC4), mRNA.NPR2L; NPRL2 0.00111535 0.00359158 1.10904703

PRPF19 NM_014502.3 PRPF19 11 Homo sapiens PRP19/PSO4 pre-mRNA processing factor 19 homolog (S. cerevisiae) (PRPF19), mRNA.NMP200; PRP19; hPSO4; UBOX4; SNEV; PSO40.01874733 0.03270927 1.10894358

TMEM14D XM_928242.2 TMEM14D 10 PREDICTED: Homo sapiens transmembrane protein 14D (TMEM14D), mRNA.0.00023083 0.00106889 1.10838485

CBWD5 NM_001024916.2CBWD5 9 Homo sapiens COBW domain containing 5 (CBWD5), mRNA.FLJ40320; DC36; MGC167043; MGC44166; FLJ348560.01889911 0.03293179 1.10818658

BTAF1 NM_003972.2 BTAF1 10 Homo sapiens BTAF1 RNA polymerase II, B-TFIID transcription factor-associated, 170kDa (Mot1 homolog, S. cerevisiae) (BTAF1), mRNA.TAF172; KIAA0940; TAF(II)170; TAFII170; MOT1; MGC1384060.01939764 0.03364404 1.10800461

LOC728324 XR_015322.2 LOC728324 PREDICTED: Homo sapiens misc_RNA (LOC728324), miscRNA.0.00182064 0.00525824 1.10784138

RAP2A NM_021033.4 RAP2A 13 Homo sapiens RAP2A, member of RAS oncogene family (RAP2A), mRNA.RAP2; K-REV; KREV; RbBP-300.00999778 0.02009912 1.10766847

KRT10 NM_000421.2 KRT10 17 Homo sapiens keratin 10 (epidermolytic hyperkeratosis; keratosis palmaris et plantaris) (KRT10), mRNA.K10; KPP; CK10 0.0166831 0.02997387 1.10701099

TMED9 NM_017510.3 TMED9 5 Homo sapiens transmembrane emp24 protein transport domain containing 9 (TMED9), mRNA.HSGP25L2G 0.00050391 0.00194271 1.10666257

SERBP1 NM_001018068.1SERBP1 1 Homo sapiens SERPINE1 mRNA binding protein 1 (SERBP1), transcript variant 3, mRNA.CGI-55; FLJ90489; DKFZp564M2423; CHD3IP; PAIRBP1; PAI-RBP1; HABP4L0.02058038 0.03525099 1.10589446

G6PD NM_000402.2 G6PD X Homo sapiens glucose-6-phosphate dehydrogenase (G6PD), transcript variant 1, mRNA.G6PD1 0.0185051 0.03239064 1.10569747

LOC727808 XR_041978.1 LOC727808 PREDICTED: Homo sapiens hypothetical protein LOC727808 (LOC727808), miscRNA.0.02684969 0.04334558 1.10494414

LOC644330 XM_946163.1 LOC644330 19 PREDICTED: Homo sapiens similar to tropomyosin 3 isoform 2 (LOC644330), mRNA.0.01091523 0.02151763 1.10445345

CSNK1E NM_001894.4 CSNK1E 22 Homo sapiens casein kinase 1, epsilon (CSNK1E), transcript variant 2, mRNA.MGC10398; HCKIE0.02908739 0.04608189 1.10424218

RAD51C NM_058216.1 RAD51C 17 Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 1, mRNA.MGC104277; RAD51L20.00105416 0.00343217 1.10419877

CXXC1 NM_014593.2 CXXC1 18 Homo sapiens CXXC finger 1 (PHD domain) (CXXC1), mRNA.SPP1; HsT2645; 5830420C16Rik; hCGBP; CGBP; 2410002I16Rik; PHF18; PCCX1; CFP10.00141448 0.00433518 1.10387526

PNPLA6 NM_006702.2 PNPLA6 19 Homo sapiens patatin-like phospholipase domain containing 6 (PNPLA6), mRNA.sws; NTE 0.00490576 0.01141177 1.10337657

OCRL NM_001587.3 OCRL X Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant b, mRNA.NPHL2; OCRL1; LOCR; INPP5F0.02295206 0.03839947 1.10223763

CCBE1 NM_133459.1 CCBE1 18 Homo sapiens collagen and calcium binding EGF domains 1 (CCBE1), mRNA.FLJ30681; MGC508610.00889467 0.0182805 1.10204469

PRIM1 NM_000946.2 PRIM1 12 Homo sapiens primase, DNA, polypeptide 1 (49kDa) (PRIM1), mRNA.MGC12308; p490.00122036 0.00384766 1.10191497

LOC100134304XM_001720739.1LOC100134304 PREDICTED: Homo sapiens similar to hCG1983233 (LOC100134304), mRNA.0.00161187 0.00479939 1.10184675

ANKIB1 NM_019004.1 ANKIB1 7 Homo sapiens ankyrin repeat and IBR domain containing 1 (ANKIB1), mRNA.DKFZP434A0225; KIAA1386; FLJ331230.01477489 0.02723431 1.10148872

FGFRL1 NM_001004358.1FGFRL1 4 Homo sapiens fibroblast growth factor receptor-like 1 (FGFRL1), transcript variant 3, mRNA.FGFR5; FHFR 0.03199761 0.04948065 1.10130464

DYNLT1 NM_006519.1 DYNLT1 6 Homo sapiens dynein, light chain, Tctex-type 1 (DYNLT1), mRNA.tctex-1; CW-1; MGC111571; TCTEL14.03E-05 0.0003079 1.10040298

GAPVD1 NM_015635.2 GAPVD1 9 Homo sapiens GTPase activating protein and VPS9 domains 1 (GAPVD1), mRNA.MGC138848; DKFZP434C212; KIAA1521; RAP6; MGC1388470.01227235 0.02357297 1.09956153

C3orf26 NM_032359.2 C3ORF26 3 Homo sapiens chromosome 3 open reading frame 26 (C3orf26), mRNA.MGC4308 0.00683507 0.01485076 1.09915093

TNFRSF12A NM_016639.1 TNFRSF12A 16 Homo sapiens tumor necrosis factor receptor superfamily, member 12A (TNFRSF12A), mRNA.CD266; TWEAKR; FN140.00308847 0.00790707 1.09852594

SERTAD1 NM_013376.1 SERTAD1 19 Homo sapiens SERTA domain containing 1 (SERTAD1), mRNA.TRIP-Br1; SEI1 0.00516348 0.01185648 1.09806015

TAF10 NM_006284.2 TAF10 11 Homo sapiens TAF10 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 30kDa (TAF10), mRNA.TAF2H; TAF2A; TAFII300.00217522 0.00600311 1.09774745

R3HCC1 XM_114618.6 R3HCC1 PREDICTED: Homo sapiens R3H domain and coiled-coil containing 1 (R3HCC1), mRNA.0.01337366 0.02519851 1.09698657

PHPT1 NM_014172.2 PHPT1 9 Homo sapiens phosphohistidine phosphatase 1 (PHPT1), mRNA.bA216L13.10; CGI-202; PHP14; HSPC141; RP11-216L13.10; DKFZp564M1730.01629669 0.02943534 1.09633259

CD81 NM_004356.3 CD81 11 Homo sapiens CD81 molecule (CD81), mRNA.S5.7; TAPA1; TSPAN280.00022884 0.00106104 1.09600019

RAB3IP NM_175624.1 RAB3IP 12 Homo sapiens RAB3A interacting protein (rabin3) (RAB3IP), transcript variant beta 1, mRNA.MGC71495; RABIN3; FLJ22548; FLJ146600.00767916 0.01626211 1.09488921

HLA-E NM_005516.4 HLA-E 6 Homo sapiens major histocompatibility complex, class I, E (HLA-E), mRNA.DKFZp686P19218; EA2.1; MHC; HLA-6.2; EA1.20.01196046 0.02312512 1.0946491

LASS6 NM_203463.1 LASS6 2 Homo sapiens LAG1 homolog, ceramide synthase 6 (LASS6), mRNA.CerS6; MGC129950; MGC1299490.00029231 0.00127175 1.09406565

G3BP2 NM_012297.3 G3BP2 4 Homo sapiens GTPase activating protein (SH3 domain) binding protein 2 (G3BP2), transcript variant 2, mRNA.0.0120278 0.0232264 1.09364577

FEZ2 NM_005102.2 FEZ2 2 Homo sapiens fasciculation and elongation protein zeta 2 (zygin II) (FEZ2), transcript variant 1, mRNA.MGC117372; HUM3CL0.00285154 0.00744428 1.09358565

COPA NM_004371.2 COPA 1 Homo sapiens coatomer protein complex, subunit alpha (COPA), transcript variant 2, mRNA.FLJ26320; HEP-COP0.00112017 0.00360389 1.09301466

THEM2 NM_018473.2 THEM2 6 Homo sapiens thioesterase superfamily member 2 (THEM2), mRNA.HT012; PNAS-27; MGC49610.01157951 0.02256115 1.0930051

CDCA4 NM_017955.2 CDCA4 14 Homo sapiens cell division cycle associated 4 (CDCA4), transcript variant 13, mRNA.MGC19517; FLJ20764; HEPP0.00793593 0.01667589 1.09277591

H3F3B NM_005324.3 H3F3B 17 Homo sapiens H3 histone, family 3B (H3.3B) (H3F3B), mRNA.H3F3A; H3.3B 0.00060675 0.00225365 1.09174355

KLHL8 NM_020803.3 KLHL8 4 Homo sapiens kelch-like 8 (Drosophila) (KLHL8), mRNA.FLJ46304; KIAA13780.01886959 0.03290144 1.09125881

LRPPRC NM_133259.2 LRPPRC 2 Homo sapiens leucine-rich PPR-motif containing (LRPPRC), mRNA.GP130; CLONE-23970; LRP130; LSFC0.02523635 0.04136782 1.09024592

CGGBP1 NM_003663.3 CGGBP1 3 Homo sapiens CGG triplet repeat binding protein 1 (CGGBP1), transcript variant 2, mRNA.CGGBP; p20-CGGBP0.008355 0.01739838 1.08984115

RAB2B NM_032846.2 RAB2B 14 Homo sapiens RAB2B, member RAS oncogene family (RAB2B), mRNA.FLJ14824 0.00426114 0.01017357 1.08949344

RARS NM_002887.3 RARS 5 Homo sapiens arginyl-tRNA synthetase (RARS), mRNA.ArgRS; DALRD1; MGC86410.00048601 0.00188573 1.08925876

FNBP1 NM_015033.2 FNBP1 9 Homo sapiens formin binding protein 1 (FNBP1), mRNA.FBP17; MGC126804; KIAA05540.01261355 0.02409634 1.08913095

POLB NM_002690.1 POLB 8 Homo sapiens polymerase (DNA directed), beta (POLB), mRNA.MGC125976 0.00407787 0.0098245 1.08828576

EFHA1 NM_152726.1 EFHA1 13 Homo sapiens EF-hand domain family, member A1 (EFHA1), mRNA.FLJ34588; FLJ25016; 1110008L20Rik0.00114975 0.00368381 1.08824951

CCNF NM_001761.1 CCNF 16 Homo sapiens cyclin F (CCNF), mRNA.FBX1; FBXO1 0.00627081 0.01384343 1.08696355

TRAPPC4 NM_016146.1 TRAPPC4 11 Homo sapiens trafficking protein particle complex 4 (TRAPPC4), mRNA.SBDN; CGI-104; HSPC172; TRS23; PTD0090.01767075 0.03124727 1.0869418

C19orf53 NM_014047.1 C19ORF53 19 Homo sapiens chromosome 19 open reading frame 53 (C19orf53), mRNA.HSPC023 0.00065068 0.00236983 1.08663254

LOC644774 XM_927868.1 LOC644774 X PREDICTED: Homo sapiens similar to Phosphoglycerate kinase 1 (LOC644774), mRNA.0.02686525 0.04336425 1.08562401

COX7A2L NM_004718.2 COX7A2L 2 Homo sapiens cytochrome c oxidase subunit VIIa polypeptide 2 like (COX7A2L), nuclear gene encoding mitochondrial protein, mRNA.EB1; COX7RP; COX7AR; SIG810.00030108 0.0013026 1.08515653

C15orf24 NM_020154.2 C15ORF24 15 Homo sapiens chromosome 15 open reading frame 24 (C15orf24), mRNA.C11orf3; HT022; ORF1-FL10.00176184 0.00514169 1.08459624

C18orf8 NM_013326.2 C18ORF8 18 Homo sapiens chromosome 18 open reading frame 8 (C18orf8), mRNA.HsT2591; MIC1; FLJ234530.00467176 0.01096365 1.08421326

ACBD3 NM_022735.3 ACBD3 1 Homo sapiens acyl-Coenzyme A binding domain containing 3 (ACBD3), mRNA.GOLPH1; PAP7; GOCAP1; GCP600.00673542 0.01467533 1.08402387

POFUT1 NM_015352.1 POFUT1 20 Homo sapiens protein O-fucosyltransferase 1 (POFUT1), transcript variant 1, mRNA.O-Fuc-T; O-FUT; FUT12; O-FucT-1; MGC2482; KIAA01800.0213496 0.03631672 1.08389239

RNF181 NM_016494.3 RNF181 2 Homo sapiens ring finger protein 181 (RNF181), mRNA.HSPC238 0.00130618 0.00405819 1.08374212



2.0 Upreg

CHP NM_007236.3 CHP 15 Homo sapiens calcium binding protein P22 (CHP), mRNA.SLC9A1BP 0.0013653 0.00420701 1.08193798

LOC100132547XR_039468.1 LOC100132547 12 PREDICTED: Homo sapiens misc_RNA (LOC100132547), miscRNA.0.02193039 0.03704374 1.08125047

HNRNPA0 NM_006805.3 HNRNPA0 5 Homo sapiens heterogeneous nuclear ribonucleoprotein A0 (HNRNPA0), mRNA.hnRNPA0 0.01675092 0.03007085 1.08105974

SUCLG1 NM_003849.1 SUCLG1 2 Homo sapiens succinate-CoA ligase, alpha subunit (SUCLG1), mRNA.FLJ21114; SUCLA10.00178109 0.00517839 1.08057242

MYL12A NM_006471.2 MYL12A 18 Homo sapiens myosin, light chain 12A, regulatory, non-sarcomeric (MYL12A), mRNA.MLCB; MRLC3 0.00054432 0.00206264 1.08049457

UTP6 NM_018428.2 UTP6 17 Homo sapiens UTP6, small subunit (SSU) processome component, homolog (yeast) (UTP6), mRNA.HCA66; C17orf400.00403296 0.00974221 1.08027346

LOC647673 XM_936731.1 LOC647673 PREDICTED: Homo sapiens similar to Translationally-controlled tumor protein (TCTP) (p23) (Histamine-releasing factor) (HRF) (Fortilin) (LOC647673), mRNA.0.00193102 0.00549523 1.08023453

ALCAM NM_001627.2 ALCAM 3 Homo sapiens activated leukocyte cell adhesion molecule (ALCAM), mRNA.CD166; FLJ38514; MEMD; MGC717330.01386212 0.02588994 1.08022312

VPS37C NM_017966.4 VPS37C 11 Homo sapiens vacuolar protein sorting 37 homolog C (S. cerevisiae) (VPS37C), mRNA.FLJ20847 0.00682119 0.01483544 1.08017808

PDXP NM_020315.3 PDXP 22 Homo sapiens pyridoxal (pyridoxine, vitamin B6) phosphatase (PDXP), mRNA.CIN; FLJ32703; PLP; dJ37E16.50.00192236 0.00547634 1.08012136

LOC100130932XM_001726578.1LOC100130932 PREDICTED: Homo sapiens similar to Sm protein G (LOC100130932), mRNA.0.0138317 0.02585534 1.0800607

DAP3 NM_033657.1 DAP3 1 Homo sapiens death associated protein 3 (DAP3), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.MGC126059; MGC126058; bMRP-10; MRP-S29; DKFZp686G12159; DAP-3; MRPS290.00224761 0.00616066 1.07984405

SAPS3 NM_018312.3 SAPS3 11 Homo sapiens SAPS domain family, member 3 (SAPS3), mRNA.MGC125712; SAPL; SAP190; SAPLa; DKFZp781E2374; C11orf23; PP6R3; DKFZp781O2362; KIAA1558; FLJ11058; MGC125711; DKFZp781E17107; FLJ430650.00683081 0.01485041 1.07877744

CD2BP2 NM_006110.1 CD2BP2 16 Homo sapiens CD2 (cytoplasmic tail) binding protein 2 (CD2BP2), mRNA.FWP010; LIN1; Snu400.00785194 0.01654418 1.07869169

WDYHV1 NM_018024.1 WDYHV1 8 Homo sapiens WDYHV motif containing 1 (WDYHV1), mRNA.FLJ10204 0.02822163 0.04504519 1.07837922

MMGT1 XM_932381.1 MMGT1 X Homo sapiens membrane magnesium transporter 1 (MMGT1), mRNA.0.01156092 0.02253706 1.07720216

RPUSD3 NM_173659.2 RPUSD3 3 Homo sapiens RNA pseudouridylate synthase domain containing 3 (RPUSD3), mRNA.FLJ34707; MGC297840.01815265 0.03190217 1.07696426

CCNK NM_003858.2 CCNK 14 Homo sapiens cyclin K (CCNK), transcript variant 2, mRNA.CPR4; MGC91130.01958601 0.03388963 1.0766535

LOC100131718XR_038705.1 LOC100131718 PREDICTED: Homo sapiens misc_RNA (LOC100131718), miscRNA.0.02495298 0.04100847 1.07584356

COX7C NM_001867.2 COX7C 5 Homo sapiens cytochrome c oxidase subunit VIIc (COX7C), nuclear gene encoding mitochondrial protein, mRNA.0.00163226 0.00484815 1.07577668

LOC654121 XM_942442.1 LOC654121 PREDICTED: Homo sapiens similar to C49H3.3 (LOC654121), mRNA.0.00227132 0.00621625 1.07539836

TMEM9B NM_020644.1 TMEM9B 11 Homo sapiens TMEM9 domain family, member B (TMEM9B), mRNA.C11orf15 0.01781215 0.03145125 1.07524954

NDUFA8 NM_014222.2 NDUFA8 9 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8, 19kDa (NDUFA8), nuclear gene encoding mitochondrial protein, mRNA.CI-19KD; PGIV; MGC793; CI-PGIV0.00036953 0.00153052 1.07507377

LOC401206 XM_376420.3 LOC401206 5 PREDICTED: Homo sapiens similar to 40S ribosomal protein S25 (LOC401206), mRNA.0.01402077 0.02613683 1.0743299

RAB5B NM_002868.2 RAB5B 12 Homo sapiens RAB5B, member RAS oncogene family (RAB5B), mRNA.0.00940153 0.01910901 1.07406218

C21orf55 NM_017833.2 C21ORF55 21 Homo sapiens chromosome 21 open reading frame 55 (C21orf55), mRNA.C21orf78 0.01404674 0.02617177 1.07346626

TMEM181 XM_941693.1 TMEM181 6 Homo sapiens transmembrane protein 181 (TMEM181), mRNA.KIAA1423; GPR1780.00816446 0.01708673 1.07229477

ZDHHC8 NM_013373.2 ZDHHC8 22 Homo sapiens zinc finger, DHHC-type containing 8 (ZDHHC8), mRNA.ZNF378; ZDHHCL10.00294582 0.00764086 1.0722763

MBTPS1 NM_201268.1 MBTPS1 16 Homo sapiens membrane-bound transcription factor peptidase, site 1 (MBTPS1), mRNA.MGC138712; KIAA0091; SKI-1; S1P; MGC138711; PCSK80.01802105 0.03174789 1.07217133

TMEM14A NM_014051.2 TMEM14A 6 Homo sapiens transmembrane protein 14A (TMEM14A), mRNA.C6orf73; PTD0110.00434085 0.01032756 1.07184933

ASCC2 NM_032204.3 ASCC2 22 Homo sapiens activating signal cointegrator 1 complex subunit 2 (ASCC2), mRNA.ASC1p100 0.02908651 0.04608721 1.07160642

TOMM70A NM_014820.3 TOMM70A 3 Homo sapiens translocase of outer mitochondrial membrane 70 homolog A (S. cerevisiae) (TOMM70A), nuclear gene encoding mitochondrial protein, mRNA.FLJ90470 0.01993132 0.03437765 1.07146474

LOC100128084XM_001719793.1LOC100128084 PREDICTED: Homo sapiens hypothetical protein LOC100128084 (LOC100128084), mRNA.0.01405335 0.0261796 1.07028624

LOC100130308XR_036947.1 LOC100130308 PREDICTED: Homo sapiens misc_RNA (LOC100130308), miscRNA.0.02502161 0.04108399 1.07008754

LOC255167 NR_024424.1 LOC255167 5 Homo sapiens hypothetical LOC255167 (LOC255167), non-coding RNA.0.01907644 0.03316103 1.06983326

KCNH6 NM_030779.2 KCNH6 17 Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), member 6 (KCNH6), transcript variant 1, mRNA.HERG2; ERG2; Kv11.20.007989 0.01676148 1.06939771

OSTC NM_021227.2 OSTC 4 Homo sapiens oligosaccharyltransferase complex subunit (OSTC), mRNA.0.00140389 0.00431002 1.06864128

RALA NM_005402.2 RALA 7 Homo sapiens v-ral simian leukemia viral oncogene homolog A (ras related) (RALA), mRNA.MGC48949; RAL0.00591629 0.01321105 1.06832988

SLC30A9 NM_006345.3 SLC30A9 4 Homo sapiens solute carrier family 30 (zinc transporter), member 9 (SLC30A9), mRNA.C4orf1; HUEL; ZNT9; GAC630.01199305 0.02317575 1.06796881

ETFA NM_000126.1 ETFA 15 Homo sapiens electron-transfer-flavoprotein, alpha polypeptide (glutaric aciduria II) (ETFA), nuclear gene encoding mitochondrial protein, mRNA.GA2; MADD; EMA0.00651169 0.01427946 1.06765879

BUD31 NM_003910.2 BUD31 7 Homo sapiens BUD31 homolog (S. cerevisiae) (BUD31), mRNA.MGC111202; YCR063W; EDG-2; EDG2; G100.00460648 0.01085263 1.06751516

GOT1 NM_002079.1 GOT1 10 Homo sapiens glutamic-oxaloacetic transaminase 1, soluble (aspartate aminotransferase 1) (GOT1), mRNA.GIG18 0.00282443 0.00738592 1.06681783

MRPL17 NM_022061.2 MRPL17 11 Homo sapiens mitochondrial ribosomal protein L17 (MRPL17), nuclear gene encoding mitochondrial protein, mRNA.RPML26; MRP-L26; RPL17L0.00952684 0.01932395 1.06670347

UBXN1 NM_015853.3 UBXN1 11 Homo sapiens UBX domain protein 1 (UBXN1), mRNA.2B28 0.00718425 0.01541833 1.06666194

KLHDC3 NM_057161.2 KLHDC3 6 Homo sapiens kelch domain containing 3 (KLHDC3), mRNA.RP1-20C7.3; hPEAS; hPeas; dJ20C7.3; PEAS0.02191241 0.03702489 1.06662515

DHCR24 NM_014762.2 DHCR24 1 Homo sapiens 24-dehydrocholesterol reductase (DHCR24), mRNA.Nbla03646; seladin-1; SELADIN1; KIAA00180.02897393 0.04594902 1.06614878

RPS28 NM_001031.4 RPS28 19 Homo sapiens ribosomal protein S28 (RPS28), mRNA.0.00018254 0.00089808 1.06467517

ARF4 NM_001660.2 ARF4 3 Homo sapiens ADP-ribosylation factor 4 (ARF4), mRNA.ARF2 0.0043289 0.01030365 1.0646237

PGRMC1 NM_006667.2 PGRMC1 X Homo sapiens progesterone receptor membrane component 1 (PGRMC1), mRNA.HPR6.6; MPR 0.00772477 0.01633641 1.06413575

IL18 NM_001562.2 IL18 11 Homo sapiens interleukin 18 (interferon-gamma-inducing factor) (IL18), mRNA.MGC12320; IL-18; IL1F4; IGIF; IL-1g0.00690207 0.01496045 1.06391629

LOC90586 XR_000544.1 LOC90586 17 PREDICTED: Homo sapiens AOC3 pseudogene (LOC90586), misc RNA.0.0296071 0.04664685 1.06308904

YWHAB NM_139323.2 YWHAB 20 Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, beta polypeptide (YWHAB), transcript variant 2, mRNA.KCIP-1; HS1; GW1280.00439646 0.0104393 1.06303605

EIF2B2 NM_014239.2 EIF2B2 14 Homo sapiens eukaryotic translation initiation factor 2B, subunit 2 beta, 39kDa (EIF2B2), mRNA.EIF-2Bbeta; EIF2B0.02815325 0.04498229 1.06281011

SPOP NM_001007228.1SPOP 17 Homo sapiens speckle-type POZ protein (SPOP), transcript variant 1, mRNA.TEF2 0.01248976 0.02391029 1.06244346

SCAP NM_012235.2 SCAP 3 Homo sapiens SREBF chaperone (SCAP), mRNA.KIAA0199 0.01286355 0.02445357 1.06181606

PFDN6 NM_014260.2 PFDN6 6 Homo sapiens prefoldin subunit 6 (PFDN6), mRNA.HKE2; PFD6; H2-KE2; KE-2; MGC707440.01455606 0.02693602 1.06130862

ADIPOR1 NM_015999.2 ADIPOR1 1 Homo sapiens adiponectin receptor 1 (ADIPOR1), mRNA.ACDCR1; TESBP1A; CGI-45; PAQR1; FLJ42464; FLJ25385; CGI450.01255265 0.02399686 1.06099887

C7orf30 NM_138446.1 C7ORF30 7 Homo sapiens chromosome 7 open reading frame 30 (C7orf30), mRNA.0.00685079 0.01487896 1.06080655

MIR1978 NR_031742.1 MIR1978 Homo sapiens microRNA 1978 (MIR1978), microRNA.0.00357951 0.00889597 1.06031774

MMADHC NM_015702.2 MMADHC 2 Homo sapiens methylmalonic aciduria (cobalamin deficiency) cblD type, with homocystinuria (MMADHC), nuclear gene encoding mitochondrial protein, mRNA.0.02120818 0.03612137 1.06011511

PGK1 NM_000291.2 PGK1 X Homo sapiens phosphoglycerate kinase 1 (PGK1), mRNA.MGC117307; MIG10; MGC8947; PGKA; MGC1421280.00741419 0.01581811 1.06006824

POLR1D NM_015972.1 POLR1D 13 Homo sapiens polymerase (RNA) I polypeptide D, 16kDa (POLR1D), transcript variant 1, mRNA.MGC9850; RPAC2; RPA16; RPA9; POLR1C; FLJ20616; RPO1-30.00555588 0.01255067 1.05995458

LOC730187 XR_042419.1 LOC730187 PREDICTED: Homo sapiens misc_RNA (LOC730187), miscRNA.0.00306292 0.00786202 1.05968165

ANKRD30B NM_001029862.1ANKRD30B 18 Homo sapiens ankyrin repeat domain 30B (ANKRD30B), mRNA.NY-BR-1.1 0.02427962 0.04018134 1.05941043

LOC100134364XM_001713810.1LOC100134364 PREDICTED: Homo sapiens hypothetical protein LOC100134364 (LOC100134364), mRNA.0.00833658 0.01738 1.0589539

RPL38 NM_001035258.1RPL38 17 Homo sapiens ribosomal protein L38 (RPL38), transcript variant 2, mRNA.0.00326336 0.00825564 1.05872638

PRDX2 NM_181738.1 PRDX2 19 Homo sapiens peroxiredoxin 2 (PRDX2), nuclear gene encoding mitochondrial protein, transcript variant 3, mRNA.TDPX1; MGC4104; TSA; PRP; PRX2; NKEFB; PRXII0.02105008 0.03590273 1.05852652

ODC1 NM_002539.1 ODC1 2 Homo sapiens ornithine decarboxylase 1 (ODC1), mRNA.0.00397998 0.00965284 1.05810539

CD151 NM_004357.3 CD151 11 Homo sapiens CD151 molecule (Raph blood group) (CD151), transcript variant 4, mRNA.TSPAN24; MER2; GP27; SFA1; PETA-3; RAPH0.02655903 0.0429849 1.05723587

COX7A2 NM_001865.2 COX7A2 6 Homo sapiens cytochrome c oxidase subunit VIIa polypeptide 2 (liver) (COX7A2), mRNA.MGC118950; MGC118952; COX7AL; MGC126875; COX7AL1; MGC126877; MGC118951; COXVIIa-L0.00339085 0.00850489 1.05706505



2.0 Upreg

ARF1 NM_001024228.1ARF1 1 Homo sapiens ADP-ribosylation factor 1 (ARF1), transcript variant 2, mRNA.0.01927261 0.03348061 1.05698267

CREB1 NM_134442.2 CREB1 2 Homo sapiens cAMP responsive element binding protein 1 (CREB1), transcript variant B, mRNA.MGC9284; CREB0.00837235 0.01742449 1.05690652

LOC650276 XM_939363.1 LOC650276 PREDICTED: Homo sapiens similar to 60S ribosomal protein L7 (LOC650276), mRNA.0.00511608 0.01177252 1.05647097

COX17 NM_005694.1 COX17 3 Homo sapiens COX17 cytochrome c oxidase assembly homolog (S. cerevisiae) (COX17), nuclear gene encoding mitochondrial protein, mRNA.MGC117386; MGC1043970.00157051 0.00470719 1.05592005

ATP6V1F NM_004231.2 ATP6V1F 7 Homo sapiens ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F (ATP6V1F), mRNA.Vma7; MGC126038; ATP6S14; MGC126037; MGC117321; VATF0.00419107 0.01004157 1.05580451

CALM2 NM_001743.3 CALM2 2 Homo sapiens calmodulin 2 (phosphorylase kinase, delta) (CALM2), mRNA.PHKD; CAMII; PHKD20.00155074 0.00466208 1.05516852

RHEB NM_005614.2 RHEB 7 Homo sapiens Ras homolog enriched in brain (RHEB), mRNA.MGC111559; RHEB20.01684431 0.03016377 1.05503308

LOC390466 XM_372521.1 LOC390466 14 PREDICTED: Homo sapiens similar to SMT3 suppressor of mif two 3 homolog 2 (LOC390466), mRNA.0.00601276 0.01338522 1.05503177

ARL6IP1 NM_015161.1 ARL6IP1 16 Homo sapiens ADP-ribosylation factor-like 6 interacting protein 1 (ARL6IP1), mRNA.ARMER; AIP1; KIAA0069; ARL6IP0.0079675 0.01672929 1.0548774

SEPW1 NM_003009.2 SEPW1 19 Homo sapiens selenoprotein W, 1 (SEPW1), mRNA.selW 0.01690378 0.03022047 1.05413509

ARPC5 NM_005717.2 ARPC5 1 Homo sapiens actin related protein 2/3 complex, subunit 5, 16kDa (ARPC5), mRNA.ARC16; dJ127C7.3; p16-Arc0.01254857 0.02399751 1.05387428

FAM98A NM_015475.3 FAM98A 2 Homo sapiens family with sequence similarity 98, member A (FAM98A), mRNA.DKFZp686O03192; DKFZP564F05220.01933291 0.03355319 1.05305721

CHCHD9 XM_928381.1 CHCHD9 9 PREDICTED: Homo sapiens coiled-coil-helix-coiled-coil-helix domain containing 9 (CHCHD9), mRNA.0.01051361 0.0208812 1.0528787

LOC642975 XR_036988.1 LOC642975 PREDICTED: Homo sapiens misc_RNA (LOC642975), miscRNA.0.02058845 0.03524261 1.0528017

DYNC1LI2 NM_006141.2 DYNC1LI2 16 Homo sapiens dynein, cytoplasmic 1, light intermediate chain 2 (DYNC1LI2), mRNA.DNCLI2; LIC2 0.02267216 0.03801898 1.05261997

ARPC3 NM_005719.2 ARPC3 12 Homo sapiens actin related protein 2/3 complex, subunit 3, 21kDa (ARPC3), mRNA.p21-Arc; ARC21 0.0276091 0.04428214 1.05246151

ALKBH5 NM_017758.2 ALKBH5 17 Homo sapiens alkB, alkylation repair homolog 5 (E. coli) (ALKBH5), mRNA.OFOXD1; OFOXD; FLJ203080.0037085 0.00917041 1.05202096

ROBLD3 NM_014017.2 ROBLD3 Homo sapiens roadblock domain containing 3 (ROBLD3), mRNA.0.01685688 0.03017138 1.05177699

TM9SF2 NM_004800.1 TM9SF2 13 Homo sapiens transmembrane 9 superfamily member 2 (TM9SF2), mRNA.P76; MGC117391; FLJ262870.02219019 0.03741861 1.05155928

POLR2H NM_006232.2 POLR2H 3 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide H (POLR2H), mRNA.RPB17; hsRPB8; RPABC3; RPB80.00255436 0.00682083 1.05102748

XPNPEP3 NM_022098.2 XPNPEP3 22 Homo sapiens X-prolyl aminopeptidase (aminopeptidase P) 3, putative (XPNPEP3), mRNA.APP3 0.02447373 0.04040415 1.05050636

ATP6V1G1 NM_004888.2 ATP6V1G1 9 Homo sapiens ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G1 (ATP6V1G1), mRNA.Vma10; ATP6J; ATP6GL; ATP6G1; DKFZp547P234; ATP6G0.02443148 0.04034666 1.05033197

PKM2 NM_002654.3 PKM2 15 Homo sapiens pyruvate kinase, muscle (PKM2), transcript variant 1, mRNA.OIP3; TCB; PKM; THBP1; MGC3932; PK3; CTHBP0.01811443 0.03186592 1.050203

WBP5 NM_001006614.1WBP5 X Homo sapiens WW domain binding protein 5 (WBP5), transcript variant 4, mRNA.DKFZp313K1940; TCEAL90.01889301 0.03292644 1.04998975

ENY2 NM_020189.4 ENY2 8 Homo sapiens enhancer of yellow 2 homolog (Drosophila) (ENY2), mRNA.DC6; FLJ20480; e(y)20.00788939 0.01660055 1.0498184

LOC646630 XM_929572.1 LOC646630 13 PREDICTED: Homo sapiens similar to Coiled-coil-helix-coiled-coil-helix domain containing protein 2 (HCV NS2 trans-regulated protein) (NS2TP) (LOC646630), mRNA.0.03022963 0.04735989 1.04960188

C16orf61 NM_020188.2 C16ORF61 16 Homo sapiens chromosome 16 open reading frame 61 (C16orf61), mRNA.DC13; 2310061C15Rik0.00967829 0.01957269 1.04855981

TCEB1 NM_005648.2 TCEB1 8 Homo sapiens transcription elongation factor B (SIII), polypeptide 1 (15kDa, elongin C) (TCEB1), mRNA.SIII 0.01104543 0.02173095 1.04844086

BCAP31 NM_005745.6 BCAP31 X Homo sapiens B-cell receptor-associated protein 31 (BCAP31), mRNA.DXS1357E; 6C6-AG; CDM; BAP310.01854605 0.0324414 1.04822538

DCTN2 NM_006400.3 DCTN2 12 Homo sapiens dynactin 2 (p50) (DCTN2), mRNA.DCTN50; RBP50; DYNAMITIN0.02448128 0.04041047 1.04772306

NDUFA3 NM_004542.1 NDUFA3 19 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3, 9kDa (NDUFA3), mRNA.B9 0.01664588 0.02992184 1.04689779

C8orf59 XM_929832.1 C8ORF59 8 Homo sapiens chromosome 8 open reading frame 59 (C8orf59), transcript variant 3, mRNA.0.00281001 0.00735885 1.04672082

ID1 NM_181353.1 ID1 20 Homo sapiens inhibitor of DNA binding 1, dominant negative helix-loop-helix protein (ID1), transcript variant 2, mRNA.ID 0.01001087 0.02011427 1.04649623

SLC16A3 NM_004207.2 SLC16A3 17 Homo sapiens solute carrier family 16, member 3 (monocarboxylic acid transporter 4) (SLC16A3), transcript variant 2, mRNA.MCT3; MGC138472; MGC138474; MCT40.02503986 0.04109532 1.04636396

MAGEB2 NM_002364.3 MAGEB2 X Homo sapiens melanoma antigen family B, 2 (MAGEB2), mRNA.MAGE-XP-2; MGC26438; DAM60.02210164 0.03729243 1.04634947

RPL27 NM_000988.2 RPL27 17 Homo sapiens ribosomal protein L27 (RPL27), mRNA.0.01440746 0.0267293 1.04617894

EIF3H NM_003756.1 EIF3H 8 Homo sapiens eukaryotic translation initiation factor 3, subunit H (EIF3H), mRNA.EIF3S3; eIF3h; MGC102958; eIF3-p40; eIF3-gamma0.01209874 0.0233054 1.04573808

P4HB NM_000918.2 P4HB 17 Homo sapiens prolyl 4-hydroxylase, beta polypeptide (P4HB), mRNA.GIT; DSI; PO4HB; PDIA1; PROHB; PDI; PHDB; ERBA2L; PO4DB0.02293506 0.03838286 1.04492619

LOC728481 XM_926984.1 LOC728481 1 PREDICTED: Homo sapiens similar to similar to RPL23AP7 protein (LOC728481), mRNA.0.01639025 0.02955031 1.04482253

C2orf25 NM_015702.1 C2ORF25 2 Homo sapiens chromosome 2 open reading frame 25 (C2orf25), mRNA.CL25022 0.01466359 0.02708428 1.04442334

AP2S1 NM_004069.3 AP2S1 19 Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), transcript variant AP17, mRNA.AP17; CLAPS2; AP17-DELTA0.00451189 0.01067376 1.04438779

NDUFB9 NM_005005.2 NDUFB9 8 Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9, 22kDa (NDUFB9), mRNA.DKFZp566O173; UQOR22; FLJ22885; B22; LYRM30.00600632 0.01337636 1.04382091

MRPS10 NM_018141.2 MRPS10 6 Homo sapiens mitochondrial ribosomal protein S10 (MRPS10), nuclear gene encoding mitochondrial protein, mRNA.FLJ10567; PNAS-122; MRP-S100.02247986 0.03777813 1.04320878

H3F3A XR_001222.1 H3F3A 1 Homo sapiens H3 histone, family 3A (H3F3A), mRNA.MGC87783; H3.3A; H3F3; MGC877820.01057306 0.02096479 1.04295614

PSMB7 NM_002799.2 PSMB7 9 Homo sapiens proteasome (prosome, macropain) subunit, beta type, 7 (PSMB7), mRNA.Z 0.0190383 0.03313714 1.04205781

SEC61G NM_014302.3 SEC61G 7 Homo sapiens Sec61 gamma subunit (SEC61G), transcript variant 1, mRNA.SSS1 0.00404639 0.00976381 1.04101073

LOC402175 XR_038253.1 LOC402175 PREDICTED: Homo sapiens misc_RNA (LOC402175), miscRNA.0.0147242 0.02717314 1.04097313

LOC731542 XR_015517.2 LOC731542 PREDICTED: Homo sapiens misc_RNA (LOC731542), miscRNA.0.01754553 0.03108146 1.04011539

C20orf24 NM_199485.1 C20ORF24 20 Homo sapiens chromosome 20 open reading frame 24 (C20orf24), transcript variant 2, mRNA.PNAS-11; RIP5 0.01047114 0.02081587 1.03959148

ATP5J NM_001003703.1ATP5J 21 Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, subunit F6 (ATP5J), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.ATP5A; CF6; F6; ATPM; ATP50.01120007 0.02195965 1.0387676

OAZ1 NM_004152.2 OAZ1 19 Homo sapiens ornithine decarboxylase antizyme 1 (OAZ1), mRNA.OAZ; MGC138338; AZI0.02531325 0.0414626 1.03846927

MRFAP1 NM_033296.1 MRFAP1 4 Homo sapiens Mof4 family associated protein 1 (MRFAP1), mRNA.PAM14; PGR1 0.02618943 0.04258967 1.03782127

STRAP NM_007178.2 STRAP 12 Homo sapiens serine/threonine kinase receptor associated protein (STRAP), mRNA.MAWD; PT-WD; UNRIP0.02601745 0.04237974 1.03739056

LOC402057 NM_001080499.1LOC402057 22 Homo sapiens similar to 40S ribosomal protein S17 (LOC402057), mRNA.0.029883 0.046959 1.03677349

FAM115A NM_014719.1 FAM115A 7 Homo sapiens family with sequence similarity 115, member A (FAM115A), mRNA.KIAA0738 0.01475788 0.02722143 1.03656774

LOC648729 XR_039144.1 LOC648729 8 PREDICTED: Homo sapiens misc_RNA (LOC648729), miscRNA.0.00781783 0.01649149 1.03531166

SMN2 NM_022875.1 SMN2 5 Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript variant a, mRNA.SMNC; BCD541; C-BCD5410.00416913 0.01000222 1428.42036

TES NM_015641.2 TES 7 Homo sapiens testis derived transcript (3 LIM domains) (TES), transcript variant 1, mRNA.DKFZP586B2022; TESS-2; MGC1146; TESTIN; TESS5.49E-07 1.57E-05 299.601935

CEND1 NM_016564.2 CEND1 11 Homo sapiens cell cycle exit and neuronal differentiation 1 (CEND1), mRNA.FLJ90066; MGC34326; BM883.42E-06 5.38E-05 242.6427

SPRYD4 NM_207344.1 SPRYD4 12 Homo sapiens SPRY domain containing 4 (SPRYD4), mRNA.DKFZp686N08770.00182229 0.0052602 171.176695

MYO19 NM_001033580.1MYO19 17 Homo sapiens myosin XIX (MYO19), transcript variant 1, mRNA.FLJ22865; MYOHD18.66E-06 0.00010071 157.288787

ABCA3 NM_001089.1 ABCA3 16 Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 3 (ABCA3), mRNA.ABC-C; EST111653; MGC72201; LBM180; ABC30.01022662 0.02043067 156.162869

CORO6 NM_032854.1 CORO6 17 Homo sapiens coronin 6 (CORO6), mRNA.FLJ14871 0.00024972 0.00112708 73.8383842

KLRC2 NM_002260.3 KLRC2 12 Homo sapiens killer cell lectin-like receptor subfamily C, member 2 (KLRC2), mRNA.NKG2-C; CD159c; NKG2C; MGC1382441.21E-07 6.06E-06 55.8551391

TM4SF18 NM_138786.1 TM4SF18 3 Homo sapiens transmembrane 4 L six family member 18 (TM4SF18), mRNA.L6D 0.00015351 0.00078733 38.1466038

ARC NM_015193.3 ARC 8 Homo sapiens activity-regulated cytoskeleton-associated protein (ARC), mRNA.KIAA0278 1.54E-06 3.11E-05 35.8661271

RNF160 NM_015565.1 RNF160 21 Homo sapiens ring finger protein 160 (RNF160), mRNA.FLJ11053; RNF160; C21orf10; KIAA0714; C21orf980.00372667 0.00920069 35.738803

DNAJC2 NM_014377.1 DNAJC2 7 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 2 (DNAJC2), transcript variant 1, mRNA.MPP11; MPHOSPH11; ZUO1; DNAJC20.00149504 0.00453732 34.9789065

FAR2 NM_018099.3 FAR2 12 Homo sapiens fatty acyl CoA reductase 2 (FAR2), mRNA.FAR2; FLJ10462 5.31E-06 7.21E-05 34.4907576

LRRC49 NM_017691.2 LRRC49 15 Homo sapiens leucine rich repeat containing 49 (LRRC49), mRNA.FLJ20156 1.17E-06 2.55E-05 30.4108136



2.0 Upreg

LAMP3 NM_014398.2 LAMP3 3 Homo sapiens lysosomal-associated membrane protein 3 (LAMP3), mRNA.TSC403; DC-LAMP; CD208; LAMP; DCLAMP1.53E-07 6.83E-06 30.068582

GFPT2 NM_005110.1 GFPT2 5 Homo sapiens glutamine-fructose-6-phosphate transaminase 2 (GFPT2), mRNA.GFAT2; FLJ10380 2.98E-06 4.85E-05 29.2706824

DNA2 NM_001080449.1DNA2 10 Homo sapiens DNA replication helicase 2 homolog (yeast) (DNA2), mRNA.KIAA0083; DNA2L; MGC133297; FLJ100630.01193052 0.02308776 28.2220645

LOC285550 XR_001250.1 LOC285550 PREDICTED: Homo sapiens misc_RNA (LOC285550), miscRNA.0.01207041 0.02327972 27.4624467

SEMA3C NM_006379.2 SEMA3C 7 Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3C (SEMA3C), mRNA.SEMAE; SemE 5.61E-05 0.00038932 27.3882883

C5orf34 NM_198566.1 C5ORF34 5 Homo sapiens chromosome 5 open reading frame 34 (C5orf34), mRNA.MGC46448; FLJ323630.00199458 0.00563186 27.1011378

NEBL NM_006393.1 NEBL 10 Homo sapiens nebulette (NEBL), transcript variant 1, mRNA.MGC119747; bA56H7.1; MGC119746; LNEBL5.68E-05 0.00039189 25.9723766

C14orf45 NM_025057.1 C14ORF45 14 Homo sapiens chromosome 14 open reading frame 45 (C14orf45), mRNA.FLJ23189 0.00010398 0.0005951 25.3425883

LOC400836 XR_018904.2 LOC400836 PREDICTED: Homo sapiens misc_RNA (LOC400836), miscRNA.0.02046309 0.03509434 24.5013272

C14orf132 NM_020215.2 C14ORF132 14 Homo sapiens chromosome 14 open reading frame 132 (C14orf132), mRNA.DKFZp761F2014 5.66E-05 0.00039152 23.8023782

Hs.133261 HS.133261 Y UI-E-EJ0-aiq-m-17-0-UI.r1 UI-E-EJ0 Homo sapiens cDNA clone UI-E-EJ0-aiq-m-17-0-UI 5, mRNA sequence0.00042295 0.00169866 23.1306905

HEG1 XM_087386.8 HEG1 3 Homo sapiens HEG homolog 1 (zebrafish) (HEG1), mRNA.KIAA1237; MST112; MSTP112; HEG2.20E-05 0.00019947 23.0484594

S1PR5 NM_030760.3 S1PR5 19 Homo sapiens sphingosine-1-phosphate receptor 5 (S1PR5), mRNA.SPPR-2; SPPR-1; Edg-8; S1P5; S1PR50.01013088 0.02029911 22.1711862

Hs.505676 HS.505676 12 Homo sapiens cDNA FLJ33772 fis, clone BRSSN20001759.65E-08 5.17E-06 22.0251458

SLC36A1 NM_078483.2 SLC36A1 5 Homo sapiens solute carrier family 36 (proton/amino acid symporter), member 1 (SLC36A1), mRNA.TRAMD3; PAT1; LYAAT15.11E-07 1.50E-05 21.3909684

PGF NM_002632.4 PGF 14 Homo sapiens placental growth factor (PGF), mRNA.PGFL; PlGF-2; D12S1900; SHGC-10760; PLGF0.00099806 0.00328495 21.2031686

LOC100134301XM_001720715.1LOC100134301 PREDICTED: Homo sapiens hypothetical protein LOC100134301 (LOC100134301), mRNA.0.00449806 0.01065495 19.810088

Hs.98330 HS.98330 PREDICTED: Homo sapiens hypothetical LOC388227 (LOC388227), mRNA0.0092 0.0187837 19.5537641

TMEM166 NM_032181.1 TMEM166 2 Homo sapiens transmembrane protein 166 (TMEM166), mRNA.FLJ13391 0.00294125 0.00763263 18.082228

C12orf26 NM_032230.1 C12ORF26 12 Homo sapiens chromosome 12 open reading frame 26 (C12orf26), mRNA.FLJ22789 5.16E-08 3.62E-06 18.0372824

ZNF767 NM_024910.1 ZNF767 7 Homo sapiens zinc finger family member 767 (ZNF767), mRNA.MGC51818; FLJ12700; FLJ428700.00210371 0.00585632 17.871045

MYBBP1A NM_014520.1 MYBBP1A Homo sapiens MYB binding protein (P160) 1a (MYBBP1A), mRNA.PAP2; P160; FLJ378860.01667121 0.02995745 17.7729712

GPRIN1 NM_052899.1 GPRIN1 5 Homo sapiens G protein regulated inducer of neurite outgrowth 1 (GPRIN1), mRNA.KIAA1893; GRIN1 2.05E-05 0.00018857 17.0784829

ADPRHL1 NM_199162.1 ADPRHL1 13 Homo sapiens ADP-ribosylhydrolase like 1 (ADPRHL1), transcript variant 2, mRNA.ARH2 0.00289391 0.00753499 17.0378924

NAPEPLD NM_198990.3 NAPEPLD 7 Homo sapiens N-acyl phosphatidylethanolamine phospholipase D (NAPEPLD), mRNA.FMP30; NAPE-PLD; DKFZp781D10985.99E-06 7.86E-05 15.2429616

CHMP7 NM_152272.2 CHMP7 8 Homo sapiens CHMP family, member 7 (CHMP7), mRNA.MGC29816 0.01274389 0.02428557 15.0990651

TMEM59L NM_012109.2 TMEM59L 19 Homo sapiens transmembrane protein 59-like (TMEM59L), mRNA.BSMAP; C19orf4 5.20E-08 3.60E-06 14.5860056

KIAA0513 NM_014732.2 KIAA0513 16 Homo sapiens KIAA0513 (KIAA0513), mRNA.6.08E-05 0.0004074 14.1891901

SNORA17 NR_002958.1 SNORA17 9 Homo sapiens small nucleolar RNA, H/ACA box 17 (SNORA17), small nucleolar RNA.ACA17 0.00486337 0.01134474 13.8116369

ENPP5 NM_021572.4 ENPP5 6 Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative function) (ENPP5), mRNA.KIAA0879 1.79E-07 7.49E-06 13.1401558

SERPINE1 NM_000602.1 SERPINE1 7 Homo sapiens serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type 1), member 1 (SERPINE1), mRNA.PAI; PAI-1; PAI1; PLANH11.40E-06 2.91E-05 13.0884012

ESAM NM_138961.1 ESAM 11 Homo sapiens endothelial cell adhesion molecule (ESAM), mRNA.W117m 7.57E-08 4.47E-06 13.0582403

FAM46C NM_017709.2 FAM46C 1 Homo sapiens family with sequence similarity 46, member C (FAM46C), mRNA.FLJ20202 0.00015232 0.00078269 12.8473254

SRPX2 NM_014467.1 SRPX2 X Homo sapiens sushi-repeat-containing protein, X-linked 2 (SRPX2), mRNA.SRPUL; RESDX 0.00058466 0.00218728 12.188106

IVD NM_002225.2 IVD 15 Homo sapiens isovaleryl Coenzyme A dehydrogenase (IVD), nuclear gene encoding mitochondrial protein, mRNA.ACAD2 0.02225433 0.03750931 11.9638112

SLC22A17 NM_016609.3 SLC22A17 14 Homo sapiens solute carrier family 22, member 17 (SLC22A17), transcript variant 2, mRNA.BOIT; BOCT; hBOIT; NGALR1.87E-06 3.52E-05 11.7216818

TMTC4 NM_032813.2 TMTC4 13 Homo sapiens transmembrane and tetratricopeptide repeat containing 4 (TMTC4), transcript variant 1, mRNA.FLJ22153; FLJ146247.22E-05 0.00046045 11.4771653

CHSY3 NM_175856.4 CHSY3 5 Homo sapiens chondroitin sulfate synthase 3 (CHSY3), mRNA.CSS3; CHSY2 0.00042876 0.00171757 11.0491309

PDLIM7 NM_005451.3 PDLIM7 5 Homo sapiens PDZ and LIM domain 7 (enigma) (PDLIM7), transcript variant 1, mRNA.0.00037901 0.00155671 10.8176521

CHD5 NM_015557.1 CHD5 1 Homo sapiens chromodomain helicase DNA binding protein 5 (CHD5), mRNA.KIAA0444; DKFZp434N2313.51E-07 1.16E-05 10.7901794

OR7E156P NR_002171.1 OR7E156P 13 Homo sapiens olfactory receptor, family 7, subfamily E, member 156 pseudogene (OR7E156P), non-coding RNA.9.45E-06 0.00010694 10.4544178

BAPX1 NM_001189.2 BAPX1 4 Homo sapiens bagpipe homeobox homolog 1 (Drosophila) (BAPX1), mRNA.NKX3B; NKX3-2; MGC138171; NKX3.20.00150799 0.00456385 10.3069163

PLAT NM_000930.2 PLAT 8 Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, mRNA.T-PA; DKFZp686I03148; TPA0.0003752 0.00154575 9.71407628

KCNK13 NM_022054.2 KCNK13 14 Homo sapiens potassium channel, subfamily K, member 13 (KCNK13), mRNA.THIK-1; THIK1; K2p13.10.0136702 0.02561954 9.04309386

CRISPLD2 NM_031476.1 CRISPLD2 16 Homo sapiens cysteine-rich secretory protein LCCL domain containing 2 (CRISPLD2), mRNA.DKFZP434B044; MGC74865; CRISP11; LCRISP26.70E-10 2.70E-07 9.02096858

GINS4 NM_032336.1 GINS4 8 Homo sapiens GINS complex subunit 4 (Sld5 homolog) (GINS4), mRNA.MGC14799; SLD50.02463744 0.04060041 8.85431774

SPATA7 NM_018418.1 SPATA7 14 Homo sapiens spermatogenesis associated 7 (SPATA7), transcript variant 2, mRNA.MGC102934; DKFZp686D07199; HSD3; HSD-3.11.48E-05 0.00014714 8.70732135

COL1A1 NM_000088.2 COL1A1 17 Homo sapiens collagen, type I, alpha 1 (COL1A1), mRNA.OI4 1.91E-07 7.91E-06 8.61682613

GCNT3 NM_004751.1 GCNT3 15 Homo sapiens glucosaminyl (N-acetyl) transferase 3, mucin type (GCNT3), mRNA.C2/4GnT; GnT-M; C2GnT-M; C2GnT23.09E-06 4.97E-05 8.43108526

CPA4 NM_016352.2 CPA4 7 Homo sapiens carboxypeptidase A4 (CPA4), mRNA.CPA3 1.15E-10 9.63E-08 8.27241063

SYK NM_003177.3 SYK 9 Homo sapiens spleen tyrosine kinase (SYK), mRNA.0.00655038 0.01435274 8.16010823

PTPN9 NM_002833.2 PTPN9 PREDICTED: Homo sapiens protein tyrosine phosphatase, non-receptor type 9 (PTPN9), mRNA.0.00378674 0.00929831 8.06913959

ANKRD33 NM_182608.2 ANKRD33 12 Homo sapiens ankyrin repeat domain 33 (ANKRD33), mRNA.DKFZp686O1689; C12orf70.00092433 0.00309382 7.89601337

GULP1 NM_016315.2 GULP1 2 Homo sapiens GULP, engulfment adaptor PTB domain containing 1 (GULP1), mRNA.CED-6; FLJ31156; GULP; CED60.00216309 0.00598181 7.79134637

SNN NM_003498.3 SNN 16 Homo sapiens stannin (SNN), mRNA.1.00E-05 0.00011164 7.73602433

WFDC3 NM_080614.1 WFDC3 20 Homo sapiens WAP four-disulfide core domain 3 (WFDC3), mRNA.WAP14; dJ447F3.30.00439248 0.01043441 7.39044882

GSTT2B NM_001080843.2GSTT2B 22 Homo sapiens glutathione S-transferase theta 2B (gene/pseudogene) (GSTT2B), mRNA.MGC87963; GSTT2P8.57E-05 0.00052031 7.3444017

USH1G NM_173477.2 USH1G 17 Homo sapiens Usher syndrome 1G (autosomal recessive) (USH1G), mRNA.ANKS4A; FLJ33924; SANS0.00790219 0.01662428 7.26541883

SMAD6 NM_005585.2 SMAD6 15 Homo sapiens SMAD family member 6 (SMAD6), transcript variant 1, mRNA.MADH6; HsT17432; MADH79.82E-05 0.00057157 7.22603314

DNER NM_139072.2 DNER 2 Homo sapiens delta/notch-like EGF repeat containing (DNER), mRNA.bet; UNQ26 1.83E-08 1.93E-06 7.03057623

METT10D NM_024086.2 METT10D 17 Homo sapiens methyltransferase 10 domain containing (METT10D), mRNA.MGC3329 0.00370866 0.00916872 7.00415784

SLC38A6 NM_153811.1 SLC38A6 14 Homo sapiens solute carrier family 38, member 6 (SLC38A6), mRNA.NAT-1; MGC1026970.00073805 0.00260679 6.99871897

AACS NM_023928.2 AACS 12 Homo sapiens acetoacetyl-CoA synthetase (AACS), mRNA.FLJ41251; SUR-5; FLJ12389; ACSF10.00523657 0.01199138 6.98855995

LOC654433 NR_015377.1 LOC654433 2 Homo sapiens hypothetical LOC654433 (LOC654433), non-coding RNA.DKFZp686E10196; DKFZp547P134; FLJ317930.02090443 0.03571036 6.90829495

Hs.20255 HS.20255 2 AV652851 GLC Homo sapiens cDNA clone GLCDEG06 3, mRNA sequence0.02240126 0.03769266 6.82101752

TCIRG1 NM_006019.2 TCIRG1 11 Homo sapiens T-cell, immune regulator 1, ATPase, H+ transporting, lysosomal V0 subunit A3 (TCIRG1), transcript variant 1, mRNA.ATP6N1C; OC-116kDa; OPTB1; ATP6V0A3; OC116; a3; Stv1; Vph1; Atp6i; TIRC79.99E-05 0.00057746 6.64110181

EFNB1 NM_004429.3 EFNB1 X Homo sapiens ephrin-B1 (EFNB1), mRNA.MGC8782; LERK2; CFNS; EFL3; CFND; EPLG2; Elk-L0.00871605 0.01798482 6.54599407

FHL1 NM_001449.3 FHL1 X Homo sapiens four and a half LIM domains 1 (FHL1), mRNA.KYO-T; SLIM1; MGC111107; XMPMA; FHL1B; bA535K18.17.11E-07 1.84E-05 6.49047286

RAB6B NM_016577.2 RAB6B 3 Homo sapiens RAB6B, member RAS oncogene family (RAB6B), mRNA.2.16E-05 0.00019705 6.280325

EGFL7 NM_016215.3 EGFL7 9 Homo sapiens EGF-like-domain, multiple 7 (EGFL7), transcript variant 2, mRNA.RP11-251M1.2; MGC111117; ZNEU10.00366183 0.00906946 6.27768864



2.0 Upreg

HSD11B2 NM_000196.2 HSD11B2 16 Homo sapiens hydroxysteroid (11-beta) dehydrogenase 2 (HSD11B2), mRNA.AME1; HSD2; AME; HSD11K0.0004608 0.0018073 6.24146649

RFESD NM_173362.2 RFESD 5 Homo sapiens Rieske (Fe-S) domain containing (RFESD), mRNA.0.01708094 0.03045204 6.14194827

APLP1 NM_005166.3 APLP1 19 Homo sapiens amyloid beta (A4) precursor-like protein 1 (APLP1), transcript variant 2, mRNA.APLP 1.14E-05 0.00012148 6.13388393

LOC644517 XR_042369.1 LOC644517 4 PREDICTED: Homo sapiens misc_RNA (LOC644517), miscRNA.0.00937999 0.01907592 6.11802162

MSL1 NM_001012241.1MSL1 17 Homo sapiens male-specific lethal 1 homolog (Drosophila) (MSL1), mRNA.DKFZp686J17211; MGC1418610.00191091 0.00545372 5.99664959

LOC100131727XM_001720156.1LOC100131727 4 PREDICTED: Homo sapiens hypothetical LOC100131727 (LOC100131727), mRNA.2.51E-05 0.00021957 5.96964683

TBX18 NM_001080508.1TBX18 6 Homo sapiens T-box 18 (TBX18), mRNA.0.00583898 0.01307603 5.90195983

PRKACB NM_207578.1 PRKACB 1 Homo sapiens protein kinase, cAMP-dependent, catalytic, beta (PRKACB), transcript variant 3, mRNA.PKACB; MGC41879; MGC9320; DKFZp781I24522.86E-05 0.00024074 5.87021937

OLFML2A NM_182487.1 OLFML2A 9 Homo sapiens olfactomedin-like 2A (OLFML2A), mRNA.PRO34319; FLJ002376.35E-06 8.21E-05 5.77791161

CCDC92 NM_025140.1 CCDC92 12 Homo sapiens coiled-coil domain containing 92 (CCDC92), mRNA.FLJ22471 2.33E-05 0.00020691 5.6900378

CCNT2 NM_001241.2 CCNT2 2 Homo sapiens cyclin T2 (CCNT2), transcript variant a, mRNA.FLJ90560; MGC1348400.00278134 0.00730842 5.64458752

C22orf34 NM_198851.1 C22ORF34 22 Homo sapiens chromosome 22 open reading frame 34 (C22orf34), mRNA.0.0025641 0.00684179 5.56354331

SLC2A3 NM_006931.1 SLC2A3 12 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 3 (SLC2A3), mRNA.GLUT3; FLJ90380 2.18E-10 1.40E-07 5.55821921

ARRDC1 NM_152285.2 ARRDC1 9 Homo sapiens arrestin domain containing 1 (ARRDC1), mRNA.RP11-48C7.5; MGC405550.01722452 0.03063264 5.55125439

HNF1B NM_000458.2 HNF1B 17 Homo sapiens HNF1 homeobox B (HNF1B), transcript variant 1, mRNA.VHNF1; MODY5; HNF2; TCF2; LF-B3; FJHN; HNF1beta; LFB39.60E-06 0.00010823 5.52947109

Hs.202140 HS.202140 BX114021 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGp998F135800, mRNA sequence0.00011733 0.00064664 5.50692295

Hs.22689 HS.22689 Homo sapiens mRNA; cDNA DKFZp586O1318 (from clone DKFZp586O1318)0.00093942 0.00313083 5.49266072

SEMA6A NM_020796.2 SEMA6A 5 Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 6A (SEMA6A), mRNA.VIA; SEMAQ; SEMA; SEMA6A1; KIAA1368; HT018; sema VIa2.59E-08 2.18E-06 5.36114394

PLA2G10 NM_003561.1 PLA2G10 16 Homo sapiens phospholipase A2, group X (PLA2G10), mRNA.GXPLA2; SPLA2; MGC119919; GXSPLA2; MGC119918; MGC1333672.22E-07 8.72E-06 5.26696467

PCBP4 NM_033009.1 PCBP4 3 Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 2, mRNA.LIP4; MCG10 0.00081395 0.00280115 5.25621898

AADAC NM_001086.2 AADAC 3 Homo sapiens arylacetamide deacetylase (esterase) (AADAC), mRNA.CES5A1; DAC 0.01457969 0.0269568 5.24555874

ZNF805 NM_001023563.1ZNF805 19 Homo sapiens zinc finger protein 805 (ZNF805), mRNA.DKFZp686P081060.01321159 0.0249407 5.23391019

TGFBRAP1 NM_004257.3 TGFBRAP1 2 Homo sapiens transforming growth factor, beta receptor associated protein 1 (TGFBRAP1), mRNA.TRAP-1; TRAP1 0.00486882 0.01135501 5.22594538

GSTM1 NM_000561.2 GSTM1 1 Homo sapiens glutathione S-transferase M1 (GSTM1), transcript variant 1, mRNA.MGC26563; GSTM1-1; H-B; GSTM1b-1b; GTH4; GTM1; GSTM1a-1a; MU; MU-1; GST11.36E-06 2.85E-05 5.19292194

LOC253039 NR_024408.1 LOC253039 9 Homo sapiens hypothetical LOC253039 (LOC253039), non-coding RNA.0.01452195 0.02689121 5.14965877

PITPNA NM_006224.2 PITPNA 17 Homo sapiens phosphatidylinositol transfer protein, alpha (PITPNA), mRNA.PITPN; VIB1A; MGC996490.00043496 0.00173728 5.09667042

WDR91 NM_014149.2 WDR91 7 Homo sapiens WD repeat domain 91 (WDR91), mRNA.HSPC049 0.0069502 0.0150288 5.08394891

TCEAL5 NM_001012979.1TCEAL5 X Homo sapiens transcription elongation factor A (SII)-like 5 (TCEAL5), mRNA.0.01396271 0.02605542 5.00405666

HERC6 NM_001013005.1HERC6 4 Homo sapiens hect domain and RLD 6 (HERC6), transcript variant 1, mRNA.FLJ20637 0.00953256 0.01933195 4.80501107

FARP1 NM_001001715.1FARP1 13 Homo sapiens FERM, RhoGEF (ARHGEF) and pleckstrin domain protein 1 (chondrocyte-derived) (FARP1), transcript variant 2, mRNA.CDEP; PLEKHC2; MGC874002.69E-05 0.00023116 4.80354705

FUT4 NM_002033.2 FUT4 11 Homo sapiens fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid-specific) (FUT4), mRNA.FCT3A; ELFT; FUC-TIV; CD159.23E-05 0.00054653 4.7349845

LIMCH1 NM_014988.1 LIMCH1 4 Homo sapiens LIM and calponin homology domains 1 (LIMCH1), mRNA.DKFZp686B2470; DKFZp781I1455; DKFZp781C1754; LMO7B; DKFZp686G18243; DKFZp686G2094; MGC72127; DKFZp434I0312; DKFZp686A01247; LIMCH1A0.00500549 0.01157687 4.7182365

STAT4 NM_003151.2 STAT4 2 Homo sapiens signal transducer and activator of transcription 4 (STAT4), mRNA.2.05E-06 3.78E-05 4.6390525

BEGAIN NM_020836.2 BEGAIN 14 Homo sapiens brain-enriched guanylate kinase-associated homolog (rat) (BEGAIN), mRNA.KIAA1446; BEGAIN1.37E-07 6.48E-06 4.60036674

HPCAL4 NM_016257.2 HPCAL4 1 Homo sapiens hippocalcin like 4 (HPCAL4), mRNA.DKFZp761G122; HLP41.85E-07 7.68E-06 4.59035749

LEPR NM_002303.3 LEPR 1 Homo sapiens leptin receptor (LEPR), transcript variant 1, mRNA.OBR; CD295 0.00496647 0.01151848 4.58681266

CD40 NM_001250.3 CD40 20 Homo sapiens CD40 molecule, TNF receptor superfamily member 5 (CD40), transcript variant 1, mRNA.TNFRSF5; p50; MGC9013; Bp50; CDW400.00126919 0.00396821 4.58351723

WBSCR16 XM_933544.1 WBSCR16 7 Homo sapiens Williams-Beuren syndrome chromosome region 16 (WBSCR16), mRNA.DKFZp434D0421; MGC449310.00015786 0.00080472 4.57134682

AP2A2 NM_012305.2 AP2A2 11 Homo sapiens adaptor-related protein complex 2, alpha 2 subunit (AP2A2), mRNA.CLAPA2; HYPJ; HIP9; ADTAB0.00147942 0.00449493 4.55741113

CKMT1B NM_020990.3 CKMT1B 15 Homo sapiens creatine kinase, mitochondrial 1B (CKMT1B), nuclear gene encoding mitochondrial protein, mRNA.UMTCK; CKMT1; CKMT1.59E-08 1.86E-06 4.55436219

FLJ35767 NM_207459.1 FLJ35767 17 Homo sapiens FLJ35767 protein (FLJ35767), mRNA.3.55E-12 9.64E-09 4.54060616

BBS4 NM_033028.2 BBS4 15 Homo sapiens Bardet-Biedl syndrome 4 (BBS4), mRNA.0.00162911 0.00484277 4.53295705

PLEKHB1 NM_021200.1 PLEKHB1 11 Homo sapiens pleckstrin homology domain containing, family B (evectins) member 1 (PLEKHB1), mRNA.PHR1; PHRET1; KPL11.71E-10 1.16E-07 4.52660955

LOC649025 XM_938110.1 LOC649025 PREDICTED: Homo sapiens hypothetical protein LOC649025 (LOC649025), mRNA.1.06E-06 2.42E-05 4.4903635

HIST1H2BD NM_138720.1 HIST1H2BD 6 Homo sapiens histone cluster 1, H2bd (HIST1H2BD), transcript variant 2, mRNA.H2B.1B; HIRIP2; MGC90432; dJ221C16.6; H2B/b; H2BFB9.73E-11 8.82E-08 4.46468265

MGC18216 XM_927732.1 MGC18216 15 PREDICTED: Homo sapiens hypothetical protein MGC18216 (MGC18216), mRNA.2.98E-05 0.00024768 4.4386977

Hs.547277 HS.547277 1 zh47e08.r1 Soares_fetal_liver_spleen_1NFLS_S1 Homo sapiens cDNA clone IMAGE:415238 5, mRNA sequence0.00727475 0.01556338 4.43104276

OVOL2 NM_021220.2 OVOL2 20 Homo sapiens ovo-like 2 (Drosophila) (OVOL2), mRNA.EUROIMAGE566589; ZNF3390.00152528 0.00459955 4.39316189

METTL10 NM_212554.2 METTL10 10 Homo sapiens methyltransferase like 10 (METTL10), mRNA.0.00415177 0.00996939 4.36664432

CCNYL1 NM_152523.1 CCNYL1 2 Homo sapiens cyclin Y-like 1 (CCNYL1), mRNA.FLJ40432 2.24E-06 4.06E-05 4.35090136

DOK4 NM_018110.2 DOK4 16 Homo sapiens docking protein 4 (DOK4), mRNA.FLJ10488 0.00044171 0.0017533 4.30188056

RBMS2 NM_002898.2 RBMS2 12 Homo sapiens RNA binding motif, single stranded interacting protein 2 (RBMS2), mRNA.SCR3 0.00294977 0.00764744 4.29056221

NUDT6 NM_007083.3 NUDT6 4 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 6 (NUDT6), transcript variant 1, mRNA.ASFGF2; gfg-1; FGF-AS; bFGF; FGF2AS; FGF-2; gfg0.00157306 0.00471093 4.2808442

HLA-DRA NM_019111.3 HLA-DRA 6 Homo sapiens major histocompatibility complex, class II, DR alpha (HLA-DRA), mRNA.HLA-DRA1 2.17E-09 5.62E-07 4.26587575

CTGF NM_001901.2 CTGF 6 Homo sapiens connective tissue growth factor (CTGF), mRNA.CCN2; MGC102839; IGFBP8; NOV2; HCS241.30E-11 2.35E-08 4.24237896

FAM13A NM_014883.2 FAM13A 4 Homo sapiens family with sequence similarity 13, member A (FAM13A), transcript variant 1, mRNA.FLJ34562; MGC1051310.00264901 0.00703211 4.22115883

HLA-DMB NM_002118.3 HLA-DMB 6 Homo sapiens major histocompatibility complex, class II, DM beta (HLA-DMB), mRNA.D6S221E; RING7 1.04E-08 1.45E-06 4.18647506

ABCC10 NM_033450.2 ABCC10 6 Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 10 (ABCC10), mRNA.MRP7; EST182763; SIMRP72.64E-05 0.00022776 4.16967341

FLJ90757 NM_001004336.1FLJ90757 17 PREDICTED: Homo sapiens hypothetical protein LOC440465 (FLJ90757), misc RNA.2.56E-07 9.35E-06 4.14697232

C9orf25 NM_147202.1 C9ORF25 9 Homo sapiens chromosome 9 open reading frame 25 (C9orf25), mRNA.bA573M23.5; FLJ390310.00159947 0.00477031 4.12466579

DIDO1 NM_080797.2 DIDO1 20 Homo sapiens death inducer-obliterator 1 (DIDO1), transcript variant 3, mRNA.dJ885L7.8; DIDO3; DATF1; MGC16140; FLJ11265; DIO1; DKFZp434P1115; C20orf158; KIAA0333; DIO-1; BYE1; DIDO20.02888778 0.04583246 4.11244684

PKP3 NM_007183.2 PKP3 11 Homo sapiens plakophilin 3 (PKP3), mRNA.0.00319358 0.00812069 4.10328299

MKS1 NM_017777.1 MKS1 17 Homo sapiens Meckel syndrome, type 1 (MKS1), mRNA.FLJ20345; MES; MKS0.0014954 0.00453712 4.10266294

HIST2H2AA3 NM_003516.2 HIST2H2AA3 1 Homo sapiens histone cluster 2, H2aa3 (HIST2H2AA3), mRNA.H2a-615; H2A; H2AFO; HIST2H2AA; H2A/q; H2A/O; H2A.21.01E-05 0.00011253 4.10158005

AMN1 NM_207337.1 AMN1 12 Homo sapiens antagonist of mitotic exit network 1 homolog (S. cerevisiae) (AMN1), mRNA.0.00012045 0.00065914 4.02545072

LOC730153 XM_001717676.1LOC730153 16 PREDICTED: Homo sapiens hypothetical LOC730153 (LOC730153), mRNA.9.49E-06 0.0001072 4.02516904

HES2 NM_019089.3 HES2 1 Homo sapiens hairy and enhancer of split 2 (Drosophila) (HES2), mRNA.6.39E-07 1.74E-05 4.02453402

FAM108A3 NM_001080422.1FAM108A3 1 Homo sapiens family with sequence similarity 108, member A3 (FAM108A3), mRNA.FAM108A2; C1orf470.00028627 0.00125551 4.01150877

SMPDL3A NM_006714.2 SMPDL3A 6 Homo sapiens sphingomyelin phosphodiesterase, acid-like 3A (SMPDL3A), mRNA.yR36GH4.1; FLJ20177; ASM3A; ASML3a0.00122115 0.00384679 4.00286932

CD47 NM_001025080.1CD47 3 Homo sapiens CD47 molecule (CD47), transcript variant 2, mRNA.OA3; MER6; IAP 5.02E-07 1.48E-05 3.97885248



2.0 Upreg

GAL3ST4 NM_024637.3 GAL3ST4 7 Homo sapiens galactose-3-O-sulfotransferase 4 (GAL3ST4), mRNA.FLJ12116; GAL3ST-47.15E-05 0.00045793 3.95464472

LOC650708 XM_939796.1 LOC650708 PREDICTED: Homo sapiens similar to CG15021-PA (LOC650708), mRNA.0.00457891 0.01080173 3.94878903

HYAL3 NM_003549.2 HYAL3 3 Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA.LUCA14; Minna14; LUCA-3; LUCA32.90E-05 0.00024373 3.94449318

TMEM191B XM_938147.1 TMEM191B 22 PREDICTED: Homo sapiens transmembrane protein 191B, transcript variant 2 (TMEM191B), mRNA.0.00042988 0.00172078 3.94229095

LOC441714 XR_019458.2 LOC441714 PREDICTED: Homo sapiens misc_RNA (LOC441714), miscRNA.0.01059529 0.02099738 3.9347196

USP46 NM_022832.2 USP46 4 Homo sapiens ubiquitin specific peptidase 46 (USP46), mRNA.FLJ12552 0.00011309 0.00062964 3.89907233

LOC730323 XM_001722097.1LOC730323 7 PREDICTED: Homo sapiens hypothetical LOC730323 (LOC730323), mRNA.4.29E-05 0.00032331 3.86748262

ZMIZ2 NM_031449.3 ZMIZ2 7 Homo sapiens zinc finger, MIZ-type containing 2 (ZMIZ2), transcript variant 1, mRNA.DKFZp761I2123; KIAA1886; ZIMP7; hZIMP71.10E-07 5.68E-06 3.84869901

PRF1 NM_005041.3 PRF1 10 Homo sapiens perforin 1 (pore forming protein) (PRF1), transcript variant 1, mRNA.HPLH2; FLH2; P1; MGC65093; PFP7.03E-06 8.84E-05 3.8192034

Hs.547601 HS.547601 22 Homo sapiens full length insert cDNA clone YZ84G081.49E-06 3.04E-05 3.79013575

TMOD1 NM_003275.1 TMOD1 9 Homo sapiens tropomodulin 1 (TMOD1), mRNA.ETMOD; D9S57E; TMOD0.00095976 0.00318495 3.74763291

LOC653158 XM_926814.1 LOC653158 5 PREDICTED: Homo sapiens similar to hypothetical protein MGC40405, transcript variant 1 (LOC653158), mRNA.2.13E-05 0.00019491 3.73837159

C8orf83 NR_015339.1 C8ORF83 8 Homo sapiens chromosome 8 open reading frame 83 (C8orf83), non-coding RNA.FLJ40637; DKFZp779L10680.00276042 0.00726749 3.65721582

KIAA1804 NM_032435.1 KIAA1804 1 Homo sapiens mixed lineage kinase 4 (KIAA1804), mRNA.RP5-862P8.2; MLK4; dJ862P8.30.00985304 0.01985222 3.64128651

LOC728285 XM_937100.1 LOC728285 17 PREDICTED: Homo sapiens similar to keratin associated protein 2-4 (LOC728285), mRNA.1.79E-07 7.51E-06 3.63831131

DNAJB12 NM_001002762.1DNAJB12 10 Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 12 (DNAJB12), transcript variant 1, mRNA.DJ10; DKFZp586B20230.03135807 0.04867869 3.59746858

PTPN23 NM_015466.1 PTPN23 3 Homo sapiens protein tyrosine phosphatase, non-receptor type 23 (PTPN23), mRNA.HDPTP; KIAA1471; PTP-TD14; DKFZP564F0923; HD-PTP0.02463816 0.04059544 3.5910285

SCARNA18 NR_003139.1 SCARNA18 5 Homo sapiens small Cajal body-specific RNA 18 (SCARNA18), guide RNA.U109 7.06E-07 1.84E-05 3.58938669

GALNT2 NM_004481.2 GALNT2 1 Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 2 (GalNAc-T2) (GALNT2), mRNA.GalNAc-T2 0.00081921 0.00281478 3.57318483

GLDC NM_000170.1 GLDC 9 Homo sapiens glycine dehydrogenase (decarboxylating) (GLDC), mRNA.MGC138198; GCSP; NKH; GCE; MGC138200; HYGN12.01E-08 2.04E-06 3.56463428

Hs.21177 HS.21177 6 Homo sapiens mRNA full length insert cDNA clone EUROIMAGE 9661640.00163642 0.00485919 3.54198526

MMP11 NM_005940.3 MMP11 22 Homo sapiens matrix metallopeptidase 11 (stromelysin 3) (MMP11), mRNA.ST3; SL-3; STMY30.00108531 0.00351359 3.47504873

ZHX3 NM_015035.3 ZHX3 20 Homo sapiens zinc fingers and homeoboxes 3 (ZHX3), mRNA.KIAA0395; TIX10.00028697 0.00125758 3.46431381

NAV1 NM_020443.2 NAV1 1 Homo sapiens neuron navigator 1 (NAV1), mRNA.POMFIL3; KIAA1151; FLJ14203; FLJ12560; steerin-1; MGC14961; DKFZp781D03140.0029968 0.00773616 3.45409079

LOC644761 XR_019390.1 LOC644761 PREDICTED: Homo sapiens misc_RNA (LOC644761), miscRNA.1.38E-05 0.00013987 3.43561275

SOCS5 NM_014011.4 SOCS5 2 Homo sapiens suppressor of cytokine signaling 5 (SOCS5), transcript variant 2, mRNA.CIS6; SOCS-5; KIAA0671; CISH6; Cish50.01841299 0.03226578 3.37045041

ATG4A NM_178271.1 ATG4A X Homo sapiens ATG4 autophagy related 4 homolog A (S. cerevisiae) (ATG4A), transcript variant 3, mRNA.APG4A; AUTL2 2.17E-06 3.94E-05 3.36271284

PRICKLE1 NM_153026.1 PRICKLE1 12 Homo sapiens prickle homolog 1 (Drosophila) (PRICKLE1), mRNA.MGC138902; FLJ31627; MGC138903; RILP; FLJ319370.00034416 0.00144862 3.33910305

NKIRAS2 NM_001001349.1NKIRAS2 17 Homo sapiens NFKB inhibitor interacting Ras-like 2 (NKIRAS2), transcript variant 1, mRNA.KBRAS2; MGC74742; kappaB-Ras2; DKFZP434N15267.11E-05 0.00045685 3.32549125

Hs.576106 HS.576106 10 Homo sapiens cDNA FLJ40058 fis, clone TCOLN10001802.45E-05 0.00021499 3.3017224

KIAA0427 NM_014772.1 KIAA0427 18 Homo sapiens KIAA0427 (KIAA0427), mRNA.Gm672 4.84E-05 0.00035087 3.29783364

SERPINA5 NM_000624.3 SERPINA5 14 Homo sapiens serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 5 (SERPINA5), mRNA.PROCI; PAI3; PLANH3; PCI0.00010346 0.00059272 3.29284938

MAN2A2 NM_006122.2 MAN2A2 15 Homo sapiens mannosidase, alpha, class 2A, member 2 (MAN2A2), mRNA.MANA2X 0.0023991 0.00649723 3.27250685

PTPN18 NM_014369.2 PTPN18 2 Homo sapiens protein tyrosine phosphatase, non-receptor type 18 (brain-derived) (PTPN18), mRNA.BDP1 0.01169573 0.02273054 3.25631337

GCH1 NM_000161.2 GCH1 14 Homo sapiens GTP cyclohydrolase 1 (GCH1), transcript variant 1, mRNA.DYT5; GTP-CH-1; GTPCH1; GCH0.00612138 0.01358807 3.23188253

PIGQ NM_004204.2 PIGQ 16 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class Q (PIGQ), transcript variant 2, mRNA.GPI1; c407A10.1; hGPI1; MGC126932.18E-05 0.0001984 3.22930727

ZMAT5 NM_019103.2 ZMAT5 22 Homo sapiens zinc finger, matrin type 5 (ZMAT5), transcript variant 1, mRNA.2.25E-06 4.05E-05 3.22666927

TBC1D5 NM_014744.1 TBC1D5 3 Homo sapiens TBC1 domain family, member 5 (TBC1D5), mRNA.KIAA0210 0.01264555 0.0241405 3.2029478

TCTA NM_022171.1 TCTA 3 Homo sapiens T-cell leukemia translocation altered gene (TCTA), mRNA.6.17E-06 8.01E-05 3.19648977

KIAA0319L NM_182686.1 KIAA0319L 1 Homo sapiens KIAA0319-like (KIAA0319L), transcript variant 2, mRNA.PP791; RP4-765A10.3; KIAA1837; PKD1-like0.01301354 0.02467827 3.18046815

SNORA79 NR_003021.2 SNORA79 14 Homo sapiens small nucleolar RNA, H/ACA box 79 (SNORA79), small nucleolar RNA.ACA65 0.00011589 0.00064128 3.17770629

FLJ32810 XM_926804.1 FLJ32810 PREDICTED: Homo sapiens hypothetical protein FLJ32810, transcript variant 2 (FLJ32810), mRNA.0.00782179 0.01649665 3.14186943

LOC727773 XM_930899.1 LOC727773 2 PREDICTED: Homo sapiens similar to inhibitor of growth family, member 5, transcript variant 2 (LOC727773), mRNA.0.01017941 0.02037007 3.1387061

SLC43A3 NM_017611.2 SLC43A3 11 Homo sapiens solute carrier family 43, member 3 (SLC43A3), mRNA.FOAP-13; EEG1; PRO1659; DKFZp762A227; SEEEG-10.02385609 0.03962525 3.1273644

ZNF548 NM_152909.2 ZNF548 19 Homo sapiens zinc finger protein 548 (ZNF548), mRNA.FLJ32932 0.02648803 0.04288914 3.11575041

CR2 NM_001006658.1CR2 1 Homo sapiens complement component (3d/Epstein Barr virus) receptor 2 (CR2), transcript variant 1, mRNA.CD21; SLEB9; C3DR0.00100222 0.00329565 3.09759823

HTR7 NM_000872.3 HTR7 10 Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase-coupled) (HTR7), transcript variant a, mRNA.5-HT7 0.00020822 0.00099294 3.09675203

RAB11B NM_004218.1 RAB11B 19 Homo sapiens RAB11B, member RAS oncogene family (RAB11B), mRNA.H-YPT3; MGC1332460.01467205 0.02709529 3.09373456

FAM83B NM_001010872.1FAM83B 6 Homo sapiens family with sequence similarity 83, member B (FAM83B), mRNA.FLJ30642; MGC126677; C6orf143; MGC1384800.00128837 0.00401664 3.08547742

CD24 NM_013230.2 CD24 Y Homo sapiens CD24 molecule (CD24), mRNA.CD24A 1.43E-09 4.43E-07 3.07972204

WDHD1 NM_001008396.1WDHD1 14 Homo sapiens WD repeat and HMG-box DNA binding protein 1 (WDHD1), transcript variant 2, mRNA.AND-1 0.01168039 0.02271292 3.07597555

LOC284293 XM_209104.2 LOC284293 18 PREDICTED: Homo sapiens similar to Placental thrombin inhibitor (Cytoplasmic antiproteinase) (CAP) (Protease inhibitor 6) (PI-6) (Serpin B6) (LOC284293), mRNA.0.00072407 0.00257078 3.05427353

LOC730525 NM_199327.1 LOC730525 PREDICTED: Homo sapiens hypothetical protein LOC730525 (LOC730525), mRNA.0.00897352 0.0184147 3.05056564

MAN1A1 NM_005907.2 MAN1A1 6 Homo sapiens mannosidase, alpha, class 1A, member 1 (MAN1A1), mRNA.MAN9; HUMM3; HUMM92.32E-06 4.11E-05 3.02742586

ADAT2 NM_182503.2 ADAT2 6 Homo sapiens adenosine deaminase, tRNA-specific 2, TAD2 homolog (S. cerevisiae) (ADAT2), mRNA.TAD2; dJ20N2.1; dJ20N2; DKFZp686L1118; FLJ44213; DEADC10.00033669 0.00142435 3.01965937

CLDN23 NM_194284.1 CLDN23 8 Homo sapiens claudin 23 (CLDN23), mRNA.CLDNL; hCG16461635.46E-06 7.38E-05 2.99737474

GDPD5 NM_030792.4 GDPD5 11 Homo sapiens glycerophosphodiester phosphodiesterase domain containing 5 (GDPD5), mRNA.PP1665; GDE2 1.11E-05 0.00011914 2.97216968

FAM43A NM_153690.4 FAM43A 3 Homo sapiens family with sequence similarity 43, member A (FAM43A), mRNA.FLJ90022 4.83E-07 1.45E-05 2.94936327

SGK NM_005627.2 SGK 6 Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA.SGK1 2.91E-09 6.88E-07 2.94834233

SUSD3 NM_145006.2 SUSD3 9 Homo sapiens sushi domain containing 3 (SUSD3), mRNA.MGC26847 7.23E-05 0.00046091 2.94542189

HIST1H4K NM_003541.2 HIST1H4K 6 Homo sapiens histone cluster 1, H4k (HIST1H4K), mRNA.dJ160A22.1; H4/d; H4FD; H4F2iii0.00348256 0.0087028 2.94130813

HOXC8 NM_022658.3 HOXC8 12 Homo sapiens homeobox C8 (HOXC8), mRNA.HOX3; HOX3A 0.00232443 0.00633448 2.93537271

KIF13B NM_015254.2 KIF13B 8 Homo sapiens kinesin family member 13B (KIF13B), mRNA.KIAA0639; GAKIN 6.29E-05 0.00041745 2.92910701

NCRNA00092 NR_024129.1 NCRNA00092 9 Homo sapiens non-protein coding RNA 92 (NCRNA00092), non-coding RNA.0.00096691 0.00320281 2.92906905

TRAPPC2P1 NR_002166.1 TRAPPC2P1 19 Homo sapiens trafficking protein particle complex 2 pseudogene 1 (TRAPPC2P1), non-coding RNA.SEDLP1; MIP-2A 0.0011014 0.00355825 2.91751475

RNFT1 NM_016125.2 RNFT1 17 Homo sapiens ring finger protein, transmembrane 1 (RNFT1), mRNA.PTD016; MGC1110901.50E-06 3.05E-05 2.90719807

OGDHL NM_018245.1 OGDHL 10 Homo sapiens oxoglutarate dehydrogenase-like (OGDHL), mRNA.4.01E-07 1.27E-05 2.90342124

PCIF1 NM_022104.3 PCIF1 20 Homo sapiens PDX1 C-terminal inhibiting factor 1 (PCIF1), mRNA.PCIF1 0.00203089 0.00571066 2.89707854

U2AF1L4 NM_144987.1 U2AF1L4 19 Homo sapiens U2 small nuclear RNA auxiliary factor 1-like 4 (U2AF1L4), transcript variant 2, mRNA.U2AF1L3; U2af26; U2AF1-RS3; U2AF1L3V1; FLJ35525; MGC33901; U2AF1RS30.000759 0.00265748 2.89509175

SH3BGRL2 NM_031469.1 SH3BGRL2 6 Homo sapiens SH3 domain binding glutamic acid-rich protein like 2 (SH3BGRL2), mRNA.FLJ90025 6.41E-08 4.15E-06 2.89178575



2.0 Upreg

RUNDC3B NM_138290.1 RUNDC3B 7 Homo sapiens RUN domain containing 3B (RUNDC3B), mRNA.RPIP9; RPIB9; FLJ30671; MGC266554.38E-06 6.34E-05 2.88820909

TMEM25 NM_032780.2 TMEM25 11 Homo sapiens transmembrane protein 25 (TMEM25), mRNA.FLJ14399 0.00107812 0.00349658 2.88361746

ELOVL3 NM_152310.1 ELOVL3 10 Homo sapiens elongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 3 (ELOVL3), mRNA.CIG30; CIG-30; MGC214352.08E-07 8.40E-06 2.88053294

TMEM80 XM_938671.1 TMEM80 PREDICTED: Homo sapiens transmembrane protein 80 (TMEM80), mRNA.0.00538295 0.01224145 2.87943137

TMCO4 NM_181719.2 TMCO4 1 Homo sapiens transmembrane and coiled-coil domains 4 (TMCO4), mRNA.RP5-1056L3.6; DKFZp686C232310.01121281 0.02198066 2.87261639

HPSE NM_006665.2 HPSE 4 Homo sapiens heparanase (HPSE), mRNA.HPA; HSE1; HPSE1; HPR14.19E-05 0.00031765 2.86953755

ATP6AP1L NM_001017971.1ATP6AP1L 5 Homo sapiens ATPase, H+ transporting, lysosomal accessory protein 1-like (ATP6AP1L), mRNA.MGC138396 4.77E-06 6.67E-05 2.86946032

LFNG NM_001040168.1LFNG 7 Homo sapiens LFNG O-fucosylpeptide 3-beta-N-acetylglucosaminyltransferase (LFNG), transcript variant 2, mRNA.SCDO3 2.26E-06 4.06E-05 2.85270349

ZXDB NM_007157.3 ZXDB X Homo sapiens zinc finger, X-linked, duplicated B (ZXDB), mRNA.dJ83L6.1 0.0004213 0.00169393 2.83781999

CSPG4 NM_001897.3 CSPG4 15 Homo sapiens chondroitin sulfate proteoglycan 4 (CSPG4), mRNA.MSK16; MCSP; NG2; MCSPG; MEL-CSPG; HMW-MAA8.13E-05 0.00049856 2.83380627

CRLF1 NM_004750.2 CRLF1 19 Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA.CISS; CISS1; CLF-1; NR6; CLF1.76E-07 7.43E-06 2.83021587

SGK1 NM_005627.3 SGK1 6 Homo sapiens serum/glucocorticoid regulated kinase 1 (SGK1), transcript variant 1, mRNA.SGK 1.97E-08 2.02E-06 2.82448689

RALGPS1 NM_014636.1 RALGPS1 9 Homo sapiens Ral GEF with PH domain and SH3 binding motif 1 (RALGPS1), mRNA.KIAA0351; RALGPS1A; RP13-225O21.1; RALGEF27.93E-05 0.00049227 2.81063737

CCS XM_938909.1 CCS PREDICTED: Homo sapiens copper chaperone for superoxide dismutase (CCS), mRNA.1.07E-06 2.42E-05 2.79456126

SLC25A21 NM_030631.1 SLC25A21 14 Homo sapiens solute carrier family 25 (mitochondrial oxodicarboxylate carrier), member 21 (SLC25A21), nuclear gene encoding mitochondrial protein, mRNA.MGC126570; ODC1; ODC0.00029006 0.00126501 2.78648117

DAB2 NM_001343.1 DAB2 5 Homo sapiens disabled homolog 2, mitogen-responsive phosphoprotein (Drosophila) (DAB2), mRNA.FLJ26626; DOC2; DOC-20.00154388 0.00464532 2.78568409

XKR8 NM_018053.2 XKR8 1 Homo sapiens XK, Kell blood group complex subunit-related family, member 8 (XKR8), mRNA.XRG8; FLJ10307; RP11-460I13.30.00043511 0.00173661 2.7785914

SCARNA11 NR_003012.1 SCARNA11 12 Homo sapiens small Cajal body-specific RNA 11 (SCARNA11), guide RNA.ACA57 8.59E-09 1.30E-06 2.76318493

CHURC1 NM_145165.2 CHURC1 14 Homo sapiens churchill domain containing 1 (CHURC1), mRNA.FLJ33064; chch; My015; C14orf529.51E-08 5.22E-06 2.75953596

FOXD4L1 NM_012184.3 FOXD4L1 2 Homo sapiens forkhead box D4-like 1 (FOXD4L1), mRNA.bA395L14.1 3.58E-05 0.00028376 2.74989459

FZD3 NM_017412.2 FZD3 8 Homo sapiens frizzled homolog 3 (Drosophila) (FZD3), mRNA.hFz3; Fz-3 0.00217044 0.00599755 2.74663223

Hs.522924 HS.522924 10 Homo sapiens cDNA FLJ43160 fis, clone FCBBF20001990.00044631 0.00176703 2.74184659

TPCN2 NM_139075.1 TPCN2 Homo sapiens two pore segment channel 2 (TPCN2), mRNA.FLJ41094; TPC20.01319609 0.02492009 2.74164457

OPTN NM_001008213.1OPTN 10 Homo sapiens optineurin (OPTN), transcript variant 4, mRNA.FIP2; HYPL; NRP; TFIIIA-INTP; HIP7; GLC1E2.32E-07 8.96E-06 2.74101731

GEM NM_005261.2 GEM 8 Homo sapiens GTP binding protein overexpressed in skeletal muscle (GEM), transcript variant 1, mRNA.KIR; MGC262940.00014499 0.00075505 2.73698747

ADCK5 NM_174922.3 ADCK5 8 Homo sapiens aarF domain containing kinase 5 (ADCK5), mRNA.MGC126708; FLJ354544.95E-06 6.84E-05 2.73665522

ZNF354A NM_005649.2 ZNF354A 5 Homo sapiens zinc finger protein 354A (ZNF354A), mRNA.EZNF; TCF17; KID-1; HKL1; KID10.0023903 0.00647502 2.73321813

GALNT5 NM_014568.1 GALNT5 2 Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 5 (GalNAc-T5) (GALNT5), mRNA.MGC165041; GALNAC-T50.01731164 0.03076241 2.73226737

CA11 NM_001217.3 CA11 19 Homo sapiens carbonic anhydrase XI (CA11), mRNA.CARP2; CA-RP XI0.00014297 0.00074596 2.73094642

C7orf52 NM_198571.1 C7ORF52 7 Homo sapiens chromosome 7 open reading frame 52 (C7orf52), mRNA.FLJ39237; DKFZp547K1590.00189922 0.0054275 2.71821568

MICAL1 NM_022765.2 MICAL1 6 Homo sapiens microtubule associated monoxygenase, calponin and LIM domain containing 1 (MICAL1), mRNA.NICAL; DKFZp434B1517; FLJ21739; FLJ11937; MICAL-1; MICAL2.42E-05 0.00021305 2.70441853

C3orf59 NM_178496.2 C3ORF59 3 Homo sapiens chromosome 3 open reading frame 59 (C3orf59), mRNA.0.01349158 0.02536791 2.70356935

RELL2 NM_173828.3 RELL2 5 Homo sapiens RELT-like 2 (RELL2), mRNA.RELL2; FLJ90583; C5orf160.00036335 0.00150952 2.69686453

ETNK2 NM_018208.1 ETNK2 1 Homo sapiens ethanolamine kinase 2 (ETNK2), mRNA.FLJ10761; HMFT1716; RP11-74C13.2; EKI28.99E-05 0.00053821 2.68454981

TFAP2C NM_003222.3 TFAP2C 20 Homo sapiens transcription factor AP-2 gamma (activating enhancer binding protein 2 gamma) (TFAP2C), mRNA.AP2-GAMMA; TFAP2G; hAP-2g; ERF17.89E-07 1.95E-05 2.68173922

MTSS1 NM_014751.2 MTSS1 8 Homo sapiens metastasis suppressor 1 (MTSS1), mRNA.MIM; KIAA0429; MIMA; MIMB; FLJ446941.79E-06 3.44E-05 2.68062445

HOXC4 NM_014620.2 HOXC4 12 Homo sapiens homeobox C4 (HOXC4), transcript variant 1, mRNA.cp19; HOX3E; HOX30.00224362 0.00615128 2.67865464

MPP7 NM_173496.2 MPP7 10 Homo sapiens membrane protein, palmitoylated 7 (MAGUK p55 subfamily member 7) (MPP7), mRNA.FLJ32798; RP11-218D6.50.00044017 0.00174972 2.67778479

CD164L2 NM_207397.1 CD164L2 1 Homo sapiens CD164 sialomucin-like 2 (CD164L2), mRNA.UNQ6122 0.00499412 0.01155794 2.67485905

AMH NM_000479.2 AMH 19 Homo sapiens anti-Mullerian hormone (AMH), mRNA.MIF; MIS 8.45E-05 0.00051412 2.67447996

IFIT1 NM_001548.2 IFIT1 10 Homo sapiens interferon-induced protein with tetratricopeptide repeats 1 (IFIT1), transcript variant 2, mRNA.RNM561; IFI-56; IFI56; GARG-16; IFNAI1; G10P10.00305175 0.00784076 2.67210523

DNAJC27 NM_016544.1 DNAJC27 2 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 27 (DNAJC27), mRNA.RabJS; DKFZp434N2110.00277802 0.00730853 2.669608

FZD4 NM_012193.2 FZD4 11 Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA.FzE4; EVR1; GPCR; FZD4S; CD344; MGC34390; Fz-4; FEVR1.50E-07 6.75E-06 2.66889952

FOXD4 NM_207305.2 FOXD4 9 Homo sapiens forkhead box D4 (FOXD4), mRNA.FOXD4A; MGC105106; FREAC5; FKHL95.51E-07 1.57E-05 2.65172547

ABHD8 NM_024527.3 ABHD8 19 Homo sapiens abhydrolase domain containing 8 (ABHD8), mRNA.FLJ11743; MGC14280; MGC25123.67E-06 5.63E-05 2.62458054

MUC1 NM_001044390.1MUC1 1 Homo sapiens mucin 1, cell surface associated (MUC1), transcript variant 5, mRNA.PEMT; PUM; PEM; EMA; H23AG; MAM6; CD2270.00025145 0.00113109 2.62453331

PTPN20 XM_937744.1 PTPN20 PREDICTED: Homo sapiens protein tyrosine phosphatase, non-receptor type 20 (PTPN20), mRNA.0.0199576 0.03441205 2.61504122

KISS1R NM_032551.3 KISS1R 19 Homo sapiens KISS1 receptor (KISS1R), mRNA.HOT7T175; AXOR12; GPR541.77E-06 3.41E-05 2.61383203

CHCHD7 NM_001011670.1CHCHD7 8 Homo sapiens coiled-coil-helix-coiled-coil-helix domain containing 7 (CHCHD7), transcript variant 5, mRNA.FLJ40966; MGC22174.36E-08 3.16E-06 2.6040121

MLF1IP NM_024629.2 MLF1IP 4 Homo sapiens MLF1 interacting protein (MLF1IP), mRNA.CENPU; KLIP1; FLJ23468; CENP-50; CENP50; PBIP1; CENP-U(50); CENP-U0.00027489 0.0012169 2.60185876

LYPD6 NM_194317.2 LYPD6 2 Homo sapiens LY6/PLAUR domain containing 6 (LYPD6), mRNA.MGC52057 0.00096722 0.00320284 2.59459702

AP2A1 NM_014203.2 AP2A1 19 Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), transcript variant 1, mRNA.CLAPA1; AP2-ALPHA; ADTAA4.77E-06 6.68E-05 2.57804436

VAC14 NM_018052.3 VAC14 PREDICTED: Homo sapiens Vac14 homolog (S. cerevisiae) (VAC14), mRNA.2.46E-05 0.00021574 2.56892244

SOX12 NM_006943.2 SOX12 20 Homo sapiens SRY (sex determining region Y)-box 12 (SOX12), mRNA.SOX22 0.01128764 0.02209547 2.56882207

GPR137B NM_003272.1 GPR137B 1 Homo sapiens G protein-coupled receptor 137B (GPR137B), mRNA.TM7SF1 0.00010511 0.00059936 2.55938169

PDK3 NM_005391.1 PDK3 X Homo sapiens pyruvate dehydrogenase kinase, isozyme 3 (PDK3), mRNA.0.00013649 0.00071801 2.5562195

PLEKHM1 NM_014798.1 PLEKHM1 PREDICTED: Homo sapiens pleckstrin homology domain containing, family M (with RUN domain) member 1 (PLEKHM1), mRNA.1.14E-05 0.00012146 2.55571002

MANEAL NM_001031740.1MANEAL 1 Homo sapiens mannosidase, endo-alpha-like (MANEAL), transcript variant 1, mRNA.RP11-109P14.3; MGC78681; FLJ314340.00093644 0.0031228 2.54273319

CHMP6 NM_024591.3 CHMP6 PREDICTED: Homo sapiens chromatin modifying protein 6 (CHMP6), mRNA.0.00606592 0.01349251 2.53437945

C4orf33 NM_173487.1 C4ORF33 4 Homo sapiens chromosome 4 open reading frame 33 (C4orf33), transcript variant 2, mRNA.FLJ33703 5.10E-05 0.00036177 2.52940546

GRAMD3 NM_023927.1 GRAMD3 5 Homo sapiens GRAM domain containing 3 (GRAMD3), mRNA.NS3TP2; FLJ213130.00013177 0.00070303 2.50516153

TMEM22 NM_025246.1 TMEM22 3 Homo sapiens transmembrane protein 22 (TMEM22), transcript variant 2, mRNA.DKFZp564K2464; MGC32950.00669585 0.01461255 2.50486752

RND3 NM_005168.3 RND3 2 Homo sapiens Rho family GTPase 3 (RND3), mRNA.RhoE; Rho8; memB; ARHE2.18E-08 2.09E-06 2.50379829

METTL9 NM_001077180.1METTL9 16 Homo sapiens methyltransferase like 9 (METTL9), transcript variant 2, mRNA.PAP1; FLJ21912; CGI-81; DREV1; DREV0.02507231 0.04114235 2.49924415

FBXO17 NM_148169.1 FBXO17 19 Homo sapiens F-box protein 17 (FBXO17), transcript variant 1, mRNA.FBXO26; MGC9379; Fbx17; FLJ11798; FBG4; FLJ252058.23E-05 0.00050383 2.49915991

LOC645448 XM_928480.1 LOC645448 9 PREDICTED: Homo sapiens similar to chromosome 9 open reading frame 36 (LOC645448), mRNA.0.02615327 0.04254359 2.49772281

NAV3 NM_014903.3 NAV3 12 Homo sapiens neuron navigator 3 (NAV3), mRNA.unc53H3; STEERIN3; POMFIL1; KIAA09380.00044776 0.0017702 2.49300285

TTC13 XM_939087.1 TTC13 1 Homo sapiens tetratricopeptide repeat domain 13 (TTC13), mRNA.FLJ22584 0.00058165 0.00217979 2.4895637

JUN NM_002228.3 JUN 1 Homo sapiens jun oncogene (JUN), mRNA.AP1; c-Jun 5.89E-10 2.46E-07 2.48565745

MCM3APAS NR_002776.1 MCM3APAS 21 Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) associated protein antisense (MCM3APAS) on chromosome 21.C21orf85; FLJ10508; MCM3APAS B0.02058691 0.03524551 2.48565365



2.0 Upreg

PCBD2 NM_032151.3 PCBD2 5 Homo sapiens pterin-4 alpha-carbinolamine dehydratase/dimerization cofactor of hepatocyte nuclear factor 1 alpha (TCF1) 2 (PCBD2), mRNA.DCOH2; DCOHM0.01822336 0.03200055 2.48433052

MMP15 NM_002428.2 MMP15 16 Homo sapiens matrix metallopeptidase 15 (membrane-inserted) (MMP15), mRNA.MTMMP2; MT2-MMP; SMCP-20.00042466 0.00170489 2.48022571

LMO2 NM_005574.2 LMO2 11 Homo sapiens LIM domain only 2 (rhombotin-like 1) (LMO2), mRNA.TTG2; RBTN2; RBTNL1; RHOM20.00217149 0.00599741 2.4688272

GSTT2 NM_001080843.1GSTT2 Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA.9.26E-06 0.00010575 2.46580488

EGFR NM_201284.1 EGFR 7 Homo sapiens epidermal growth factor receptor (erythroblastic leukemia viral (v-erb-b) oncogene homolog, avian) (EGFR), transcript variant 4, mRNA.ERBB1; HER1; ERBB; mENA; PIG610.01259079 0.02406131 2.45902788

C14orf21 NM_174913.1 C14ORF21 14 Homo sapiens chromosome 14 open reading frame 21 (C14orf21), mRNA.KIAA2021 0.01638893 0.02955284 2.45277145

HCP5 NM_006674.2 HCP5 6 Homo sapiens HLA complex P5 (HCP5), mRNA.P5-1; D6S2650E 1.49E-08 1.85E-06 2.45143457

ZNF177 NM_003451.1 ZNF177 19 Homo sapiens zinc finger protein 177 (ZNF177), mRNA.PIGX 0.03088506 0.04815074 2.44413758

C11orf60 NM_020153.2 C11ORF60 11 Homo sapiens chromosome 11 open reading frame 60 (C11orf60), mRNA.C11orf2; FLJ218270.00175991 0.00513744 2.44402645

LOC100133770XM_001713840.1LOC100133770 PREDICTED: Homo sapiens similar to vacuolar protein sorting 35 (LOC100133770), mRNA.0.02003671 0.0344992 2.43378532

LOC648526 XM_937579.1 LOC648526 PREDICTED: Homo sapiens similar to epiplakin 1 (LOC648526), mRNA.2.83E-08 2.33E-06 2.42578123

TMEM2 NM_013390.1 TMEM2 9 Homo sapiens transmembrane protein 2 (TMEM2), mRNA.9.23E-06 0.0001056 2.42510952

GM2A NM_000405.3 GM2A 5 Homo sapiens GM2 ganglioside activator (GM2A), mRNA.SAP-3 0.00014998 0.00077397 2.41973344

ARL3 NM_004311.2 ARL3 10 Homo sapiens ADP-ribosylation factor-like 3 (ARL3), mRNA.ARFL3 7.09E-08 4.35E-06 2.41804124

MYO1D NM_015194.1 MYO1D 17 Homo sapiens myosin ID (MYO1D), mRNA.KIAA0727; myr4 6.87E-07 1.82E-05 2.41465752

NEU1 NM_000434.2 NEU1 6 Homo sapiens sialidase 1 (lysosomal sialidase) (NEU1), mRNA.NEU; SIAL1 3.34E-09 7.57E-07 2.40882075

LOC339352 XR_019601.2 LOC339352 PREDICTED: Homo sapiens misc_RNA (LOC339352), miscRNA.0.00021248 0.00100622 2.39954871

PNPLA8 NM_015723.2 PNPLA8 7 Homo sapiens patatin-like phospholipase domain containing 8 (PNPLA8), mRNA.IPLA2G; IPLA2(GAMMA); IPLA2-25.16E-05 0.00036487 2.39407906

SGSM1 XM_943783.1 SGSM1 22 Homo sapiens small G protein signaling modulator 1 (SGSM1), transcript variant 1, mRNA.MGC133298; RUTBC2; SGSM1; KIAA19410.0011179 0.00359766 2.39396386

TNFSF9 NM_003811.2 TNFSF9 19 Homo sapiens tumor necrosis factor (ligand) superfamily, member 9 (TNFSF9), mRNA.4-1BB-L 2.21E-05 0.00019969 2.3910442

VASH1 NM_014909.2 VASH1 14 Homo sapiens vasohibin 1 (VASH1), mRNA.KIAA1036 7.00E-07 1.83E-05 2.38741638

C9orf169 NM_199001.1 C9ORF169 Homo sapiens chromosome 9 open reading frame 169 (C9orf169), mRNA.1.86E-06 3.51E-05 2.38204588

SLC35E3 NM_018656.2 SLC35E3 12 Homo sapiens solute carrier family 35, member E3 (SLC35E3), mRNA.BLOV1 1.69E-05 0.00016367 2.37701575

MPP1 NM_002436.2 MPP1 X Homo sapiens membrane protein, palmitoylated 1, 55kDa (MPP1), mRNA.AAG12; EMP55; DXS552; DXS552E; PEMP; MRG12.78E-06 4.64E-05 2.37656247

MT1G NM_005950.1 MT1G 16 Homo sapiens metallothionein 1G (MT1G), mRNA.MT1; MT1K; MGC123868.65E-10 3.13E-07 2.37474616

JAK2 NM_004972.2 JAK2 9 Homo sapiens Janus kinase 2 (a protein tyrosine kinase) (JAK2), mRNA.JTK10 0.00656776 0.01438211 2.37101175

KCNS3 NM_002252.3 KCNS3 2 Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, member 3 (KCNS3), mRNA.MGC9481; KV9.3 6.97E-06 8.78E-05 2.36588828

MGC39900 XM_936687.1 MGC39900 PREDICTED: Homo sapiens hypothetical protein MGC39900 (MGC39900), mRNA.3.57E-08 2.73E-06 2.35524918

BMPR2 NM_001204.5 BMPR2 2 Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine kinase) (BMPR2), mRNA.BRK-3; BMPR3; BMPR-II; BMR2; TRG10; PPH1; T-ALK0.0009747 0.00322172 2.35296208

CAPN5 NM_004055.3 CAPN5 11 Homo sapiens calpain 5 (CAPN5), mRNA.HTRA3; FLJ46245; nCL-33.49E-06 5.43E-05 2.34429672

NRGN NM_006176.1 NRGN 11 Homo sapiens neurogranin (protein kinase C substrate, RC3) (NRGN), mRNA.RC3; hng 1.01E-08 1.42E-06 2.32563247

CYR61 NM_001554.3 CYR61 1 Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA.CCN1; IGFBP10; GIG15.15E-09 9.48E-07 2.31990782

CYP2R1 NM_024514.4 CYP2R1 11 Homo sapiens cytochrome P450, family 2, subfamily R, polypeptide 1 (CYP2R1), mRNA.MGC4663 1.09E-06 2.43E-05 2.31727943

CTAGE5 NM_203356.1 CTAGE5 14 Homo sapiens CTAGE family, member 5 (CTAGE5), transcript variant 4, mRNA.MEA6; MGEA; MGEA6; MGEA110.00091734 0.00307896 2.31379061

CNOT6L NM_144571.2 CNOT6L 4 Homo sapiens CCR4-NOT transcription complex, subunit 6-like (CNOT6L), mRNA.CCR4b 0.01868257 0.03262245 2.31362342

ARHGAP29 NM_004815.2 ARHGAP29 1 Homo sapiens Rho GTPase activating protein 29 (ARHGAP29), mRNA.RP11-255E17.1; PARG10.00030993 0.00133347 2.3113339

ST7OT2 NR_002331.1 ST7OT2 7 Homo sapiens ST7 overlapping transcript 2 (antisense non-coding RNA) (ST7OT2) on chromosome 7.0.02026813 0.03479843 2.31120374

LOC732371 XM_941758.1 LOC732371 PREDICTED: Homo sapiens similar to mixed lineage kinase domain-like (LOC732371), mRNA.0.00148618 0.00451294 2.31029319

ISL1 NM_002202.1 ISL1 5 Homo sapiens ISL1 transcription factor, LIM/homeodomain, (islet-1) (ISL1), mRNA.Isl-1 2.02E-05 0.00018705 2.30926991

AGTPBP1 NM_015239.1 AGTPBP1 9 Homo sapiens ATP/GTP binding protein 1 (AGTPBP1), mRNA.NNA1; KIAA1035; DKFZp686M201910.00195774 0.00555094 2.30477119

SNORA31 NR_002967.1 SNORA31 13 Homo sapiens small nucleolar RNA, H/ACA box 31 (SNORA31), small nucleolar RNA.ACA31 0.02183614 0.03693622 2.30231854

MICA NM_000247.1 MICA 6 Homo sapiens MHC class I polypeptide-related sequence A (MICA), mRNA.PERB11.1; MGC1110873.61E-07 1.19E-05 2.30019425

CORIN NM_006587.2 CORIN 4 Homo sapiens corin, serine peptidase (CORIN), mRNA.Lrp4; TMPRSS10; MGC119742; CRN; ATC23.07E-07 1.05E-05 2.29107506

C5orf5 NM_016603.1 C5ORF5 5 Homo sapiens chromosome 5 open reading frame 5 (C5orf5), mRNA.KHCHP; MGC57159; DKFZp667F249; N612.19E-05 0.00019894 2.28268903

TM2D2 NM_078473.2 TM2D2 8 Homo sapiens TM2 domain containing 2 (TM2D2), transcript variant 1, mRNA.MGC125814; BLP1; MGC1258131.44E-05 0.00014397 2.27331494

GOSR1 NM_004871.2 GOSR1 17 Homo sapiens golgi SNAP receptor complex member 1 (GOSR1), transcript variant 1, mRNA.GOS-28; GOS28; GOLIM2; P28; GOS28/P28; GS280.02331404 0.03889132 2.27310161

SORL1 NM_003105.3 SORL1 11 Homo sapiens sortilin-related receptor, L(DLR class) A repeats-containing (SORL1), mRNA.LR11; LRP9; SORLA; SorLA-1; gp2507.42E-06 9.11E-05 2.27039005

ISG20 NM_002201.4 ISG20 15 Homo sapiens interferon stimulated exonuclease gene 20kDa (ISG20), mRNA.CD25; HEM45 0.00583459 0.01306891 2.26850642

SP100 NM_001080391.1SP100 2 Homo sapiens SP100 nuclear antigen (SP100), transcript variant 1, mRNA.DKFZp686E07254; FLJ00340; FLJ345790.0003993 0.00162168 2.26581944

RN7SK NR_001445.1 RN7SK 6 Homo sapiens RNA, 7SK small nuclear (RN7SK), non-coding RNA.7SK 6.21E-08 4.07E-06 2.26554567

DIP2A NM_206889.1 DIP2A 21 Homo sapiens DIP2 disco-interacting protein 2 homolog A (Drosophila) (DIP2A), transcript variant 2, mRNA.DIP2; C21orf106 6.89E-06 8.73E-05 2.2649048

SNORD13 Hs.583806 SNORD13 8 Homo sapiens small nucleolar RNA, C/D box 13 (SNORD13), small nucleolar RNA.U13 1.94E-08 2.01E-06 2.25948218

C21orf2 NM_004928.1 C21ORF2 21 Homo sapiens chromosome 21 open reading frame 2 (C21orf2), mRNA.A2; YF5 0.00099806 0.00328594 2.25898119

SNORD3A NR_006880.1 SNORD3A 17 Homo sapiens small nucleolar RNA, C/D box 3A (SNORD3A), small nucleolar RNA.U3 3.11E-09 7.19E-07 2.2551573

CNTD2 NM_024877.1 CNTD2 19 Homo sapiens cyclin N-terminal domain containing 2 (CNTD2), mRNA.FLJ13265 0.00841028 0.01749339 2.25177548

PCDH15 NM_033056.2 PCDH15 10 Homo sapiens protocadherin 15 (PCDH15), transcript variant C, mRNA.USH1H; DFNB23; DKFZp667A1711; USH1F0.0171901 0.03059646 2.24855177

CSPG4LYP2 NR_002194.1 CSPG4LYP2 Y Homo sapiens chondroitin sulfate proteoglycan 4-like, Y-linked pseudogene 2 (CSPG4LYP2), non-coding RNA.0.00764971 0.01621554 2.2481304

LOC652458 XM_941907.1 LOC652458 PREDICTED: Homo sapiens similar to Transcriptional regulator ATRX (ATP-dependent helicase ATRX) (X-linked helicase II) (X-linked nuclear protein) (XNP) (Znf-HX) (LOC652458), mRNA.0.02492596 0.04099506 2.24756738

C1orf53 NM_001024594.1C1ORF53 1 Homo sapiens chromosome 1 open reading frame 53 (C1orf53), mRNA.2.82E-07 1.00E-05 2.24399788

SCNN1D NM_002978.2 SCNN1D 1 Homo sapiens sodium channel, nonvoltage-gated 1, delta (SCNN1D), transcript variant 2, mRNA.SCNED; ENaCdelta; MGC149710; dNaCh; ENaCd; MGC1497110.00012581 0.00067991 2.2405168

PLD1 NM_002662.2 PLD1 3 Homo sapiens phospholipase D1, phosphatidylcholine-specific (PLD1), mRNA.0.00701176 0.0151258 2.24002821

PRPH NM_006262.3 PRPH 12 Homo sapiens peripherin (PRPH), mRNA.PRPH1; NEF4 4.91E-07 1.46E-05 2.23394371

FAM71E1 NM_138411.1 FAM71E1 19 Homo sapiens family with sequence similarity 71, member E1 (FAM71E1), mRNA.FLJ27522; FLJ437571.44E-09 4.36E-07 2.23146029

LPXN NM_004811.1 LPXN 11 Homo sapiens leupaxin (LPXN), mRNA.LDPL 0.00065524 0.00238165 2.23021922

SLC30A1 NM_021194.2 SLC30A1 1 Homo sapiens solute carrier family 30 (zinc transporter), member 1 (SLC30A1), mRNA.ZNT1; ZRC1 8.27E-06 9.79E-05 2.22328267

TBC1D2 NM_018421.2 TBC1D2 9 Homo sapiens TBC1 domain family, member 2 (TBC1D2), mRNA.FLJ10702; DKFZp761D1823; PARIS1; FLJ16244; FLJ42782; PARIS-1; TBC1D2A0.00035943 0.00149723 2.21401656

C20orf108 NM_080821.1 C20ORF108 20 Homo sapiens chromosome 20 open reading frame 108 (C20orf108), mRNA.DKFZP434A1114; dJ1167H4.1; 5A31.80E-08 1.94E-06 2.20277983

CYB5R1 NM_016243.2 CYB5R1 1 Homo sapiens cytochrome b5 reductase 1 (CYB5R1), mRNA.B5R.1; NQO3A2; humb5R22.94E-06 4.81E-05 2.19776359

FLJ10986 NM_018291.2 FLJ10986 1 Homo sapiens hypothetical protein FLJ10986 (FLJ10986), mRNA.RP11-242B9.1 6.03E-05 0.00040513 2.18621867

TMEM50A NM_014313.2 TMEM50A 1 Homo sapiens transmembrane protein 50A (TMEM50A), mRNA.SMP1; RP11-335G20.3; IFNRC3.45E-05 0.00027484 2.18406759



2.0 Upreg

IRX3 NM_024336.1 IRX3 16 Homo sapiens iroquois homeobox 3 (IRX3), mRNA.IRX-1 7.86E-07 1.95E-05 2.18336742

LOC653166 XM_926309.1 LOC653166 17 PREDICTED: Homo sapiens similar to olfactory receptor, family 1, subfamily D, member 4 (LOC653166), mRNA.0.02301543 0.03848772 2.17623283

CLN5 NM_006493.1 CLN5 13 Homo sapiens ceroid-lipofuscinosis, neuronal 5 (CLN5), mRNA.FLJ90628; NCL 0.0019263 0.00548325 2.17485281

RAB24 NM_001031677.1RAB24 5 Homo sapiens RAB24, member RAS oncogene family (RAB24), transcript variant 1, mRNA.6.81E-08 4.23E-06 2.17081199

RNU4-2 NR_003137.2 RNU4-2 Homo sapiens RNA, U4 small nuclear 2 (RNU4-2), small nuclear RNA.6.11E-06 7.95E-05 2.17004348

GADD45B NM_015675.1 GADD45B 19 Homo sapiens growth arrest and DNA-damage-inducible, beta (GADD45B), mRNA.MYD118; DKFZP566B133; GADD45BETA3.89E-05 0.00029999 2.16327082

FLJ21865 NM_022759.1 FLJ21865 17 Homo sapiens endo-beta-N-acetylglucosaminidase (FLJ21865), mRNA.DKFZp434P174 0.00023438 0.00107886 2.15934264

LASS5 NM_147190.1 LASS5 12 Homo sapiens LAG1 homolog, ceramide synthase 5 (S. cerevisiae) (LASS5), mRNA.Trh4; MGC45411; FLJ253041.49E-05 0.00014784 2.14733978

DAAM1 NM_014992.1 DAAM1 14 Homo sapiens dishevelled associated activator of morphogenesis 1 (DAAM1), mRNA.FLJ41657; KIAA06667.83E-05 0.00048864 2.13318411

OSMR NM_003999.1 OSMR 5 Homo sapiens oncostatin M receptor (OSMR), mRNA.OSMRB; MGC75127; MGC150626; MGC1506270.02499031 0.04105739 2.13235242

GLDN NM_181789.1 GLDN 15 Homo sapiens gliomedin (GLDN), mRNA.CRG-L2; UNC-112; CRGL2; CLOM; FLJ23917; COLM1.73E-05 0.00016613 2.12713669

KBTBD7 NM_032138.3 KBTBD7 13 Homo sapiens kelch repeat and BTB (POZ) domain containing 7 (KBTBD7), mRNA.DKFZP434E23180.00341236 0.00855096 2.12463913

MOCS1 NM_138928.1 MOCS1 6 Homo sapiens molybdenum cofactor synthesis 1 (MOCS1), transcript variant 1, mRNA.MOCS1B; MIG11; MOCS1A; KIAA0381; MOCOD0.00060692 0.0022535 2.1219503

ZBTB42 NM_001137601.1ZBTB42 14 Homo sapiens zinc finger and BTB domain containing 42 (ZBTB42), mRNA.2.89E-05 0.0002427 2.11991552

ACAD10 NM_025247.3 ACAD10 12 Homo sapiens acyl-Coenzyme A dehydrogenase family, member 10 (ACAD10), mRNA.MGC5601 9.81E-05 0.00057148 2.11644193

TUFT1 NM_020127.1 TUFT1 1 Homo sapiens tuftelin 1 (TUFT1), mRNA.2.99E-08 2.41E-06 2.11080753

DENND1A NM_020946.1 DENND1A 9 Homo sapiens DENN/MADD domain containing 1A (DENND1A), transcript variant 1, mRNA.RP11-230L22.3; FLJ38464; KIAA1608; FAM31A0.00920736 0.01879518 2.10813785

CHD2 NM_001271.1 CHD2 15 Homo sapiens chromodomain helicase DNA binding protein 2 (CHD2), mRNA.DKFZp781D17270.00122216 0.00384776 2.10813699

Hs.326560 HS.326560 PREDICTED: Homo sapiens LOC440151 (LOC440151), mRNA0.00012167 0.00066313 2.10550767

LOC441019 XM_498969.2 LOC441019 4 PREDICTED: Homo sapiens hypothetical LOC441019 (LOC441019), mRNA.9.30E-07 2.19E-05 2.10483268

UFSP1 NM_001015072.1UFSP1 7 Homo sapiens UFM1-specific peptidase 1 (non-functional) (UFSP1), mRNA.0.00106361 0.00345571 2.10219811

ST3GAL5 NM_003896.2 ST3GAL5 2 Homo sapiens ST3 beta-galactoside alpha-2,3-sialyltransferase 5 (ST3GAL5), transcript variant 2, mRNA.SIAT9; ST3GalV; SIATGM3S1.39E-06 2.91E-05 2.09866714

PPP1R12C NM_017607.1 PPP1R12C 19 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12C (PPP1R12C), mRNA.p84; DKFZp434D04120.00020349 0.00097381 2.09550921

FAH NM_000137.1 FAH 15 Homo sapiens fumarylacetoacetate hydrolase (fumarylacetoacetase) (FAH), mRNA.0.0211219 0.03600263 2.08298813

MLF1 NM_022443.2 MLF1 3 Homo sapiens myeloid leukemia factor 1 (MLF1), mRNA.3.49E-06 5.42E-05 2.07886961

AKAP13 NM_007200.3 AKAP13 15 Homo sapiens A kinase (PRKA) anchor protein 13 (AKAP13), transcript variant 3, mRNA.HA-3; FLJ11952; BRX; FLJ43341; c-lbc; PROTO-LB; Ht31; LBC; AKAP-Lbc; PROTO-LBC4.22E-05 0.00031939 2.07804002

LOC729776 Hs.535844 LOC729776 6 PREDICTED: Homo sapiens hypothetical protein LOC729776 (LOC729776), mRNA.4.93E-05 0.00035417 2.07753427

VGF NM_003378.2 VGF 7 Homo sapiens VGF nerve growth factor inducible (VGF), mRNA.1.40E-09 4.46E-07 2.07641015

PARM1 NM_015393.2 PARM1 4 Homo sapiens prostate androgen-regulated mucin-like protein 1 (PARM1), mRNA.6.32E-09 1.06E-06 2.07347694

LOC645166 XM_001129441.2LOC645166 1 PREDICTED: Homo sapiens similar to lymphocyte-specific protein 1 (LOC645166), mRNA.5.67E-09 9.63E-07 2.07279902

ADAMTSL5 NM_213604.1 ADAMTSL5 19 Homo sapiens ADAMTS-like 5 (ADAMTSL5), mRNA.THSD6 0.00045169 0.00178183 2.07193936

FRMD3 NM_174938.3 FRMD3 9 Homo sapiens FERM domain containing 3 (FRMD3), mRNA.MGC20553; EPB41L4O; P410; 4.1O; RP11-439K3.20.01593464 0.02888701 2.0711046

CSAD NM_015989.3 CSAD 12 Homo sapiens cysteine sulfinic acid decarboxylase (CSAD), mRNA.PCAP; MGC119355; MGC119354; MGC119357; CSD3.06E-05 0.00025302 2.06746952

MYOM2 NM_003970.1 MYOM2 8 Homo sapiens myomesin (M-protein) 2, 165kDa (MYOM2), mRNA.TTNAP 0.00314204 0.0080253 2.06737739

TMEM45A NM_018004.1 TMEM45A 3 Homo sapiens transmembrane protein 45A (TMEM45A), mRNA.DERP7; FLJ10134 1.23E-05 0.00012842 2.06708011

CRIP2 NM_001312.2 CRIP2 14 Homo sapiens cysteine-rich protein 2 (CRIP2), mRNA.CRP2; CRIP; ESP1 8.63E-08 4.93E-06 2.06276132

ANGPTL4 NM_001039667.1ANGPTL4 19 Homo sapiens angiopoietin-like 4 (ANGPTL4), transcript variant 3, mRNA.HFARP; ANGPTL2; PGAR; NL2; pp1158; ARP4; FIAF2.01E-05 0.00018629 2.05643354

SUSD2 NM_019601.3 SUSD2 22 Homo sapiens sushi domain containing 2 (SUSD2), mRNA.BK65A6.2; FLJ227782.00E-05 0.00018605 2.05642799

EXPH5 NM_015065.1 EXPH5 11 Homo sapiens exophilin 5 (EXPH5), mRNA.SLAC2-B; KIAA0624; DKFZp781H0795; MGC134967; MGC1332910.00756831 0.01607433 2.05520284

LOC388588 XM_946205.1 LOC388588 1 PREDICTED: Homo sapiens hypothetical LOC388588, transcript variant 2 (LOC388588), mRNA.4.27E-05 0.00032212 2.05422335

SLC35F3 NM_173508.1 SLC35F3 1 Homo sapiens solute carrier family 35, member F3 (SLC35F3), mRNA.FLJ37712 0.00441936 0.01048682 2.0535939

SLCO1B3 NM_019844.1 SLCO1B3 12 Homo sapiens solute carrier organic anion transporter family, member 1B3 (SLCO1B3), mRNA.LST-3TM13; SLC21A8; OATP8; OATP1B3; LST30.00018009 0.00088883 2.0489564

CKMT1A NM_001015001.1CKMT1A 15 Homo sapiens creatine kinase, mitochondrial 1A (CKMT1A), nuclear gene encoding mitochondrial protein, mRNA.UMTCK; CKMT1 3.92E-08 2.92E-06 2.04783922

FAM173B NM_199133.1 FAM173B 5 Homo sapiens family with sequence similarity 173, member B (FAM173B), mRNA.FLJ20667 0.00024912 0.00112577 2.0430279

LAMB2 NM_002292.2 LAMB2 3 Homo sapiens laminin, beta 2 (laminin S) (LAMB2), mRNA.LAMS 8.40E-07 2.04E-05 2.04098489

FAM46B NM_052943.2 FAM46B 1 Homo sapiens family with sequence similarity 46, member B (FAM46B), mRNA.MGC16491; MGC20845; RP11-344H11.84.86E-07 1.46E-05 2.04089797

NHEDC2 XM_933390.1 NHEDC2 4 Homo sapiens Na+/H+ exchanger domain containing 2 (NHEDC2), mRNA.FLJ23984; NHA20.00680977 0.0148195 2.03977792

IFI6 NM_002038.2 IFI6 1 Homo sapiens interferon, alpha-inducible protein 6 (IFI6), transcript variant 3, mRNA.IFI-6-16; 6-16; IFI616; G1P3; FAM14C3.45E-10 1.70E-07 2.03308705

SLC6A9 NM_201649.2 SLC6A9 1 Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), member 9 (SLC6A9), transcript variant 2, mRNA.DKFZp547A1118; GLYT10.0070691 0.01522532 2.03206322

PTH2 NM_178449.2 PTH2 19 Homo sapiens parathyroid hormone 2 (PTH2), mRNA.0.00522577 0.01197168 2.03033397

MT1F NM_005949.1 MT1F 16 Homo sapiens metallothionein 1F (MT1F), mRNA.MT1; MGC32732 7.40E-10 2.77E-07 2.02406753

FSTL3 NM_005860.1 FSTL3 19 Homo sapiens follistatin-like 3 (secreted glycoprotein) (FSTL3), mRNA.FLRG; FSRP 0.00013592 0.00071567 2.01309602

TSPAN13 NM_014399.3 TSPAN13 7 Homo sapiens tetraspanin 13 (TSPAN13), mRNA.FLJ22934; NET-6; TM4SF133.42E-10 1.77E-07 2.01307732

EXT1 NM_000127.2 EXT1 8 Homo sapiens exostoses (multiple) 1 (EXT1), mRNA.ttv; EXT 6.38E-07 1.74E-05 2.01144263

GRIN1 NM_000832.5 GRIN1 9 Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), transcript variant NR1-1, mRNA.NMDAR1; NMDA1; NR12.50E-07 9.25E-06 2.011252

ZNF227 NM_182490.1 ZNF227 19 Homo sapiens zinc finger protein 227 (ZNF227), mRNA.0.0131503 0.02485521 2.01024625

C14orf133 NM_022067.2 C14ORF133 14 Homo sapiens chromosome 14 open reading frame 133 (C14orf133), mRNA.FLJ12707 0.00465587 0.0109358 2.00807602

RRAGC NM_022157.2 RRAGC 1 Homo sapiens Ras-related GTP binding C (RRAGC), mRNA.FLJ13311; GTR2; RAGC0.0056393 0.01270478 2.00334488

C2orf7 NM_032319.1 C2ORF7 2 Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA.PAP21; MGC13004 2.19E-05 0.0001987 2.00103853

SECISBP2L NM_014701.2 SECISBP2L 15 Homo sapiens SECIS binding protein 2-like (SECISBP2L), mRNA.0.00074138 0.00261517 1.99985152

C7orf41 NM_152793.1 C7ORF41 7 Homo sapiens chromosome 7 open reading frame 41 (C7orf41), mRNA.FLJ25903; Ells1 9.55E-08 5.14E-06 1.9987279

LOC652097 XM_941428.1 LOC652097 PREDICTED: Homo sapiens hypothetical protein LOC652097 (LOC652097), mRNA.8.08E-07 1.99E-05 1.9953209

TRAPPC2 NM_001011658.1TRAPPC2 X Homo sapiens trafficking protein particle complex 2 (TRAPPC2), transcript variant 1, mRNA.hYP38334; TRS20; SEDT; SEDL; ZNF547L; MIP-2A0.00011634 0.0006431 1.99268645

PPIL6 NM_173672.1 PPIL6 6 Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 6 (PPIL6), mRNA.bA425D10.6; MGC41939; dJ919F19.10.00023636 0.00108434 1.98707323

ABHD6 NM_020676.4 ABHD6 3 Homo sapiens abhydrolase domain containing 6 (ABHD6), mRNA.1.64E-07 7.14E-06 1.98657809

FKBP1B NM_054033.1 FKBP1B 2 Homo sapiens FK506 binding protein 1B, 12.6 kDa (FKBP1B), transcript variant 2, mRNA.FKBP12.6; FKBP9; PPIase; PKBP1L; OTK4; FKBP1L0.00412107 0.00990443 1.98187828

HLA-DMA NM_006120.2 HLA-DMA 6 Homo sapiens major histocompatibility complex, class II, DM alpha (HLA-DMA), mRNA.HLADM; RING6; DMA; D6S222E1.94E-07 8.00E-06 1.97694213

PNPLA7 NM_152286.2 PNPLA7 9 Homo sapiens patatin-like phospholipase domain containing 7 (PNPLA7), mRNA.FLJ44279; NTE-R1; FLJ43070; C9orf111; NTEL1; FLJ31318; RP11-48C7.20.00025967 0.00116088 1.97357775

C17orf28 NM_030630.1 C17ORF28 17 Homo sapiens chromosome 17 open reading frame 28 (C17orf28), mRNA.FLJ43526; DMC10.00522115 0.01196614 1.97267921

Hs.572495 HS.572495 17 Homo sapiens cDNA clone IMAGE:52686580.02359391 0.03926779 1.97261785



2.0 Upreg

KLK8 NM_144507.1 KLK8 19 Homo sapiens kallikrein-related peptidase 8 (KLK8), transcript variant 1, mRNA.NRPN; NP; HNP; TADG14; PRSS190.01633762 0.02948476 1.97226573

PPP1R13B NM_015316.1 PPP1R13B 14 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 13B (PPP1R13B), mRNA.p53BP2-like; p85; KIAA0771; ASPP11.92E-05 0.00017935 1.97035474

LOC644128 XM_927344.1 LOC644128 8 PREDICTED: Homo sapiens hypothetical protein LOC644128 (LOC644128), mRNA.0.00144175 0.00440385 1.96662666

MPP2 NM_005374.3 MPP2 17 Homo sapiens membrane protein, palmitoylated 2 (MAGUK p55 subfamily member 2) (MPP2), mRNA.DKFZp686J2189; DLG2; DKFZp686A06252; DKFZp761D07120.007357 0.01572078 1.96389491

FAM113A NM_022760.3 FAM113A 20 Homo sapiens family with sequence similarity 113, member A (FAM113A), mRNA.C20orf81; bA12M19.1; FLJ22376; DKFZp547L0549.80E-05 0.00057179 1.96309206

SUZ12P XM_934900.1 SUZ12P 17 PREDICTED: Homo sapiens suppressor of zeste 12 homolog pseudogene, transcript variant 3 (SUZ12P), mRNA.0.01052829 0.02090654 1.96158653

LOC391692 XM_373031.3 LOC391692 4 PREDICTED: Homo sapiens similar to tubulin, beta 8 (LOC391692), mRNA.0.00122056 0.00384716 1.95584796

GDE1 NM_016641.3 GDE1 16 Homo sapiens glycerophosphodiester phosphodiesterase 1 (GDE1), mRNA.GDE1; 363E6.2 1.09E-05 0.00011797 1.95475085

MEGF6 NM_001409.3 MEGF6 1 Homo sapiens multiple EGF-like-domains 6 (MEGF6), mRNA.KIAA0815; EGFL30.00206596 0.00578085 1.95338878

RPL28 NM_000991.3 RPL28 19 Homo sapiens ribosomal protein L28 (RPL28), mRNA.FLJ43307 2.89E-06 4.75E-05 1.95262261

TMEM175 NM_032326.2 TMEM175 4 Homo sapiens transmembrane protein 175 (TMEM175), mRNA.MGC4618 3.35E-08 2.62E-06 1.94642888

CAMTA1 NM_015215.1 CAMTA1 1 Homo sapiens calmodulin binding transcription activator 1 (CAMTA1), mRNA.KIAA0833 5.13E-06 7.03E-05 1.94482423

CASC5 NM_144508.2 CASC5 15 Homo sapiens cancer susceptibility candidate 5 (CASC5), transcript variant 2, mRNA.D40; AF15Q14; KIAA15700.01341211 0.02525781 1.93816519

ST7L NM_138729.2 ST7L 1 Homo sapiens suppression of tumorigenicity 7 like (ST7L), transcript variant 4, mRNA.FLJ11657; FLJ20284; STLR; ST7R0.00045485 0.00179172 1.93451205

H2AFV NM_138635.2 H2AFV 7 Homo sapiens H2A histone family, member V (H2AFV), transcript variant 2, mRNA.MGC1947; H2AV; MGC10831; FLJ26479; MGC101700.02157255 0.03659287 1.93360184

TMEM8 NM_021259.1 TMEM8 16 Homo sapiens transmembrane protein 8 (five membrane-spanning domains) (TMEM8), mRNA.M83; TMEM6 0.00022411 0.00104711 1.9331523

CDC20B NM_152623.1 CDC20B 5 Homo sapiens cell division cycle 20 homolog B (S. cerevisiae) (CDC20B), transcript variant 1, mRNA.FLJ37927; G6VTS765190.00271012 0.00715936 1.93114692

ING5 XM_941026.1 ING5 PREDICTED: Homo sapiens inhibitor of growth family, member 5 (ING5), mRNA.0.00099478 0.00327712 1.9264384

SCARNA16 NR_003013.1 SCARNA16 17 Homo sapiens small Cajal body-specific RNA 16 (SCARNA16), guide RNA.ACA47 2.29E-06 4.08E-05 1.9248001

ACTA2 NM_001613.1 ACTA2 10 Homo sapiens actin, alpha 2, smooth muscle, aorta (ACTA2), mRNA.ACTSA 2.65E-07 9.63E-06 1.92227404

HS1BP3 NM_022460.3 HS1BP3 2 Homo sapiens HCLS1 binding protein 3 (HS1BP3), mRNA.ETM2; FLJ14249; HS1-BP36.94E-07 1.83E-05 1.92051058

LOC649970 XM_939056.1 LOC649970 PREDICTED: Homo sapiens similar to creatine kinase, mitochondrial 1B precursor (LOC649970), mRNA.1.73E-08 1.92E-06 1.91799012

TLE6 NM_024760.1 TLE6 19 Homo sapiens transducin-like enhancer of split 6 (E(sp1) homolog, Drosophila) (TLE6), mRNA.FLJ14009; MGC14966; GRG60.00013295 0.00070689 1.91679311

C9orf45 NM_030814.4 C9ORF45 9 PREDICTED: Homo sapiens chromosome 9 open reading frame 45 (C9orf45), misc RNA.7.23E-05 0.00046096 1.91651372

LOC100133578XM_001714539.1LOC100133578 PREDICTED: Homo sapiens similar to acetylserotonin O-methyltransferase-like (LOC100133578), mRNA.3.59E-05 0.00028392 1.91429945

IFT20 NM_174887.2 IFT20 17 Homo sapiens intraflagellar transport 20 homolog (Chlamydomonas) (IFT20), mRNA.0.00044149 0.00175306 1.9125612

MAP3K12 NM_006301.2 MAP3K12 12 Homo sapiens mitogen-activated protein kinase kinase kinase 12 (MAP3K12), mRNA.DLK; ZPKP1; ZPK; MUK0.00011739 0.00064661 1.90555913

PTPRU NM_005704.3 PTPRU 1 Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), transcript variant 3, mRNA.GLEPP1; hPTP-J; PTPPSI; PCP-2; FMI; PTP-PI; R-PTP-PSI; PTPRO; PTP; FLJ37530; PTPU2; PTP-J2.63E-05 0.00022745 1.89845282

PPP1R14C NM_030949.1 PPP1R14C 6 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14C (PPP1R14C), mRNA.KEPI; NY-BR-81; CPI17-like1.36E-07 6.44E-06 1.89531254

NICN1 NM_032316.2 NICN1 3 Homo sapiens nicolin 1 (NICN1), mRNA.MGC12936 0.00015279 0.00078436 1.89429614

MTL5 NM_001039656.1MTL5 11 Homo sapiens metallothionein-like 5, testis-specific (tesmin) (MTL5), transcript variant 2, mRNA.TESMIN; MTLT; CXCDC20.00318236 0.00810353 1.8938739

MOSPD1 NM_019556.1 MOSPD1 X Homo sapiens motile sperm domain containing 1 (MOSPD1), mRNA.DJ473B4 1.89E-06 3.55E-05 1.88613075

UNC13B NM_006377.2 UNC13B 9 Homo sapiens unc-13 homolog B (C. elegans) (UNC13B), mRNA.hmunc13; Unc13h2; MGC133279; MUNC13; MGC133280; UNC130.01689622 0.0302169 1.8858212

C12orf4 NM_020374.2 C12ORF4 12 Homo sapiens chromosome 12 open reading frame 4 (C12orf4), mRNA.FLJ23899; FLJ211580.00882553 0.01817621 1.88262008

NEDD4L NM_015277.2 NEDD4L 18 Homo sapiens neural precursor cell expressed, developmentally down-regulated 4-like (NEDD4L), mRNA.FLJ33870; KIAA0439; RSP5; hNedd4-20.00020105 0.00096598 1.88100851

RGS22 NM_015668.2 RGS22 8 Homo sapiens regulator of G-protein signalling 22 (RGS22), mRNA.MGC102908; DKFZP434I092; PRTD-NY2; FLJ400800.02804187 0.04485048 1.86988868

MAPT NM_016841.2 MAPT 17 Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, mRNA.MTBT2; MAPTL; FTDP-17; DDPAC; MGC138549; TAU; MSTD; FLJ31424; PPND; MTBT13.99E-06 5.97E-05 1.86917589

LOC653108 XM_930914.1 LOC653108 21 PREDICTED: Homo sapiens similar to coxsackie virus and adenovirus receptor precursor (LOC653108), mRNA.0.00301889 0.00778392 1.86915953

C6orf203 NM_016487.2 C6ORF203 6 Homo sapiens chromosome 6 open reading frame 203 (C6orf203), mRNA.RP11-59I9.1; FLJ34245; PRED31; HSPC2301.25E-06 2.68E-05 1.86452202

FBXO41 Hs.23158 FBXO41 2 Homo sapiens F-box protein 41 (FBXO41), mRNA.FLJ37709; Fbx41 0.0088667 0.01824026 1.86410863

C14orf79 NM_174891.2 C14ORF79 14 Homo sapiens chromosome 14 open reading frame 79 (C14orf79), mRNA.0.00021386 0.00101143 1.8615851

TP53INP1 NM_033285.2 TP53INP1 8 Homo sapiens tumor protein p53 inducible nuclear protein 1 (TP53INP1), mRNA.TP53INP1A; Teap; p53DINP1; TP53DINP1; SIP; FLJ22139; DKFZp434M1317; TP53INP1B7.39E-08 4.44E-06 1.86104813

ULBP2 NM_025217.2 ULBP2 6 Homo sapiens UL16 binding protein 2 (ULBP2), mRNA.RAET1H; N2DL2 3.93E-07 1.26E-05 1.86073695

CYTH1 NM_017456.2 CYTH1 17 Homo sapiens cytohesin 1 (CYTH1), transcript variant 2, mRNA.FLJ41900; D17S811E; B2-1; CYTOHESIN-1; FLJ34050; SEC72.06E-05 0.00018948 1.85085847

NES NM_006617.1 NES 1 Homo sapiens nestin (NES), mRNA.FLJ21841; Nbla001703.98E-05 0.00030463 1.85014504

C5orf13 NM_004772.1 C5ORF13 5 Homo sapiens chromosome 5 open reading frame 13 (C5orf13), mRNA.PTZ17; D4S114; PRO1873; P3110.02367923 0.0393736 1.8470298

ZSWIM6 XM_035299.7 ZSWIM6 5 PREDICTED: Homo sapiens zinc finger, SWIM-type containing 6 (ZSWIM6), mRNA.6.03E-06 7.89E-05 1.84313426

ANKRD20A1 NM_001012421.1ANKRD20A1 Homo sapiens ankyrin repeat domain 20 family, member A1 (ANKRD20A1), mRNA.DKFZp434A171; ANKRD20A8.54E-06 1.00E-04 1.8424366

REEP1 NM_022912.1 REEP1 2 Homo sapiens receptor accessory protein 1 (REEP1), mRNA.SPG31; C2orf23; FLJ131105.14E-07 1.51E-05 1.8413591

LOC100131512XM_001722891.1LOC100131512 PREDICTED: Homo sapiens hypothetical protein LOC100131512 (LOC100131512), mRNA.0.00851911 0.01765891 1.84107976

TBC1D16 NM_019020.2 TBC1D16 17 Homo sapiens TBC1 domain family, member 16 (TBC1D16), mRNA.FLJ20748; MGC250620.00015195 0.00078152 1.83657301

ITFG3 NM_032039.1 ITFG3 16 Homo sapiens integrin alpha FG-GAP repeat containing 3 (ITFG3), mRNA.FLJ32603; DKFZP761D0211; gene +108; C16orf9; gs192.40E-06 4.18E-05 1.83512242

TMEM145 NM_173633.1 TMEM145 19 Homo sapiens transmembrane protein 145 (TMEM145), mRNA.FLJ90805 6.23E-05 0.00041534 1.82506686

RBM43 NM_198557.2 RBM43 2 Homo sapiens RNA binding motif protein 43 (RBM43), mRNA.0.01371286 0.0256862 1.82143986

LRRC20 NM_207119.1 LRRC20 10 Homo sapiens leucine rich repeat containing 20 (LRRC20), transcript variant 1, mRNA.FLJ10751; FLJ108445.19E-08 3.62E-06 1.81913133

CBR4 NM_032783.3 CBR4 4 Homo sapiens carbonyl reductase 4 (CBR4), mRNA.FLJ14431 3.64E-06 5.59E-05 1.8162221

ZC3H10 NM_032786.1 ZC3H10 12 Homo sapiens zinc finger CCCH-type containing 10 (ZC3H10), mRNA.FLJ14451; ZC3HDC100.00072447 0.00257136 1.8154227

Hs.535044 HS.535044 PREDICTED: Homo sapiens similar to FLJ00290 protein (LOC441310), mRNA0.01235439 0.02371379 1.81521033

GOLPH4 NM_014498.2 GOLPH4 3 Homo sapiens golgi phosphoprotein 4 (GOLPH4), mRNA.P138; GIMPC; GPP1300.00066292 0.00239674 1.81425133

RNU1-3 NR_004408.1 RNU1-3 1 Homo sapiens RNA, U1 small nuclear 3 (RNU1-3), small nuclear RNA.U1C21 1.84E-06 3.48E-05 1.8129596

OSGEPL1 NM_022353.1 OSGEPL1 2 Homo sapiens O-sialoglycoprotein endopeptidase-like 1 (OSGEPL1), mRNA.0.00905624 0.01854243 1.81130184

FTO NM_001080432.1FTO 16 Homo sapiens fat mass and obesity associated (FTO), mRNA.KIAA1752; MGC51490.0006131 0.00226949 1.80895685

GAA NM_000152.2 GAA 17 Homo sapiens glucosidase, alpha; acid (GAA), transcript variant 1, mRNA.LYAG 1.32E-05 0.00013457 1.80519712

AMOT NM_133265.2 AMOT X Homo sapiens angiomotin (AMOT), transcript variant 2, mRNA.KIAA1071 0.00045787 0.00179837 1.80083544

CLDN14 NM_144492.1 CLDN14 21 Homo sapiens claudin 14 (CLDN14), transcript variant 1, mRNA.DFNB29 0.00156504 0.00469728 1.79919729

GPR108 NM_001080452.1GPR108 19 Homo sapiens G protein-coupled receptor 108 (GPR108), transcript variant 1, mRNA.LUSTR2; MGC143939.39E-05 0.00055395 1.79815968

CNFN NM_032488.2 CNFN 19 Homo sapiens cornifelin (CNFN), mRNA.PLAC8L2 3.96E-06 5.96E-05 1.79628625

FAM116B NM_001001794.1FAM116B Homo sapiens family with sequence similarity 116, member B (FAM116B), mRNA.MGC33692 1.29E-05 0.00013248 1.79392442

FAM13B NM_001101800.1FAM13B 5 Homo sapiens family with sequence similarity 13, member B (FAM13B), transcript variant 2, mRNA.KHCHP; MGC57159; FLJ26735; DKFZp667F249; N613.21E-07 1.08E-05 1.79246018

PHTF1 NM_006608.1 PHTF1 1 Homo sapiens putative homeodomain transcription factor 1 (PHTF1), mRNA.PHTF 4.67E-06 6.62E-05 1.7869743



2.0 Upreg

LOC652850 XM_946103.1 LOC652850 PREDICTED: Homo sapiens hypothetical protein LOC652850 (LOC652850), mRNA.0.01001228 0.0201134 1.78662825

TMEM184A NM_152689.2 TMEM184A 7 Homo sapiens transmembrane protein 184A (TMEM184A), mRNA.MGC9712; FLJ240110.01676732 0.03009532 1.78424456

LPPR2 NM_022737.1 LPPR2 19 Homo sapiens lipid phosphate phosphatase-related protein type 2 (LPPR2), mRNA.FLJ13055; DKFZp761E1121; PRG-40.00087642 0.0029645 1.78362734

SNAP29 NM_004782.2 SNAP29 22 Homo sapiens synaptosomal-associated protein, 29kDa (SNAP29), mRNA.CEDNIK; SNAP-29; FLJ210515.75E-05 0.00039378 1.78321522

LOC653438 XM_929895.1 LOC653438 1 PREDICTED: Homo sapiens similar to CG33096-PB, isoform B, transcript variant 1 (LOC653438), mRNA.8.08E-05 0.0004979 1.78174362

CPLX1 NM_006651.3 CPLX1 4 Homo sapiens complexin 1 (CPLX1), mRNA.CPX-I; CPX1 0.00218486 0.00602055 1.78069981

Hs.4988 HS.4988 2 Homo sapiens mRNA; cDNA DKFZp686B24166 (from clone DKFZp686B24166)3.39E-07 1.13E-05 1.7798259

MAGEE1 NM_020932.1 MAGEE1 X Homo sapiens melanoma antigen family E, 1 (MAGEE1), mRNA.KIAA1587; HCA1; DAMAGE0.0057698 0.01295316 1.7777214

KRTAP2-2 XM_496261.2 KRTAP2-2 PREDICTED: Homo sapiens keratin associated protein 2-2 (KRTAP2-2), mRNA.0.00099762 0.0032855 1.77759191

PCYOX1L NM_024028.2 PCYOX1L 5 Homo sapiens prenylcysteine oxidase 1 like (PCYOX1L), mRNA.MGC3265 0.00028884 0.00126119 1.77626631

SCARNA9 NR_002569.1 SCARNA9 11 Homo sapiens small Cajal body-specific RNA 9 (SCARNA9), guide RNA.Z32; mgU2-19/30 8.81E-07 2.10E-05 1.77605458

KIAA1024 NM_015206.1 KIAA1024 15 Homo sapiens KIAA1024 (KIAA1024), mRNA.0.00062537 0.00229845 1.77208941

SKAP2 NM_003930.3 SKAP2 7 Homo sapiens src kinase associated phosphoprotein 2 (SKAP2), mRNA.RA70; SCAP2; SAPS; MGC33304; MGC10411; SKAP55R; PRAP; SKAP-HOM1.66E-06 3.31E-05 1.7703235

RCOR2 NM_173587.2 RCOR2 11 Homo sapiens REST corepressor 2 (RCOR2), mRNA.8.12E-05 0.0004985 1.76633871

LRRC3 NM_030891.3 LRRC3 21 Homo sapiens leucine rich repeat containing 3 (LRRC3), mRNA.C21orf102 0.01357642 0.02548335 1.7648632

ZCCHC24 NM_153367.1 ZCCHC24 10 Homo sapiens zinc finger, CCHC domain containing 24 (ZCCHC24), mRNA.FLJ90798 0.00131727 0.00408564 1.76401085

CDKN1C NM_000076.1 CDKN1C 11 Homo sapiens cyclin-dependent kinase inhibitor 1C (p57, Kip2) (CDKN1C), mRNA.BWCR; p57; BWS; KIP2; WBS0.00090814 0.0030509 1.76336403

YPEL5 NM_016061.1 YPEL5 2 Homo sapiens yippee-like 5 (Drosophila) (YPEL5), mRNA.CGI-127 6.74E-08 4.21E-06 1.76087858

NUDT7 NM_001105663.1NUDT7 16 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 7 (NUDT7), transcript variant 1, mRNA.2.20E-07 8.64E-06 1.75288795

ZDHHC11 XM_940764.1 ZDHHC11 5 Homo sapiens zinc finger, DHHC-type containing 11 (ZDHHC11), mRNA.ZNF399; FLJ131530.00107956 0.00349917 1.75106516

SLC29A4 NM_001040661.1SLC29A4 7 Homo sapiens solute carrier family 29 (nucleoside transporters), member 4 (SLC29A4), transcript variant 1, mRNA.PMAT; FLJ34923; ENT41.67E-07 7.20E-06 1.74947355

IFT52 NM_016004.2 IFT52 20 Homo sapiens intraflagellar transport 52 homolog (Chlamydomonas) (IFT52), mRNA.NGD5; CGI-53; C20orf9; dJ1028D15.17.93E-05 0.00049233 1.74860143

GLB1L2 NM_138342.2 GLB1L2 11 Homo sapiens galactosidase, beta 1-like 2 (GLB1L2), mRNA.MST114; MSTP114 7.31E-06 9.03E-05 1.74647903

LOC646786 XM_929738.1 LOC646786 6 PREDICTED: Homo sapiens similar to Afadin (AF-6 protein) (LOC646786), mRNA.0.00025359 0.00113883 1.74368531

ARL4A NM_001037164.1ARL4A 7 Homo sapiens ADP-ribosylation factor-like 4A (ARL4A), transcript variant 3, mRNA.ARL4 1.89E-05 0.00017729 1.74366772

ZNF174 NM_001032292.1ZNF174 16 Homo sapiens zinc finger protein 174 (ZNF174), transcript variant 2, mRNA.ZSCAN8 0.02168984 0.03674021 1.74357317

PBX3 NM_006195.4 PBX3 9 Homo sapiens pre-B-cell leukemia homeobox 3 (PBX3), mRNA.2.37E-06 4.15E-05 1.74328646

LOC441268 NM_001013725.1LOC441268 7 Homo sapiens hypothetical gene supported by BC044942 (LOC441268), mRNA.0.01653685 0.0297603 1.74290557

ACAA2 NM_006111.1 ACAA2 18 Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl-Coenzyme A thiolase) (ACAA2), nuclear gene encoding mitochondrial protein, mRNA.DSAEC 0.00011275 0.00062839 1.74061554

CIB2 NM_006383.2 CIB2 15 Homo sapiens calcium and integrin binding family member 2 (CIB2), mRNA.KIP2 0.0019425 0.00551779 1.74030217

DGCR14 NM_022719.1 DGCR14 22 Homo sapiens DiGeorge syndrome critical region gene 14 (DGCR14), mRNA.ES2; DGSI; DGS-I; Ese2el0.00242715 0.00656177 1.73954428

GNG7 NM_052847.1 GNG7 19 Homo sapiens guanine nucleotide binding protein (G protein), gamma 7 (GNG7), mRNA.FLJ00058 2.79E-07 9.96E-06 1.73565631

CADM4 NM_145296.1 CADM4 19 Homo sapiens cell adhesion molecule 4 (CADM4), mRNA.Necl-4; TSLL2; IGSF4C; synCAM43.60E-05 0.00028437 1.7333099

GCA NM_012198.2 GCA 2 Homo sapiens grancalcin, EF-hand calcium binding protein (GCA), mRNA.GCL 1.66E-07 7.19E-06 1.73069507

AK1 NM_000476.1 AK1 9 Homo sapiens adenylate kinase 1 (AK1), mRNA.4.75E-06 6.67E-05 1.73012192

NEURL1B NM_001142651.1NEURL1B 5 Homo sapiens neuralized homolog 1B (Drosophila) (NEURL1B), mRNA.1.34E-06 2.82E-05 1.72890925

MXRA7 NM_001008529.1MXRA7 17 Homo sapiens matrix-remodelling associated 7 (MXRA7), transcript variant 2, mRNA.TMAP1; PS1TP1; FLJ46603; FLJ414924.10E-05 0.00031258 1.72756174

LOC728229 XM_943555.1 LOC728229 22 PREDICTED: Homo sapiens hypothetical protein LOC728229, transcript variant 3 (LOC728229), mRNA.0.00288755 0.00752563 1.72733568

CGNL1 NM_032866.3 CGNL1 15 Homo sapiens cingulin-like 1 (CGNL1), mRNA.MGC138254; JACOP; KIAA1749; FLJ149578.07E-06 9.61E-05 1.72258343

FAM195B NM_207368.1 FAM195B 17 Homo sapiens family with sequence similarity 195, member B (FAM195B), transcript variant 1, mRNA.DKFZp686A17165; MGC1331844.53E-05 0.00033548 1.72054385

ABCG4 NM_022169.3 ABCG4 11 Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 4 (ABCG4), mRNA.WHITE2 0.00091902 0.0030827 1.71856019

HLA-DRB3 NM_022555.3 HLA-DRB3 6 Homo sapiens major histocompatibility complex, class II, DR beta 3 (HLA-DRB3), mRNA.MGC117330; HLA-DR3B4.05E-06 6.02E-05 1.7146002

ABHD12 NM_001042472.1ABHD12 20 Homo sapiens abhydrolase domain containing 12 (ABHD12), transcript variant 1, mRNA.DKFZP434P106; dJ965G21.2; C20orf22; ABHD12A; BEM46L20.00017589 0.00087289 1.71429654

MYLIP NM_013262.3 MYLIP 6 Homo sapiens myosin regulatory light chain interacting protein (MYLIP), mRNA.MIR 3.29E-08 2.59E-06 1.71353766

3-Sep NM_019106.4 3-Sep 22 Homo sapiens septin 3 (SEPT3), transcript variant B, mRNA.SEP3; MGC133218; bK250D10.31.94E-07 7.97E-06 1.71282114

CTSH NM_004390.2 CTSH 15 Homo sapiens cathepsin H (CTSH), transcript variant 1, mRNA.CPSB; ACC-4; MGC1519; minichain; ACC-5; DKFZp686B242577.87E-06 9.45E-05 1.7127535

SLC25A20 XM_941287.1 SLC25A20 PREDICTED: Homo sapiens solute carrier family 25 (carnitine/acylcarnitine translocase), member 20 (SLC25A20), mRNA.0.01535859 0.02808162 1.70778189

POLR3H NM_001018050.1POLR3H 22 Homo sapiens polymerase (RNA) III (DNA directed) polypeptide H (22.9kD) (POLR3H), transcript variant 3, mRNA.RPC8; MGC29654; MGC111097; KIAA16650.00012149 0.00066281 1.70453856

BEND6 NM_152731.2 BEND6 6 Homo sapiens BEN domain containing 6 (BEND6), mRNA.bA203B9.1; FLJ301620.00102598 0.0033636 1.70038856

GK5 NM_152776.1 GK5 3 Homo sapiens glycerol kinase 5 (putative) (GK5), mRNA.MGC40579; FLJ45739; FLJ335820.01271819 0.02424509 1.70008112

STAT3 NM_213662.1 STAT3 17 Homo sapiens signal transducer and activator of transcription 3 (acute-phase response factor) (STAT3), transcript variant 3, mRNA.APRF; FLJ20882; MGC160636.12E-07 1.68E-05 1.69791623

LOC643031 XM_926402.1 LOC643031 5 PREDICTED: Homo sapiens similar to NADH dehydrogenase subunit 5 (LOC643031), mRNA.7.18E-07 1.84E-05 1.69690265

F8A1 NM_012151.3 F8A1 X Homo sapiens coagulation factor VIII-associated (intronic transcript) 1 (F8A1), mRNA.DXS522E; HAP40; F8A0.0274065 0.04402865 1.6917907

VASN NM_138440.1 VASN 16 Homo sapiens vasorin (VASN), mRNA.SLITL2 1.20E-07 6.06E-06 1.68882082

TBC1D7 NM_016495.2 TBC1D7 6 Homo sapiens TBC1 domain family, member 7 (TBC1D7), mRNA.DKFZp686N2317; PIG51; FLJ32666; dJ257A7.3; TBC73.43E-06 5.39E-05 1.68840029

RABAC1 NM_006423.1 RABAC1 19 Homo sapiens Rab acceptor 1 (prenylated) (RABAC1), mRNA.PRAF1; PRA1; YIP35.51E-06 7.42E-05 1.68834694

C11orf67 NM_024684.2 C11ORF67 11 Homo sapiens chromosome 11 open reading frame 67 (C11orf67), mRNA.FLJ21035; MGC3367; PTD0152.53E-07 9.33E-06 1.68625439

SPIRE2 NM_032451.1 SPIRE2 16 Homo sapiens spire homolog 2 (Drosophila) (SPIRE2), mRNA.MGC117166; Spir-20.00016697 0.00083818 1.68491719

RNU1G2 NR_004426.1 RNU1G2 1 Homo sapiens RNA, U1G2 small nuclear (RNU1G2), small nuclear RNA.U1D2; U1B2; HSD51.35E-07 6.43E-06 1.68308448

MPZL1 NM_024569.3 MPZL1 1 Homo sapiens myelin protein zero-like 1 (MPZL1), transcript variant 2, mRNA.PZR; PZRa; PZRb; FLJ21047; PZR1b4.36E-06 6.32E-05 1.67894263

Hs.291319 HS.291319 X Homo sapiens mRNA; cDNA DKFZp779M2422 (from clone DKFZp779M2422)0.00103939 0.00339529 1.6762746

CITED2 NM_006079.3 CITED2 6 Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 2 (CITED2), transcript variant 1, mRNA.P35SRJ; MRG1 2.39E-08 2.20E-06 1.67625415

ATXN1 NM_000332.2 ATXN1 6 Homo sapiens ataxin 1 (ATXN1), mRNA.SCA1; D6S504E; ATX11.31E-05 0.000134 1.67235785

PTPN13 NM_080684.1 PTPN13 4 Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 (Fas)-associated phosphatase) (PTPN13), transcript variant 3, mRNA.PTP1E; PNP1; PTP-BL; PTP-BAS; FAP-1; DKFZp686J1497; PTPL1; PTPLE0.0195748 0.03388642 1.67077435

MTF1 NM_005955.1 MTF1 1 Homo sapiens metal-regulatory transcription factor 1 (MTF1), mRNA.MGC23036; ZRF; MTF-15.88E-05 0.00039911 1.66986951

SCARNA8 NR_003009.1 SCARNA8 9 Homo sapiens small Cajal body-specific RNA 8 (SCARNA8), guide RNA.U92 3.26E-08 2.58E-06 1.66974182

SORT1 NM_002959.4 SORT1 1 Homo sapiens sortilin 1 (SORT1), mRNA.NT3; Gp95 2.11E-07 8.42E-06 1.66866526

LOC729495 XR_015564.1 LOC729495 22 PREDICTED: Homo sapiens similar to hCG1999863 (LOC729495), mRNA.5.28E-06 7.18E-05 1.6685761

LOC649917 XR_036859.1 LOC649917 PREDICTED: Homo sapiens misc_RNA (LOC649917), miscRNA.0.00075369 0.00264657 1.66790998

FOXO1 NM_002015.2 FOXO1 13 Homo sapiens forkhead box O1 (FOXO1), mRNA.FKHR; FKH1; FOXO1A0.00959839 0.0194473 1.66789074



2.0 Upreg

SLC25A30 NM_001010875.1SLC25A30 13 Homo sapiens solute carrier family 25, member 30 (SLC25A30), mRNA.KMCP1 4.76E-05 0.00034714 1.66390084

TSPAN33 NM_178562.2 TSPAN33 7 Homo sapiens tetraspanin 33 (TSPAN33), mRNA.MGC50844; PEN0.00010466 0.00059706 1.66346107

GRPR NM_005314.2 GRPR X Homo sapiens gastrin-releasing peptide receptor (GRPR), mRNA.0.01157247 0.02255149 1.65950219

RHOU NM_021205.4 RHOU 1 Homo sapiens ras homolog gene family, member U (RHOU), mRNA.WRCH1; CDC42L1; hG28K; ARHU; FLJ10616; fJ646B12.2; DJ646B12.20.00375967 0.00925483 1.6567435

SIPA1L2 NM_020808.1 SIPA1L2 1 Homo sapiens signal-induced proliferation-associated 1 like 2 (SIPA1L2), mRNA.SPAL2; FLJ23126; KIAA1389; FLJ236325.20E-06 7.11E-05 1.65601376

FLJ22795 NM_025084.1 FLJ22795 15 Homo sapiens hypothetical protein FLJ22795 (FLJ22795), mRNA.2.83E-06 4.68E-05 1.65566573

NKX3-1 NM_006167.2 NKX3-1 8 Homo sapiens NK3 homeobox 1 (NKX3-1), mRNA.NKX3A; BAPX2; NKX3; NKX3.11.49E-06 3.04E-05 1.654928

U1SNRNPBP NM_180703.1 U1SNRNPBP 12 Homo sapiens U11/U12 snRNP 35K (U1SNRNPBP), transcript variant 4, mRNA.MGC138160; HM-10.00356662 0.00887206 1.65398078

SPRY1 NM_005841.1 SPRY1 4 Homo sapiens sprouty homolog 1, antagonist of FGF signaling (Drosophila) (SPRY1), transcript variant 1, mRNA.hSPRY1 0.0177185 0.03131133 1.65337374

APLP2 NM_001642.1 APLP2 11 Homo sapiens amyloid beta (A4) precursor-like protein 2 (APLP2), mRNA.CDEBP; APPH; APPL22.11E-07 8.45E-06 1.6527375

WIPI1 NM_017983.3 WIPI1 Homo sapiens WD repeat domain, phosphoinositide interacting 1 (WIPI1), mRNA.WIPI49; FLJ10055; Atg185.91E-06 7.78E-05 1.65154722

PEX6 NM_000287.2 PEX6 6 Homo sapiens peroxisomal biogenesis factor 6 (PEX6), mRNA.PAF-2; PAF2; PXAAA13.37E-05 0.00026933 1.65134712

MAP1LC3B NM_022818.3 MAP1LC3B 16 Homo sapiens microtubule-associated protein 1 light chain 3 beta (MAP1LC3B), mRNA.MAP1A/1BLC3 7.19E-09 1.18E-06 1.65078257

GMPR NM_006877.2 GMPR 6 Homo sapiens guanosine monophosphate reductase (GMPR), mRNA.GMPR1 6.28E-05 0.00041723 1.6488767

FAM149B1 NM_173348.1 FAM149B1 10 Homo sapiens family with sequence similarity 149, member B1 (FAM149B1), mRNA.0.0001124 0.00062738 1.64675534

TPMT NM_000367.2 TPMT 6 Homo sapiens thiopurine S-methyltransferase (TPMT), mRNA.3.40E-06 5.37E-05 1.64143147

BAMBI NM_012342.2 BAMBI 10 Homo sapiens BMP and activin membrane-bound inhibitor homolog (Xenopus laevis) (BAMBI), mRNA.NMA 5.02E-09 9.41E-07 1.64073468

IRS2 NM_003749.2 IRS2 13 Homo sapiens insulin receptor substrate 2 (IRS2), mRNA.0.00019957 0.00096013 1.63872999

SLC7A11 NM_014331.2 SLC7A11 4 Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ system) member 11 (SLC7A11), mRNA.CCBR1; xCT 0.00072294 0.00256847 1.63782858

EIF4E3 NM_173359.3 EIF4E3 3 Homo sapiens eukaryotic translation initiation factor 4E family member 3 (EIF4E3), mRNA.MGC86971; MGC398200.00014039 0.00073389 1.63701502

GALT NM_000155.2 GALT 9 Homo sapiens galactose-1-phosphate uridylyltransferase (GALT), mRNA.0.00722399 0.01547916 1.63330916

ASAP2 NM_003887.2 ASAP2 2 Homo sapiens ArfGAP with SH3 domain, ankyrin repeat and PH domain 2 (ASAP2), transcript variant 1, mRNA.5.22E-06 7.13E-05 1.63314219

SLC44A3 NM_152369.2 SLC44A3 1 Homo sapiens solute carrier family 44, member 3 (SLC44A3), mRNA.CTL3; MGC45474 6.80E-05 0.00044323 1.63296417

CBX7 NM_175709.2 CBX7 22 Homo sapiens chromobox homolog 7 (CBX7), mRNA.4.74E-05 0.00034641 1.63215705

LRRC45 NM_144999.2 LRRC45 17 Homo sapiens leucine rich repeat containing 45 (LRRC45), mRNA.MGC20806 0.00015334 0.00078682 1.63169698

POLR2L NM_021128.3 POLR2L 11 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide L, 7.6kDa (POLR2L), mRNA.hsRPB10b; RPABC5; RBP10; RPB10beta; RPB7.6; RPB10; hRPB7.68.60E-06 0.00010029 1.63076703

IRF2BP2 NM_182972.1 IRF2BP2 1 Homo sapiens interferon regulatory factor 2 binding protein 2 (IRF2BP2), transcript variant 1, mRNA.MGC72189 1.43E-05 0.00014373 1.62764386

ABL2 NM_005158.2 ABL2 1 Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, Abelson-related gene) (ABL2), transcript variant a, mRNA.FLJ31718; ABLL; ARG; FLJ22224; FLJ414410.00451781 0.01068543 1.62563416

FYCO1 NM_024513.1 FYCO1 3 Homo sapiens FYVE and coiled-coil domain containing 1 (FYCO1), mRNA.FLJ13335; RUFY3; ZFYVE7; MGC126517; MGC1265197.39E-07 1.87E-05 1.62377783

ZBTB46 NM_025224.2 ZBTB46 20 Homo sapiens zinc finger and BTB domain containing 46 (ZBTB46), mRNA.BTBD4; ZNF340; FLJ13502; RINZF; dJ583P15.8; dJ583P15.77.94E-05 0.00049255 1.62102885

SLC9A1 NM_003047.2 SLC9A1 1 Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), member 1 (SLC9A1), mRNA.APNH; FLJ42224; NHE11.35E-05 0.00013703 1.6188983

DDAH2 NM_013974.1 DDAH2 6 Homo sapiens dimethylarginine dimethylaminohydrolase 2 (DDAH2), mRNA.DDAHII; NG30; G6a; DDAH0.03013728 0.0472629 1.61772205

LOC645094 XR_039085.1 LOC645094 PREDICTED: Homo sapiens misc_RNA (LOC645094), miscRNA.3.30E-06 5.24E-05 1.61574922

RNU1A3 NR_004430.1 RNU1A3 1 Homo sapiens RNA, U1A3 small nuclear (RNU1A3), small nuclear RNA.HSD1; U1A1 8.76E-08 4.96E-06 1.61495333

C7orf36 NM_020192.1 C7ORF36 7 Homo sapiens chromosome 7 open reading frame 36 (C7orf36), mRNA.GK003 0.0001881 0.00091715 1.61424141

NAGK NM_017567.2 NAGK 2 Homo sapiens N-acetylglucosamine kinase (NAGK), mRNA.GNK; HSA242910 2.06E-07 8.37E-06 1.61239725

ZNRF3 XM_945269.1 ZNRF3 22 Homo sapiens zinc and ring finger 3 (ZNRF3), mRNA.RNF203; BK747E2.30.004244 0.01014156 1.61153941

GNGT1 NM_021955.3 GNGT1 7 Homo sapiens guanine nucleotide binding protein (G protein), gamma transducing activity polypeptide 1 (GNGT1), mRNA.GNG1 0.02676178 0.04322934 1.60948836

PLSCR4 NM_020353.1 PLSCR4 3 Homo sapiens phospholipid scramblase 4 (PLSCR4), mRNA.0.00037202 0.00153616 1.60935684

MAP2K3 NM_145109.1 MAP2K3 17 Homo sapiens mitogen-activated protein kinase kinase 3 (MAP2K3), transcript variant B, mRNA.MAPKK3; PRKMK3; MEK3; MKK30.00179339 0.00520164 1.60717072

HABP4 NM_014282.1 HABP4 9 Homo sapiens hyaluronan binding protein 4 (HABP4), mRNA.SERBP1L; IHABP4; MGC825; Ki-1/571.59E-07 6.96E-06 1.60704019

RBM20 XM_291671.6 RBM20 PREDICTED: Homo sapiens RNA binding motif protein 20 (RBM20), mRNA.0.03101346 0.0482955 1.60590629

TRIM68 NM_018073.5 TRIM68 11 Homo sapiens tripartite motif-containing 68 (TRIM68), mRNA.MGC126176; SS-56; RNF137; FLJ103690.00072479 0.00257166 1.60354723

SNORD3D NR_006882.1 SNORD3D 17 Homo sapiens small nucleolar RNA, C/D box 3D (SNORD3D), small nucleolar RNA.U3-4 4.33E-07 1.33E-05 1.60041916

B4GALNT4 NM_178537.3 B4GALNT4 11 Homo sapiens beta-1,4-N-acetyl-galactosaminyl transferase 4 (B4GALNT4), mRNA.Beta4GalNAc-T4; FLJ25045; NGalNAc-T10.00961783 0.01947579 1.60024043

KIFAP3 NM_014970.2 KIFAP3 1 Homo sapiens kinesin-associated protein 3 (KIFAP3), mRNA.SMAP; Smg-GDS; KAP3; dJ190I16.1; FLJ228187.85E-06 9.45E-05 1.59948174

CEBPA NM_004364.2 CEBPA 19 Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), mRNA.CEBP; C/EBP-alpha0.00118035 0.00375418 1.59534851

IGSF3 NM_001542.2 IGSF3 1 Homo sapiens immunoglobulin superfamily, member 3 (IGSF3), transcript variant 1, mRNA.V8; EWI-3; MGC1171643.65E-08 2.77E-06 1.59489298

ATE1 NM_007041.2 ATE1 10 Homo sapiens arginyltransferase 1 (ATE1), transcript variant 2, mRNA.MGC26724 0.00352507 0.00879487 1.59459026

TPM1 NM_001018004.1TPM1 15 Homo sapiens tropomyosin 1 (alpha) (TPM1), transcript variant 3, mRNA.TPM1-alpha; TMSA; HTM-alpha; TPM1-kappa; C15orf130.00177304 0.00516744 1.59189801

FAM105A NM_019018.1 FAM105A 5 Homo sapiens family with sequence similarity 105, member A (FAM105A), mRNA.FLJ11127 0.01503018 0.02759722 1.59098838

SEC22B NM_004892.3 SEC22B 1 Homo sapiens SEC22 vesicle trafficking protein homolog B (S. cerevisiae) (SEC22B), mRNA.SEC22L1; ERS-24 6.53E-06 8.40E-05 1.58990926

HSPA4L NM_014278.2 HSPA4L 4 Homo sapiens heat shock 70kDa protein 4-like (HSPA4L), mRNA.Osp94; APG-1 5.69E-05 0.00039179 1.5896848

ARID5B NM_032199.1 ARID5B 10 Homo sapiens AT rich interactive domain 5B (MRF1-like) (ARID5B), mRNA.MRF2; FLJ21150; RP11-341A19.18.77E-06 0.00010153 1.58936394

MT2A NM_005953.2 MT2A 16 Homo sapiens metallothionein 2A (MT2A), mRNA.MT2 7.57E-07 1.90E-05 1.58883782

PLXNA1 NM_032242.2 PLXNA1 3 Homo sapiens plexin A1 (PLXNA1), mRNA.NOV; PLXN1; NOVP; PLEXIN-A10.00020134 0.00096648 1.58469135

PIGH NM_004569.2 PIGH 14 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class H (PIGH), mRNA.GPI-H 6.10E-06 7.94E-05 1.58327276

CDK5 NM_004935.2 CDK5 7 Homo sapiens cyclin-dependent kinase 5 (CDK5), mRNA.PSSALRE 5.70E-07 1.60E-05 1.582663

TMSB15A NM_021992.2 TMSB15A X Homo sapiens thymosin beta 15a (TMSB15A), mRNA.Tb15; TMSNB; TbNB6.98E-10 2.71E-07 1.57986181

Hs.363526 HS.363526 8 Homo sapiens cDNA clone IMAGE:48376504.34E-07 1.33E-05 1.57982965

CXorf57 NM_018015.3 CXORF57 X Homo sapiens chromosome X open reading frame 57 (CXorf57), mRNA.RP11-647M7.1; FLJ10178; FLJ141911.56E-05 0.00015342 1.57949789

GSDMB NM_018530.1 GSDMB 17 Homo sapiens gasdermin B (GSDMB), transcript variant 1, mRNA.PRO2521; PP4052 2.59E-07 9.44E-06 1.57565576

DHDH NM_014475.2 DHDH 19 Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA.HUM2DD 7.67E-05 0.00048039 1.57324699

LGMN NM_005606.5 LGMN 14 Homo sapiens legumain (LGMN), transcript variant 2, mRNA.AEP; LGMN1; PRSC12.72E-07 9.79E-06 1.57103315

UPLP NM_001114403.1UPLP Homo sapiens uroplakin-like protein (UPLP), mRNA.6.91E-07 1.82E-05 1.56997016

CTSD NM_001909.3 CTSD 11 Homo sapiens cathepsin D (CTSD), mRNA.CLN10; MGC2311; CPSD6.90E-05 0.00044665 1.56960758

TMEM30A NM_018247.2 TMEM30A 6 Homo sapiens transmembrane protein 30A (TMEM30A), mRNA.FLJ10856; C6orf67; CDC50A2.99E-06 4.87E-05 1.56950233

LOC440731 XM_933693.1 LOC440731 1 PREDICTED: Homo sapiens hypothetical LOC440731, transcript variant 2 (LOC440731), mRNA.7.28E-07 1.85E-05 1.56927924

ZDHHC18 NM_032283.1 ZDHHC18 1 Homo sapiens zinc finger, DHHC-type containing 18 (ZDHHC18), mRNA.DKFZp667O24160.02915643 0.0461509 1.56897772

SH3PXD2A NM_014631.2 SH3PXD2A 10 Homo sapiens SH3 and PX domains 2A (SH3PXD2A), mRNA.SH3MD1; FISH 1.74E-05 0.0001666 1.56581453



2.0 Upreg

C11orf74 NM_138787.2 C11ORF74 11 Homo sapiens chromosome 11 open reading frame 74 (C11orf74), mRNA.FLJ38678 6.42E-07 1.73E-05 1.56533394

SOX8 NM_014587.2 SOX8 16 Homo sapiens SRY (sex determining region Y)-box 8 (SOX8), mRNA.MGC24837 1.33E-05 0.00013504 1.56527993

SLC25A29 NM_001039355.1SLC25A29 14 Homo sapiens solute carrier family 25, member 29 (SLC25A29), nuclear gene encoding mitochondrial protein, mRNA.CACL; C14orf69; FLJ389750.0128273 0.02440174 1.56366264

CSRNP2 NM_030809.1 CSRNP2 12 Homo sapiens cysteine-serine-rich nuclear protein 2 (CSRNP2), mRNA.FLJ25576; C12orf2; TAIP-12; C12orf226.44E-05 0.00042587 1.5622616

LOC402509 XM_935493.1 LOC402509 PREDICTED: Homo sapiens similar to solute carrier family 29 (nucleoside transporters), member 4 (LOC402509), mRNA.3.31E-05 0.00026689 1.56213991

GPC4 NM_001448.2 GPC4 X Homo sapiens glypican 4 (GPC4), mRNA.K-glypican 1.76E-06 3.41E-05 1.5619591

ACY1 NM_000666.1 ACY1 3 Homo sapiens aminoacylase 1 (ACY1), mRNA.ACY1D; ACYLASE0.00012061 0.00065971 1.56114094

GBF1 NM_004193.1 GBF1 10 Homo sapiens golgi-specific brefeldin A resistant guanine nucleotide exchange factor 1 (GBF1), mRNA.KIAA0248; MGC134878; FLJ21500; MGC134877; FLJ212630.00078605 0.00272412 1.56093912

Hs.551538 HS.551538 7 Homo sapiens mRNA; cDNA DKFZp761E1721 (from clone DKFZp761E1721)3.46E-06 5.41E-05 1.55971214

SYN2 NM_003178.3 SYN2 3 Homo sapiens synapsin II (SYN2), transcript variant IIb, mRNA.SYNIIa; SYNII; SYNIIb0.00387597 0.00946395 1.55851964

GLCE NM_015554.1 GLCE 15 Homo sapiens glucuronic acid epimerase (GLCE), mRNA.KIAA0836; HSEPI 1.79E-07 7.53E-06 1.55669052

PMS2L4 NR_022007.1 PMS2L4 7 Homo sapiens postmeiotic segregation increased 2-like 4 pseudogene (PMS2L4), non-coding RNA.4.79E-05 0.00034875 1.55657966

FAM108A2 XM_001724669.1FAM108A2 PREDICTED: Homo sapiens family with sequence similarity 108, member A2 (FAM108A2), mRNA.3.63E-05 0.00028589 1.55514998

LEPRE1 NM_022356.2 LEPRE1 1 Homo sapiens leucine proline-enriched proteoglycan (leprecan) 1 (LEPRE1), mRNA.P3H1; MGC117314; GROS15.80E-05 0.0003954 1.5549586

VPS16 NM_080413.1 VPS16 20 Homo sapiens vacuolar protein sorting 16 homolog (S. cerevisiae) (VPS16), transcript variant 1, mRNA.hVPS16 1.35E-05 0.00013713 1.5543275

NOXA1 NM_006647.1 NOXA1 9 Homo sapiens NADPH oxidase activator 1 (NOXA1), mRNA.MGC131800; FLJ25475; SDCCAG31; p51NOX; NY-CO-317.13E-05 0.00045711 1.55394721

HSDL1 NM_031463.3 HSDL1 16 Homo sapiens hydroxysteroid dehydrogenase like 1 (HSDL1), mRNA.MGC125994; MGC126032; MGC1259950.00033008 0.00140237 1.55201777

RAB11FIP3 NM_014700.2 RAB11FIP3 16 Homo sapiens RAB11 family interacting protein 3 (class II) (RAB11FIP3), mRNA.KIAA0665; Rab11-FIP30.00025496 0.00114359 1.55195356

SNORD83B NR_000028.1 SNORD83B 22 Homo sapiens small nucleolar RNA, C/D box 83B (SNORD83B), small nucleolar RNA.U83B; RNU83B 0.00032229 0.00137628 1.55167359

TUBB4 NM_006087.2 TUBB4 19 Homo sapiens tubulin, beta 4 (TUBB4), mRNA.TUBB5; beta-5 6.49E-07 1.74E-05 1.54697125

CLEC16A NM_015226.1 CLEC16A 16 Homo sapiens C-type lectin domain family 16, member A (CLEC16A), mRNA.KIAA0350; Gop-1; MGC1114572.30E-06 4.09E-05 1.54596864

AP1B1 NM_145730.1 AP1B1 22 Homo sapiens adaptor-related protein complex 1, beta 1 subunit (AP1B1), transcript variant 2, mRNA.CLAPB2; ADTB1; BAM22; AP105A4.60E-06 6.56E-05 1.54572638

TTYH3 NM_025250.2 TTYH3 7 Homo sapiens tweety homolog 3 (Drosophila) (TTYH3), mRNA.KIAA1691 0.00012233 0.00066474 1.54409945

TBC1D2B NM_015079.2 TBC1D2B 15 Homo sapiens TBC1 domain family, member 2B (TBC1D2B), mRNA.KIAA1055; FLJ201660.00014379 0.00074948 1.54402876

ZNF503 NM_032772.4 ZNF503 10 Homo sapiens zinc finger protein 503 (ZNF503), mRNA.5.46E-07 1.57E-05 1.54334442

CCDC3 NM_031455.2 CCDC3 10 Homo sapiens coiled-coil domain containing 3 (CCDC3), mRNA.FLJ20925; DKFZP761F241; RP11-347I22.10.00151959 0.00459384 1.54239728

PPM1H XM_939302.1 PPM1H 12 Homo sapiens protein phosphatase 1H (PP2C domain containing) (PPM1H), mRNA.KIAA1157; FLJ13253; ARHCL12.31E-05 0.0002061 1.53977854

HCCS NM_005333.2 HCCS X Homo sapiens holocytochrome c synthase (cytochrome c heme-lyase) (HCCS), mRNA.MCOPS7; DKFZp779I1858; CCHL9.98E-05 0.00057747 1.53962015

Hs.159057 HS.159057 22 Homo sapiens hypothetical protein LOC284933, mRNA (cDNA clone IMAGE:4831271)0.02241677 0.03770708 1.53895715

ADARB1 NM_001033049.1ADARB1 21 Homo sapiens adenosine deaminase, RNA-specific, B1 (RED1 homolog rat) (ADARB1), transcript variant 1, mRNA.ADAR2a; ADAR2; DRABA2; DRADA2; ADAR2a-L1; ADAR2a-L2; ADAR2g; ADAR2c; RED1; ADAR2a-L3; ADAR2b; ADAR2d0.00054144 0.00205317 1.538464

HES1 NM_005524.2 HES1 3 Homo sapiens hairy and enhancer of split 1, (Drosophila) (HES1), mRNA.HHL; FLJ20408; HRY; HES-15.63E-05 0.00038998 1.53811192

TIMP2 XM_941104.1 TIMP2 PREDICTED: Homo sapiens TIMP metallopeptidase inhibitor 2 (TIMP2), mRNA.4.28E-09 8.77E-07 1.53742597

KDM5B NM_006618.3 KDM5B 1 Homo sapiens lysine (K)-specific demethylase 5B (KDM5B), mRNA.FLJ23670; FLJ12491; RBBP2H1A; KDM5B; PLU-1; FLJ12459; FLJ10538; FLJ16281; PUT11.67E-05 0.00016187 1.53666598

DKK1 NM_012242.2 DKK1 10 Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKK1), mRNA.DKK-1; SK 2.46E-08 2.20E-06 1.53651697

NDFIP1 NM_030571.2 NDFIP1 5 Homo sapiens Nedd4 family interacting protein 1 (NDFIP1), mRNA.N4WBP5; MGC109240.01523785 0.02788902 1.5362503

TMEM98 NM_015544.2 TMEM98 17 Homo sapiens transmembrane protein 98 (TMEM98), transcript variant 1, mRNA.DKFZP564K1964 7.25E-07 1.85E-05 1.53596625

PSMA2 NM_002787.3 PSMA2 7 Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 2 (PSMA2), mRNA.HC3; MU; PSC2; PMSA24.54E-06 6.50E-05 1.53338892

RN5S9 NR_023371.1 RN5S9 1 Homo sapiens RNA, 5S ribosomal 9 (RN5S9), ribosomal RNA.4.90E-05 0.00035281 1.5325845

SNTA1 NM_003098.2 SNTA1 20 Homo sapiens syntrophin, alpha 1 (dystrophin-associated protein A1, 59kDa, acidic component) (SNTA1), mRNA.SNT1; dJ1187J4.5; TACIP10.00077469 0.00269505 1.53163563

VRK3 NM_001025778.1VRK3 19 Homo sapiens vaccinia related kinase 3 (VRK3), transcript variant 2, mRNA.0.00322977 0.00819547 1.53000087

WNT3A NM_033131.2 WNT3A 1 Homo sapiens wingless-type MMTV integration site family, member 3A (WNT3A), mRNA.MGC119419; MGC119420; MGC1194180.00151961 0.00459264 1.52974656

SLC25A44 NM_014655.1 SLC25A44 1 Homo sapiens solute carrier family 25, member 44 (SLC25A44), mRNA.FLJ90431; KIAA0446; RP11-54H19.35.74E-06 7.64E-05 1.52903718

ASMTL XM_942506.1 ASMTL PREDICTED: Homo sapiens acetylserotonin O-methyltransferase-like (ASMTL), mRNA.1.04E-06 2.39E-05 1.52803361

IDH2 NM_002168.2 IDH2 15 Homo sapiens isocitrate dehydrogenase 2 (NADP+), mitochondrial (IDH2), nuclear gene encoding mitochondrial protein, mRNA.ICD-M; IDHM; IDH; IDP; mNADP-IDH6.46E-06 8.33E-05 1.52302786

TMEM189 NM_199129.1 TMEM189 20 Homo sapiens transmembrane protein 189 (TMEM189), mRNA.UBE2V1; Kua 5.70E-07 1.60E-05 1.52143778

KCTD20 NM_173562.3 KCTD20 6 Homo sapiens potassium channel tetramerisation domain containing 20 (KCTD20), mRNA.MGC14254; dJ108K11.3; C6orf690.00051738 0.0019785 1.51951074

LOC100129668XM_001713607.1LOC100129668 6 PREDICTED: Homo sapiens hypothetical protein LOC100129668 (LOC100129668), mRNA.2.79E-09 6.73E-07 1.51865307

TMEM205 NM_198536.1 TMEM205 19 Homo sapiens transmembrane protein 205 (TMEM205), mRNA.UNQ501; MGC1108585.34E-09 9.52E-07 1.51858614

PCTP NM_021213.1 PCTP 17 Homo sapiens phosphatidylcholine transfer protein (PCTP), mRNA.STARD2 0.00015093 0.00077741 1.51774387

LOC132241 XM_379215.2 LOC132241 3 PREDICTED: Homo sapiens hypothetical protein LOC132241, transcript variant 1 (LOC132241), mRNA.0.00585521 0.01310428 1.51736004

EIF4EBP2 NM_004096.3 EIF4EBP2 10 Homo sapiens eukaryotic translation initiation factor 4E binding protein 2 (EIF4EBP2), mRNA.4EBP2 1.60E-06 3.22E-05 1.5168034

RNU1-5 NR_004400.1 RNU1-5 1 Homo sapiens RNA, U1 small nuclear 5 (RNU1-5), small nuclear RNA.HSD4 6.42E-08 4.13E-06 1.514659

KLHL29 XM_001717454.1KLHL29 2 PREDICTED: Homo sapiens kelch-like 29 (Drosophila) (KLHL29), mRNA.4.67E-06 6.60E-05 1.51434819

KIAA1602 XM_035497.14KIAA1602 12 Homo sapiens KIAA1602 (KIAA1602), mRNA.FP1193 0.00459702 0.01083975 1.51384485

TSPAN31 NM_005981.3 TSPAN31 12 Homo sapiens tetraspanin 31 (TSPAN31), mRNA.SAS 0.00396812 0.00963483 1.51369773

CBWD3 NM_201453.2 CBWD3 9 Homo sapiens COBW domain containing 3 (CBWD3), mRNA.bA561O23.1 2.07E-05 0.00019024 1.51363966

MT1X NM_005952.2 MT1X 16 Homo sapiens metallothionein 1X (MT1X), mRNA.MT1; MT-1l 2.10E-09 5.57E-07 1.5136238

LOC649679 XM_945046.1 LOC649679 PREDICTED: Homo sapiens similar to Tubulin beta-4q chain, transcript variant 3 (LOC649679), mRNA.0.0002254 0.00105135 1.51060593

VPS13A NM_033305.2 VPS13A 9 Homo sapiens vacuolar protein sorting 13 homolog A (S. cerevisiae) (VPS13A), transcript variant A, mRNA.KIAA0986; CHAC; FLJ420300.00043912 0.00174746 1.51024376

WFS1 NM_006005.2 WFS1 4 Homo sapiens Wolfram syndrome 1 (wolframin) (WFS1), mRNA.DFNA14; DIDMOAD; WFRS; WOLFRAMIN; DFNA6; WFS; DFNA387.91E-08 4.60E-06 1.50836219

ACSL1 NM_001995.2 ACSL1 4 Homo sapiens acyl-CoA synthetase long-chain family member 1 (ACSL1), mRNA.FACL2; LACS; FACL1; ACS1; LACS2; LACS10.00085935 0.0029213 1.50783273

SLC22A18 NM_002555.3 SLC22A18 11 Homo sapiens solute carrier family 22 (organic cation transporter), member 18 (SLC22A18), transcript variant 1, mRNA.IMPT1; ORCTL2; BWSCR1A; BWR1A; ITM; TSSC5; SLC22A1L; HET; p45-BWR1A; DKFZp667A1840.0007913 0.00273621 1.50683898

TRIM21 NM_003141.3 TRIM21 11 Homo sapiens tripartite motif-containing 21 (TRIM21), mRNA.RNF81; RO52; SSA1; SSA0.00548165 0.01242172 1.50565422

Hs.491292 HS.491292 8 Homo sapiens cDNA FLJ36559 fis, clone TRACH20092910.00569813 0.01281076 1.5054764

STX12 NM_177424.1 STX12 1 Homo sapiens syntaxin 12 (STX12), mRNA.STX14; MGC51957; STX130.00016171 0.00081741 1.5045055

TTPAL NM_024331.2 TTPAL 20 Homo sapiens tocopherol (alpha) transfer protein-like (TTPAL), transcript variant 2, mRNA.DKFZp686E0870; MGC24708.48E-05 0.00051558 1.50430193

C9orf40 NM_017998.1 C9ORF40 9 Homo sapiens chromosome 9 open reading frame 40 (C9orf40), mRNA.FLJ10110; FLJ257950.00056223 0.00211796 1.50398959

Hs.371609 HS.371609 3 Homo sapiens cDNA clone IMAGE:52612137.48E-06 9.14E-05 1.50313003

RABL4 NM_006860.2 RABL4 22 Homo sapiens RAB, member of RAS oncogene family-like 4 (RABL4), mRNA.RAYL 0.00013392 0.00070891 1.50214202

COL4A5 NM_033381.1 COL4A5 X Homo sapiens collagen, type IV, alpha 5 (COL4A5), transcript variant 1, mRNA.MGC42377; ATS; MGC167109; CA54; ASLN0.00046714 0.00183018 1.49889831



2.0 Upreg

FBXL2 NM_012157.2 FBXL2 3 Homo sapiens F-box and leucine-rich repeat protein 2 (FBXL2), mRNA.FBL2; FBL3; DKFZP564P06220.00018543 0.00090738 1.4988903

TNFAIP1 NM_021137.3 TNFAIP1 17 Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) (TNFAIP1), mRNA.EDP1; B61; B12; MGC23176.80E-06 8.68E-05 1.49754693

GAD1 NM_013445.3 GAD1 2 Homo sapiens glutamate decarboxylase 1 (brain, 67kDa) (GAD1), transcript variant GAD25, mRNA.SCP; FLJ45882; GAD0.01148292 0.0224212 1.49451141

HLA-B NM_005514.5 HLA-B 6 Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA.AS; HLA-B-5501; SPDA1; HLA B3.50E-08 2.72E-06 1.49229098

C15orf21 NM_001005269.1C15ORF21 15 Homo sapiens chromosome 15 open reading frame 21 (C15orf21), transcript variant 2, mRNA.D-PCa-2; FLJ394260.00062062 0.00228718 1.49063031

ZDHHC9 NM_001008222.1ZDHHC9 X Homo sapiens zinc finger, DHHC-type containing 9 (ZDHHC9), transcript variant 2, mRNA.ZNF379; CGI-89; ZDHHC10; ZNF380; DHHC9; CXorf110.0001074 0.00060826 1.48603891

UBL7 NM_032907.3 UBL7 15 Homo sapiens ubiquitin-like 7 (bone marrow stromal cell-derived) (UBL7), transcript variant 1, mRNA.TCBA1; MGC14421; BMSC-UbP0.00013854 0.00072669 1.48474918

DENND5B NM_144973.2 DENND5B 12 Homo sapiens DENN/MADD domain containing 5B (DENND5B), mRNA.FLJ41648; DKFZp686P1174; FLJ433335.88E-05 0.00039909 1.48268346

PACSIN1 NM_020804.2 PACSIN1 6 Homo sapiens protein kinase C and casein kinase substrate in neurons 1 (PACSIN1), mRNA.KIAA1379; SDPI0.01114219 0.021858 1.48118112

STRBP NM_018387.2 STRBP 9 Homo sapiens spermatid perinuclear RNA binding protein (STRBP), mRNA.DKFZp434N214; FLJ14223; SPNR; FLJ14984; MGC21529; MGC3405; FLJ113070.00106897 0.00347105 1.47948953

HERC1 NM_003922.2 HERC1 15 Homo sapiens hect (homologous to the E6-AP (UBE3A) carboxyl terminus) domain and RCC1 (CHC1)-like domain (RLD) 1 (HERC1), mRNA.p619; p532 7.99E-05 0.00049423 1.47780946

AZI1 NM_014984.1 AZI1 17 Homo sapiens 5-azacytidine induced 1 (AZI1), transcript variant 1, mRNA.AZ1; Cep131 9.32E-06 0.00010579 1.47684398

PMVK NM_006556.2 PMVK 1 Homo sapiens phosphomevalonate kinase (PMVK), mRNA.PMKASE; HUMPMKI; PMK; PMKA0.00038882 0.00158681 1.47586104

AHNAK2 NM_138420.2 AHNAK2 14 Homo sapiens AHNAK nucleoprotein 2 (AHNAK2), mRNA.KIAA2019; C14orf780.0001366 0.00071824 1.47450542

Hs.296031 HS.296031 X Homo sapiens cDNA clone IMAGE:52627345.02E-06 6.91E-05 1.4724076

TMEM120A NM_031925.1 TMEM120A 7 Homo sapiens transmembrane protein 120A (TMEM120A), mRNA.TMPIT 4.20E-05 0.00031835 1.47069155

SNORA7B XM_930024.1 SNORA7B 3 Homo sapiens small nucleolar RNA, H/ACA box 7B (SNORA7B), small nucleolar RNA.ACA7B 0.02494547 0.04100232 1.4704247

MST1 NM_020998.2 MST1 3 Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) (MST1), mRNA.HGFL; NF15S2; MSP; DNF15S2; D3F15S22.32E-05 0.00020619 1.47025906

SLC16A10 NM_018593.3 SLC16A10 6 Homo sapiens solute carrier family 16, member 10 (aromatic amino acid transporter) (SLC16A10), mRNA.TAT1; PRO0813 0.00043339 0.0017329 1.46969154

EXT2 NM_000401.2 EXT2 11 Homo sapiens exostoses (multiple) 2 (EXT2), transcript variant 1, mRNA.SOTV 2.57E-05 0.00022367 1.46955682

ENC1 NM_003633.1 ENC1 5 Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), mRNA.PIG10; NRPB; CCL28; FLJ39259; ENC-1; TP53I10; KLHL352.65E-05 0.00022899 1.46829565

GRAMD4 NM_015124.2 GRAMD4 22 Homo sapiens GRAM domain containing 4 (GRAMD4), mRNA.KIAA0767; MGC90497; MGC149847; dJ439F8.1; dA59H18.10.00706367 0.01521665 1.4678553

MYBL1 NM_001080416.1MYBL1 8 Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian)-like 1 (MYBL1), mRNA.MGC120061; MGC120059; AMYB; A-MYB0.01000866 0.02011356 1.46704921

GJB5 NM_005268.2 GJB5 1 Homo sapiens gap junction protein, beta 5, 31.1kDa (GJB5), mRNA.CX31.1 0.01002096 0.02012712 1.46612121

HSDL2 NM_032303.2 HSDL2 9 Homo sapiens hydroxysteroid dehydrogenase like 2 (HSDL2), mRNA.MGC10940; C9orf99; FLJ258557.94E-06 9.51E-05 1.46557455

PIP5K1C NM_012398.1 PIP5K1C 19 Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type I, gamma (PIP5K1C), mRNA.PIP5Kgamma; PIP5K-GAMMA; KIAA05898.99E-05 0.00053848 1.46510786

AP1S2 NM_003916.3 AP1S2 X Homo sapiens adaptor-related protein complex 1, sigma 2 subunit (AP1S2), mRNA.MGC:1902; SIGMA1B; MRX59; DC226.92E-06 8.74E-05 1.46469261

BCL6 NM_001706.2 BCL6 3 Homo sapiens B-cell CLL/lymphoma 6 (zinc finger protein 51) (BCL6), transcript variant 1, mRNA.ZBTB27; ZNF51; LAZ3; BCL6A; BCL50.00024219 0.00110409 1.46216995

BAIAP2 NM_017450.1 BAIAP2 17 Homo sapiens BAI1-associated protein 2 (BAIAP2), transcript variant 1, mRNA.IRSP53; BAP2 1.72E-05 0.00016539 1.46174474

CLYBL NM_138280.3 CLYBL 13 Homo sapiens citrate lyase beta like (CLYBL), transcript variant 1, mRNA.bA134O15.1; CLB 6.72E-06 8.61E-05 1.46166563

APBB3 NM_006051.2 APBB3 5 Homo sapiens amyloid beta (A4) precursor protein-binding, family B, member 3 (APBB3), transcript variant 3, mRNA.MGC87674; SRA; MGC150555; FE65L22.48E-07 9.21E-06 1.46084497

PLEKHB2 NM_017958.1 PLEKHB2 2 Homo sapiens pleckstrin homology domain containing, family B (evectins) member 2 (PLEKHB2), transcript variant 2, mRNA.EVT2; FLJ207830.00031224 0.00134232 1.46031236

RAPGEF2 NM_014247.2 RAPGEF2 4 Homo sapiens Rap guanine nucleotide exchange factor (GEF) 2 (RAPGEF2), mRNA. XM_944403 XM_944410 XM_944412RA-GEF; PDZGEF1; Rap-GEP; CNrasGEF; Rap GEP; PDZ-GEF14.35E-05 0.00032583 1.45850576

SMYD3 NM_022743.1 SMYD3 1 Homo sapiens SET and MYND domain containing 3 (SMYD3), mRNA.bA74P14.1; ZMYND1; ZNFN3A1; FLJ21080; MGC1043244.88E-07 1.46E-05 1.45812388

CENPT NM_025082.3 CENPT 16 Homo sapiens centromere protein T (CENPT), mRNA.FLJ13111; CENP-T; FLJ43376; C16orf560.00024825 0.0011232 1.45587515

PCOLCE2 NM_013363.2 PCOLCE2 3 Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA.PCPE2 0.00188944 0.00540523 1.45574381

LOC644988 XR_017586.2 LOC644988 17 PREDICTED: Homo sapiens misc_RNA (LOC644988), miscRNA.2.04E-05 0.00018845 1.45430299

ATP6V0D1 NM_004691.3 ATP6V0D1 16 Homo sapiens ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d1 (ATP6V0D1), mRNA.VPATPD; ATP6DV; VMA6; P39; ATP6D; VATX2.22E-05 0.00020064 1.4515846

TMEM188 NM_153261.3 TMEM188 16 Homo sapiens transmembrane protein 188 (TMEM188), mRNA.C16orf69; FLJ38101; DKFZp313D24168.92E-05 0.00053544 1.44954678

NPC1 NM_000271.1 NPC1 18 Homo sapiens Niemann-Pick disease, type C1 (NPC1), mRNA.NPC 3.14E-07 1.06E-05 1.4485801

MT1A NM_005946.2 MT1A 16 Homo sapiens metallothionein 1A (MT1A), mRNA.MTC; MT1; MGC32848; MT1S2.29E-05 0.00020479 1.44830574

MAMLD1 NM_005491.1 MAMLD1 X Homo sapiens mastermind-like domain containing 1 (MAMLD1), mRNA.CXorf6; F18; CG10.00214029 0.0059399 1.44808742

UQCR NM_006830.2 UQCR 19 Homo sapiens ubiquinol-cytochrome c reductase, 6.4kDa subunit (UQCR), mRNA.0710008D09Rik 0.017215 0.03062573 1.44761014

SNX22 NM_024798.2 SNX22 15 Homo sapiens sorting nexin 22 (SNX22), mRNA.FLJ13952 0.00540098 0.01226706 1.44694864

HSPA12A XM_945467.1 HSPA12A PREDICTED: Homo sapiens heat shock 70kDa protein 12A, transcript variant 4 (HSPA12A), mRNA.0.00058151 0.00218002 1.44655068

KIAA0672 NM_014859.3 KIAA0672 17 Homo sapiens KIAA0672 gene product (KIAA0672), mRNA.0.00035639 0.00148855 1.44642355

C7orf70 XM_935791.1 C7ORF70 7 Homo sapiens chromosome 7 open reading frame 70 (C7orf70), mRNA.1.28E-05 0.00013175 1.44594068

CDC14B NM_033332.1 CDC14B 9 Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) (CDC14B), transcript variant 3, mRNA.CDC14B3; hCDC14B; Cdc14B1; Cdc14B20.0002214 0.00103803 1.44432315

TSPAN9 NM_006675.3 TSPAN9 12 Homo sapiens tetraspanin 9 (TSPAN9), mRNA.PP1057; NET-5 2.41E-08 2.20E-06 1.44364082

LIPA NM_000235.2 LIPA 10 Homo sapiens lipase A, lysosomal acid, cholesterol esterase (LIPA), transcript variant 2, mRNA.CESD; LAL 2.38E-08 2.21E-06 1.44297485

TOR1B NM_014506.1 TOR1B 9 Homo sapiens torsin family 1, member B (torsin B) (TOR1B), mRNA.DQ1; MGC4386 0.00393005 0.00956804 1.44131155

MGC4677 XM_939115.1 MGC4677 2 Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA.MGC17532; MGC881821.63E-05 0.00015814 1.44112679

CGN NM_020770.1 CGN 1 Homo sapiens cingulin (CGN), mRNA.FLJ39281; DKFZp779N1112; KIAA13192.36E-06 4.16E-05 1.44103868

PUS3 NM_031307.2 PUS3 11 Homo sapiens pseudouridylate synthase 3 (PUS3), mRNA.FKSG32; FLJ23638; 2610020J05Rik0.00012026 0.0006584 1.44012623

BCOR NM_017745.4 BCOR X Homo sapiens BCL6 co-repressor (BCOR), transcript variant 1, mRNA.MGC131961; KIAA1575; FLJ20285; MGC71031; MCOPS2; FLJ38041; MAA2; ANOP29.98E-05 0.00057767 1.43794543

CYTH3 NM_004227.3 CYTH3 7 Homo sapiens cytohesin 3 (CYTH3), mRNA.GRP1; ARNO3 0.00911723 0.01864623 1.43763034

EPAS1 NM_001430.3 EPAS1 2 Homo sapiens endothelial PAS domain protein 1 (EPAS1), mRNA.HLF; ECYT4; HIF2A; MOP2; PASD24.41E-05 0.00032906 1.4372422

CHKA XM_945706.1 CHKA PREDICTED: Homo sapiens choline kinase alpha, transcript variant 4 (CHKA), mRNA.1.03E-05 0.00011385 1.43698248

C18orf54 NM_173529.3 C18ORF54 18 Homo sapiens chromosome 18 open reading frame 54 (C18orf54), mRNA.MGC33382 0.00078006 0.00270678 1.43388756

SPRED2 NM_181784.1 SPRED2 2 Homo sapiens sprouty-related, EVH1 domain containing 2 (SPRED2), mRNA.MGC163164; FLJ21897; FLJ31917; Spred-23.07E-05 0.00025358 1.43284032

NME7 NM_013330.3 NME7 1 Homo sapiens non-metastatic cells 7, protein expressed in (nucleoside-diphosphate kinase) (NME7), transcript variant 1, mRNA.nm23-H7; FLJ371948.14E-06 9.65E-05 1.4322658

U2AF1L2 NM_005089.1 U2AF1L2 X Homo sapiens U2(RNU2) small nuclear RNA auxiliary factor 1-like 2 (U2AF1L2), mRNA.U2AF1RS2; U2AF1-RS20.00223459 0.0061296 1.43215271

SELM NM_080430.2 SELM 22 Homo sapiens selenoprotein M (SELM), mRNA.MGC40146; SEPM 2.23E-05 0.00020127 1.43142233

HN1 NM_016185.2 HN1 17 Homo sapiens hematological and neurological expressed 1 (HN1), transcript variant 1, mRNA.HN1A; ARM2 1.41E-08 1.79E-06 1.4304922

CCDC128 NM_152994.2 CCDC128 2 Homo sapiens coiled-coil domain containing 128 (CCDC128), mRNA.MGC111781; FLJ165660.00011727 0.00064663 1.43003479

Hs.545615 HS.545615 9 od80c09.s1 NCI_CGAP_Ov2 Homo sapiens cDNA clone IMAGE:1374256, mRNA sequence0.00222795 0.00611604 1.42766451

SUB1 NM_006713.2 SUB1 5 Homo sapiens SUB1 homolog (S. cerevisiae) (SUB1), mRNA.P15; p14; MGC102747; PC41.45E-05 0.00014531 1.4271442

LOC100130171XR_038676.1 LOC100130171 PREDICTED: Homo sapiens misc_RNA (LOC100130171), miscRNA.0.00409582 0.009859 1.42679055

ST6GALNAC6 NM_013443.3 ST6GALNAC6 9 Homo sapiens ST6 (alpha-N-acetyl-neuraminyl-2,3-beta-galactosyl-1, 3)-N-acetylgalactosaminide alpha-2,6-sialyltransferase 6 (ST6GALNAC6), mRNA.RP11-203J24.3; ST6GALNACVI; SIAT7F0.02533637 0.04148798 1.42605807

PRAF2 NM_007213.1 PRAF2 X Homo sapiens PRA1 domain family, member 2 (PRAF2), mRNA.JM4 5.15E-05 0.00036434 1.42535862



2.0 Upreg

C14orf78 XM_941311.1 C14ORF78 PREDICTED: Homo sapiens chromosome 14 open reading frame 78 (C14orf78), mRNA.0.00049757 0.00192371 1.42519551

SCPEP1 NM_021626.1 SCPEP1 17 Homo sapiens serine carboxypeptidase 1 (SCPEP1), mRNA.RISC; HSCP1 8.77E-08 4.94E-06 1.42504629

CGRRF1 NM_006568.2 CGRRF1 14 Homo sapiens cell growth regulator with ring finger domain 1 (CGRRF1), mRNA.RNF197; CGR190.00018757 0.00091537 1.42495827

ID2 NM_002166.4 ID2 2 Homo sapiens inhibitor of DNA binding 2, dominant negative helix-loop-helix protein (ID2), mRNA.GIG8; MGC26389; ID2A; ID2H2.49E-08 2.20E-06 1.42478467

ZNF558 NM_144693.1 ZNF558 19 Homo sapiens zinc finger protein 558 (ZNF558), mRNA.FLJ30932 0.0042603 0.01017604 1.42478146

FAM103A1 NM_031452.2 FAM103A1 15 Homo sapiens family with sequence similarity 103, member A1 (FAM103A1), mRNA.HsT19360; C15orf18; MGC102778; MGC25604.75E-06 6.67E-05 1.42454461

C1orf97 NM_032705.2 C1ORF97 1 Homo sapiens chromosome 1 open reading frame 97 (C1orf97), mRNA.MGC14801; FLJ27348; RP11-318L16.3; FLJ273474.67E-06 6.61E-05 1.42209262

SEMA4F NM_004263.2 SEMA4F 2 Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4F (SEMA4F), mRNA.PRO2353; M-SEMA; SEMAM; m-Sema M; SEMAW; m-Sema-M6.32E-05 0.00041924 1.42166785

SMA4 NM_021652.2 SMA4 Homo sapiens SMA4 (SMA4), mRNA.MGC22265 0.00055009 0.002078 1.42004499

ADAT1 NM_012091.2 ADAT1 16 Homo sapiens adenosine deaminase, tRNA-specific 1 (ADAT1), mRNA.HADAT1 0.02155685 0.03657764 1.41986788

IPO13 NM_014652.2 IPO13 1 Homo sapiens importin 13 (IPO13), mRNA.RANBP13; KIAA0724; IMP13; KAP130.01375003 0.02573809 1.41977643

CYB5A NM_148923.2 CYB5A 18 Homo sapiens cytochrome b5 type A (microsomal) (CYB5A), transcript variant 2, mRNA.MCB5; CYB5 3.91E-07 1.25E-05 1.41943304

DFNA5 NM_004403.1 DFNA5 7 Homo sapiens deafness, autosomal dominant 5 (DFNA5), transcript variant 1, mRNA.ICERE-1 2.32E-05 0.00020632 1.41884443

C15orf57 NM_052849.2 C15ORF57 15 Homo sapiens chromosome 15 open reading frame 57 (C15orf57), transcript variant 2, mRNA.MGC20481; FLJ259151.04E-05 0.00011427 1.41825365

FAM69B XM_942503.1 FAM69B PREDICTED: Homo sapiens family with sequence similarity 69, member B (FAM69B), mRNA.0.00013999 0.00073251 1.41778296

MAST3 XM_038150.5 MAST3 19 Homo sapiens microtubule associated serine/threonine kinase 3 (MAST3), mRNA.KIAA0561 0.00013493 0.00071291 1.41713132

DDEF2 NM_003887.1 DDEF2 2 Homo sapiens development and differentiation enhancing factor 2 (DDEF2), mRNA.PAG3; Pap-alpha; SHAG1; FLJ42910; AMAP2; PAP; KIAA0400; CENTB30.00010764 0.00060836 1.4166161

KIF3B NM_004798.2 KIF3B 20 Homo sapiens kinesin family member 3B (KIF3B), mRNA.HH0048; KIAA03598.27E-06 9.78E-05 1.41654649

WDR26 NM_025160.4 WDR26 1 Homo sapiens WD repeat domain 26 (WDR26), mRNA.FLJ21016; MIP2; CDW20.00519793 0.01192801 1.4155501

PIH1D1 NM_017916.1 PIH1D1 19 Homo sapiens PIH1 domain containing 1 (PIH1D1), mRNA.NOP17; FLJ20643 5.80E-05 0.00039544 1.4141501

LOC399965 XR_036921.1 LOC399965 PREDICTED: Homo sapiens misc_RNA (LOC399965), miscRNA.2.71E-05 0.00023253 1.41371431

PRAME NM_206956.1 PRAME 22 Homo sapiens preferentially expressed antigen in melanoma (PRAME), transcript variant 4, mRNA.MAPE; OIP4 0.00374907 0.00923921 1.41365303

UBE2L6 NM_198183.1 UBE2L6 11 Homo sapiens ubiquitin-conjugating enzyme E2L 6 (UBE2L6), transcript variant 2, mRNA.UBCH8; RIG-B; MGC403314.88E-05 0.00035289 1.41355241

CPE NM_001873.1 CPE 4 Homo sapiens carboxypeptidase E (CPE), mRNA.4.55E-05 0.00033649 1.41280366

CCDC53 NM_016053.1 CCDC53 12 Homo sapiens coiled-coil domain containing 53 (CCDC53), mRNA.CGI-116 0.00016289 0.00082261 1.41214291

LMBRD1 NM_018368.2 LMBRD1 6 Homo sapiens LMBR1 domain containing 1 (LMBRD1), mRNA.bA810I22.1; RP11-810I22.1; FLJ11240; C6orf2091.65E-06 3.30E-05 1.41153551

CYB561D1 NM_182580.2 CYB561D1 1 Homo sapiens cytochrome b-561 domain containing 1 (CYB561D1), transcript variant 2, mRNA.8.33E-05 0.00050853 1.40951643

CDK2AP2 NM_005851.3 CDK2AP2 11 Homo sapiens cyclin-dependent kinase 2 associated protein 2 (CDK2AP2), mRNA.p14; FLJ10636; DOC-1R0.00087926 0.00296949 1.40861021

MAPK14 NM_139013.1 MAPK14 6 Homo sapiens mitogen-activated protein kinase 14 (MAPK14), transcript variant 2, mRNA.p38; PRKM15; PRKM14; RK; SAPK2A; CSBP1; CSPB1; p38ALPHA; Mxi2; EXIP; CSBP20.01330347 0.02507929 1.40770537

CPT2 NM_000098.1 CPT2 1 Homo sapiens carnitine palmitoyltransferase II (CPT2), nuclear gene encoding mitochondrial protein, mRNA.CPTASE; CPT1 7.58E-05 0.00047703 1.40770135

HLA-F NM_018950.1 HLA-F 6 Homo sapiens major histocompatibility complex, class I, F (HLA-F), transcript variant 1, mRNA.HLA-5.4; HLAF; CDA12; HLA-CDA124.75E-06 6.68E-05 1.40753953

IFI30 NM_006332.3 IFI30 19 Homo sapiens interferon, gamma-inducible protein 30 (IFI30), mRNA.MGC32056; IP30; GILT; IFI-305.98E-05 0.00040271 1.40724906

KDELR3 NM_016657.1 KDELR3 22 Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 3 (KDELR3), transcript variant 2, mRNA.ERD2L3 3.19E-06 5.09E-05 1.405255

TMEM132A NM_178031.2 TMEM132A 11 Homo sapiens transmembrane protein 132A (TMEM132A), transcript variant 2, mRNA.DKFZp547E212; HSPA5BP1; FLJ20539; GBP; MGC1386697.21E-06 8.94E-05 1.40463377

HIF1AN NM_017902.1 HIF1AN 10 Homo sapiens hypoxia inducible factor 1, alpha subunit inhibitor (HIF1AN), mRNA.DKFZp762F1811; FIH1; FLJ22027; FLJ206156.80E-05 0.0004433 1.40374938

PQLC3 NM_152391.2 PQLC3 2 Homo sapiens PQ loop repeat containing 3 (PQLC3), mRNA.C2orf22; MGC336026.41E-07 1.74E-05 1.40353817

DDB2 NM_000107.1 DDB2 11 Homo sapiens damage-specific DNA binding protein 2, 48kDa (DDB2), mRNA.FLJ34321 0.00056122 0.00211563 1.40102982

HADHB NM_000183.2 HADHB 2 Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), beta subunit (HADHB), nuclear gene encoding mitochondrial protein, mRNA.MGC87480; MSTP029; TP-BETA0.00010377 0.00059416 1.40030236

PCNX NM_014982.1 PCNX 14 Homo sapiens pecanex homolog (Drosophila) (PCNX), mRNA.KIAA0805; PCNXL1; KIAA0995; FLJ45663; FLJ234090.00076243 0.00266177 1.39939528

MTE NM_175621.2 MTE Homo sapiens metallothionein E (MTE), mRNA.MT1I 1.51E-09 4.31E-07 1.39885013

CSRP1 NM_004078.1 CSRP1 1 Homo sapiens cysteine and glycine-rich protein 1 (CSRP1), mRNA.CRP; CRP1; DKFZp686M148; D1S181E; CSRP; CYRP2.97E-06 4.84E-05 1.39777075

ASAP3 NM_017707.2 ASAP3 1 Homo sapiens ArfGAP with SH3 domain, ankyrin repeat and PH domain 3 (ASAP3), mRNA.CENTB6; ACAP4; FLJ20199; UPLC1; ASAP38.99E-06 0.00010331 1.3972766

C3orf39 NM_032806.4 C3ORF39 3 Homo sapiens chromosome 3 open reading frame 39 (C3orf39), mRNA.AGO61; FLJ145660.0003533 0.00147962 1.3972335

ANKDD1A NM_182703.2 ANKDD1A 15 Homo sapiens ankyrin repeat and death domain containing 1A (ANKDD1A), mRNA.MGC120306; FLJ25870; MGC120307; MGC1203053.32E-05 0.00026692 1.39686085

GRK5 NM_005308.2 GRK5 10 Homo sapiens G protein-coupled receptor kinase 5 (GRK5), mRNA.GPRK5 5.35E-05 0.000375 1.39675641

FIG4 NM_014845.4 FIG4 6 Homo sapiens FIG4 homolog (S. cerevisiae) (FIG4), mRNA.SAC3; RP1-249I4.1; hSac3; dJ249I4.1; KIAA02740.00054946 0.00207633 1.39667337

ESPN NM_031475.1 ESPN 1 Homo sapiens espin (ESPN), mRNA.DKFZP434A196; DFNB36; LP26548.12E-05 0.00049884 1.39351976

C6orf129 NM_138493.1 C6ORF129 6 Homo sapiens chromosome 6 open reading frame 129 (C6orf129), mRNA.HSPC265; MGC1316561.31E-05 0.00013428 1.3929141

SEC22A NM_012430.2 SEC22A 3 Homo sapiens SEC22 vesicle trafficking protein homolog A (S. cerevisiae) (SEC22A), mRNA.SEC22L2 0.00025755 0.0011528 1.39289077

DYNLL2 NM_080677.1 DYNLL2 17 Homo sapiens dynein, light chain, LC8-type 2 (DYNLL2), mRNA.MGC17810; DNCL1B; Dlc29.86E-07 2.28E-05 1.39269858

EVI5L NM_145245.2 EVI5L 19 Homo sapiens ecotropic viral integration site 5-like (EVI5L), mRNA.1.54E-05 0.00015187 1.39114543

PXDN NM_012293.1 PXDN 2 Homo sapiens peroxidasin homolog (Drosophila) (PXDN), mRNA. XM_935183 XM_935184 XM_936786 XM_942966 XM_942982 XM_942986 XM_942994 XM_943000D2S448E; D2S448; VPO; MG50; KIAA0230; PXN; PRG20.00091945 0.00308224 1.39094119

C10orf47 NM_153256.2 C10ORF47 10 Homo sapiens chromosome 10 open reading frame 47 (C10orf47), mRNA.MGC35403 0.0047974 0.01121009 1.39091513

GPAA1 NM_003801.2 GPAA1 8 Homo sapiens glycosylphosphatidylinositol anchor attachment protein 1 homolog (yeast) (GPAA1), mRNA.hGAA1; GAA1 3.75E-06 5.72E-05 1.39038171

CTSL2 NM_001333.2 CTSL2 9 Homo sapiens cathepsin L2 (CTSL2), mRNA.CTSV; CATL2; CTSU; MGC1259574.51E-08 3.24E-06 1.3900463

DCUN1D3 NM_173475.1 DCUN1D3 16 Homo sapiens DCN1, defective in cullin neddylation 1, domain containing 3 (S. cerevisiae) (DCUN1D3), mRNA.MGC48972; FLJ41725; DKFZp686O0290; 44M2.41.12E-05 0.00012016 1.38977823

PTEN NM_000314.3 PTEN 10 Homo sapiens phosphatase and tensin homolog (PTEN), mRNA.MMAC1; MHAM; TEP1; BZS; PTEN1; MGC112277.40E-06 9.11E-05 1.3894274

CYP26B1 NM_019885.2 CYP26B1 2 Homo sapiens cytochrome P450, family 26, subfamily B, polypeptide 1 (CYP26B1), mRNA.CYP26A2; MGC129613; P450RAI-2; DKFZp686G06383.54E-06 5.48E-05 1.38935344

RRM2B NM_015713.3 RRM2B 8 Homo sapiens ribonucleotide reductase M2 B (TP53 inducible) (RRM2B), mRNA.DKFZp686M05248; MGC102856; p53R2; MGC421160.00018436 0.00090335 1.38882493

PRKAB2 NM_005399.3 PRKAB2 1 Homo sapiens protein kinase, AMP-activated, beta 2 non-catalytic subunit (PRKAB2), mRNA.MGC61468 0.02046353 0.03508956 1.38579381

PEX16 NM_004813.1 PEX16 11 Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, mRNA.0.00108378 0.00351075 1.38571088

FBXO2 NM_183412.2 FBXO2 1 Homo sapiens F-box protein 2 (FBXO2), mRNA.Fbs1; FBG1; FBX2; NFB425.45E-06 7.37E-05 1.38536723

DDIT4L NM_145244.2 DDIT4L 4 Homo sapiens DNA-damage-inducible transcript 4-like (DDIT4L), mRNA.Rtp801L; REDD2 1.54E-05 0.00015202 1.38461199

TMEM184B NM_012264.3 TMEM184B 22 Homo sapiens transmembrane protein 184B (TMEM184B), mRNA.DKFZp686N1150; DKFZP586A1024; FM08; DKFZp686F07174; HS5O6A; C22orf58.57E-05 0.00052017 1.38395944

LOC113386 NM_138781.2 LOC113386 19 Homo sapiens similar to envelope protein (LOC113386), mRNA.FLJ44718; FLJ464520.00269285 0.00712067 1.383894

CXADR NM_001338.3 CXADR 21 Homo sapiens coxsackie virus and adenovirus receptor (CXADR), mRNA.CAR; HCAR 8.43E-06 9.90E-05 1.38382328

ISCA2 NM_194279.1 ISCA2 14 Homo sapiens iron-sulfur cluster assembly 2 homolog (S. cerevisiae) (ISCA2), mRNA.HBLD1; ISA2; c14_55570.0051126 0.01177199 1.38371341

EPHA2 NM_004431.2 EPHA2 1 Homo sapiens EPH receptor A2 (EPHA2), mRNA.ECK 0.00020478 0.00097828 1.38327349

HLA-G NM_002127.3 HLA-G 6 Homo sapiens HLA-G histocompatibility antigen, class I, G (HLA-G), mRNA.MHC-G 0.01377624 0.02577383 1.38231549

SP4 NM_003112.3 SP4 7 Homo sapiens Sp4 transcription factor (SP4), mRNA.MGC130009; SPR-1; HF1B; MGC1300080.00303764 0.0078156 1.38212186



2.0 Upreg

SLC2A8 NM_014580.3 SLC2A8 9 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 8 (SLC2A8), mRNA.GLUTX1; GLUT8 3.04E-06 4.93E-05 1.38010861

PECR NM_018441.2 PECR 2 Homo sapiens peroxisomal trans-2-enoyl-CoA reductase (PECR), mRNA.HSA250303; TERP0.02753467 0.04419536 1.37987782

GRB2 NM_002086.3 GRB2 17 Homo sapiens growth factor receptor-bound protein 2 (GRB2), transcript variant 1, mRNA.MST084; ASH; MSTP084; EGFRBP-GRB2; Grb3-30.00041721 0.00168248 1.37938487

TYSND1 NM_173555.1 TYSND1 10 Homo sapiens trypsin domain containing 1 (TYSND1), transcript variant 2, mRNA.FLJ40378; MGC34695; MGC1319340.00354041 0.00882101 1.37932504

C13orf15 NM_014059.1 C13ORF15 13 Homo sapiens chromosome 13 open reading frame 15 (C13orf15), mRNA.RGC-32; KIAA0564; bA157L14.2; MGC87338; RGC329.14E-05 0.0005429 1.37886225

PDLIM3 NM_014476.1 PDLIM3 4 Homo sapiens PDZ and LIM domain 3 (PDLIM3), mRNA.DKFZp686L0362; ALP0.00166067 0.00490307 1.37785897

SKP1 NM_006930.3 SKP1 5 Homo sapiens S-phase kinase-associated protein 1 (SKP1), transcript variant 1, mRNA.TCEB1L; MGC34403; p19A; EMC19; SKP1A; OCP-II; OCP20.00045649 0.00179688 1.37743091

Hs.294603 HS.294603 14 Homo sapiens cDNA FLJ12874 fis, clone NT2RP20037691.12E-06 2.48E-05 1.37734966

NPTN NM_012428.1 NPTN 15 Homo sapiens neuroplastin (NPTN), transcript variant beta, mRNA.SDFR1; GP55; DKFZp686L2477; np65; np55; GP65; SDR1; MGC1028051.72E-08 1.93E-06 1.37669141

DGCR2 NM_005137.1 DGCR2 22 Homo sapiens DiGeorge syndrome critical region gene 2 (DGCR2), mRNA.SEZ-12; IDD; DKFZp686I1730; KIAA0163; DGS-C; LAN3.70E-05 0.00028971 1.37557595

SYTL4 NM_080737.1 SYTL4 X Homo sapiens synaptotagmin-like 4 (granuphilin-a) (SYTL4), mRNA.DKFZp451P0116; FLJ409600.01859119 0.03249945 1.37553847

TBCE NM_003193.3 TBCE 1 Homo sapiens tubulin folding cofactor E (TBCE), transcript variant 2, mRNA.KCS; KCS1; pac2; HRD2.25E-06 4.06E-05 1.37546735

ACPL2 NM_152282.2 ACPL2 3 Homo sapiens acid phosphatase-like 2 (ACPL2), mRNA.FLJ23751 0.00016824 0.00084144 1.37468834

KRT8P9 XR_017231.2 KRT8P9 15 PREDICTED: Homo sapiens misc_RNA (KRT8P9), miscRNA.3.75E-05 0.0002927 1.37428789

YIF1B NM_001031731.1YIF1B 19 Homo sapiens Yip1 interacting factor homolog B (S. cerevisiae) (YIF1B), transcript variant 1, mRNA.FinGER8 3.58E-06 5.53E-05 1.3740809

ISCA1 NM_030940.3 ISCA1 9 Homo sapiens iron-sulfur cluster assembly 1 homolog (S. cerevisiae) (ISCA1), mRNA.hIscA; RP11-507D14.2; HBLD2; ISA1; MGC42760.00024296 0.00110667 1.37232825

LOC220686 NM_199283.4 LOC220686 22 Homo sapiens hypothetical protein LOC220686 (LOC220686), mRNA.0.00572092 0.01285138 1.37144305

MICB NM_005931.2 MICB 6 Homo sapiens MHC class I polypeptide-related sequence B (MICB), mRNA.PERB11.2 6.70E-05 0.00043879 1.37105831

PIGS NM_033198.2 PIGS 17 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class S (PIGS), mRNA.FLJ45226; DKFZp686K202160.01024288 0.0204594 1.37022086

RNF216L NR_023385.1 RNF216L 7 Homo sapiens ring finger protein 216-like (RNF216L), transcript variant 3, non-coding RNA.0.01992943 0.03437984 1.37017085

YIPF1 NM_018982.3 YIPF1 1 Homo sapiens Yip1 domain family, member 1 (YIPF1), mRNA.FinGER1; DJ167A19.17.13E-06 8.88E-05 1.36965491

SNAPIN NM_012437.3 SNAPIN 1 Homo sapiens SNAP-associated protein (SNAPIN), mRNA.SNAPAP; SNAPIN0.00053204 0.00202527 1.36942167

C6orf170 NM_152730.4 C6ORF170 6 Homo sapiens chromosome 6 open reading frame 170 (C6orf170), mRNA.bA301B7.2; FLJ30899; C6orf171; FLJ34235; bA57L9.1; dJ310J6.10.00180034 0.00520928 1.36940084

PDE6D NM_002601.2 PDE6D 2 Homo sapiens phosphodiesterase 6D, cGMP-specific, rod, delta (PDE6D), mRNA.PDED 2.66E-06 4.49E-05 1.36785023

SYNJ2BP NM_018373.1 SYNJ2BP 14 Homo sapiens synaptojanin 2 binding protein (SYNJ2BP), mRNA.Arip2; OMP25; FLJ112711.75E-06 3.41E-05 1.36756891

FGFR1OP2 NM_015633.1 FGFR1OP2 12 Homo sapiens FGFR1 oncogene partner 2 (FGFR1OP2), mRNA.DKFZp564O1863; HSPC123-like1.72E-05 0.00016529 1.36636692

CALU NM_001219.2 CALU 7 Homo sapiens calumenin (CALU), mRNA.FLJ90608 2.01E-06 3.73E-05 1.36438658

EFNA4 NM_005227.2 EFNA4 1 Homo sapiens ephrin-A4 (EFNA4), transcript variant 1, mRNA.EFL4; LERK4; MGC125826; EPLG40.00867809 0.01793031 1.36352324

ABCB6 NM_005689.1 ABCB6 2 Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 6 (ABCB6), nuclear gene encoding mitochondrial protein, mRNA.ABC; EST45597; PRP; MTABC3; ABC14; umat; FLJ224140.0022002 0.00605668 1.3626124

LOC729086 XM_001129280.2LOC729086 1 PREDICTED: Homo sapiens similar to EGFR-coamplified and overexpressed protein (LOC729086), mRNA.1.85E-05 0.00017489 1.36072184

SAR1A NM_020150.3 SAR1A 10 Homo sapiens SAR1 gene homolog A (S. cerevisiae) (SAR1A), mRNA.masra2; SARA1; SAR1; Sara3.63E-05 0.00028608 1.36030579

PSCD1 NM_017456.1 PSCD1 17 Homo sapiens pleckstrin homology, Sec7 and coiled-coil domains 1(cytohesin 1) (PSCD1), transcript variant 2, mRNA.D17S811E; B2-1; CYTOHESIN-1; SEC73.17E-06 5.06E-05 1.35810264

HEYL NM_014571.2 HEYL 1 Homo sapiens hairy/enhancer-of-split related with YRPW motif-like (HEYL), mRNA.MGC12623; HRT3 9.03E-05 0.00053997 1.35750689

GTF2B NM_001514.3 GTF2B 1 Homo sapiens general transcription factor IIB (GTF2B), mRNA.TFIIB; TF2B 3.01E-06 4.88E-05 1.3573961

GPS2 NM_004489.4 GPS2 17 Homo sapiens G protein pathway suppressor 2 (GPS2), mRNA.MGC104294; MGC119288; MGC119289; MGC119287; AMF-14.36E-05 0.00032686 1.35698947

CD164 NM_006016.3 CD164 6 Homo sapiens CD164 molecule, sialomucin (CD164), mRNA.endolyn; MGC-24; MUC-240.00524487 0.01200279 1.3568333

ELF1 NM_172373.2 ELF1 13 Homo sapiens E74-like factor 1 (ets domain transcription factor) (ELF1), mRNA.1.30E-05 0.00013368 1.35656568

BCAS4 NM_017843.3 BCAS4 20 Homo sapiens breast carcinoma amplified sequence 4 (BCAS4), transcript variant 1, mRNA.FLJ20495 0.00015379 0.00078837 1.3554668

FUCA1 NM_000147.2 FUCA1 1 Homo sapiens fucosidase, alpha-L- 1, tissue (FUCA1), mRNA.8.46E-07 2.05E-05 1.35532706

CRYZL1 NM_145858.1 CRYZL1 21 Homo sapiens crystallin, zeta (quinone reductase)-like 1 (CRYZL1), transcript variant 3, mRNA.QOH-1; 4P11 0.00623671 0.01378494 1.3551195

FBXO33 NM_203301.1 FBXO33 14 Homo sapiens F-box protein 33 (FBXO33), mRNA.c14_5247; Fbx33 3.49E-06 5.43E-05 1.35496573

JUNB NM_002229.2 JUNB 19 Homo sapiens jun B proto-oncogene (JUNB), mRNA.0.00123512 0.00388406 1.35487159

TAGLN2 NM_003564.1 TAGLN2 1 Homo sapiens transgelin 2 (TAGLN2), mRNA.KIAA0120; HA17562.55E-06 4.36E-05 1.3547915

ZCCHC14 NM_015144.1 ZCCHC14 16 Homo sapiens zinc finger, CCHC domain containing 14 (ZCCHC14), mRNA.MGC126527; BDG29; BDG-29; MGC141394.31E-06 6.29E-05 1.35463666

DNM2 NM_004945.2 DNM2 19 Homo sapiens dynamin 2 (DNM2), transcript variant 3, mRNA.CMTDI1; CMTDIB; DYNII; DYN2; DI-CMTB0.00362715 0.00899175 1.35419327

GPR177 NM_024911.4 GPR177 1 Homo sapiens G protein-coupled receptor 177 (GPR177), transcript variant 1, mRNA.FLJ23091; C1orf139; WLS; EVI; MGC131760; MRP; MGC148781.09E-05 0.00011801 1.35381232

STIM1 NM_003156.2 STIM1 11 Homo sapiens stromal interaction molecule 1 (STIM1), mRNA.GOK; D11S4896E0.02006556 0.03453793 1.35378359

C6orf85 NM_021945.4 C6ORF85 6 Homo sapiens chromosome 6 open reading frame 85 (C6orf85), mRNA.DKFZP434F011; FLJ221748.37E-05 0.00051026 1.35338213

CRABP2 NM_001878.2 CRABP2 1 Homo sapiens cellular retinoic acid binding protein 2 (CRABP2), mRNA.CRABP-II; RBP6 1.77E-08 1.92E-06 1.34983991

TMEM208 NM_014187.3 TMEM208 16 Homo sapiens transmembrane protein 208 (TMEM208), mRNA.HSPC171 0.00080224 0.00276786 1.34940169

GLIPR2 NM_022343.2 GLIPR2 9 Homo sapiens GLI pathogenesis-related 2 (GLIPR2), mRNA.GLIPR2; GAPR-1 2.72E-07 9.82E-06 1.34755133

NUDT18 NM_024815.2 NUDT18 8 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 18 (NUDT18), mRNA.FLJ22494 0.00068801 0.00246939 1.34750332

CYFIP2 NM_001037333.1CYFIP2 5 Homo sapiens cytoplasmic FMR1 interacting protein 2 (CYFIP2), transcript variant 1, mRNA.PIR121 3.97E-05 0.00030448 1.3461994

C3orf10 NM_018462.4 C3ORF10 3 Homo sapiens chromosome 3 open reading frame 10 (C3orf10), mRNA.MDS027; HSPC300; hHBrk13.97E-07 1.27E-05 1.34615093

FLJ31306 XM_001717968.1FLJ31306 14 PREDICTED: Homo sapiens hypothetical protein FLJ31306 (FLJ31306), mRNA.0.00238482 0.0064634 1.3459372

NUAK1 NM_014840.2 NUAK1 12 Homo sapiens NUAK family, SNF1-like kinase, 1 (NUAK1), mRNA.KIAA0537; ARK50.00042685 0.00171181 1.34574508

ZCCHC17 NM_016505.2 ZCCHC17 1 Homo sapiens zinc finger, CCHC domain containing 17 (ZCCHC17), mRNA.pNO40; PS1D; HSPC251; RP11-266K22.18.05E-07 1.98E-05 1.34503351

LOC151162 NR_024275.1 LOC151162 2 Homo sapiens hypothetical LOC151162 (LOC151162), non-coding RNA.7.80E-08 4.58E-06 1.34478057

STX8 NM_004853.1 STX8 17 Homo sapiens syntaxin 8 (STX8), mRNA.CARB 1.74E-06 3.40E-05 1.34427395

LOC653344 XM_933085.1 LOC653344 15 PREDICTED: Homo sapiens similar to cis-Golgi matrix protein GM130, transcript variant 2 (LOC653344), mRNA.2.28E-06 4.08E-05 1.34385653

LOC641298 XR_041850.1 LOC641298 16 PREDICTED: Homo sapiens misc_RNA (LOC641298), miscRNA.0.00084116 0.00287205 1.3434603

COBL NM_015198.2 COBL 7 Homo sapiens cordon-bleu homolog (mouse) (COBL), mRNA.DKFZp686G13227; MGC131893; KIAA06333.01E-06 4.89E-05 1.34334578

AADACL1 NM_020792.3 AADACL1 3 Homo sapiens arylacetamide deacetylase-like 1 (AADACL1), mRNA.8.12E-05 0.00049847 1.343325

TULP4 NM_020245.3 TULP4 6 Homo sapiens tubby like protein 4 (TULP4), transcript variant 1, mRNA.RP3-442A17.1; KIAA1397; TUSP0.00291671 0.00758706 1.342796

MYEOV NM_138768.2 MYEOV 11 Homo sapiens myeloma overexpressed (in a subset of t(11;14) positive multiple myelomas) (MYEOV), mRNA.OCIM 0.00014612 0.00075873 1.3425344

JARID2 NM_004973.2 JARID2 6 Homo sapiens jumonji, AT rich interactive domain 2 (JARID2), mRNA.JMJ 1.35E-05 0.00013717 1.34186816

FLNB NM_001457.1 FLNB 3 Homo sapiens filamin B, beta (actin binding protein 278) (FLNB), mRNA.FLN1L; filamin B; FH1; DKFZp686A1668; AOI; ABP-278; SCT; TAP; TABP4.96E-07 1.47E-05 1.341791

MFGE8 NM_005928.1 MFGE8 15 Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA.HsT19888; BA46; OAcGD3S; EDIL15.73E-08 3.82E-06 1.34178306

KLRAQ1 NM_001135629.1KLRAQ1 2 Homo sapiens KLRAQ motif containing 1 (KLRAQ1), transcript variant 1, mRNA.0.03036529 0.04752448 1.34047155

RTN3 NM_201428.1 RTN3 11 Homo sapiens reticulon 3 (RTN3), transcript variant 2, mRNA.NSPLII; NSPL2; ASYIP; HAP; RTN3-A15.95E-05 0.00040109 1.33869108



2.0 Upreg

DKFZp761P0423XM_291277.4 DKFZP761P0423 8 PREDICTED: Homo sapiens hypothetical protein DKFZp761P0423 (DKFZp761P0423), mRNA.0.00118712 0.00377128 1.33864223

CREG1 NM_003851.2 CREG1 1 Homo sapiens cellular repressor of E1A-stimulated genes 1 (CREG1), mRNA.CREG 1.12E-06 2.48E-05 1.33813983

PDRG1 NM_030815.2 PDRG1 20 Homo sapiens p53 and DNA-damage regulated 1 (PDRG1), mRNA.PDRG; C20orf126 9.52E-05 0.00055971 1.33768264

SLC25A4 NM_001151.2 SLC25A4 4 Homo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide translocator), member 4 (SLC25A4), nuclear gene encoding mitochondrial protein, mRNA.PEO2; ANT1; PEO3; T1; ANT1.12E-07 5.70E-06 1.33746716

GHDC NM_032484.3 GHDC 17 Homo sapiens GH3 domain containing (GHDC), mRNA.D11LGP1; LGP1 0.02226379 0.03751362 1.33669385

PANX2 NM_052839.2 PANX2 22 Homo sapiens pannexin 2 (PANX2), mRNA.hPANX2; MGC1194320.01374293 0.02572923 1.33516675

RANBP10 NM_020850.1 RANBP10 16 Homo sapiens RAN binding protein 10 (RANBP10), mRNA.KIAA1464; FLJ311650.00308697 0.00790509 1.33514519

C8orf55 NM_016647.1 C8ORF55 8 Homo sapiens chromosome 8 open reading frame 55 (C8orf55), mRNA.DSCD75 2.41E-06 4.19E-05 1.33292309

Hs.27048 HS.27048 12 Homo sapiens cDNA FLJ31750 fis, clone NT2RI20074060.00037186 0.00153604 1.33253878

CTSB NM_001908.3 CTSB 8 Homo sapiens cathepsin B (CTSB), transcript variant 1, mRNA.CPSB; APPS 0.00030129 0.00130247 1.33143142

ANKFY1 NM_020740.1 ANKFY1 17 Homo sapiens ankyrin repeat and FYVE domain containing 1 (ANKFY1), transcript variant 2, mRNA.KIAA1255; DKFZp686M19106; ANKHZN; ZFYVE140.0038564 0.00942464 1.32941103

NELF NM_015537.3 NELF 9 Homo sapiens nasal embryonic LHRH factor (NELF), mRNA.RP11-48C7.1; MGC1253696.00E-06 7.86E-05 1.32922436

SLC25A42 NM_178526.1 SLC25A42 19 Homo sapiens solute carrier family 25, member 42 (SLC25A42), mRNA.MGC26694 0.00627083 0.01384064 1.32845869

MTMR14 NM_022485.2 MTMR14 3 Homo sapiens myotubularin related protein 14 (MTMR14), transcript variant 2, mRNA.FLJ22405; C3orf29; hEDTP; FLJ903118.94E-05 0.00053591 1.32806861

RAB31 NM_006868.2 RAB31 18 Homo sapiens RAB31, member RAS oncogene family (RAB31), mRNA.Rab22B 7.53E-07 1.89E-05 1.32771284

TPST2 NM_001008566.1TPST2 22 Homo sapiens tyrosylprotein sulfotransferase 2 (TPST2), transcript variant 1, mRNA.0.00033538 0.00142048 1.32768724

ACAD11 NM_032169.3 ACAD11 3 Homo sapiens acyl-Coenzyme A dehydrogenase family, member 11 (ACAD11), mRNA.FLJ12592; MGC1506190.00028453 0.00125041 1.32710942

C9orf16 NM_024112.2 C9ORF16 9 Homo sapiens chromosome 9 open reading frame 16 (C9orf16), mRNA.EST00098; FLJ12823; MGC46390.02242956 0.03771693 1.32662478

CSAG3B NM_001080848.1CSAG3B Homo sapiens CSAG family, member 3B (CSAG3B), mRNA.CSAG2 0.01507734 0.02766045 1.32636238

EIF2S1 NM_004094.4 EIF2S1 14 Homo sapiens eukaryotic translation initiation factor 2, subunit 1 alpha, 35kDa (EIF2S1), mRNA.EIF2A; EIF-2A; EIF2; EIF-2; EIF-2alpha0.00013419 0.00070967 1.32588968

RERE NM_012102.3 RERE 1 Homo sapiens arginine-glutamic acid dipeptide (RE) repeats (RERE), transcript variant 1, mRNA.ARP; ATN1L; ARG; KIAA0458; DNB1; FLJ387750.01103668 0.0217216 1.3248253

NECAP2 NM_018090.3 NECAP2 1 Homo sapiens NECAP endocytosis associated 2 (NECAP2), mRNA.FLJ10420; RP4-798A10.11.13E-05 0.00012073 1.32390207

IGF2R NM_000876.1 IGF2R 6 Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA.M6P-R; CD222; MPRI; MPR1; CIMPR7.76E-07 1.93E-05 1.32301541

MAP3K1 XM_042066.10MAP3K1 5 Homo sapiens mitogen-activated protein kinase kinase kinase 1 (MAP3K1), mRNA.MAPKKK1; MEKK1; MEKK0.00099886 0.00328659 1.32263979

SGPL1 NM_003901.2 SGPL1 10 Homo sapiens sphingosine-1-phosphate lyase 1 (SGPL1), mRNA.KIAA1252; SPL; FLJ138110.00538827 0.01224587 1.32251271

PLOD2 NM_182943.2 PLOD2 3 Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase 2 (PLOD2), transcript variant 2, mRNA.LH2; TLH 8.76E-06 0.00010161 1.32234024

NUDCD3 NM_015332.2 NUDCD3 7 Homo sapiens NudC domain containing 3 (NUDCD3), mRNA.KIAA1068; NudCL 8.12E-05 0.00049865 1.32128271

ZBTB48 NM_005341.1 ZBTB48 1 Homo sapiens zinc finger and BTB domain containing 48 (ZBTB48), mRNA.pp9964; HKR3 0.0002372 0.0010868 1.32122434

POR NM_000941.1 POR 7 Homo sapiens P450 (cytochrome) oxidoreductase (POR), mRNA.CPR; FLJ26468; P450R; DKFZp686G04235; CYPOR7.41E-05 0.00046929 1.32042101

LOC100132535XR_038464.1 LOC100132535 PREDICTED: Homo sapiens misc_RNA (LOC100132535), miscRNA.0.00113372 0.00363996 1.31974138

ELOVL5 NM_021814.3 ELOVL5 6 Homo sapiens ELOVL family member 5, elongation of long chain fatty acids (FEN1/Elo2, SUR4/Elo3-like, yeast) (ELOVL5), mRNA.HELO1; RP3-483K16.1; dJ483K16.11.13E-05 0.00012074 1.31951822

CSRP2 NM_001321.1 CSRP2 12 Homo sapiens cysteine and glycine-rich protein 2 (CSRP2), mRNA.CRP2; LMO5; SmLIM4.00E-06 5.97E-05 1.31929439

UBN1 NM_001079514.1UBN1 16 Homo sapiens ubinuclein 1 (UBN1), transcript variant 2, mRNA.VT4; VT 1.44E-05 0.00014424 1.31917351

PVRL2 NM_001042724.1PVRL2 19 Homo sapiens poliovirus receptor-related 2 (herpesvirus entry mediator B) (PVRL2), transcript variant delta, mRNA.PVRR2; HVEB; PRR2; CD1120.00117084 0.00373816 1.31764978

LOC143666 NM_002020.1 LOC143666 11 PREDICTED: Homo sapiens hypothetical protein LOC143666 (LOC143666), mRNA.0.00217229 0.00599655 1.31753846

CDCP1 NM_022842.3 CDCP1 3 Homo sapiens CUB domain containing protein 1 (CDCP1), transcript variant 1, mRNA.SIMA135; TRASK; CD3180.00023317 0.00107557 1.31748417

TM7SF2 NM_003273.1 TM7SF2 11 Homo sapiens transmembrane 7 superfamily member 2 (TM7SF2), mRNA.ANG1; DHCR14A 2.81E-06 4.67E-05 1.31708637

TMEM50B NM_006134.4 TMEM50B 21 Homo sapiens transmembrane protein 50B (TMEM50B), mRNA.C21orf4; HCVP7TP32.39E-05 0.00021143 1.31691465

HCFC1R1 NM_001002017.1HCFC1R1 16 Homo sapiens host cell factor C1 regulator 1 (XPO1 dependent) (HCFC1R1), transcript variant 3, mRNA.MGC99622; HPIP; FLJ20568; MGC707117.81E-07 1.94E-05 1.31653474

MIDN NM_177401.4 MIDN 19 Homo sapiens midnolin (MIDN), mRNA.DKFZp547M072 0.00011134 0.00062343 1.3162217

FUK NM_145059.2 FUK 16 Homo sapiens fucokinase (FUK), mRNA.1110046B12Rik; FLJ394080.00164672 0.00487513 1.31576614

NOTCH3 NM_000435.1 NOTCH3 19 Homo sapiens Notch homolog 3 (Drosophila) (NOTCH3), mRNA.CASIL; CADASIL0.00531043 0.0121044 1.31356965

FAM127A NM_003928.1 FAM127A X Homo sapiens family with sequence similarity 127, member A (FAM127A), mRNA.CXX1; MAR8C; MART8C; MGC117411; Mar8; Mart81.04E-05 0.00011446 1.31301777

POFUT2 NM_015227.3 POFUT2 21 Homo sapiens protein O-fucosyltransferase 2 (POFUT2), transcript variant 1, mRNA.C21orf80; FUT13 8.04E-05 0.00049643 1.31203376

TBC1D20 NM_144628.2 TBC1D20 20 Homo sapiens TBC1 domain family, member 20 (TBC1D20), mRNA.FLJ45119; C20orf1400.00376195 0.00925835 1.31199171

PRKCZ NM_001033581.1PRKCZ 1 Homo sapiens protein kinase C, zeta (PRKCZ), transcript variant 2, mRNA.PKC2 0.01033939 0.02061428 1.31082523

RNF182 NM_152737.2 RNF182 6 Homo sapiens ring finger protein 182 (RNF182), mRNA.FLJ40772; MGC339930.01169511 0.0227334 1.3104843

CDK6 NM_001259.5 CDK6 7 Homo sapiens cyclin-dependent kinase 6 (CDK6), mRNA.PLSTIRE; MGC596929.48E-06 0.00010724 1.30967529

DUSP6 NM_001946.2 DUSP6 12 Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 1, mRNA.MKP3; PYST1 1.41E-07 6.60E-06 1.30882969

SCAND1 NM_033630.1 SCAND1 20 Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 2, mRNA.RAZ1; SDP1 9.09E-05 0.0005419 1.30839393

C9orf156 NM_016481.2 C9ORF156 9 Homo sapiens chromosome 9 open reading frame 156 (C9orf156), mRNA.NAP1; RP11-23B15.3; HSPC2190.01121307 0.0219772 1.30819148

HFE NM_000410.3 HFE 6 Homo sapiens hemochromatosis (HFE), transcript variant 1, mRNA.MGC103790; HFE1; HLA-H; HH; dJ221C16.10.10.03102581 0.04830089 1.30810818

NAPB NM_022080.1 NAPB 20 Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, beta (NAPB), mRNA.SNAP-BETA; MGC48335; MGC260660.01706833 0.03043455 1.30736636

ARFGAP1 NM_175609.1 ARFGAP1 20 Homo sapiens ADP-ribosylation factor GTPase activating protein 1 (ARFGAP1), transcript variant 1, mRNA.ARF1GAP; HRIHFB2281; MGC399240.00455349 0.01075344 1.30563427

ITM2C NM_001012516.1ITM2C 2 Homo sapiens integral membrane protein 2C (ITM2C), transcript variant 2, mRNA.E25; ITM3; BRI3; E25C; BRICD2C1.50E-08 1.83E-06 1.30554689

TMEM179B NM_199337.2 TMEM179B 11 Homo sapiens transmembrane protein 179B (TMEM179B), mRNA.2.49E-05 0.00021821 1.30496777

ARL8B NM_018184.2 ARL8B 3 Homo sapiens ADP-ribosylation factor-like 8B (ARL8B), mRNA.FLJ10702; ARL10C; Gie15.25E-07 1.52E-05 1.30477946

ZDHHC12 NM_032799.4 ZDHHC12 9 Homo sapiens zinc finger, DHHC-type containing 12 (ZDHHC12), mRNA.MGC13153; MGC54050; ZNF400; FLJ145240.00016147 0.00081697 1.3036848

OSTF1 NM_012383.3 OSTF1 9 Homo sapiens osteoclast stimulating factor 1 (OSTF1), mRNA.bA235O14.1; OSF; SH3P2; FLJ205598.62E-06 0.0001004 1.30327186

TBPL1 NM_004865.2 TBPL1 6 Homo sapiens TBP-like 1 (TBPL1), mRNA.TRF2; STUD; MGC:9620; TLF; TLP; MGC:83891.28E-06 2.73E-05 1.30310957

ARID3A NM_005224.1 ARID3A 19 Homo sapiens AT rich interactive domain 3A (BRIGHT-like) (ARID3A), mRNA.E2FBP1; BRIGHT; DRIL3; DRIL10.00150758 0.0045639 1.3020249

CTGLF7 XM_001714786.1CTGLF7 10 PREDICTED: Homo sapiens centaurin, gamma-like family, member 7 (CTGLF7), mRNA.3.10E-07 1.05E-05 1.30172761

MED19 NM_153450.1 MED19 11 Homo sapiens mediator complex subunit 19 (MED19), mRNA.LCMR1 0.00029345 0.00127516 1.30153083

MXD4 NM_006454.2 MXD4 4 Homo sapiens MAX dimerization protein 4 (MXD4), mRNA.MSTP149; MAD4; MST1495.30E-05 0.00037264 1.29970182

TMEM99 Hs.562720 TMEM99 17 Homo sapiens transmembrane protein 99 (TMEM99), mRNA.MGC21518 9.99E-06 0.00011143 1.29958425

AGRN NM_198576.2 AGRN 1 Homo sapiens agrin (AGRN), mRNA.FLJ45064 0.0006454 0.00235534 1.2992451

LAMP2 NM_002294.1 LAMP2 X Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript variant LAMP2A, mRNA.CD107b; LAMP-2C; LAMPB4.61E-06 6.56E-05 1.29840511

C20orf127 NM_080757.1 C20ORF127 20 Homo sapiens chromosome 20 open reading frame 127 (C20orf127), mRNA.dJ614O4.6; MGC1189488.55E-07 2.07E-05 1.2983785

PREB NM_013388.4 PREB 2 Homo sapiens prolactin regulatory element binding (PREB), mRNA.SEC12; MGC3467 4.59E-05 0.00033861 1.29804701

CDA NM_001785.1 CDA 1 Homo sapiens cytidine deaminase (CDA), mRNA.CDD 0.00328049 0.00828547 1.29654885



2.0 Upreg

NSFL1C NM_182483.1 NSFL1C 20 Homo sapiens NSFL1 (p97) cofactor (p47) (NSFL1C), transcript variant 3, mRNA.UBXD10; p47; MGC3347; dJ776F14.1; UBX10.00017694 0.00087727 1.29615142

CCND3 NM_001760.2 CCND3 6 Homo sapiens cyclin D3 (CCND3), mRNA.1.30E-07 6.32E-06 1.29607254

TMEM206 NM_018252.2 TMEM206 1 Homo sapiens transmembrane protein 206 (TMEM206), mRNA.C1orf75; RP11-384C4.5; FLJ108740.00041923 0.00168874 1.29560907

SNAP47 NM_053052.2 SNAP47 1 Homo sapiens synaptosomal-associated protein, 47kDa (SNAP47), mRNA.DKFZp686M10160; FLJ12517; IMAGE3451454; SVAP1; SNAP-470.00618917 0.01371053 1.29373514

BNIP3L NM_004331.2 BNIP3L 8 Homo sapiens BCL2/adenovirus E1B 19kDa interacting protein 3-like (BNIP3L), mRNA.BNIP3a; NIX 0.00076128 0.00265945 1.29358937

RNF4 NM_002938.2 RNF4 4 Homo sapiens ring finger protein 4 (RNF4), mRNA.RES4-26; SNURF 4.67E-05 0.00034307 1.29338152

RRAS NM_006270.2 RRAS 19 Homo sapiens related RAS viral (r-ras) oncogene homolog (RRAS), mRNA.7.00E-07 1.82E-05 1.29318591

RHOB NM_004040.2 RHOB 2 Homo sapiens ras homolog gene family, member B (RHOB), mRNA.ARH6; MST081; MSTP081; RHOH6; ARHB1.57E-07 6.95E-06 1.29308745

FERMT2 NM_006832.1 FERMT2 14 Homo sapiens fermitin family homolog 2 (Drosophila) (FERMT2), mRNA.KIND2; FLJ44462; UNC112B; PLEKHC1; FLJ34213; mig-2; UNC112; MIG24.83E-05 0.00035055 1.29307432

ATP6V1D NM_015994.2 ATP6V1D 14 Homo sapiens ATPase, H+ transporting, lysosomal 34kDa, V1 subunit D (ATP6V1D), mRNA.ATP6M; VATD; VMA82.92E-07 1.00E-05 1.29205344

TTC37 NM_014639.2 TTC37 5 Homo sapiens tetratricopeptide repeat domain 37 (TTC37), mRNA.MGC32587; TTC370.00152151 0.00459454 1.29128458

BPHL NM_004332.1 BPHL 6 Homo sapiens biphenyl hydrolase-like (serine hydrolase) (BPHL), mRNA.MGC125930; MCNAA; MGC41865; Bph-rp0.00266807 0.00706544 1.29101645

BMP4 NM_001202.2 BMP4 14 Homo sapiens bone morphogenetic protein 4 (BMP4), transcript variant 1, mRNA.BMP2B1; BMP2B; ZYME1.36E-05 0.00013748 1.29057484

SLC35A5 NM_017945.2 SLC35A5 3 Homo sapiens solute carrier family 35, member A5 (SLC35A5), mRNA.FLJ25973; DKFZp434E102; FLJ11130; FLJ207300.00621316 0.01374127 1.29047724

ASAP1 NM_018482.2 ASAP1 8 Homo sapiens ArfGAP with SH3 domain, ankyrin repeat and PH domain 1 (ASAP1), mRNA.ZG14P; AMAP1; PAG2; ASAP1; PAP; CENTB4; KIAA12494.08E-06 6.04E-05 1.29024443

TEX2 NM_018469.3 TEX2 17 Homo sapiens testis expressed 2 (TEX2), mRNA.KIAA1738; TMEM96; DKFZp781G0721; HT0083.29E-05 0.00026653 1.28947665

ADCK2 NM_052853.3 ADCK2 7 Homo sapiens aarF domain containing kinase 2 (ADCK2), mRNA.MGC20727; AARF0.00012144 0.00066291 1.28776512

C9orf58 NM_001002260.1C9ORF58 9 Homo sapiens chromosome 9 open reading frame 58 (C9orf58), transcript variant 2, mRNA.MGC29466; FLJ12783; IBA20.01424085 0.02648803 1.28651062

TMEM111 NM_018447.1 TMEM111 3 Homo sapiens transmembrane protein 111 (TMEM111), mRNA.POB 0.00104278 0.00340534 1.28604401

GRN NM_002087.2 GRN 17 Homo sapiens granulin (GRN), mRNA.PEPI; PGRN; PCDGF; GEP; GP887.86E-05 0.00048954 1.28576876

CALM1 NM_006888.2 CALM1 14 Homo sapiens calmodulin 1 (phosphorylase kinase, delta) (CALM1), mRNA.PHKD; CALML2; CAMI; DD1323.72E-07 1.21E-05 1.28546603

TUBB2A TUBB TUBB2A 6 Homo sapiens tubulin, beta 2A (TUBB2A), mRNA.TUBB; TUBB2; dJ40E16.71.23E-05 0.00012838 1.28539584

SRXN1 NM_080725.1 SRXN1 20 Homo sapiens sulfiredoxin 1 homolog (S. cerevisiae) (SRXN1), mRNA.Npn3; SRX1; C20orf139; YKL086W; dJ850E9.29.13E-07 2.17E-05 1.28444784

HCCA2 NM_053005.2 HCCA2 11 Homo sapiens HCCA2 protein (HCCA2), mRNA.MOB2 0.01033706 0.02061343 1.2842189

UROS NM_000375.1 UROS 10 Homo sapiens uroporphyrinogen III synthase (congenital erythropoietic porphyria) (UROS), mRNA.1.23E-06 2.64E-05 1.28318105

CRIPAK NM_175918.2 CRIPAK 4 Homo sapiens cysteine-rich PAK1 inhibitor (CRIPAK), mRNA.FLJ34443 0.00460254 0.01085041 1.28305861

SKIV2L NM_006929.4 SKIV2L 6 Homo sapiens superkiller viralicidic activity 2-like (S. cerevisiae) (SKIV2L), mRNA.SKIV2; DDX13; SKI2W; SKI2; 170A; HLP0.00279748 0.00733841 1.28238961

ITGA5 NM_002205.2 ITGA5 12 Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) (ITGA5), mRNA.CD49e; VLA5A; FNRA0.00062637 0.00230136 1.28081893

LSR NM_205834.2 LSR 19 Homo sapiens lipolysis stimulated lipoprotein receptor (LSR), transcript variant 2, mRNA.MGC48312; LISCH7; MGC48503; MGC106590.00111226 0.00358482 1.27946519

STK19 NM_032454.1 STK19 6 Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 1, mRNA.RP1; G11; D6S60; HLA-RP1; MGC117388; D6S60E0.00096783 0.00320292 1.2790142

ALDH2 NM_000690.2 ALDH2 12 Homo sapiens aldehyde dehydrogenase 2 family (mitochondrial) (ALDH2), nuclear gene encoding mitochondrial protein, mRNA.ALDM; ALDH-E2; ALDHI; MGC18060.00090116 0.00303213 1.27826399

SLC25A13 NM_014251.1 SLC25A13 7 Homo sapiens solute carrier family 25, member 13 (citrin) (SLC25A13), mRNA.CTLN2; ARALAR2; CITRIN0.00591062 0.01320111 1.27813662

ATP6V0E2 NM_145230.1 ATP6V0E2 7 Homo sapiens ATPase, H+ transporting V0 subunit e2 (ATP6V0E2), transcript variant 1, mRNA.ATP6V0E2L; C7orf322.88E-07 1.01E-05 1.27784003

LOC100134134XM_001720850.1LOC100134134 PREDICTED: Homo sapiens similar to peroxidasin homolog (LOC100134134), mRNA.2.45E-07 9.12E-06 1.27706577

TSTA3 NM_003313.2 TSTA3 8 Homo sapiens tissue specific transplantation antigen P35B (TSTA3), mRNA.FX; P35B 0.00495072 0.01149176 1.27455553

C12orf44 NM_021934.3 C12ORF44 12 Homo sapiens chromosome 12 open reading frame 44 (C12orf44), transcript variant 2, mRNA.FLJ11773 7.14E-06 8.88E-05 1.27432278

Hs.534061 HS.534061 17 full-length cDNA clone XCL0BB001ZD04 of Neuroblastoma of Homo sapiens (human)4.61E-06 6.56E-05 1.27355816

EPHA1 NM_005232.3 EPHA1 7 Homo sapiens EPH receptor A1 (EPHA1), mRNA.EPHT; MGC163163; EPHT1; EPH0.00068551 0.00246204 1.27338363

LOC653297 XM_926730.1 LOC653297 X PREDICTED: Homo sapiens similar to CSAG family, member 2 (LOC653297), mRNA.0.01303042 0.02468444 1.27298984

LHX2 NM_004789.3 LHX2 9 Homo sapiens LIM homeobox 2 (LHX2), mRNA.LH2; hLhx2; MGC1383900.00012943 0.00069431 1.27253659

FOXD2 NM_004474.2 FOXD2 1 Homo sapiens forkhead box D2 (FOXD2), mRNA.FREAC-9; FKHL17; FREAC90.01566607 0.02851429 1.27238592

SMAD5 NM_005903.5 SMAD5 5 Homo sapiens SMAD family member 5 (SMAD5), transcript variant 1, mRNA.Dwfc; DKFZp781O1323; MADH5; JV5-1; DKFZp781C18953.83E-05 0.00029719 1.27212038

ZFHX3 NM_006885.2 ZFHX3 16 Homo sapiens zinc finger homeobox 3 (ZFHX3), transcript variant A, mRNA.ATBF1; ZFHX3; ATBT0.0102477 0.02046528 1.27134614

ASRGL1 NM_025080.2 ASRGL1 11 Homo sapiens asparaginase like 1 (ASRGL1), mRNA.ALP1; ALP; FLJ223160.01686618 0.03018305 1.27132634

FBXL18 NM_024963.2 FBXL18 Homo sapiens F-box and leucine-rich repeat protein 18 (FBXL18), mRNA.FLJ11467; FLJ38075; Fbl185.72E-05 0.00039237 1.27131922

LOC100134424XR_038546.1 LOC100134424 PREDICTED: Homo sapiens misc_RNA (LOC100134424), miscRNA.0.02913364 0.04612827 1.26964819

PLCG1 NM_182811.1 PLCG1 20 Homo sapiens phospholipase C, gamma 1 (PLCG1), transcript variant 2, mRNA.PLC1; PLCgamma1; PLC148; PLC-II0.01678025 0.03010362 1.26875523

NDRG3 NM_022477.2 NDRG3 20 Homo sapiens NDRG family member 3 (NDRG3), transcript variant 2, mRNA.FLJ13556 4.09E-05 0.00031197 1.26848935

CYB5D2 NM_144611.2 CYB5D2 17 Homo sapiens cytochrome b5 domain containing 2 (CYB5D2), mRNA.MGC32124 0.00182912 0.00527431 1.26807314

RABEP1 NM_004703.3 RABEP1 17 Homo sapiens rabaptin, RAB GTPase binding effector protein 1 (RABEP1), transcript variant 2, mRNA.RABPT5; RAB5EP 3.14E-05 0.00025717 1.26738318

C9orf5 NM_032012.1 C9ORF5 9 Homo sapiens chromosome 9 open reading frame 5 (C9orf5), mRNA.CG2; FLJ33224; CG-2; FLJ236689.25E-05 0.00054731 1.26716419

TPRG1L NM_182752.3 TPRG1L 1 Homo sapiens tumor protein p63 regulated 1-like (TPRG1L), mRNA.RP11-46F15.3; FLJ218114.29E-07 1.33E-05 1.26715465

AXIN2 NM_004655.2 AXIN2 17 Homo sapiens axin 2 (conductin, axil) (AXIN2), mRNA.MGC126582; DKFZp781B0869; AXIL9.08E-05 0.00054135 1.26714582

C20orf46 NM_018354.1 C20ORF46 20 Homo sapiens chromosome 20 open reading frame 46 (C20orf46), mRNA.FLJ11190 3.65E-05 0.00028722 1.26631783

STAT2 NM_005419.2 STAT2 12 Homo sapiens signal transducer and activator of transcription 2, 113kDa (STAT2), mRNA.ISGF-3; STAT113; MGC59816; P1132.91E-05 0.00024377 1.26572209

C9orf119 XM_937771.1 C9ORF119 9 Homo sapiens chromosome 9 open reading frame 119 (C9orf119), mRNA.bA395P17.9 0.0014532 0.00442639 1.26521105

RNFT2 NM_032814.3 RNFT2 12 Homo sapiens ring finger protein, transmembrane 2 (RNFT2), transcript variant 2, mRNA.FLJ14627; TMEM1180.00014144 0.00073829 1.26475321

IFNGR1 NM_000416.1 IFNGR1 6 Homo sapiens interferon gamma receptor 1 (IFNGR1), mRNA.CD119; IFNGR; FLJ457347.69E-06 9.31E-05 1.26360721

KIF1B NM_183416.2 KIF1B 1 Homo sapiens kinesin family member 1B (KIF1B), transcript variant 1, mRNA.KIAA0591; HMSNII; CMT2; FLJ23699; KIAA1448; CMT2A; MGC134844; CMT2A1; KLP0.00150281 0.00455199 1.26338138

ISG15 NM_005101.1 ISG15 1 Homo sapiens ISG15 ubiquitin-like modifier (ISG15), mRNA.G1P2; UCRP; IFI155.78E-07 1.61E-05 1.26329615

C1orf50 NM_024097.1 C1ORF50 1 Homo sapiens chromosome 1 open reading frame 50 (C1orf50), mRNA.MGC955 0.00067786 0.00243858 1.26301969

FLYWCH2 NM_138439.1 FLYWCH2 16 Homo sapiens FLYWCH family member 2 (FLYWCH2), mRNA.0.00899738 0.01845668 1.26296035

PPP1R2 NM_006241.3 PPP1R2 3 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 2 (PPP1R2), mRNA.MGC87148; IPP2 9.19E-06 0.00010519 1.26290911

TPST1 NM_003596.2 TPST1 7 Homo sapiens tyrosylprotein sulfotransferase 1 (TPST1), mRNA.0.00345224 0.00864094 1.26273594

SNAPC2 NM_003083.1 SNAPC2 19 Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kDa (SNAPC2), mRNA.PTFdelta; SNAP450.00023111 0.00106924 1.26211186

LOC728014 XM_946270.1 LOC728014 12 PREDICTED: Homo sapiens similar to huntingtin interacting protein 1 related (LOC728014), mRNA.5.05E-05 0.00036047 1.26195743

C2orf64 NM_001008215.1C2ORF64 2 Homo sapiens chromosome 2 open reading frame 64 (C2orf64), mRNA.6330578E17Rik; MGC521100.00164301 0.00486811 1.26139353

SBF1 NM_002972.1 SBF1 22 Homo sapiens SET binding factor 1 (SBF1), transcript variant 1, mRNA.DKFZp761D0422; MTMR5; MGC997001.09E-05 0.00011784 1.2606742

ID3 NM_002167.2 ID3 1 Homo sapiens inhibitor of DNA binding 3, dominant negative helix-loop-helix protein (ID3), mRNA.HEIR-1 2.52E-08 2.21E-06 1.25954736

LAPTM4A NM_014713.3 LAPTM4A 2 Homo sapiens lysosomal-associated protein transmembrane 4 alpha (LAPTM4A), mRNA.LAPTM4; KIAA0108; Mtrp; HUMORF13; MBNT0.00027948 0.00123272 1.25936679



2.0 Upreg

PACSIN2 NM_007229.2 PACSIN2 22 Homo sapiens protein kinase C and casein kinase substrate in neurons 2 (PACSIN2), mRNA.SDPII 1.94E-06 3.61E-05 1.25920388

ANXA2P3 NR_001446.1 ANXA2P3 10 Homo sapiens annexin A2 pseudogene 3 (ANXA2P3), non-coding RNA.ANX2L3; LIP2; LPC2C; ANX2P30.01292384 0.02454671 1.25889736

HSPC157 NR_023919.1 HSPC157 1 Homo sapiens hypothetical LOC29092 (HSPC157), transcript variant 2, non-coding RNA.0.00174721 0.00510861 1.2586826

GGH NM_003878.1 GGH 8 Homo sapiens gamma-glutamyl hydrolase (conjugase, folylpolygammaglutamyl hydrolase) (GGH), mRNA.GH 3.10E-06 4.98E-05 1.25688918

SUPT5H NM_003169.2 SUPT5H 19 Homo sapiens suppressor of Ty 5 homolog (S. cerevisiae) (SUPT5H), mRNA.SPT5H; SPT5; FLJ341570.00010081 0.00058153 1.25601473

RNF165 NM_152470.2 RNF165 18 Homo sapiens ring finger protein 165 (RNF165), mRNA.0.02394532 0.03974308 1.25444012

MUM1 NM_032853.2 MUM1 19 Homo sapiens melanoma associated antigen (mutated) 1 (MUM1), mRNA.MGC163315; MGC131891; HSPC211; FLJ22283; FLJ14868; MUM-17.93E-06 9.51E-05 1.25418196

FLNC NM_001458.2 FLNC 7 Homo sapiens filamin C, gamma (actin binding protein 280) (FLNC), mRNA.FLN2; ABPL; ABPA; FLJ10186; ABP-280; ABP280A7.32E-06 9.03E-05 1.25379348

STX1A NM_004603.1 STX1A 7 Homo sapiens syntaxin 1A (brain) (STX1A), mRNA.HPC-1; STX1; p35-10.00033562 0.00142039 1.25285666

LPCAT3 NM_005768.5 LPCAT3 12 Homo sapiens lysophosphatidylcholine acyltransferase 3 (LPCAT3), mRNA.C3F; OACT5; nessy1.69E-05 0.00016367 1.25213054

PPIC NM_000943.4 PPIC 5 Homo sapiens peptidylprolyl isomerase C (cyclophilin C) (PPIC), mRNA.MGC3673; CYPC 0.0001476 0.0007642 1.25165056

ADD3 NM_019903.3 ADD3 10 Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 2, mRNA.ADDL 0.0002698 0.00119876 1.25150887

TOP3B NM_003935.3 TOP3B 22 Homo sapiens topoisomerase (DNA) III beta (TOP3B), mRNA.FLJ39376 0.00086508 0.00293711 1.25132046

MGMT NM_002412.2 MGMT 10 Homo sapiens O-6-methylguanine-DNA methyltransferase (MGMT), mRNA.0.0031719 0.00808258 1.25125937

CMTM3 NM_144601.2 CMTM3 16 Homo sapiens CKLF-like MARVEL transmembrane domain containing 3 (CMTM3), transcript variant 1, mRNA.BNAS2; CKLFSF3; FLJ31762; MGC519560.01423406 0.02648446 1.25039969

UBE2E2 NM_152653.1 UBE2E2 3 Homo sapiens ubiquitin-conjugating enzyme E2E 2 (UBC4/5 homolog, yeast) (UBE2E2), mRNA.UBCH8; FLJ251570.00095033 0.00315942 1.24946866

HNRPLL NM_138394.2 HNRPLL 2 Homo sapiens heterogeneous nuclear ribonucleoprotein L-like (HNRPLL), mRNA.SRRF 0.00247013 0.00665147 1.24924943

FAR1 NM_032228.4 FAR1 11 Homo sapiens fatty acyl CoA reductase 1 (FAR1), mRNA.FLJ33561; FAR1; DKFZp686P18247; FLJ22728; DKFZp686A03700.00373353 0.00920927 1.24826383

GPRC5A NM_003979.3 GPRC5A 12 Homo sapiens G protein-coupled receptor, family C, group 5, member A (GPRC5A), mRNA.RAIG1; RAI3; GPCR5A0.0037921 0.00930306 1.24783922

SLC9A3R1 NM_004252.1 SLC9A3R1 17 Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), member 3 regulator 1 (SLC9A3R1), mRNA.NHERF1; NHERF; EBP505.97E-07 1.65E-05 1.24695219

ZFP90 NM_133458.1 ZFP90 16 Homo sapiens zinc finger protein 90 homolog (mouse) (ZFP90), mRNA.ZNF756; NK10 0.00972761 0.0196505 1.24675987

GUSBL1 NM_001033523.1GUSBL1 6 Homo sapiens glucuronidase, beta-like 1 (GUSBL1), mRNA.bA239L20.5; bGLU-Lp; SMAC3L; b55C20.1; GUSBP4; bA239L20.1; SMAC3L2; SMA3-L; GUSBP20.00355491 0.008849 1.24612397

TERC NR_001566.1 TERC 3 Homo sapiens telomerase RNA component (TERC), telomerase RNA.TRC3; TR; hTR; SCARNA190.0045061 0.01066238 1.24521952

TUBB4Q NM_020040.3 TUBB4Q 4 Homo sapiens tubulin, beta polypeptide 4, member Q (TUBB4Q), mRNA.2.44E-05 0.00021485 1.2447552

Hs.14555 HS.14555 10 Homo sapiens cDNA: FLJ21513 fis, clone COL057780.00074929 0.00263451 1.24443455

C16orf56 NM_025082.1 C16ORF56 16 Homo sapiens chromosome 16 open reading frame 56 (C16orf56), mRNA.FLJ13111 0.00051011 0.00195896 1.24413872

PSMD3 NM_002809.2 PSMD3 17 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 (PSMD3), mRNA.RPN3; P58; S3 0.01018655 0.02038059 1.24398001

H1FX NM_006026.2 H1FX 3 Homo sapiens H1 histone family, member X (H1FX), mRNA.MGC8350; H1X; MGC159590.00018003 0.00088892 1.24393421

CMAS NM_018686.3 CMAS 12 Homo sapiens cytidine monophosphate N-acetylneuraminic acid synthetase (CMAS), mRNA.2.54E-06 4.35E-05 1.24347141

UCRC NM_001003684.1UCRC 22 Homo sapiens ubiquinol-cytochrome c reductase complex (7.2 kD) (UCRC), transcript variant 2, mRNA.HSPC151; HSPC051; HSPC1190.00028469 0.00125061 1.24345823

CTSA NM_000308.1 CTSA 20 Homo sapiens cathepsin A (CTSA), transcript variant 1, mRNA.NGBE; PPCA; GSL; PPGB; GLB20.00325382 0.00823534 1.24339648

SGTA NM_003021.3 SGTA 19 Homo sapiens small glutamine-rich tetratricopeptide repeat (TPR)-containing, alpha (SGTA), mRNA.hSGT; SGT 0.00432222 0.01029225 1.24306129

LZTR1 NM_006767.2 LZTR1 22 Homo sapiens leucine-zipper-like transcription regulator 1 (LZTR1), mRNA.MGC21205; TCFL2; LZTR-15.01E-06 6.90E-05 1.2430498

FLOT1 NM_005803.2 FLOT1 6 Homo sapiens flotillin 1 (FLOT1), mRNA.4.68E-05 0.00034342 1.24282622

LOC100130092XR_039545.1 LOC100130092 8 PREDICTED: Homo sapiens misc_RNA (LOC100130092), miscRNA.0.00328573 0.00829293 1.24275287

OBFC2A NM_022837.1 OBFC2A 2 Homo sapiens oligonucleotide/oligosaccharide-binding fold containing 2A (OBFC2A), mRNA.MGC111163; FLJ22833; DKFZp667M1322; FLJ136240.00033746 0.00142592 1.24225571

SMAP2 NM_022733.1 SMAP2 1 Homo sapiens small ArfGAP2 (SMAP2), mRNA.SMAP1L; RP1-228H13.35.82E-05 0.00039577 1.24153402

NUCB2 NM_005013.1 NUCB2 11 Homo sapiens nucleobindin 2 (NUCB2), mRNA.NEFA 0.00042153 0.00169423 1.24145572

CCDC50 NM_174908.2 CCDC50 3 Homo sapiens coiled-coil domain containing 50 (CCDC50), transcript variant 1, mRNA.C3orf6; DFNA44; YMER0.00035186 0.00147532 1.24132717

KRT18P28 XR_017689.1 KRT18P28 1 PREDICTED: Homo sapiens misc_RNA (KRT18P28), miscRNA.0.00338549 0.00849735 1.24131622

TESC NM_017899.1 TESC 12 Homo sapiens tescalcin (TESC), mRNA.TSC; FLJ20607 0.00028079 0.00123599 1.24114286

LAMC1 NM_002293.2 LAMC1 1 Homo sapiens laminin, gamma 1 (formerly LAMB2) (LAMC1), mRNA.LAMB2; MGC872971.10E-06 2.46E-05 1.24074076

ITGA2 NM_002203.2 ITGA2 5 Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) (ITGA2), mRNA.CD49B; VLAA2; VLA-2; BR; GPIa0.01163353 0.02265423 1.24048056

HSPA5 NM_005347.2 HSPA5 9 Homo sapiens heat shock 70kDa protein 5 (glucose-regulated protein, 78kDa) (HSPA5), mRNA.BIP; FLJ26106; MIF2; GRP783.89E-05 0.00030018 1.24022959

SNORA12 NR_002954.1 SNORA12 10 Homo sapiens small nucleolar RNA, H/ACA box 12 (SNORA12), small nucleolar RNA.U108 3.46E-07 1.16E-05 1.2398526

PPM1D NM_003620.2 PPM1D 17 Homo sapiens protein phosphatase 1D magnesium-dependent, delta isoform (PPM1D), mRNA.PP2C-DELTA; WIP10.0004802 0.00186987 1.23985196

ANKRD13A NM_033121.1 ANKRD13A 12 Homo sapiens ankyrin repeat domain 13A (ANKRD13A), mRNA.ANKRD13; NY-REN-250.01242385 0.02381348 1.23953221

C9orf69 NM_152833.2 C9ORF69 9 Homo sapiens chromosome 9 open reading frame 69 (C9orf69), mRNA.bA83N9.1 0.00671604 0.01464484 1.23949392

CPNE1 NM_003915.2 CPNE1 20 Homo sapiens copine I (CPNE1), transcript variant 3, mRNA.CPN1; COPN1; MGC11427.06E-06 8.85E-05 1.2390604

ZBTB17 NM_003443.1 ZBTB17 1 Homo sapiens zinc finger and BTB domain containing 17 (ZBTB17), mRNA.ZNF60; pHZ-67; ZNF151; MIZ-10.00469425 0.01100218 1.23777254

CSAG3A NM_203311.1 CSAG3A X Homo sapiens CSAG family, member 3A (CSAG3A), mRNA.MGC17065 0.01554137 0.0283443 1.23770814

CRK NM_016823.2 CRK 17 Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), transcript variant II, mRNA.CRKII 4.22E-05 0.00031948 1.23742015

MTIF3 NM_152912.3 MTIF3 13 Homo sapiens mitochondrial translational initiation factor 3 (MTIF3), nuclear gene encoding mitochondrial protein, mRNA.IF-3mt; IF3(mt) 9.08E-05 0.00054137 1.23602811

KIFC2 NM_145754.2 KIFC2 8 Homo sapiens kinesin family member C2 (KIFC2), mRNA.4.03E-06 6.00E-05 1.23592311

C17orf63 NM_018182.1 C17ORF63 17 Homo sapiens chromosome 17 open reading frame 63 (C17orf63), transcript variant 1, mRNA.FLJ10700 0.02415739 0.04002173 1.23563481

NTAN1 NM_173474.2 NTAN1 16 Homo sapiens N-terminal asparagine amidase (NTAN1), mRNA.DKFZp666E058 0.00164768 0.0048753 1.23543974

Hs.374278 HS.374278 16 Homo sapiens cDNA FLJ38388 fis, clone FEBRA20044850.00921781 0.01880946 1.23470498

PTK7 NM_152880.2 PTK7 6 Homo sapiens PTK7 protein tyrosine kinase 7 (PTK7), transcript variant PTK7-2, mRNA.CCK4 0.00536405 0.01220868 1.23452407

LOC730455 NM_015027.1 LOC730455 PREDICTED: Homo sapiens similar to N-terminal Asn amidase (LOC730455), mRNA.0.00033216 0.00140959 1.23364237

RAB40B NM_006822.1 RAB40B 17 Homo sapiens RAB40B, member RAS oncogene family (RAB40B), mRNA.FLJ42385; SEC4L; RAR2.03E-05 0.00018805 1.23362123

CD9 NM_001769.2 CD9 12 Homo sapiens CD9 molecule (CD9), mRNA.MRP-1; MIC3; BTCC-1; BA2; 5H9; TSPAN29; GIG2; DRAP-27; P247.44E-05 0.00047047 1.2335332

CDKN1A NM_078467.1 CDKN1A 6 Homo sapiens cyclin-dependent kinase inhibitor 1A (p21, Cip1) (CDKN1A), transcript variant 2, mRNA.P21; MDA-6; SDI1; p21CIP1; CIP1; CDKN1; WAF1; CAP201.41E-06 2.92E-05 1.23341977

NKD2 NM_033120.2 NKD2 5 Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA.Naked2 1.95E-05 0.00018205 1.23316207

CREB3L2 NM_194071.2 CREB3L2 7 Homo sapiens cAMP responsive element binding protein 3-like 2 (CREB3L2), mRNA.MGC131709; BBF2H7; MGC710067.62E-05 0.00047872 1.23297042

STK38 NM_007271.2 STK38 6 Homo sapiens serine/threonine kinase 38 (STK38), mRNA.NDR1; NDR 0.00105457 0.00343249 1.23275593

PI4KAP2 NM_199345.2 PI4KAP2 Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide pseudogene 2 (PI4KAP2), mRNA.FLJ44912; MGC319206.08E-06 7.93E-05 1.23242492

C3orf52 NM_024616.1 C3ORF52 3 Homo sapiens chromosome 3 open reading frame 52 (C3orf52), mRNA.FLJ23186; TTMP0.01750008 0.03102118 1.23188353

CORO1C NM_014325.2 CORO1C 12 Homo sapiens coronin, actin binding protein, 1C (CORO1C), transcript variant 1, mRNA.HCRNN4; coronin-34.99E-05 0.00035774 1.23184483

LSMD1 NM_032356.3 LSMD1 17 Homo sapiens LSM domain containing 1 (LSMD1), mRNA.PFAAP2; MGC14151; MGC748371.11E-05 0.0001196 1.23174151

C16orf57 NM_024598.2 C16ORF57 16 Homo sapiens chromosome 16 open reading frame 57 (C16orf57), mRNA.FLJ13154 7.03E-06 8.84E-05 1.2317126



2.0 Upreg

TMEM158 NM_015444.1 TMEM158 3 Homo sapiens transmembrane protein 158 (TMEM158), mRNA.BBP; DKFZp586E1621; RIS1; p40BBP3.71E-07 1.21E-05 1.23090534

PLEKHG4 NM_015432.2 PLEKHG4 16 Homo sapiens pleckstrin homology domain containing, family G (with RhoGef domain) member 4 (PLEKHG4), mRNA.puratrophin1; DKFZP434I216; SCA40.01659455 0.02983451 1.23087435

CKB NM_001823.3 CKB 14 Homo sapiens creatine kinase, brain (CKB), mRNA.B-CK; CKBB 2.54E-07 9.34E-06 1.23082301

INTS12 NM_020395.2 INTS12 4 Homo sapiens integrator complex subunit 12 (INTS12), mRNA.PHF22; INT12; SBBI223.84E-05 0.00029762 1.22967403

MT1E NM_175617.2 MT1E 16 Homo sapiens metallothionein 1E (functional) (MT1E), mRNA.MT1; MTD 4.75E-06 6.67E-05 1.22907924

RAB5C NM_201434.1 RAB5C 17 Homo sapiens RAB5C, member RAS oncogene family (RAB5C), transcript variant 1, mRNA.RAB5CL; RABL; MGC138857; MGC1172170.00118509 0.00376596 1.22870072

DPYSL2 NM_001386.4 DPYSL2 8 Homo sapiens dihydropyrimidinase-like 2 (DPYSL2), mRNA.DHPRP2; DRP-2; DRP2; CRMP27.98E-07 1.97E-05 1.22856304

FGFR3 NM_000142.2 FGFR3 4 Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric dwarfism) (FGFR3), transcript variant 2, mRNA.HSFGFR3EX; JTK4; CD333; ACH; CEK23.70E-05 0.00028958 1.22835762

EFNB2 NM_004093.2 EFNB2 13 Homo sapiens ephrin-B2 (EFNB2), mRNA.MGC126227; LERK5; HTKL; EPLG5; MGC126226; Htk-L; MGC1262281.05E-05 0.00011534 1.22828476

ELOF1 NM_032377.2 ELOF1 19 Homo sapiens elongation factor 1 homolog (S. cerevisiae) (ELOF1), mRNA.ELF1 0.00091374 0.00306782 1.22767556

FLJ20021 XM_028217.4 FLJ20021 4 PREDICTED: Homo sapiens hypothetical LOC90024 (FLJ20021), mRNA.0.00028879 0.00126146 1.22734962

STUB1 NM_005861.2 STUB1 16 Homo sapiens STIP1 homology and U-box containing protein 1 (STUB1), mRNA.CHIP; SDCCAG7; NY-CO-7; UBOX1; HSPABP21.17E-05 0.00012311 1.22678393

ALS2 NM_020919.2 ALS2 2 Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) (ALS2), mRNA.MGC87187; IAHSP; KIAA1563; FLJ31851; ALS2CR6; PLSJ; ALSJ0.00122175 0.00384757 1.22609398

SH3BGRL3 NM_031286.2 SH3BGRL3 1 Homo sapiens SH3 domain binding glutamic acid-rich protein like 3 (SH3BGRL3), mRNA.TIP-B1; SH3BP-10.00116962 0.00373536 1.22592147

RUNX3 NM_004350.1 RUNX3 1 Homo sapiens runt-related transcription factor 3 (RUNX3), transcript variant 2, mRNA.FLJ34510; MGC16070; PEBP2aC; CBFA3; AML20.00375374 0.00924443 1.22406782

FRMD8 NM_031904.3 FRMD8 11 Homo sapiens FERM domain containing 8 (FRMD8), mRNA.MGC31785; FKSG44; FLJ32216; FLJ903690.00329844 0.0083192 1.2232835

PINK1 NM_032409.1 PINK1 1 Homo sapiens PTEN induced putative kinase 1 (PINK1), nuclear gene encoding mitochondrial protein, mRNA.FLJ27236; PARK6; BRPK0.0017892 0.00519364 1.22305184

LOC149501 XR_017100.2 LOC149501 1 PREDICTED: Homo sapiens misc_RNA (LOC149501), miscRNA.3.50E-07 1.16E-05 1.2226984

MTMR9 NM_015458.3 MTMR9 8 Homo sapiens myotubularin related protein 9 (MTMR9), mRNA.LIP-STYX; C8orf9; DKFZp434K171; MTMR8; MGC1266720.00114199 0.00366111 1.22242139

SPIRE1 NM_020148.1 SPIRE1 18 Homo sapiens spire homolog 1 (Drosophila) (SPIRE1), transcript variant 2, mRNA.Spir-1; MGC150622; MGC1506210.0002229 0.00104235 1.22218395

IGFBP2 NM_000597.2 IGFBP2 2 Homo sapiens insulin-like growth factor binding protein 2, 36kDa (IGFBP2), mRNA.IGF-BP53; IBP2 6.63E-05 0.00043602 1.22211271

RHBDD2 NM_001040456.1RHBDD2 7 Homo sapiens rhomboid domain containing 2 (RHBDD2), transcript variant 1, mRNA.NPD007; RHBDL7 1.81E-06 3.45E-05 1.22206339

PIK4CA NM_058004.1 PIK4CA 22 Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide (PIK4CA), transcript variant 1, mRNA.pi4K230; FLJ16556; PI4K-ALPHA0.00022257 0.00104128 1.22200735

PDLIM1 NM_020992.2 PDLIM1 10 Homo sapiens PDZ and LIM domain 1 (PDLIM1), mRNA.CLP36; CLP-36; hCLIM1; CLIM1; ELFIN1.48E-05 0.00014698 1.22199004

NUDT22 NM_032344.1 NUDT22 11 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 22 (NUDT22), mRNA.MGC13045 0.0080869 0.01695379 1.2217272

C20orf3 NM_020531.2 C20ORF3 20 Homo sapiens chromosome 20 open reading frame 3 (C20orf3), mRNA.BSCv; APMAP 4.64E-05 0.00034094 1.22092371

GPR137 NM_020155.2 GPR137 11 Homo sapiens G protein-coupled receptor 137 (GPR137), mRNA.GPR137A; TM7SF1L1; C11orf40.00049253 0.00190693 1.22065834

CKLF NM_016326.2 CKLF 16 Homo sapiens chemokine-like factor (CKLF), transcript variant 5, mRNA.UCK-1; CKLF1; CKLF4; CKLF2; CKLF3; C32; HSPC2248.92E-06 0.0001028 1.22053587

CDKN3 NM_005192.2 CDKN3 14 Homo sapiens cyclin-dependent kinase inhibitor 3 (CDK2-associated dual specificity phosphatase) (CDKN3), mRNA.CDI1; KAP; MGC70625; FLJ25787; CIP2; KAP17.05E-06 8.84E-05 1.21976893

APPBP2 NM_006380.2 APPBP2 17 Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 2 (APPBP2), mRNA.PAT1; KIAA0228; HS.840840.00041593 0.00167918 1.21958531

MMD NM_012329.2 MMD 17 Homo sapiens monocyte to macrophage differentiation-associated (MMD), mRNA.PAQR11; MMA 6.78E-06 8.66E-05 1.21940646

LIMA1 NM_016357.3 LIMA1 12 Homo sapiens LIM domain and actin binding 1 (LIMA1), mRNA.SREBP3; EPLIN; FLJ38853; MGC1317260.00107167 0.00347772 1.21926236

CHMP2A NM_198426.1 CHMP2A 19 Homo sapiens chromatin modifying protein 2A (CHMP2A), transcript variant 2, mRNA.VPS2; VPS2A; CHMP2; BC-2; BC27.15E-05 0.00045786 1.2191341

Hs.475334 HS.475334 11 Human mRNA for KIAA0280 gene, partial cds0.0008472 0.00288723 1.21870035

CDH1 NM_004360.2 CDH1 16 Homo sapiens cadherin 1, type 1, E-cadherin (epithelial) (CDH1), mRNA.CDHE; Arc-1; UVO; CD324; ECAD; LCAM8.05E-06 9.61E-05 1.21855076

MAOB NM_000898.3 MAOB X Homo sapiens monoamine oxidase B (MAOB), nuclear gene encoding mitochondrial protein, mRNA.MGC26382 0.00021491 0.00101418 1.21743354

ABCB9 NM_203444.1 ABCB9 12 Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 (ABCB9), transcript variant 4, mRNA.TAPL; KIAA1520; EST1222340.00166285 0.00490549 1.21630778

RPL23AP13 NR_002229.1 RPL23AP13 2 Homo sapiens ribosomal protein L23a pseudogene 13 (RPL23AP13), non-coding RNA.DKFZp547I014 0.01354922 0.02544106 1.21626393

TIMP1 NM_003254.2 TIMP1 X Homo sapiens TIMP metallopeptidase inhibitor 1 (TIMP1), mRNA.TIMP; FLJ90373; CLGI; EPA; EPO; HCI2.12E-07 8.42E-06 1.2162416

C16orf48 NM_032140.1 C16ORF48 16 Homo sapiens chromosome 16 open reading frame 48 (C16orf48), mRNA.DAKV6410; DKFZP434A13192.32E-05 0.00020643 1.21602332

PIAS1 NM_016166.1 PIAS1 15 Homo sapiens protein inhibitor of activated STAT, 1 (PIAS1), mRNA.MGC141879; MGC141878; GU/RH-II; GBP; ZMIZ3; DDXBP10.00157503 0.00471554 1.21530674

GNPTG NM_032520.3 GNPTG 16 Homo sapiens N-acetylglucosamine-1-phosphate transferase, gamma subunit (GNPTG), mRNA.GNPTAG; LP2537; RJD90.00296131 0.00767554 1.2152728

PTTG1IP NM_004339.2 PTTG1IP 21 Homo sapiens pituitary tumor-transforming 1 interacting protein (PTTG1IP), mRNA.C21orf3; C21orf1; PBF8.58E-06 0.0001003 1.21501086

HEBP1 NM_015987.3 HEBP1 12 Homo sapiens heme binding protein 1 (HEBP1), mRNA.HBP; HEBP 9.94E-05 0.00057593 1.21453178

PRUNE NM_021222.1 PRUNE 1 Homo sapiens prune homolog (Drosophila) (PRUNE), mRNA.DRES-17; HTCD370.02596685 0.04231 1.21381093

UBTD1 NM_024954.3 UBTD1 10 Homo sapiens ubiquitin domain containing 1 (UBTD1), mRNA.FLJ11807 0.00497043 0.01152028 1.21353903

HLA-H NR_001434.1 HLA-H 6 Homo sapiens major histocompatibility complex, class I, H (pseudogene) (HLA-H), non-coding RNA.HLAHP 5.01E-05 0.00035818 1.21331877

GDI1 NM_001493.1 GDI1 X Homo sapiens GDP dissociation inhibitor 1 (GDI1), mRNA.OPHN2; MRX48; RABGD1A; GDIL; XAP-4; RABGDIA; MRX41; FLJ414114.10E-05 0.00031257 1.21276514

PRRC1 NM_130809.2 PRRC1 5 Homo sapiens proline-rich coiled-coil 1 (PRRC1), mRNA.FLJ32875 0.00032862 0.00139782 1.21225091

THYN1 NM_014174.2 THYN1 11 Homo sapiens thymocyte nuclear protein 1 (THYN1), transcript variant 1, mRNA.MY105; MGC12187; MDS012; THY28; HSPC144; THY28KD0.00069098 0.00247841 1.21213678

ATP6V0A1 NM_005177.2 ATP6V0A1 17 Homo sapiens ATPase, H+ transporting, lysosomal V0 subunit a1 (ATP6V0A1), transcript variant 3, mRNA.ATP6N1; VPP1; DKFZp781J1951; Stv1; a1; ATP6N1A; Vph11.16E-06 2.56E-05 1.21183928

SPHK2 NM_020126.3 SPHK2 19 Homo sapiens sphingosine kinase 2 (SPHK2), mRNA.0.00352761 0.0087992 1.21157995

C14orf2 NM_004894.1 C14ORF2 14 Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA.PLPM; MP68 7.30E-05 0.00046445 1.21151817

ATP6AP2 NM_005765.2 ATP6AP2 X Homo sapiens ATPase, H+ transporting, lysosomal accessory protein 2 (ATP6AP2), mRNA.ELDF10; APT6M8-9; MGC99577; XMRE; M8-9; ATP6IP2; MSTP009; MRXE; HT028; ATP6M8-93.99E-07 1.27E-05 1.21124589

FNDC3B NM_001135095.1FNDC3B 3 Homo sapiens fibronectin type III domain containing 3B (FNDC3B), transcript variant 2, mRNA.0.00023221 0.00107255 1.21049738

ALDOC NM_005165.2 ALDOC 17 Homo sapiens aldolase C, fructose-bisphosphate (ALDOC), mRNA.ALDC 7.08E-06 8.85E-05 1.20985387

TMEM41B NM_015012.1 TMEM41B 11 Homo sapiens transmembrane protein 41B (TMEM41B), mRNA.MGC33897; KIAA0033; MGC572623.48E-06 5.44E-05 1.20917869

C5orf32 NM_032412.2 C5ORF32 5 Homo sapiens chromosome 5 open reading frame 32 (C5orf32), mRNA.ORF1-FL49 0.00029129 0.00126883 1.2089001

LYPLAL1 NM_138794.1 LYPLAL1 1 Homo sapiens lysophospholipase-like 1 (LYPLAL1), mRNA.KIAA1238 1.02E-05 0.00011292 1.20712241

RALY NM_007367.2 RALY 20 Homo sapiens RNA binding protein, autoantigenic (hnRNP-associated with lethal yellow homolog (mouse)) (RALY), transcript variant 2, mRNA.P542; MGC117312; HNRPCL24.78E-05 0.00034772 1.20677359

LOC648980 XM_941280.2 LOC648980 22 PREDICTED: Homo sapiens similar to breakpoint cluster region, transcript variant 1 (LOC648980), mRNA.0.01615506 0.02923296 1.20677042

NLGN2 NM_020795.2 NLGN2 17 Homo sapiens neuroligin 2 (NLGN2), mRNA.KIAA1366 0.00304169 0.0078186 1.20658791

C1orf115 NM_024709.2 C1ORF115 1 Homo sapiens chromosome 1 open reading frame 115 (C1orf115), mRNA.FLJ14146; RP11-322F10.40.00075448 0.00264849 1.20654264

MFSD3 NM_138431.1 MFSD3 8 Homo sapiens major facilitator superfamily domain containing 3 (MFSD3), mRNA.6.54E-06 8.40E-05 1.20622264

MAPRE2 NM_014268.1 MAPRE2 18 Homo sapiens microtubule-associated protein, RP/EB family, member 2 (MAPRE2), mRNA.RP1; EB1; EB2 0.00039611 0.00161415 1.20622196

XPR1 NM_004736.3 XPR1 1 Homo sapiens xenotropic and polytropic retrovirus receptor (XPR1), transcript variant 1, mRNA.0.00012978 0.00069548 1.20580112

INTS5 NM_030628.1 INTS5 11 Homo sapiens integrator complex subunit 5 (INTS5), mRNA.INT5; KIAA1698 0.0023749 0.00644456 1.2053578

MLXIPL NM_032994.1 MLXIPL 7 Homo sapiens MLX interacting protein-like (MLXIPL), transcript variant 2, mRNA.WS-bHLH; MIO; MONDOB; WBSCR14; CHREBP0.00197311 0.00558141 1.20523309

LOC441763 XM_930284.1 LOC441763 16 PREDICTED: Homo sapiens hypothetical LOC441763 (LOC441763), mRNA.0.00013189 0.00070297 1.20509592

MANBA NM_005908.2 MANBA 4 Homo sapiens mannosidase, beta A, lysosomal (MANBA), mRNA.MANB1 0.00171837 0.00504327 1.20451616



2.0 Upreg

PSMD13 NM_002817.2 PSMD13 11 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 (PSMD13), transcript variant 2, mRNA.HSPC027; p40.50.00564616 0.01271498 1.20446329

LOC643431 XM_928128.1 LOC643431 5 PREDICTED: Homo sapiens similar to Keratin, type II cytoskeletal 8 (Cytokeratin-8) (CK-8) (Keraton-8) (K8) (LOC643431), mRNA.8.67E-05 0.00052335 1.20382065

DUSP1 NM_004417.2 DUSP1 5 Homo sapiens dual specificity phosphatase 1 (DUSP1), mRNA.HVH1; MKP1; MKP-1; PTPN10; CL1005.70E-05 0.00039187 1.20364937

SPC24 NM_182513.1 SPC24 19 Homo sapiens SPC24, NDC80 kinetochore complex component, homolog (S. cerevisiae) (SPC24), mRNA.SPBC24; FLJ908060.00222929 0.00611817 1.20351457

ANAPC11 XM_942695.1 ANAPC11 PREDICTED: Homo sapiens APC11 anaphase promoting complex subunit 11 homolog (yeast), transcript variant 8 (ANAPC11), mRNA.0.00156629 0.00469843 1.20347588

VGLL4 NM_014667.1 VGLL4 3 Homo sapiens vestigial like 4 (Drosophila) (VGLL4), mRNA.VGL-4; KIAA01210.00264489 0.0070246 1.20220659

LEP NM_000230.1 LEP 7 Homo sapiens leptin (obesity homolog, mouse) (LEP), mRNA.OB; OBS 0.00656761 0.01438468 1.20213026

AFMID NM_001010982.1AFMID 17 Homo sapiens arylformamidase (AFMID), mRNA.KF; DKFZp686F032590.0318102 0.04922586 1.20168901

DIABLO NM_138930.2 DIABLO 12 Homo sapiens diablo homolog (Drosophila) (DIABLO), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.SMAC; FLJ10537; DIABLO-S; SMAC3; FLJ250498.59E-06 0.00010024 1.20113449

ATP1B3 NM_001679.2 ATP1B3 PREDICTED: Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypeptide, transcript variant 2 (ATP1B3), mRNA.1.66E-06 3.31E-05 1.20113208

FBXO31 NM_024735.2 FBXO31 16 Homo sapiens F-box protein 31 (FBXO31), mRNA.FBX14; Fbx31; FLJ22477; DKFZP434B027; MGC15419; DKFZp434J1815; MGC9527; FBXO14; pp23867.09E-05 0.00045565 1.20110659

MTMR10 NM_017762.1 MTMR10 15 Homo sapiens myotubularin related protein 10 (MTMR10), mRNA.FLJ20313 0.00316871 0.00807824 1.20110262

SNX2 NM_003100.2 SNX2 5 Homo sapiens sorting nexin 2 (SNX2), mRNA.TRG-9; MGC5204 4.31E-05 0.00032417 1.2010261

CCDC23 NM_199342.1 CCDC23 1 Homo sapiens coiled-coil domain containing 23 (CCDC23), mRNA.6.89E-06 8.72E-05 1.19920498

FKBP11 NM_016594.1 FKBP11 12 Homo sapiens FK506 binding protein 11, 19 kDa (FKBP11), mRNA.MGC54182; FKBP190.02971203 0.04677827 1.19907976

KIAA0494 NM_014774.1 KIAA0494 1 Homo sapiens KIAA0494 (KIAA0494), mRNA.RP11-8J9.3 0.00129886 0.00404124 1.19805669

TTC1 NM_003314.1 TTC1 5 Homo sapiens tetratricopeptide repeat domain 1 (TTC1), mRNA.TPR1 0.00199535 0.00563112 1.19804761

CDC42 NM_044472.1 CDC42 1 Homo sapiens cell division cycle 42 (GTP binding protein, 25kDa) (CDC42), transcript variant 3, mRNA.CDC42Hs; G25K0.00106607 0.00346266 1.19791732

C12orf31 NM_032338.2 C12ORF31 12 Homo sapiens chromosome 12 open reading frame 31 (C12orf31), mRNA.MGC104302; MGC148170.00038004 0.00156035 1.19781384

PDIA4 NM_004911.3 PDIA4 7 Homo sapiens protein disulfide isomerase family A, member 4 (PDIA4), mRNA.ERP72; ERP70 0.02017111 0.03467019 1.19707393

FAM107B NM_031453.2 FAM107B 10 Homo sapiens family with sequence similarity 107, member B (FAM107B), mRNA.FLJ45505; C10orf45; MGC11034; MGC902610.01475844 0.02721784 1.19706054

DCTN3 NM_024348.2 DCTN3 9 Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 1, mRNA.MGC111190; DCTN22; DCTN-220.00044117 0.00175242 1.1968891

PTGR1 NM_012212.2 PTGR1 9 Homo sapiens prostaglandin reductase 1 (PTGR1), mRNA.MGC34943 0.00010737 0.0006084 1.19667316

AGPAT2 NM_001012727.1AGPAT2 9 Homo sapiens 1-acylglycerol-3-phosphate O-acyltransferase 2 (lysophosphatidic acid acyltransferase, beta) (AGPAT2), transcript variant 2, mRNA.LPAAB; LPAAT-beta; BSCL1; BSCL; 1-AGPAT20.00029789 0.0012919 1.19661911

SFRS7 NM_001031684.1SFRS7 2 Homo sapiens splicing factor, arginine/serine-rich 7, 35kDa (SFRS7), mRNA.9G8; HSSG1; AAG3; ZCRB2; RBM37; ZCCHC200.00025118 0.00113129 1.1961977

GIPC1 NM_202468.1 GIPC1 19 Homo sapiens GIPC PDZ domain containing family, member 1 (GIPC1), transcript variant 3, mRNA.IIP-1; TIP-2; GLUT1CBP; C19orf3; RGS19IP1; Hs.6454; SYNECTIIN; MGC15889; NIP; MGC3774; SEMCAP; GIPC1.31E-05 0.00013383 1.19616785

BLVRA NM_000712.3 BLVRA 7 Homo sapiens biliverdin reductase A (BLVRA), mRNA.BVRA; BLVR 2.79E-05 0.0002369 1.19587007

POMT2 NM_013382.3 POMT2 14 Homo sapiens protein-O-mannosyltransferase 2 (POMT2), mRNA.FLJ22309; DKFZp686G102540.00284109 0.00741879 1.19540743

BRSK1 NM_032430.1 BRSK1 19 Homo sapiens BR serine/threonine kinase 1 (BRSK1), mRNA.KIAA1811; FLJ430090.00250738 0.00672015 1.19510457

MFSD11 NM_024311.2 MFSD11 17 Homo sapiens major facilitator superfamily domain containing 11 (MFSD11), mRNA.ET; FLJ22196; FLJ202260.01485078 0.02734637 1.19488853

MTRF1L NM_019041.3 MTRF1L 6 Homo sapiens mitochondrial translational release factor 1-like (MTRF1L), mRNA.MGC102748 6.25E-05 0.00041614 1.19471263

RICH2 NM_014859.4 RICH2 17 Homo sapiens Rho-type GTPase-activating protein RICH2 (RICH2), mRNA.NPC-A-10; KIAA06720.00186434 0.0053475 1.19454252

HLTF NM_003071.2 HLTF 3 Homo sapiens helicase-like transcription factor (HLTF), transcript variant 1, mRNA.ZBU1; SMARCA3; HIP116; HLTF1; RNF80; HIP116A; SNF2L30.00027854 0.00122955 1.1942091

RYBP NM_012234.3 RYBP 3 Homo sapiens RING1 and YY1 binding protein (RYBP), mRNA.DEDAF; YEAF1; AAP10.00066551 0.00240292 1.19388134

GABARAPL1 NM_031412.2 GABARAPL1 12 Homo sapiens GABA(A) receptor-associated protein like 1 (GABARAPL1), mRNA.ATG8L; GEC1; APG8L; ATG80.00299087 0.00772819 1.19375746

FAM50A NM_004699.1 FAM50A X Homo sapiens family with sequence similarity 50, member A (FAM50A), mRNA.DXS9928E; 9F; XAP5; HXC-263.69E-06 5.66E-05 1.19360902

MTMR11 NM_006697.1 MTMR11 1 Homo sapiens myotubularin related protein 11 (MTMR11), transcript variant 1, mRNA.CRA; RP11-212K13.10.02127969 0.03622047 1.1930976

STX3 NM_004177.3 STX3 11 Homo sapiens syntaxin 3 (STX3), mRNA.STX3A 0.00084206 0.0028733 1.19303767

ACSL3 NM_004457.3 ACSL3 2 Homo sapiens acyl-CoA synthetase long-chain family member 3 (ACSL3), transcript variant 1, mRNA.PRO2194; FACL3; ACS30.00010149 0.00058423 1.19294095

DPYSL3 NM_001387.2 DPYSL3 5 Homo sapiens dihydropyrimidinase-like 3 (DPYSL3), mRNA.DRP3; CRMP4; ULIP; DRP-3; CRMP-48.83E-05 0.00053192 1.19292879

ZNF277 NM_021994.1 ZNF277 7 Homo sapiens zinc finger protein 277 (ZNF277), mRNA.ZNF277P; ZNF277; NRIF40.00030146 0.00130268 1.19271162

PRAGMIN NM_001080826.1PRAGMIN 8 Homo sapiens homolog of rat pragma of Rnd2 (PRAGMIN), mRNA.DKFZp761P0423 5.24E-05 0.000369 1.19216298

EGR1 NM_001964.2 EGR1 5 Homo sapiens early growth response 1 (EGR1), mRNA.G0S30; AT225; TIS8; ZNF225; NGFI-A; KROX-24; ZIF-2684.06E-06 6.03E-05 1.19198961

WDR45L NM_019613.2 WDR45L 17 Homo sapiens WDR45-like (WDR45L), mRNA.WIPI-3; WIPI3 0.00312537 0.00798836 1.19192541

LUZP1 NM_033631.2 LUZP1 1 Homo sapiens leucine zipper protein 1 (LUZP1), mRNA.KIAA0601; LUZP; FLJ356974.33E-05 0.0003249 1.19191532

AP4B1 NM_006594.1 AP4B1 1 Homo sapiens adaptor-related protein complex 4, beta 1 subunit (AP4B1), mRNA.BETA-4 0.00113519 0.0036436 1.19166525

FBXO46 XM_942691.1 FBXO46 19 PREDICTED: Homo sapiens F-box protein 46, transcript variant 5 (FBXO46), mRNA.0.02441157 0.0403383 1.19160219

PSAP NM_002778.1 PSAP 10 Homo sapiens prosaposin (PSAP), transcript variant 2, mRNA.GLBA; SAP1; MGC110993; FLJ002458.32E-07 2.03E-05 1.19157324

LOC647037 XM_930029.1 LOC647037 15 PREDICTED: Homo sapiens similar to Peptidyl-prolyl cis-trans isomerase NIMA-interacting 4 (Rotamase Pin4) (PPIase Pin4) (Parvulin 14) (Par14) (Peptidyl-prolyl cis/trans isomerase EPVH) (hPar14) (LOC647037), mRNA.0.00044614 0.00176699 1.19156716

BSCL2 NM_032667.4 BSCL2 11 Homo sapiens Bernardinelli-Seip congenital lipodystrophy 2 (seipin) (BSCL2), mRNA.SPG17; MGC4694; HMN5; GNG3LG5.00E-05 0.00035785 1.19117115

PLCG2 NM_002661.1 PLCG2 16 Homo sapiens phospholipase C, gamma 2 (phosphatidylinositol-specific) (PLCG2), mRNA.6.03E-05 0.00040493 1.1911564

SEPX1 NM_016332.2 SEPX1 16 Homo sapiens selenoprotein X, 1 (SEPX1), mRNA.MSRB1; SELR; MGC3344; HSPC270; SELX0.00013483 0.00071269 1.19051094

ACTR10 NM_018477.1 ACTR10 14 Homo sapiens actin-related protein 10 homolog (S. cerevisiae) (ACTR10), mRNA.HARP11; ACTR110.00016229 0.00081998 1.19003318

SND1 NM_014390.2 SND1 7 Homo sapiens staphylococcal nuclease and tudor domain containing 1 (SND1), mRNA.TDRD11; p100 0.00036456 0.00151225 1.18998993

MSX1 NM_002448.1 MSX1 4 Homo sapiens msh homeobox 1 (MSX1), mRNA.HOX7; HYD1 5.27E-06 7.16E-05 1.18980723

LOC647954 XM_938141.1 LOC647954 PREDICTED: Homo sapiens misc_RNA (LOC647954), miscRNA.7.04E-05 0.0004539 1.18953871

TMEM141 NM_032928.2 TMEM141 9 Homo sapiens transmembrane protein 141 (TMEM141), mRNA.MGC14141; RP11-216L13.70.00147536 0.00448633 1.18951065

LOC340598 XM_926996.1 LOC340598 X PREDICTED: Homo sapiens similar to Keratin, type I cytoskeletal 18 (Cytokeratin-18) (CK-18) (Keratin-18) (K18) (LOC340598), mRNA.0.00421135 0.01007905 1.18938926

CLSTN1 NM_001009566.1CLSTN1 1 Homo sapiens calsyntenin 1 (CLSTN1), transcript variant 1, mRNA.CSTN1; PIK3CD; XB31alpha; KIAA0911; FLJ32258; alcalpha2; alcalpha10.00011504 0.00063854 1.18919727

AKR1B1 NM_001628.2 AKR1B1 7 Homo sapiens aldo-keto reductase family 1, member B1 (aldose reductase) (AKR1B1), mRNA.ALDR1; MGC1804; ALR2; AR; ADR1.93E-05 0.00017991 1.18865368

LLGL1 NM_004140.3 LLGL1 17 Homo sapiens lethal giant larvae homolog 1 (Drosophila) (LLGL1), mRNA.HUGL; LLGL; DLG4; HUGL1; HUGL-10.00096183 0.00319082 1.18783353

SLC1A5 NM_005628.1 SLC1A5 19 Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 (SLC1A5), mRNA.M7V1; ATBO; FLJ31068; ASCT2; AAAT; R16; M7VS1; RDRC0.00015661 0.00079868 1.18753232

ROBO3 NM_022370.2 ROBO3 11 Homo sapiens roundabout, axon guidance receptor, homolog 3 (Drosophila) (ROBO3), mRNA.HGPS; HGPPS; RBIG1; FLJ21044; RIG10.00579794 0.01299752 1.18727218

RRAGA NM_006570.4 RRAGA 9 Homo sapiens Ras-related GTP binding A (RRAGA), mRNA.RAGA; FIP-1 6.27E-06 8.13E-05 1.18602031

NAT14 NM_020378.2 NAT14 19 Homo sapiens N-acetyltransferase 14 (GCN5-related, putative) (NAT14), mRNA.KLP1 0.00252029 0.00674811 1.18464956

IL10RB NM_000628.3 IL10RB 21 Homo sapiens interleukin 10 receptor, beta (IL10RB), mRNA.IL-10R2; CRF2-4; CRFB4; CDW210B; D21S58; D21S660.00760253 0.0161344 1.18448088

FOXC1 NM_001453.1 FOXC1 6 Homo sapiens forkhead box C1 (FOXC1), mRNA.FREAC3; FKHL7; IHG1; ARA; IRID1; IGDA9.98E-07 2.31E-05 1.18387726

GNAI2 NM_002070.2 GNAI2 3 Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting activity polypeptide 2 (GNAI2), transcript variant 1, mRNA.H_LUCA16.1; GIP; GNAI2B; H_LUCA15.18.21E-05 0.00050292 1.18367428

LCOR NM_032440.1 LCOR 10 Homo sapiens ligand dependent nuclear receptor corepressor (LCOR), mRNA.FLJ38026; MLR2; KIAA1795; RP11-175O19.10.0002336 0.00107667 1.18303383

CASP3 NM_032991.2 CASP3 4 Homo sapiens caspase 3, apoptosis-related cysteine peptidase (CASP3), transcript variant beta, mRNA.CPP32B; SCA-1; CPP320.02136892 0.03632683 1.18296617



2.0 Upreg

CLP1 NM_006831.1 CLP1 11 Homo sapiens CLP1, cleavage and polyadenylation factor I subunit, homolog (S. cerevisiae) (CLP1), mRNA.HEAB; hClp1 0.00250766 0.00671925 1.18231104

SSR1 NM_003144.2 SSR1 6 Homo sapiens signal sequence receptor, alpha (translocon-associated protein alpha) (SSR1), mRNA.DKFZp781N23103; TRAPA0.00017798 0.00088124 1.18210763

ALG13 NM_018466.2 ALG13 X Homo sapiens asparagine-linked glycosylation 13 homolog (S. cerevisiae) (ALG13), mRNA.YGL047W; GLT28D1; MDS0310.00281799 0.00737263 1.18198109

GSTP1 NM_000852.2 GSTP1 11 Homo sapiens glutathione S-transferase pi (GSTP1), mRNA.DFN7; GST3; PI; FAEES31.07E-06 2.42E-05 1.18180011

CLTA NM_007096.1 CLTA 9 Homo sapiens clathrin, light chain (Lca) (CLTA), transcript variant 2, mRNA.LCA 3.17E-05 0.00025919 1.18151372

TMEM49 NM_030938.2 TMEM49 17 Homo sapiens transmembrane protein 49 (TMEM49), mRNA.VMP1; DKFZP566I1330.00019329 0.00093695 1.18138619

METRN NM_024042.2 METRN 16 Homo sapiens meteorin, glial cell differentiation regulator (METRN), mRNA.c380A1.2; MGC2601; C16orf230.00457545 0.01079591 1.18130701

SAT1 NM_002970.1 SAT1 X Homo sapiens spermidine/spermine N1-acetyltransferase 1 (SAT1), mRNA.KFSD; SSAT-1; DC21; SSAT; SAT5.09E-06 6.99E-05 1.18117249

WDR54 NM_032118.2 WDR54 2 Homo sapiens WD repeat domain 54 (WDR54), mRNA.FLJ12953 5.71E-05 0.00039193 1.18002996

CERK NM_182661.1 CERK 22 Homo sapiens ceramide kinase (CERK), transcript variant 2, mRNA.KIAA1646; dA59H18.3; hCERK; dA59H18.2; FLJ23239; MGC131878; LK4; FLJ21430; DKFZp434E02110.00050553 0.00194551 1.17961469

SPATA2L NM_152339.2 SPATA2L 16 Homo sapiens spermatogenesis associated 2-like (SPATA2L), mRNA.MGC26885; C16orf76; tamo0.00020466 0.00097812 1.179572

FAM117B NM_173511.2 FAM117B 2 Homo sapiens family with sequence similarity 117, member B (FAM117B), mRNA.FLJ38771; DKFZp686H01244; FAM117B0.00280086 0.00734549 1.17874259

HINT2 NM_032593.2 HINT2 9 Homo sapiens histidine triad nucleotide binding protein 2 (HINT2), mRNA.HIT-17 0.00236646 0.00642808 1.17800371

PALM NM_002579.1 PALM 19 Homo sapiens paralemmin (PALM), transcript variant 1, mRNA.KIAA0270 0.00722872 0.01548625 1.17782193

LGALS1 NM_002305.2 LGALS1 22 Homo sapiens lectin, galactoside-binding, soluble, 1 (LGALS1), mRNA.DKFZp686E23103; GBP5.93E-07 1.65E-05 1.17763173

TSC22D2 NM_014779.2 TSC22D2 3 Homo sapiens TSC22 domain family, member 2 (TSC22D2), mRNA.KIAA0669; TILZ4a; TILZ4c; TILZ4b0.00711162 0.01530174 1.17710771

RNF20 NM_019592.5 RNF20 9 Homo sapiens ring finger protein 20 (RNF20), mRNA.BRE1A; MGC129667; MGC129668; FLJ20382; KIAA2779; FLJ111890.0001552 0.00079299 1.17631833

C17orf96 NM_001130677.1C17ORF96 17 Homo sapiens chromosome 17 open reading frame 96 (C17orf96), mRNA.0.00061207 0.00226876 1.17600624

ATOX1 NM_004045.3 ATOX1 5 Homo sapiens ATX1 antioxidant protein 1 homolog (yeast) (ATOX1), mRNA.MGC138453; MGC138455; HAH1; ATX14.85E-05 0.00035171 1.17595936

TUBA4A NM_006000.1 TUBA4A 2 Homo sapiens tubulin, alpha 4a (TUBA4A), mRNA.TUBA1; H2-ALPHA; FLJ301690.00057999 0.00217657 1.17580543

SEC11C NM_033280.1 SEC11C 18 Homo sapiens SEC11 homolog C (S. cerevisiae) (SEC11C), mRNA.SPC21; SPCS4C; SEC11L34.04E-06 6.01E-05 1.1753015

PTPN1 NM_002827.2 PTPN1 20 Homo sapiens protein tyrosine phosphatase, non-receptor type 1 (PTPN1), mRNA.PTP1B 1.58E-05 0.00015409 1.17482259

ANKRD57 NM_023016.2 ANKRD57 2 Homo sapiens ankyrin repeat domain 57 (ANKRD57), mRNA.C2orf26 0.00118392 0.00376332 1.1740701

RGS10 NM_002925.3 RGS10 10 Homo sapiens regulator of G-protein signaling 10 (RGS10), transcript variant 1, mRNA.0.00013361 0.00070796 1.17375202

TMEM14B NM_030969.2 TMEM14B 6 Homo sapiens transmembrane protein 14B (TMEM14B), mRNA.MGC1223 0.00017457 0.00086828 1.17338367

MGC61598 XM_939432.1 MGC61598 PREDICTED: Homo sapiens similar to ankyrin-repeat protein Nrarp (MGC61598), mRNA.0.00335086 0.0084221 1.17246327

EDEM2 NM_018217.1 EDEM2 20 Homo sapiens ER degradation enhancer, mannosidase alpha-like 2 (EDEM2), mRNA.FLJ10783; bA4204.1; C20orf49; C20orf310.01054575 0.02093356 1.17242651

PCYOX1 NM_016297.2 PCYOX1 2 Homo sapiens prenylcysteine oxidase 1 (PCYOX1), mRNA.KIAA0908; PCL10.00641467 0.0140866 1.17189988

FAM120B NM_032448.1 FAM120B 6 Homo sapiens family with sequence similarity 120B (FAM120B), mRNA.KIAA1838; dJ894D12.1; PGCC1; KIAA01832.00E-05 0.00018564 1.17189164

ZNF252 NR_023392.1 ZNF252 8 Homo sapiens zinc finger protein 252 (ZNF252), non-coding RNA.0.00363052 0.00899807 1.17159981

C17orf62 NM_001033046.1C17ORF62 17 Homo sapiens chromosome 17 open reading frame 62 (C17orf62), transcript variant 3, mRNA.MGC4368; FLJ00406; FLJ904690.02631085 0.04272319 1.171572

STK4 NM_006282.2 STK4 20 Homo sapiens serine/threonine kinase 4 (STK4), mRNA.DKFZp686A2068; MST1; KRS2; YSK35.13E-06 7.04E-05 1.1700161

SSTR2 NM_001050.2 SSTR2 17 Homo sapiens somatostatin receptor 2 (SSTR2), mRNA.0.02141025 0.03638002 1.16982157

Hs.413494 HS.413494 10 Homo sapiens cDNA: FLJ21333 fis, clone COL025350.00339375 0.00850826 1.16927544

PAFAH1B1 NM_000430.2 PAFAH1B1 17 Homo sapiens platelet-activating factor acetylhydrolase, isoform Ib, alpha subunit 45kDa (PAFAH1B1), mRNA.LIS2; PAFAH; MDS; LIS1; MDCR9.13E-05 0.00054248 1.16923503

CLIC4 XM_938776.1 CLIC4 1 Homo sapiens chloride intracellular channel 4 (CLIC4), nuclear gene encoding mitochondrial protein, mRNA.p64H1; CLIC4L; H1; FLJ38640; DKFZP566G223; huH10.00246427 0.00664228 1.16916346

TRAPPC5 NM_001042462.1TRAPPC5 19 Homo sapiens trafficking protein particle complex 5 (TRAPPC5), transcript variant 3, mRNA.MGC52424 0.0006061 0.00225354 1.16872045

DMAP1 NM_019100.3 DMAP1 1 Homo sapiens DNA methyltransferase 1 associated protein 1 (DMAP1), transcript variant 2, mRNA.FLJ11543; KIAA1425; DNMTAP1; DKFZp686L09142; SWC4; DNMAP1; EAF20.00065693 0.00238303 1.16832496

UBL5 NM_001048241.1UBL5 19 Homo sapiens ubiquitin-like 5 (UBL5), transcript variant 2, mRNA.HUB1; MGC131795; FLJ469171.30E-05 0.00013337 1.1681496

CACNB3 NM_000725.2 CACNB3 12 Homo sapiens calcium channel, voltage-dependent, beta 3 subunit (CACNB3), mRNA.CACNLB3 0.00012259 0.00066551 1.16785581

SOX4 NM_003107.2 SOX4 6 Homo sapiens SRY (sex determining region Y)-box 4 (SOX4), mRNA.EVI16 0.00013356 0.00070805 1.16751254

METRNL NM_001004431.1METRNL PREDICTED: Homo sapiens meteorin, glial cell differentiation regulator-like (METRNL), mRNA.0.01363961 0.02558428 1.16702302

SURF1 NM_003172.2 SURF1 9 Homo sapiens surfeit 1 (SURF1), nuclear gene encoding mitochondrial protein, mRNA.0.00179687 0.0052048 1.16639532

PAPD5 NM_022447.1 PAPD5 16 Homo sapiens PAP associated domain containing 5 (PAPD5), transcript variant 2, mRNA.FLJ40270; TRF4-20.00766849 0.016249 1.16628195

LCMT1 NM_001032391.1LCMT1 16 Homo sapiens leucine carboxyl methyltransferase 1 (LCMT1), transcript variant 2, mRNA.LCMT; PPMT1; CGI-680.00012087 0.00066077 1.16515032

FKBP1A NM_000801.2 FKBP1A 20 Homo sapiens FK506 binding protein 1A, 12kDa (FKBP1A), transcript variant 12B, mRNA.PKCI2; FKBP12C; PPIASE; PKC12; FKBP-12; FKBP1; FKBP120.00023035 0.00106756 1.16436533

INO80C NM_194281.2 INO80C 18 Homo sapiens INO80 complex subunit C (INO80C), transcript variant 2, mRNA.hIes6; FLJ381830.01557045 0.02838303 1.16434718

IER5 NM_016545.3 IER5 1 Homo sapiens immediate early response 5 (IER5), mRNA.SBBI48; MGC1027600.00179545 0.00520345 1.1632968

KCNQ2 NM_004518.2 KCNQ2 20 Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 2 (KCNQ2), transcript variant 3, mRNA.KVEBN1; KV7.2; ENB1; BFNC; EBN; KCNA11; HNSPC; EBN10.01420253 0.02643937 1.16303227

ARHGEF10 NM_014629.2 ARHGEF10 8 Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), mRNA.GEF10; DKFZp686H0726; MGC1316640.00017022 0.0008494 1.16293359

ATP6V0B NM_004047.2 ATP6V0B 1 Homo sapiens ATPase, H+ transporting, lysosomal 21kDa, V0 subunit b (ATP6V0B), transcript variant 1, mRNA.HATPL; ATP6F; VMA163.26E-05 0.00026487 1.1627471

LOC203547 NM_001017980.1LOC203547 X Homo sapiens hypothetical protein LOC203547 (LOC203547), mRNA.MGC131652; MGC125516; MGC1255140.00052479 0.00200261 1.16261813

CA2 NM_000067.1 CA2 8 Homo sapiens carbonic anhydrase II (CA2), mRNA.Car2; CA-II; CAII; CA II7.92E-05 0.00049225 1.16244299

ITGB1BP1 NM_004763.2 ITGB1BP1 2 Homo sapiens integrin beta 1 binding protein 1 (ITGB1BP1), transcript variant 1, mRNA.ICAP1B; ICAP-1alpha; ICAP1A; ICAP1; ICAP-1B; DKFZp686K08158; ICAP-1A0.00289306 0.00753457 1.16220537

CANT1 NM_138793.2 CANT1 17 Homo sapiens calcium activated nucleotidase 1 (CANT1), mRNA.SHAPY; SCAN-1 0.0001233 0.00066866 1.16195322

CDC2L6 NM_015076.3 CDC2L6 6 Homo sapiens cell division cycle 2-like 6 (CDK8-like) (CDC2L6), mRNA.bA346C16.3; CDK11; KIAA10280.01207277 0.02327601 1.16178615

KRT18P13 XM_001726959.1KRT18P13 9 PREDICTED: Homo sapiens keratin 18 pseudogene 13 (KRT18P13), mRNA.0.00061261 0.00226997 1.16150811

EHBP1L1 NM_001099409.1EHBP1L1 11 Homo sapiens EH domain binding protein 1-like 1 (EHBP1L1), mRNA.FLJ35431; TANGERIN; DKFZp762C1860.00660911 0.0144581 1.16148959

GALK1 NM_000154.1 GALK1 17 Homo sapiens galactokinase 1 (GALK1), mRNA.GALK; GK1 1.66E-05 0.00016112 1.16117741

LEPROTL1 NM_015344.1 LEPROTL1 8 Homo sapiens leptin receptor overlapping transcript-like 1 (LEPROTL1), mRNA.HSPC112; Vps55; my0470.00097826 0.00323152 1.16102456

MYO10 NM_012334.1 MYO10 5 Homo sapiens myosin X (MYO10), mRNA.KIAA0799; MGC131988; FLJ22268; FLJ43256; FLJ21066; FLJ106390.01149604 0.02243472 1.16089548

PEPD NM_000285.1 PEPD 19 Homo sapiens peptidase D (PEPD), mRNA.PROLIDASE; MGC109056.76E-05 0.00044177 1.16078476

LRWD1 NM_152892.1 LRWD1 7 Homo sapiens leucine-rich repeats and WD repeat domain containing 1 (LRWD1), mRNA.DKFZp434K18150.00092542 0.00309651 1.1606896

DLEU1 NR_002605.1 DLEU1 13 Homo sapiens deleted in lymphocytic leukemia 1 (non-protein coding) (DLEU1), non-coding RNA.XTP6; MGC22430; DLB1; LEU1; BCMS0.02291433 0.03836588 1.16038694

SERINC2 NM_178865.3 SERINC2 1 Homo sapiens serine incorporator 2 (SERINC2), mRNA.TDE2; PRO0899; MGC90340; FKSG84; TDE2L0.02708069 0.04361484 1.15978773

TMED3 NM_007364.2 TMED3 15 Homo sapiens transmembrane emp24 protein transport domain containing 3 (TMED3), mRNA.MGC133022; C15orf22; P24B1.02E-05 0.00011258 1.15836041

KLF2 NM_016270.2 KLF2 19 Homo sapiens Kruppel-like factor 2 (lung) (KLF2), mRNA.LKLF 3.98E-06 5.98E-05 1.1579296

RNF114 NM_018683.3 RNF114 20 Homo sapiens ring finger protein 114 (RNF114), mRNA.RNF114 7.16E-05 0.00045782 1.15786938

ZNHIT1 NM_006349.2 ZNHIT1 7 Homo sapiens zinc finger, HIT type 1 (ZNHIT1), mRNA.ZNFN4A1; CG1I 4.32E-05 0.00032439 1.15722569

SDF2 NM_006923.2 SDF2 17 Homo sapiens stromal cell-derived factor 2 (SDF2), mRNA.0.00011642 0.00064326 1.15687778



2.0 Upreg

TRAPPC1 NM_021210.2 TRAPPC1 17 Homo sapiens trafficking protein particle complex 1 (TRAPPC1), mRNA.BET5; MUM2 0.00078285 0.00271562 1.15625919

F11R NM_016946.3 F11R 1 Homo sapiens F11 receptor (F11R), transcript variant 1, mRNA.JAM; JAM-A; PAM-1; JAM1; JAM-1; JAMA; JCAM; KAT; CD3210.00394776 0.00960255 1.15624026

IMPA2 NM_014214.1 IMPA2 18 Homo sapiens inositol(myo)-1(or 4)-monophosphatase 2 (IMPA2), mRNA.0.00450213 0.01066227 1.15606121

ASNSD1 NM_019048.1 ASNSD1 2 Homo sapiens asparagine synthetase domain containing 1 (ASNSD1), mRNA.NBLA00058; NS3TP1; FLJ207523.31E-05 0.00026692 1.15605968

ASS1 NM_000050.3 ASS1 9 Homo sapiens argininosuccinate synthetase 1 (ASS1), transcript variant 1, mRNA.CTLN1; ASS 0.00059137 0.00220934 1.15532695

CLTB NM_001834.2 CLTB 5 Homo sapiens clathrin, light chain (Lcb) (CLTB), transcript variant 2, mRNA.LCB 0.00010876 0.00061241 1.15532235

HES6 NM_018645.3 HES6 2 Homo sapiens hairy and enhancer of split 6 (Drosophila) (HES6), mRNA.4.38E-05 0.0003277 1.1552902

PIR NM_001018109.1PIR X Homo sapiens pirin (iron-binding nuclear protein) (PIR), transcript variant 2, mRNA.0.00020551 0.00098131 1.15525392

TMC6 NM_007267.5 TMC6 17 Homo sapiens transmembrane channel-like 6 (TMC6), mRNA.LAK-4P; EVIN1; EV1; EVER10.0178449 0.03149373 1.15525368

VAT1 NM_006373.2 VAT1 17 Homo sapiens vesicle amine transport protein 1 homolog (T. californica) (VAT1), mRNA.FLJ20230; VATI 0.0002872 0.00125756 1.15452485

NDUFA11 NM_175614.2 NDUFA11 19 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 11, 14.7kDa (NDUFA11), nuclear gene encoding mitochondrial protein, mRNA.B14.7 9.93E-05 0.00057604 1.15424893

CHES1 NM_005197.2 CHES1 14 Homo sapiens checkpoint suppressor 1 (CHES1), mRNA.C14orf116; FOXN3; PRO16350.00690505 0.01496392 1.15396101

UBE3C NM_014671.1 UBE3C 7 Homo sapiens ubiquitin protein ligase E3C (UBE3C), mRNA.KIAA10; KIAA00100.00013212 0.00070318 1.15381442

C21orf58 NM_199071.2 C21ORF58 21 Homo sapiens chromosome 21 open reading frame 58 (C21orf58), transcript variant 2, mRNA.0.00767105 0.01625126 1.15333921

ENDOD1 XM_943182.1 ENDOD1 11 Homo sapiens endonuclease domain containing 1 (ENDOD1), mRNA.MGC88092; KIAA08300.02188665 0.03700437 1.15295701

Hs.508682 HS.508682 AV762101 MDS Homo sapiens cDNA clone MDSEOA03 5, mRNA sequence1.09E-06 2.45E-05 1.15283051

MAP2K1IP1 NM_021970.2 MAP2K1IP1 4 Homo sapiens mitogen-activated protein kinase kinase 1 interacting protein 1 (MAP2K1IP1), mRNA.MP1 0.00234115 0.00637204 1.15260277

MGST3 NM_004528.2 MGST3 1 Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA.GST-III 2.78E-06 4.64E-05 1.15191182

BSG NM_001728.2 BSG 19 Homo sapiens basigin (Ok blood group) (BSG), transcript variant 1, mRNA.EMMPRIN; OK; TCSF; M6; 5F7; CD1473.34E-05 0.00026866 1.15184689

LOC648638 XM_937706.1 LOC648638 PREDICTED: Homo sapiens similar to Peptidyl-prolyl cis-trans isomerase NIMA-interacting 4 (Rotamase Pin4) (PPIase Pin4) (Parvulin 14) (Par14) (Peptidyl-prolyl cis/trans isomerase EPVH) (hPar14) (LOC648638), mRNA.0.00019046 0.00092616 1.15080676

GABARAPL2 NM_007285.6 GABARAPL2 16 Homo sapiens GABA(A) receptor-associated protein-like 2 (GABARAPL2), mRNA.GEF2; GATE16; GATE-16; GEF-2; ATG80.0001404 0.00073359 1.15074478

CD99 NM_002414.3 CD99 Y Homo sapiens CD99 molecule (CD99), transcript variant 1, mRNA.MIC2; MIC2Y; MIC2X0.01167466 0.02270989 1.15067132

TSPAN5 NM_005723.2 TSPAN5 4 Homo sapiens tetraspanin 5 (TSPAN5), mRNA.TSPAN-5; TM4SF9; NET-40.00147707 0.00448903 1.15047518

SAP130 NM_024545.2 SAP130 2 Homo sapiens Sin3A-associated protein, 130kDa (SAP130), mRNA.FLJ12761 0.00206058 0.00577325 1.15047227

IFI27L2 NM_032036.2 IFI27L2 14 Homo sapiens interferon, alpha-inducible protein 27-like 2 (IFI27L2), mRNA.TLH29; MGC449130.00800496 0.01678849 1.15046296

OGFR NM_007346.2 OGFR 20 Homo sapiens opioid growth factor receptor (OGFR), mRNA.0.01353018 0.0254185 1.15036952

NR4A2 NM_006186.2 NR4A2 2 Homo sapiens nuclear receptor subfamily 4, group A, member 2 (NR4A2), transcript variant 1, mRNA.RNR1; NOT; TINUR; NURR1; HZF-30.00593203 0.01324348 1.15026153

LOC646723 NM_199187.1 LOC646723 5 PREDICTED: Homo sapiens similar to Keratin, type I cytoskeletal 18 (Cytokeratin-18) (CK-18) (Keratin-18) (K18) (LOC646723), mRNA.0.00019153 0.00093052 1.14996385

ZFPM1 NM_153813.1 ZFPM1 16 Homo sapiens zinc finger protein, multitype 1 (ZFPM1), mRNA.FOG1; ZNF408; FOG; ZNF89A0.00269271 0.00712202 1.14978702

H1F0 NM_005318.2 H1F0 22 Homo sapiens H1 histone family, member 0 (H1F0), mRNA.H1FV; MGC5241; H107.59E-06 9.25E-05 1.14940894

ARHGEF18 NM_015318.2 ARHGEF18 19 Homo sapiens rho/rac guanine nucleotide exchange factor (GEF) 18 (ARHGEF18), mRNA.KIAA0521; MGC159130.00030993 0.00133398 1.14932303

TMEM54 NM_033504.2 TMEM54 1 Homo sapiens transmembrane protein 54 (TMEM54), mRNA.BCLP; CAC1; MGC10137; CAC-10.00763891 0.01619581 1.1492294

RHOC NM_175744.3 RHOC 1 Homo sapiens ras homolog gene family, member C (RHOC), transcript variant 2, mRNA.H9; ARHC; MGC61427; MGC1448; RHOH9; ARH91.60E-06 3.22E-05 1.14910157

TUBB6 XM_940079.1 TUBB6 PREDICTED: Homo sapiens tubulin, beta 6 (TUBB6), mRNA.0.00204776 0.00575067 1.14903793

CARHSP1 NM_014316.1 CARHSP1 16 Homo sapiens calcium regulated heat stable protein 1, 24kDa (CARHSP1), transcript variant 2, mRNA.CSDC1; MGC111446; CRHSP-240.00086442 0.00293579 1.14859302

CCDC24 NM_152499.1 CCDC24 1 Homo sapiens coiled-coil domain containing 24 (CCDC24), mRNA.RP5-1198O20.2; MGC454410.00112901 0.00362699 1.14850503

SH3GLB2 NM_020145.2 SH3GLB2 9 Homo sapiens SH3-domain GRB2-like endophilin B2 (SH3GLB2), mRNA.PP9455; PP6569; KIAA18482.76E-05 0.00023522 1.14846172

MYH10 NM_005964.1 MYH10 17 Homo sapiens myosin, heavy chain 10, non-muscle (MYH10), mRNA.NMMHCB; MGC134914; MGC1349134.00E-05 0.00030611 1.14774645

SMUG1 NM_014311.1 SMUG1 12 Homo sapiens single-strand-selective monofunctional uracil-DNA glycosylase 1 (SMUG1), mRNA.UNG3; MGC104370; HMUDG; FDG0.0001897 0.00092367 1.14745462

PLEKHA1 NM_021622.3 PLEKHA1 10 Homo sapiens pleckstrin homology domain containing, family A (phosphoinositide binding specific) member 1 (PLEKHA1), transcript variant 1, mRNA.TAPP1 0.00049999 0.00193032 1.14734811

HES4 NM_021170.2 HES4 1 Homo sapiens hairy and enhancer of split 4 (Drosophila) (HES4), mRNA.1.53E-05 0.00015135 1.14589616

TMCO1 NM_019026.2 TMCO1 1 Homo sapiens transmembrane and coiled-coil domains 1 (TMCO1), mRNA.HP10122; TMCC4; RP11-466F5.7; PCIA3; PNAS-1361.26E-05 0.00013069 1.1458854

Hs.213541 HS.213541 12 Homo sapiens cDNA FLJ32080 fis, clone OCBBF20000150.00118756 0.00377051 1.14573561

HERC5 NM_016323.1 HERC5 4 Homo sapiens hect domain and RLD 5 (HERC5), mRNA.CEBP1; CEB1 0.00720913 0.01545646 1.14560189

PAPSS1 NM_005443.4 PAPSS1 4 Homo sapiens 3'-phosphoadenosine 5'-phosphosulfate synthase 1 (PAPSS1), mRNA.SK1; PAPSS; ATPSK10.00021238 0.00100661 1.14480871

PRIC285 NM_033405.2 PRIC285 20 Homo sapiens peroxisomal proliferator-activated receptor A interacting complex 285 (PRIC285), transcript variant 2, mRNA.MGC138228; PDIP-1; PDIP1alpha; KIAA1769; PDIP1beta; MGC132634; FLJ002440.00384298 0.0094024 1.14460322

SELS NM_203472.1 SELS 15 Homo sapiens selenoprotein S (SELS), transcript variant 1, mRNA.SEPS1; ADO15; MGC2553; SBBI8; VIMP; AD-015; MGC1043460.00103318 0.00338212 1.14455615

ITGB1 NM_002211.2 ITGB1 10 Homo sapiens integrin, beta 1 (fibronectin receptor, beta polypeptide, antigen CD29 includes MDF2, MSK12) (ITGB1), transcript variant 1A, mRNA.GPIIA; VLAB; MDF2; FNRB; CD29; MSK123.83E-05 0.00029716 1.14404435

LOC729843 NM_012477.2 LOC729843 2 PREDICTED: Homo sapiens similar to WW domain binding protein 1 (LOC729843), mRNA.0.00042025 0.00169221 1.14390962

PAIP2 NM_001033112.1PAIP2 5 Homo sapiens poly(A) binding protein interacting protein 2 (PAIP2), transcript variant 1, mRNA.PAIP2A; MGC720180.00013169 0.00070297 1.14370951

GMDS NM_001500.2 GMDS 6 Homo sapiens GDP-mannose 4,6-dehydratase (GMDS), mRNA.GMD 6.66E-05 0.00043729 1.14369982

CDH13 NM_001257.3 CDH13 16 Homo sapiens cadherin 13, H-cadherin (heart) (CDH13), mRNA.CDHH 0.00851736 0.01765866 1.14368144

DAD1 NM_001344.1 DAD1 14 Homo sapiens defender against cell death 1 (DAD1), mRNA.OST2 1.18E-06 2.58E-05 1.14350416

PJA2 NM_014819.2 PJA2 Homo sapiens praja 2, RING-H2 motif containing (PJA2), mRNA.KIAA0438; RNF131; Neurodap10.00016341 0.00082412 1.14326844

PERP NM_022121.2 PERP 6 Homo sapiens PERP, TP53 apoptosis effector (PERP), mRNA.THW; RP3-496H19.1; KRTCAP1; KCP1; dJ496H19.1; PIGPC19.74E-05 0.00056896 1.14319122

CHMP4B NM_176812.3 CHMP4B 20 Homo sapiens chromatin modifying protein 4B (CHMP4B), mRNA.CTPP3; SNF7; dJ553F4.4; CHMP4A; Shax1; SNF7-2; C20orf1780.01872579 0.03268217 1.14311376

FAM64A NM_019013.1 FAM64A 17 Homo sapiens family with sequence similarity 64, member A (FAM64A), mRNA.FLJ10491; FLJ101560.00347738 0.00869386 1.14251783

ACADVL NM_000018.2 ACADVL 17 Homo sapiens acyl-Coenzyme A dehydrogenase, very long chain (ACADVL), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.ACAD6; VLCAD; LCACD0.00031256 0.00134318 1.14215139

TM7SF3 NM_016551.1 TM7SF3 12 Homo sapiens transmembrane 7 superfamily member 3 (TM7SF3), mRNA.0.01971189 0.03405863 1.14151278

ATP6V1B2 NM_001693.2 ATP6V1B2 8 Homo sapiens ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B2 (ATP6V1B2), mRNA.VATB; VPP3; ATP6B2; ATP6B1B2; Vma2; HO571.89E-05 0.00017773 1.14017314

ANKRD9 NM_152326.2 ANKRD9 14 Homo sapiens ankyrin repeat domain 9 (ANKRD9), mRNA.MGC21990 0.01557757 0.02838649 1.13959402

MRPL14 NM_032111.2 MRPL14 6 Homo sapiens mitochondrial ribosomal protein L14 (MRPL14), nuclear gene encoding mitochondrial protein, mRNA.MGC70566; RMPL32; RPML32; MRP-L322.22E-05 0.00020048 1.13957484

ATP6V0E1 NM_003945.3 ATP6V0E1 5 Homo sapiens ATPase, H+ transporting, lysosomal 9kDa, V0 subunit e1 (ATP6V0E1), mRNA.Vma21p; ATP6V0E; Vma21; ATP6H; M9.29.97E-05 0.00057752 1.13935653

CMTM6 NM_017801.2 CMTM6 3 Homo sapiens CKLF-like MARVEL transmembrane domain containing 6 (CMTM6), mRNA.FLJ20396; CKLFSF6; PRO22190.00067197 0.00242141 1.13928101

IFI27L1 NM_145249.2 IFI27L1 14 Homo sapiens interferon, alpha-inducible protein 27-like 1 (IFI27L1), transcript variant 1, mRNA.0.00378801 0.00929932 1.13927713

ATP6V0C NM_001694.2 ATP6V0C PREDICTED: Homo sapiens ATPase, H+ transporting, lysosomal 16kDa, V0 subunit c (ATP6V0C), mRNA.8.62E-05 0.00052124 1.13908979

ECGF1 NM_001953.2 ECGF1 22 Homo sapiens endothelial cell growth factor 1 (platelet-derived) (ECGF1), mRNA.TP; PDECGF; hPD-ECGF; MNGIE0.00073272 0.00259049 1.13871392

HSD17B4 NM_000414.1 HSD17B4 5 Homo sapiens hydroxysteroid (17-beta) dehydrogenase 4 (HSD17B4), mRNA.MFE-2 0.00070169 0.00250608 1.13856281

ZMIZ1 NM_020338.2 ZMIZ1 10 Homo sapiens zinc finger, MIZ-type containing 1 (ZMIZ1), mRNA.MIZ; Zimp10; FLJ13541; hZIMP10; KIAA1224; RAI170.00080148 0.00276613 1.13825633

LOC387791 XR_037721.1 LOC387791 PREDICTED: Homo sapiens misc_RNA (LOC387791), miscRNA.0.01357684 0.02547972 1.13788018



2.0 Upreg

LOC643336 XM_001718563.1LOC643336 PREDICTED: Homo sapiens similar to hCG1985303 (LOC643336), mRNA.0.00229206 0.00625881 1.13775866

ANXA5 NM_001154.2 ANXA5 4 Homo sapiens annexin A5 (ANXA5), mRNA.PP4; ANX5; ENX2 2.71E-06 4.54E-05 1.13774364

MSRB2 NM_012228.2 MSRB2 10 Homo sapiens methionine sulfoxide reductase B2 (MSRB2), mRNA.CBS-1; PILB; MSRB; CGI-131; CBS1; MGC261040.00227803 0.00622833 1.13754787

TK1 NM_003258.1 TK1 Homo sapiens thymidine kinase 1, soluble (TK1), mRNA.TK2 4.93E-06 6.84E-05 1.13723719

ZNF622 NM_033414.2 ZNF622 5 Homo sapiens zinc finger protein 622 (ZNF622), mRNA.MGC17552; ZPR9; MGC24850.00247434 0.00666116 1.13665283

ADIPOR2 NM_024551.2 ADIPOR2 12 Homo sapiens adiponectin receptor 2 (ADIPOR2), mRNA.MGC4640; ACDCR2; PAQR2; FLJ214324.99E-05 0.0003574 1.1366379

SLC2A1 NM_006516.1 SLC2A1 1 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 1 (SLC2A1), mRNA.MGC141895; MGC141896; GLUT; GLUT14.53E-06 6.50E-05 1.13620492

EFR3A NM_015137.1 EFR3A 8 Homo sapiens EFR3 homolog A (S. cerevisiae) (EFR3A), mRNA.KIAA0143; DKFZp781J05620.00028139 0.00123709 1.13614911

GNS NM_002076.2 GNS 12 Homo sapiens glucosamine (N-acetyl)-6-sulfatase (Sanfilippo disease IIID) (GNS), mRNA.G6S; MGC21274 5.17E-05 0.00036503 1.13573194

PRKCA NM_002737.2 PRKCA 17 Homo sapiens protein kinase C, alpha (PRKCA), mRNA.MGC129901; MGC129900; PRKACA; PKCA; AAG6; PKC-alpha0.00697776 0.01506741 1.13512072

C9orf46 NM_018465.1 C9ORF46 9 Homo sapiens chromosome 9 open reading frame 46 (C9orf46), mRNA.FLJ39176; FLJ14688; AD025; MDS0300.00625177 0.013807 1.13488809

LOC399748 XR_018212.1 LOC399748 PREDICTED: Homo sapiens misc_RNA (LOC399748), miscRNA.0.00017973 0.00088826 1.13475055

WDR41 NM_018268.2 WDR41 5 Homo sapiens WD repeat domain 41 (WDR41), mRNA.MSTP048; FLJ109040.00338902 0.00850227 1.13470863

PITPNM1 NM_004910.1 PITPNM1 11 Homo sapiens phosphatidylinositol transfer protein, membrane-associated 1 (PITPNM1), mRNA.NIR2; PITPNM; RDGBA1; FLJ44997; RDGB1; RDGB; Rd9; DRES90.00073199 0.0025896 1.13445366

PRDX1 NM_181696.1 PRDX1 1 Homo sapiens peroxiredoxin 1 (PRDX1), transcript variant 2, mRNA.MSP23; PAG; PAGB; PAGA; PRX1; NKEFA; TDPX23.07E-06 4.96E-05 1.13398854

TMEM160 NM_017854.1 TMEM160 19 Homo sapiens transmembrane protein 160 (TMEM160), mRNA.FLJ20512 0.00037799 0.00155371 1.13367783

GPSM2 NM_013296.3 GPSM2 1 Homo sapiens G-protein signalling modulator 2 (AGS3-like, C. elegans) (GPSM2), mRNA.Pins; LGN 0.00422434 0.01009679 1.13276568

MRPL40 NM_003776.2 MRPL40 22 Homo sapiens mitochondrial ribosomal protein L40 (MRPL40), nuclear gene encoding mitochondrial protein, mRNA.NLVCF; URIM; MGC9400; FLJ41774; MRP-L220.00374319 0.009231 1.13275612

NCBP2 NM_007362.3 NCBP2 3 Homo sapiens nuclear cap binding protein subunit 2, 20kDa (NCBP2), transcript variant 1, mRNA.PIG55; CBP20; NIP1; CBC20.00012212 0.00066424 1.13239385

Hs.57079 HS.57079 10 Homo sapiens cDNA FLJ13267 fis, clone OVARC10009640.00054683 0.00206711 1.1314287

HIBADH NM_152740.2 HIBADH 7 Homo sapiens 3-hydroxyisobutyrate dehydrogenase (HIBADH), mRNA.MGC40361; NS5ATP10.0001661 0.00083493 1.13076647

PQLC1 NM_025078.3 PQLC1 18 Homo sapiens PQ loop repeat containing 1 (PQLC1), mRNA.FLJ22378 0.00016474 0.00083042 1.1305664

NT5DC2 NM_022908.1 NT5DC2 3 Homo sapiens 5'-nucleotidase domain containing 2 (NT5DC2), mRNA.FLJ12442 0.00847668 0.01758438 1.13036029

ASF1B NM_018154.2 ASF1B 19 Homo sapiens ASF1 anti-silencing function 1 homolog B (S. cerevisiae) (ASF1B), mRNA.FLJ10604; CIA-II0.00070059 0.00250297 1.13031236

EIF1B NM_005875.2 EIF1B 3 Homo sapiens eukaryotic translation initiation factor 1B (EIF1B), mRNA.GC20 0.00023255 0.00107366 1.13002701

ECHDC2 NM_018281.1 ECHDC2 1 Homo sapiens enoyl Coenzyme A hydratase domain containing 2 (ECHDC2), mRNA.FLJ10948 0.00399952 0.00968294 1.12998996

EIF4E2 NM_004846.2 EIF4E2 2 Homo sapiens eukaryotic translation initiation factor 4E family member 2 (EIF4E2), mRNA.EIF4EL3; 4E-LP; 4EHP; IF4e0.00699808 0.01510229 1.12969018

TRAPPC3 NM_014408.3 TRAPPC3 1 Homo sapiens trafficking protein particle complex 3 (TRAPPC3), mRNA.BET3 0.0003526 0.00147728 1.12892447

MAN2B2 NM_015274.1 MAN2B2 4 Homo sapiens mannosidase, alpha, class 2B, member 2 (MAN2B2), mRNA.KIAA0935 0.00181109 0.00523761 1.1289174

LOC346887 XM_943533.1 LOC346887 PREDICTED: Homo sapiens similar to solute carrier family 16 (monocarboxylic acid transporters), member 14 (LOC346887), mRNA.0.00112132 0.00360653 1.12886999

PIN1 NM_006221.2 PIN1 19 Homo sapiens peptidylprolyl cis/trans isomerase, NIMA-interacting 1 (PIN1), mRNA.UBL5; DOD 5.15E-05 0.00036428 1.12880269

SH3BP4 NM_014521.1 SH3BP4 2 Homo sapiens SH3-domain binding protein 4 (SH3BP4), mRNA.BOG25; TTP 0.00247955 0.00667023 1.12844563

CDR2L NM_014603.1 CDR2L 17 Homo sapiens cerebellar degeneration-related protein 2-like (CDR2L), mRNA.HUMPPA 0.00027955 0.0012325 1.12766198

FOS NM_005252.2 FOS 14 Homo sapiens v-fos FBJ murine osteosarcoma viral oncogene homolog (FOS), mRNA.c-fos 6.20E-05 0.00041343 1.12732852

CHD7 NM_017780.2 CHD7 8 Homo sapiens chromodomain helicase DNA binding protein 7 (CHD7), mRNA.FLJ20361; KIAA1416; FLJ20357; IS30.00566734 0.01274947 1.12721251

SEC13 NM_001136232.1SEC13 3 Homo sapiens SEC13 homolog (S. cerevisiae) (SEC13), transcript variant 2, mRNA.0.00055598 0.00209733 1.12714291

PTRF NM_012232.2 PTRF 17 Homo sapiens polymerase I and transcript release factor (PTRF), mRNA.FKSG13 0.00011371 0.00063243 1.12671291

CYB5R3 NM_007326.2 CYB5R3 22 Homo sapiens cytochrome b5 reductase 3 (CYB5R3), transcript variant S, mRNA.DIA1; B5R 3.85E-05 0.00029849 1.12669692

FLJ40504 NM_173624.1 FLJ40504 17 Homo sapiens hypothetical protein FLJ40504 (FLJ40504), mRNA.MGC138233; MGC1382317.07E-06 8.84E-05 1.12597771

UBE2N NM_003348.3 UBE2N 12 Homo sapiens ubiquitin-conjugating enzyme E2N (UBC13 homolog, yeast) (UBE2N), mRNA.MGC8489; MGC131857; UbcH-ben; UBC130.00051203 0.00196427 1.12597194

SNF8 NM_007241.2 SNF8 17 Homo sapiens SNF8, ESCRT-II complex subunit, homolog (S. cerevisiae) (SNF8), mRNA.VPS22; EAP30; Dot30.00695908 0.01503902 1.12563073

LOC642489 XM_925989.1 LOC642489 6 PREDICTED: Homo sapiens similar to FK506-binding protein 1A (LOC642489), mRNA.9.63E-05 0.0005638 1.12545034

APRT NM_000485.2 APRT 16 Homo sapiens adenine phosphoribosyltransferase (APRT), transcript variant 1, mRNA.MGC125857; AMP; MGC125856; DKFZp686D13177; MGC1299610.00023732 0.00108691 1.12512352

JUP NM_021991.1 JUP 17 Homo sapiens junction plakoglobin (JUP), transcript variant 2, mRNA.PKGB; CTNNG; ARVD12; PDGB; DPIII; DP30.00216183 0.00597982 1.12372822

C20orf111 NM_016470.6 C20ORF111 20 Homo sapiens chromosome 20 open reading frame 111 (C20orf111), mRNA.dJ1183I21.1; HSPC207; Perit10.00144576 0.00441238 1.12340506

SGCE NM_003919.1 SGCE 7 Homo sapiens sarcoglycan, epsilon (SGCE), transcript variant 3, mRNA.DYT11; ESG 0.00713921 0.01534591 1.12327039

GTF2H5 NM_207118.1 GTF2H5 6 Homo sapiens general transcription factor IIH, polypeptide 5 (GTF2H5), mRNA.C6orf175; TTD; TGF2H5; TTDA; TFB5; TTD-A; bA120J8.23.59E-05 0.00028384 1.12253468

LYRM1 NM_020424.2 LYRM1 16 Homo sapiens LYR motif containing 1 (LYRM1), mRNA.A211C6.1 7.83E-05 0.00048878 1.12211593

LLPH NM_032338.3 LLPH 12 Homo sapiens LLP homolog, long-term synaptic facilitation (Aplysia) (LLPH), mRNA.0.00070456 0.00251302 1.12120126

GMFB NM_004124.2 GMFB 14 Homo sapiens glia maturation factor, beta (GMFB), mRNA.GMF 0.00120662 0.0038154 1.12107194

LOC653506 XM_927769.1 LOC653506 17 PREDICTED: Homo sapiens similar to meteorin, glial cell differentiation regulator-like (LOC653506), mRNA.0.00057894 0.00217413 1.1210077

DHX40 XM_942276.1 DHX40 PREDICTED: Homo sapiens DEAH (Asp-Glu-Ala-His) box polypeptide 40, transcript variant 2 (DHX40), mRNA.0.00755029 0.01604233 1.12097422

LITAF NM_004862.2 LITAF 16 Homo sapiens lipopolysaccharide-induced TNF factor (LITAF), mRNA.MGC125274; MGC116701; CMT1C; MGC116700; SIMPLE; TP53I7; FLJ38636; PIG7; MGC125276; MGC116698; MGC1252756.59E-05 0.00043444 1.12048926

UBR4 NM_020765.1 UBR4 1 Homo sapiens ubiquitin protein ligase E3 component n-recognin 4 (UBR4), mRNA.KIAA1307; FLJ41863; ZUBR1; RBAF600; p600; RP5-1126H10.1; KIAA04620.0006607 0.0023927 1.11968915

LOC100008588NR_003286.1 LOC100008588 Homo sapiens 18S ribosomal RNA (LOC100008588), non-coding RNA.2.02E-05 0.00018663 1.11881959

COMMD6 NM_203497.1 COMMD6 13 Homo sapiens COMM domain containing 6 (COMMD6), transcript variant 1, mRNA.Acrg 1.90E-05 0.00017834 1.11850908

SNHG9 NR_003142.2 SNHG9 16 Homo sapiens small nucleolar RNA host gene 9 (non-protein coding) (SNHG9), non-coding RNA.DKFZp686N06141 7.54E-05 0.00047552 1.11839396

MIF4GD NM_020679.2 MIF4GD 17 Homo sapiens MIF4G domain containing (MIF4GD), mRNA.SLIP1; MIFD; MGC45027; AD0230.01903971 0.03313428 1.11829092

ARHGEF3 NM_019555.1 ARHGEF3 3 Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), mRNA.DKFZP434F2429; XPLN; GEF3; MGC118905; STA30.00310528 0.00794263 1.11822554

FBXO21 NM_033624.2 FBXO21 12 Homo sapiens F-box protein 21 (FBXO21), transcript variant 1, mRNA.FBX21; MGC26682; FLJ90233; DKFZp434G058; KIAA08750.01795364 0.03165994 1.11743389

PPP1CB NM_206876.1 PPP1CB 2 Homo sapiens protein phosphatase 1, catalytic subunit, beta isoform (PPP1CB), transcript variant 3, mRNA.PP-1B; PPP1CD; MGC36720.02962437 0.04666729 1.11721081

GNA11 NM_002067.1 GNA11 19 Homo sapiens guanine nucleotide binding protein (G protein), alpha 11 (Gq class) (GNA11), mRNA.GNA-11 0.00466184 0.0109451 1.11719918

TUBB2C NM_006088.5 TUBB2C 9 Homo sapiens tubulin, beta 2C (TUBB2C), mRNA.TUBB2 2.99E-05 0.0002485 1.11668987

TUBB3 NM_006086.2 TUBB3 16 Homo sapiens tubulin, beta 3 (TUBB3), mRNA.TUBB4; MC1R; beta-46.57E-05 0.0004337 1.11614403

SLC4A2 NM_003040.2 SLC4A2 7 Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte membrane protein band 3-like 1) (SLC4A2), mRNA.HKB3; NBND3; EPB3L1; AE2; BND3L0.00738003 0.0157576 1.11559276

SCARB2 NM_005506.2 SCARB2 4 Homo sapiens scavenger receptor class B, member 2 (SCARB2), mRNA.CD36L2; HLGP85; SR-BII; LIMPII0.00023544 0.00108149 1.11530422

PCMT1 NM_005389.1 PCMT1 6 Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase (PCMT1), mRNA.1.19E-05 0.0001247 1.11493833

EHD1 NM_006795.2 EHD1 11 Homo sapiens EH-domain containing 1 (EHD1), mRNA.PAST1; PAST; HPAST1; FLJ42622; FLJ44618; H-PAST0.01140281 0.02227678 1.11449859

C7orf50 NM_032350.3 C7ORF50 7 Homo sapiens chromosome 7 open reading frame 50 (C7orf50), mRNA.MGC11257; YCR016W0.00016901 0.00084487 1.11419985

LOC100133565XM_001724542.1LOC100133565 PREDICTED: Homo sapiens similar to hCG23738 (LOC100133565), mRNA.0.00024473 0.00111286 1.11394147



2.0 Upreg

CENPE NM_001813.2 CENPE 4 Homo sapiens centromere protein E, 312kDa (CENPE), mRNA.KIF10 0.01076426 0.02127792 1.11380997

ARL2 NM_001667.1 ARL2 11 Homo sapiens ADP-ribosylation factor-like 2 (ARL2), mRNA.ARFL2 0.00094928 0.00315788 1.11347778

SREBF1 NM_004176.3 SREBF1 17 Homo sapiens sterol regulatory element binding transcription factor 1 (SREBF1), transcript variant 2, mRNA.SREBP1 0.00794693 0.01669578 1.11345568

MRLC2 NM_033546.2 MRLC2 18 Homo sapiens myosin regulatory light chain MRLC2 (MRLC2), mRNA.MLC-B 1.11E-05 0.00011961 1.1133582

DYNLRB1 NM_014183.2 DYNLRB1 20 Homo sapiens dynein, light chain, roadblock-type 1 (DYNLRB1), mRNA.BLP; ROBLD1; BITH; DNLC2A; DNCL2A0.00098733 0.00325554 1.11275688

LOC648390 XR_037845.1 LOC648390 2 PREDICTED: Homo sapiens misc_RNA (LOC648390), miscRNA.0.00029677 0.00128753 1.11272196

NCOA4 NM_005437.1 NCOA4 10 Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA.RFG; ARA70; DKFZp762E1112; PTC3; ELE10.00017512 0.00086982 1.11181972

CHMP1A NM_002768.1 CHMP1A 16 Homo sapiens chromatin modifying protein 1A (CHMP1A), transcript variant 2, mRNA.CHMP1A; CHMP1; PCOLN3; KIAA0047; PRSM10.00320844 0.00815276 1.11127757

GCAT NM_014291.2 GCAT 22 Homo sapiens glycine C-acetyltransferase (2-amino-3-ketobutyrate coenzyme A ligase) (GCAT), nuclear gene encoding mitochondrial protein, mRNA.MGC23053; KBL0.00047005 0.00183826 1.11081643

HSBP1 NM_001537.2 HSBP1 16 Homo sapiens heat shock factor binding protein 1 (HSBP1), mRNA.DKFZp686D1664; NPC-A-13; DKFZp686O242000.00018834 0.00091745 1.11009565

LOC644743 XM_945181.1 LOC644743 1 PREDICTED: Homo sapiens hypothetical LOC644743 (LOC644743), mRNA.3.79E-05 0.00029522 1.10983916

GLO1 NM_006708.1 GLO1 6 Homo sapiens glyoxalase I (GLO1), mRNA.GLYI; GLOD1 4.94E-05 0.00035468 1.10957503

KRT8 NM_002273.2 KRT8 12 Homo sapiens keratin 8 (KRT8), mRNA.CYK8; KO; K8; K2C8; CK8; CARD20.0006213 0.00228893 1.10952443

C21orf24 NM_001001789.1C21ORF24 21 Homo sapiens chromosome 21 open reading frame 24 (C21orf24), mRNA.0.00096983 0.00320854 1.10922791

GAMT NM_138924.1 GAMT 19 Homo sapiens guanidinoacetate N-methyltransferase (GAMT), transcript variant 2, mRNA.TP53I2; PIG2 0.00173425 0.00507889 1.10918851

RAP1GAP NM_002885.1 RAP1GAP 1 Homo sapiens RAP1 GTPase activating protein (RAP1GAP), mRNA.KIAA0474; Rap1GAP1; RAP1GA1; rap1GAPII0.01476572 0.02722665 1.10869231

HMG20B NM_006339.1 HMG20B 19 Homo sapiens high-mobility group 20B (HMG20B), mRNA.SMARCE1r; FLJ26127; HMGX2; pp8857; PP7706; BRAF35; SOXL; BRAF250.00029336 0.00127528 1.10839944

NBL1 NM_182744.1 NBL1 1 Homo sapiens neuroblastoma, suppression of tumorigenicity 1 (NBL1), transcript variant 1, mRNA.D1S1733E; NO3; DAND1; DAN; NB; MGC89720.00050403 0.00194246 1.10821403

UBE1 NM_153280.1 UBE1 X Homo sapiens ubiquitin-activating enzyme E1 (UBE1), transcript variant 2, mRNA.UBA1A; A1S9; A1ST; UBE1X; MGC4781; A1S9T; UBA1; GXP10.00205693 0.00576746 1.10790738

TST NM_003312.4 TST 22 Homo sapiens thiosulfate sulfurtransferase (rhodanese) (TST), nuclear gene encoding mitochondrial protein, mRNA.MGC19578; RDS0.00014549 0.00075652 1.10765819

TALDO1 XM_938697.1 TALDO1 PREDICTED: Homo sapiens transaldolase 1 (TALDO1), mRNA.9.40E-05 0.00055404 1.10763626

SOX9 NM_000346.2 SOX9 17 Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dysplasia, autosomal sex-reversal) (SOX9), mRNA.CMPD1; CMD1; SRA10.00087936 0.00296891 1.10715419

RPA3 NM_002947.3 RPA3 7 Homo sapiens replication protein A3, 14kDa (RPA3), mRNA.REPA3 0.00027642 0.00122168 1.105592

CCND1 NM_053056.1 CCND1 11 Homo sapiens cyclin D1 (CCND1), mRNA.PRAD1; D11S287E; BCL1; U21B315.09E-05 0.00036167 1.10465962

CHMP5 NM_016410.2 CHMP5 9 Homo sapiens chromatin modifying protein 5 (CHMP5), mRNA.C9orf83; SNF7DC2; CGI-34; PNAS-2; HSPC1770.00022362 0.00104529 1.10458323

MGC71993 NM_001004333.1MGC71993 Homo sapiens similar to DNA segment, Chr 11, Brigham & Womens Genetics 0434 expressed (MGC71993), mRNA.0.00129577 0.00403622 1.10404461

FAM104A NM_032837.1 FAM104A 17 Homo sapiens family with sequence similarity 104, member A (FAM104A), mRNA.FLJ14775 0.00101921 0.00334546 1.10397839

HEXB NM_000521.2 HEXB 5 Homo sapiens hexosaminidase B (beta polypeptide) (HEXB), mRNA.ENC-1AS 9.23E-05 0.00054659 1.10299323

CTNNBL1 NM_030877.3 CTNNBL1 20 Homo sapiens catenin, beta like 1 (CTNNBL1), mRNA.C20orf33; NAP; P14L; NYD-SP19; dJ633O20.1; PP8304; FLJ211080.0061261 0.01359299 1.10274245

HMGB3 NM_005342.2 HMGB3 X Homo sapiens high-mobility group box 3 (HMGB3), mRNA.MGC90319; HMG4; HMG2A0.01437905 0.02668116 1.10255412

GUSB NM_000181.1 GUSB 7 Homo sapiens glucuronidase, beta (GUSB), mRNA.MPS7; FLJ394450.01508944 0.02767332 1.10193542

AP1M1 NM_032493.2 AP1M1 19 Homo sapiens adaptor-related protein complex 1, mu 1 subunit (AP1M1), mRNA.MU-1A; CLAPM2; CLTNM; AP470.00277812 0.00730702 1.10173593

C17orf61 NM_152766.2 C17ORF61 17 Homo sapiens chromosome 17 open reading frame 61 (C17orf61), mRNA.MGC40107 5.93E-05 0.00040059 1.10109429

MAN1B1 NM_016219.2 MAN1B1 9 Homo sapiens mannosidase, alpha, class 1B, member 1 (MAN1B1), mRNA.MANA-ER 0.00742117 0.01582988 1.10107754

RAB26 NM_014353.4 RAB26 16 Homo sapiens RAB26, member RAS oncogene family (RAB26), mRNA.V46133 0.00749892 0.01595503 1.10041738

CALR NM_004343.2 CALR 19 Homo sapiens calreticulin (CALR), mRNA.FLJ26680; cC1qR; RO; SSA0.00245167 0.00661489 1.10005082

CAPZA2 NM_006136.2 CAPZA2 7 Homo sapiens capping protein (actin filament) muscle Z-line, alpha 2 (CAPZA2), mRNA.CAPZ; CAPPA2 0.00076054 0.00265943 1.099826

TOMM20 NM_014765.2 TOMM20 1 Homo sapiens translocase of outer mitochondrial membrane 20 homolog (yeast) (TOMM20), nuclear gene encoding mitochondrial protein, mRNA.0.00023753 0.00108695 1.09958195

RNASEK NM_001004333.3RNASEK 17 Homo sapiens ribonuclease, RNase K (RNASEK), mRNA.MGC71993 0.0005845 0.00218743 1.0995481

COX6A1 NM_004373.2 COX6A1 12 Homo sapiens cytochrome c oxidase subunit VIa polypeptide 1 (COX6A1), nuclear gene encoding mitochondrial protein, mRNA.COX6AL; COX6A; MGC1045000.00030921 0.00133143 1.09952378

PRCP NM_005040.2 PRCP 11 Homo sapiens prolylcarboxypeptidase (angiotensinase C) (PRCP), transcript variant 1, mRNA.HUMPCP; PCP; MGC22020.00019283 0.00093557 1.09862052

TBCB NM_001281.2 TBCB 19 Homo sapiens tubulin folding cofactor B (TBCB), mRNA.CG22; MGC14625; CKAPI; CKAP10.00128235 0.00400478 1.09799134

TMEM66 NM_016127.4 TMEM66 8 Homo sapiens transmembrane protein 66 (TMEM66), mRNA.FLJ22274; FOAP-7; MGC8721; HSPC035; XTP30.00019392 0.00093919 1.09673776

BLVRB NM_000713.1 BLVRB Homo sapiens biliverdin reductase B (flavin reductase (NADPH)) (BLVRB), mRNA.BVRB; MGC117413; FLR0.02923122 0.04623562 1.09670248

TMEM59 NM_004872.3 TMEM59 1 Homo sapiens transmembrane protein 59 (TMEM59), mRNA.FLJ42977; C1orf8; HSPC0010.0013039 0.00405457 1.09635372

DYNC1H1 NM_001376.2 DYNC1H1 14 Homo sapiens dynein, cytoplasmic 1, heavy chain 1 (DYNC1H1), mRNA.DNECL; DNCH1; HL-3; DYHC; Dnchc1; KIAA0325; DNCL; p22; DHC1a; DHC10.00088783 0.00299285 1.0961894

LOC374395 NM_199337.1 LOC374395 11 Homo sapiens similar to RIKEN cDNA 1810059G22 (LOC374395), mRNA.0.00020995 0.00099858 1.09592365

SIVA1 NM_021709.2 SIVA1 14 Homo sapiens SIVA1, apoptosis-inducing factor (SIVA1), transcript variant 2, mRNA.SIVA; CD27BP; Siva-2; Siva-10.00011219 0.00062689 1.09504844

ADRM1 NM_175573.1 ADRM1 20 Homo sapiens adhesion regulating molecule 1 (ADRM1), transcript variant 2, mRNA.Rpn13; GP110; MGC295360.00029802 0.00129192 1.09503706

APEH NM_001640.3 APEH 3 Homo sapiens N-acylaminoacyl-peptide hydrolase (APEH), mRNA.D3S48E; APH; ACPH; OPH; MGC2178; DNF15S2; D3F15S20.00058675 0.00219434 1.0947027

LOC401115 XM_937968.1 LOC401115 PREDICTED: Homo sapiens hypothetical gene supported by BC038466; BC062790 (LOC401115), mRNA.5.13E-05 0.00036378 1.09447772

AMZ2 NM_016627.4 AMZ2 17 Homo sapiens archaelysin family metallopeptidase 2 (AMZ2), transcript variant 2, mRNA.0.00148398 0.00450751 1.09441215

RING1 NM_002931.3 RING1 6 Homo sapiens ring finger protein 1 (RING1), mRNA.RNF1 4.89E-05 0.00035234 1.09421485

SERPINE2 NM_006216.2 SERPINE2 2 Homo sapiens serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type 1), member 2 (SERPINE2), mRNA.PI7; GDN; PNI; PN13.88E-05 0.00030035 1.09400396

COPB2 NM_004766.1 COPB2 3 Homo sapiens coatomer protein complex, subunit beta 2 (beta prime) (COPB2), mRNA.beta'-COP 0.00353049 0.0088003 1.09392939

LOC643384 XR_016363.2 LOC643384 4 PREDICTED: Homo sapiens hypothetical LOC643384 (LOC643384), mRNA.0.02380998 0.0395668 1.0934836

MAD2L2 NM_006341.2 MAD2L2 1 Homo sapiens MAD2 mitotic arrest deficient-like 2 (yeast) (MAD2L2), mRNA.REV7; MAD2B 0.00022446 0.00104831 1.09256864

NOSIP NM_015953.3 NOSIP 19 Homo sapiens nitric oxide synthase interacting protein (NOSIP), mRNA.CGI-25 4.58E-05 0.00033804 1.09252003

COMMD3 NM_012071.2 COMMD3 10 Homo sapiens COMM domain containing 3 (COMMD3), mRNA.C10orf8; DKFZp686K0399; BUP; FLJ454710.00048356 0.00187689 1.09243197

GYG1 NM_004130.2 GYG1 3 Homo sapiens glycogenin 1 (GYG1), mRNA.GYG 0.00325087 0.00822979 1.09207143

MGC40489 XM_935208.1 MGC40489 17 PREDICTED: Homo sapiens hypothetical protein MGC40489 (MGC40489), misc RNA.0.02277362 0.03815968 1.09155475

AIF1L NM_031426.2 AIF1L 9 Homo sapiens allograft inflammatory factor 1-like (AIF1L), transcript variant 1, mRNA.MGC29466; FLJ12783; IBA20.00040509 0.00164089 1.09120209

RPS4Y1 NM_001008.3 RPS4Y1 Y Homo sapiens ribosomal protein S4, Y-linked 1 (RPS4Y1), mRNA.RPS4Y; MGC119100; MGC50700.00083748 0.00286219 1.09106901

UBB NM_018955.2 UBB 17 Homo sapiens ubiquitin B (UBB), mRNA.FLJ25987; MGC83850.00205884 0.00577135 1.0908861

HLA-A NM_002116.5 HLA-A 6 Homo sapiens major histocompatibility complex, class I, A (HLA-A), mRNA.3.14E-05 0.00025723 1.09078742

SDHAF2 NM_017841.1 SDHAF2 11 Homo sapiens succinate dehydrogenase complex assembly factor 2 (SDHAF2), mRNA.FLJ20487 0.00233223 0.00635095 1.09069116

RAB10 NM_016131.2 RAB10 2 Homo sapiens RAB10, member RAS oncogene family (RAB10), mRNA.0.00035749 0.00149201 1.09065941

CENPB NM_001810.5 CENPB 20 Homo sapiens centromere protein B, 80kDa (CENPB), mRNA.0.01861233 0.03252594 1.0906379

ATP5D NM_001687.4 ATP5D 19 Homo sapiens ATP synthase, H+ transporting, mitochondrial F1 complex, delta subunit (ATP5D), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.0.00146677 0.00446273 1.09061038

CYCSL1 NR_001561.1 CYCSL1 6 Homo sapiens cytochrome c, somatic-like 1 (CYCSL1) on chromosome 6.HS11; bA513I15.3; HCP150.00092306 0.00309243 1.09029625



2.0 Upreg

LOC642934 XM_931177.1 LOC642934 PREDICTED: Homo sapiens hypothetical LOC642934 (LOC642934), mRNA.0.02245801 0.03775308 1.09023253

YTHDF1 NM_017798.2 YTHDF1 20 Homo sapiens YTH domain family, member 1 (YTHDF1), mRNA.C20orf21; FLJ203910.01085332 0.0214189 1.09022014

SLC35B2 NM_178148.1 SLC35B2 6 Homo sapiens solute carrier family 35, member B2 (SLC35B2), mRNA.UGTrel4; SLL; PAPST10.00698467 0.01507935 1.09011636

NDUFB3 NM_002491.1 NDUFB3 2 Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3, 12kDa (NDUFB3), mRNA.B12 6.90E-05 0.00044649 1.09009229

C1orf41 NM_016126.1 C1ORF41 1 Homo sapiens chromosome 1 open reading frame 41 (C1orf41), mRNA.HSPCO34; PP250.02380006 0.03955636 1.08983202

RHOQ NM_012249.2 RHOQ 2 Homo sapiens ras homolog gene family, member Q (RHOQ), mRNA.ARHQ; RASL7A; TC10; TC10A0.01712888 0.03052248 1.08946984

NXN NM_022463.3 NXN 17 Homo sapiens nucleoredoxin (NXN), mRNA.TRG-4; FLJ126140.00455779 0.01076126 1.08853867

GTF2A2 NM_004492.1 GTF2A2 15 Homo sapiens general transcription factor IIA, 2, 12kDa (GTF2A2), mRNA.TF2A2; HsT18745; TFIIA0.00026291 0.00117245 1.08818099

UNC84B NM_015374.1 UNC84B 22 Homo sapiens unc-84 homolog B (C. elegans) (UNC84B), mRNA.KIAA0668; MGC133055; SUN2; MGC1330560.00279365 0.00733014 1.08746864

POMP NM_015932.2 POMP 13 Homo sapiens proteasome maturation protein (POMP), mRNA.UMP1; HSPC014; PNAS-110; C13orf120.00085504 0.0029112 1.08728415

GPT2 NM_133443.1 GPT2 16 Homo sapiens glutamic pyruvate transaminase (alanine aminotransferase) 2 (GPT2), mRNA.ALT2 0.01312483 0.02482003 1.08708639

CALM3 NM_005184.2 CALM3 19 Homo sapiens calmodulin 3 (phosphorylase kinase, delta) (CALM3), mRNA.PHKD; PHKD3 8.10E-05 0.0004987 1.08695011

CAPZB NM_004930.2 CAPZB 1 Homo sapiens capping protein (actin filament) muscle Z-line, beta (CAPZB), mRNA.CAPB; MGC104401; MGC129749; MGC129750; CAPZ; CAPPB0.00750705 0.01596919 1.08674283

TCEB2 NM_007108.2 TCEB2 16 Homo sapiens transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B) (TCEB2), transcript variant 1, mRNA.SIII 0.00029165 0.00126991 1.08667259

OCIAD2 NM_152398.2 OCIAD2 4 Homo sapiens OCIA domain containing 2 (OCIAD2), transcript variant 2, mRNA.DKFZp686C03164; MGC454160.00094073 0.00313326 1.08647946

VKORC1 NM_024006.4 VKORC1 16 Homo sapiens vitamin K epoxide reductase complex, subunit 1 (VKORC1), transcript variant 1, mRNA.MST134; EDTP308; IMAGE3455200; VKCFD2; FLJ00289; MST576; MGC2694; VKOR0.00049176 0.00190533 1.08636043

PTP4A2 XM_944909.1 PTP4A2 PREDICTED: Homo sapiens protein tyrosine phosphatase type IVA, member 2, transcript variant 6 (PTP4A2), mRNA.0.00292787 0.00761246 1.08620914

LAMP1 NM_005561.2 LAMP1 13 Homo sapiens lysosomal-associated membrane protein 1 (LAMP1), mRNA.LGP120; LAMPA; CD107a0.00016292 0.00082238 1.08608652

TMEM106C NM_024056.2 TMEM106C 12 Homo sapiens transmembrane protein 106C (TMEM106C), mRNA.MGC5576; MGC1112100.00078934 0.00273202 1.08535716

KPNA2 XM_930156.1 KPNA2 17 Homo sapiens karyopherin alpha 2 (RAG cohort 1, importin alpha 1) (KPNA2), mRNA. XM_001133262 XM_001133265 XM_001133267 XM_001133271RCH1; IPOA1; SRP1alpha; QIP20.00529516 0.01208479 1.08491053

PSMD1 NM_002807.2 PSMD1 2 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 1 (PSMD1), mRNA.S1; MGC133041; P112; MGC1330400.00180279 0.005215 1.08377217

COX6C NM_004374.2 COX6C 8 Homo sapiens cytochrome c oxidase subunit VIc (COX6C), mRNA.0.00358218 0.00890057 1.08374247

CDC37 NM_007065.3 CDC37 19 Homo sapiens cell division cycle 37 homolog (S. cerevisiae) (CDC37), mRNA.P50CDC37 0.00021942 0.00103052 1.08370578

LDLR NM_000527.2 LDLR 19 Homo sapiens low density lipoprotein receptor (familial hypercholesterolemia) (LDLR), mRNA.FHC; FH 0.00049851 0.00192599 1.08301626

FAM46A NM_017633.1 FAM46A 6 Homo sapiens family with sequence similarity 46, member A (FAM46A), mRNA.XTP11; C6orf37; FLJ20037; FLJ314950.00870381 0.01796638 1.08238008

CCDC130 NM_030818.2 CCDC130 19 Homo sapiens coiled-coil domain containing 130 (CCDC130), mRNA.MGC10471 0.00573305 0.01287597 1.08234288

TXNDC12 NM_015913.2 TXNDC12 1 Homo sapiens thioredoxin domain containing 12 (endoplasmic reticulum) (TXNDC12), mRNA.AGR1; ERP19; TLP19; hAG-1; ERP180.00117456 0.00374235 1.08222321

FAM83D NM_030919.1 FAM83D 20 Homo sapiens family with sequence similarity 83, member D (FAM83D), mRNA.C20orf129; FLJ38341; dJ616B8.30.01344445 0.02530556 1.08213893

LOC644914 XM_001128558.2LOC644914 PREDICTED: Homo sapiens similar to H3 histone, family 3B (LOC644914), mRNA.0.00124346 0.00390011 1.08205161

LMTK3 XM_936372.1 LMTK3 PREDICTED: Homo sapiens lemur tyrosine kinase 3 (LMTK3), mRNA.0.00061694 0.00227747 1.08132563

CISD1 NM_018464.2 CISD1 10 Homo sapiens CDGSH iron sulfur domain 1 (CISD1), mRNA.C10orf70; MDS029; mitoNEET; ZCD1; MGC146840.00118102 0.00375522 1.0798685

ANXA2P1 NR_001562.1 ANXA2P1 4 Homo sapiens annexin A2 pseudogene 1 (ANXA2P1) on chromosome 4.LPC2A; ANX2L1; ANX2P10.00056239 0.00211783 1.07982167

PPP2R2A NM_002717.2 PPP2R2A 8 Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B, alpha isoform (PPP2R2A), mRNA.MGC52248; FLJ26613; PR55A; B55A; PR52A0.01517886 0.02779041 1.07965765

CFD NM_001928.2 CFD 19 Homo sapiens complement factor D (adipsin) (CFD), mRNA.DF; ADN; PFD 0.00051581 0.00197388 1.07837273

C16orf58 NM_022744.1 C16ORF58 16 Homo sapiens chromosome 16 open reading frame 58 (C16orf58), mRNA.FLJ13868 0.01307108 0.0247442 1.07752048

LOC124512 XM_940962.1 LOC124512 PREDICTED: Homo sapiens hypothetical protein LOC124512 (LOC124512), mRNA.0.00306887 0.00787171 1.07730712

NDUFA4 NM_002489.2 NDUFA4 7 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4, 9kDa (NDUFA4), nuclear gene encoding mitochondrial protein, mRNA.FLJ27440; MGC126843; CI-MLRQ; MLRQ; MGC126845; MGC1044220.00044288 0.00175663 1.07696064

SF3B14 NM_016047.3 SF3B14 2 Homo sapiens splicing factor 3B, 14 kDa subunit (SF3B14), mRNA.Ht006; SF3B14a; SAP14; CGI-110; HSPC175; P140.00122085 0.00384697 1.07658743

PDXK NM_003681.3 PDXK 21 Homo sapiens pyridoxal (pyridoxine, vitamin B6) kinase (PDXK), mRNA.PKH; MGC52346; FLJ31940; MGC15873; C21orf97; DKFZp566A071; MGC31754; PRED79; FLJ37311; PNK; C21orf1240.01636112 0.02951737 1.07649174

MLEC NM_014730.2 MLEC 12 Homo sapiens malectin (MLEC), mRNA.0.00336038 0.00844407 1.07596231

COX4I1 NM_001861.2 COX4I1 16 Homo sapiens cytochrome c oxidase subunit IV isoform 1 (COX4I1), mRNA.MGC72016; COXIV; COX40.00064223 0.00234849 1.07557995

TERF2 NM_005652.2 TERF2 16 Homo sapiens telomeric repeat binding factor 2 (TERF2), mRNA.TRBF2; TRF2 0.01879481 0.03278157 1.07530157

SAMM50 NM_015380.3 SAMM50 22 Homo sapiens sorting and assembly machinery component 50 homolog (S. cerevisiae) (SAMM50), mRNA.OMP85; TOB55; YNL026W; CGI-51; SAM50; TRG-30.00953613 0.01933557 1.07517915

CCNI NM_006835.2 CCNI 4 Homo sapiens cyclin I (CCNI), mRNA.CYC1; CYI 0.00053246 0.00202619 1.07515218

TYK2 NM_003331.3 TYK2 19 Homo sapiens tyrosine kinase 2 (TYK2), mRNA.JTK1 0.02979995 0.04687594 1.07431628

NUCB1 NM_006184.3 NUCB1 19 Homo sapiens nucleobindin 1 (NUCB1), mRNA.DKFZp686A15286; NUC; FLJ404710.00292836 0.00761192 1.0731799

CNN3 NM_001839.2 CNN3 1 Homo sapiens calponin 3, acidic (CNN3), mRNA.0.00396392 0.00962895 1.07301083

MGEA5 NM_012215.1 MGEA5 10 Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), mRNA.MEA5; FLJ23355; NCOAT; FLJ11229; KIAA06790.00250929 0.00672196 1.07251388

LOC440926 NR_002315.1 LOC440926 2 Homo sapiens H3 histone, family 3A pseudogene (LOC440926), non-coding RNA.0.00818028 0.01710994 1.07231477

EDF1 NM_003792.2 EDF1 9 Homo sapiens endothelial differentiation-related factor 1 (EDF1), transcript variant alpha, mRNA.EDF-1; MBF1; MGC90580.00162643 0.00483613 1.071926

MRPL33 NM_004891.2 MRPL33 2 Homo sapiens mitochondrial ribosomal protein L33 (MRPL33), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.C2orf1; RPL33L; MGC23922; MGC111093; MGC136940.00067435 0.00242836 1.07026884

TIPARP NM_015508.2 TIPARP 3 Homo sapiens TCDD-inducible poly(ADP-ribose) polymerase (TIPARP), mRNA.PARP-7; PARP-1; FLJ40466; DDF1; DKFZp686P1838; DKFZp686N0351; PARP7; DKFZP434J2140.02432945 0.04023318 1.06904664

RPS23 NM_001025.4 RPS23 5 Homo sapiens ribosomal protein S23 (RPS23), mRNA.FLJ35016 0.01944897 0.03371155 1.06874925

SLC44A1 NM_080546.2 SLC44A1 9 Homo sapiens solute carrier family 44, member 1 (SLC44A1), mRNA.RP11-287A8.1; CHTL1; CD92; CDW92; CTL10.02228701 0.0375411 1.06849487

PSMB1 NM_002793.2 PSMB1 6 Homo sapiens proteasome (prosome, macropain) subunit, beta type, 1 (PSMB1), mRNA.FLJ25321; KIAA1838; HC5; PSC5; PMSB10.02137031 0.03632352 1.06806618

MARCKSL1 NM_023009.4 MARCKSL1 1 Homo sapiens MARCKS-like 1 (MARCKSL1), mRNA.F52; MACMARCKS; MLP; MLP1; MRP0.00567416 0.01276217 1.06804815

C19orf22 NM_138774.2 C19ORF22 19 Homo sapiens chromosome 19 open reading frame 22 (C19orf22), mRNA.MGC16353 0.03123889 0.04855611 1.06797541

LOC729279 XR_039753.1 LOC729279 PREDICTED: Homo sapiens misc_RNA (LOC729279), miscRNA.0.01122415 0.021991 1.06761798

DENR NM_003677.3 DENR 12 Homo sapiens density-regulated protein (DENR), mRNA.DRP; DRP1; SMAP-30.00768925 0.01627078 1.06743582

TXNDC17 NM_032731.2 TXNDC17 17 Homo sapiens thioredoxin domain containing 17 (TXNDC17), mRNA.TRP14; MGC14353; TXNL50.00038788 0.00158418 1.06646262

DNAJB6 NM_005494.2 DNAJB6 7 Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), transcript variant 2, mRNA.DKFZp566D0824; HSJ-2; MGC117297; HSJ2; MRJ; HHDJ1; FLJ42837; MSJ-1; DnaJ; MGC11520.02081365 0.03557207 1.06564079

PRDX4 NM_006406.1 PRDX4 X Homo sapiens peroxiredoxin 4 (PRDX4), mRNA.PRX-4; AOE37-20.00797177 0.01673178 1.06449293

DCXR NM_016286.2 DCXR 17 Homo sapiens dicarbonyl/L-xylulose reductase (DCXR), mRNA.P34H; HCRII; HCR2; KIDCR; DCR0.00587733 0.01314568 1.06420788

LOC730288 XM_001126276.1LOC730288 7 PREDICTED: Homo sapiens similar to 40S ribosomal protein S28 (LOC730288), mRNA.0.00405702 0.00978076 1.06351234

LTA4H NM_000895.1 LTA4H 12 Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA.0.01050981 0.02088129 1.06265

SNX3 NM_152828.2 SNX3 6 Homo sapiens sorting nexin 3 (SNX3), transcript variant 3, mRNA.SDP3; MGC17570; SNX3A0.00209188 0.00583088 1.06221951

RPL11 NM_000975.2 RPL11 1 Homo sapiens ribosomal protein L11 (RPL11), mRNA.GIG34 0.00293562 0.00762348 1.06138031

ACTN4 NM_004924.3 ACTN4 19 Homo sapiens actinin, alpha 4 (ACTN4), mRNA.DKFZp686K23158; FSGS1; FSGS0.02093285 0.03573084 1.06096883

RAC1 NM_198829.1 RAC1 7 Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding protein Rac1) (RAC1), transcript variant Rac1c, mRNA.MGC111543; MIG5; TC-25; p21-Rac10.01089363 0.02147896 1.06010718

FLJ35390 NR_024416.1 FLJ35390 7 Homo sapiens hypothetical LOC255031 (FLJ35390), transcript variant 1, non-coding RNA.0.0283122 0.04515659 1.06006962



2.0 Upreg

GLG1 NM_012201.4 GLG1 16 Homo sapiens golgi apparatus protein 1 (GLG1), mRNA.CFR-1; FLJ23319; MG160; FLJ23967; MG-160; ESL-10.00245079 0.00661414 1.05999532

JUND NM_005354.2 JUND 19 Homo sapiens jun D proto-oncogene (JUND), mRNA.0.00359468 0.00892347 1.05944043

CAP1 NM_006367.2 CAP1 1 Homo sapiens CAP, adenylate cyclase-associated protein 1 (yeast) (CAP1), mRNA.CAP1-PEN; CAP 0.00125019 0.0039167 1.05880848

TMBIM6 NM_003217.1 TMBIM6 12 Homo sapiens transmembrane BAX inhibitor motif containing 6 (TMBIM6), transcript variant 1, mRNA.BI-1; TMBIM6 0.00122504 0.00385346 1.05823603

LOC646942 XR_016892.2 LOC646942 7 PREDICTED: Homo sapiens misc_RNA (LOC646942), miscRNA.0.02292538 0.03837257 1.05814482

SLC20A1 NM_005415.3 SLC20A1 2 Homo sapiens solute carrier family 20 (phosphate transporter), member 1 (SLC20A1), mRNA.Glvr-1; PiT-1; FLJ41426; GLVR1; PIT1; DKFZp686J23970.00728235 0.01557657 1.05766527

RPS10 NM_001014.3 RPS10 6 Homo sapiens ribosomal protein S10 (RPS10), mRNA.MGC88819 0.01444315 0.02677723 1.05744572

ANXA2 NM_001002858.1ANXA2 15 Homo sapiens annexin A2 (ANXA2), transcript variant 1, mRNA.P36; LPC2D; ANX2L4; ANX2; PAP-IV; CAL1H; LIP2; LPC20.00051156 0.00196314 1.05704989

NDUFA12 NM_018838.3 NDUFA12 12 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 12 (NDUFA12), mRNA.DAP13; B17.2 0.00707296 0.01522761 1.05653109

CST3 NM_000099.2 CST3 20 Homo sapiens cystatin C (CST3), mRNA.MGC117328 0.00797013 0.01673157 1.05468991

PTPLAD1 XM_941966.1 PTPLAD1 15 Homo sapiens protein tyrosine phosphatase-like A domain containing 1 (PTPLAD1), mRNA.B-IND1; HSPC121; FLJ903760.01146235 0.02238505 1.05418763

C20orf43 NM_016407.1 C20ORF43 20 Homo sapiens chromosome 20 open reading frame 43 (C20orf43), mRNA.HSPC164; SHUJUN-3; CDAO50.00647841 0.01420935 1.05399831

EMD NM_000117.1 EMD X Homo sapiens emerin (Emery-Dreifuss muscular dystrophy) (EMD), mRNA.STA; EDMD 0.01682393 0.03015213 1.05395856

MAPRE1 NM_012325.1 MAPRE1 20 Homo sapiens microtubule-associated protein, RP/EB family, member 1 (MAPRE1), mRNA.EB1; MGC129946; MGC1173740.01207469 0.02327558 1.05308134

KIAA0174 NM_014761.2 KIAA0174 16 Homo sapiens KIAA0174 (KIAA0174), mRNA.MGC117220 0.01220353 0.02346982 1.05172262

UBA1 NM_003334.3 UBA1 X Homo sapiens ubiquitin-like modifier activating enzyme 1 (UBA1), transcript variant 1, mRNA.UBA1A; A1S9; A1ST; UBE1X; MGC4781; A1S9T; UBE1; GXP10.00846559 0.01757816 1.05167964

CDKN2AIPNL NM_080656.1 CDKN2AIPNL 5 Homo sapiens CDKN2A interacting protein N-terminal like (CDKN2AIPNL), mRNA.MGC13017 0.00165632 0.00489419 1.05089434

LOC730740 XM_930111.1 LOC730740 PREDICTED: Homo sapiens similar to H3 histone, family 3B (LOC730740), mRNA.0.00560856 0.01265128 1.04984224

LY6E NM_002346.1 LY6E 8 Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mRNA.TSA-1; RIGE; RIG-E; SCA2; SCA-20.01722213 0.0306334 1.04889312

PPP6C NM_002721.3 PPP6C 9 Homo sapiens protein phosphatase 6, catalytic subunit (PPP6C), mRNA.0.0250094 0.04108256 1.04839667

SHFM1 NM_006304.1 SHFM1 7 Homo sapiens split hand/foot malformation (ectrodactyly) type 1 (SHFM1), mRNA.SHSF1; DSS1; SHFD1; Shfdg1; ECD; SEM10.00856116 0.0177258 1.04815334

RHOA NM_001664.2 RHOA 3 Homo sapiens ras homolog gene family, member A (RHOA), mRNA.RHO12; RHOH12; ARHA; ARH120.00732811 0.01566521 1.04560153

SDF2L1 NM_022044.2 SDF2L1 22 Homo sapiens stromal cell-derived factor 2-like 1 (SDF2L1), mRNA.0.01955479 0.03386797 1.04554829

RAC2 NM_002872.3 RAC2 22 Homo sapiens ras-related C3 botulinum toxin substrate 2 (rho family, small GTP binding protein Rac2) (RAC2), mRNA.Gx; EN-7; HSPC0220.02337614 0.03896501 1.04386127

CDK5RAP3 NM_176096.1 CDK5RAP3 17 Homo sapiens CDK5 regulatory subunit associated protein 3 (CDK5RAP3), mRNA.MST016; LZAP; HSF-27; IC53; C53; OK/SW-cl.1140.03137469 0.04868363 1.04329345

DSTN NM_006870.3 DSTN 20 Homo sapiens destrin (actin depolymerizing factor) (DSTN), transcript variant 1, mRNA.ACTDP; bA462D18.2; ADF0.0295414 0.04659738 1.04265939

FAT1 NM_005245.3 FAT1 4 Homo sapiens FAT tumor suppressor homolog 1 (Drosophila) (FAT1), mRNA.ME5; hFat1; CDHF7; FAT10.00934072 0.01901742 1.04105619

FSCN1 NM_003088.2 FSCN1 7 Homo sapiens fascin homolog 1, actin-bundling protein (Strongylocentrotus purpuratus) (FSCN1), mRNA.FLJ38511; SNL; p550.02978239 0.04686188 1.04020723
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PKD1 NM_001009944.1PKD1 16 Homo sapiens polycystic kidney disease 1 (autosomal dominant) (PKD1), transcript variant 1, mRNA.PBP 0.00572608 0.00714255 2070.63461

SLC6A17 NM_001010898.1SLC6A17 1 Homo sapiens solute carrier family 6, member 17 (SLC6A17), mRNA.NTT4 0.01889508 0.01961958 539.914666

TFPT NM_013342.1 TFPT 19 Homo sapiens TCF3 (E2A) fusion partner (in childhood Leukemia) (TFPT), mRNA.FB1; amida 0.00816312 0.00965663 206.548416

Hs.578356 HS.578356 14 602135270F1 NIH_MGC_81 Homo sapiens cDNA clone IMAGE:4290208 5, mRNA sequence0.03070181 0.02953055 182.272487

Hs.579070 HS.579070 17 DA481142 ERLTF1 Homo sapiens cDNA clone ERLTF1000182 5, mRNA sequence0.02354257 0.02373736 110.482964

SNORA3 NR_002580.1 SNORA3 11 Homo sapiens small nucleolar RNA, H/ACA box 3 (SNORA3), small nucleolar RNA.ACA3 0.0140754 0.01527679 107.323154

TBC1D17 NM_024682.1 TBC1D17 19 Homo sapiens TBC1 domain family, member 17 (TBC1D17), mRNA.FLJ12168 0.03491822 0.03286553 74.9703446

Hs.545780 HS.545780 9 zu71d08.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:743439 3 similar to contains MER22.t2 MER22 repetitive element ;, mRNA sequence5.562E-05 0.00014874 71.0740275

LOC649864 XM_941341.1 LOC649864 PREDICTED: Homo sapiens similar to HLA class I histocompatibility antigen, A-29 alpha chain precursor (MHC class I antigen A*29) (Aw-19), transcript variant 1 (LOC649864), mRNA.0.00315162 0.00426601 48.0965134

LOC647288 XR_038777.1 LOC647288 PREDICTED: Homo sapiens misc_RNA (LOC647288), miscRNA.0.05105879 0.0451057 46.7779845

LOC647363 XM_942814.1 LOC647363 PREDICTED: Homo sapiens hypothetical protein LOC647363 (LOC647363), mRNA.0.01540184 0.0165001 43.8504206

LOC388955 NR_003131.1 LOC388955 2 Homo sapiens PX19 protein pseudogene (LOC388955), non-coding RNA.0.01426772 0.01546831 40.367799

ICOSLG NM_015259.4 ICOSLG 21 Homo sapiens inducible T-cell co-stimulator ligand (ICOSLG), mRNA.ICOSL; B7RP1; LICOS; B7RP-1; KIAA0653; GL50; ICOS-L; CD275; B7H2; B7-H20.01436674 0.01555068 39.6512769

SLC9A6 NM_006359.1 SLC9A6 X Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), member 6 (SLC9A6), transcript variant 1, mRNA.KIAA0267; NHE60.00021053 0.00043782 35.3033191

Hs.571376 HS.571376 7 602538817F1 NIH_MGC_59 Homo sapiens cDNA clone IMAGE:4659749 5, mRNA sequence0.03375145 0.03193521 30.0202541

LOC727963 XR_015173.2 LOC727963 15 PREDICTED: Homo sapiens similar to elongation factor Tu GTP binding domain containing 1 (LOC727963), mRNA.0.01153397 0.01294437 25.3742771

GPATCH8 NM_001002909.1GPATCH8 17 Homo sapiens G patch domain containing 8 (GPATCH8), mRNA.GPATC8; KIAA05530.01472505 0.01587779 24.5188503

LOC100134098XM_001721056.1LOC100134098 PREDICTED: Homo sapiens similar to hCG2007960 (LOC100134098), mRNA.0.00535582 0.00674009 23.6376268

C2orf18 NM_017877.2 C2ORF18 2 Homo sapiens chromosome 2 open reading frame 18 (C2orf18), mRNA.FLJ20555 0.01435741 0.01554442 21.6635072

Hs.580813 HS.580813 20 DB075090 TESTI4 Homo sapiens cDNA clone TESTI4018860 5, mRNA sequence0.0266306 0.02630975 20.7678518

Hs.540658 HS.540658 16 Homo sapiens mRNA; cDNA DKFZp434F0535 (from clone DKFZp434F0535)0.0215649 0.02199865 19.1764818

MIR1253 NR_031654.1 MIR1253 Homo sapiens microRNA 1253 (MIR1253), microRNA.0.02972954 0.02879105 18.522036

Hs.137598 HS.137598 9 qe03b09.x1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1737881 3, mRNA sequence0.03015995 0.02914675 18.2185916

Hs.529962 HS.529962 6 EST389173 MAGE resequences, MAGO Homo sapiens cDNA, mRNA sequence0.03642624 0.03407291 16.2303945

SNORD100 NR_002435.1 SNORD100 6 Homo sapiens small nucleolar RNA, C/D box 100 (SNORD100), small nucleolar RNA.HBII-429 0.04573991 0.04123736 16.0777375

LOC649571 XM_938642.1 LOC649571 PREDICTED: Homo sapiens similar to Cysteine-rich protein 1 (Cysteine-rich intestinal protein) (CRIP) (LOC649571), mRNA.0.00234601 0.00331998 15.2634442

HERPUD2 NM_022373.3 HERPUD2 7 Homo sapiens HERPUD family member 2 (HERPUD2), mRNA.FLJ22313 0.04185702 0.03825557 14.7798438

TRADD NM_003789.2 TRADD 16 Homo sapiens TNFRSF1A-associated via death domain (TRADD), mRNA.MGC11078; Hs.898620.01997281 0.02058758 14.5443689

LOC643995 XM_934412.1 LOC643995 17 PREDICTED: Homo sapiens similar to Importin alpha-2 subunit (Karyopherin alpha-2 subunit) (SRP1-alpha) (RAG cohort protein 1), transcript variant 4 (LOC643995), mRNA.0.03114175 0.02987838 14.113115

Hs.581028 HS.581028 22 DA778026 OCBBF2 Homo sapiens cDNA clone OCBBF2012580 5, mRNA sequence0.01329081 0.01457306 13.8583804

SNORD21 NR_000006.8 SNORD21 1 Homo sapiens small nucleolar RNA, C/D box 21 (SNORD21), small nucleolar RNA.U21; RNU21 0.00176497 0.00260529 13.8028712

HELQ NM_133636.1 HELQ 4 Homo sapiens helicase, POLQ-like (HELQ), mRNA.MGC20604 0.01391068 0.0151317 13.5312231

39334 NM_144710.2 39334 2 Homo sapiens septin 10 (SEPT10), transcript variant 2, mRNA.FLJ11619 0.00884333 0.01034552 13.5024655

Hs.540229 HS.540229 15 oy61c12.s1 NCI_CGAP_Brn23 Homo sapiens cDNA clone IMAGE:1670326 3, mRNA sequence0.02288124 0.02316105 13.3824892

IRF5 NM_002200.3 IRF5 7 Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 7, mRNA.0.05132745 0.04528832 13.2069999

CASP7 NM_033338.4 CASP7 10 Homo sapiens caspase 7, apoptosis-related cysteine peptidase (CASP7), transcript variant delta, mRNA.ICE-LAP3; CMH-1; MCH30.00711018 0.00857639 12.2878893

LOC100129243XM_001719341.1LOC100129243 PREDICTED: Homo sapiens similar to hCG1994130 (LOC100129243), mRNA.0.05012536 0.04440181 12.1144362

NCRNA00087 NR_024493.1 NCRNA00087 X Homo sapiens non-protein coding RNA 87 (NCRNA00087), non-coding RNA.0.04877685 0.04346178 11.8578577

LOC644322 XM_933391.1 LOC644322 9 PREDICTED: Homo sapiens similar to Ribosome biogenesis protein BMS1 homolog, transcript variant 2 (LOC644322), mRNA.0.00977568 0.01125615 11.2546727

LOC730012 NM_153832.1 LOC730012 1 PREDICTED: Homo sapiens similar to G protein-coupled receptor 161 (LOC730012), mRNA.0.00389283 0.00512617 11.0719156

Hs.134848 HS.134848 14 BX103634 Soares_NSF_F8_9W_OT_PA_P_S1 Homo sapiens cDNA clone IMAGp998O213969, mRNA sequence0.01237429 0.01371898 11.0438767

LOC641825 XM_935575.1 LOC641825 PREDICTED: Homo sapiens hypothetical protein LOC641825 (LOC641825), mRNA.0.0009029 0.00147304 10.9715461

Hs.544632 HS.544632 6 oa80h04.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:1318615 3, mRNA sequence0.0163013 0.01732198 10.8372286

RLTPR NM_001013838.1RLTPR 16 Homo sapiens RGD motif, leucine rich repeats, tropomodulin domain and proline-rich containing (RLTPR), mRNA.LRRC16C 0.03057934 0.02944503 10.7077921

LOC644760 XM_932354.1 LOC644760 5 PREDICTED: Homo sapiens hypothetical protein LOC644760 (LOC644760), mRNA.0.03814796 0.03543407 10.6790649

GULP1 NM_016315.2 GULP1 2 Homo sapiens GULP, engulfment adaptor PTB domain containing 1 (GULP1), mRNA.CED-6; FLJ31156; GULP; CED60.00019421 0.00041069 10.6484087

POPDC3 NM_022361.3 POPDC3 6 Homo sapiens popeye domain containing 3 (POPDC3), mRNA.MGC22671; bA355M14.1; POP30.00016339 0.00035662 10.4427051

C3orf62 NM_198562.1 C3ORF62 3 Homo sapiens chromosome 3 open reading frame 62 (C3orf62), mRNA.FLJ43654; MGC62079; MGC61663; MGC233810.03310898 0.03140861 10.2215487

ELK3 NM_005230.2 ELK3 12 Homo sapiens ELK3, ETS-domain protein (SRF accessory protein 2) (ELK3), mRNA.SAP2; NET; ERP 0.0041305 0.00539944 9.85887195

Hs.566420 HS.566420 5 UI-H-BW1-aoa-a-06-0-UI.s1 NCI_CGAP_Sub7 Homo sapiens cDNA clone IMAGE:3083819 3, mRNA sequence0.04983014 0.04419831 9.50570238

Hs.128463 HS.128463 6 BX102609 NCI_CGAP_Lu5 Homo sapiens cDNA clone IMAGp998K053948, mRNA sequence0.00865537 0.01015541 9.46984705

Hs.444550 HS.444550 20 ql44b06.x1 NCI_CGAP_Co8 Homo sapiens cDNA clone IMAGE:1875155 3, mRNA sequence0.01454831 0.01571039 9.30438255

Hs.569175 HS.569175 12 DA697821 NT2NE2 Homo sapiens cDNA clone NT2NE2019092 5, mRNA sequence0.00149225 0.00225858 9.19478217

LOC100134688XR_036950.1 LOC100134688 7 PREDICTED: Homo sapiens misc_RNA (LOC100134688), miscRNA.0.02487528 0.02487528 9.00573928

NAGS NM_153006.2 NAGS 17 Homo sapiens N-acetylglutamate synthase (NAGS), mRNA.ARGA; MGC133025; AGAS0.00960302 0.01109081 8.88473812

Hs.486010 HS.486010 Homo sapiens mRNA; cDNA DKFZp686M0742 (from clone DKFZp686M0742)0.00987628 0.01135559 8.75066698

Hs.403584 HS.403584 3 UI-H-FE1-bei-a-08-0-UI.s2 NCI_CGAP_FE1 Homo sapiens cDNA clone UI-H-FE1-bei-a-08-0-UI 3, mRNA sequence0.03963943 0.03657549 8.31174432

LOC100133981XM_001717614.1LOC100133981 PREDICTED: Homo sapiens hypothetical protein LOC100133981 (LOC100133981), mRNA.0.00660411 0.00805792 8.15412379

C2orf48 NM_182626.1 C2ORF48 2 Homo sapiens chromosome 2 open reading frame 48 (C2orf48), mRNA.FLJ25102 0.0287633 0.02798505 8.0209665

LOC100130179XR_039527.1 LOC100130179 PREDICTED: Homo sapiens misc_RNA (LOC100130179), miscRNA.0.00694761 0.00840573 7.73433636

PLEKHA9 NM_015899.1 PLEKHA9 12 Homo sapiens pleckstrin homology domain containing, family A (phosphoinositide binding specific) member 9 (PLEKHA9), mRNA.FLJ14156 0.03103378 0.02980086 7.61163004

RNF122 NM_024787.2 RNF122 8 Homo sapiens ring finger protein 122 (RNF122), mRNA.MGC126622; FLJ125260.00300664 0.0040925 7.50353611

Hs.521794 HS.521794 8 ha32c07.x1 NCI_CGAP_Kid12 Homo sapiens cDNA clone IMAGE:2875404 3, mRNA sequence0.00599605 0.0074307 7.49092887

CASP9 NM_001229.2 CASP9 1 Homo sapiens caspase 9, apoptosis-related cysteine peptidase (CASP9), transcript variant beta, mRNA.ICE-LAP6; MCH6; APAF3; CASPASE-9c; APAF-30.02340794 0.02362877 7.43365309

SNORD88B NR_003068.1 SNORD88B 19 Homo sapiens small nucleolar RNA, C/D box 88B (SNORD88B), small nucleolar RNA.HBII-180B 0.02286726 0.02314958 7.29362247

GRIN2C NM_000835.3 GRIN2C 17 Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2C (GRIN2C), mRNA.NR2C; NMDAR2C0.00415172 0.00541749 7.21344598

LOC100129342XM_001718736.1LOC100129342 1 PREDICTED: Homo sapiens hypothetical protein LOC100129342 (LOC100129342), mRNA.0.01344061 0.01471157 7.10843191

LOC644075 XM_930109.1 LOC644075 1 PREDICTED: Homo sapiens hypothetical protein LOC644075 (LOC644075), mRNA.0.03360003 0.03180566 7.05711843

KIAA0889 NM_152257.1 KIAA0889 20 Homo sapiens KIAA0889 protein (KIAA0889), mRNA.dJ469A13.6.1 0.00153014 0.00230479 6.89188188
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LOC730027 XM_496044.2 LOC730027 15 PREDICTED: Homo sapiens similar to cis-Golgi matrix protein GM130 (LOC730027), mRNA.0.01527846 0.01639193 6.76706003

LOC643888 XM_943421.1 LOC643888 X PREDICTED: Homo sapiens hypothetical LOC643888 (LOC643888), mRNA.0.02524625 0.02517452 6.74533017

LOC100134122XM_001721523.1LOC100134122 PREDICTED: Homo sapiens hypothetical protein LOC100134122 (LOC100134122), mRNA.0.00199059 0.00288256 6.68875088

Hs.131259 HS.131259 2 BX111229 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGp998N054125, mRNA sequence0.01594685 0.01699061 6.68586712

LOC644641 XM_929614.1 LOC644641 11 PREDICTED: Homo sapiens hypothetical protein LOC644641 (LOC644641), mRNA.0.01779918 0.01865385 6.66890391

GLYCTK NM_145262.2 GLYCTK 3 Homo sapiens glycerate kinase (GLYCTK), mRNA.HBeAgBP4A; HBEBP2; HBEBP4; GLYCTK10.0003203 0.00062051 6.65586762

CNTROB NM_053051.1 CNTROB 17 Homo sapiens centrobin, centrosomal BRCA2 interacting protein (CNTROB), transcript variant 1, mRNA.PP1221; LIP8 0.00393319 0.0051731 6.61974048

ERLIN2 NM_001003791.1ERLIN2 8 Homo sapiens ER lipid raft associated 2 (ERLIN2), transcript variant 3, mRNA.C8orf2; MGC87072; Erlin-2; SPFH20.00078551 0.00131203 6.5178497

Hs.146561 HS.146561 7 BX106374 Soares_fetal_heart_NbHH19W Homo sapiens cDNA clone IMAGp998H194335, mRNA sequence0.01164422 0.01304806 6.5121135

Hs.42612 HS.42612 2 AGENCOURT_7782569 NIH_MGC_67 Homo sapiens cDNA clone IMAGE:6137082 5, mRNA sequence0.00651921 0.00797874 6.40162671

Hs.573047 HS.573047 4 BX110921 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGp998C02389, mRNA sequence0.00086067 0.00141468 6.38244255

SNORD46 NR_000024.1 SNORD46 1 Homo sapiens small nucleolar RNA, C/D box 46 (SNORD46), small nucleolar RNA.U46; RNU40; RNU46; U400.00714703 0.00861493 6.36334855

Hs.151334 HS.151334 9 im52e03.y1 HR85 islet Homo sapiens cDNA clone IMAGE:6038860 5, mRNA sequence0.00840618 0.0099041 6.22978488

Hs.436323 HS.436323 9 UI-CF-FN0-afr-k-06-0-UI.s1 UI-CF-FN0 Homo sapiens cDNA clone UI-CF-FN0-afr-k-06-0-UI 3, mRNA sequence0.02230449 0.02264255 6.17677691

LOC152024 XM_944430.1 LOC152024 PREDICTED: Homo sapiens misc_RNA (LOC152024), miscRNA.0.00230768 0.00327578 6.09015557

AACS NM_023928.2 AACS 12 Homo sapiens acetoacetyl-CoA synthetase (AACS), mRNA.FLJ41251; SUR-5; FLJ12389; ACSF10.01261751 0.01394634 6.08230614

Hs.545519 HS.545519 8 UI-H-FG0-bcu-e-06-0-UI.s1 NCI_CGAP_EN1_2 Homo sapiens cDNA clone UI-H-FG0-bcu-e-06-0-UI 3, mRNA sequence0.00034167 0.00065555 5.96754648

WTIP XM_059037.7 WTIP 19 PREDICTED: Homo sapiens Wilms tumor 1 interacting protein (WTIP), mRNA.0.02332932 0.02356025 5.88115184

LOC392145 XM_373214.1 LOC392145 7 PREDICTED: Homo sapiens similar to Mtr3 (mRNA transport regulator 3)-homolog (LOC392145), mRNA.0.03058741 0.02944957 5.73939217

MYADML NM_207329.1 MYADML 2 Homo sapiens myeloid-associated differentiation marker-like (MYADML), non-coding RNA.0.0053721 0.00675865 5.61305872

Hs.569596 HS.569596 K-EST0070164 S22SNU16 Homo sapiens cDNA clone S22SNU16-3-G04 5, mRNA sequence0.02377138 0.02392956 5.59130189

PPP1R14A NM_033256.1 PPP1R14A 19 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14A (PPP1R14A), mRNA.CPI-17; CPI17; PPP1INL0.02448044 0.02456724 5.56206309

FDXR NM_024417.1 FDXR 17 Homo sapiens ferredoxin reductase (FDXR), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.ADXR 0.00461939 0.00592638 5.52059781

LOC643772 XM_927061.1 LOC643772 9 PREDICTED: Homo sapiens similar to Contactin-associated protein-like 3 precursor (Cell recognition molecule Caspr3) (LOC643772), mRNA.0.00026571 0.00053117 5.45748224

HOXA2 NM_006735.3 HOXA2 7 Homo sapiens homeobox A2 (HOXA2), mRNA.HOX1K 0.00058964 0.00103285 5.39389326

Hs.538367 HS.538367 10 nv82g01.s1 NCI_CGAP_Br4 Homo sapiens cDNA clone IMAGE:1236336, mRNA sequence0.05687727 0.0494247 5.3862541

TGFBRAP1 NM_004257.3 TGFBRAP1 2 Homo sapiens transforming growth factor, beta receptor associated protein 1 (TGFBRAP1), mRNA.TRAP-1; TRAP1 0.00513212 0.0064921 5.18727762

LOC100133811XM_001718754.1LOC100133811 PREDICTED: Homo sapiens similar to HLA class II histocompatibility antigen, DRB1-4 beta chain (LOC100133811), partial mRNA.0.00025131 0.00050771 5.15667577

Hs.569304 HS.569304 13 DA193949 BRAMY3 Homo sapiens cDNA clone BRAMY3018101 5, mRNA sequence0.00179165 0.00263978 5.12486296

Hs.544487 HS.544487 6 naa41b05.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:3258944 3, mRNA sequence0.05747237 0.04981847 5.08682667

Hs.554608 HS.554608 17 HSC0QD082 normalized infant brain cDNA Homo sapiens cDNA clone c-0qd08 3, mRNA sequence0.02999034 0.02899242 5.06755413

LRRC40 NM_017768.3 LRRC40 1 Homo sapiens leucine rich repeat containing 40 (LRRC40), mRNA.FLJ20331; RP4-677H15.1; dJ677H15.10.00183511 0.00269207 5.04295728

Hs.258266 HS.258266 16 K-EST0220612 L18POOL1n1 Homo sapiens cDNA clone L18POOL1n1-33-F12 5, mRNA sequence0.03489487 0.0328506 5.03983175

Hs.541438 HS.541438 2 DKFZp434K0419_r1 434 (synonym: htes3) Homo sapiens cDNA clone DKFZp434K0419 5, mRNA sequence0.00597212 0.00740523 5.02233885

Hs.573575 HS.573575 X AU310952 human 4S neuroblastoma cDNA Homo sapiens cDNA clone Nbla-24676 3, mRNA sequence0.05241723 0.04607843 5.00483058

LOC100133222XM_001724568.1LOC100133222 PREDICTED: Homo sapiens similar to mCG146274 (LOC100133222), mRNA.0.00375115 0.00495895 4.96822213

MIR635 NR_030365.1 MIR635 Homo sapiens microRNA 635 (MIR635), microRNA.0.02112979 0.02160755 4.9509712

SNORA14B NR_002956.1 SNORA14B 1 Homo sapiens small nucleolar RNA, H/ACA box 14B (SNORA14B), small nucleolar RNA.ACA14b 0.0058528 0.00727579 4.93727989

NPNT NM_001033047.1NPNT 4 Homo sapiens nephronectin (NPNT), mRNA.EGFL6L; POEM 0.03275811 0.03114985 4.90595452

Hs.555181 HS.555181 2 AGENCOURT_6411402 NIH_MGC_71 Homo sapiens cDNA clone IMAGE:5530423 5, mRNA sequence0.0031211 0.004226 4.86773964

Hs.558271 HS.558271 6 H.sapiens mRNA for CD58 T3 protein0.00628991 0.00774564 4.8668187

SNORA59B NR_003022.1 SNORA59B 17 Homo sapiens small nucleolar RNA, H/ACA box 59B (SNORA59B), small nucleolar RNA.ACA59 0.0004671 0.00084923 4.84675189

Hs.569298 HS.569298 13 ov70a09.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1642648 3, mRNA sequence0.00605941 0.00750074 4.83995775

Hs.125056 HS.125056 1 Homo sapiens cDNA FLJ36663 fis, clone UTERU20028260.04596906 0.04138866 4.80894431

C17orf37 NM_032339.3 C17ORF37 17 Homo sapiens chromosome 17 open reading frame 37 (C17orf37), mRNA.RDX12; MGC14832; XTP4; C35; ORB30.00863936 0.0101407 4.78065743

Hs.190092 HS.190092 1 BX116001 Soares_testis_NHT Homo sapiens cDNA clone IMAGp998K071782, mRNA sequence0.02677299 0.02642365 4.77676938

PLCH1 NM_014996.1 PLCH1 3 Homo sapiens phospholipase C, eta 1 (PLCH1), mRNA.DKFZp434C1372; PLCeta1; PLCL3; MGC1171520.0128342 0.01414308 4.73845491

GNAQ NM_002072.2 GNAQ 9 Homo sapiens guanine nucleotide binding protein (G protein), q polypeptide (GNAQ), mRNA.GAQ; G-ALPHA-q0.00319792 0.0043167 4.73154763

LOC642954 XM_927104.1 LOC642954 5 PREDICTED: Homo sapiens hypothetical LOC642954, transcript variant 5 (LOC642954), mRNA.0.03101551 0.02978983 4.63307752

Hs.540741 HS.540741 17 op63a09.s1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:1581496 3, mRNA sequence0.04653211 0.04180552 4.60492934

C17orf56 NM_144679.1 C17ORF56 17 Homo sapiens chromosome 17 open reading frame 56 (C17orf56), mRNA.FLJ31528 0.04214397 0.03847775 4.58487639

Hs.563805 HS.563805 1 UI-H-BI3-akn-d-04-0-UI.s1 NCI_CGAP_Sub5 Homo sapiens cDNA clone IMAGE:2734879 3, mRNA sequence0.00335929 0.00450748 4.57477065

SEMA3A NM_006080.1 SEMA3A 7 Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3A (SEMA3A), mRNA.SEMAIII; SEMAD; MGC133243; SEMA1; Hsema-III; Hsema-I; SemD; sema III; coll-1; SEMAL0.00069885 0.00118625 4.53040188

DHODH NM_001361.3 DHODH 16 Homo sapiens dihydroorotate dehydrogenase (DHODH), nuclear gene encoding mitochondrial protein, mRNA.DHOdehase 0.00016665 0.00036202 4.52139122

PRG2 NM_002728.4 PRG2 11 Homo sapiens proteoglycan 2, bone marrow (natural killer cell activator, eosinophil granule major basic protein) (PRG2), mRNA.MGC14537; MBP; BMPG; MBP10.01906587 0.01977819 4.44975882

LOC390561 XM_931039.1 LOC390561 15 PREDICTED: Homo sapiens similar to hect domain and RLD 2 (LOC390561), mRNA.0.05621057 0.04893258 4.39754066

Hs.149244 HS.149244 17 DB336496 TESTI2 Homo sapiens cDNA clone TESTI2007437 3, mRNA sequence0.00808274 0.00957057 4.32907396

LMX1B NM_002316.1 LMX1B 9 Homo sapiens LIM homeobox transcription factor 1, beta (LMX1B), mRNA.LMX1.2; MGC142051; NPS1; MGC1383250.00161994 0.0024193 4.29836542

LOC652185 XM_941547.1 LOC652185 PREDICTED: Homo sapiens similar to SH3-containing GRB2-like protein 1 (SH3 domain protein 2B) (Extra eleven-nineteen leukemia fusion gene) (EEN) (EEN fusion partner of MLL) (LOC652185), mRNA.0.00689587 0.00835119 4.27924281

Hs.563438 HS.563438 7 UI-H-EI0-ayi-c-19-0-UI.s1 NCI_CGAP_EI0 Homo sapiens cDNA clone IMAGE:5839050 3, mRNA sequence0.05280997 0.04636329 4.27702064

Hs.545507 HS.545507 wt60c01.x1 NCI_CGAP_Pan1 Homo sapiens cDNA clone IMAGE:2511840 3, mRNA sequence0.04887148 0.04352399 4.27420133

VN1R5 NM_173858.1 VN1R5 1 Homo sapiens vomeronasal 1 receptor 5 (gene/pseudogene) (VN1R5), mRNA.V1RL5 0.01578863 0.01684248 4.26166617

LOC643339 XM_931493.1 LOC643339 12 PREDICTED: Homo sapiens hypothetical LOC643339 (LOC643339), mRNA.0.02706444 0.02664834 4.23772931

LOC285484 XM_938853.1 LOC285484 PREDICTED: Homo sapiens hypothetical protein LOC285484 (LOC285484), mRNA.0.00157219 0.00235761 4.12272798

Hs.539990 HS.539990 14 yy43f04.s1 Soares melanocyte 2NbHM Homo sapiens cDNA clone IMAGE:274015 3, mRNA sequence0.00320237 0.00432137 4.09984945

Hs.47702 HS.47702 5 BX111257 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGp998B19536, mRNA sequence0.01590552 0.01695275 4.07399032

LOC100130552XM_001721348.1LOC100130552 PREDICTED: Homo sapiens similar to hCG1782906 (LOC100130552), mRNA.0.02040547 0.02097195 4.06982318

LOC100129580XM_001716089.1LOC100129580 PREDICTED: Homo sapiens hypothetical protein LOC100129580 (LOC100129580), mRNA.0.01317771 0.01446712 4.06065239

Hs.349049 HS.349049 15 603630012F1 NIH_MGC_41 Homo sapiens cDNA clone IMAGE:5443634 5, mRNA sequence0.01062286 0.012081 4.05283957

Hs.130455 HS.130455 7 BX118075 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGp998N163901, mRNA sequence0.05609214 0.04884403 4.01280069



5.0 Upreg

LOC402562 XM_939955.1 LOC402562 PREDICTED: Homo sapiens similar to Heterogeneous nuclear ribonucleoprotein A1 (Helix-destabilizing protein) (Single-strand binding protein) (hnRNP core protein A1) (HDP-1) (Topoisomerase-inhibitor suppressed) (LOC402562), mRNA.0.02872687 0.02796201 4.00004336

MIR300 NR_030582.1 MIR300 Homo sapiens microRNA 300 (MIR300), microRNA.0.00245092 0.0034407 3.99348996

DMXL2 NM_015263.1 DMXL2 15 Homo sapiens Dmx-like 2 (DMXL2), mRNA.KIAA0856; FLJ26672; RC30.02010989 0.02071184 3.98842904

LOC646762 XM_929714.1 LOC646762 7 PREDICTED: Homo sapiens hypothetical protein LOC646762 (LOC646762), mRNA.0.03606159 0.03379666 3.9673496

ATG16L2 NM_033388.1 ATG16L2 11 Homo sapiens ATG16 autophagy related 16-like 2 (S. cerevisiae) (ATG16L2), mRNA.FLJ00012; WDR800.0044259 0.00570568 3.96313865

FAM38B NM_022068.1 FAM38B 18 Homo sapiens family with sequence similarity 38, member B (FAM38B), mRNA.HsT748; FLJ23144; FLJ234030.03037871 0.02930652 3.95819825

LOC643130 XM_926504.1 LOC643130 21 PREDICTED: Homo sapiens similar to N-acetylated-alpha-linked acidic dipeptidase II (NAALADase II) (LOC643130), mRNA.0.00941035 0.0109085 3.92207598

PROKR2 NM_144773.2 PROKR2 20 Homo sapiens prokineticin receptor 2 (PROKR2), mRNA.PKR2; GPR73L1; GPR73b; KAL3; dJ680N4.3; GPRg20.04842171 0.04320676 3.89453034

LOC553158 NM_181334.3 LOC553158 22 Homo sapiens PRR5-ARHGAP8 fusion (LOC553158), mRNA.0.01127798 0.01270093 3.87792603

Hs.545116 HS.545116 7 UI-CF-DU1-adm-j-21-0-UI.s1 UI-CF-DU1 Homo sapiens cDNA clone UI-CF-DU1-adm-j-21-0-UI 3, mRNA sequence0.05228741 0.04598734 3.87458191

LOC402693 XM_938753.1 LOC402693 PREDICTED: Homo sapiens similar to tubulin, beta, 2 (LOC402693), mRNA.0.00027338 0.0005428 3.8484447

SLC35B3 NM_015948.2 SLC35B3 6 Homo sapiens solute carrier family 35, member B3 (SLC35B3), mRNA.PAPST2; C6orf196; CGI-190.03875234 0.03588528 3.8450054

ZNF507 NM_014910.2 ZNF507 19 Homo sapiens zinc finger protein 507 (ZNF507), mRNA.0.03460956 0.03262752 3.84222691

LOC100129543XM_001715065.1LOC100129543 PREDICTED: Homo sapiens hypothetical protein LOC100129543 (LOC100129543), mRNA.0.00120478 0.00188594 3.83286101

ZNF83 NM_018300.2 ZNF83 19 Homo sapiens zinc finger protein 83 (ZNF83), mRNA.MGC33853; FLJ90585; HPF1; FLJ11015; ZNF816B; FLJ148763.7119E-05 0.00010752 3.83061914

LOC100133669XM_001720809.1LOC100133669 PREDICTED: Homo sapiens similar to hCG1994695 (LOC100133669), mRNA.0.00498841 0.0063368 3.81985177

CHRNA2 NM_000742.1 CHRNA2 8 Homo sapiens cholinergic receptor, nicotinic, alpha 2 (neuronal) (CHRNA2), mRNA.0.00386512 0.00509274 3.77352581

CCDC64B NM_001103175.1CCDC64B 16 Homo sapiens coiled-coil domain containing 64B (CCDC64B), mRNA.MGC158069 0.01773817 0.01860991 3.7092534

LOC554203 XR_001081.1 LOC554203 X PREDICTED: Homo sapiens hypothetical LOC554203 (LOC554203), misc RNA.0.020827 0.02134269 3.69220936

Hs.560106 HS.560106 BX103457 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGp998G12127, mRNA sequence0.03904981 0.03611501 3.68865075

BAK1 NM_001188.2 BAK1 6 Homo sapiens BCL2-antagonist/killer 1 (BAK1), mRNA.MGC3887; BCL2L7; CDN1; BAK; BAK-LIKE; MGC1172550.00538778 0.00677449 3.66831854

ERAP2 NM_022350.1 ERAP2 5 Homo sapiens endoplasmic reticulum aminopeptidase 2 (ERAP2), mRNA.LRAP; FLJ23633; FLJ23807; FLJ23701; L-RAP; ERAP20.0162234 0.01724965 3.66469485

LOC131909 XR_041879.1 LOC131909 PREDICTED: Homo sapiens misc_RNA (LOC131909), miscRNA.7.1101E-06 2.9111E-05 3.65363406

EDEM3 NM_025191.2 EDEM3 1 Homo sapiens ER degradation enhancer, mannosidase alpha-like 3 (EDEM3), mRNA.C1orf22 4.989E-06 2.2356E-05 3.63137645

MAN2C1 NM_006715.2 MAN2C1 15 Homo sapiens mannosidase, alpha, class 2C, member 1 (MAN2C1), mRNA.MAN6A8; DKFZp686E23167; MANA1; MANA; MGC879790.02605861 0.02583191 3.61818989

ZNF271 NM_006629.3 ZNF271 18 Homo sapiens zinc finger protein 271 (ZNF271), mRNA.HZF7; ZNFEB 0.00020676 0.00043162 3.59614867

LOC121792 XM_938662.1 LOC121792 PREDICTED: Homo sapiens similar to futsch CG3064-PB (LOC121792), mRNA.0.00570886 0.00712511 3.59549803

RABGAP1L NM_014857.2 RABGAP1L 1 Homo sapiens RAB GTPase activating protein 1-like (RABGAP1L), transcript variant 2, mRNA.TBC1D18; EVI5; DKFZp686E1450; HHL; RP1-102G20.10.03347899 0.03171503 3.56844502

MOGAT3 NM_178176.2 MOGAT3 7 Homo sapiens monoacylglycerol O-acyltransferase 3 (MOGAT3), mRNA.DGAT2L7; MGC119204; MGC119203; DC7; MGAT30.03978378 0.03667397 3.54851333

C1orf203 NR_024125.1 C1ORF203 Homo sapiens chromosome 1 open reading frame 203 (C1orf203), non-coding RNA.0.00520639 0.00657278 3.54542905

Hs.564097 HS.564097 10 UI-H-DT0-aub-e-14-0-UI.s1 NCI_CGAP_DT0 Homo sapiens cDNA clone IMAGE:5867125 3, mRNA sequence0.04290687 0.03904832 3.51088197

LOC644264 XM_927442.1 LOC644264 17 PREDICTED: Homo sapiens similar to fetal Alzheimer antigen isoform 2 (LOC644264), mRNA.0.01342935 0.01470291 3.50580057

RASA2 NM_006506.2 RASA2 3 Homo sapiens RAS p21 protein activator 2 (RASA2), mRNA.GAP1M 0.00689157 0.00834829 3.49682676

LOC644094 XM_931995.1 LOC644094 1 PREDICTED: Homo sapiens hypothetical protein LOC644094 (LOC644094), mRNA.0.01065686 0.01211025 3.49179944

LOC646869 XM_943845.1 LOC646869 PREDICTED: Homo sapiens hypothetical LOC646869 (LOC646869), mRNA.0.00084333 0.0013906 3.47612177

LOC652271 XM_941686.1 LOC652271 PREDICTED: Homo sapiens similar to N-acylsphingosine amidohydrolase 2 (LOC652271), mRNA.0.0037412 0.00494804 3.46790367

Hs.543109 HS.543109 3 we81d02.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2347491 3, mRNA sequence0.00022558 0.00046341 3.46081825

LOC100134815XM_001714669.1LOC100134815 7 PREDICTED: Homo sapiens hypothetical protein LOC100134815 (LOC100134815), mRNA.0.05518458 0.04819724 3.4516513

DTYMK NM_012145.2 DTYMK 2 Homo sapiens deoxythymidylate kinase (thymidylate kinase) (DTYMK), mRNA.CDC8; TYMK; FLJ44192; TMPK0.01376998 0.01500842 3.40969601

Hs.492496 HS.492496 8 UI-E-EJ0-ahm-h-09-0-UI.s1 UI-E-EJ0 Homo sapiens cDNA clone UI-E-EJ0-ahm-h-09-0-UI 3, mRNA sequence0.02720937 0.02677001 3.3740499

SMPD4 NM_017751.1 SMPD4 2 Homo sapiens sphingomyelin phosphodiesterase 4, neutral membrane (neutral sphingomyelinase-3) (SMPD4), transcript variant 1, mRNA.KIAA1418; FLJ20756; FLJ20297; NSMASE3; nSMase-30.00434603 0.00562006 3.37144843

AACSL XM_376454.3 AACSL 5 PREDICTED: Homo sapiens acetoacetyl-CoA synthetase-like (AACSL), mRNA.0.00773696 0.00921087 3.35463829

Hs.526748 HS.526748 2 UI-CF-FN0-afr-k-03-18-UI.s18 UI-CF-FN0 Homo sapiens cDNA clone UI-CF-FN0-afr-k-03-18-UI 3, mRNA sequence0.04468666 0.04044571 3.35451174

ZNF561 NM_152289.1 ZNF561 19 Homo sapiens zinc finger protein 561 (ZNF561), mRNA.MGC45408 0.05644801 0.04911492 3.3496148

EZH1 NM_001991.2 EZH1 17 Homo sapiens enhancer of zeste homolog 1 (Drosophila) (EZH1), mRNA.KIAA0388 0.02060772 0.02114267 3.34486436

UBE2DNL NR_024062.1 UBE2DNL X Homo sapiens ubiquitin-conjugating enzyme E2D N-terminal like pseudogene (UBE2DNL), non-coding RNA.0.01551869 0.01659691 3.34217851

LOC149086 XM_097580.5 LOC149086 1 PREDICTED: Homo sapiens hypothetical protein LOC149086 (LOC149086), mRNA.0.00615779 0.00761178 3.32534199

COL9A3 NM_001853.2 COL9A3 20 Homo sapiens collagen, type IX, alpha 3 (COL9A3), mRNA.EDM3; FLJ90759; MED; IDD; DJ885L7.4.10.04731818 0.04239021 3.32487068

LOC139116 XM_066484.1 LOC139116 X PREDICTED: Homo sapiens similar to testis expressed sequence 13A (LOC139116), mRNA.0.0159754 0.01701483 3.32217846

INSL5 NM_005478.3 INSL5 1 Homo sapiens insulin-like 5 (INSL5), mRNA.PRO182; UNQ156; MGC126697; MGC1266950.03416964 0.03225785 3.31631402

XAGE1E XM_931959.1 XAGE1E X Homo sapiens X antigen family, member 1E (XAGE1E), transcript variant 2, mRNA.0.05312395 0.04660629 3.31419285

LOC730041 XR_042440.1 LOC730041 PREDICTED: Homo sapiens similar to ras homolog gene family, member Q (LOC730041), partial miscRNA.0.00280615 0.00385127 3.30614214

L3MBTL4 NM_173464.1 L3MBTL4 Homo sapiens l(3)mbt-like 4 (Drosophila) (L3MBTL4), mRNA.HsT1031 0.0118837 0.01326222 3.30110309

LOC654346 XM_934665.1 LOC654346 17 PREDICTED: Homo sapiens similar to galectin 9 short isoform, transcript variant 2 (LOC654346), mRNA.0.0308394 0.02964015 3.29283458

LOC653701 XM_929047.1 LOC653701 19 PREDICTED: Homo sapiens similar to Complement C3 precursor (LOC653701), mRNA.0.04308042 0.03919406 3.28611279

LOC642456 XM_925964.1 LOC642456 1 PREDICTED: Homo sapiens hypothetical protein LOC642456 (LOC642456), mRNA.0.01705433 0.01801959 3.27063025

OSBPL11 NM_022776.3 OSBPL11 3 Homo sapiens oxysterol binding protein-like 11 (OSBPL11), mRNA.FLJ13164; FLJ13012; TCCCIA00292; ORP-11; OSBP12; ORP110.02378557 0.02393836 3.27038537

Hs.571151 HS.571151 6 AV705309 ADB Homo sapiens cDNA clone ADBBWE05 5, mRNA sequence0.02954444 0.02864975 3.26688455

Hs.154948 HS.154948 5 BX106991 NCI_CGAP_GC4 Homo sapiens cDNA clone IMAGp998C124026, mRNA sequence0.00154539 0.00232498 3.26630676

LOC415056 NR_024369.1 LOC415056 9 Homo sapiens hypothetical LOC415056 (LOC415056), non-coding RNA.0.02465411 0.02471608 3.2661256

Hs.527885 HS.527885 12 BX106259 Soares_testis_NHT Homo sapiens cDNA clone IMAGp998B211926, mRNA sequence0.05235525 0.04603316 3.26298087

NAIF1 NM_197956.3 NAIF1 9 Homo sapiens nuclear apoptosis inducing factor 1 (NAIF1), mRNA.0.0361206 0.03384474 3.25860924

Hs.539161 HS.539161 12 zl70b11.s1 Stratagene colon (#937204) Homo sapiens cDNA clone IMAGE:509949 3, mRNA sequence0.01748404 0.0184005 3.24059223

LOC728208 XR_040782.1 LOC728208 PREDICTED: Homo sapiens misc_RNA (LOC728208), miscRNA.0.03415933 0.03225158 3.23152307

LOC339483 XR_040225.1 LOC339483 PREDICTED: Homo sapiens misc_RNA (LOC339483), miscRNA.0.02486936 0.02487503 3.22290247

LOC649120 XM_938201.1 LOC649120 PREDICTED: Homo sapiens similar to T-box 1 isoform C (LOC649120), mRNA.0.05659438 0.04920812 3.22081536

FLJ32255 XM_943636.1 FLJ32255 PREDICTED: Homo sapiens hypothetical protein LOC643977, transcript variant 2 (FLJ32255), mRNA.0.03379324 0.03196097 3.19669383

Hs.575322 HS.575322 UI-E-DX0-ags-g-08-0-UI.s1 UI-E-DX0 Homo sapiens cDNA clone UI-E-DX0-ags-g-08-0-UI 3, mRNA sequence0.01922802 0.01992755 3.19466488

LOC100134320XM_001715596.1LOC100134320 PREDICTED: Homo sapiens hypothetical protein LOC100134320 (LOC100134320), mRNA.0.01453598 0.01570287 3.17865105

Hs.22381 HS.22381 2 602419370F1 NIH_MGC_93 Homo sapiens cDNA clone IMAGE:4526368 5, mRNA sequence0.03543403 0.03330457 3.17598592
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FLJ33534 NM_182586.1 FLJ33534 2 Homo sapiens hypothetical protein FLJ33534 (FLJ33534), mRNA.0.0364418 0.03408382 3.17462816

Hs.570107 HS.570107 2 UI-E-DW1-ahc-b-12-0-UI.s1 UI-E-DW1 Homo sapiens cDNA clone UI-E-DW1-ahc-b-12-0-UI 3, mRNA sequence0.02141684 0.0218756 3.1686954

LOC648689 XM_937764.1 LOC648689 PREDICTED: Homo sapiens hypothetical protein LOC648689 (LOC648689), mRNA.0.00351927 0.00469629 3.16330077

LOC648615 XM_937684.1 LOC648615 PREDICTED: Homo sapiens hypothetical protein LOC648615 (LOC648615), mRNA.0.00976945 0.01125488 3.1426042

LOC647311 XM_930382.1 LOC647311 14 PREDICTED: Homo sapiens hypothetical protein LOC647311 (LOC647311), mRNA.0.04302904 0.03915138 3.11391059

Hs.554507 HS.554507 9 Homo sapiens primary neuroblastoma cDNA, clone:Nbla10527, full insert sequence0.03294133 0.03127323 3.10368704

SNORD17 NR_003045.1 SNORD17 20 Homo sapiens small nucleolar RNA, C/D box 17 (SNORD17), small nucleolar RNA.HBI-43 0.00213579 0.00306651 3.10312093

PRO0628 NR_002764.1 PRO0628 20 Homo sapiens hypothetical LOC29053 (PRO0628), non-coding RNA.0.03331976 0.03158807 3.09116378

C1orf161 NM_152367.1 C1ORF161 1 Homo sapiens chromosome 1 open reading frame 161 (C1orf161), mRNA.FLJ38716; RP5-1185H19.10.00901192 0.0105147 3.0904345

LOC643432 XM_932844.1 LOC643432 6 PREDICTED: Homo sapiens hypothetical protein LOC643432, transcript variant 1 (LOC643432), mRNA.0.01101321 0.01245391 3.08943399

LOC649641 XM_942147.1 LOC649641 PREDICTED: Homo sapiens hypothetical protein LOC649641 (LOC649641), mRNA.0.03111332 0.0298609 3.08716777

LOC644631 XM_932272.1 LOC644631 4 PREDICTED: Homo sapiens hypothetical protein LOC644631 (LOC644631), mRNA.0.00517526 0.00653914 3.08499098

Hs.412918 HS.412918 Y Homo sapiens cDNA FLJ32550 fis, clone SPLEN10000560.05535547 0.04830322 3.08154348

Hs.544713 HS.544713 6 zt62c04.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:726918 3, mRNA sequence0.02702227 0.02661579 3.07618289

LOC100129002XM_001719528.1LOC100129002 PREDICTED: Homo sapiens hypothetical protein LOC100129002 (LOC100129002), mRNA.0.00051957 0.00092884 3.07453978

LOC653043 XM_925787.1 LOC653043 9 PREDICTED: Homo sapiens similar to cell recognition molecule CASPR3 (LOC653043), mRNA.0.00051695 0.00092528 3.06482997

FLJ16331 NM_001004326.1FLJ16331 11 Homo sapiens FLJ16331 protein (FLJ16331), mRNA.0.01767151 0.01854885 3.06058272

Hs.559121 HS.559121 1 BX116710 Soares_testis_NHT Homo sapiens cDNA clone IMAGp998D133559, mRNA sequence0.0297075 0.02877925 3.06017962

LOC731835 Hs.569307 LOC731835 PREDICTED: Homo sapiens hypothetical protein LOC731835 (LOC731835), mRNA.0.03022762 0.02919929 3.05419221

LOC644168 XM_927369.1 LOC644168 PREDICTED: Homo sapiens similar to paired related homeobox protein-like 1 (LOC644168), mRNA.0.04847134 0.04324664 3.05086924

Hs.574008 HS.574008 12 Homo sapiens unknown mRNA 0.01280786 0.01412116 3.03591789

ZNF563 NM_145276.1 ZNF563 19 Homo sapiens zinc finger protein 563 (ZNF563), mRNA.FLJ34797 0.04103887 0.03761361 3.03271216

LOC653799 XM_930003.1 LOC653799 22 PREDICTED: Homo sapiens similar to brain protein 239-like (LOC653799), mRNA.0.01155614 0.01296096 3.01954309

LOC729669 XM_001130489.1LOC729669 PREDICTED: Homo sapiens hypothetical LOC729669 (LOC729669), mRNA.0.04669469 0.04191296 3.01037118

ZNF586 NM_017652.2 ZNF586 19 Homo sapiens zinc finger protein 586 (ZNF586), mRNA.FLJ20070 0.00323375 0.00435702 3.00449752

LOC653234 XM_934219.1 LOC653234 10 PREDICTED: Homo sapiens similar to centaurin, gamma-like family, member 1 (LOC653234), mRNA.0.01071825 0.01216426 2.98978507

LOC728119 Hs.221513 LOC728119 PREDICTED: Homo sapiens hypothetical LOC728119 (LOC728119), mRNA.0.04041974 0.03713148 2.97219998

Hs.542544 HS.542544 21 xj38e12.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2659534 3, mRNA sequence0.04001798 0.03684729 2.95122391

Hs.540121 HS.540121 14 EST7714 human nasopharynx Homo sapiens cDNA, mRNA sequence0.04104576 0.037616 2.94977316

LOC649107 XM_943581.1 LOC649107 PREDICTED: Homo sapiens hypothetical protein LOC649107 (LOC649107), mRNA.0.00233808 0.00331037 2.94960696

CCT6B NM_006584.2 CCT6B 17 Homo sapiens chaperonin containing TCP1, subunit 6B (zeta 2) (CCT6B), mRNA.TSA303; Cctz2; TCP-1-zeta-2; CCTZ-2; CCT-zeta-20.03023808 0.02920618 2.93779723

LOC653060 XM_925779.1 LOC653060 9 PREDICTED: Homo sapiens similar to Contactin-associated protein-like 3 precursor (Cell recognition molecule Caspr3) (LOC653060), mRNA.0.01061288 0.01207279 2.9359974

NT5M NM_020201.3 NT5M 17 Homo sapiens 5',3'-nucleotidase, mitochondrial (NT5M), nuclear gene encoding mitochondrial protein, mRNA.dNT-2; dNT2; mdN0.00440999 0.00569018 2.93593326

KRT15 NM_002275.2 KRT15 17 Homo sapiens keratin 15 (KRT15), mRNA.K1CO; K15; CK151.272E-05 4.6042E-05 2.91285088

KRTAP10-3 NM_198696.2 KRTAP10-3 21 Homo sapiens keratin associated protein 10-3 (KRTAP10-3), mRNA.KAP10.3; KAP18.3; KRTAP18.3; KRTAP18-3; KAP18-3; KRTAP10.30.05413962 0.04743095 2.91020304

Hs.127279 HS.127279 17 UI-H-FT1-bkc-b-11-0-UI.s1 NCI_CGAP_FT1 Homo sapiens cDNA clone UI-H-FT1-bkc-b-11-0-UI 3, mRNA sequence0.03284341 0.0312039 2.90021704

LOC389267 XM_371726.2 LOC389267 5 PREDICTED: Homo sapiens similar to Mucin-4 (Tracheobronchial mucin) (LOC389267), mRNA.0.05058152 0.04472911 2.89434414

Hs.574140 HS.574140 14 UI-E-EJ0-aip-b-05-0-UI.s1 UI-E-EJ0 Homo sapiens cDNA clone UI-E-EJ0-aip-b-05-0-UI 3, mRNA sequence0.0204813 0.0210351 2.88770595

TSN NM_004622.2 TSN 2 Homo sapiens translin (TSN), mRNA.REHF-1; TRSLN; BCLF-10.01472788 0.0158789 2.88560852

HIST1H2AD NM_021065.2 HIST1H2AD 6 Homo sapiens histone cluster 1, H2ad (HIST1H2AD), mRNA.H2AFG; H2A/g; H2A.3; HIST1H3D0.04652321 0.04180609 2.87963927

ZNF12 NM_016265.2 ZNF12 7 Homo sapiens zinc finger protein 12 (ZNF12), transcript variant 1, mRNA.HZF11; ZNF325; KOX3; GIOT-30.01799807 0.0188263 2.86346721

LOC645781 XM_933141.1 LOC645781 19 PREDICTED: Homo sapiens similar to mCG141871 (LOC645781), mRNA.0.01382242 0.01505623 2.86239556

Hs.562197 HS.562197 1 602137688F1 NIH_MGC_83 Homo sapiens cDNA clone IMAGE:4274180 5, mRNA sequence0.01146031 0.01287487 2.86148773

Hs.285193 HS.285193 15 Homo sapiens cDNA clone IMAGE:6166085, partial cds0.02486409 0.0248726 2.8542481

Hs.399823 HS.399823 16 AGENCOURT_7906098 NIH_MGC_82 Homo sapiens cDNA clone IMAGE:6104875 5, mRNA sequence0.01531163 0.01641949 2.83566387

Hs.539599 HS.539599 13 hv29g09.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3174880 3, mRNA sequence0.0270973 0.02667771 2.83011081

OR2Y1 NM_001001657.1OR2Y1 5 Homo sapiens olfactory receptor, family 2, subfamily Y, member 1 (OR2Y1), mRNA.OR5-2 0.0235971 0.02377868 2.82997904

EHHADH NM_001966.2 EHHADH 3 Homo sapiens enoyl-Coenzyme A, hydratase/3-hydroxyacyl Coenzyme A dehydrogenase (EHHADH), mRNA.ECHD; LBFP; LBP; PBFE; MGC1205860.01481035 0.01595017 2.8293226

LOC652350 XM_941778.1 LOC652350 PREDICTED: Homo sapiens similar to SLIT-ROBO Rho GTPase-activating protein 2 (srGAP2) (Formin-binding protein 2) (LOC652350), mRNA.0.02354959 0.02373899 2.82773775

Hs.538703 HS.538703 11 yj18b03.s1 Soares placenta Nb2HP Homo sapiens cDNA clone IMAGE:149069 3, mRNA sequence0.04031652 0.03705218 2.81975465

Hs.576601 HS.576601 10 DB297320 BRACE2 Homo sapiens cDNA clone BRACE2016602 3, mRNA sequence0.00244631 0.00343533 2.81677551

Hs.583098 HS.583098 7 DB305811 BRAWH3 Homo sapiens cDNA clone BRAWH3035687 3, mRNA sequence0.02437926 0.0244713 2.81456393

MIR517B NR_030205.1 MIR517B Homo sapiens microRNA 517b (MIR517B), microRNA.0.03301637 0.0313343 2.81439711

LOC646103 XM_373058.2 LOC646103 5 PREDICTED: Homo sapiens similar to TBP-associated factor 11 (LOC646103), mRNA.0.02895623 0.02815091 2.81391109

LOC100129908XM_001726037.1LOC100129908 6 PREDICTED: Homo sapiens hypothetical protein LOC100129908 (LOC100129908), mRNA.0.03956358 0.03651702 2.81068162

Hs.129094 HS.129094 1 BX093818 NCI_CGAP_Lu5 Homo sapiens cDNA clone IMAGp998K184065, mRNA sequence0.05194167 0.04573369 2.80585206

LOC644655 XM_927761.1 LOC644655 1 PREDICTED: Homo sapiens similar to poly (ADP-ribose) polymerase family, member 8 (LOC644655), mRNA.0.00136655 0.00209765 2.80078513

AQP12B NM_001102467.1AQP12B 2 Homo sapiens aquaporin 12B (AQP12B), mRNA.INSSA3; MGC1494730.01006993 0.01153742 2.80041191

DCDC1 NM_181807.1 DCDC1 11 Homo sapiens doublecortin domain containing 1 (DCDC1), mRNA.0.03627043 0.0339525 2.79271064

C3orf41 XM_934359.1 C3ORF41 3 PREDICTED: Homo sapiens chromosome 3 open reading frame 41, transcript variant 5 (C3orf41), mRNA.0.03177572 0.03041014 2.79234761

TMEM150B XM_209187.5 TMEM150B 19 Homo sapiens transmembrane protein 150B (TMEM150B), mRNA.0.01357494 0.01482715 2.78439393

LOC150223 NM_001017965.1LOC150223 22 Homo sapiens hypothetical protein LOC150223 (LOC150223), transcript variant 2, mRNA.0.02553214 0.02540186 2.77626259

IL4I1 NM_172374.1 IL4I1 19 Homo sapiens interleukin 4 induced 1 (IL4I1), transcript variant 2, mRNA.FIG1 0.00585033 0.00727477 2.77582743

LOC649396 XM_938466.1 LOC649396 PREDICTED: Homo sapiens hypothetical LOC649396 (LOC649396), mRNA.0.00984694 0.01132631 2.77297827

LOC729766 Hs.216363 LOC729766 1 PREDICTED: Homo sapiens hypothetical LOC729766 (LOC729766), mRNA.0.01774925 0.01861708 2.76740045

KCTD17 NM_024681.1 KCTD17 22 Homo sapiens potassium channel tetramerisation domain containing 17 (KCTD17), mRNA.FLJ12242 0.00273582 0.00377067 2.76527777

CCDC135 NM_032269.3 CCDC135 16 Homo sapiens coiled-coil domain containing 135 (CCDC135), mRNA.DKFZp434I099; C16orf500.05175371 0.04561397 2.75649163

LOC100133036XM_001716764.1LOC100133036 9 PREDICTED: Homo sapiens hypothetical protein LOC100133036 (LOC100133036), mRNA.0.01423599 0.01543771 2.75463247

TEKT4 NM_144705.2 TEKT4 2 Homo sapiens tektin 4 (TEKT4), mRNA.MGC27019 0.00305236 0.00414701 2.7543932

Hs.569340 HS.569340 14 DA483022 FCBBF1 Homo sapiens cDNA clone FCBBF1000024 5, mRNA sequence0.0137157 0.01496041 2.75349109



5.0 Upreg

LOC648403 XM_937452.1 LOC648403 PREDICTED: Homo sapiens similar to Ral guanine nucleotide dissociation stimulator (RalGEF) (RalGDS) (LOC648403), mRNA.0.02770465 0.02716288 2.75275138

LOC344328 XR_038996.1 LOC344328 PREDICTED: Homo sapiens misc_RNA (LOC344328), miscRNA.0.03249927 0.03095403 2.74738531

LOC100129890XM_001719878.1LOC100129890 PREDICTED: Homo sapiens similar to hCG1750329 (LOC100129890), mRNA.0.00816192 0.00965652 2.74720946

LOC647726 XM_929571.1 LOC647726 PREDICTED: Homo sapiens similar to Zinc finger protein 551 (Zinc finger protein KOX23) (LOC647726), mRNA.0.01756833 0.01846485 2.73606544

Hs.582537 HS.582537 5 DKFZp686N20145_r1 686 (synonym: hlcc3) Homo sapiens cDNA clone DKFZp686N20145 5, mRNA sequence0.0320648 0.03061667 2.73115695

Hs.541726 HS.541726 2 UI-CF-DU1-adj-b-02-0-UI.s1 UI-CF-DU1 Homo sapiens cDNA clone UI-CF-DU1-adj-b-02-0-UI 3, mRNA sequence0.00128787 0.00199502 2.72351604

LOC100129532XM_001722760.1LOC100129532 PREDICTED: Homo sapiens hypothetical LOC100129532 (LOC100129532), mRNA.0.01914197 0.01985245 2.71967264

LOC653392 XM_929544.1 LOC653392 7 PREDICTED: Homo sapiens similar to huntingtin interacting protein 1 (LOC653392), mRNA.0.01097226 0.01241241 2.71217847

LOC388820 XR_042089.1 LOC388820 21 PREDICTED: Homo sapiens misc_RNA (LOC388820), miscRNA.0.00268096 0.00370962 2.70815076

MRPS36 NM_033281.5 MRPS36 5 Homo sapiens mitochondrial ribosomal protein S36 (MRPS36), nuclear gene encoding mitochondrial protein, mRNA.MRP-S36; MGC22896; DC470.04052907 0.03720076 2.707026

CLK2P XM_935713.1 CLK2P 7 Homo sapiens CDC-like kinase 2, pseudogene (CLK2P) on chromosome 7.0.0236529 0.02381849 2.70676106

LOC441958 XM_928605.1 LOC441958 13 PREDICTED: Homo sapiens hypothetical LOC441958 (LOC441958), mRNA.0.00584004 0.00726404 2.70567659

LOC645165 XM_928202.1 LOC645165 6 PREDICTED: Homo sapiens hypothetical protein LOC645165 (LOC645165), mRNA.0.01344762 0.01471557 2.70436389

Hs.544465 HS.544465 6 RST2825 Athersys RAGE Library Homo sapiens cDNA, mRNA sequence0.02869008 0.0279386 2.70276709

LOC100132770XM_001720334.1LOC100132770 9 PREDICTED: Homo sapiens similar to methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1-like (LOC100132770), mRNA.0.00154673 0.00232619 2.69850567

LOC645804 XR_037755.1 LOC645804 PREDICTED: Homo sapiens misc_RNA (LOC645804), miscRNA.0.01232025 0.01366944 2.69469194

Hs.565987 HS.565987 3 UI-H-EI1-aza-j-19-0-UI.s1 NCI_CGAP_EI1 Homo sapiens cDNA clone IMAGE:5846130 3, mRNA sequence0.03862843 0.03579698 2.69224467

Hs.571950 HS.571950 ym35h10.s1 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGE:50369 3, mRNA sequence0.01347337 0.01474006 2.68766182

LOC441453 XR_041341.1 LOC441453 11 PREDICTED: Homo sapiens misc_RNA (LOC441453), miscRNA.0.00918448 0.01069046 2.67245772

Hs.148886 HS.148886 11 qj94h02.x1 NCI_CGAP_Kid3 Homo sapiens cDNA clone IMAGE:1867155 3, mRNA sequence0.02181004 0.02219711 2.66629748

Hs.164030 HS.164030 12 UI-E-EO0-ahx-p-21-0-UI.r1 UI-E-EO0 Homo sapiens cDNA clone UI-E-EO0-ahx-p-21-0-UI 5, mRNA sequence0.04738346 0.04244002 2.66448948

KIR2DL1 NM_014218.1 KIR2DL1 19 Homo sapiens killer cell immunoglobulin-like receptor, two domains, long cytoplasmic tail, 1 (KIR2DL1), mRNA.KIR-K65; CL-42; KIR-K3; NKAT1; KIR-K64; CD158A; NKAT; KIR-K9; KIR221; 47.11; p58.10.00331023 0.00445049 2.66081062

Hs.574671 HS.574671 2 AV645572 GLC Homo sapiens cDNA clone GLCABG03 3, mRNA sequence0.00575048 0.00716279 2.65807744

HAUS5 NM_015302.1 HAUS5 19 Homo sapiens HAUS augmin-like complex, subunit 5 (HAUS5), mRNA. XM_9458980.02978926 0.02883934 2.64905092

NOX5 NM_024505.2 NOX5 15 Homo sapiens NADPH oxidase, EF-hand calcium binding domain 5 (NOX5), mRNA.NOX5A; MGC149777; NOX5B; MGC1497760.03045381 0.0293596 2.64895332

LOC642228 XM_936381.1 LOC642228 PREDICTED: Homo sapiens hypothetical protein LOC642228 (LOC642228), mRNA.0.03021386 0.02918921 2.64751279

Hs.574069 HS.574069 12 ou17h07.s1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:1626589 3, mRNA sequence0.00030765 0.00060052 2.64508562

ZNF367 NM_153695.2 ZNF367 9 Homo sapiens zinc finger protein 367 (ZNF367), mRNA.ZFF29; CDC14B; FLJ339700.03291306 0.03125316 2.64489858

ZNF124 NM_003431.2 ZNF124 1 Homo sapiens zinc finger protein 124 (ZNF124), mRNA.MGC117046; HZF16; HZF-160.02654998 0.02625079 2.64030563

Hs.575696 HS.575696 HESC3_16_C05.g1_A036 Human embryonic stem cells Homo sapiens cDNA clone IMAGE:7476876 5, mRNA sequence0.05364979 0.0470488 2.63736138

Hs.538299 HS.538299 10 ob97f11.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:1339341 3, mRNA sequence0.05505929 0.04810218 2.63718402

LOC647836 XM_936893.1 LOC647836 PREDICTED: Homo sapiens similar to wingless-type MMTV integration site family, member 7B precursor (LOC647836), mRNA.0.01329222 0.01457278 2.63609466

CA13 NM_198584.1 CA13 8 Homo sapiens carbonic anhydrase XIII (CA13), mRNA.MGC59868; CAXIII; FLJ379950.00234964 0.00332458 2.63169041

LOC729810 XR_040841.1 LOC729810 1 PREDICTED: Homo sapiens misc_RNA (LOC729810), miscRNA.0.04246671 0.03872406 2.63048216

Hs.333693 HS.333693 2 RST32057 Athersys RAGE Library Homo sapiens cDNA, mRNA sequence0.04596728 0.04139131 2.61880583

TMEM105 NM_178520.2 TMEM105 17 Homo sapiens transmembrane protein 105 (TMEM105), mRNA.FLJ38792 0.05606048 0.0488213 2.6072419

MIR373 NR_029866.1 MIR373 Homo sapiens microRNA 373 (MIR373), microRNA.0.02550677 0.02538525 2.60500989

LOC643246 XM_926608.1 LOC643246 12 PREDICTED: Homo sapiens similar to microtubule-associated proteins 1A/1B light chain 3 (LOC643246), mRNA.0.01522745 0.0163412 2.59854921

LOC728257 XR_015365.2 LOC728257 PREDICTED: Homo sapiens misc_RNA (LOC728257), miscRNA.0.00082538 0.00136819 2.59820643

LOC731642 XR_039391.1 LOC731642 PREDICTED: Homo sapiens misc_RNA (LOC731642), miscRNA.0.04108701 0.03763807 2.5956838

LOC652876 XM_942592.1 LOC652876 PREDICTED: Homo sapiens similar to ATPase, Ca++ transporting, fast twitch 1 isoform b (LOC652876), mRNA.0.0340591 0.0321708 2.59484549

OR4C15 NM_001001920.1OR4C15 11 Homo sapiens olfactory receptor, family 4, subfamily C, member 15 (OR4C15), mRNA.OR11-127; OR11-1340.00616814 0.00762243 2.58894762

Hs.570139 HS.570139 2 DA266249 BRCAN2 Homo sapiens cDNA clone BRCAN2019653 5, mRNA sequence0.04393485 0.03986394 2.58562599

Hs.395787 HS.395787 7 BX106738 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGp998L0383, mRNA sequence0.04569091 0.04120165 2.5830175

MIR9-1 NR_029691.1 MIR9-1 Homo sapiens microRNA 9-1 (MIR9-1), microRNA.0.04293053 0.03906581 2.57379747

Hs.117869 HS.117869 14 K-EST0222744 L17N670205n1 Homo sapiens cDNA clone L17N670205n1-23-H08 5, mRNA sequence0.04754597 0.0425682 2.56992706

VGLL1 NM_016267.2 VGLL1 X Homo sapiens vestigial like 1 (Drosophila) (VGLL1), mRNA.VGL1; TDU 0.02380979 0.02395449 2.56874589

SNORD53 NR_002741.1 SNORD53 2 Homo sapiens small nucleolar RNA, C/D box 53 (SNORD53), small nucleolar RNA.RNU53; U53 0.00838608 0.00988706 2.55939644

LOC731444 XM_925913.1 LOC731444 PREDICTED: Homo sapiens similar to ATPase, Class II, type 9B (LOC731444), mRNA.0.0135632 0.01481802 2.55509058

OR11H4 NM_001004479.1OR11H4 14 Homo sapiens olfactory receptor, family 11, subfamily H, member 4 (OR11H4), mRNA.OR14-36 0.01751927 0.01842432 2.55144372

LOC643397 XM_938878.1 LOC643397 2 PREDICTED: Homo sapiens similar to Microtubule-associated protein RP/EB family member 1 (APC-binding protein EB1) (End-binding protein 1) (EB1) (LOC643397), mRNA.0.02530296 0.02521388 2.54967823

DKFZp686O1327XM_379141.3 DKFZP686O1327 PREDICTED: Homo sapiens hypothetical gene supported by BC043549; BX648102 (DKFZp686O1327), mRNA.0.04904525 0.04365659 2.54312964

Hs.543093 HS.543093 3 UI-1-BC0-afw-h-09-0-UI.s1 NCI_CGAP_Pl1 Homo sapiens cDNA clone UI-1-BC0-afw-h-09-0-UI 3, mRNA sequence0.05743081 0.0497972 2.53276325

REP15 NM_001029874.1REP15 12 Homo sapiens RAB15 effector protein (REP15), mRNA.0.05444236 0.0476201 2.53249681

LOC652789 XM_942448.1 LOC652789 PREDICTED: Homo sapiens similar to integrin alpha X precursor (LOC652789), mRNA.0.03555002 0.03340643 2.52052227

LOC642515 XM_926011.1 LOC642515 9 PREDICTED: Homo sapiens similar to NG5 protein (LOC642515), mRNA.0.01770922 0.01858399 2.51483006

Hs.128035 HS.128035 X qf54c05.x1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1753832 3, mRNA sequence0.02477797 0.02480341 2.51162347

CIZ1 NM_012127.2 CIZ1 9 Homo sapiens CDKN1A interacting zinc finger protein 1 (CIZ1), transcript variant 1, mRNA.LSFR1; ZNF356 0.01492095 0.01605155 2.50645786

Hs.430335 HS.430335 X QV0-HT0398-210100-096-c03 HT0398 Homo sapiens cDNA, mRNA sequence0.05098431 0.04505805 2.5054305

SUPT6H NM_003170.3 SUPT6H 17 Homo sapiens suppressor of Ty 6 homolog (S. cerevisiae) (SUPT6H), mRNA.MGC87943; SPT6H; KIAA0162; SPT6; emb-50.00083575 0.00138096 2.50242594

Hs.565908 HS.565908 3 UI-E-EO1-aiv-l-12-0-UI.s1 UI-E-EO1 Homo sapiens cDNA clone UI-E-EO1-aiv-l-12-0-UI 3, mRNA sequence0.00492132 0.00626428 2.49691608

PCIF1 NM_022104.3 PCIF1 20 Homo sapiens PDX1 C-terminal inhibiting factor 1 (PCIF1), mRNA.PCIF1 0.00815384 0.00964825 2.49572125

Hs.126963 HS.126963 16 wq04a09.x1 NCI_CGAP_Kid12 Homo sapiens cDNA clone IMAGE:2470264 3, mRNA sequence0.01340024 0.01467653 2.49037895

Hs.543759 HS.543759 4 wy86a10.x1 Soares_NSF_F8_9W_OT_PA_P_S1 Homo sapiens cDNA clone IMAGE:2555418 3, mRNA sequence0.02797921 0.0273984 2.48631626

Hs.562917 HS.562917 BX118281 NCI_CGAP_CLL1 Homo sapiens cDNA clone IMAGp998I204974, mRNA sequence0.01878103 0.01951732 2.48479056

Hs.572624 HS.572624 19 hz27a12.x1 NCI_CGAP_GC6 Homo sapiens cDNA clone IMAGE:3209182 3, mRNA sequence0.02465197 0.02471676 2.47471674

ZNF345 NM_003419.2 ZNF345 19 Homo sapiens zinc finger protein 345 (ZNF345), mRNA.HZF10 0.0275961 0.02708066 2.4692362

Hs.560098 HS.560098 12 AGENCOURT_7543948 NIH_MGC_92 Homo sapiens cDNA clone IMAGE:6067074 5, mRNA sequence0.04414613 0.04002254 2.46722717

SNORA52 NR_002585.1 SNORA52 11 Homo sapiens small nucleolar RNA, H/ACA box 52 (SNORA52), small nucleolar RNA.ACA52 0.01828039 0.0190716 2.46217044

Hs.98458 HS.98458 4 BX118817 Soares_testis_NHT Homo sapiens cDNA clone IMAGp998L041862, mRNA sequence0.011084 0.01252266 2.45965951



5.0 Upreg

MIP NM_012064.2 MIP 12 Homo sapiens major intrinsic protein of lens fiber (MIP), mRNA.AQP0; LIM1; MP26; MIP260.00959865 0.01108722 2.45187368

MUC2 NM_002457.2 MUC2 11 Homo sapiens mucin 2, oligomeric mucus/gel-forming (MUC2), mRNA.SMUC; MLP 0.01857599 0.0193363 2.44869449

TNFSF4 NM_003326.2 TNFSF4 1 Homo sapiens tumor necrosis factor (ligand) superfamily, member 4 (tax-transcriptionally activated glycoprotein 1, 34kDa) (TNFSF4), mRNA.TXGP1; OX4OL; CD252; CD134L; OX-40L; GP340.02501738 0.02499459 2.44675706

LOC647527 XM_942881.1 LOC647527 PREDICTED: Homo sapiens hypothetical protein LOC647527 (LOC647527), mRNA.0.00706412 0.00852435 2.43969208

SNORA1 NR_003026.1 SNORA1 11 Homo sapiens small nucleolar RNA, H/ACA box 1 (SNORA1), small nucleolar RNA.ACA1 0.02792568 0.02734903 2.4315587

LOC641944 XM_935704.1 LOC641944 PREDICTED: Homo sapiens hypothetical protein LOC641944 (LOC641944), mRNA.0.02851574 0.02779968 2.4305605

LOC644827 XM_932427.1 LOC644827 PREDICTED: Homo sapiens hypothetical LOC644827 (LOC644827), mRNA.0.03631971 0.03398774 2.4302268

LOC652614 XM_942149.1 LOC652614 PREDICTED: Homo sapiens similar to MHC class I antigen (LOC652614), mRNA.0.00251448 0.00351083 2.4269879

NOS2 NM_000625.4 NOS2 17 Homo sapiens nitric oxide synthase 2, inducible (NOS2), mRNA.0.00544787 0.00683829 2.42368882

MIR1471 NR_031717.1 MIR1471 Homo sapiens microRNA 1471 (MIR1471), microRNA.0.03055682 0.02943304 2.40966623

RGL2 NM_004761.2 RGL2 6 Homo sapiens ral guanine nucleotide dissociation stimulator-like 2 (RGL2), mRNA.HKE1.5; RAB2L; KE1.50.00477544 0.00610339 2.39776885

Hs.147255 HS.147255 BX103599 NCI_CGAP_GC6 Homo sapiens cDNA clone IMAGp998O184766, mRNA sequence0.01009828 0.01156235 2.39637504

LOC100132494XM_001722666.1LOC100132494 1 PREDICTED: Homo sapiens similar to PDE4DIP protein (LOC100132494), mRNA.0.00435377 0.00562841 2.39296456

Hs.573956 HS.573956 11 BX417275 Homo sapiens PLACENTA Homo sapiens cDNA clone CS0DE007YI01 5-PRIME, mRNA sequence0.01598562 0.01702364 2.39057997

Hs.552826 HS.552826 1 Homo sapiens cDNA FLJ37460 fis, clone BRAWH20112860.01177618 0.01317071 2.39007679

LOC649703 XM_943857.1 LOC649703 PREDICTED: Homo sapiens hypothetical protein LOC649703 (LOC649703), mRNA.0.05752894 0.04986258 2.38729006

CYSLTR2 NM_020377.2 CYSLTR2 13 Homo sapiens cysteinyl leukotriene receptor 2 (CYSLTR2), mRNA.PSEC0146; HG57; KPG_011; CYSLT2; GPCR; HPN321; hGPCR21; CYSLT2R0.01802592 0.01885094 2.38076688

IRF6 NM_006147.2 IRF6 1 Homo sapiens interferon regulatory factor 6 (IRF6), mRNA.VWS; LPS; PIT; OFC6; PPS0.0080183 0.00950711 2.37694226

Hs.574968 HS.574968 wm07h02.x1 NCI_CGAP_Ut4 Homo sapiens cDNA clone IMAGE:2435283 3, mRNA sequence0.02696103 0.02656441 2.37583779

NR6A1 NM_033334.2 NR6A1 9 Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), transcript variant 2, mRNA.NR61; GCNF; GCNF1; RTR0.05221103 0.04593398 2.37344967

FLJ44290 NM_198564.1 FLJ44290 3 Homo sapiens FLJ44290 protein (FLJ44290), mRNA.0.01370323 0.01495239 2.37241028

Hs.518008 HS.518008 3 zt57d01.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:726433 3, mRNA sequence0.02221518 0.02256755 2.36563544

LOC646330 XR_017189.2 LOC646330 1 PREDICTED: Homo sapiens misc_RNA (LOC646330), miscRNA.0.05150176 0.04542385 2.36538103

Hs.495112 HS.495112 14 Human TCR variable region Va30 subfamily gene (VA30, JA, CA segments), 5 end0.0078774 0.00935901 2.36537353

TLX3 NM_021025.2 TLX3 5 Homo sapiens T-cell leukemia homeobox 3 (TLX3), mRNA.RNX; MGC29804; HOX11L20.00643197 0.00788406 2.35985847

Hs.555595 HS.555595 Human (clone xip8) mRNA sequence0.05436411 0.04757538 2.35503886

AASDH NM_181806.2 AASDH 4 Homo sapiens aminoadipate-semialdehyde dehydrogenase (AASDH), mRNA.LYS2; ACSF4; NRPS1098; NRPS9989.655E-05 0.00023298 2.3544393

Hs.136788 HS.136788 5 ac76f10.x5 Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE:868555 3, mRNA sequence0.01245707 0.01379158 2.35209226

IFI44 NM_006417.2 IFI44 1 Homo sapiens interferon-induced protein 44 (IFI44), mRNA.p44; MTAP44 0.02740031 0.02692165 2.34272231

Hs.137293 HS.137293 1 zb53f02.y5 Soares_fetal_lung_NbHL19W Homo sapiens cDNA clone IMAGE:307323 5, mRNA sequence0.03843 0.03565829 2.34129091

LOC642243 XM_936390.1 LOC642243 PREDICTED: Homo sapiens similar to hydrocephalus inducing (LOC642243), mRNA.0.01902407 0.01973716 2.33963992

Hs.545428 HS.545428 8 nac37g08.x1 Lupski_sciatic_nerve Homo sapiens cDNA clone IMAGE:3395534 3, mRNA sequence0.03908986 0.03614061 2.3385835

LOC648289 XM_937347.1 LOC648289 PREDICTED: Homo sapiens hypothetical protein LOC648289 (LOC648289), mRNA.0.01458415 0.01574328 2.33225777

RIMBP3B NM_001128635.1RIMBP3B 22 Homo sapiens RIMS binding protein 3B (RIMBP3B), mRNA.0.01858023 0.01933843 2.32769849

PPAPDC2 NM_203453.2 PPAPDC2 9 Homo sapiens phosphatidic acid phosphatase type 2 domain containing 2 (PPAPDC2), mRNA.bA6J24.6; FLJ46512; FLJ90191; PSDP; MGC154830.00151152 0.00228184 2.32229549

LOC648665 XR_042388.1 LOC648665 PREDICTED: Homo sapiens misc_RNA (LOC648665), miscRNA.0.04856244 0.04331912 2.31265625

LOC644403 XM_932168.1 LOC644403 X PREDICTED: Homo sapiens hypothetical LOC644403 (LOC644403), mRNA.0.05022882 0.04447549 2.30894472

LOC100128516XR_038051.1 LOC100128516 PREDICTED: Homo sapiens misc_RNA (LOC100128516), miscRNA.0.00732888 0.00880388 2.30725124

LOC647704 XM_936765.1 LOC647704 PREDICTED: Homo sapiens similar to keratinocytes proline-rich protein (LOC647704), mRNA.0.05694134 0.04945588 2.30123334

ZNF608 NM_020747.1 ZNF608 5 Homo sapiens zinc finger protein 608 (ZNF608), mRNA.NY-REN-36; DKFZp781C0723; MGC1668510.04781489 0.04278277 2.30002097

CXCL13 NM_006419.1 CXCL13 4 Homo sapiens chemokine (C-X-C motif) ligand 13 (B-cell chemoattractant) (CXCL13), mRNA.SCYB13; ANGIE; BCA1; ANGIE2; BCA-1; BLR1L; BLC0.01964797 0.02030283 2.29896855

Hs.334998 HS.334998 13 qd61b01.x1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1733929 3, mRNA sequence0.0421059 0.038459 2.29878569

LOC650407 XM_944179.1 LOC650407 PREDICTED: Homo sapiens hypothetical protein LOC650407 (LOC650407), mRNA.0.03054201 0.02942523 2.29852132

LOC647246 XM_930292.1 LOC647246 1 PREDICTED: Homo sapiens similar to PTPRF interacting protein alpha 2 (LOC647246), mRNA.0.04952948 0.04398499 2.29370169

LOC645487 XM_932932.1 LOC645487 20 PREDICTED: Homo sapiens hypothetical protein LOC645487 (LOC645487), mRNA.0.01276704 0.01408146 2.29246125

Hs.552427 HS.552427 17 Homo sapiens mRNA; cDNA DKFZp686C1250 (from clone DKFZp686C1250)0.01928154 0.01997358 2.28801126

LOC652148 XM_945224.1 LOC652148 PREDICTED: Homo sapiens hypothetical LOC652148 (LOC652148), mRNA.0.00070811 0.00119895 2.28772797

LOC646082 XM_929042.1 LOC646082 22 PREDICTED: Homo sapiens similar to Cysteine-rich protein 1 (Cysteine-rich intestinal protein) (CRIP) (LOC646082), mRNA.0.01696812 0.01794363 2.28600115

PTPRQ XM_926134.1 PTPRQ 12 PREDICTED: Homo sapiens protein tyrosine phosphatase, receptor type, Q (PTPRQ), mRNA.0.01950703 0.02016669 2.28294201

LOC645052 XM_928103.1 LOC645052 1 PREDICTED: Homo sapiens similar to poly (ADP-ribose) polymerase family, member 8 (LOC645052), mRNA.0.01351984 0.0147817 2.28123419

LOC728690 XM_001715625.1LOC728690 PREDICTED: Homo sapiens hypothetical protein LOC728690 (LOC728690), mRNA.0.0459273 0.0413638 2.28120866

MANEA XM_938989.1 MANEA PREDICTED: Homo sapiens mannosidase, endo-alpha (MANEA), mRNA.1.0134E-06 6.7718E-06 2.28068917

Hs.444152 HS.444152 13 we92b05.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2348529 3, mRNA sequence0.02751075 0.02701503 2.28009464

RESP18 NM_001007089.1RESP18 Homo sapiens regulated endocrine-specific protein 18 (RESP18), mRNA.0.02722849 0.02678583 2.27993462

FLJ36492 NM_182568.2 FLJ36492 17 Homo sapiens hypothetical protein FLJ36492 (FLJ36492), mRNA.MGC126634 0.02210538 0.02247943 2.27914884

BGLAP NM_199173.2 BGLAP 1 Homo sapiens bone gamma-carboxyglutamate (gla) protein (osteocalcin) (BGLAP), mRNA.BGP; PMF1 0.03122947 0.02994943 2.27422421

TFR2 NM_003227.2 TFR2 7 Homo sapiens transferrin receptor 2 (TFR2), mRNA.HFE3; MGC126368; TFRC20.02551123 0.02538681 2.27389335

LSAMP NM_002338.2 LSAMP 3 Homo sapiens limbic system-associated membrane protein (LSAMP), mRNA.LAMP 0.03276722 0.03115513 2.27095444

LOC645320 XM_939804.1 LOC645320 PREDICTED: Homo sapiens hypothetical LOC645320 (LOC645320), mRNA.0.00360388 0.0047859 2.2662823

Hs.567192 HS.567192 X xp82e07.x1 NCI_CGAP_Ov40 Homo sapiens cDNA clone IMAGE:2746884 3 similar to contains element MER12 repetitive element ;, mRNA sequence0.03585649 0.03363319 2.26466052

LOC731186 Hs.538470 LOC731186 PREDICTED: Homo sapiens hypothetical protein LOC731186 (LOC731186), mRNA.0.04790358 0.04284465 2.26018802

GPR21 NM_005294.1 GPR21 9 Homo sapiens G protein-coupled receptor 21 (GPR21), mRNA.0.0379926 0.0352935 2.25968821

LOC650759 XM_944798.1 LOC650759 PREDICTED: Homo sapiens similar to Bcl-2-associated transcription factor 1 (Btf), transcript variant 2 (LOC650759), mRNA.0.02801734 0.02742655 2.2590368

LOC648657 XM_943417.1 LOC648657 PREDICTED: Homo sapiens hypothetical LOC648657 (LOC648657), mRNA.0.00851792 0.01001692 2.25634071

Hs.158036 HS.158036 5 BX118491 NCI_CGAP_Brn23 Homo sapiens cDNA clone IMAGp998K174954, mRNA sequence0.01348701 0.01475131 2.25578515

Hs.542001 HS.542001 2 yz88g11.s1 Soares_multiple_sclerosis_2NbHMSP Homo sapiens cDNA clone IMAGE:290180 3, mRNA sequence0.04061391 0.03727084 2.25573916

Hs.583323 HS.583323 7 UI-CF-FN0-aew-k-13-0-UI.s1 UI-CF-FN0 Homo sapiens cDNA clone UI-CF-FN0-aew-k-13-0-UI 3, mRNA sequence0.04325921 0.03932004 2.25493365

Hs.493947 HS.493947 9 Homo sapiens cDNA FLJ41455 fis, clone BRSTN20122840.04926837 0.04381075 2.25486557

PISRT1 NR_027070.1 PISRT1 3 Homo sapiens polled intersex syndrome regulated transcript 1 (non-protein coding RNA) (PISRT1), non-coding RNA.0.02659627 0.02629064 2.25371271

HSPA7 NR_024151.1 HSPA7 1 Homo sapiens heat shock 70kDa protein 7 (HSP70B) (HSPA7), non-coding RNA.0.04610539 0.04148587 2.24877187



5.0 Upreg

LOC645478 XM_932922.1 LOC645478 16 PREDICTED: Homo sapiens hypothetical LOC645478 (LOC645478), mRNA.0.02472804 0.02477321 2.24831147

LOC146053 XM_933251.1 LOC146053 15 PREDICTED: Homo sapiens similar to ribosomal protein S3a, transcript variant 4 (LOC146053), mRNA.0.0370523 0.03456271 2.24544148

SLC22A15 NM_018420.1 SLC22A15 1 Homo sapiens solute carrier family 22 (organic cation transporter), member 15 (SLC22A15), mRNA.FLIPT1; DKFZp761G0313; PRO346860.03400154 0.0321268 2.24367894

OPHN1 NM_002547.1 OPHN1 X Homo sapiens oligophrenin 1 (OPHN1), mRNA.OPN1; MRX60 0.01659918 0.01758315 2.23869156

FLJ43276 NM_207382.1 FLJ43276 15 Homo sapiens FLJ43276 protein (FLJ43276), mRNA.0.00036203 0.00068726 2.23250852

LOC100129550NR_024618.1 LOC100129550 3 Homo sapiens hypothetical LOC100129550 (LOC100129550), non-coding RNA.0.00033371 0.00064281 2.22067389

C8orf17 NM_020237.1 C8ORF17 8 Homo sapiens chromosome 8 open reading frame 17 (C8orf17), mRNA.MOST-1 0.01875243 0.01949222 2.21770618

Hs.409403 HS.409403 2 xr75a07.x2 NCI_CGAP_Ov26 Homo sapiens cDNA clone IMAGE:2765940 3, mRNA sequence0.02188224 0.02226801 2.21740144

OAZ3 NM_016178.1 OAZ3 1 Homo sapiens ornithine decarboxylase antizyme 3 (OAZ3), mRNA.TISP15; OAZ-t 0.02735921 0.02688729 2.21302537

SLFN14 NM_001129820.1SLFN14 17 Homo sapiens schlafen family member 14 (SLFN14), mRNA.0.01807096 0.01889129 2.21007712

Hs.564805 HS.564805 15 602976638F1 NIH_MGC_12 Homo sapiens cDNA clone IMAGE:5115800 5, mRNA sequence0.00454167 0.00584119 2.20612788

HOXB3 NM_002146.3 HOXB3 17 Homo sapiens homeobox B3 (HOXB3), mRNA.HOX2; HOX2G; Hox-2.70.03349557 0.03172389 2.20554181

CASRL1 XM_293581.5 CASRL1 3 PREDICTED: Homo sapiens calcium-sensing receptor like 1 (CASRL1), mRNA.0.02446392 0.02455347 2.20251375

LOC651169 XM_942515.1 LOC651169 PREDICTED: Homo sapiens hypothetical protein LOC651169 (LOC651169), mRNA.0.02409413 0.02422112 2.20169069

VPS54 NM_016516.2 VPS54 2 Homo sapiens vacuolar protein sorting 54 homolog (S. cerevisiae) (VPS54), transcript variant 1, mRNA.hVps54L; HCC8; SLP-8p; VPS54L0.0237525 0.02391331 2.20156052

LOC340274 XR_017256.2 LOC340274 7 PREDICTED: Homo sapiens misc_RNA (LOC340274), miscRNA.0.0267591 0.02641291 2.20106629

CALHM1 NM_001001412.3CALHM1 10 Homo sapiens calcium homeostasis modulator 1 (CALHM1), mRNA.0.01037326 0.01183857 2.19969767

LOC644981 XM_932554.1 LOC644981 X PREDICTED: Homo sapiens hypothetical protein LOC644981 (LOC644981), mRNA.0.01647692 0.01747685 2.19883345

FLJ90680 NM_207475.1 FLJ90680 22 Homo sapiens FLJ90680 protein (FLJ90680), mRNA.0.05703915 0.04951143 2.19878739

ALB NM_000477.3 ALB 4 Homo sapiens albumin (ALB), mRNA.PRO1341; DKFZp779N1935; PRO0903; PRO08830.05462146 0.04775772 2.19831143

LOC392364 XM_928878.1 LOC392364 9 PREDICTED: Homo sapiens similar to nuclear pore membrane protein 121 (LOC392364), mRNA.0.0138989 0.01512451 2.19554963

SYCE2 NM_001105578.1SYCE2 19 Homo sapiens synaptonemal complex central element protein 2 (SYCE2), mRNA.CESC1 0.04912078 0.04370608 2.19382388

PHC3 NM_024947.2 PHC3 3 Homo sapiens polyhomeotic homolog 3 (Drosophila) (PHC3), mRNA.FLJ12729; HPH3; EDR3; DKFZp313K1221; FLJ12967; MGC881440.00011958 0.00027581 2.19149786

LOC644457 XM_929445.1 LOC644457 3 PREDICTED: Homo sapiens hypothetical protein LOC644457 (LOC644457), mRNA.0.04602031 0.04143056 2.18854448

Hs.538859 HS.538859 11 HSU48640 Human fetal brain QBoqin Homo sapiens cDNA clone HFBEST-22, mRNA sequence0.02956029 0.02866195 2.1857295

Hs.201858 HS.201858 3 BX097814 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGp998J213713, mRNA sequence0.05456086 0.04770949 2.1838544

KCNH4 NM_012285.1 KCNH4 17 Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), member 4 (KCNH4), mRNA.Kv12.3; ELK1; BEC20.01361637 0.01486685 2.1823626

LOC147645 XM_937000.1 LOC147645 PREDICTED: Homo sapiens hypothetical protein LOC147645 (LOC147645), mRNA.0.05337741 0.04681929 2.1803202

C4orf10 NR_015453.1 C4ORF10 4 Homo sapiens chromosome 4 open reading frame 10 (C4orf10), non-coding RNA.0.03265662 0.03107692 2.17689385

LOC100133459XM_001720054.1LOC100133459 PREDICTED: Homo sapiens hypothetical protein LOC100133459 (LOC100133459), partial mRNA.0.03853296 0.03572738 2.17328996

Hs.144714 HS.144714 10 BX095676 Soares_testis_NHT Homo sapiens cDNA clone IMAGp998I154418, mRNA sequence0.02731389 0.02684876 2.17033371

CFC1 NM_032545.2 CFC1 2 Homo sapiens cripto, FRL-1, cryptic family 1 (CFC1), mRNA.CRYPTIC; MGC133213; HTX20.00318536 0.0043057 2.16907563

GPR89C XM_936805.1 GPR89C 1 Homo sapiens G protein-coupled receptor 89C (GPR89C), mRNA.0.00225833 0.00321509 2.15978454

Hs.552282 HS.552282 8 Homo sapiens mRNA; cDNA DKFZp313P0125 (from clone DKFZp313P0125)0.02167525 0.02208811 2.15835627

ZNF502 NM_033210.3 ZNF502 3 Homo sapiens zinc finger protein 502 (ZNF502), mRNA.FLJ14855; FLJ125150.05703377 0.04951166 2.15448741

LOC642744 XM_926179.1 LOC642744 14 PREDICTED: Homo sapiens similar to Ribosome biogenesis protein BMS1 homolog (LOC642744), mRNA.0.00269965 0.00372784 2.15086391

TEP1 NM_007110.3 TEP1 14 Homo sapiens telomerase-associated protein 1 (TEP1), mRNA.VAULT2; TLP1; TROVE1; TP1; p2400.05108581 0.04512503 2.15043655

ANKZF1 NM_018089.1 ANKZF1 2 Homo sapiens ankyrin repeat and zinc finger domain containing 1 (ANKZF1), transcript variant 2, mRNA.ZNF744; FLJ13144; FLJ104150.00017226 0.00037209 2.1464585

LOC646334 XM_929268.1 LOC646334 3 PREDICTED: Homo sapiens similar to ATP synthase, H+ transporting, mitochondrial F0 complex, subunit f, isoform 2 (LOC646334), mRNA.0.00027018 0.00053766 2.14596915

LOC642183 XM_936339.1 LOC642183 PREDICTED: Homo sapiens similar to Polypeptide N-acetylgalactosaminyltransferase 9 (Protein-UDP acetylgalactosaminyltransferase 9) (UDP-GalNAc:polypeptide N-acetylgalactosaminyltransferase 9) (Polypeptide GalNAc transferase 9) (GalNAc-T9) (pp-GaNTase 9) (LOC642183), mRNA.0.04174454 0.0381647 2.14434791

Hs.538716 HS.538716 11 ob56a07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:1335348 3, mRNA sequence0.00269167 0.00371859 2.13376846

CD207 NM_015717.1 CD207 2 Homo sapiens CD207 molecule, langerin (CD207), mRNA.CLEC4K; LANGERIN0.01241054 0.01375396 2.13339537

Hs.516049 HS.516049 2 ho44f09.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:3040265 3, mRNA sequence0.04616807 0.04152523 2.13123471

LOC153328 NM_145282.1 LOC153328 5 Homo sapiens similar to CG4995 gene product (LOC153328), mRNA.0.03114266 0.02987598 2.13105179

MARK1 NM_018650.2 MARK1 1 Homo sapiens MAP/microtubule affinity-regulating kinase 1 (MARK1), mRNA.KIAA1477; MGC126512; MGC126513; MARK0.02519777 0.02513761 2.12710514

LIMK1 NM_002314.2 LIMK1 7 Homo sapiens LIM domain kinase 1 (LIMK1), mRNA.LIMK 0.04833233 0.04315334 2.12489255

C7orf54 NM_014411.2 C7ORF54 7 Homo sapiens chromosome 7 open reading frame 54 (C7orf54), mRNA.NSG-X; NAG8; MGC1383460.00060957 0.00106055 2.11908648

TEKT2 NM_014466.2 TEKT2 1 Homo sapiens tektin 2 (testicular) (TEKT2), mRNA.h-tektin-t; TEKTB10.03236846 0.03086295 2.11002194

Hs.584144 HS.584144 9 ty82e09.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2285608 3, mRNA sequence0.04487478 0.04057831 2.10939277

ATP6V1G2 NM_130463.2 ATP6V1G2 6 Homo sapiens ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G2 (ATP6V1G2), transcript variant 1, mRNA.NG38; ATP6G2; VMA10; ATP6G0.00093734 0.00152216 2.10636272

LOC440491 XM_498696.2 LOC440491 PREDICTED: Homo sapiens hypothetical LOC440491 (LOC440491), mRNA.0.04013238 0.03693324 2.10612585

LOC285908 NM_181722.2 LOC285908 7 Homo sapiens hypothetical protein LOC285908 (LOC285908), mRNA.0.00226402 0.0032211 2.08996021

BATF3 NM_018664.1 BATF3 1 Homo sapiens basic leucine zipper transcription factor, ATF-like 3 (BATF3), mRNA.JUNDM1; SNFT; BATF30.05112665 0.04515201 2.08757805

C2orf89 NM_001080824.1C2ORF89 2 Homo sapiens chromosome 2 open reading frame 89 (C2orf89), mRNA.FLJ46467 0.0059502 0.00738118 2.08492504

LOC643313 XM_933038.1 LOC643313 1 PREDICTED: Homo sapiens similar to hypothetical protein LOC284701, transcript variant 3 (LOC643313), mRNA.0.03819814 0.03546942 2.0798921

U1SNRNPBP NM_180703.1 U1SNRNPBP 12 Homo sapiens U11/U12 snRNP 35K (U1SNRNPBP), transcript variant 4, mRNA.MGC138160; HM-10.0001176 0.0002724 2.07818525

SEMA4A NM_022367.2 SEMA4A 1 Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4A (SEMA4A), mRNA.RP11-54H19.2; RP35; SEMB; SEMAB; FLJ12287; CORD100.01398349 0.01519771 2.07410966

LOC100128857XR_038035.1 LOC100128857 2 PREDICTED: Homo sapiens misc_RNA (LOC100128857), miscRNA.0.01114099 0.01256925 2.07295977

DCAF10 NM_024345.3 DCAF10 9 Homo sapiens DDB1 and CUL4 associated factor 10 (DCAF10), mRNA.MGC131781; MGC10765; FLJ232010.0006398 0.00110395 2.07195484

LOC646825 XM_929783.1 LOC646825 19 PREDICTED: Homo sapiens similar to zinc finger protein 91 (LOC646825), mRNA.0.04026766 0.03701503 2.05846432

ZNF707 NM_173831.2 ZNF707 8 Homo sapiens zinc finger protein 707 (ZNF707), transcript variant 1, mRNA.0.00786688 0.00934778 2.05593287

TNS1 NM_022648.3 TNS1 2 Homo sapiens tensin 1 (TNS1), mRNA.TNS; MGC885840.02808948 0.02747265 2.0501462

LOC728670 XM_932235.1 LOC728670 12 PREDICTED: Homo sapiens similar to NUAK family, SNF1-like kinase, 1 (LOC728670), mRNA.0.04945945 0.04394504 2.04425688

Hs.539159 HS.539159 12 wm19e03.x1 NCI_CGAP_Ut4 Homo sapiens cDNA clone IMAGE:2436412 3, mRNA sequence0.0148081 0.0159497 2.04206094

LOC388255 XM_370973.3 LOC388255 16 PREDICTED: Homo sapiens similar to Ig heavy chain V-III region VH26 precursor (LOC388255), mRNA.0.03966791 0.03659407 2.03769546

LOC727726 XM_937616.1 LOC727726 10 PREDICTED: Homo sapiens similar to poly (ADP-ribose) glycohydrolase (LOC727726), mRNA.0.01821353 0.01901314 2.03739572

SH3BP2 NM_003023.2 SH3BP2 4 Homo sapiens SH3-domain binding protein 2 (SH3BP2), mRNA.CRPM; CRBM; RES4-23; 3BP2; FLJ420790.00356728 0.00474592 2.03657098

CCDC22 NM_014008.1 CCDC22 X Homo sapiens coiled-coil domain containing 22 (CCDC22), mRNA.JM1; CXorf37 0.00317329 0.00429138 2.03293011

BLOC1S2 NM_001001342.1BLOC1S2 10 Homo sapiens biogenesis of lysosomal organelles complex-1, subunit 2 (BLOC1S2), transcript variant 2, mRNA.RP11-316M21.4; FLJ30135; MGC10120; BLOS20.03270974 0.0311106 2.03245879

FZD3 NM_017412.2 FZD3 8 Homo sapiens frizzled homolog 3 (Drosophila) (FZD3), mRNA.hFz3; Fz-3 0.03466103 0.03267253 2.02462063



5.0 Upreg

CRBN NM_016302.2 CRBN 3 Homo sapiens cereblon (CRBN), mRNA.MGC27358; DKFZp781K0715; MRT2A7.8924E-07 5.6436E-06 2.02345241

LOC100129427XM_001714883.1LOC100129427 7 PREDICTED: Homo sapiens hypothetical protein LOC100129427 (LOC100129427), mRNA.0.03763017 0.03503471 2.02229834

LOC645836 XM_928820.1 LOC645836 8 PREDICTED: Homo sapiens similar to deubiquitinating enzyme 3 (LOC645836), mRNA.0.00656366 0.00802194 2.0216774

LOC650494 XM_944224.1 LOC650494 PREDICTED: Homo sapiens hypothetical protein LOC650494 (LOC650494), mRNA.0.05073388 0.04484125 2.01619277

FAM134C NM_178126.2 FAM134C 17 Homo sapiens family with sequence similarity 134, member C (FAM134C), mRNA.FLJ33806 0.00578781 0.00720418 2.0146562

LOC648972 XM_938049.1 LOC648972 PREDICTED: Homo sapiens similar to XAGE-3 protein (LOC648972), mRNA.0.05026331 0.04449256 2.01345508

LOC650140 XM_942374.1 LOC650140 PREDICTED: Homo sapiens hypothetical protein LOC650139, transcript variant 1 (LOC650140), mRNA.0.04680654 0.04199188 2.01109506

LOC651315 XM_940450.1 LOC651315 PREDICTED: Homo sapiens similar to patched domain containing 3 (LOC651315), mRNA.0.03583105 0.0336201 2.00553409

SEC14L2 NM_012429.1 SEC14L2 22 Homo sapiens SEC14-like 2 (S. cerevisiae) (SEC14L2), mRNA.KIAA1658; MGC65053; TAP1; KIAA1186; TAP; C22orf6; SPF0.00432827 0.00560121 1.99287681

LOC652404 XM_945472.1 LOC652404 PREDICTED: Homo sapiens hypothetical protein LOC652404 (LOC652404), mRNA.0.00422686 0.00549592 1.98927503

CLVS2 NM_001010852.2CLVS2 6 Homo sapiens clavesin 2 (CLVS2), mRNA.C6orf213; C6orf212; bA160A10.4; MGC1205720.04613039 0.04149985 1.98494308

Hs.197017 HS.197017 8 wa17h04.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2298391 3, mRNA sequence0.02942552 0.02854389 1.98278656

LOC643937 XM_927195.1 LOC643937 9 PREDICTED: Homo sapiens hypothetical protein LOC643937 (LOC643937), mRNA.0.05431378 0.04754555 1.97938346

ACSM2B NM_182617.2 ACSM2B 16 Homo sapiens acyl-CoA synthetase medium-chain family member 2B (ACSM2B), nuclear gene encoding mitochondrial protein, mRNA.HYST1046; HXMA; ACSM20.01475607 0.01590538 1.97239827

EPHX1 NM_000120.2 EPHX1 1 Homo sapiens epoxide hydrolase 1, microsomal (xenobiotic) (EPHX1), mRNA.EPOX; MEH; EPHX2.4627E-05 7.7363E-05 1.97121476

PHF8 NM_015107.1 PHF8 X Homo sapiens PHD finger protein 8 (PHF8), mRNA.ZNF422; MRXSSD; DKFZp686E0868; JHDM1F; KIAA11110.01570807 0.01676674 1.96553086

Hs.526484 HS.526484 15 UI-CF-EN1-ael-m-17-18-UI.s18 UI-CF-EN1 Homo sapiens cDNA clone UI-CF-EN1-ael-m-17-18-UI 3, mRNA sequence0.05434957 0.0475674 1.96546698

KIAA1545 XM_495939.2 KIAA1545 12 PREDICTED: Homo sapiens KIAA1545 protein (KIAA1545), mRNA.0.00792899 0.00941266 1.96540796

LOC652773 XM_942415.1 LOC652773 PREDICTED: Homo sapiens similar to Shwachman-Bodian-Diamond syndrome (predicted) (LOC652773), mRNA.0.02711162 0.02668582 1.9620027

LOC642468 XM_931123.1 LOC642468 4 PREDICTED: Homo sapiens hypothetical protein LOC642467, transcript variant 2 (LOC642468), mRNA.0.04502418 0.04070082 1.96073148

RAD51L3 NM_002878.2 RAD51L3 17 Homo sapiens RAD51-like 3 (S. cerevisiae) (RAD51L3), transcript variant 1, mRNA.R51H3; Trad; HsTRAD; RAD51D0.00248611 0.00348063 1.96019093

LOC441086 XM_499003.2 LOC441086 5 PREDICTED: Homo sapiens hypothetical gene supported by BC039003 (LOC441086), mRNA.0.02908065 0.02826247 1.95897757

ANKRD21 NM_174981.2 ANKRD21 21 Homo sapiens ankyrin repeat domain 21 (ANKRD21), mRNA.POTE-21; POTE21; POTE0.02082687 0.02134505 1.95703244

LOC651881 XM_942713.1 LOC651881 PREDICTED: Homo sapiens hypothetical protein LOC651881 (LOC651881), mRNA.0.01046933 0.01193114 1.95171305

MGC12760 XM_930480.1 MGC12760 1 PREDICTED: Homo sapiens hypothetical protein MGC12760, transcript variant 2 (MGC12760), mRNA.0.04759048 0.04259936 1.95128764

LOC401305 XM_376573.3 LOC401305 7 PREDICTED: Homo sapiens similar to beta-1,4-mannosyltransferase (LOC401305), mRNA.0.00068246 0.00116405 1.94006432

LOC651113 XM_942507.1 LOC651113 PREDICTED: Homo sapiens hypothetical protein LOC651113 (LOC651113), mRNA.0.04508692 0.04074074 1.93639123

LOC641765 XM_927822.1 LOC641765 7 PREDICTED: Homo sapiens similar to General transcription factor II-I repeat domain-containing protein 1 (GTF2I repeat domain-containing protein 1) (Muscle TFII-I repeat domain-containing protein 1) (General transcription factor III) (Slow-muscle-fiber enhancer binding pro... (LOC641765), mRNA.0.01922969 0.01992692 1.93560239

Hs.583755 HS.583755 8 Homo sapiens cDNA FLJ31059 fis, clone HSYRA20008320.04714016 0.04226094 1.93298672

LOC730286 XR_038094.1 LOC730286 7 PREDICTED: Homo sapiens misc_RNA (LOC730286), miscRNA.0.00188507 0.00275338 1.93185723

KLHL1 NM_020866.1 KLHL1 13 Homo sapiens kelch-like 1 (Drosophila) (KLHL1), mRNA.MRP2; KIAA1490; FLJ300470.05297729 0.04648692 1.93184671

THAP4 NM_015963.4 THAP4 2 Homo sapiens THAP domain containing 4 (THAP4), mRNA.CGI-36 0.00039411 0.00073918 1.93006419

ZNF215 NM_013250.1 ZNF215 11 Homo sapiens zinc finger protein 215 (ZNF215), mRNA.BAZ2 0.00051563 0.0009233 1.9206771

UNC13A XM_937931.1 UNC13A PREDICTED: Homo sapiens unc-13 homolog A (C. elegans) (UNC13A), mRNA.0.00832196 0.00982202 1.91518577

CEP76 NM_024899.2 CEP76 18 Homo sapiens centrosomal protein 76kDa (CEP76), mRNA.C18orf9; FLJ12542; HsT17050.00723926 0.00870696 1.9151486

LOC651137 XM_945836.1 LOC651137 PREDICTED: Homo sapiens similar to T-complex protein 10A homolog, transcript variant 3 (LOC651137), mRNA.0.03567771 0.03349773 1.90562748

LOC728070 XM_926169.1 LOC728070 16 PREDICTED: Homo sapiens similar to chromosome 16 open reading frame 54 (LOC728070), mRNA.0.03759142 0.03500978 1.90477138

LOC646307 XM_929245.1 LOC646307 1 PREDICTED: Homo sapiens hypothetical protein LOC646307 (LOC646307), mRNA.0.02169116 0.02209919 1.9024811

C7orf29 NM_138434.2 C7ORF29 7 Homo sapiens chromosome 7 open reading frame 29 (C7orf29), mRNA.0.04478726 0.04052005 1.90156204

SLC26A2 NM_000112.2 SLC26A2 5 Homo sapiens solute carrier family 26 (sulfate transporter), member 2 (SLC26A2), mRNA.DTDST; MSTP157; MST153; D5S1708; DTD; EDM40.00072771 0.00122882 1.90063575

SELE NM_000450.1 SELE 1 Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA.LECAM2; ESEL; ELAM; CD62E; ELAM10.02053729 0.02108274 1.89997429

Hs.443534 HS.443534 4 BX117171 NCI_CGAP_Co3 Homo sapiens cDNA clone IMAGp998J142299, mRNA sequence0.03720706 0.03469232 1.89993085

LOC652541 XM_942032.1 LOC652541 PREDICTED: Homo sapiens hypothetical protein LOC652541 (LOC652541), mRNA.0.00770858 0.00918331 1.89803229

NCRNA00094 NR_015427.1 NCRNA00094 Homo sapiens non-protein coding RNA 94 (NCRNA00094), non-coding RNA.0.02776323 0.02721727 1.89454939

Hs.444939 HS.444939 1 AV744922 CB Homo sapiens cDNA clone CBMAJE08 5, mRNA sequence0.004359 0.0056335 1.89398636

LOC645113 XM_930333.1 LOC645113 22 PREDICTED: Homo sapiens hypothetical protein LOC645113 (LOC645113), mRNA.0.03658477 0.03419931 1.89211639

FLJ30092 XM_933560.1 FLJ30092 12 PREDICTED: Homo sapiens AF-1 specific protein phosphatase, transcript variant 3 (FLJ30092), mRNA.0.04027025 0.03701353 1.89207629

LOC654115 XM_939598.1 LOC654115 PREDICTED: Homo sapiens similar to mitochondrial isoleucine tRNA synthetase (LOC654115), mRNA.0.03312829 0.03142353 1.89117114

LOC100131507XR_038156.1 LOC100131507 PREDICTED: Homo sapiens misc_RNA (LOC100131507), miscRNA.0.02294435 0.0232169 1.89097324

CPXM1 NM_019609.3 CPXM1 20 Homo sapiens carboxypeptidase X (M14 family), member 1 (CPXM1), mRNA.CPX1; CPXM 0.02539273 0.02528897 1.88648652

ZNF292 XM_943726.1 ZNF292 6 Homo sapiens zinc finger protein 292 (ZNF292), mRNA.bA393I2.3; KIAA0530; ZFP292; FLJ13564; Zn-15; FLJ41479; ZN-16; Nbla003650.0246312 0.02469876 1.88632386

LOC650028 XM_939119.1 LOC650028 PREDICTED: Homo sapiens similar to voltage-gated sodium channel type V alpha isoform b (LOC650028), mRNA.0.02801824 0.02742437 1.88298078

SULT6B1 NM_001032377.1SULT6B1 2 Homo sapiens sulfotransferase family, cytosolic, 6B, member 1 (SULT6B1), mRNA.0.01737102 0.01830351 1.88131443

GNRH1 NM_000825.2 GNRH1 8 Homo sapiens gonadotropin-releasing hormone 1 (luteinizing-releasing hormone) (GNRH1), transcript variant 1, mRNA.LHRH; LNRH; GRH; GNRH0.04088599 0.03750091 1.87978881

DCD NM_053283.1 DCD 12 Homo sapiens dermcidin (DCD), mRNA.MGC71930; DCD-1; PIF; HCAP; DSEP; AIDD0.02933098 0.02846163 1.87827962

NIT1 NM_005600.1 NIT1 1 Homo sapiens nitrilase 1 (NIT1), mRNA.MGC57670 0.02799152 0.02740433 1.87792449

Hs.540255 HS.540255 15 DB299844 BRACE3 Homo sapiens cDNA clone BRACE3027682 3, mRNA sequence0.03915389 0.036196 1.87329577

LOC651617 XM_940799.1 LOC651617 PREDICTED: Homo sapiens similar to phospholipase D family, member 5 (LOC651617), mRNA.0.0492771 0.04381408 1.87249943

MIR614 NR_030345.1 MIR614 Homo sapiens microRNA 614 (MIR614), microRNA.0.00149729 0.00226504 1.87062951

SPTLC2 NM_004863.2 SPTLC2 14 Homo sapiens serine palmitoyltransferase, long chain base subunit 2 (SPTLC2), mRNA.SPT2; KIAA0526; LCB20.03277659 0.03116067 1.86926718

GBP4 NM_052941.2 GBP4 1 Homo sapiens guanylate binding protein 4 (GBP4), mRNA.Mpa2 0.04719944 0.04230111 1.8691309

Hs.224854 HS.224854 12 UI-H-EU0-azt-h-09-0-UI.s1 NCI_CGAP_Car1 Homo sapiens cDNA clone IMAGE: 5853368 3, mRNA sequence0.02875244 0.02798379 1.8666695

ZNF155 NM_198089.1 ZNF155 19 Homo sapiens zinc finger protein 155 (ZNF155), transcript variant 1, mRNA.MGC161655; pHZ-960.0527372 0.0463133 1.86592476

CPT1B NM_152247.1 CPT1B Homo sapiens carnitine palmitoyltransferase 1B (muscle) (CPT1B), nuclear gene encoding mitochondrial protein, transcript variant 4, mRNA.CPT1-M; KIAA1670; M-CPT10.00427874 0.0055494 1.86555622

C15orf32 NM_153040.1 C15ORF32 15 Homo sapiens chromosome 15 open reading frame 32 (C15orf32), mRNA.FLJ32831; MGC129837; MGC1298360.0194376 0.02011149 1.85852652

LOC400509 XM_942431.1 LOC400509 PREDICTED: Homo sapiens similar to FLJ12363 protein (LOC400509), mRNA.0.05124026 0.04523414 1.85815099

MGC22014 XM_942026.1 MGC22014 PREDICTED: Homo sapiens hypothetical protein MGC22014 (MGC22014), mRNA.0.01352228 0.01478068 1.85493099

Hs.540722 HS.540722 17 ti70d10.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2137363 3, mRNA sequence0.01021662 0.01168109 1.85406207

LOC647920 XM_943115.1 LOC647920 PREDICTED: Homo sapiens hypothetical protein LOC647920 (LOC647920), mRNA.0.04213908 0.03847729 1.85064714

WDFY3 NM_178583.1 WDFY3 4 Homo sapiens WD repeat and FYVE domain containing 3 (WDFY3), transcript variant 2, mRNA.ALFY; KIAA0993; ZFYVE25; MGC164610.01818589 0.01900012 1.84411604



5.0 Upreg

FLJ25169 NM_152568.1 FLJ25169 8 Homo sapiens hypothetical protein FLJ25169 (FLJ25169), mRNA.0.03984502 0.03671885 1.83927664

FBXW2 NM_012164.2 FBXW2 9 Homo sapiens F-box and WD-40 domain protein 2 (FBXW2), mRNA.FBW2; Fwd2; Md60.00055021 0.00097645 1.83661898

PIK3R4 NM_014602.1 PIK3R4 3 Homo sapiens phosphoinositide-3-kinase, regulatory subunit 4, p150 (PIK3R4), mRNA.MGC102700; p150; VPS150.04560075 0.04115842 1.83549627

KDM6B NM_001080424.1KDM6B 17 Homo sapiens lysine (K)-specific demethylase 6B (KDM6B), mRNA.KIAA0346 0.04718088 0.04228879 1.8353512

GEN1 NM_182625.2 GEN1 2 Homo sapiens Gen homolog 1, endonuclease (Drosophila) (GEN1), mRNA.FLJ40869; DKFZp781F0986; Gen0.01550153 0.01658866 1.83290452

P76 NM_173542.2 P76 12 Homo sapiens mannose-6-phosphate protein p76 (P76), mRNA.0.02718795 0.02675194 1.82944999

Hs.171169 HS.171169 8 AGENCOURT_13640441 NIH_MGC_186 Homo sapiens cDNA clone IMAGE:30323435 5, mRNA sequence0.02964106 0.0287244 1.82941974

LOC283514 NM_198849.1 LOC283514 13 Homo sapiens similar to seven in absentia 2 (LOC283514), mRNA.0.05603399 0.04880308 1.82721749

CD2 NM_001767.2 CD2 1 Homo sapiens CD2 molecule (CD2), mRNA.SRBC; T11 0.03636319 0.03402118 1.82673823

Hs.545589 HS.545589 Human small nuclear RNA U6atac, partial sequence0.0373925 0.03484301 1.82606229

Hs.540335 HS.540335 15 UI-H-ED1-axx-k-12-0-UI.s1 NCI_CGAP_ED1 Homo sapiens cDNA clone IMAGE:5835011 3, mRNA sequence0.00199704 0.00289 1.82104365

CHTF8 NM_001002847.1CHTF8 16 Homo sapiens CTF8, chromosome transmission fidelity factor 8 homolog (S. cerevisiae) (CHTF8), transcript variant 2, mRNA.FLJ20400; DERPC0.01990303 0.0205277 1.81962574

ZNF519 XM_940357.1 ZNF519 PREDICTED: Homo sapiens zinc finger protein 519 (ZNF519), mRNA.0.04562427 0.04116694 1.81890116

TRIM60 NM_152620.2 TRIM60 4 Homo sapiens tripartite motif-containing 60 (TRIM60), mRNA.RNF33; RNF129; FLJ35882; MGC1193250.00644199 0.00789414 1.81727515

CEP170 NM_014812.1 CEP170 1 Homo sapiens centrosomal protein 170kDa (CEP170), transcript variant alpha, mRNA.FAM68A; KAB; KIAA04700.02448263 0.02456663 1.81585023

CORO2B NM_006091.1 CORO2B 15 Homo sapiens coronin, actin binding protein, 2B (CORO2B), mRNA.KIAA0925; CLIPINC0.0362308 0.03392264 1.8058752

CYP2C18 NM_000772.1 CYP2C18 10 Homo sapiens cytochrome P450, family 2, subfamily C, polypeptide 18 (CYP2C18), mRNA.CYP2C17; DKFZp686I24235; CPCI; CYP2C; P450-6B/29C; P450IIC170.03473916 0.03273562 1.80573199

MUC6 XM_939286.1 MUC6 11 Homo sapiens mucin 6, oligomeric mucus/gel-forming (MUC6), mRNA.MUC6 mucin 0.00415104 0.00541822 1.8020731

MED23 NM_015979.2 MED23 6 Homo sapiens mediator complex subunit 23 (MED23), transcript variant 2, mRNA.MED23; DKFZp434H0117; CRSP3; DRIP130; CRSP133; CRSP130; SUR20.00086001 0.00141412 1.79914697

EPB41L1 NM_177996.1 EPB41L1 20 Homo sapiens erythrocyte membrane protein band 4.1-like 1 (EPB41L1), transcript variant 2, mRNA.KIAA0338; 4.1N; DKFZp686H17242; MGC110720.01747274 0.01839302 1.79886778

Hs.401073 HS.401073 5 UI-H-FL1-bgw-g-15-0-UI.s1 NCI_CGAP_FL1 Homo sapiens cDNA clone UI-H-FL1-bgw-g-15-0-UI 3, mRNA sequence0.02730782 0.02684581 1.79519641

ACVR1C NM_145259.1 ACVR1C 2 Homo sapiens activin A receptor, type IC (ACVR1C), mRNA.ACVRLK7; ALK7 0.02905351 0.02823922 1.78724616

SIL1 NM_001037633.1SIL1 5 Homo sapiens SIL1 homolog, endoplasmic reticulum chaperone (S. cerevisiae) (SIL1), transcript variant 1, mRNA.MSS; BAP; ULG5 3.193E-06 1.5909E-05 1.78590075

TRAPPC6A NM_024108.1 TRAPPC6A 19 Homo sapiens trafficking protein particle complex 6A (TRAPPC6A), mRNA.MGC2650; TRS33; HSPC2890.00143708 0.00218943 1.78284679

LOC131691 XM_001721978.1LOC131691 PREDICTED: Homo sapiens similar to peptidyl-Pro cis trans isomerase (LOC131691), mRNA.0.02592155 0.02570185 1.78172206

DDX49 NM_019070.3 DDX49 19 Homo sapiens DEAD (Asp-Glu-Ala-Asp) box polypeptide 49 (DDX49), mRNA.FLJ10432; R27090_20.00153734 0.00231485 1.77165307

OR8J3 NM_001004064.1OR8J3 11 Homo sapiens olfactory receptor, family 8, subfamily J, member 3 (OR8J3), mRNA.OR11-173 0.00331319 0.00445379 1.76681058

SPG20 NM_015087.3 SPG20 13 Homo sapiens spastic paraplegia 20 (Troyer syndrome) (SPG20), mRNA.TAHCCP1; KIAA0610; SPARTIN0.03703608 0.03455493 1.76508119

LYRM5 NM_001001660.1LYRM5 12 Homo sapiens LYR motif containing 5 (LYRM5), mRNA.0.00026549 0.00053109 1.76200918

WDFY4 NM_020945.1 WDFY4 10 Homo sapiens WDFY family member 4 (WDFY4), mRNA.0.0384725 0.03569018 1.75826248

LOC654069 XM_945683.1 LOC654069 PREDICTED: Homo sapiens similar to R3H domain protein KIAA1002, transcript variant 2 (LOC654069), mRNA.0.00100642 0.00161639 1.75546061

C6 NM_000065.1 C6 5 Homo sapiens complement component 6 (C6), mRNA.0.05263242 0.04623517 1.75476199

CLEC4E NM_014358.1 CLEC4E 12 Homo sapiens C-type lectin domain family 4, member E (CLEC4E), mRNA.CLECSF9; MINCLE0.03441041 0.03247117 1.7537305

LOC652353 XM_941781.1 LOC652353 PREDICTED: Homo sapiens similar to Sorbitol dehydrogenase (L-iditol 2-dehydrogenase) (LOC652353), mRNA.0.05536544 0.04830712 1.75258786

TBC1D13 NM_018201.2 TBC1D13 9 Homo sapiens TBC1 domain family, member 13 (TBC1D13), mRNA.RP11-545E17.5; FLJ107430.00968297 0.01116845 1.74843295

AMDHD2 NM_015944.2 AMDHD2 16 Homo sapiens amidohydrolase domain containing 2 (AMDHD2), mRNA.CGI-14 0.00282364 0.00387225 1.7465431

CA4 NM_000717.2 CA4 17 Homo sapiens carbonic anhydrase IV (CA4), mRNA.Car4; CAIV; RP170.03341735 0.0316669 1.73713059

ZNF75D NM_007131.2 ZNF75D X Homo sapiens zinc finger protein 75D (ZNF75D), mRNA.MGC126327; ZNF75D; D8C6; ZNF820.02679427 0.0264387 1.73413913

LOC100130233XR_038429.1 LOC100130233 PREDICTED: Homo sapiens misc_RNA (LOC100130233), miscRNA.0.02691553 0.02653149 1.73121745

TBKBP1 NM_014726.1 TBKBP1 17 Homo sapiens TBK1 binding protein 1 (TBKBP1), mRNA.ProSAPiP2; KIAA07750.02172951 0.02212798 1.73035614

Hs.445277 HS.445277 2 UI-H-EZ1-bcb-b-23-0-UI.s1 NCI_CGAP_Ch2 Homo sapiens cDNA clone UI-H-EZ1-bcb-b-23-0-UI 3, mRNA sequence0.04967211 0.04407596 1.72240388

DGCR11 NR_024157.1 DGCR11 22 Homo sapiens DiGeorge syndrome critical region gene 11 (DGCR11), non-coding RNA.0.02872314 0.02796458 1.71745349

KIAA0527 XM_940465.1 KIAA0527 PREDICTED: Homo sapiens KIAA0527 protein (KIAA0527), mRNA.0.00882646 0.01032716 1.71376665

LOC647876 XM_943078.1 LOC647876 PREDICTED: Homo sapiens hypothetical protein LOC647876 (LOC647876), mRNA.0.04167068 0.03810511 1.71241901

LOC727732 NM_031862.1 LOC727732 17 PREDICTED: Homo sapiens similar to neighbor of BRCA1 gene 1, transcript variant 1 (LOC727732), mRNA.0.04883018 0.04350046 1.70859636

MLLT1 NM_005934.2 MLLT1 19 Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 1 (MLLT1), mRNA.ENL; YEATS1; LTG190.04503998 0.04070672 1.70858005

Hs.550285 HS.550285 12 7i71a09.y1 NCI_CGAP_Brn20 Homo sapiens cDNA clone IMAGE:3340120 5, mRNA sequence0.03863532 0.03579581 1.70402548

UBE2S NM_014501.2 UBE2S 19 Homo sapiens ubiquitin-conjugating enzyme E2S (UBE2S), mRNA.E2EPF; E2-EPF; EPF50.04517082 0.04080395 1.69004552

USP14 NM_001037334.1USP14 18 Homo sapiens ubiquitin specific peptidase 14 (tRNA-guanine transglycosylase) (USP14), transcript variant 2, mRNA.TGT 0.00105842 0.00168939 1.68613425

FBXW5 NM_178226.1 FBXW5 9 Homo sapiens F-box and WD-40 domain protein 5 (FBXW5), transcript variant 3, mRNA.RP11-229P13.10; DKFZP434B205; Fbw5; MGC209620.0274276 0.02694545 1.67927565

YJEFN3 NM_198537.1 YJEFN3 19 Homo sapiens YjeF N-terminal domain containing 3 (YJEFN3), nuclear gene encoding mitochondrial protein, mRNA.MGC138490 0.04562448 0.0411629 1.67867055

EFCAB4A NM_173584.2 EFCAB4A 11 Homo sapiens EF-hand calcium binding domain 4A (EFCAB4A), mRNA.MGC45840; FLJ46033; MGC888580.04587419 0.04132445 1.678475

LOC646048 XR_017059.2 LOC646048 19 PREDICTED: Homo sapiens similar to cytoskeletal beta actin (LOC646048), mRNA.0.04016633 0.03694898 1.67114252

HINFP NM_015517.3 HINFP 11 Homo sapiens histone H4 transcription factor (HINFP), transcript variant 1, mRNA.ZNF743; HiNF-P; DKFZP434F1620.00195442 0.00284002 1.66698561

LOC100129478XM_001723250.1LOC100129478 PREDICTED: Homo sapiens hypothetical protein LOC100129478 (LOC100129478), mRNA.0.02807265 0.0274715 1.66593168

REV3L NM_002912.1 REV3L 6 Homo sapiens REV3-like, catalytic subunit of DNA polymerase zeta (yeast) (REV3L), mRNA.POLZ; REV3 0.02781776 0.02726464 1.66426596

INPP5K NM_130766.2 INPP5K 17 Homo sapiens inositol polyphosphate-5-phosphatase K (INPP5K), transcript variant 2, mRNA.0.0283302 0.02764952 1.66348376

SPNS3 NM_182538.3 SPNS3 17 Homo sapiens spinster homolog 3 (Drosophila) (SPNS3), mRNA.MGC29671 0.05018784 0.04444817 1.6620928

LOC100134329XM_001713828.1LOC100134329 PREDICTED: Homo sapiens hypothetical protein LOC100134329 (LOC100134329), mRNA.0.04817389 0.04303815 1.65800009

ZFAND3 NM_021943.1 ZFAND3 6 Homo sapiens zinc finger, AN1-type domain 3 (ZFAND3), mRNA.FLJ13222; TEX270.00241603 0.00340151 1.65604744

DKFZP434L187XM_496054.2 DKFZP434L187 15 PREDICTED: Homo sapiens DKFZP434L187 protein (DKFZP434L187), mRNA.0.04611615 0.0414913 1.65263614

FLJ39739 XM_936515.1 FLJ39739 PREDICTED: Homo sapiens FLJ39739 protein (FLJ39739), mRNA.0.01058991 0.01205291 1.65066422

TRAPPC6B NM_001079537.1TRAPPC6B 14 Homo sapiens trafficking protein particle complex 6B (TRAPPC6B), transcript variant 1, mRNA.8.1181E-06 3.2244E-05 1.64730997

Hs.566740 HS.566740 UI-H-BW1-anr-b-09-0-UI.s1 NCI_CGAP_Sub7 Homo sapiens cDNA clone IMAGE:3083104 3, mRNA sequence0.03878766 0.03591041 1.64464648

PGAP3 NM_033419.3 PGAP3 17 Homo sapiens post-GPI attachment to proteins 3 (PGAP3), mRNA.CAB2; AGLA546; PP1498; MGC9753; PGAP30.03589705 0.03366403 1.63967203

BLCAP NM_006698.2 BLCAP 20 Homo sapiens bladder cancer associated protein (BLCAP), mRNA.BC10 5.4322E-05 0.00014611 1.63330773

LOC642856 XM_926250.1 LOC642856 X PREDICTED: Homo sapiens hypothetical protein LOC642856 (LOC642856), mRNA.0.04375424 0.03972061 1.62413966

SLC35A2 NM_001032289.1SLC35A2 X Homo sapiens solute carrier family 35 (UDP-galactose transporter), member A2 (SLC35A2), transcript variant 2, mRNA.UGALT; UGT2; UGT1; UGT; UGTL; UGAT2.007E-05 6.6127E-05 1.61809652

AGER NM_001136.3 AGER 6 Homo sapiens advanced glycosylation end product-specific receptor (AGER), transcript variant 1, mRNA.MGC22357; RAGE0.02146237 0.02191189 1.61628244

LOC100129539XR_037837.1 LOC100129539 PREDICTED: Homo sapiens misc_RNA (LOC100129539), miscRNA.0.02031966 0.020896 1.61450014



5.0 Upreg

LOC730262 XM_371302.3 LOC730262 1 PREDICTED: Homo sapiens similar to peptidylprolyl isomerase A (cyclophilin A)-like 4 (LOC730262), mRNA.0.00440553 0.00568526 1.60755197

CCDC40 XM_934511.1 CCDC40 17 PREDICTED: Homo sapiens coiled-coil domain containing 40, transcript variant 4 (CCDC40), mRNA.0.02241805 0.02274467 1.60161433

LAMA2 NM_000426.3 LAMA2 6 Homo sapiens laminin, alpha 2 (LAMA2), transcript variant 1, mRNA.LAMM 0.02496745 0.02495607 1.59667485

UNKL NM_001037125.1UNKL 16 Homo sapiens unkempt homolog (Drosophila)-like (UNKL), transcript variant 2, mRNA.MGC5179; ZC3HDC5L; FLJ12623; KIAA0734; ZC3H5L; C16orf28; FLJ233600.05072596 0.04483876 1.59437981

LOC644624 XM_934133.1 LOC644624 4 PREDICTED: Homo sapiens hypothetical protein LOC644624, transcript variant 2 (LOC644624), mRNA.0.00256819 0.00357501 1.59096221

CCDC71 NM_022903.2 CCDC71 3 Homo sapiens coiled-coil domain containing 71 (CCDC71), mRNA.FLJ13629; FLJ128000.00439008 0.005667 1.59025374

RNU6ATAC NR_023344.1 RNU6ATAC 9 Homo sapiens RNA, U6atac small nuclear (U12-dependent splicing) (RNU6ATAC), small nuclear RNA.0.02670162 0.02636507 1.58813161

IL2RA NM_000417.1 IL2RA 10 Homo sapiens interleukin 2 receptor, alpha (IL2RA), mRNA.CD25; IL2R; IDDM10; TCGFR0.05707241 0.0495305 1.58627632

Hs.580000 HS.580000 2 ho33b03.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3039149 3, mRNA sequence0.04949363 0.0439576 1.58187643

Hs.534809 HS.534809 7 TC121268 Human fetal brain, large insert, pCMV expression library Homo sapiens cDNA clone TC121268 5 similar to PREDICTED: Homo sapiens hypothetical LOC401433 (LOC401433), mRNA sequence0.04680003 0.04199033 1.58074253

ARHGAP23 XM_930977.1 ARHGAP23 17 PREDICTED: Homo sapiens Rho GTPase activating protein 23, transcript variant 1 (ARHGAP23), mRNA.0.0047312 0.00605301 1.57899684

PATE2 NM_212555.1 PATE2 11 Homo sapiens prostate and testis expressed 2 (PATE2), mRNA.UNQ3112 0.00460359 0.0059113 1.57759702

GCDH NM_013976.2 GCDH 19 Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.GCD; ACAD5 0.00574161 0.00715479 1.57439259

KLHL18 NM_025010.2 KLHL18 3 Homo sapiens kelch-like 18 (Drosophila) (KLHL18), mRNA.FLJ13703; KIAA07950.00507364 0.00643111 1.57236817

VAC14 NM_018052.3 VAC14 PREDICTED: Homo sapiens Vac14 homolog (S. cerevisiae) (VAC14), mRNA.0.01843866 0.01921159 1.57193786

LOC642602 XM_926081.1 LOC642602 8 PREDICTED: Homo sapiens similar to spermatogenesis and centriole associated 1 (LOC642602), mRNA.0.04665646 0.04189151 1.56785625

ALOX15 NM_001140.3 ALOX15 17 Homo sapiens arachidonate 15-lipoxygenase (ALOX15), mRNA.15-LOX2 0.00494673 0.00628932 1.56566842

FCAMR NM_032029.2 FCAMR Homo sapiens Fc receptor, IgA, IgM, high affinity (FCAMR), mRNA.FCA/MR; FKSG870.02652811 0.02623804 1.56236774

TAS1R2 NM_152232.1 TAS1R2 1 Homo sapiens taste receptor, type 1, member 2 (TAS1R2), mRNA.T1R2; GPR71; TR20.04825829 0.04310039 1.56102972

NSUN5B NM_148980.1 NSUN5B 7 Homo sapiens NOP2/Sun domain family, member 5B (NSUN5B), transcript variant 1, mRNA.WBSCR20B; MGC1298019.0121E-06 3.4957E-05 1.55908775

CD200R1 NM_138940.2 CD200R1 3 Homo sapiens CD200 receptor 1 (CD200R1), transcript variant 3, mRNA.HCRTR2; CD200R; MOX2R; OX2R0.04282695 0.03899176 1.55635985

SCARNA14 NR_004388.1 SCARNA14 15 Homo sapiens small Cajal body-specific RNA 14 (SCARNA14), guide RNA.U100 4.5643E-05 0.00012693 1.55237521

JAGN1 NM_032492.3 JAGN1 3 Homo sapiens jagunal homolog 1 (Drosophila) (JAGN1), mRNA.0.02449414 0.02457536 1.55110378

OPN5 NM_181744.2 OPN5 6 Homo sapiens opsin 5 (OPN5), transcript variant 1, mRNA.PGR12; TMEM13; GPR1360.04870712 0.0434261 1.5485414

AYP1p1 XR_001434.1 AYP1P1 PREDICTED: Homo sapiens AYP1 pseudogene 1 (AYP1p1), misc RNA.0.00123088 0.00192063 1.54805442

LOC728452 XM_932756.1 LOC728452 5 PREDICTED: Homo sapiens similar to nuclear pore membrane protein 121 (LOC728452), mRNA.0.04202297 0.03839125 1.54365736

Hs.576292 HS.576292 1 602658226F2 NCI_CGAP_Skn3 Homo sapiens cDNA clone IMAGE:4801470 5, mRNA sequence0.03670206 0.03427974 1.54254998

FUBP1 NM_003902.3 FUBP1 1 Homo sapiens far upstream element (FUSE) binding protein 1 (FUBP1), mRNA.FBP; FUBP 0.03349159 0.03172355 1.53881777

LOC440225 XR_042392.1 LOC440225 PREDICTED: Homo sapiens misc_RNA (LOC440225), miscRNA.0.00415681 0.00542171 1.53643979

RAB15 NM_198686.1 RAB15 14 Homo sapiens RAB15, member RAS onocogene family (RAB15), mRNA.0.02272957 0.02302081 1.5359365

LOC641772 XM_935895.1 LOC641772 PREDICTED: Homo sapiens hypothetical protein LOC641772, transcript variant 2 (LOC641772), mRNA.0.05128761 0.04526682 1.53347607

Hs.560357 HS.560357 te46f04.x1 Soares_NhHMPu_S1 Homo sapiens cDNA clone IMAGE:2089759 3, mRNA sequence0.04965741 0.04406737 1.53345098

AFF1 NM_005935.1 AFF1 4 Homo sapiens AF4/FMR2 family, member 1 (AFF1), mRNA.MLLT2; MGC134969; AF4-MLL; MLL/AF4; PBM1; AF4; AF-40.04965218 0.04406719 1.53287097

GTF2E1 NM_005513.1 GTF2E1 3 Homo sapiens general transcription factor IIE, polypeptide 1 (alpha subunit, 56kD) (GTF2E1), mRNA.TFIIE-A; FE 0.00026887 0.00053566 1.5323097

SLC48A1 NM_017842.2 SLC48A1 12 Homo sapiens solute carrier family 48 (heme transporter), member 1 (SLC48A1), mRNA.0.01207061 0.01344516 1.52692385

KRT23 NM_015515.3 KRT23 17 Homo sapiens keratin 23 (histone deacetylase inducible) (KRT23), mRNA.MGC26158; CK23; DKFZP434G032; K23; HAIK10.02116478 0.0216408 1.52418451

TBC1D3G NM_001040282.1TBC1D3G 17 Homo sapiens TBC1 domain family, member 3G (TBC1D3G), mRNA.0.00405408 0.00531299 1.52028098

LOC642897 NM_182749.1 LOC642897 11 PREDICTED: Homo sapiens misc_RNA (LOC642897), miscRNA.0.00121055 0.00189396 1.51594157

SSSCA1 NM_006396.1 SSSCA1 11 Homo sapiens Sjogren syndrome/scleroderma autoantigen 1 (SSSCA1), mRNA.p27 0.02976926 0.02882316 1.51074952

LOC339240 NR_001443.1 LOC339240 17 Homo sapiens keratin pseudogene (LOC339240), non-coding RNA.0.04420828 0.04007474 1.50643393

LOC390387 XR_000589.1 LOC390387 13 PREDICTED: Homo sapiens similar to Striatin (LOC390387), misc RNA.0.025426 0.02531061 1.5048964

LOC100134634XM_001726406.1LOC100134634 7 PREDICTED: Homo sapiens hypothetical protein LOC100134634 (LOC100134634), mRNA.0.00403748 0.00529282 1.50178392

LGALS8 NM_201544.1 LGALS8 1 Homo sapiens lectin, galactoside-binding, soluble, 8 (LGALS8), transcript variant 3, mRNA.Gal-8; PCTA-1; Po66-CBP; PCTA10.0539404 0.04727531 1.50045802

ELOVL1 NM_022821.2 ELOVL1 1 Homo sapiens elongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 1 (ELOVL1), mRNA.CGI-88; Ssc1 0.0023843 0.00336495 1.49777161

LOC100131139XR_037336.1 LOC100131139 PREDICTED: Homo sapiens misc_RNA (LOC100131139), miscRNA.0.02469849 0.02474926 1.49490604

FAM21B XM_932746.1 FAM21B 10 PREDICTED: Homo sapiens family with sequence similarity 21, member B, transcript variant 3 (FAM21B), mRNA.0.02872666 0.02796491 1.49448764

SC5DL NM_006918.3 SC5DL 11 Homo sapiens sterol-C5-desaturase (ERG3 delta-5-desaturase homolog, S. cerevisiae)-like (SC5DL), transcript variant 1, mRNA.ERG3; SC5D; S5DES1.15E-05 4.2483E-05 1.4937828

TRIM13 NM_213590.1 TRIM13 13 Homo sapiens tripartite motif-containing 13 (TRIM13), transcript variant 3, mRNA.RNF77; CAR; LEU5; RFP2; TRIM13; DLEU50.00118409 0.0018582 1.48878558

MIR761 NR_031580.1 MIR761 Homo sapiens microRNA 761 (MIR761), microRNA.0.01799472 0.01882504 1.48868918

TBCC NM_003192.1 TBCC 6 Homo sapiens tubulin folding cofactor C (TBCC), mRNA.CFC 0.01519071 0.01630975 1.48558297

RABGEF1 NM_014504.1 RABGEF1 7 Homo sapiens RAB guanine nucleotide exchange factor (GEF) 1 (RABGEF1), mRNA.rabex-5; FLJ32302; RABEX50.03561148 0.03344986 1.48320997

LOC728686 XR_038523.1 LOC728686 PREDICTED: Homo sapiens misc_RNA (LOC728686), miscRNA.0.00431325 0.00558425 1.48146637

NBPF3 XM_939326.1 NBPF3 PREDICTED: Homo sapiens neuroblastoma breakpoint family, member 3 (NBPF3), mRNA.0.01114977 0.01257592 1.48133734

TAF7 NM_005642.2 TAF7 5 Homo sapiens TAF7 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 55kDa (TAF7), mRNA.TAFII55; TAF2F 6.2691E-05 0.00016322 1.48089101

CD55 NM_000574.2 CD55 1 Homo sapiens CD55 molecule, decay accelerating factor for complement (Cromer blood group) (CD55), mRNA.CR; TC; DAF 0.0095454 0.01103879 1.48026196

DNAJB9 NM_012328.1 DNAJB9 7 Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 9 (DNAJB9), mRNA.MSTP049; MDG1; DKFZP564F1862; MST049; ERdj40.00085388 0.00140562 1.47774779

Hs.159057 HS.159057 22 Homo sapiens hypothetical protein LOC284933, mRNA (cDNA clone IMAGE:4831271)0.03845232 0.03567523 1.47456609

UBAP2 NM_018449.2 UBAP2 9 Homo sapiens ubiquitin associated protein 2 (UBAP2), mRNA.FLJ22435; KIAA1491; FLJ46567; bA176F3.5; FLJ439470.00031717 0.0006154 1.47364217

DNAL1 NM_031427.1 DNAL1 14 Homo sapiens dynein, axonemal, light chain 1 (DNAL1), mRNA.C14orf168; MGC124350.02703285 0.02662322 1.47224637

ZNF136 XM_936978.1 ZNF136 PREDICTED: Homo sapiens zinc finger protein 136 (clone pHZ-20) (ZNF136), mRNA.0.05542295 0.04833326 1.47154592

HDAC6 NM_006044.2 HDAC6 X Homo sapiens histone deacetylase 6 (HDAC6), mRNA.FLJ16239; JM21; HD60.00233178 0.00330304 1.47126173

PGM5P2 NR_002836.1 PGM5P2 9 Homo sapiens phosphoglucomutase 5 pseudogene 2 (PGM5P2) on chromosome 9.0.03577004 0.03357004 1.46959175

FAM63A NM_018379.2 FAM63A 1 Homo sapiens family with sequence similarity 63, member A (FAM63A), transcript variant 1, mRNA.RP11-316M1.5; FLJ43504; FLJ112800.00764763 0.00912557 1.46922375

LOC653557 XM_001725908.1LOC653557 16 PREDICTED: Homo sapiens hypothetical LOC653557 (LOC653557), mRNA.0.0080092 0.0094976 1.46602472

TARBP2 NM_134324.2 TARBP2 12 Homo sapiens TAR (HIV-1) RNA binding protein 2 (TARBP2), transcript variant 2, mRNA.TRBP1; TRBP; TRBP20.00026577 0.00053118 1.45991209

POLR3B NM_018082.3 POLR3B 12 Homo sapiens polymerase (RNA) III (DNA directed) polypeptide B (POLR3B), mRNA.RPC2; FLJ103880.00052617 0.00093967 1.45479005

DOLK NM_014908.3 DOLK 9 Homo sapiens dolichol kinase (DOLK), mRNA.SEC59; DK; KIAA1094; DK1; TMEM150.01156312 0.01296547 1.45054116

CTNND1 XM_943087.1 CTNND1 PREDICTED: Homo sapiens catenin (cadherin-associated protein), delta 1, transcript variant 3 (CTNND1), mRNA.0.04052407 0.03720395 1.44791033

LOC643558 XM_932319.1 LOC643558 7 PREDICTED: Homo sapiens similar to General transcription factor II-I (GTFII-I) (TFII-I) (Bruton tyrosine kinase-associated protein 135) (BTK-associated protein 135) (BAP-135), transcript variant 5 (LOC643558), mRNA.0.00656465 0.00802092 1.4441617

ABCC6 NM_001079528.1ABCC6 16 Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 6 (ABCC6), transcript variant 2, mRNA.MOATE; EST349056; ARA; PXE1; ABC34; PXE; MLP1; MRP60.00209289 0.00301329 1.4441585



5.0 Upreg

LOC642335 XM_943378.1 LOC642335 PREDICTED: Homo sapiens hypothetical LOC642335 (LOC642335), mRNA.0.04751005 0.04254038 1.44148312

ZNF513 NM_144631.4 ZNF513 2 Homo sapiens zinc finger protein 513 (ZNF513), mRNA.FLJ32203; HMFT06560.03274707 0.03114272 1.44134611

LOC399753 XM_930593.1 LOC399753 10 PREDICTED: Homo sapiens hypothetical gene supported by AK093334; AL833330; BC020871; BC032492, transcript variant 2 (LOC399753), mRNA.0.04246192 0.03872775 1.4411751

LOC440261 XM_496059.2 LOC440261 15 PREDICTED: Homo sapiens hypothetical LOC440261, transcript variant 1 (LOC440261), mRNA.0.02515172 0.02510023 1.44085588

BIRC6 NM_016252.2 BIRC6 2 Homo sapiens baculoviral IAP repeat-containing 6 (BIRC6), mRNA.FLJ13726; KIAA1289; BRUCE; APOLLON; FLJ137860.00825791 0.00975692 1.44018242

CD59 NM_203329.1 CD59 11 Homo sapiens CD59 molecule, complement regulatory protein (CD59), transcript variant 2, mRNA.MIN2; PROTECTIN; MIN3; 16.3A5; MSK21; EJ16; EL32; G344; MIC11; MIN1; MGC2354; EJ30; p18-200.03035324 0.02929806 1.43958466

C12orf76 NM_207435.1 C12ORF76 12 Homo sapiens chromosome 12 open reading frame 76 (C12orf76), mRNA.FLJ11385 0.00288592 0.00394839 1.43547261

PC NM_000920.2 PC 11 Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial protein, transcript variant 3, mRNA.PCB 0.0491416 0.04372018 1.41269675

PBX4 NM_025245.1 PBX4 19 Homo sapiens pre-B-cell leukemia homeobox 4 (PBX4), mRNA.0.00202596 0.00292798 1.41111531

HPS5 NM_181507.1 HPS5 11 Homo sapiens Hermansky-Pudlak syndrome 5 (HPS5), transcript variant 1, mRNA.KIAA1017; AIBP630.03798091 0.03529011 1.41072316

LIN52 NM_001024674.1LIN52 14 Homo sapiens lin-52 homolog (C. elegans) (LIN52), mRNA.C14orf46; c14_55490.0522497 0.04596339 1.40547516

RALGAPA1 NM_194301.2 RALGAPA1 14 Homo sapiens Ral GTPase activating protein, alpha subunit 1 (catalytic) (RALGAPA1), transcript variant 1, mRNA.TULIP1; GRIPE; DKFZp667F074; KIAA0884; DKFZp566D1330.00083795 0.00138407 1.40484245

RNF31 NM_017999.3 RNF31 14 Homo sapiens ring finger protein 31 (RNF31), mRNA.FLJ23501; MGC19975; FLJ10111; ZIBRA2.127E-05 6.9172E-05 1.40143884

ADORA3 NM_000677.2 ADORA3 1 Homo sapiens adenosine A3 receptor (ADORA3), transcript variant 2, mRNA.AD026; RP11-552M11.7; A3AR; bA552M11.50.0418502 0.03825333 1.40134131

CYP4V2 NM_207352.2 CYP4V2 4 Homo sapiens cytochrome P450, family 4, subfamily V, polypeptide 2 (CYP4V2), mRNA.BCD; MGC43534; CYP4AH10.01477043 0.01591889 1.40076628

HIST1H2BK NM_080593.1 HIST1H2BK 6 Homo sapiens histone cluster 1, H2bk (HIST1H2BK), mRNA.MGC131989; H2BFT; H2BFAiii; H2B/S1.0431E-07 1.4234E-06 1.40024646

FXR2 NM_004860.2 FXR2 17 Homo sapiens fragile X mental retardation, autosomal homolog 2 (FXR2), mRNA.FMR1L2 0.00791583 0.00940085 1.39951118

FAAH NM_001441.1 FAAH 1 Homo sapiens fatty acid amide hydrolase (FAAH), mRNA.FAAH-1; MGC138146; MGC1028230.03158227 0.03025471 1.39943362

ZNF533 NM_152520.3 ZNF533 2 Homo sapiens zinc finger protein 533 (ZNF533), mRNA.FLJ25270 0.01234377 0.01369034 1.39840182

PRDM1 NM_182907.1 PRDM1 6 Homo sapiens PR domain containing 1, with ZNF domain (PRDM1), transcript variant 2, mRNA.MGC118922; BLIMP1; PRDI-BF1; MGC118925; MGC118924; MGC1189230.01308907 0.0143842 1.39820502

UPRT NM_145052.1 UPRT X Homo sapiens uracil phosphoribosyltransferase (FUR1) homolog (S. cerevisiae) (UPRT), mRNA.RP11-311P8.3; DKFZp781E1243; FUR1; MGC239370.0363225 0.03398673 1.39688135

WHSC1L1 NM_017778.2 WHSC1L1 8 Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), transcript variant short, mRNA.pp14328; DKFZp667H044; NSD3; FLJ20353; MGC126766; MGC1420290.01211529 0.01348466 1.3930027

FAM153B NM_001079529.2FAM153B 5 Homo sapiens family with sequence similarity 153, member B (FAM153B), mRNA.DKFZp434D115 0.01951784 0.02017549 1.39280428

LOC100132740XM_001722108.1LOC100132740 7 PREDICTED: Homo sapiens hypothetical protein LOC100132740 (LOC100132740), mRNA.0.01549586 0.01658462 1.38267523

MBTD1 NM_017643.1 MBTD1 17 Homo sapiens mbt domain containing 1 (MBTD1), mRNA.SA49P01; FLJ42067; MGC126785; FLJ200550.01245349 0.01378936 1.37951715

SLC35C1 NM_018389.3 SLC35C1 11 Homo sapiens solute carrier family 35, member C1 (SLC35C1), mRNA.FLJ14841; FUCT1; FLJ113200.00011319 0.0002642 1.37542824

NFKB2 NM_001077494.1NFKB2 10 Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 (p49/p100) (NFKB2), transcript variant 1, mRNA.LYT10; LYT-10 0.01040395 0.01187052 1.37278006

Hs.562875 HS.562875 FNPANH10 FNP Homo sapiens cDNA, mRNA sequence0.03887484 0.03596835 1.36711809

PSG3 NM_021016.2 PSG3 19 Homo sapiens pregnancy specific beta-1-glycoprotein 3 (PSG3), mRNA.0.04241913 0.03869676 1.36302617

STAG3L3 NM_001013739.2STAG3L3 7 Homo sapiens stromal antigen 3-like 3 (STAG3L3), mRNA.0.00187057 0.00273585 1.36286165

PTPRA NM_002836.2 PTPRA 20 Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), transcript variant 1, mRNA.HPTPalpha; RPTPA; LRP; HLPR; PTPRL2; R-PTP-alpha; HPTPA; PTPA; HEPTP0.00024873 0.00050307 1.36210198

LOC678655 NR_015382.1 LOC678655 12 Homo sapiens hypothetical locus LOC678655 (LOC678655), non-coding RNA.0.05252098 0.04615576 1.361678

PTPRK NM_002844.2 PTPRK 6 Homo sapiens protein tyrosine phosphatase, receptor type, K (PTPRK), mRNA.DKFZp779N1045; DKFZp686C2268; R-PTP-kappa0.0002901 0.00057122 1.36072459

STYXL1 NM_016086.2 STYXL1 7 Homo sapiens serine/threonine/tyrosine interacting-like 1 (STYXL1), mRNA.MK-STYX; DUSP244.1356E-05 0.00011709 1.35999637

SLC35C2 NM_173073.2 SLC35C2 20 Homo sapiens solute carrier family 35, member C2 (SLC35C2), transcript variant 2, mRNA.FLJ37039; BA394O2.1; OVCOV1; MGC39183; CGI-15; C20orf5; MGC32079; MGC206330.0298171 0.02885674 1.359662

CIR1 NM_004882.3 CIR1 2 Homo sapiens corepressor interacting with RBPJ, 1 (CIR1), mRNA.0.02364152 0.02381524 1.35942825

ATG4B NM_013325.4 ATG4B 2 Homo sapiens ATG4 autophagy related 4 homolog B (S. cerevisiae) (ATG4B), transcript variant 1, mRNA.AUTL1; MGC1353; APG4B0.00020869 0.00043493 1.35815459

CD46 NM_172358.1 CD46 1 Homo sapiens CD46 molecule, complement regulatory protein (CD46), transcript variant m, mRNA.TLX; MCP; TRA2.10; MGC26544; MIC100.00016636 0.00036157 1.35508152

IMMP2L NM_032549.1 IMMP2L 7 Homo sapiens IMP2 inner mitochondrial membrane peptidase-like (S. cerevisiae) (IMMP2L), nuclear gene encoding mitochondrial protein, mRNA.IMP2 0.00116533 0.00183368 1.35392919

CENTG3 NM_031946.3 CENTG3 7 Homo sapiens centaurin, gamma 3 (CENTG3), mRNA.MRIP-1; AGAP3 0.00293357 0.00400609 1.35367088

TTC32 NM_001008237.1TTC32 2 Homo sapiens tetratricopeptide repeat domain 32 (TTC32), mRNA.0.01530648 0.01641597 1.35342867

UNC5A NM_133369.2 UNC5A 5 Homo sapiens unc-5 homolog A (C. elegans) (UNC5A), mRNA.UNC5H1; FLJ16449; KIAA19760.00043616 0.0008038 1.35256671

LOC729021 NM_198284.1 LOC729021 4 PREDICTED: Homo sapiens hypothetical protein LOC729021 (LOC729021), mRNA.0.00075773 0.00127216 1.35144991

EMILIN2 NM_032048.2 EMILIN2 18 Homo sapiens elastin microfibril interfacer 2 (EMILIN2), mRNA.FLJ33200; FOAP-10; EMILIN-20.00079071 0.00131945 1.34583327

SPINLW1 NM_181502.1 SPINLW1 20 Homo sapiens serine peptidase inhibitor-like, with Kunitz and WAP domains 1 (eppin) (SPINLW1), transcript variant 2, mRNA.EPPIN; dJ461P17.2; EPPIN2; EPPIN3; WAP7; WFDC7; EPPIN10.01137108 0.012791 1.34433819

LOC791120 NR_015357.1 LOC791120 Homo sapiens hypothetical LOC791120 (LOC791120), non-coding RNA.MGC149135 0.00069992 0.00118784 1.34215016

CASP3 NM_032991.2 CASP3 4 Homo sapiens caspase 3, apoptosis-related cysteine peptidase (CASP3), transcript variant beta, mRNA.CPP32B; SCA-1; CPP320.00058736 0.00102987 1.33971971

CYorf14 NR_001544.1 CYORF14 Y Homo sapiens chromosome Y open reading frame 14 (CYorf14), non-coding RNA.PRO2834 0.03837929 0.03561501 1.33908275

CRTC2 NM_181715.1 CRTC2 1 Homo sapiens CREB regulated transcription coactivator 2 (CRTC2), mRNA.RP11-422P24.6; TORC20.03623059 0.03392606 1.33795155

LPCAT1 NM_024830.3 LPCAT1 5 Homo sapiens lysophosphatidylcholine acyltransferase 1 (LPCAT1), mRNA.FLJ12443; PFAAP3; lpcat; LPCAT1; AYTL20.01139842 0.01281847 1.33641466

PLA2G2D NM_012400.2 PLA2G2D 1 Homo sapiens phospholipase A2, group IID (PLA2G2D), mRNA.SPLASH; sPLA2S0.03278398 0.03116094 1.33578169

SELO NM_031454.1 SELO 22 Homo sapiens selenoprotein O (SELO), mRNA.MGC131879 0.01663158 0.01761535 1.33423376

TMEM63B NM_018426.1 TMEM63B 6 Homo sapiens transmembrane protein 63B (TMEM63B), mRNA.DKFZp686N2275; C6orf110; RP3-421H19.20.0006809 0.00116162 1.3340739

SIN3B NM_015260.1 SIN3B 19 Homo sapiens SIN3 homolog B, transcription regulator (yeast) (SIN3B), mRNA.KIAA0700 0.00635083 0.00779877 1.33389346

ABCB9 NM_203444.1 ABCB9 12 Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 (ABCB9), transcript variant 4, mRNA.TAPL; KIAA1520; EST1222348.1537E-05 0.00020295 1.33079739

RNMT NM_003799.1 RNMT 18 Homo sapiens RNA (guanine-7-) methyltransferase (RNMT), mRNA.RG7MT1; KIAA0398; MET; hCMT1c; DKFZp686H12520.00014419 0.00032135 1.3296692

WASH2P NR_024077.2 WASH2P 2 Homo sapiens WAS protein family homolog 2 pseudogene (WASH2P), non-coding RNA.0.01136494 0.01278901 1.3248881

IRX1 NM_024337.3 IRX1 5 Homo sapiens iroquois homeobox 1 (IRX1), mRNA.IRX-5 0.0310762 0.02983179 1.32465454

PPOX NM_000309.2 PPOX 1 Homo sapiens protoporphyrinogen oxidase (PPOX), nuclear gene encoding mitochondrial protein, mRNA.MGC8485; VP; PPO; V290M0.00034366 0.0006585 1.32429249

MLL NM_005933.2 MLL 11 Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila) (MLL), mRNA.TRX1; HRX; CXXC7; HTRX1; FLJ11783; KMT2A; MLL/GAS7; ALL-1; MLL1A0.0435591 0.03956803 1.32239149

FAM107B NM_031453.2 FAM107B 10 Homo sapiens family with sequence similarity 107, member B (FAM107B), mRNA.FLJ45505; C10orf45; MGC11034; MGC902610.00084229 0.00138967 1.32097328

TMEM115 NM_007024.4 TMEM115 3 Homo sapiens transmembrane protein 115 (TMEM115), mRNA.PL6 9.9689E-05 0.00023931 1.320784

RSPH3 NM_031924.3 RSPH3 6 Homo sapiens radial spoke 3 homolog (Chlamydomonas) (RSPH3), mRNA.dJ111C20.1; RSHL2; RSP30.0008113 0.00134868 1.32073649

APAF1 NM_181869.1 APAF1 12 Homo sapiens apoptotic peptidase activating factor 1 (APAF1), transcript variant 1, mRNA.CED4; DKFZp781B11450.00517652 0.00653979 1.31454524

RIPK1 NM_003804.3 RIPK1 6 Homo sapiens receptor (TNFRSF)-interacting serine-threonine kinase 1 (RIPK1), mRNA.RIP; FLJ39204; RIP10.02915724 0.02832123 1.30878841

LOC147727 NR_024333.1 LOC147727 19 Homo sapiens hypothetical LOC147727 (LOC147727), non-coding RNA.0.03528434 0.03318877 1.30853736

EDEM1 NM_014674.1 EDEM1 3 Homo sapiens ER degradation enhancer, mannosidase alpha-like 1 (EDEM1), mRNA.KIAA0212; EDEM0.03397965 0.03211304 1.30701328

GATAD2B NM_020699.1 GATAD2B 1 Homo sapiens GATA zinc finger domain containing 2B (GATAD2B), mRNA.MGC138285; P66beta; RP11-216N14.6; KIAA1150; FLJ37346; MGC1382570.0009924 0.00159708 1.30646265

CTDP1 NM_004715.3 CTDP1 18 Homo sapiens CTD (carboxy-terminal domain, RNA polymerase II, polypeptide A) phosphatase, subunit 1 (CTDP1), transcript variant FCP1a, mRNA.CCFDN; FCP1 0.05018924 0.04444493 1.30581489

DLK2 NM_023932.2 DLK2 6 Homo sapiens delta-like 2 homolog (Drosophila) (DLK2), transcript variant 2, mRNA.MGC2487; EGFL9; MGC1110550.02168521 0.0220957 1.3038177



5.0 Upreg

OSBPL2 NM_144498.1 OSBPL2 20 Homo sapiens oxysterol binding protein-like 2 (OSBPL2), transcript variant 2, mRNA.MGC4307; KIAA0772; ORP2; MGC8342; FLJ20223; ORP-20.00169218 0.00251094 1.30378044

PICK1 NM_012407.3 PICK1 22 Homo sapiens protein interacting with PRKCA 1 (PICK1), transcript variant 1, mRNA.MGC15204; PRKCABP0.00042145 0.00078211 1.30330339

C4orf41 NM_199053.1 C4ORF41 4 Homo sapiens chromosome 4 open reading frame 41 (C4orf41), transcript variant 1, mRNA.FLJ12716 0.02270208 0.02299827 1.30309392

FAM76B NM_144664.3 FAM76B 11 Homo sapiens family with sequence similarity 76, member B (FAM76B), mRNA.MGC33371 0.0339528 0.03209458 1.29982457

NCOA3 NM_006534.2 NCOA3 20 Homo sapiens nuclear receptor coactivator 3 (NCOA3), transcript variant 1, mRNA.CAGH16; TNRC14; pCIP; ACTR; AIB-1; CTG26; MGC141848; TRAM-1; TNRC16; AIB1; SRC3; SRC-1; RAC30.00758142 0.00905642 1.29463274

LOC100134241XM_001717424.1LOC100134241 PREDICTED: Homo sapiens hypothetical protein LOC100134241 (LOC100134241), mRNA.0.0395425 0.03650525 1.29340086

LSM8 NM_016200.2 LSM8 7 Homo sapiens LSM8 homolog, U6 small nuclear RNA associated (S. cerevisiae) (LSM8), mRNA.YJR022W 0.01323597 0.014522 1.29312624

C9orf130 XM_939697.1 C9ORF130 PREDICTED: Homo sapiens chromosome 9 open reading frame 130 (C9orf130), mRNA.0.00026111 0.0005245 1.29192375

ZNF302 XM_927060.1 ZNF302 19 Homo sapiens zinc finger protein 302 (ZNF302), transcript variant 2, mRNA.HSD16; ZNF327; MST154; ZNF135L; ZNF140L; MSTP1540.00894835 0.01045304 1.29012138

RAB11FIP2 NM_014904.1 RAB11FIP2 10 Homo sapiens RAB11 family interacting protein 2 (class I) (RAB11FIP2), mRNA.Rab11-FIP2; KIAA0941; nRip110.00030079 0.00058975 1.28841645

IFNAR1 NM_000629.2 IFNAR1 21 Homo sapiens interferon (alpha, beta and omega) receptor 1 (IFNAR1), mRNA.IFNBR; IFN-alpha-REC; IFNAR; IFRC; AVP0.04225624 0.03856821 1.28778849

TUBD1 NM_016261.2 TUBD1 17 Homo sapiens tubulin, delta 1 (TUBD1), mRNA.FLJ12709; TUBD0.02915094 0.02831824 1.28334987

MCAT NM_173467.3 MCAT 22 Homo sapiens malonyl CoA:ACP acyltransferase (mitochondrial) (MCAT), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.MCT; MT; FASN2C; fabD; MGC478380.00156953 0.00235442 1.27830511

C14orf102 NM_199043.1 C14ORF102 14 Homo sapiens chromosome 14 open reading frame 102 (C14orf102), transcript variant 2, mRNA.FLJ14051; FLJ100080.00066502 0.00113851 1.27699495

RPS4Y2 NM_001039567.2RPS4Y2 Y Homo sapiens ribosomal protein S4, Y-linked 2 (RPS4Y2), mRNA.RPS4Y2P 0.02459489 0.02466799 1.27569441

CDC42SE1 NM_001038707.1CDC42SE1 1 Homo sapiens CDC42 small effector 1 (CDC42SE1), transcript variant 1, mRNA.SCIP1; SPEC1 0.0006456 0.00111112 1.27100483

LOC100130835XR_038851.1 LOC100130835 11 PREDICTED: Homo sapiens misc_RNA (LOC100130835), miscRNA.0.01238735 0.01372999 1.2683503

ABCA7 NM_019112.2 ABCA7 19 Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 (ABCA7), mRNA.ABCA-SSN; ABCX; FLJ400250.00652186 0.00797975 1.26820978

VPS33B NM_018668.2 VPS33B 15 Homo sapiens vacuolar protein sorting 33 homolog B (yeast) (VPS33B), mRNA.FLJ14848 0.0002066 0.0004314 1.26812565

ECD NM_007265.1 ECD 10 Homo sapiens ecdysoneless homolog (Drosophila) (ECD), mRNA.GCR2; HSGT1 0.00429883 0.00556969 1.26622946

C12orf62 NM_032901.2 C12ORF62 12 Homo sapiens chromosome 12 open reading frame 62 (C12orf62), mRNA.MGC14288 0.00244437 0.00343315 1.26586784

OAZ2 NM_002537.2 OAZ2 15 Homo sapiens ornithine decarboxylase antizyme 2 (OAZ2), mRNA.AZ2 0.02824443 0.02759958 1.26576772

LOC648705 XM_937787.1 LOC648705 PREDICTED: Homo sapiens hypothetical protein LOC648705 (LOC648705), mRNA.0.02040781 0.02096945 1.26321363

NFE2L1 NM_003204.1 NFE2L1 17 Homo sapiens nuclear factor (erythroid-derived 2)-like 1 (NFE2L1), mRNA.FLJ00380; TCF11; LCR-F1; NRF10.00013094 0.00029732 1.26292952

COX15 NM_004376.3 COX15 10 Homo sapiens COX15 homolog, cytochrome c oxidase assembly protein (yeast) (COX15), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.0.01056037 0.01202865 1.2628013

GOLGB1 NM_004487.1 GOLGB1 3 Homo sapiens golgin B1, golgi integral membrane protein (GOLGB1), mRNA.GOLIM1; GCP372; GCP; GIANTIN9.7155E-05 0.00023425 1.26105665

Hs.542428 HS.542428 20 xc76e10.x1 NCI_CGAP_Ov32 Homo sapiens cDNA clone IMAGE:2590218 3, mRNA sequence0.00798737 0.00947428 1.26077479

RCOR3 NM_018254.2 RCOR3 1 Homo sapiens REST corepressor 3 (RCOR3), mRNA.FLJ10876; RP11-318L16.1; FLJ162980.00479853 0.00612664 1.2601393

LOC440928 XM_942885.1 LOC440928 PREDICTED: Homo sapiens hypothetical LOC440928 (LOC440928), mRNA.0.0092354 0.01073832 1.25768985

CDS1 NM_001263.2 CDS1 4 Homo sapiens CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 1 (CDS1), mRNA.CDS 0.00087017 0.00142788 1.25581025

RC3H2 NM_018835.1 RC3H2 9 Homo sapiens ring finger and CCCH-type zinc finger domains 2 (RC3H2), mRNA.MGC52176; MNAB; FLJ20301; FLJ20713; RNF1640.04829553 0.04312487 1.25523079

HMOX1 NM_002133.1 HMOX1 22 Homo sapiens heme oxygenase (decycling) 1 (HMOX1), mRNA.HO-1; bK286B100.00738998 0.00886514 1.25494871

OR5D16 NM_001005496.1OR5D16 11 Homo sapiens olfactory receptor, family 5, subfamily D, member 16 (OR5D16), mRNA.OR11-154 0.02841502 0.02771688 1.25119984

NSUN5C NM_145645.1 NSUN5C 7 Homo sapiens NOP2/Sun domain family, member 5C (NSUN5C), transcript variant 1, mRNA.WBSCR20B; NOL1R2; DKFZp434K058; MGC15057; MGC129801; DKFZp666P104; FLJ11626; WBSCR20C0.00288881 0.00395111 1.24586702

LOC100134424XR_038546.1 LOC100134424 PREDICTED: Homo sapiens misc_RNA (LOC100134424), miscRNA.0.04361117 0.03961122 1.24408494

STARD3 NM_006804.2 STARD3 17 Homo sapiens StAR-related lipid transfer (START) domain containing 3 (STARD3), mRNA.es64; FLJ41370; MLN64; CAB10.01600347 0.01703646 1.24295686

SNAPC1 NM_003082.2 SNAPC1 14 Homo sapiens small nuclear RNA activating complex, polypeptide 1, 43kDa (SNAPC1), mRNA.SNAP43; PTFgamma0.0487757 0.04346516 1.24233756

GTF2H4 NM_001517.4 GTF2H4 6 Homo sapiens general transcription factor IIH, polypeptide 4, 52kDa (GTF2H4), mRNA.TFIIH 0.00219057 0.00313183 1.24116152

KCTD10 NM_031954.3 KCTD10 12 Homo sapiens potassium channel tetramerisation domain containing 10 (KCTD10), mRNA.MSTP028; FLJ41739; ULRO610.02878113 0.02799619 1.24066668

LOC100128510XM_001715759.1LOC100128510 PREDICTED: Homo sapiens hypothetical protein LOC100128510 (LOC100128510), mRNA.0.01430944 0.01550395 1.23912415

STAG3L2 NM_001013739.1STAG3L2 7 Homo sapiens stromal antigen 3-like 2 (STAG3L2), mRNA.MGC131759 0.00066195 0.00113393 1.23684064

ZSWIM1 NM_080603.3 ZSWIM1 20 Homo sapiens zinc finger, SWIM-type containing 1 (ZSWIM1), mRNA.C20orf162 0.00064397 0.00110896 1.23681588

SGSH NM_000199.2 SGSH 17 Homo sapiens N-sulfoglucosamine sulfohydrolase (sulfamidase) (SGSH), mRNA.HSS; MPS3A; SFMD0.00516374 0.0065274 1.23576371

C10orf32 NM_144591.1 C10ORF32 10 Homo sapiens chromosome 10 open reading frame 32 (C10orf32), mRNA.RP11-753C18.6; DKFZp686B2219; MGC27171; CYT19; AS3MT; FLJ407520.01106752 0.01250727 1.23253167

LOC729375 NR_024252.1 LOC729375 3 Homo sapiens family with sequence similarity 86, member A pseudogene (LOC729375), non-coding RNA.0.01216569 0.01352874 1.2302602

PRDM16 NM_022114.2 PRDM16 1 Homo sapiens PR domain containing 16 (PRDM16), transcript variant 1, mRNA.PFM13; MEL1; KIAA16750.04562735 0.04116126 1.23011249

ALG5 NM_013338.3 ALG5 13 Homo sapiens asparagine-linked glycosylation 5 homolog (S. cerevisiae, dolichyl-phosphate beta-glucosyltransferase) (ALG5), mRNA.bA421P11.2; RP11-421P11.20.00055635 0.00098614 1.22929215

EAF1 NM_033083.5 EAF1 3 Homo sapiens ELL associated factor 1 (EAF1), mRNA.0.00037324 0.00070623 1.22904515

LYRM2 NM_020466.3 LYRM2 6 Homo sapiens LYR motif containing 2 (LYRM2), transcript variant 1, mRNA.DJ122O8.2; FLJ21130; MGC1042530.01924633 0.01994182 1.2279413

TRIP4 NM_016213.3 TRIP4 15 Homo sapiens thyroid hormone receptor interactor 4 (TRIP4), mRNA.HsT17391 0.00395392 0.00519647 1.22744028

FAM91A1 NM_144963.1 FAM91A1 8 Homo sapiens family with sequence similarity 91, member A1 (FAM91A1), mRNA.DKFZp666B104; FLJ237900.01422311 0.01542566 1.22393908

SATB2 NM_015265.1 SATB2 2 Homo sapiens SATB homeobox 2 (SATB2), mRNA.MGC119474; MGC119477; KIAA1034; FLJ21474; FLJ320760.01319446 0.0144837 1.22063894

SH2B3 NM_005475.1 SH2B3 12 Homo sapiens SH2B adaptor protein 3 (SH2B3), mRNA.LNK 0.00070023 0.0011879 1.21995313

MC1R NM_002386.2 MC1R 16 Homo sapiens melanocortin 1 receptor (alpha melanocyte stimulating hormone receptor) (MC1R), mRNA.SHEP1; MSH-R; MGC143370.04014123 0.03693751 1.21994492

C9orf156 NM_016481.2 C9ORF156 9 Homo sapiens chromosome 9 open reading frame 156 (C9orf156), mRNA.NAP1; RP11-23B15.3; HSPC2190.04999503 0.04431768 1.21945028

Hs.14555 HS.14555 10 Homo sapiens cDNA: FLJ21513 fis, clone COL057780.00153697 0.00231469 1.21941601

OSBPL7 NM_145798.2 OSBPL7 17 Homo sapiens oxysterol binding protein-like 7 (OSBPL7), transcript variant 1, mRNA.MGC71150; ORP70.01651437 0.0175081 1.21910289

PIM2 NM_006875.2 PIM2 X Homo sapiens pim-2 oncogene (PIM2), mRNA.0.00970001 0.01118222 1.21858942

VPS37A NM_152415.1 VPS37A 8 Homo sapiens vacuolar protein sorting 37 homolog A (S. cerevisiae) (VPS37A), mRNA.HCRP1; FLJ32642; FLJ426160.00288828 0.00395101 1.21740759

AGK NM_018238.2 AGK 7 Homo sapiens acylglycerol kinase (AGK), mRNA.MULK; FLJ10842 0.0110434 0.01248162 1.2171387

ZGPAT NM_181484.1 ZGPAT 20 Homo sapiens zinc finger, CCCH-type with G patch domain (ZGPAT), transcript variant 2, mRNA.ZC3H9; ZC3HDC9; RP4-583P15.3; GPATC6; MGC44880; KIAA1847; GPATCH60.03998566 0.03682525 1.21655434

LOC148413 NR_015434.1 LOC148413 1 Homo sapiens hypothetical LOC148413 (LOC148413), non-coding RNA.0.00199693 0.00289031 1.21649032

PPFIA1 NM_003626.2 PPFIA1 11 Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide (PTPRF), interacting protein (liprin), alpha 1 (PPFIA1), transcript variant 2, mRNA.MGC26800; FLJ41337; LIPRIN; LIP1; FLJ42630; FLJ43474; LIP.10.00048404 0.00087603 1.21538071

ZNF295 NM_020727.3 ZNF295 21 Homo sapiens zinc finger protein 295 (ZNF295), transcript variant 1, mRNA.ZBTB21; DKFZp781N19740.02272023 0.023014 1.21526475

SLC4A5 NM_133478.2 SLC4A5 2 Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 5 (SLC4A5), transcript variant c, mRNA.NBC4; MGC1296620.00333687 0.00448014 1.21266318

MDM2 NM_006879.2 MDM2 12 Homo sapiens Mdm2 p53 binding protein homolog (mouse) (MDM2), transcript variant MDM2, mRNA.hdm2; HDMX; MGC712210.04949063 0.04396828 1.21252261

KIAA0355 NM_014686.2 KIAA0355 19 Homo sapiens KIAA0355 (KIAA0355), mRNA.0.00113314 0.00178816 1.21238922

KLHL24 NM_017644.3 KLHL24 3 Homo sapiens kelch-like 24 (Drosophila) (KLHL24), mRNA.FLJ25796; KRIP6; DRE10.03883942 0.03593937 1.21208782

ADO NM_032804.5 ADO 10 Homo sapiens 2-aminoethanethiol (cysteamine) dioxygenase (ADO), mRNA.FLJ14547; DKFZp564C0460.0015722 0.00235723 1.21196806

SCNM1 NM_024041.2 SCNM1 1 Homo sapiens sodium channel modifier 1 (SCNM1), mRNA.MGC3180 0.03788192 0.03521678 1.21092057



5.0 Upreg

GPT2 NM_133443.1 GPT2 16 Homo sapiens glutamic pyruvate transaminase (alanine aminotransferase) 2 (GPT2), mRNA.ALT2 3.8118E-05 0.00010962 1.2107004

SEC23IP NM_007190.2 SEC23IP 10 Homo sapiens SEC23 interacting protein (SEC23IP), mRNA.P125; MSTP053 0.00054233 0.0009648 1.20426981

AUP1 NM_012103.2 AUP1 2 Homo sapiens ancient ubiquitous protein 1 (AUP1), transcript variant 1, mRNA.0.00666831 0.00812495 1.20344189

RHOT2 NM_138769.1 RHOT2 16 Homo sapiens ras homolog gene family, member T2 (RHOT2), nuclear gene encoding mitochondrial protein, mRNA.C16orf39; ARHT2; RASL; MIRO-20.01281152 0.01412342 1.20224166

COQ10A NM_144576.2 COQ10A 12 Homo sapiens coenzyme Q10 homolog A (S. cerevisiae) (COQ10A), transcript variant 1, mRNA.FLJ32452 0.0234462 0.02366467 1.20137883

NR1H3 NM_005693.1 NR1H3 11 Homo sapiens nuclear receptor subfamily 1, group H, member 3 (NR1H3), mRNA.LXR-a; LXRA; RLD-10.02024356 0.0208324 1.20100676

COMMD2 NM_016094.2 COMMD2 3 Homo sapiens COMM domain containing 2 (COMMD2), mRNA.HSPC042; MGC576110.01750434 0.01841303 1.20004284

MSTO1 NM_018116.2 MSTO1 1 Homo sapiens misato homolog 1 (Drosophila) (MSTO1), mRNA.LST005; DKFZp686B1757; RP11-29H23.3; FLJ10504; DKFZp686I01261; MST0.00406235 0.00532066 1.19660948

PDCD10 NM_145860.1 PDCD10 3 Homo sapiens programmed cell death 10 (PDCD10), transcript variant 2, mRNA.TFAR15; MGC24477; CCM3; MGC12120.00766757 0.00914563 1.19590746

IWS1 NM_017969.1 IWS1 2 Homo sapiens IWS1 homolog (S. cerevisiae) (IWS1), mRNA.MGC126376; FLJ32319; FLJ14655; MGC126375; FLJ10006; DKFZp761G01230.00102038 0.00163582 1.19502992

NSUN5 NM_148956.1 NSUN5 7 Homo sapiens NOL1/NOP2/Sun domain family, member 5 (NSUN5), transcript variant 1, mRNA.p120; FLJ10267; WBSCR20; p120 (NOL1); MGC986; WBSCR20A; (NOL1); NOL1R; NSUN5A0.00058866 0.00103154 1.19438835

EXTL3 NM_001440.2 EXTL3 8 Homo sapiens exostoses (multiple)-like 3 (EXTL3), mRNA.KIAA0519; REGR; REG; RPR; botv; EXTR1; DKFZp686C23420.0029336 0.0040055 1.19025615

CDC42BPB NM_006035.2 CDC42BPB 14 Homo sapiens CDC42 binding protein kinase beta (DMPK-like) (CDC42BPB), mRNA.KIAA1124; MRCKB0.00749859 0.00897213 1.1900792

ATXN7L3 Hs.512651 ATXN7L3 17 Homo sapiens ataxin 7-like 3 (ATXN7L3), transcript variant 2, mRNA.DKFZp761G2113 0.000956 0.00154645 1.18755218

TPR NM_005807.2 TPR 1 Homo sapiens translocated promoter region (to activated MET oncogene) (TPR), mRNA.0.00196074 0.00284638 1.18564098

Hs.542993 HS.542993 3 xj89b12.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2664383 3, mRNA sequence0.03198787 0.03056983 1.18291951

ANKIB1 NM_019004.1 ANKIB1 7 Homo sapiens ankyrin repeat and IBR domain containing 1 (ANKIB1), mRNA.DKFZP434A0225; KIAA1386; FLJ331230.00043838 0.00080654 1.18168139

C19orf6 NM_001033026.1C19ORF6 19 Homo sapiens chromosome 19 open reading frame 6 (C19orf6), transcript variant 1, mRNA.R32184_3; ASBABP1; MGC40220.00021133 0.00043929 1.18130471

MVP NM_017458.2 MVP 16 Homo sapiens major vault protein (MVP), transcript variant 1, mRNA.LRP; VAULT1 0.01501782 0.01614388 1.18061759

SDSL NM_138432.2 SDSL 12 Homo sapiens serine dehydratase-like (SDSL), mRNA.SDS-RS1 0.00428683 0.00555742 1.1806013

C1orf63 NM_207035.1 C1ORF63 1 Homo sapiens chromosome 1 open reading frame 63 (C1orf63), transcript variant 1, mRNA.RP3-465N24.4; NPD014; DJ465N24.2.10.00309684 0.00419899 1.17991813

GOLT1B NM_016072.2 GOLT1B 12 Homo sapiens golgi transport 1 homolog B (S. cerevisiae) (GOLT1B), mRNA.GOT1; YMR292W; CGI-1410.01093054 0.0123684 1.17921238

FLJ25363 XM_001720720.1FLJ25363 PREDICTED: Homo sapiens similar to hypothetical protein FLJ25976 (FLJ25363), mRNA.0.00630505 0.00775666 1.17903624

TUG1 NR_002323.1 TUG1 22 Homo sapiens taurine upregulated 1 (non-protein coding) (TUG1), non-coding RNA.MGC46067; FLJ206186.9179E-05 0.00017706 1.17897948

C11orf73 NM_016401.2 C11ORF73 11 Homo sapiens chromosome 11 open reading frame 73 (C11orf73), mRNA.L7RN6; HSPC179; HSPC1380.00893675 0.01044367 1.17890161

TMUB2 NM_024107.2 TMUB2 17 Homo sapiens transmembrane and ubiquitin-like domain containing 2 (TMUB2), transcript variant 1, mRNA.MGC3123; FP26530.01262083 0.01394826 1.1780431

WSB1 NM_134264.2 WSB1 17 Homo sapiens WD repeat and SOCS box-containing 1 (WSB1), transcript variant 2, mRNA.WSB-1; SWIP1 0.00096204 0.00155421 1.17474755

GGPS1 NM_004837.2 GGPS1 1 Homo sapiens geranylgeranyl diphosphate synthase 1 (GGPS1), transcript variant 2, mRNA.GGPPS1; GGPPS0.01725781 0.01820171 1.17223122

ENTPD6 NM_001247.1 ENTPD6 20 Homo sapiens ectonucleoside triphosphate diphosphohydrolase 6 (putative function) (ENTPD6), mRNA.DKFZp781K21102; dJ738P15.3; DKFZp781G2277; FLJ36711; CD39L2; NTPDase-6; IL6ST2; IL-6SAG0.00977711 0.01125631 1.1718254

IDH3A NM_005530.2 IDH3A 15 Homo sapiens isocitrate dehydrogenase 3 (NAD+) alpha (IDH3A), nuclear gene encoding mitochondrial protein, mRNA.0.02171111 0.02211439 1.17175873

TTC5 NM_138376.1 TTC5 14 Homo sapiens tetratricopeptide repeat domain 5 (TTC5), mRNA.Strap 0.01989357 0.02052036 1.17134031

PNKP NM_007254.2 PNKP 19 Homo sapiens polynucleotide kinase 3'-phosphatase (PNKP), mRNA.PNK 0.00067377 0.0011508 1.17129526

DLEU1 NR_002605.1 DLEU1 13 Homo sapiens deleted in lymphocytic leukemia 1 (non-protein coding) (DLEU1), non-coding RNA.XTP6; MGC22430; DLB1; LEU1; BCMS0.01784743 0.01869548 1.16933874

STX5 NM_003164.2 STX5 11 Homo sapiens syntaxin 5 (STX5), mRNA.STX5A; SED5 0.0007 0.00118773 1.16872911

TMEM181 XM_941693.1 TMEM181 6 Homo sapiens transmembrane protein 181 (TMEM181), mRNA.KIAA1423; GPR1782.4929E-05 7.8088E-05 1.16835491

GPN2 NM_018066.3 GPN2 1 Homo sapiens GPN-loop GTPase 2 (GPN2), mRNA.FLJ10349 0.00341222 0.00456663 1.16813298

PEX19 NM_002857.2 PEX19 1 Homo sapiens peroxisomal biogenesis factor 19 (PEX19), mRNA.D1S2223E; PXF; PMPI; HK33; PXMP1; PMP10.04837413 0.04318627 1.16660921

ZMYND19 NM_138462.2 ZMYND19 9 Homo sapiens zinc finger, MYND-type containing 19 (ZMYND19), mRNA.MIZIP; RP11-48C7.40.00117375 0.00184396 1.16652375

LOC440341 XM_932044.1 LOC440341 16 PREDICTED: Homo sapiens similar to nuclear pore complex interacting protein, transcript variant 4 (LOC440341), mRNA.0.00050746 0.0009107 1.16248531

LOC389517 NM_001032389.1LOC389517 Homo sapiens similar to Williams Beuren syndrome chromosome region 19 (LOC389517), mRNA.0.00019709 0.00041478 1.16133571

YTHDF3 NM_152758.3 YTHDF3 8 Homo sapiens YTH domain family, member 3 (YTHDF3), mRNA.FLJ31657 0.04891802 0.0435566 1.15532696

KPNA1 NM_002264.1 KPNA1 3 Homo sapiens karyopherin alpha 1 (importin alpha 5) (KPNA1), mRNA.SRP1; RCH2; NPI-1; IPOA50.01110123 0.0125389 1.15390471

ZNF800 NM_176814.3 ZNF800 7 Homo sapiens zinc finger protein 800 (ZNF800), mRNA.MGC130033; MGC130032; FLJ433010.04963563 0.04405695 1.15334375

TYW1B XR_015176.2 TYW1B 7 PREDICTED: Homo sapiens misc_RNA (TYW1B), miscRNA.0.01887318 0.01959916 1.15328819

LOC100132564XM_001713808.1LOC100132564 12 PREDICTED: Homo sapiens hypothetical protein LOC100132564 (LOC100132564), mRNA.0.00011006 0.00025847 1.15148329

LRRFIP1 NM_004735.2 LRRFIP1 2 Homo sapiens leucine rich repeat (in FLII) interacting protein 1 (LRRFIP1), mRNA.MGC10947; GCF2; MGC119739; FLIIAP1; FLAP-1; GCF-2; HUFI-1; TRIP; MGC1197380.01354327 0.01480178 1.14946826

KIAA2013 NM_138346.1 KIAA2013 1 Homo sapiens KIAA2013 (KIAA2013), mRNA.MGC33867; RP5-1077B9.10.00038716 0.00072801 1.14942812

UAP1 NM_003115.3 UAP1 1 Homo sapiens UDP-N-acteylglucosamine pyrophosphorylase 1 (UAP1), mRNA.AGX1; AgX; SPAG20.00402029 0.00527659 1.14511318

USP8 NM_005154.2 USP8 15 Homo sapiens ubiquitin specific peptidase 8 (USP8), mRNA.KIAA0055; FLJ34456; MGC129718; UBPY; HumORF80.01118744 0.01261192 1.14490156

C5orf15 NM_020199.1 C5ORF15 5 Homo sapiens chromosome 5 open reading frame 15 (C5orf15), mRNA.HTGN29; KCT2 0.00021269 0.00044118 1.14204716

KRT19 NM_002276.3 KRT19 17 Homo sapiens keratin 19 (KRT19), mRNA.K19; CK19; MGC15366; K1CS0.00079519 0.00132516 1.14176088

PNO1 NM_020143.2 PNO1 2 Homo sapiens partner of NOB1 homolog (S. cerevisiae) (PNO1), mRNA.KHRBP1 0.05563373 0.04850261 1.14146245

TM2D3 NM_025141.2 TM2D3 15 Homo sapiens TM2 domain containing 3 (TM2D3), transcript variant 1, mRNA.BLP2 0.00062274 0.00107982 1.13971991

C4orf14 NM_032313.2 C4ORF14 4 Homo sapiens chromosome 4 open reading frame 14 (C4orf14), mRNA.mAtNOS1; hAtNOS1; MGC32326.1992E-05 0.00016169 1.13867938

KCNQ2 NM_004518.2 KCNQ2 20 Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 2 (KCNQ2), transcript variant 3, mRNA.KVEBN1; KV7.2; ENB1; BFNC; EBN; KCNA11; HNSPC; EBN10.03149737 0.03018655 1.13683502

SPOP NM_001007228.1SPOP 17 Homo sapiens speckle-type POZ protein (SPOP), transcript variant 1, mRNA.TEF2 7.7757E-05 0.00019515 1.13650988

DYNC1H1 NM_001376.2 DYNC1H1 14 Homo sapiens dynein, cytoplasmic 1, heavy chain 1 (DYNC1H1), mRNA.DNECL; DNCH1; HL-3; DYHC; Dnchc1; KIAA0325; DNCL; p22; DHC1a; DHC16.9944E-05 0.00017871 1.13643062

MGC52000 NM_198943.1 MGC52000 2 Homo sapiens CXYorf1-related protein (MGC52000), mRNA.CXYorf1; MGC904090.00138424 0.00212109 1.13600162

RAB2B NM_032846.2 RAB2B 14 Homo sapiens RAB2B, member RAS oncogene family (RAB2B), mRNA.FLJ14824 0.00027202 0.00054034 1.13581347

ACVR1 NM_001105.2 ACVR1 2 Homo sapiens activin A receptor, type I (ACVR1), mRNA.ALK2; SKR1; FOP; ACTRI; ACVRLK20.00708883 0.00855182 1.13490362

NPIP NM_006985.1 NPIP 16 Homo sapiens nuclear pore complex interacting protein (NPIP), mRNA.0.03228552 0.0308006 1.13473901

FBXL12 NM_017703.1 FBXL12 19 Homo sapiens F-box and leucine-rich repeat protein 12 (FBXL12), mRNA.Fbl12; FLJ201880.04022918 0.03698741 1.13446138

SLC30A9 NM_006345.3 SLC30A9 4 Homo sapiens solute carrier family 30 (zinc transporter), member 9 (SLC30A9), mRNA.C4orf1; HUEL; ZNT9; GAC630.0001583 0.00034759 1.13420505

EAPP NM_018453.3 EAPP 14 Homo sapiens E2F-associated phosphoprotein (EAPP), mRNA.FLJ20578; MGC4957; BM036; EAPP; C14orf110.00229855 0.00326494 1.13290095

KPNA4 NM_002268.3 KPNA4 3 Homo sapiens karyopherin alpha 4 (importin alpha 3) (KPNA4), mRNA.MGC12217; MGC26703; SRP3; QIP1; IPOA30.00378531 0.00499885 1.13202241

LOC728138 XM_001128282.2LOC728138 16 PREDICTED: Homo sapiens hypothetical LOC728138 (LOC728138), mRNA.0.00447727 0.00576598 1.13157923

POLR3C NM_006468.5 POLR3C 1 Homo sapiens polymerase (RNA) III (DNA directed) polypeptide C (62kD) (POLR3C), mRNA.RPC62; RPC3 0.00898616 0.01048884 1.1315777

KIAA0528 NM_014802.1 KIAA0528 12 Homo sapiens KIAA0528 (KIAA0528), mRNA.DKFZp779N20440.01018554 0.01165314 1.13035063

PMPCA NM_015160.1 PMPCA 9 Homo sapiens peptidase (mitochondrial processing) alpha (PMPCA), nuclear gene encoding mitochondrial protein, mRNA.Alpha-MPP; KIAA0123; MGC104197; INPP5E0.00041352 0.00076967 1.13033706

LOC440348 NM_001018059.2LOC440348 16 Homo sapiens similar to nuclear pore complex interacting protein (LOC440348), mRNA.A-761H5.4 0.01596269 0.01700543 1.12965557



5.0 Upreg

LOC729148 XM_372205.4 LOC729148 X PREDICTED: Homo sapiens similar to lethal (2) k00619 CG4775-PA (LOC729148), mRNA.0.00371545 0.00491843 1.1293886

GOLGA5 NM_005113.2 GOLGA5 14 Homo sapiens golgi autoantigen, golgin subfamily a, 5 (GOLGA5), mRNA.RFG5; ret-II; GOLIM50.01259088 0.01392216 1.12880455

FOXJ3 NM_014947.3 FOXJ3 1 Homo sapiens forkhead box J3 (FOXJ3), mRNA.MGC165036; MGC1766860.0055932 0.00699768 1.12625525

RAB3GAP1 NM_012233.1 RAB3GAP1 2 Homo sapiens RAB3 GTPase activating protein subunit 1 (catalytic) (RAB3GAP1), mRNA.RAB3GAP; RAB3GAP130; P130; DKFZp434A012; KIAA0066; WARBM10.00735216 0.00882823 1.12522912

APEX2 NM_014481.2 APEX2 X Homo sapiens APEX nuclease (apurinic/apyrimidinic endonuclease) 2 (APEX2), nuclear gene encoding mitochondrial protein, mRNA.XTH2; APEXL2; APE20.00246521 0.00345689 1.12442942

YIPF6 NM_173834.2 YIPF6 X Homo sapiens Yip1 domain family, member 6 (YIPF6), mRNA.RP13-253K9.1; FinGER6; MGC214160.00028871 0.00056887 1.12418159

BRPF1 NM_001003694.1BRPF1 3 Homo sapiens bromodomain and PHD finger containing, 1 (BRPF1), transcript variant 1, mRNA.BR140 0.00477034 0.00609776 1.12402693

MRPL53 NM_053050.2 MRPL53 2 Homo sapiens mitochondrial ribosomal protein L53 (MRPL53), nuclear gene encoding mitochondrial protein, mRNA.MGC20402; FLJ907280.03629794 0.03397462 1.12366819

CHUK NM_001278.3 CHUK 10 Homo sapiens conserved helix-loop-helix ubiquitous kinase (CHUK), mRNA.NFKBIKA; IKK1; IKKA; IKBKA; IKK-alpha; TCF160.01060633 0.01206847 1.12173273

PARP4 NM_006437.2 PARP4 13 Homo sapiens poly (ADP-ribose) polymerase family, member 4 (PARP4), mRNA.p193; PARPL; PH5P; ADPRTL1; VPARP; VAULT37.722E-05 0.00019402 1.1204985

BIVM NM_017693.2 BIVM 13 Homo sapiens basic, immunoglobulin-like variable motif containing (BIVM), mRNA.MGC133326 0.01272785 0.0140506 1.12007108

PAN2 NM_014871.2 PAN2 12 Homo sapiens PAN2 polyA specific ribonuclease subunit homolog (S. cerevisiae) (PAN2), mRNA.PAN2; hPAN2; FLJ39360; KIAA0710; USP520.02941535 0.02853718 1.11953527

C1orf128 NM_020362.2 C1ORF128 1 Homo sapiens chromosome 1 open reading frame 128 (C1orf128), mRNA.TXNL1CL; HT014; RP5-886K2.40.00204729 0.00295492 1.11946392

Hs.348514 HS.348514 4 Homo sapiens, clone IMAGE:4052238, mRNA, partial cds0.00060805 0.00105833 1.11934115

HDHD2 NM_032124.3 HDHD2 18 Homo sapiens haloacid dehalogenase-like hydrolase domain containing 2 (HDHD2), mRNA.3110052N05Rik; DKFZP564D13780.03252605 0.03097618 1.11552672

Hs.545976 HS.545976 X xm52h06.x1 NCI_CGAP_GC6 Homo sapiens cDNA clone IMAGE:2687867 3, mRNA sequence0.03529711 0.03319722 1.11397844

GORASP2 NM_015530.3 GORASP2 2 Homo sapiens golgi reassembly stacking protein 2, 55kDa (GORASP2), mRNA.GOLPH6; p59; FLJ13139; DKFZP434D156; GRS2; GRASP550.00242457 0.00341026 1.11300835

LOC728457 XR_037027.1 LOC728457 7 PREDICTED: Homo sapiens misc_RNA (LOC728457), miscRNA.0.04337862 0.03941632 1.11099838

EDC4 NM_014329.3 EDC4 16 Homo sapiens enhancer of mRNA decapping 4 (EDC4), mRNA.HEDLS; RCD-8; Ge-10.00101582 0.00162939 1.11034311

LOC728734 XM_930180.1 LOC728734 16 PREDICTED: Homo sapiens similar to kidney-specific protein (KS), transcript variant 3 (LOC728734), mRNA.0.03096947 0.02974887 1.11020796

MBTPS1 NM_201268.1 MBTPS1 16 Homo sapiens membrane-bound transcription factor peptidase, site 1 (MBTPS1), mRNA.MGC138712; KIAA0091; SKI-1; S1P; MGC138711; PCSK80.00171223 0.00253726 1.11005402

LOC643336 XM_001718563.1LOC643336 PREDICTED: Homo sapiens similar to hCG1985303 (LOC643336), mRNA.0.01059988 0.01206269 1.10534684

KIAA0194 XM_940209.1 KIAA0194 PREDICTED: Homo sapiens KIAA0194 protein (KIAA0194), mRNA.0.00482646 0.00615872 1.10441278

C17orf90 XM_941327.1 C17ORF90 17 Homo sapiens chromosome 17 open reading frame 90 (C17orf90), mRNA.MGC104712 0.00512052 0.0064821 1.10318753

PFDN6 NM_014260.2 PFDN6 6 Homo sapiens prefoldin subunit 6 (PFDN6), mRNA.HKE2; PFD6; H2-KE2; KE-2; MGC707440.00067731 0.00115595 1.10280717

MRPL21 NM_181513.1 MRPL21 11 Homo sapiens mitochondrial ribosomal protein L21 (MRPL21), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.MGC62013 0.00097481 0.00157196 1.10240467

HERPUD1 NM_001010990.1HERPUD1 16 Homo sapiens homocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-like domain member 1 (HERPUD1), transcript variant 3, mRNA.Mif1; SUP; HERP; KIAA00250.00659694 0.00805252 1.10133981

POLR2B NM_000938.1 POLR2B 4 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide B, 140kDa (POLR2B), mRNA.RPB2; hsRPB2; hRPB140; POL2RB0.00277512 0.00381764 1.10111513

C17orf70 NM_025161.3 C17ORF70 17 Homo sapiens chromosome 17 open reading frame 70 (C17orf70), mRNA.FAAP100; FLJ30151; FLJ221750.00466857 0.00597986 1.09936308

C1orf55 NM_152608.2 C1ORF55 1 Homo sapiens chromosome 1 open reading frame 55 (C1orf55), mRNA.dJ671D7.1; FLJ35382; RP4-671D7.10.04635922 0.0416758 1.0988338

ERCC1 NM_001983.2 ERCC1 19 Homo sapiens excision repair cross-complementing rodent repair deficiency, complementation group 1 (includes overlapping antisense sequence) (ERCC1), transcript variant 2, mRNA.UV20; COFS4 0.04249447 0.03874535 1.09851929

KIAA0907 NM_014949.2 KIAA0907 1 Homo sapiens KIAA0907 (KIAA0907), mRNA.RP11-336K24.1 0.03969145 0.03659655 1.09851736

LOC100130516XM_001720343.1LOC100130516 PREDICTED: Homo sapiens hypothetical protein LOC100130516 (LOC100130516), mRNA.0.02405924 0.02419159 1.09795741

DUS1L NM_022156.3 DUS1L 17 Homo sapiens dihydrouridine synthase 1-like (S. cerevisiae) (DUS1L), mRNA.DUS1; PP3111 0.03120424 0.02993178 1.09746416

SRP19 NM_003135.1 SRP19 5 Homo sapiens signal recognition particle 19kDa (SRP19), mRNA.0.0112831 0.01270507 1.09633688

EXOC7 NM_015219.2 EXOC7 17 Homo sapiens exocyst complex component 7 (EXOC7), transcript variant 1, mRNA.Exo70p; 2-5-3p; DKFZp686J04253; FLJ40965; EXO70; YJL085W; FLJ46415; EXOC1; EX0700.00239069 0.00337288 1.09612317

CCDC90B NM_021825.3 CCDC90B 11 Homo sapiens coiled-coil domain containing 90B (CCDC90B), mRNA.MDS011; MGC104239; MDS0250.02154192 0.02198288 1.09523532

KIAA1598 NM_018330.3 KIAA1598 10 Homo sapiens KIAA1598 (KIAA1598), mRNA.shootin1; shootin-1; MGC40476; DKFZp686A04390.00268552 0.00371242 1.09440149

LOC728888 XM_930046.1 LOC728888 16 PREDICTED: Homo sapiens similar to Protein KIAA0220 (LOC728888), mRNA.0.00111678 0.00176743 1.09429977

UBP1 NM_014517.2 UBP1 3 Homo sapiens upstream binding protein 1 (LBP-1a) (UBP1), mRNA.LBP-1B; LBP1A; LBP1B; LBP-1a; DKFZp686L17450.00544109 0.00683173 1.09396302

LOC100132547XR_039468.1 LOC100132547 12 PREDICTED: Homo sapiens misc_RNA (LOC100132547), miscRNA.0.01120043 0.01262332 1.09339884

C22orf30 NM_173566.2 C22ORF30 22 Homo sapiens chromosome 22 open reading frame 30 (C22orf30), mRNA.0.03717838 0.03467295 1.09310584

NAT9 NM_015654.3 NAT9 17 Homo sapiens N-acetyltransferase 9 (GCN5-related, putative) (NAT9), mRNA.EBSP; DKFZP564C1030.02996391 0.02897645 1.0928495

CCDC28A NM_015439.2 CCDC28A 6 Homo sapiens coiled-coil domain containing 28A (CCDC28A), mRNA.C6orf80; CCRL1AP; MGC131913; DKFZp586D06230.05437277 0.0475782 1.092709

GOT1 NM_002079.1 GOT1 10 Homo sapiens glutamic-oxaloacetic transaminase 1, soluble (aspartate aminotransferase 1) (GOT1), mRNA.GIG18 0.00038236 0.00072101 1.09028629

PICALM NM_007166.2 PICALM 11 Homo sapiens phosphatidylinositol binding clathrin assembly protein (PICALM), transcript variant 1, mRNA.LAP; CALM; CLTH0.02410124 0.02422548 1.08898847

CETN2 NM_004344.1 CETN2 X Homo sapiens centrin, EF-hand protein, 2 (CETN2), mRNA.CEN2; CALT 0.00407496 0.00533558 1.08859135

VIL2 NM_003379.3 VIL2 6 Homo sapiens villin 2 (ezrin) (VIL2), mRNA.MGC1584; CVL; FLJ26216; DKFZp762H157; CVIL0.00094871 0.00153777 1.08819633

INTS9 NM_018250.1 INTS9 8 Homo sapiens integrator complex subunit 9 (INTS9), mRNA.RC74; FLJ10871; RC-74; CPSF2L0.01247596 0.01381076 1.08817455

STK36 NM_015690.2 STK36 2 Homo sapiens serine/threonine kinase 36, fused homolog (Drosophila) (STK36), mRNA.FU; DKFZp434N0223; KIAA12780.02654647 0.02625028 1.08778743

LOC647954 XM_938141.1 LOC647954 PREDICTED: Homo sapiens misc_RNA (LOC647954), miscRNA.0.01113539 0.01256616 1.08755028

CCDC6 NM_005436.2 CCDC6 10 Homo sapiens coiled-coil domain containing 6 (CCDC6), mRNA.TST1; TPC; PTC; H4; D10S170; FLJ322860.00437096 0.00564647 1.08715384

SNRPB2 NM_003092.3 SNRPB2 20 Homo sapiens small nuclear ribonucleoprotein polypeptide B'' (SNRPB2), transcript variant 1, mRNA.MGC45309; MGC248070.00017978 0.00038445 1.08642399

SEC16A NM_014866.1 SEC16A 9 Homo sapiens SEC16 homolog A (S. cerevisiae) (SEC16A), mRNA.RP11-413M3.10; SEC16L; KIAA0310; p2500.02504225 0.02501659 1.08617524

TSPAN3 NM_198902.1 TSPAN3 15 Homo sapiens tetraspanin 3 (TSPAN3), transcript variant 1, mRNA.TM4-A; TSPAN-3; TM4SF80.00150275 0.00227134 1.08604781

CLINT1 NM_014666.2 CLINT1 5 Homo sapiens clathrin interactor 1 (CLINT1), mRNA.KIAA0171; EPSINR; CLINT; ENTH; EPNR; EPN40.00628711 0.00774436 1.08601543

LOC728791 XR_015547.2 LOC728791 PREDICTED: Homo sapiens misc_RNA (LOC728791), miscRNA.0.02966925 0.02874536 1.08577371

COPA NM_004371.2 COPA 1 Homo sapiens coatomer protein complex, subunit alpha (COPA), transcript variant 2, mRNA.FLJ26320; HEP-COP0.00192733 0.00280577 1.08555195

RPS6KB1 NM_003161.2 RPS6KB1 17 Homo sapiens ribosomal protein S6 kinase, 70kDa, polypeptide 1 (RPS6KB1), mRNA.p70-alpha; p70-S6K; STK14A; S6K1; p70(S6K)-alpha; PS6K; S6K0.02053598 0.02108386 1.08487272

MRPS10 NM_018141.2 MRPS10 6 Homo sapiens mitochondrial ribosomal protein S10 (MRPS10), nuclear gene encoding mitochondrial protein, mRNA.FLJ10567; PNAS-122; MRP-S100.00043231 0.00079754 1.08475298

LOC441131 XR_038026.1 LOC441131 PREDICTED: Homo sapiens misc_RNA (LOC441131), miscRNA.0.03646138 0.0340985 1.08472333

LOC100132247NM_001135865.1LOC100132247 16 Homo sapiens similar to Uncharacterized protein KIAA0220 (LOC100132247), mRNA.0.00773961 0.00921277 1.08449955

PWP1 NM_007062.1 PWP1 12 Homo sapiens PWP1 homolog (S. cerevisiae) (PWP1), mRNA.IEF-SSP-9502 0.00166922 0.0024819 1.0844735

PRPF4 NM_004697.3 PRPF4 9 Homo sapiens PRP4 pre-mRNA processing factor 4 homolog (yeast) (PRPF4), mRNA.HPRP4P; PRP4; HPRP4; Prp4p0.00141181 0.00215655 1.08403269

LOC100130308XR_036947.1 LOC100130308 PREDICTED: Homo sapiens misc_RNA (LOC100130308), miscRNA.0.01074321 0.01218471 1.08365797

RRP7A NM_015703.3 RRP7A 22 Homo sapiens ribosomal RNA processing 7 homolog A (S. cerevisiae) (RRP7A), mRNA.MGC150422; BK126B4.3; MGC1504230.00953666 0.01103014 1.0830585

QDPR NM_000320.1 QDPR 4 Homo sapiens quinoid dihydropteridine reductase (QDPR), mRNA.FLJ42391; DHPR; PKU20.00353011 0.00470789 1.08250623

VAMP3 NM_004781.3 VAMP3 1 Homo sapiens vesicle-associated membrane protein 3 (cellubrevin) (VAMP3), mRNA.CEB 0.02867174 0.02792384 1.08125545

LOC643384 XR_016363.2 LOC643384 4 PREDICTED: Homo sapiens hypothetical LOC643384 (LOC643384), mRNA.0.04282176 0.03899514 1.08117177

AGPAT2 NM_001012727.1AGPAT2 9 Homo sapiens 1-acylglycerol-3-phosphate O-acyltransferase 2 (lysophosphatidic acid acyltransferase, beta) (AGPAT2), transcript variant 2, mRNA.LPAAB; LPAAT-beta; BSCL1; BSCL; 1-AGPAT20.04375893 0.03972076 1.08111592



5.0 Upreg

SAMM50 NM_015380.3 SAMM50 22 Homo sapiens sorting and assembly machinery component 50 homolog (S. cerevisiae) (SAMM50), mRNA.OMP85; TOB55; YNL026W; CGI-51; SAM50; TRG-30.00657341 0.00802938 1.08055218

PRDX2 NM_181738.1 PRDX2 19 Homo sapiens peroxiredoxin 2 (PRDX2), nuclear gene encoding mitochondrial protein, transcript variant 3, mRNA.TDPX1; MGC4104; TSA; PRP; PRX2; NKEFB; PRXII0.00418843 0.00545646 1.07976317

CTGLF3 NM_001077665.1CTGLF3 Homo sapiens centaurin, gamma-like family, member 3 (CTGLF3), mRNA.bA324H6.1 0.02830695 0.02764527 1.07846494

GTF2F2 NM_004128.1 GTF2F2 13 Homo sapiens general transcription factor IIF, polypeptide 2, 30kDa (GTF2F2), mRNA.TF2F2; BTF4; RAP30; TFIIF0.00320815 0.00432851 1.07837902

DUSP5 NM_004419.3 DUSP5 10 Homo sapiens dual specificity phosphatase 5 (DUSP5), mRNA.HVH3; DUSP 0.0032326 0.00435614 1.07830461

ADM NM_001124.1 ADM 11 Homo sapiens adrenomedullin (ADM), mRNA.AM 0.00026213 0.00052582 1.07826729

EIF3G NM_003755.2 EIF3G 19 Homo sapiens eukaryotic translation initiation factor 3, subunit G (EIF3G), mRNA.EIF3S4; EIF3-P42; eIF3-delta; eIF3-p44; eIF3g0.00074011 0.00124735 1.07826155

POLRMT NM_005035.2 POLRMT 19 Homo sapiens polymerase (RNA) mitochondrial (DNA directed) (POLRMT), nuclear gene encoding mitochondrial protein, mRNA.h-mtRPOL; MTRPOL; APOLMT0.04772477 0.04271084 1.07747976

ROBLD3 NM_014017.2 ROBLD3 Homo sapiens roadblock domain containing 3 (ROBLD3), mRNA.0.00185095 0.00271032 1.07690525

RFNG NM_002917.1 RFNG 17 Homo sapiens RFNG O-fucosylpeptide 3-beta-N-acetylglucosaminyltransferase (RFNG), mRNA.0.05168737 0.04556466 1.07647932

PMPCB NM_004279.1 PMPCB 7 Homo sapiens peptidase (mitochondrial processing) beta (PMPCB), nuclear gene encoding mitochondrial protein, mRNA.Beta-MPP; MPP11; MPPP52; MPPB0.00632178 0.00777397 1.07638927

DERL1 NM_024295.3 DERL1 8 Homo sapiens Der1-like domain family, member 1 (DERL1), mRNA.DER-1; FLJ42092; MGC3067; FLJ13784; PRO2577; DER10.04095056 0.03754836 1.07554711

TYK2 NM_003331.3 TYK2 19 Homo sapiens tyrosine kinase 2 (TYK2), mRNA.JTK1 0.02813641 0.02751548 1.07532464

ANAPC4 NM_013367.2 ANAPC4 4 Homo sapiens anaphase promoting complex subunit 4 (ANAPC4), mRNA.APC4 0.04404154 0.03994423 1.07460041

LOC100134364XM_001713810.1LOC100134364 PREDICTED: Homo sapiens hypothetical protein LOC100134364 (LOC100134364), mRNA.0.00212833 0.00305779 1.07452625

LOC647340 NM_005174.2 LOC647340 PREDICTED: Homo sapiens similar to ATP synthase, H+ transporting, mitochondrial F1 complex, gamma subunit isoform H (heart) precursor (LOC647340), mRNA.0.000652 0.00112016 1.07401547

CPSF3 NM_016207.2 CPSF3 2 Homo sapiens cleavage and polyadenylation specific factor 3, 73kDa (CPSF3), mRNA.CPSF; CPSF73; CPSF-730.01537291 0.01647715 1.07221212

TSG101 NM_006292.2 TSG101 11 Homo sapiens tumor susceptibility gene 101 (TSG101), mRNA.VPS23; TSG10 0.01623662 0.01725953 1.07107848

NRD1 NM_002525.1 NRD1 1 Homo sapiens nardilysin (N-arginine dibasic convertase) (NRD1), mRNA.hNRD2; hNRD1 0.00562831 0.00703759 1.07054504

PCID2 NM_018386.1 PCID2 13 Homo sapiens PCI domain containing 2 (PCID2), mRNA.MGC16774; FLJ11305; F10; RP11-98F14.60.00053022 0.00094537 1.0695762

NIPA2 NM_030922.5 NIPA2 15 Homo sapiens non imprinted in Prader-Willi/Angelman syndrome 2 (NIPA2), transcript variant 1, mRNA.MGC5466 0.03062644 0.02947744 1.06876046

LOC440353 NR_002603.1 LOC440353 16 Homo sapiens nuclear pore complex interacting protein pseudogene (LOC440353), non-coding RNA.0.00304178 0.00413584 1.06716371

PIGY NM_032906.2 PIGY 4 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class Y (PIGY), transcript variant 2, mRNA.MGC14156; PIG-Y0.00094037 0.00152623 1.06710004

COQ10B NM_025147.2 COQ10B 2 Homo sapiens coenzyme Q10 homolog B (S. cerevisiae) (COQ10B), mRNA.FLJ13448 0.02687237 0.02650682 1.06668323

STT3A NM_152713.2 STT3A 11 Homo sapiens STT3, subunit of the oligosaccharyltransferase complex, homolog A (S. cerevisiae) (STT3A), mRNA.STT3-A; TMC; ITM1; FLJ27038; MGC90420.00207038 0.00298431 1.0665211

GRSF1 NM_002092.2 GRSF1 4 Homo sapiens G-rich RNA sequence binding factor 1 (GRSF1), transcript variant 2, mRNA.FLJ13125 0.02982298 0.02885925 1.06607448

ZNF598 NM_178167.2 ZNF598 16 Homo sapiens zinc finger protein 598 (ZNF598), mRNA.FLJ00086; DKFZp762F1350.05036138 0.04456588 1.06556778

SLC16A3 NM_004207.2 SLC16A3 17 Homo sapiens solute carrier family 16, member 3 (monocarboxylic acid transporter 4) (SLC16A3), transcript variant 2, mRNA.MCT3; MGC138472; MGC138474; MCT40.00483718 0.00616971 1.06407096

PSMB7 NM_002799.2 PSMB7 9 Homo sapiens proteasome (prosome, macropain) subunit, beta type, 7 (PSMB7), mRNA.Z 0.00204006 0.00294497 1.06312632

ATP6V1G1 NM_004888.2 ATP6V1G1 9 Homo sapiens ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G1 (ATP6V1G1), mRNA.Vma10; ATP6J; ATP6GL; ATP6G1; DKFZp547P234; ATP6G0.00822406 0.00972217 1.06286938

ODC1 NM_002539.1 ODC1 2 Homo sapiens ornithine decarboxylase 1 (ODC1), mRNA.0.00248294 0.00347731 1.06282805

LOC646630 XM_929572.1 LOC646630 13 PREDICTED: Homo sapiens similar to Coiled-coil-helix-coiled-coil-helix domain containing protein 2 (HCV NS2 trans-regulated protein) (NS2TP) (LOC646630), mRNA.0.01062853 0.01208589 1.06198905

SS18L2 NM_016305.1 SS18L2 3 Homo sapiens synovial sarcoma translocation gene on chromosome 18-like 2 (SS18L2), mRNA.KIAA-iso 0.00108033 0.00171873 1.06123087

LOC728324 XR_015322.2 LOC728324 PREDICTED: Homo sapiens misc_RNA (LOC728324), miscRNA.0.03626138 0.03394764 1.06084753

COPS5 NM_006837.2 COPS5 8 Homo sapiens COP9 constitutive photomorphogenic homolog subunit 5 (Arabidopsis) (COPS5), mRNA.MGC3149; SGN5; CSN5; JAB1; MOV-340.00279753 0.00384185 1.06060903

EIF3M NM_006360.3 EIF3M 11 Homo sapiens eukaryotic translation initiation factor 3, subunit M (EIF3M), mRNA.FLJ29030; GA17; hfl-B5; eIF3m; PCID1; B50.00250314 0.0034989 1.06030094

ZRANB2 NM_005455.3 ZRANB2 1 Homo sapiens zinc finger, RAN-binding domain containing 2 (ZRANB2), transcript variant 2, mRNA.DKFZp686J1831; DKFZp686N09117; ZIS2; ZIS1; FLJ41119; ZIS; ZNF2650.04058167 0.03724515 1.05949369

MAGED1 NM_006986.3 MAGED1 X Homo sapiens melanoma antigen family D, 1 (MAGED1), transcript variant 2, mRNA.NRAGE; DLXIN-10.01819567 0.01900128 1.05866839

COPB1 NM_016451.3 COPB1 11 Homo sapiens coatomer protein complex, subunit beta 1 (COPB1), mRNA.DKFZp761K102; COPB; FLJ103410.01028586 0.01174953 1.05815764

FAM39DP XM_925777.1 FAM39DP Homo sapiens family with sequence similarity 39, member D pseudogene (FAM39DP) on chromosome 15.FLJ25222 0.04686205 0.04202879 1.058003

YWHAG NM_012479.2 YWHAG 7 Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, gamma polypeptide (YWHAG), mRNA.14-3-3GAMMA 0.02217016 0.02253226 1.05599778

EIF3E NM_001568.1 EIF3E 8 Homo sapiens eukaryotic translation initiation factor 3, subunit E (EIF3E), mRNA.eIF3e; INT6; eIF3-p46; EIF3S6; EIF3-P480.00159469 0.00238728 1.05584006

LOC650276 XM_939363.1 LOC650276 PREDICTED: Homo sapiens similar to 60S ribosomal protein L7 (LOC650276), mRNA.0.00696153 0.00841909 1.05344976

VPS26A NM_001035260.1VPS26A 10 Homo sapiens vacuolar protein sorting 26 homolog A (S. pombe) (VPS26A), transcript variant 2, mRNA.PEP8A; Hbeta58; VPS26; HB58; FLJ129300.02346872 0.02367923 1.05287272

ANAPC5 NM_016237.3 ANAPC5 12 Homo sapiens anaphase promoting complex subunit 5 (ANAPC5), mRNA.APC5; PDL-108 0.02051489 0.02106714 1.0524925

CYBA NM_000101.2 CYBA 16 Homo sapiens cytochrome b-245, alpha polypeptide (CYBA), mRNA.0.00669417 0.00815192 1.05213034

MMADHC NM_015702.2 MMADHC 2 Homo sapiens methylmalonic aciduria (cobalamin deficiency) cblD type, with homocystinuria (MMADHC), nuclear gene encoding mitochondrial protein, mRNA.0.03956246 0.03651983 1.0519155

TIMM23 NM_006327.2 TIMM23 10 Homo sapiens translocase of inner mitochondrial membrane 23 homolog (yeast) (TIMM23), nuclear gene encoding mitochondrial protein, mRNA.PRO1197; TIMM23B; MGC22767; TIM230.005002 0.00635223 1.05138759

C2orf25 NM_015702.1 C2ORF25 2 Homo sapiens chromosome 2 open reading frame 25 (C2orf25), mRNA.CL25022 0.00725915 0.0087249 1.05088862

LOC613037 NR_002473.1 LOC613037 16 Homo sapiens nuclear pore complex interacting protein pseudogene (LOC613037), non-coding RNA.0.03968891 0.03659805 1.04951081

LOC730187 XR_042419.1 LOC730187 PREDICTED: Homo sapiens misc_RNA (LOC730187), miscRNA.0.01113578 0.01256498 1.04738709

CIRBP NM_001280.1 CIRBP 19 Homo sapiens cold inducible RNA binding protein (CIRBP), mRNA.CIRP 0.03181567 0.03044173 1.04734685

SNRNP70 NM_003089.4 SNRNP70 19 Homo sapiens small nuclear ribonucleoprotein 70kDa (U1) (SNRNP70), mRNA.U1AP; RPU1; U1RNP; RNPU1Z; U170K0.01258321 0.01391544 1.04702552

SQSTM1 NM_003900.3 SQSTM1 5 Homo sapiens sequestosome 1 (SQSTM1), mRNA.OSIL; p62B; p60; ZIP3; PDB3; p62; A1700.00736956 0.00884548 1.04693055

OAZ1 NM_004152.2 OAZ1 19 Homo sapiens ornithine decarboxylase antizyme 1 (OAZ1), mRNA.OAZ; MGC138338; AZI0.01056494 0.01203229 1.04618851

PTS NM_000317.1 PTS 11 Homo sapiens 6-pyruvoyltetrahydropterin synthase (PTS), mRNA.PTPS 0.04992846 0.04426762 1.04613313

PPP2CA NM_002715.2 PPP2CA 5 Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subunit, alpha isoform (PPP2CA), mRNA.PP2CA; RP-C; PP2Ac0.00545054 0.00684066 1.04493802

GDI2 NM_001494.2 GDI2 10 Homo sapiens GDP dissociation inhibitor 2 (GDI2), mRNA.FLJ37352; FLJ16452; RABGDIB0.04084562 0.0374678 1.04458815

RPRC1 NM_018067.2 RPRC1 1 Homo sapiens arginine/proline rich coiled-coil 1 (RPRC1), mRNA.PARCC1; FLJ103500.0145892 0.01574485 1.04438436

DNAJA2 NM_005880.2 DNAJA2 16 Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 2 (DNAJA2), mRNA.RDJ2; DNAJ; DJA2; DNJ3; HIRIP4; PRO3015; CPR30.03922449 0.0362498 1.04391893

IMMT NM_006839.1 IMMT 2 Homo sapiens inner membrane protein, mitochondrial (mitofilin) (IMMT), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.PIG4; P87/89; P89; DKFZp779P1653; MGC111146; P87; HMP0.01857269 0.01933517 1.04339125

HGS NM_004712.3 HGS 17 Homo sapiens hepatocyte growth factor-regulated tyrosine kinase substrate (HGS), mRNA.HRS; ZFYVE8 0.04313096 0.03923191 1.04300477

RPL36AL NM_001001.3 RPL36AL 14 Homo sapiens ribosomal protein L36a-like (RPL36AL), mRNA.RPL36A; MGC1115740.0064155 0.00786607 1.04285031

NDUFS4 NM_002495.1 NDUFS4 5 Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 4, 18kDa (NADH-coenzyme Q reductase) (NDUFS4), mRNA.AQDQ 0.01537776 0.01648033 1.04270528

ETF1 NM_004730.1 ETF1 5 Homo sapiens eukaryotic translation termination factor 1 (ETF1), mRNA.ERF; TB3-1; RF1; D5S1995; ERF1; SUP45L1; MGC1110660.02561652 0.02546559 1.0425116

POLR1D NM_015972.1 POLR1D 13 Homo sapiens polymerase (RNA) I polypeptide D, 16kDa (POLR1D), transcript variant 1, mRNA.MGC9850; RPAC2; RPA16; RPA9; POLR1C; FLJ20616; RPO1-30.0303764 0.02930751 1.04250266

RAB7A NM_004637.5 RAB7A 3 Homo sapiens RAB7A, member RAS oncogene family (RAB7A), mRNA.PSN; CMT2B; FLJ20819; PRO2706; RAB70.05104921 0.04510178 1.04242241

NDUFV2 NM_021074.1 NDUFV2 18 Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2, 24kDa (NDUFV2), mRNA.0.05294456 0.0464675 1.04222941

RPL5 NM_000969.3 RPL5 1 Homo sapiens ribosomal protein L5 (RPL5), mRNA.MSTP030; MGC1173390.0187531 0.0194906 1.04211065

ZDHHC6 NM_022494.1 ZDHHC6 10 Homo sapiens zinc finger, DHHC-type containing 6 (ZDHHC6), mRNA.ZNF376; FLJ219520.02759703 0.02707855 1.04195934



5.0 Upreg

C19orf70 NM_205767.1 C19ORF70 19 Homo sapiens chromosome 19 open reading frame 70 (C19orf70), mRNA.0.04096913 0.03755753 1.04134116

NDUFA2 NM_002488.3 NDUFA2 5 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2, 8kDa (NDUFA2), mRNA.B8; CD14 0.04150921 0.03798121 1.03893941

AKR1A1 NM_153326.1 AKR1A1 1 Homo sapiens aldo-keto reductase family 1, member A1 (aldehyde reductase) (AKR1A1), transcript variant 2, mRNA.ALR; ALDR1; MGC1380; MGC12529; DD30.04604736 0.04145065 1.03826435

EBNA1BP2 NM_006824.1 EBNA1BP2 1 Homo sapiens EBNA1 binding protein 2 (EBNA1BP2), mRNA.P40; NOBP; EBP20.01882269 0.01955598 1.03823325

CHCHD2 NM_016139.2 CHCHD2 7 Homo sapiens coiled-coil-helix-coiled-coil-helix domain containing 2 (CHCHD2), mRNA.C7orf17 0.02156902 0.02199774 1.03753911

FABP5L2 XM_001721172.1FABP5L2 PREDICTED: Homo sapiens fatty acid binding protein 5-like 2 (FABP5L2), mRNA.0.04201737 0.03839013 1.03351211

YWHAH NM_003405.3 YWHAH 22 Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, eta polypeptide (YWHAH), mRNA.YWHA1 0.03979099 0.03667677 1.03203572

SNRPD2 NM_177542.1 SNRPD2 19 Homo sapiens small nuclear ribonucleoprotein D2 polypeptide 16.5kDa (SNRPD2), transcript variant 2, mRNA.SMD2; SNRPD1 0.03106476 0.02982407 1.0310281

LOC442454 XM_928047.1 LOC442454 X Homo sapiens ubiquinol-cytochrome c reductase binding protein pseudogene (LOC442454), non-coding RNA.0.03309484 0.03139859 1.02739771

ATP2B1 NM_001001323.1ATP2B1 12 Homo sapiens ATPase, Ca++ transporting, plasma membrane 1 (ATP2B1), transcript variant 2, mRNA.PMCA1; PMCA1kb0.00093674 0.00152146 706.059201

CEND1 NM_016564.2 CEND1 11 Homo sapiens cell cycle exit and neuronal differentiation 1 (CEND1), mRNA.FLJ90066; MGC34326; BM881.3794E-07 1.7022E-06 352.769537

ABCA3 NM_001089.1 ABCA3 16 Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 3 (ABCA3), mRNA.ABC-C; EST111653; MGC72201; LBM180; ABC30.00020194 0.00042287 288.410347

ZNF219 NM_016423.1 ZNF219 14 Homo sapiens zinc finger protein 219 (ZNF219), mRNA.ZFP219 0.01314166 0.01443477 259.453513

SLMO2 NM_016045.2 SLMO2 20 Homo sapiens slowmo homolog 2 (Drosophila) (SLMO2), mRNA.C20orf45; PRELID3B; dJ543J19.50.02480467 0.02482447 242.393802

SPRYD4 NM_207344.1 SPRYD4 12 Homo sapiens SPRY domain containing 4 (SPRYD4), mRNA.DKFZp686N0877 0.0006274 0.00108641 200.768846

ARV1 NM_022786.1 ARV1 1 Homo sapiens ARV1 homolog (S. cerevisiae) (ARV1), mRNA.0.00075081 0.00126247 188.445374

MYO19 NM_001033580.1MYO19 17 Homo sapiens myosin XIX (MYO19), transcript variant 1, mRNA.FLJ22865; MYOHD12.1689E-06 1.1893E-05 185.588421

LOC128322 XM_060943.1 LOC128322 PREDICTED: Homo sapiens similar to nuclear transport factor 2 (LOC128322), mRNA.0.00192334 0.00280229 185.116231

FAS NM_152871.1 FAS 10 Homo sapiens Fas (TNF receptor superfamily, member 6) (FAS), transcript variant 3, mRNA.CD95; APT1; FASTM; FAS1; APO-1; ALPS1A; TNFRSF60.00157518 0.00236128 173.718915

TES NM_015641.2 TES 7 Homo sapiens testis derived transcript (3 LIM domains) (TES), transcript variant 1, mRNA.DKFZP586B2022; TESS-2; MGC1146; TESTIN; TESS0.0001178 0.00027278 155.684411

GRHL2 NM_024915.1 GRHL2 8 Homo sapiens grainyhead-like 2 (Drosophila) (GRHL2), mRNA.DFNA28; BOM; MGC149294; MGC149295; FLJ13782; FLJ11172; TFCP2L35.0791E-06 2.2598E-05 143.832684

CORO6 NM_032854.1 CORO6 17 Homo sapiens coronin 6 (CORO6), mRNA.FLJ14871 8.8631E-05 0.00021771 84.6526229

LOC100131452XM_001723489.1LOC100131452 15 PREDICTED: Homo sapiens hypothetical protein LOC100131452 (LOC100131452), mRNA.0.00028804 0.00056793 77.7988979

EFR3B NM_014971.1 EFR3B 2 Homo sapiens EFR3 homolog B (S. cerevisiae) (EFR3B), mRNA.0.00775581 0.0092283 69.4176191

RSF1 NM_016578.3 RSF1 11 Homo sapiens remodeling and spacing factor 1 (RSF1), mRNA.HBXAP; p325; RSF-1; XAP83.4393E-06 1.6905E-05 64.5770184

KLRC2 NM_002260.3 KLRC2 12 Homo sapiens killer cell lectin-like receptor subfamily C, member 2 (KLRC2), mRNA.NKG2-C; CD159c; NKG2C; MGC1382445.3929E-08 8.9616E-07 61.1618319

WNT10B NM_003394.2 WNT10B 12 Homo sapiens wingless-type MMTV integration site family, member 10B (WNT10B), mRNA.WNT-12 5.0591E-05 0.00013802 58.8049003

LOC652669 XM_942246.1 LOC652669 PREDICTED: Homo sapiens similar to SLIT-ROBO Rho GTPase-activating protein 2 (srGAP2) (Formin-binding protein 2) (LOC652669), mRNA.0.00115367 0.00181762 53.4012134

ARC NM_015193.3 ARC 8 Homo sapiens activity-regulated cytoskeleton-associated protein (ARC), mRNA.KIAA0278 6.9377E-08 1.0642E-06 50.923036

DNAJC2 NM_014377.1 DNAJC2 7 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 2 (DNAJC2), transcript variant 1, mRNA.MPP11; MPHOSPH11; ZUO1; DNAJC20.00011913 0.00027507 49.6327792

LRRC49 NM_017691.2 LRRC49 15 Homo sapiens leucine rich repeat containing 49 (LRRC49), mRNA.FLJ20156 1.7172E-08 4.4314E-07 48.7774929

DNAJC1 NM_022365.2 DNAJC1 10 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 1 (DNAJC1), mRNA.MGC131954; ERdj1; DNAJL1; HTJ10.00018601 0.00039583 48.7160439

GFPT2 NM_005110.1 GFPT2 5 Homo sapiens glutamine-fructose-6-phosphate transaminase 2 (GFPT2), mRNA.GFAT2; FLJ103807.6327E-08 1.1293E-06 44.3158228

DNA2 NM_001080449.1DNA2 10 Homo sapiens DNA replication helicase 2 homolog (yeast) (DNA2), mRNA.KIAA0083; DNA2L; MGC133297; FLJ100630.00105542 0.0016849 42.0813673

PKNOX1 NM_004571.3 PKNOX1 21 Homo sapiens PBX/knotted 1 homeobox 1 (PKNOX1), mRNA.PREP1; pkonx1c 8.2101E-05 0.00020418 39.927133

UTS2 NM_006786.2 UTS2 1 Homo sapiens urotensin 2 (UTS2), transcript variant 2, mRNA.UCN2; PRO1068; U-II; UII1.3E-06 8.124E-06 39.433322

TM4SF18 NM_138786.1 TM4SF18 3 Homo sapiens transmembrane 4 L six family member 18 (TM4SF18), mRNA.L6D 0.00014357 0.00032019 38.480313

SCFD2 NM_152540.3 SCFD2 4 Homo sapiens sec1 family domain containing 2 (SCFD2), mRNA.STXBP1L1; FLJ21060; FLJ395140.01214633 0.01351064 37.7367237

C14orf132 NM_020215.2 C14ORF132 14 Homo sapiens chromosome 14 open reading frame 132 (C14orf132), mRNA.DKFZp761F20141.4071E-06 8.6517E-06 36.8344284

FAR2 NM_018099.3 FAR2 12 Homo sapiens fatty acyl CoA reductase 2 (FAR2), mRNA.FAR2; FLJ10462 3.381E-06 1.6656E-05 36.3573977

Hs.98330 HS.98330 PREDICTED: Homo sapiens hypothetical LOC388227 (LOC388227), mRNA0.00014798 0.00032837 36.1176854

KAT2B NM_003884.4 KAT2B 3 Homo sapiens K(lysine) acetyltransferase 2B (KAT2B), mRNA.KAT2B; P; P/CAF; CAF0.01982909 0.02047069 35.7887167

MGC42630 NM_175923.3 MGC42630 9 Homo sapiens hypothetical protein MGC42630 (MGC42630), mRNA.0.00692435 0.00838221 35.4247189

SEMA3C NM_006379.2 SEMA3C 7 Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3C (SEMA3C), mRNA.SEMAE; SemE 6.7352E-06 2.8033E-05 35.355159

HEG1 XM_087386.8 HEG1 3 Homo sapiens HEG homolog 1 (zebrafish) (HEG1), mRNA.KIAA1237; MST112; MSTP112; HEG5.5864E-07 4.4237E-06 35.2615246

RCC1 NM_001269.3 RCC1 1 Homo sapiens regulator of chromosome condensation 1 (RCC1), transcript variant 3, mRNA.RCC1-I; CHC1 9.1519E-07 6.2782E-06 33.3697987

C9orf82 NM_024828.2 C9ORF82 9 Homo sapiens chromosome 9 open reading frame 82 (C9orf82), mRNA.RP11-337A23.1; FLJ136578.6889E-05 0.00021427 32.309599

LOC100134301XM_001720715.1LOC100134301 PREDICTED: Homo sapiens hypothetical protein LOC100134301 (LOC100134301), mRNA.0.0001546 0.00034109 32.1068769

FLJ20674 NM_019086.2 FLJ20674 12 Homo sapiens hypothetical protein FLJ20674 (FLJ20674), mRNA.0.00254578 0.00354889 30.4961551

NEBL NM_006393.1 NEBL 10 Homo sapiens nebulette (NEBL), transcript variant 1, mRNA.MGC119747; bA56H7.1; MGC119746; LNEBL1.5169E-05 5.2982E-05 30.4831912

SLC36A1 NM_078483.2 SLC36A1 5 Homo sapiens solute carrier family 36 (proton/amino acid symporter), member 1 (SLC36A1), mRNA.TRAMD3; PAT1; LYAAT12.5877E-08 5.7479E-07 29.7143137

MYBBP1A NM_014520.1 MYBBP1A Homo sapiens MYB binding protein (P160) 1a (MYBBP1A), mRNA.PAP2; P160; FLJ378860.00089528 0.00146306 28.7663913

CARD8 NM_014959.1 CARD8 19 Homo sapiens caspase recruitment domain family, member 8 (CARD8), mRNA.NDPP1; CARDINAL; TUCAN; KIAA0955; MGC57162; DKFZp779L0366; DACAR0.00049743 0.00089619 28.516217

CHAF1A NM_005483.2 CHAF1A 19 Homo sapiens chromatin assembly factor 1, subunit A (p150) (CHAF1A), mRNA.MGC71229; CAF1B; CAF1P150; CAF1; CAF-1; P1500.0093934 0.01089173 27.7138869

KRT222 NM_152349.1 KRT222 17 Homo sapiens keratin 222 (KRT222), mRNA.KA21; MGC455622.8546E-05 8.6815E-05 27.2410844

CHRNA10 NM_020402.2 CHRNA10 11 Homo sapiens cholinergic receptor, nicotinic, alpha 10 (CHRNA10), mRNA.0.00645842 0.00790985 26.9797719

C14orf45 NM_025057.1 C14ORF45 14 Homo sapiens chromosome 14 open reading frame 45 (C14orf45), mRNA.FLJ23189 6.8323E-05 0.00017528 26.7130657

GPRIN1 NM_052899.1 GPRIN1 5 Homo sapiens G protein regulated inducer of neurite outgrowth 1 (GPRIN1), mRNA.KIAA1893; GRIN14.3444E-07 3.7115E-06 26.4904376

LOC644739 XM_929457.1 LOC644739 X PREDICTED: Homo sapiens similar to Wiskott-Aldrich syndrome protein family member 4 (WASP-family protein member 4), transcript variant 1 (LOC644739), mRNA.0.00014722 0.00032701 26.4618875

ALDH3B1 NM_001030010.1ALDH3B1 11 Homo sapiens aldehyde dehydrogenase 3 family, member B1 (ALDH3B1), transcript variant 1, mRNA.FLJ26433; ALDH7; ALDH43.996E-05 0.00011372 26.3981689

LOC100133930XM_001716439.1LOC100133930 PREDICTED: Homo sapiens similar to D-2-hydroxyglutarate dehydrogenase, mitochondrial (LOC100133930), mRNA.0.0301343 0.02912839 26.0966311

CD109 NM_133493.1 CD109 6 Homo sapiens CD109 molecule (CD109), mRNA.FLJ38569; DKFZp762L1111; FLJ41966; CPAMD7; RP11-525G3.14.2921E-06 2.001E-05 25.5174359

PSORS1C1 NM_014068.1 PSORS1C1 6 Homo sapiens psoriasis susceptibility 1 candidate 1 (PSORS1C1), mRNA.C6orf16; SEEK1; MGC1325300.00572496 0.00714216 25.099895

Hs.505676 HS.505676 12 Homo sapiens cDNA FLJ33772 fis, clone BRSSN20001752.9875E-08 6.1822E-07 25.0326825

CCAR1 NM_018237.2 CCAR1 10 Homo sapiens cell division cycle and apoptosis regulator 1 (CCAR1), mRNA.RP11-437A18.1; MGC44628; CARP-1; CARP10.00553443 0.00693404 24.7111943

SNCG NM_003087.1 SNCG 10 Homo sapiens synuclein, gamma (breast cancer-specific protein 1) (SNCG), mRNA.BCSG1; SR 2.8047E-07 2.7404E-06 23.9373623

LAMP3 NM_014398.2 LAMP3 3 Homo sapiens lysosomal-associated membrane protein 3 (LAMP3), mRNA.TSC403; DC-LAMP; CD208; LAMP; DCLAMP1.2239E-06 7.7927E-06 23.8372707

PGF NM_002632.4 PGF 14 Homo sapiens placental growth factor (PGF), mRNA.PGFL; PlGF-2; D12S1900; SHGC-10760; PLGF0.0004367 0.00080445 23.7781933

LOC442442 XM_001719899.1LOC442442 X PREDICTED: Homo sapiens 60S ribosomal protein L14-like (LOC442442), mRNA.0.01305254 0.01435305 23.5118872

APOBEC3B NM_004900.3 APOBEC3B 22 Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3B (APOBEC3B), mRNA.FLJ21201; APOBEC1L; ARCD3; DJ742C19.2; PHRBNL; ARP4; bK150C2.20.00035238 0.00067242 23.1769613



5.0 Upreg

ESCO2 NM_001017420.2ESCO2 8 Homo sapiens establishment of cohesion 1 homolog 2 (S. cerevisiae) (ESCO2), mRNA.EFO2; RBS; 2410004I17Rik0.00283525 0.00388573 22.2939653

KIAA0513 NM_014732.2 KIAA0513 16 Homo sapiens KIAA0513 (KIAA0513), mRNA.1.3622E-06 8.4348E-06 21.9958975

CHMP7 NM_152272.2 CHMP7 8 Homo sapiens CHMP family, member 7 (CHMP7), mRNA.MGC29816 0.00141484 0.00216004 21.6198299

IL1RAPL1 NM_014271.2 IL1RAPL1 X Homo sapiens interleukin 1 receptor accessory protein-like 1 (IL1RAPL1), mRNA.MRX34; IL1RAPL; OPHN4; MRX21; TIGIRR-2; IL1R80.00061608 0.00106997 20.6423458

TXNRD2 NM_145748.1 TXNRD2 22 Homo sapiens thioredoxin reductase 2 (TXNRD2), nuclear gene encoding mitochondrial protein, transcript variant 3, mRNA.TRXR2; TR3; SELZ; TR; TR-BETA0.00373793 0.00494445 20.4563356

TBC1D22A NM_014346.1 TBC1D22A 22 Homo sapiens TBC1 domain family, member 22A (TBC1D22A), mRNA.C22orf4; HSC79E0210.00024801 0.00050198 20.3598266

HM13 NM_030789.2 HM13 20 Homo sapiens histocompatibility (minor) 13 (HM13), transcript variant 2, mRNA.MSTP086; H13; IMPAS; SPP; IMP1; PSL3; PSENL3; dJ324O17.10.00022022 0.00045389 19.8688203

FAM149A NM_015398.1 FAM149A 4 Homo sapiens family with sequence similarity 149, member A (FAM149A), transcript variant 1, mRNA.DKFZP564J102; MSTP119; MST1190.01400581 0.0152182 19.4231751

LOC400836 XR_018904.2 LOC400836 PREDICTED: Homo sapiens misc_RNA (LOC400836), miscRNA.0.05615251 0.04888689 19.3470847

IVD NM_002225.2 IVD 15 Homo sapiens isovaleryl Coenzyme A dehydrogenase (IVD), nuclear gene encoding mitochondrial protein, mRNA.ACAD2 0.00133159 0.00205224 19.1944749

CHSY3 NM_175856.4 CHSY3 5 Homo sapiens chondroitin sulfate synthase 3 (CHSY3), mRNA.CSS3; CHSY2 4.3874E-06 2.0346E-05 19.0984257

SLC6A16 NM_014037.2 SLC6A16 19 Homo sapiens solute carrier family 6, member 16 (SLC6A16), mRNA.NTT5 0.01002731 0.0114991 18.7097528

TFAP2E NM_178548.2 TFAP2E 1 Homo sapiens transcription factor AP-2 epsilon (activating enhancer binding protein 2 epsilon) (TFAP2E), mRNA.MGC49007; AP2E0.01395272 0.0151699 18.4810522

FAM164A NM_016010.1 FAM164A 8 Homo sapiens family with sequence similarity 164, member A (FAM164A), mRNA.CGI-62 0.00011231 0.00026257 18.4012626

ENPP5 NM_021572.4 ENPP5 6 Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative function) (ENPP5), mRNA.KIAA0879 8.0287E-09 2.7844E-07 18.2869775

C12orf26 NM_032230.1 C12ORF26 12 Homo sapiens chromosome 12 open reading frame 26 (C12orf26), mRNA.FLJ22789 4.72E-08 8.1683E-07 18.2096942

PROM2 NM_144707.1 PROM2 2 Homo sapiens prominin 2 (PROM2), mRNA.PROM-2; MGC1387140.0034044 0.00455685 17.8902811

METTL4 NM_022840.2 METTL4 18 Homo sapiens methyltransferase like 4 (METTL4), mRNA.MGC117235; FLJ23017; HsT6610.00059863 0.00104525 17.8322154

Hs.444999 HS.444999 15 BX114974 NCI_CGAP_Kid3 Homo sapiens cDNA clone IMAGp998C023886, mRNA sequence0.03630364 0.03397633 17.5035544

FER1L4 NR_001442.1 FER1L4 Homo sapiens fer-1-like 4 (C. elegans) (FER1L4) on chromosome 20.dJ309K20.1; FLJ22613; bA563A22B.1; C20orf124; FLJ134590.00015498 0.00034158 16.900433

Hs.435263 HS.435263 13 NISC_gj03f04.y1 NCI_CGAP_Pr28 Homo sapiens cDNA clone IMAGE:3270678 5, mRNA sequence0.00042564 0.00078771 16.6932189

ZNF286C NR_024508.1 ZNF286C Homo sapiens zinc finger 286C pseudogene (ZNF286C), non-coding RNA.0.03053365 0.02942041 16.5551732

FAM46C NM_017709.2 FAM46C 1 Homo sapiens family with sequence similarity 46, member C (FAM46C), mRNA.FLJ20202 1.9675E-05 6.5168E-05 16.4130436

TMEM59L NM_012109.2 TMEM59L 19 Homo sapiens transmembrane protein 59-like (TMEM59L), mRNA.BSMAP; C19orf41.7463E-08 4.4801E-07 16.3777779

GPD2 NM_000408.2 GPD2 2 Homo sapiens glycerol-3-phosphate dehydrogenase 2 (mitochondrial) (GPD2), mRNA.mGPDH; GDH2 0.00097004 0.0015654 16.0001875

SPATA7 NM_018418.1 SPATA7 14 Homo sapiens spermatogenesis associated 7 (SPATA7), transcript variant 2, mRNA.MGC102934; DKFZp686D07199; HSD3; HSD-3.15.2265E-08 8.7848E-07 15.9695991

TMEM166 NM_032181.1 TMEM166 2 Homo sapiens transmembrane protein 166 (TMEM166), mRNA.FLJ13391 0.00705533 0.00851609 15.6843596

C5orf34 NM_198566.1 C5ORF34 5 Homo sapiens chromosome 5 open reading frame 34 (C5orf34), mRNA.MGC46448; FLJ323630.04052337 0.0372072 15.5290521

BAPX1 NM_001189.2 BAPX1 4 Homo sapiens bagpipe homeobox homolog 1 (Drosophila) (BAPX1), mRNA.NKX3B; NKX3-2; MGC138171; NKX3.27.7386E-05 0.00019433 15.1145035

SRPX2 NM_014467.1 SRPX2 X Homo sapiens sushi-repeat-containing protein, X-linked 2 (SRPX2), mRNA.SRPUL; RESDX 0.00011727 0.00027176 14.9544541

LOC648982 XM_938059.1 LOC648982 PREDICTED: Homo sapiens hypothetical protein LOC648982 (LOC648982), mRNA.0.0016732 0.00248614 14.7331505

SERPINE1 NM_000602.1 SERPINE1 7 Homo sapiens serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type 1), member 1 (SERPINE1), mRNA.PAI; PAI-1; PAI1; PLANH15.8326E-07 4.557E-06 14.3894131

HMGA2 NM_001015886.1HMGA2 12 Homo sapiens high mobility group AT-hook 2 (HMGA2), transcript variant 3, mRNA.HMGI-C; HMGIC; LIPO; BABL0.00011945 0.00027565 14.3200071

SIM2 NM_005069.2 SIM2 21 Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant SIM2, mRNA.MGC119447; SIM0.01984316 0.02047558 13.8241474

PARVB NM_001003828.1PARVB 22 Homo sapiens parvin, beta (PARVB), transcript variant 1, mRNA.CGI-56 0.04820748 0.04306378 13.7448996

MYOM3 NM_152372.2 MYOM3 1 Homo sapiens myomesin family, member 3 (MYOM3), mRNA.RP11-293P20.1; MGC71483; FLJ359611.2126E-06 7.7493E-06 13.6549151

SLC22A17 NM_016609.3 SLC22A17 14 Homo sapiens solute carrier family 22, member 17 (SLC22A17), transcript variant 2, mRNA.BOIT; BOCT; hBOIT; NGALR4.5853E-07 3.8389E-06 13.6399151

LOC643233 XM_926592.1 LOC643233 PREDICTED: Homo sapiens similar to CG5327-PA (LOC643233), mRNA.2.9993E-06 1.5203E-05 13.5465192

IRF4 NM_002460.1 IRF4 6 Homo sapiens interferon regulatory factor 4 (IRF4), mRNA.MUM1; LSIRF 0.01038344 0.01184866 13.3726437

ZNF564 NM_144976.2 ZNF564 19 Homo sapiens zinc finger protein 564 (ZNF564), mRNA.MGC26914 8.9958E-05 0.0002201 13.3310864

BEND3 NM_001080450.1BEND3 6 Homo sapiens BEN domain containing 3 (BEND3), mRNA.RP11-59I9.2 3.7839E-05 0.0001091 13.0614762

CCDC18 NM_206886.2 CCDC18 1 Homo sapiens coiled-coil domain containing 18 (CCDC18), mRNA.dJ717I23.1; NY-SAR-41; RP4-717I23.10.00014063 0.0003151 12.9338726

CRISPLD2 NM_031476.1 CRISPLD2 16 Homo sapiens cysteine-rich secretory protein LCCL domain containing 2 (CRISPLD2), mRNA.DKFZP434B044; MGC74865; CRISP11; LCRISP22.1789E-11 1.2745E-08 12.7507643

Hs.372654 HS.372654 10 Homo sapiens cDNA: FLJ23004 fis, clone LNG003910.00121244 0.0018959 12.6478666

PDLIM7 NM_005451.3 PDLIM7 5 Homo sapiens PDZ and LIM domain 7 (enigma) (PDLIM7), transcript variant 1, mRNA.0.00011449 0.00026681 12.5509172

SYK NM_003177.3 SYK 9 Homo sapiens spleen tyrosine kinase (SYK), mRNA.0.00034039 0.00065338 12.3612003

NAPEPLD NM_198990.3 NAPEPLD 7 Homo sapiens N-acyl phosphatidylethanolamine phospholipase D (NAPEPLD), mRNA.FMP30; NAPE-PLD; DKFZp781D10983.9715E-05 0.0001131 12.2718662

FGFR1OP NM_007045.2 FGFR1OP 6 Homo sapiens FGFR1 oncogene partner (FGFR1OP), transcript variant 1, mRNA.FOP 0.00039413 0.00073906 12.1980126

TMX4 NM_021156.2 TMX4 20 Homo sapiens thioredoxin-related transmembrane protein 4 (TMX4), mRNA.DJ971N18.2; KIAA11621.5501E-05 5.395E-05 12.0419008

TCIRG1 NM_006019.2 TCIRG1 11 Homo sapiens T-cell, immune regulator 1, ATPase, H+ transporting, lysosomal V0 subunit A3 (TCIRG1), transcript variant 1, mRNA.ATP6N1C; OC-116kDa; OPTB1; ATP6V0A3; OC116; a3; Stv1; Vph1; Atp6i; TIRC74.3684E-07 3.7248E-06 11.9423821

Hs.573264 HS.573264 6 BX104737 Soares_fetal_heart_NbHH19W Homo sapiens cDNA clone IMAGp998J084400, mRNA sequence0.00926852 0.01076542 11.7992145

LOC100128476XM_001715688.1LOC100128476 PREDICTED: Homo sapiens hypothetical protein LOC100128476 (LOC100128476), mRNA.0.00339548 0.0045463 11.7967963

UNC5C NM_003728.2 UNC5C 4 Homo sapiens unc-5 homolog C (C. elegans) (UNC5C), mRNA.UNC5H3 0.03269158 0.03110006 11.7476916

ESAM NM_138961.1 ESAM 11 Homo sapiens endothelial cell adhesion molecule (ESAM), mRNA.W117m 2.4191E-07 2.4652E-06 11.5522497

LOC648605 XM_939593.1 LOC648605 PREDICTED: Homo sapiens similar to Trimethyllysine dioxygenase, mitochondrial precursor (Epsilon-trimethyllysine 2-oxoglutarate dioxygenase) (TML-alpha-ketoglutarate dioxygenase) (TML hydroxylase) (TML dioxygenase) (TMLD), transcript variant 1 (LOC648605), mRNA.0.02607306 0.02584039 11.4855277

VPS39 NM_015289.2 VPS39 15 Homo sapiens vacuolar protein sorting 39 homolog (S. cerevisiae) (VPS39), mRNA.VAM6; FLJ46546; hVam6p; FLJ21681; TLP; KIAA07700.00355224 0.00473165 11.4198255

DYNC2H1 NM_001080463.1DYNC2H1 11 Homo sapiens dynein, cytoplasmic 2, heavy chain 1 (DYNC2H1), mRNA.DYH1B; FLJ11756; DNCH2; DHC1b; hdhc11; DHC21.3372E-05 4.7851E-05 11.3437187

SMAD6 NM_005585.2 SMAD6 15 Homo sapiens SMAD family member 6 (SMAD6), transcript variant 1, mRNA.MADH6; HsT17432; MADH72.0183E-06 1.1294E-05 11.0701901

PTPN9 NM_002833.2 PTPN9 PREDICTED: Homo sapiens protein tyrosine phosphatase, non-receptor type 9 (PTPN9), mRNA.0.00039315 0.00073755 10.9901801

MIR185 NR_029706.1 MIR185 Homo sapiens microRNA 185 (MIR185), microRNA.0.00112321 0.00177632 10.9671117

CHD5 NM_015557.1 CHD5 1 Homo sapiens chromodomain helicase DNA binding protein 5 (CHD5), mRNA.KIAA0444; DKFZp434N2313.0425E-07 2.9111E-06 10.9522789

HSH2D NM_032855.2 HSH2D 19 Homo sapiens hematopoietic SH2 domain containing (HSH2D), mRNA.HSH2; ALX; FLJ148862.8362E-06 1.4587E-05 10.8056892

CAMK2D NM_172115.1 CAMK2D 4 Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II delta (CAMK2D), transcript variant 3, mRNA.MGC44911; CAMKD1.4602E-08 4.0289E-07 10.771715

CPA4 NM_016352.2 CPA4 7 Homo sapiens carboxypeptidase A4 (CPA4), mRNA.CPA3 8.5609E-12 6.8284E-09 10.7106561

Hs.539841 HS.539841 14 ny62f03.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:1282877 3, mRNA sequence0.03937341 0.03636828 10.659012

LOC653717 XM_496034.2 LOC653717 PREDICTED: Homo sapiens similar to hect domain and RLD 2, transcript variant 1 (LOC653717), mRNA.0.00331605 0.00445627 10.6327877

WFDC3 NM_080614.1 WFDC3 20 Homo sapiens WAP four-disulfide core domain 3 (WFDC3), mRNA.WAP14; dJ447F3.30.00030735 0.00060033 10.5857317

ZNF121 NM_001008727.1ZNF121 19 Homo sapiens zinc finger protein 121 (ZNF121), mRNA.ZNF20; ZHC32; D19S2040.00664883 0.00810347 10.4954896

ZNF57 NM_173480.1 ZNF57 19 Homo sapiens zinc finger protein 57 (ZNF57), mRNA.ZNF424 0.00646084 0.00791171 10.3508134

ZNF767 NM_024910.1 ZNF767 7 Homo sapiens zinc finger family member 767 (ZNF767), mRNA.MGC51818; FLJ12700; FLJ428700.04441184 0.04023433 10.2495774



5.0 Upreg

TMTC4 NM_032813.2 TMTC4 13 Homo sapiens transmembrane and tetratricopeptide repeat containing 4 (TMTC4), transcript variant 1, mRNA.FLJ22153; FLJ146240.0002013 0.00042183 10.1463738

GUSBL2 NM_206910.1 GUSBL2 6 Homo sapiens glucuronidase, beta-like 2 (GUSBL2), transcript variant 3, mRNA.b55C20.2; SMA3-L; SMAC3L; C6orf216; FLJ135490.00018384 0.00039189 10.120938

FAM125B NM_001011703.1FAM125B 9 Homo sapiens family with sequence similarity 125, member B (FAM125B), transcript variant 2, mRNA.FLJ00001; C9orf280.00081461 0.00135341 10.0530604

B3GNT5 NM_032047.3 B3GNT5 3 Homo sapiens UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 5 (B3GNT5), mRNA.beta3Gn-T5; B3GN-T50.00010305 0.00024582 9.94863162

Hs.202140 HS.202140 BX114021 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGp998F135800, mRNA sequence4.3252E-07 3.706E-06 9.93997546

KIAA1333 NM_017769.2 KIAA1333 14 Homo sapiens KIAA1333 (KIAA1333), mRNA.G2E3; FLJ203330.00012493 0.00028628 9.915314

LOC253039 NR_024408.1 LOC253039 9 Homo sapiens hypothetical LOC253039 (LOC253039), non-coding RNA.0.00011829 0.00027355 9.85117779

GCNT3 NM_004751.1 GCNT3 15 Homo sapiens glucosaminyl (N-acetyl) transferase 3, mucin type (GCNT3), mRNA.C2/4GnT; GnT-M; C2GnT-M; C2GnT27.7134E-07 5.5337E-06 9.75446535

SNORA17 NR_002958.1 SNORA17 9 Homo sapiens small nucleolar RNA, H/ACA box 17 (SNORA17), small nucleolar RNA.ACA17 0.03346592 0.03170608 9.66888467

MIR330 NR_029886.1 MIR330 Homo sapiens microRNA 330 (MIR330), microRNA.0.02525996 0.02518533 9.46127135

LOC100132510XM_001725190.1LOC100132510 PREDICTED: Homo sapiens similar to hCG1979388 (LOC100132510), mRNA.0.00508233 0.00644025 9.35323663

ARL17P1 NM_016632.1 ARL17P1 17 Homo sapiens ADP-ribosylation factor-like 17 pseudogene 1 (ARL17P1), mRNA.ARF1P2; ARL17A0.02622443 0.02597574 9.31566395

FBN3 NM_032447.3 FBN3 19 Homo sapiens fibrillin 3 (FBN3), mRNA.KIAA1776 0.0035907 0.00477056 9.30737146

NPHP4 NM_015102.2 NPHP4 1 Homo sapiens nephronophthisis 4 (NPHP4), mRNA.KIAA0673; SLSN40.00042839 0.00079181 9.21609185

NFRKB NM_006165.2 NFRKB 11 Homo sapiens nuclear factor related to kappaB binding protein (NFRKB), mRNA.DKFZp547B20131.6622E-05 5.7104E-05 9.17241839

GINS4 NM_032336.1 GINS4 8 Homo sapiens GINS complex subunit 4 (Sld5 homolog) (GINS4), mRNA.MGC14799; SLD50.02068172 0.02121115 9.16581111

CCDC92 NM_025140.1 CCDC92 12 Homo sapiens coiled-coil domain containing 92 (CCDC92), mRNA.FLJ22471 2.6539E-07 2.6193E-06 9.00288285

PKP3 NM_007183.2 PKP3 11 Homo sapiens plakophilin 3 (PKP3), mRNA.3.1486E-06 1.5741E-05 8.89068786

MSL1 NM_001012241.1MSL1 17 Homo sapiens male-specific lethal 1 homolog (Drosophila) (MSL1), mRNA.DKFZp686J17211; MGC1418618.3142E-05 0.00020648 8.78980295

LOC652051 XM_945171.1 LOC652051 PREDICTED: Homo sapiens hypothetical protein LOC652051 (LOC652051), mRNA.0.00163561 0.00243979 8.73917199

STARD8 NM_014725.2 STARD8 X Homo sapiens StAR-related lipid transfer (START) domain containing 8 (STARD8), mRNA.DKFZp686H1668; KIAA0189; STARTGAP3; DLC30.02511461 0.02508031 8.69428169

SLIT2 NM_004787.1 SLIT2 4 Homo sapiens slit homolog 2 (Drosophila) (SLIT2), mRNA.Slit-2; SLIL3; FLJ144205.6292E-05 0.00015022 8.56699675

CDCA1 NM_145697.1 CDCA1 1 Homo sapiens cell division cycle associated 1 (CDCA1), transcript variant 1, mRNA.NUF2R 5.3672E-07 4.3046E-06 8.35236575

HIST2H2AA3 NM_003516.2 HIST2H2AA3 1 Homo sapiens histone cluster 2, H2aa3 (HIST2H2AA3), mRNA.H2a-615; H2A; H2AFO; HIST2H2AA; H2A/q; H2A/O; H2A.26.6205E-09 2.4103E-07 8.26992603

SNORA28 NR_002964.1 SNORA28 14 Homo sapiens small nucleolar RNA, H/ACA box 28 (SNORA28), small nucleolar RNA.ACA28 0.01037209 0.01184033 8.22959911

Hs.20255 HS.20255 2 AV652851 GLC Homo sapiens cDNA clone GLCDEG06 3, mRNA sequence0.00771627 0.00918998 8.21601755

DNER NM_139072.2 DNER 2 Homo sapiens delta/notch-like EGF repeat containing (DNER), mRNA.bet; UNQ26 3.7859E-09 1.7483E-07 8.2018858

PLA2G15 NM_012320.3 PLA2G15 16 Homo sapiens phospholipase A2, group XV (PLA2G15), mRNA.DKFZp564A0122; ACS; LPLA2; LLPL3.1879E-07 3.0011E-06 8.1116058

COL1A1 NM_000088.2 COL1A1 17 Homo sapiens collagen, type I, alpha 1 (COL1A1), mRNA.OI4 3.7769E-07 3.3405E-06 8.03860365

LOC100131727XM_001720156.1LOC100131727 4 PREDICTED: Homo sapiens hypothetical LOC100131727 (LOC100131727), mRNA.1.423E-06 8.713E-06 8.03483836

METT10D NM_024086.2 METT10D 17 Homo sapiens methyltransferase 10 domain containing (METT10D), mRNA.MGC3329 0.0014689 0.00223055 7.96871658

PITPNA NM_006224.2 PITPNA 17 Homo sapiens phosphatidylinositol transfer protein, alpha (PITPNA), mRNA.PITPN; VIB1A; MGC996497.8816E-06 3.1534E-05 7.88777975

GSTT2B NM_001080843.2GSTT2B 22 Homo sapiens glutathione S-transferase theta 2B (gene/pseudogene) (GSTT2B), mRNA.MGC87963; GSTT2P4.5319E-05 0.00012615 7.88761379

FRYL XM_945291.1 FRYL 4 Homo sapiens FRY-like (FRYL), mRNA.FLJ16177; KIAA0826; DKFZp686E2059.7371E-07 6.5921E-06 7.84493206

ZNF805 NM_001023563.1ZNF805 19 Homo sapiens zinc finger protein 805 (ZNF805), mRNA.DKFZp686P081060.00081945 0.00135965 7.77046773

BBS4 NM_033028.2 BBS4 15 Homo sapiens Bardet-Biedl syndrome 4 (BBS4), mRNA.1.5392E-05 5.3635E-05 7.65156816

PPP1R9A XM_934519.1 PPP1R9A 7 PREDICTED: Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 9A, transcript variant 3 (PPP1R9A), mRNA.0.01628951 0.01731155 7.64746935

BMP8B NM_001720.3 BMP8B 1 Homo sapiens bone morphogenetic protein 8b (BMP8B), mRNA.BMP8; MGC131757; OP25.978E-05 0.00015713 7.63107548

LOC731954 XR_015662.2 LOC731954 PREDICTED: Homo sapiens similar to supervillin (LOC731954), mRNA.0.00019597 0.00041323 7.5849759

WDR91 NM_014149.2 WDR91 7 Homo sapiens WD repeat domain 91 (WDR91), mRNA.HSPC049 0.00038023 0.00071776 7.44967611

FUT4 NM_002033.2 FUT4 11 Homo sapiens fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid-specific) (FUT4), mRNA.FCT3A; ELFT; FUC-TIV; CD151.0906E-06 7.1622E-06 7.44398891

SNN NM_003498.3 SNN 16 Homo sapiens stannin (SNN), mRNA.1.4733E-05 5.1789E-05 7.42421272

EFNB1 NM_004429.3 EFNB1 X Homo sapiens ephrin-B1 (EFNB1), mRNA.MGC8782; LERK2; CFNS; EFL3; CFND; EPLG2; Elk-L0.00385178 0.00507745 7.41413873

ANKRD33 NM_182608.2 ANKRD33 12 Homo sapiens ankyrin repeat domain 33 (ANKRD33), mRNA.DKFZp686O1689; C12orf70.0015796 0.0023671 7.35775681

Hs.22689 HS.22689 Homo sapiens mRNA; cDNA DKFZp586O1318 (from clone DKFZp586O1318)8.7031E-05 0.0002145 7.24577563

RNF217 NM_152553.2 RNF217 6 Homo sapiens ring finger protein 217 (RNF217), mRNA.C6orf172; MGC26996; dJ84N20.1; IBRDC14.2641E-05 0.00011992 7.20066061

WDR62 NM_173636.3 WDR62 19 Homo sapiens WD repeat domain 62 (WDR62), transcript variant 1, mRNA.FLJ33298; DKFZp686G1024; DKFZP434J046; MGC166976; C19orf140.01305667 0.01435579 7.19185915

GALNT14 NM_024572.2 GALNT14 2 Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 14 (GalNAc-T14) (GALNT14), mRNA.FLJ12691; GalNac-T14; GalNac-T10; GALNT15; FLJ139770.01882893 0.01956015 7.04835545

DNAJB12 NM_001002762.1DNAJB12 10 Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 12 (DNAJB12), transcript variant 1, mRNA.DJ10; DKFZp586B20230.00024034 0.00048927 6.96784569

USH1G NM_173477.2 USH1G 17 Homo sapiens Usher syndrome 1G (autosomal recessive) (USH1G), mRNA.ANKS4A; FLJ33924; SANS0.01028938 0.01175202 6.96041596

LOC100129293XR_038229.1 LOC100129293 PREDICTED: Homo sapiens misc_RNA (LOC100129293), miscRNA.0.00717661 0.00864226 6.95201803

KIAA1881 Hs.567652 KIAA1881 PREDICTED: Homo sapiens KIAA1881 (KIAA1881), mRNA.0.00067522 0.00115306 6.93751

C1orf151 NM_001032363.1C1ORF151 1 Homo sapiens chromosome 1 open reading frame 151 (C1orf151), mRNA.RP5-1056L3.2; FLJ369990.0153799 0.01648061 6.87931272

WBSCR16 XM_933544.1 WBSCR16 7 Homo sapiens Williams-Beuren syndrome chromosome region 16 (WBSCR16), mRNA.DKFZp434D0421; MGC449312.98E-06 1.5148E-05 6.87305569

LOC729887 XR_040889.1 LOC729887 PREDICTED: Homo sapiens hypothetical protein LOC729887 (LOC729887), miscRNA.3.6767E-05 0.00010678 6.85236562

LOC100130387XM_001718474.1LOC100130387 PREDICTED: Homo sapiens similar to hCG2042422 (LOC100130387), mRNA.0.02215857 0.0225257 6.81851108

PRRT1 NM_030651.2 PRRT1 6 Homo sapiens proline-rich transmembrane protein 1 (PRRT1), mRNA.C6orf31; NG5 0.04930172 0.04382708 6.81052714

LOC649445 XM_001720790.1LOC649445 14 PREDICTED: Homo sapiens similar to high mobility group nucleosomal binding domain 2, transcript variant 1 (LOC649445), mRNA.0.01599762 0.01703229 6.78360876

MIR599 NR_030329.1 MIR599 Homo sapiens microRNA 599 (MIR599), microRNA.0.00222432 0.00317491 6.74764556

STXBP4 NM_178509.5 STXBP4 17 Homo sapiens syntaxin binding protein 4 (STXBP4), mRNA.MGC149829; MGC50337; Synip; FLJ164960.05446143 0.04763204 6.71624867

C9orf25 NM_147202.1 C9ORF25 9 Homo sapiens chromosome 9 open reading frame 25 (C9orf25), mRNA.bA573M23.5; FLJ390311.9468E-05 6.4676E-05 6.6978486

USP33 NM_201626.1 USP33 1 Homo sapiens ubiquitin specific peptidase 33 (USP33), transcript variant 1, mRNA.MGC16868; KIAA1097; VDU10.00503996 0.00639304 6.69063635

BMP1 NM_006129.2 BMP1 8 Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1-3, mRNA.PCOLC; FLJ44432; TLD; PCP0.00019576 0.00041297 6.67932013

HIST1H2BD NM_138720.1 HIST1H2BD 6 Homo sapiens histone cluster 1, H2bd (HIST1H2BD), transcript variant 2, mRNA.H2B.1B; HIRIP2; MGC90432; dJ221C16.6; H2B/b; H2BFB1.1582E-12 2.5405E-09 6.66888487

PLAT NM_000930.2 PLAT 8 Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, mRNA.T-PA; DKFZp686I03148; TPA0.00599047 0.00742588 6.65706053

LOC649025 XM_938110.1 LOC649025 PREDICTED: Homo sapiens hypothetical protein LOC649025 (LOC649025), mRNA.1.8609E-08 4.6918E-07 6.55751183

RBMS2 NM_002898.2 RBMS2 12 Homo sapiens RNA binding motif, single stranded interacting protein 2 (RBMS2), mRNA.SCR3 8.1774E-05 0.00020343 6.51319423

LOC651511 XM_940673.1 LOC651511 PREDICTED: Homo sapiens similar to Nicotinamide phosphoribosyltransferase (NAmPRTase) (Nampt) (Pre-B cell enhancing factor) (Pre-B-cell colony-enhancing factor 1) (LOC651511), mRNA.0.05188647 0.04569885 6.44612849

LRIG1 NM_015541.2 LRIG1 3 Homo sapiens leucine-rich repeats and immunoglobulin-like domains 1 (LRIG1), mRNA.LIG-1; LIG1; DKFZP586O16247.656E-07 5.5061E-06 6.43712141

ZNF763 NM_001012753.1ZNF763 19 Homo sapiens zinc finger protein 763 (ZNF763), mRNA.ZNF; ZNF440L 0.01776285 0.01862689 6.42515313



5.0 Upreg

SEMA6A NM_020796.2 SEMA6A 5 Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 6A (SEMA6A), mRNA.VIA; SEMAQ; SEMA; SEMA6A1; KIAA1368; HT018; sema VIa3.8E-09 1.7456E-07 6.41690518

FLJ36848 NM_001001521.1FLJ36848 2 PREDICTED: Homo sapiens hypothetical LOC647115 (FLJ36848), mRNA.0.00617864 0.00763111 6.40779642

LOC646010 XM_933332.1 LOC646010 19 PREDICTED: Homo sapiens hypothetical protein LOC646010 (LOC646010), mRNA.0.00584928 0.0072745 6.40159592

ABCF3 NM_018358.1 ABCF3 3 Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 3 (ABCF3), mRNA.EST201864; FLJ111981.3248E-05 4.7521E-05 6.39679309

MSI2 NM_170721.1 MSI2 17 Homo sapiens musashi homolog 2 (Drosophila) (MSI2), transcript variant 2, mRNA.FLJ36569; MSI2H; MGC32452.7648E-05 8.4819E-05 6.35792698

LIFR NM_002310.3 LIFR 5 Homo sapiens leukemia inhibitory factor receptor alpha (LIFR), mRNA.CD118; STWS; SJS2; SWS0.00048295 0.00087459 6.35593575

FAM75B NM_001098807.1FAM75B 9 Homo sapiens family with sequence similarity 75, member B (FAM75B), mRNA.C9orf36B; bA388B24.26.3536E-05 0.00016493 6.3455582

LOC441714 XR_019458.2 LOC441714 PREDICTED: Homo sapiens misc_RNA (LOC441714), miscRNA.0.00024756 0.00050128 6.32363836

RAB6B NM_016577.2 RAB6B 3 Homo sapiens RAB6B, member RAS oncogene family (RAB6B), mRNA.2.2915E-05 7.3297E-05 6.24191083

TMLHE NM_018196.1 TMLHE X Homo sapiens trimethyllysine hydroxylase, epsilon (TMLHE), mRNA.FLJ10727; BBOX2; XAP130; TMLH0.02513346 0.02509057 6.23455227

LEPR NM_002303.3 LEPR 1 Homo sapiens leptin receptor (LEPR), transcript variant 1, mRNA.OBR; CD295 0.00047661 0.00086561 6.16800463

Hs.550799 HS.550799 1 UI-CF-FN0-afv-g-21-0-UI.s1 UI-CF-FN0 Homo sapiens cDNA clone UI-CF-FN0-afv-g-21-0-UI 3, mRNA sequence0.00956841 0.01105521 6.15205744

CD40 NM_001250.3 CD40 20 Homo sapiens CD40 molecule, TNF receptor superfamily member 5 (CD40), transcript variant 1, mRNA.TNFRSF5; p50; MGC9013; Bp50; CDW409.5707E-05 0.00023146 6.14811729

PLA2G10 NM_003561.1 PLA2G10 16 Homo sapiens phospholipase A2, group X (PLA2G10), mRNA.GXPLA2; SPLA2; MGC119919; GXSPLA2; MGC119918; MGC1333674.4709E-08 7.8771E-07 6.12747105

SNORD110 NR_003078.1 SNORD110 20 Homo sapiens small nucleolar RNA, C/D box 110 (SNORD110), small nucleolar RNA.HBII-55 0.05249264 0.04613547 6.08835605

HPCAL4 NM_016257.2 HPCAL4 1 Homo sapiens hippocalcin like 4 (HPCAL4), mRNA.DKFZp761G122; HLP49.2204E-09 3.076E-07 6.05055664

LOC100131294XM_001718622.1LOC100131294 12 PREDICTED: Homo sapiens similar to RAB13 protein (LOC100131294), mRNA.0.00484709 0.00617966 6.03872699

Hs.548302 HS.548302 8 AU253506 human favorable neuroblastoma cDNA Homo sapiens cDNA clone Nbla04221 3, mRNA sequence0.00136423 0.00209444 6.01821306

C6orf57 NM_145267.2 C6ORF57 6 Homo sapiens chromosome 6 open reading frame 57 (C6orf57), mRNA.MGC104225 0.01740453 0.01833441 6.01383718

LIMCH1 NM_014988.1 LIMCH1 4 Homo sapiens LIM and calponin homology domains 1 (LIMCH1), mRNA.DKFZp686B2470; DKFZp781I1455; DKFZp781C1754; LMO7B; DKFZp686G18243; DKFZp686G2094; MGC72127; DKFZp434I0312; DKFZp686A01247; LIMCH1A0.00079457 0.00132439 5.98301762

SLC2A3 NM_006931.1 SLC2A3 12 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 3 (SLC2A3), mRNA.GLUT3; FLJ903801.0018E-10 2.6635E-08 5.97173311

FANCA NM_000135.2 FANCA 16 Homo sapiens Fanconi anemia, complementation group A (FANCA), transcript variant 1, mRNA.FAA; FA; FA1; MGC75158; FACA; FAH; FA-H; FANCH0.00047984 0.00087021 5.95398424

FAM114A1 NM_138389.1 FAM114A1 4 Homo sapiens family with sequence similarity 114, member A1 (FAM114A1), mRNA.Noxp20 0.00055976 0.00099158 5.93347503

OR7E156P NR_002171.1 OR7E156P 13 Homo sapiens olfactory receptor, family 7, subfamily E, member 156 pseudogene (OR7E156P), non-coding RNA.0.0013128 0.00202755 5.8893548

MIR21 NR_029493.1 MIR21 Homo sapiens microRNA 21 (MIR21), microRNA.0.0002339 0.0004785 5.88869256

RFESD NM_173362.2 RFESD 5 Homo sapiens Rieske (Fe-S) domain containing (RFESD), mRNA.0.02211434 0.02248594 5.86342029

HYAL3 NM_003549.2 HYAL3 3 Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA.LUCA14; Minna14; LUCA-3; LUCA35.0339E-07 4.1124E-06 5.79452373

KIAA1345 XM_944553.1 KIAA1345 PREDICTED: Homo sapiens KIAA1345 protein, transcript variant 8 (KIAA1345), mRNA.0.00514558 0.00650725 5.73708669

LOC646783 XM_929735.1 LOC646783 6 PREDICTED: Homo sapiens hypothetical protein LOC646783 (LOC646783), mRNA.0.03376734 0.03194336 5.71702588

BEGAIN NM_020836.2 BEGAIN 14 Homo sapiens brain-enriched guanylate kinase-associated homolog (rat) (BEGAIN), mRNA.KIAA1446; BEGAIN1.3305E-08 3.7658E-07 5.69579329

TMPRSS12 NM_182559.1 TMPRSS12 12 Homo sapiens transmembrane protease, serine 12 (TMPRSS12), mRNA.MGC57341 0.00923424 0.0107384 5.68579985

HERC6 NM_001013005.1HERC6 4 Homo sapiens hect domain and RLD 6 (HERC6), transcript variant 1, mRNA.FLJ20637 0.00294139 0.00401364 5.68176992

OVOL2 NM_021220.2 OVOL2 20 Homo sapiens ovo-like 2 (Drosophila) (OVOL2), mRNA.EUROIMAGE566589; ZNF3390.000162 0.00035429 5.67619492

MGC18216 XM_927732.1 MGC18216 15 PREDICTED: Homo sapiens hypothetical protein MGC18216 (MGC18216), mRNA.2.4445E-06 1.3038E-05 5.66452105

C7orf63 NM_024788.2 C7ORF63 7 Homo sapiens chromosome 7 open reading frame 63 (C7orf63), mRNA.0.00257554 0.0035841 5.66331899

DOK4 NM_018110.2 DOK4 16 Homo sapiens docking protein 4 (DOK4), mRNA.FLJ10488 3.8067E-05 0.00010954 5.57664102

CPNE7 NM_153636.1 CPNE7 16 Homo sapiens copine VII (CPNE7), transcript variant 1, mRNA.MGC34192 8.9401E-05 0.00021911 5.51598997

SERPINA3 NM_001085.4 SERPINA3 14 Homo sapiens serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 3 (SERPINA3), mRNA.GIG24; GIG25; AACT; MGC88254; ACT0.00953552 0.01103173 5.45879871

RNF207 NM_207396.2 RNF207 1 Homo sapiens ring finger protein 207 (RNF207), mRNA.FLJ46380; FLJ32096; C1orf1880.04108039 0.03763986 5.44131869

APOLD1 NM_030817.1 APOLD1 12 Homo sapiens apolipoprotein L domain containing 1 (APOLD1), mRNA.VERGE; DKFZP434F0318; FLJ251381.7446E-05 5.9261E-05 5.42789136

LOC730323 XM_001722097.1LOC730323 7 PREDICTED: Homo sapiens hypothetical LOC730323 (LOC730323), mRNA.1.219E-06 7.773E-06 5.42357353

GPR101 NM_054021.1 GPR101 X Homo sapiens G protein-coupled receptor 101 (GPR101), mRNA.GPCR6 0.03787916 0.03521794 5.41191556

MPV17L2 NM_032683.1 MPV17L2 19 Homo sapiens MPV17 mitochondrial membrane protein-like 2 (MPV17L2), nuclear gene encoding mitochondrial protein, mRNA.MGC110861; MGC129720.00015042 0.00033287 5.40862294

ZMIZ2 NM_031449.3 ZMIZ2 7 Homo sapiens zinc finger, MIZ-type containing 2 (ZMIZ2), transcript variant 1, mRNA.DKFZp761I2123; KIAA1886; ZIMP7; hZIMP72.4551E-09 1.4265E-07 5.3837727

FAM13A NM_014883.2 FAM13A 4 Homo sapiens family with sequence similarity 13, member A (FAM13A), transcript variant 1, mRNA.FLJ34562; MGC1051310.00034848 0.00066599 5.36346119

CCNT2 NM_001241.2 CCNT2 2 Homo sapiens cyclin T2 (CCNT2), transcript variant a, mRNA.FLJ90560; MGC1348400.00426689 0.0055373 5.32378201

FLJ90757 NM_001004336.1FLJ90757 17 PREDICTED: Homo sapiens hypothetical protein LOC440465 (FLJ90757), misc RNA.1.6115E-08 4.2461E-07 5.31520982

TCEAL5 NM_001012979.1TCEAL5 X Homo sapiens transcription elongation factor A (SII)-like 5 (TCEAL5), mRNA.0.00954681 0.01103752 5.31467064

ARHGAP11A NM_014783.2 ARHGAP11A 15 Homo sapiens Rho GTPase activating protein 11A (ARHGAP11A), transcript variant 1, mRNA.GAP (1-12); KIAA0013; MGC707400.00084812 0.00139693 5.30945423

CKMT1B NM_020990.3 CKMT1B 15 Homo sapiens creatine kinase, mitochondrial 1B (CKMT1B), nuclear gene encoding mitochondrial protein, mRNA.UMTCK; CKMT1; CKMT2.9036E-09 1.5164E-07 5.30545549

IFIT2 NM_001547.3 IFIT2 10 Homo sapiens interferon-induced protein with tetratricopeptide repeats 2 (IFIT2), mRNA.GARG-39; G10P2; cig42; ISG-54K; IFI-54; IFI54; ISG540.01281892 0.0141298 5.28744922

LOC728285 XM_937100.1 LOC728285 17 PREDICTED: Homo sapiens similar to keratin associated protein 2-4 (LOC728285), mRNA.2.6393E-09 1.4294E-07 5.25771889

FGD1 NM_004463.2 FGD1 X Homo sapiens FYVE, RhoGEF and PH domain containing 1 (FGD1), mRNA.ZFYVE3; AAS; FGDY0.00529683 0.00667544 5.24660641

WDR7 NM_015285.2 WDR7 18 Homo sapiens WD repeat domain 7 (WDR7), transcript variant 1, mRNA.TRAG; KIAA05410.02347994 0.02368783 5.15521096

TIFA NM_052864.2 TIFA 4 Homo sapiens TRAF-interacting protein with forkhead-associated domain (TIFA), mRNA.MGC20791; T2BP0.02962078 0.02870791 5.12560502

LOC650034 XM_939124.1 LOC650034 PREDICTED: Homo sapiens similar to uncharacterized protein family UPF0227 member RGD1359682 (LOC650034), mRNA.0.00247345 0.00346622 5.1143714

LOC100132011XM_001714758.1LOC100132011 17 PREDICTED: Homo sapiens hypothetical protein LOC100132011 (LOC100132011), mRNA.0.04427502 0.04011866 5.11284577

HSD11B2 NM_000196.2 HSD11B2 16 Homo sapiens hydroxysteroid (11-beta) dehydrogenase 2 (HSD11B2), mRNA.AME1; HSD2; AME; HSD11K0.00232162 0.0032929 5.11100898

C8orf83 NR_015339.1 C8ORF83 8 Homo sapiens chromosome 8 open reading frame 83 (C8orf83), non-coding RNA.FLJ40637; DKFZp779L10680.00014238 0.00031828 5.09368003

SNORD60 NR_002736.1 SNORD60 16 Homo sapiens small nucleolar RNA, C/D box 60 (SNORD60), small nuclear RNA.RNU60; U60 0.00433126 0.00560344 5.08022792

METTL10 NM_212554.2 METTL10 10 Homo sapiens methyltransferase like 10 (METTL10), mRNA.0.00130851 0.00202306 5.05425706

ZHX3 NM_015035.3 ZHX3 20 Homo sapiens zinc fingers and homeoboxes 3 (ZHX3), mRNA.KIAA0395; TIX1 6.0425E-06 2.5774E-05 5.03765692

AP2A2 NM_012305.2 AP2A2 11 Homo sapiens adaptor-related protein complex 2, alpha 2 subunit (AP2A2), mRNA.CLAPA2; HYPJ; HIP9; ADTAB0.00064292 0.00110782 5.02852474

TCTA NM_022171.1 TCTA 3 Homo sapiens T-cell leukemia translocation altered gene (TCTA), mRNA.3.5077E-08 6.9005E-07 5.01314508

CTGF NM_001901.2 CTGF 6 Homo sapiens connective tissue growth factor (CTGF), mRNA.CCN2; MGC102839; IGFBP8; NOV2; HCS242.0752E-12 3.6415E-09 4.974264

LOC100129708XR_036903.1 LOC100129708 PREDICTED: Homo sapiens misc_RNA (LOC100129708), miscRNA.0.00456548 0.00586924 4.9726037

Hs.547277 HS.547277 1 zh47e08.r1 Soares_fetal_liver_spleen_1NFLS_S1 Homo sapiens cDNA clone IMAGE:415238 5, mRNA sequence0.00316223 0.00427773 4.96603274

CCNYL1 NM_152523.1 CCNYL1 2 Homo sapiens cyclin Y-like 1 (CCNYL1), mRNA.FLJ40432 5.3667E-07 4.3081E-06 4.96432108

GSTM1 NM_000561.2 GSTM1 1 Homo sapiens glutathione S-transferase M1 (GSTM1), transcript variant 1, mRNA.MGC26563; GSTM1-1; H-B; GSTM1b-1b; GTH4; GTM1; GSTM1a-1a; MU; MU-1; GST12.2425E-06 1.2206E-05 4.95197011

LOC643802 XM_001719265.1LOC643802 16 PREDICTED: Homo sapiens similar to M-phase phosphoprotein 10 (U3 small nucleolar ribonucleoprotein) (LOC643802), mRNA.0.00630599 0.00775673 4.94711275



5.0 Upreg

TDRD3 NM_030794.1 TDRD3 13 Homo sapiens tudor domain containing 3 (TDRD3), mRNA.RP11-459E2.1; FLJ210070.04582454 0.04129244 4.94345037

PRKACB NM_207578.1 PRKACB 1 Homo sapiens protein kinase, cAMP-dependent, catalytic, beta (PRKACB), transcript variant 3, mRNA.PKACB; MGC41879; MGC9320; DKFZp781I24520.00014751 0.00032757 4.93986525

STAT4 NM_003151.2 STAT4 2 Homo sapiens signal transducer and activator of transcription 4 (STAT4), mRNA.1.0514E-06 6.9573E-06 4.9383387

SOCS6 NM_004232.2 SOCS6 18 Homo sapiens suppressor of cytokine signaling 6 (SOCS6), mRNA.STATI4; SOCS4; SSI4; HSPC060; STAI4; CIS40.04235494 0.03865026 4.93215982

PIGQ NM_004204.2 PIGQ 16 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class Q (PIGQ), transcript variant 2, mRNA.GPI1; c407A10.1; hGPI1; MGC126931.8872E-07 2.0724E-06 4.92374625

LOC653158 XM_926814.1 LOC653158 5 PREDICTED: Homo sapiens similar to hypothetical protein MGC40405, transcript variant 1 (LOC653158), mRNA.1.1356E-06 7.3695E-06 4.89934466

XRCC4 NM_022406.1 XRCC4 5 Homo sapiens X-ray repair complementing defective repair in Chinese hamster cells 4 (XRCC4), transcript variant 2, mRNA.0.00631389 0.00776536 4.8910086

LOC651745 XM_944901.1 LOC651745 PREDICTED: Homo sapiens hypothetical protein LOC651745 (LOC651745), mRNA.0.00093938 0.00152519 4.87610121

SNORD96B NR_004379.1 SNORD96B X Homo sapiens small nucleolar RNA, C/D box 96B (SNORD96B), small nucleolar RNA.U96b 0.00322164 0.00434471 4.87029099

NAV1 NM_020443.2 NAV1 1 Homo sapiens neuron navigator 1 (NAV1), mRNA.POMFIL3; KIAA1151; FLJ14203; FLJ12560; steerin-1; MGC14961; DKFZp781D03140.00013657 0.00030734 4.85334717

ZNF706 NM_001042511.1ZNF706 8 Homo sapiens zinc finger protein 706 (ZNF706), transcript variant 3, mRNA.PNAS-113; HSPC038; PNAS-1060.00078851 0.00131628 4.8412078

MRM1 NM_024864.3 MRM1 17 Homo sapiens mitochondrial rRNA methyltransferase 1 homolog (S. cerevisiae) (MRM1), nuclear gene encoding mitochondrial protein, mRNA.FLJ22578 0.02574401 0.02555759 4.81965309

SMPDL3A NM_006714.2 SMPDL3A 6 Homo sapiens sphingomyelin phosphodiesterase, acid-like 3A (SMPDL3A), mRNA.yR36GH4.1; FLJ20177; ASM3A; ASML3a0.00023806 0.00048541 4.79678357

HLA-DMB NM_002118.3 HLA-DMB 6 Homo sapiens major histocompatibility complex, class II, DM beta (HLA-DMB), mRNA.D6S221E; RING72.2038E-09 1.3428E-07 4.79387233

SCG5 NM_003020.1 SCG5 15 Homo sapiens secretogranin V (7B2 protein) (SCG5), mRNA.SgV; 7B2; P7B2; SGNE13.0298E-05 9.0761E-05 4.76288558

HES2 NM_019089.3 HES2 1 Homo sapiens hairy and enhancer of split 2 (Drosophila) (HES2), mRNA.9.8052E-08 1.3677E-06 4.75545072

C6orf191 NM_001010876.1C6ORF191 6 Homo sapiens chromosome 6 open reading frame 191 (C6orf191), mRNA.bA174C7.4 0.01683534 0.0178204 4.75495161

KIAA0427 NM_014772.1 KIAA0427 18 Homo sapiens KIAA0427 (KIAA0427), mRNA.Gm672 8.5472E-07 5.966E-06 4.75223074

FUT2 NM_000511.3 FUT2 19 Homo sapiens fucosyltransferase 2 (secretor status included) (FUT2), transcript variant 2, mRNA.sej; Se2; SE 0.00014213 0.00031781 4.74478159

WDHD1 NM_001008396.1WDHD1 14 Homo sapiens WD repeat and HMG-box DNA binding protein 1 (WDHD1), transcript variant 2, mRNA.AND-1 0.00032387 0.00062618 4.69866484

FLJ35767 NM_207459.1 FLJ35767 17 Homo sapiens FLJ35767 protein (FLJ35767), mRNA.2.467E-12 3.6075E-09 4.6862401

ZNF548 NM_152909.2 ZNF548 19 Homo sapiens zinc finger protein 548 (ZNF548), mRNA.FLJ32932 0.00126736 0.00196742 4.67946582

TIGD2 NM_145715.1 TIGD2 4 Homo sapiens tigger transposable element derived 2 (TIGD2), mRNA.DKFZp667D1322 0.0003671 0.00069597 4.67310075

LOC644150 XM_933686.1 LOC644150 7 PREDICTED: Homo sapiens similar to SH3 domain binding protein CR16, transcript variant 2 (LOC644150), mRNA.0.00052046 0.00093023 4.66500167

SNX19 NM_014758.1 SNX19 11 Homo sapiens sorting nexin 19 (SNX19), mRNA.CHET8; DKFZp667I205; KIAA02545.6623E-07 4.4677E-06 4.65286422

RCAN3 NM_013441.2 RCAN3 1 Homo sapiens RCAN family member 3 (RCAN3), mRNA.RCN3; hRCN3; MCIP3; DSCR1L29.8161E-05 0.00023629 4.64663285

LOC402677 XM_943039.1 LOC402677 PREDICTED: Homo sapiens similar to 40S ribosomal protein S3a (V-fos transformation effector protein), transcript variant 3 (LOC402677), mRNA.0.03192848 0.03052637 4.63651118

NUDT6 NM_007083.3 NUDT6 4 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 6 (NUDT6), transcript variant 1, mRNA.ASFGF2; gfg-1; FGF-AS; bFGF; FGF2AS; FGF-2; gfg0.00082535 0.00136841 4.6163951

FAM108A3 NM_001080422.1FAM108A3 1 Homo sapiens family with sequence similarity 108, member A3 (FAM108A3), mRNA.FAM108A2; C1orf477.4615E-05 0.00018834 4.6040485

LOC100133033XR_038070.1 LOC100133033 9 PREDICTED: Homo sapiens misc_RNA (LOC100133033), miscRNA.0.0016456 0.00245219 4.6003703

TRAF3 NM_003300.2 TRAF3 14 Homo sapiens TNF receptor-associated factor 3 (TRAF3), transcript variant 3, mRNA.CD40bp; CAP-1; LAP1; CRAF12.5879E-05 8.0291E-05 4.56856419

ZSCAN29 NM_152455.2 ZSCAN29 15 Homo sapiens zinc finger and SCAN domain containing 29 (ZSCAN29), mRNA.MGC129895; MGC129894; FLJ35867; Zfp690; ZNF6900.00973818 0.0112218 4.55506033

ZNF792 NM_175872.3 ZNF792 19 Homo sapiens zinc finger protein 792 (ZNF792), mRNA.FLJ38451; MGC119731; MGC1172330.00954627 0.01103834 4.54024418

ACOT8 NM_183386.1 ACOT8 20 Homo sapiens acyl-CoA thioesterase 8 (ACOT8), transcript variant 1, mRNA.PTE1; hTE; HNAACTE; PTE-2; PTE2; hACTE-III0.01592765 0.01697427 4.53209019

DENND1A NM_020946.1 DENND1A 9 Homo sapiens DENN/MADD domain containing 1A (DENND1A), transcript variant 1, mRNA.RP11-230L22.3; FLJ38464; KIAA1608; FAM31A2.3465E-06 1.2631E-05 4.51873981

ABCC10 NM_033450.2 ABCC10 6 Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 10 (ABCC10), mRNA.MRP7; EST182763; SIMRP71.2221E-05 4.4677E-05 4.48721396

PLEKHB1 NM_021200.1 PLEKHB1 11 Homo sapiens pleckstrin homology domain containing, family B (evectins) member 1 (PLEKHB1), mRNA.PHR1; PHRET1; KPL11.91E-10 3.8974E-08 4.482751

DNAJC24 NM_181706.3 DNAJC24 11 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 24 (DNAJC24), mRNA.JJJ3; ZCSL3 0.00013447 0.00030354 4.48143639

Hs.131087 HS.131087 3 BX111162 Soares_testis_NHT Homo sapiens cDNA clone IMAGp998E074158, mRNA sequence0.00724098 0.00870783 4.47617828

LOC642946 XM_931870.1 LOC642946 1 PREDICTED: Homo sapiens hypothetical protein LOC642945, transcript variant 2 (LOC642946), mRNA.3.6945E-05 0.00010709 4.4628947

TNK1 NM_003985.1 TNK1 17 Homo sapiens tyrosine kinase, non-receptor, 1 (TNK1), mRNA.MGC46193 0.0015552 0.00233693 4.45465333

LOC645314 XM_001723699.1LOC645314 PREDICTED: Homo sapiens similar to hCG1642995 (LOC645314), mRNA.0.02568968 0.0255152 4.43798051

SPAG1 NM_172218.1 SPAG1 8 Homo sapiens sperm associated antigen 1 (SPAG1), transcript variant 2, mRNA.HSD-3.8; TPIS; FLJ32920; SP750.00026715 0.00053345 4.4250577

ATG4A NM_178271.1 ATG4A X Homo sapiens ATG4 autophagy related 4 homolog A (S. cerevisiae) (ATG4A), transcript variant 3, mRNA.APG4A; AUTL2 9.0419E-08 1.2796E-06 4.41857332

PCBP4 NM_033009.1 PCBP4 3 Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 2, mRNA.LIP4; MCG10 0.00335999 0.00450772 4.41136784

LOC652815 XM_942488.1 LOC652815 PREDICTED: Homo sapiens similar to FK506-binding protein 9 precursor (Peptidyl-prolyl cis-trans isomerase) (PPIase) (Rotamase) (LOC652815), mRNA.0.02300198 0.02326984 4.40665707

KIAA0460 NM_015203.2 KIAA0460 1 Homo sapiens KIAA0460 (KIAA0460), mRNA.FLJ32145; HSPC0990.00016379 0.00035695 4.40105296

LOC643224 XM_932725.1 LOC643224 9 PREDICTED: Homo sapiens similar to tubulin, beta 8, transcript variant 3 (LOC643224), mRNA.0.05260813 0.04622309 4.39497915

C17orf97 NM_001013672.2C17ORF97 17 Homo sapiens chromosome 17 open reading frame 97 (C17orf97), mRNA.4.4571E-05 0.00012423 4.39343353

NCRNA00092 NR_024129.1 NCRNA00092 9 Homo sapiens non-protein coding RNA 92 (NCRNA00092), non-coding RNA.1.4045E-05 4.979E-05 4.39294705

Hs.547601 HS.547601 22 Homo sapiens full length insert cDNA clone YZ84G082.8703E-07 2.8013E-06 4.38236546

GAL3ST4 NM_024637.3 GAL3ST4 7 Homo sapiens galactose-3-O-sulfotransferase 4 (GAL3ST4), mRNA.FLJ12116; GAL3ST-42.5114E-05 7.8529E-05 4.37578438

LOC100133264XM_001715579.1LOC100133264 PREDICTED: Homo sapiens hypothetical protein LOC100133264 (LOC100133264), mRNA.0.00687941 0.00833816 4.37291161

DUSP8 NM_004420.1 DUSP8 11 Homo sapiens dual specificity phosphatase 8 (DUSP8), mRNA.HVH-5; FLJ42958; HVH8; FLJ42476; HB5; C11orf810.00310486 0.00420727 4.34646392

NSD1 NM_022455.3 NSD1 5 Homo sapiens nuclear receptor binding SET domain protein 1 (NSD1), transcript variant 2, mRNA.DKFZp666C163; SOTOS; FLJ44628; FLJ22263; STO; ARA2672.8218E-05 8.6055E-05 4.33824023

CD47 NM_001025080.1CD47 3 Homo sapiens CD47 molecule (CD47), transcript variant 2, mRNA.OA3; MER6; IAP 1.9016E-07 2.083E-06 4.33270462

HOXC8 NM_022658.3 HOXC8 12 Homo sapiens homeobox C8 (HOXC8), mRNA.HOX3; HOX3A 4.9575E-05 0.00013576 4.32761784

C17orf106 NM_001113324.1C17ORF106 17 Homo sapiens chromosome 17 open reading frame 106 (C17orf106), mRNA.MGC54300; FLJ39785; DKFZp686G1463; DKFZp686C04930.03621911 0.03391893 4.30422798

BBS7 NM_018190.2 BBS7 4 Homo sapiens Bardet-Biedl syndrome 7 (BBS7), transcript variant 1, mRNA.FLJ10715; BBS2L11.8597E-05 6.2326E-05 4.27944074

KRT7 NM_005556.3 KRT7 12 Homo sapiens keratin 7 (KRT7), mRNA.K7; MGC3625; MGC129731; SCL; K2C7; CK77.1009E-06 2.91E-05 4.27145079

LOC651772 XM_940995.1 LOC651772 PREDICTED: Homo sapiens hypothetical protein LOC651772 (LOC651772), mRNA.0.01131317 0.01273402 4.25702138

LOC643342 XR_016301.2 LOC643342 9 PREDICTED: Homo sapiens misc_RNA (LOC643342), miscRNA.0.00037257 0.00070512 4.25561743

LOC100129699XM_001718711.1LOC100129699 10 PREDICTED: Homo sapiens similar to hCG2023449 (LOC100129699), mRNA.0.04566299 0.04118494 4.23708593

LOC643109 XM_932687.1 LOC643109 2 PREDICTED: Homo sapiens hypothetical protein LOC643109, transcript variant 2 (LOC643109), mRNA.0.03293437 0.03127001 4.23511128

NKIRAS2 NM_001001349.1NKIRAS2 17 Homo sapiens NFKB inhibitor interacting Ras-like 2 (NKIRAS2), transcript variant 1, mRNA.KBRAS2; MGC74742; kappaB-Ras2; DKFZP434N15265.0214E-06 2.2433E-05 4.23418161

LRRC8C NM_032270.2 LRRC8C 1 Homo sapiens leucine rich repeat containing 8 family, member C (LRRC8C), mRNA.AD158; FAD158; DKFZp586J1119; MGC1385510.00026932 0.00053644 4.22950968

TMEM191B XM_938147.1 TMEM191B 22 PREDICTED: Homo sapiens transmembrane protein 191B, transcript variant 2 (TMEM191B), mRNA.0.00022869 0.00046871 4.21136961

KIAA0319L NM_182686.1 KIAA0319L 1 Homo sapiens KIAA0319-like (KIAA0319L), transcript variant 2, mRNA.PP791; RP4-765A10.3; KIAA1837; PKD1-like0.00141483 0.00216042 4.20230895

NPAL3 NM_020448.2 NPAL3 1 Homo sapiens NIPA-like domain containing 3 (NPAL3), mRNA.RP3-462O23.3; DKFZp686E22155; DJ462O23.23.7814E-08 7.1814E-07 4.1881286

SNORA72 NR_002581.1 SNORA72 8 Homo sapiens small nucleolar RNA, H/ACA box 72 (SNORA72), small nucleolar RNA.RNU72; U72 0.00140884 0.00215351 4.18793701
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LOC100130131XM_001721580.1LOC100130131 1 PREDICTED: Homo sapiens hypothetical LOC100130131 (LOC100130131), mRNA.0.00102399 0.0016407 4.18371305

LOC651643 XM_940845.1 LOC651643 PREDICTED: Homo sapiens hypothetical protein LOC651643 (LOC651643), mRNA.0.02584805 0.02564636 4.15682428

C14orf147 NM_138288.2 C14ORF147 14 Homo sapiens chromosome 14 open reading frame 147 (C14orf147), mRNA.MGC24447 4.9441E-06 2.2212E-05 4.12272202

LOC643534 XM_936822.2 LOC643534 PREDICTED: Homo sapiens similar to hCG37526 (LOC643534), mRNA.0.00634167 0.00779079 4.10630485

PRICKLE1 NM_153026.1 PRICKLE1 12 Homo sapiens prickle homolog 1 (Drosophila) (PRICKLE1), mRNA.MGC138902; FLJ31627; MGC138903; RILP; FLJ319374.2408E-05 0.00011957 4.08794065

S100A5 NM_002962.1 S100A5 1 Homo sapiens S100 calcium binding protein A5 (S100A5), mRNA.S100D 0.01766683 0.01854616 4.08268117

FZD4 NM_012193.2 FZD4 11 Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA.FzE4; EVR1; GPCR; FZD4S; CD344; MGC34390; Fz-4; FEVR6.8773E-10 7.6381E-08 4.06908994

SERPINA5 NM_000624.3 SERPINA5 14 Homo sapiens serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 5 (SERPINA5), mRNA.PROCI; PAI3; PLANH3; PCI1.0695E-05 4.005E-05 4.05514669

ATP6AP1L NM_001017971.1ATP6AP1L 5 Homo sapiens ATPase, H+ transporting, lysosomal accessory protein 1-like (ATP6AP1L), mRNA.MGC138396 7.2685E-08 1.092E-06 4.04747374

PKD1P1 XR_078513.1 PKD1P1 PREDICTED: Homo sapiens polycystic kidney disease 1 (autosomal dominant) pseudogene 1 (PKD1P1), miscRNA.0.01200553 0.01338116 4.04290144

SLC38A6 NM_153811.1 SLC38A6 14 Homo sapiens solute carrier family 38, member 6 (SLC38A6), mRNA.NAT-1; MGC1026970.0320961 0.03064322 4.04179741

LOC730153 XM_001717676.1LOC730153 16 PREDICTED: Homo sapiens hypothetical LOC730153 (LOC730153), mRNA.9.2032E-06 3.5541E-05 4.0364936

UCN NM_003353.2 UCN 2 Homo sapiens urocortin (UCN), mRNA.MGC129974; UROC; UI; MGC1299750.00044742 0.0008192 4.0332751

ADCK5 NM_174922.3 ADCK5 8 Homo sapiens aarF domain containing kinase 5 (ADCK5), mRNA.MGC126708; FLJ354544.3015E-08 7.6866E-07 4.01874921

Hs.582765 HS.582765 6 DB304592 BRAWH3 Homo sapiens cDNA clone BRAWH3003753 3, mRNA sequence0.04263153 0.0388582 3.99433009

WWC3 NM_015691.2 WWC3 X Homo sapiens WWC family member 3 (WWC3), mRNA.BM042; KIAA12809.0805E-05 0.00022168 3.98882763

CA11 NM_001217.3 CA11 19 Homo sapiens carbonic anhydrase XI (CA11), mRNA.CARP2; CA-RP XI1.8035E-06 1.0417E-05 3.98179691

FAM83B NM_001010872.1FAM83B 6 Homo sapiens family with sequence similarity 83, member B (FAM83B), mRNA.FLJ30642; MGC126677; C6orf143; MGC1384800.00010411 0.00024789 3.96986588

TMEM70 NM_017866.3 TMEM70 8 Homo sapiens transmembrane protein 70 (TMEM70), transcript variant 1, mRNA.FLJ20533 4.7393E-05 0.00013064 3.94688871

OLFML2A NM_182487.1 OLFML2A 9 Homo sapiens olfactomedin-like 2A (OLFML2A), mRNA.PRO34319; FLJ002370.0002833 0.00055996 3.93876943

APOBEC3F NM_001006666.1APOBEC3F 22 Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3F (APOBEC3F), transcript variant 2, mRNA.KA6; BK150C2.4.MRNA; ARP8; MGC748910.01998943 0.02060229 3.93616006

Hs.478682 HS.478682 3 Homo sapiens cDNA FLJ31090 fis, clone IMR3210001028.6641E-06 3.3922E-05 3.93323302

SOX12 NM_006943.2 SOX12 20 Homo sapiens SRY (sex determining region Y)-box 12 (SOX12), mRNA.SOX22 0.00021795 0.00045016 3.93167688

RALGPS1 NM_014636.1 RALGPS1 9 Homo sapiens Ral GEF with PH domain and SH3 binding motif 1 (RALGPS1), mRNA.KIAA0351; RALGPS1A; RP13-225O21.1; RALGEF21.5841E-06 9.4679E-06 3.93083377

NUDT19 XM_372723.4 NUDT19 19 PREDICTED: Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 19 (NUDT19), mRNA.0.05296293 0.04647897 3.9284226

FLJ20444 XM_928667.1 FLJ20444 9 PREDICTED: Homo sapiens hypothetical protein FLJ20444, transcript variant 2 (FLJ20444), mRNA.0.00044817 0.00082042 3.92746514

SNORA26 NR_003016.1 SNORA26 4 Homo sapiens small nucleolar RNA, H/ACA box 26 (SNORA26), small nucleolar RNA.HBI-6 0.0004573 0.00083382 3.92693941

DOC2A NM_003586.2 DOC2A 16 Homo sapiens double C2-like domains, alpha (DOC2A), mRNA.0.00081281 0.00135093 3.92045396

SCARNA18 NR_003139.1 SCARNA18 5 Homo sapiens small Cajal body-specific RNA 18 (SCARNA18), guide RNA.U109 2.5152E-07 2.525E-06 3.91905645

LOC644672 XM_927777.1 LOC644672 PREDICTED: Homo sapiens similar to Claudin-22 (LOC644672), mRNA.0.03262098 0.03104637 3.90419855

GDPD5 NM_030792.4 GDPD5 11 Homo sapiens glycerophosphodiester phosphodiesterase domain containing 5 (GDPD5), mRNA.PP1665; GDE2 4.3411E-07 3.7123E-06 3.8983211

SNORA79 NR_003021.2 SNORA79 14 Homo sapiens small nucleolar RNA, H/ACA box 79 (SNORA79), small nucleolar RNA.ACA65 1.2272E-05 4.4846E-05 3.8961648

CR2 NM_001006658.1CR2 1 Homo sapiens complement component (3d/Epstein Barr virus) receptor 2 (CR2), transcript variant 1, mRNA.CD21; SLEB9; C3DR0.00010246 0.00024461 3.88211365

RELL2 NM_173828.3 RELL2 5 Homo sapiens RELT-like 2 (RELL2), mRNA.RELL2; FLJ90583; C5orf165.9281E-06 2.5372E-05 3.87947481

TUBGCP6 NM_001008658.1TUBGCP6 22 Homo sapiens tubulin, gamma complex associated protein 6 (TUBGCP6), transcript variant 2, mRNA.GCP6 4.5365E-05 0.00012624 3.87690767

LOC729952 XR_015724.2 LOC729952 1 PREDICTED: Homo sapiens misc_RNA (LOC729952), miscRNA.0.00705321 0.00851471 3.87151739

NMT2 NM_004808.2 NMT2 10 Homo sapiens N-myristoyltransferase 2 (NMT2), mRNA.0.00026765 0.00053395 3.84346436

TMOD1 NM_003275.1 TMOD1 9 Homo sapiens tropomodulin 1 (TMOD1), mRNA.ETMOD; D9S57E; TMOD0.0007625 0.0012792 3.8426042

RPPH1 NR_002312.1 RPPH1 14 Homo sapiens ribonuclease P RNA component H1 (RPPH1), RNase P RNA.H1RNA 0.00089003 0.00145557 3.84044831

SERF1A NM_021967.1 SERF1A 5 Homo sapiens small EDRK-rich factor 1A (telomeric) (SERF1A), mRNA.H4F5; 4F5; SMAM1; SERF1; FAM2A0.00023748 0.00048435 3.83644968

FHL1 NM_001449.3 FHL1 X Homo sapiens four and a half LIM domains 1 (FHL1), mRNA.KYO-T; SLIM1; MGC111107; XMPMA; FHL1B; bA535K18.10.00015203 0.00033584 3.83344905

ST3GAL2 NM_006927.2 ST3GAL2 16 Homo sapiens ST3 beta-galactoside alpha-2,3-sialyltransferase 2 (ST3GAL2), mRNA.SIAT4B; Gal-NAc6S; ST3GalA.2; ST3GALII7.5701E-05 0.00019075 3.8256765

SLC43A3 NM_017611.2 SLC43A3 11 Homo sapiens solute carrier family 43, member 3 (SLC43A3), mRNA.FOAP-13; EEG1; PRO1659; DKFZp762A227; SEEEG-10.00580642 0.00722529 3.81595479

GLDC NM_000170.1 GLDC 9 Homo sapiens glycine dehydrogenase (decarboxylating) (GLDC), mRNA.MGC138198; GCSP; NKH; GCE; MGC138200; HYGN19.2583E-09 3.077E-07 3.79994799

LOC644761 XR_019390.1 LOC644761 PREDICTED: Homo sapiens misc_RNA (LOC644761), miscRNA.4.4157E-06 2.0434E-05 3.79879143

MTSS1 NM_014751.2 MTSS1 8 Homo sapiens metastasis suppressor 1 (MTSS1), mRNA.MIM; KIAA0429; MIMA; MIMB; FLJ446942.2041E-08 5.1569E-07 3.79232419

CD164L2 NM_207397.1 CD164L2 1 Homo sapiens CD164 sialomucin-like 2 (CD164L2), mRNA.UNQ6122 0.00016793 0.00036425 3.78939632

LEFTY2 NM_003240.2 LEFTY2 1 Homo sapiens left-right determination factor 2 (LEFTY2), mRNA.LEFTA; TGFB4; MGC46222; EBAF; LEFTYA0.03608357 0.03381365 3.78678033

CLDN23 NM_194284.1 CLDN23 8 Homo sapiens claudin 23 (CLDN23), mRNA.CLDNL; hCG16461633.2972E-07 3.0678E-06 3.78141686

APLP1 NM_005166.3 APLP1 19 Homo sapiens amyloid beta (A4) precursor-like protein 1 (APLP1), transcript variant 2, mRNA.APLP 0.00114011 0.00179787 3.7769081

TTC13 XM_939087.1 TTC13 1 Homo sapiens tetratricopeptide repeat domain 13 (TTC13), mRNA.FLJ22584 4.9038E-06 2.2087E-05 3.7645647

MICAL1 NM_022765.2 MICAL1 6 Homo sapiens microtubule associated monoxygenase, calponin and LIM domain containing 1 (MICAL1), mRNA.NICAL; DKFZp434B1517; FLJ21739; FLJ11937; MICAL-1; MICAL4.4488E-07 3.7678E-06 3.75138687

MGC11082 XR_079560.1 MGC11082 PREDICTED: Homo sapiens hypothetical LOC84777 (MGC11082), miscRNA.0.00329187 0.00442717 3.74077842

C3orf59 NM_178496.2 C3ORF59 3 Homo sapiens chromosome 3 open reading frame 59 (C3orf59), mRNA.0.00082211 0.00136381 3.73440012

RGS12 NM_198229.2 RGS12 4 Homo sapiens regulator of G-protein signaling 12 (RGS12), transcript variant 1, mRNA.DKFZp761K1817; DKFZp761K16177.4079E-05 0.00018736 3.73063507

AIFM2 NM_032797.4 AIFM2 10 Homo sapiens apoptosis-inducing factor, mitochondrion-associated, 2 (AIFM2), nuclear gene encoding mitochondrial protein, mRNA.PRG3; RP11-367H5.2; AMID0.00033588 0.00064613 3.72887943

LOC441032 XM_933495.1 LOC441032 4 PREDICTED: Homo sapiens similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 11 (LOC441032), mRNA.0.00106699 0.00170028 3.71697292

DNAJC27 NM_016544.1 DNAJC27 2 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 27 (DNAJC27), mRNA.RabJS; DKFZp434N2119.5432E-05 0.00023098 3.71464933

RUNDC3B NM_138290.1 RUNDC3B 7 Homo sapiens RUN domain containing 3B (RUNDC3B), mRNA.RPIP9; RPIB9; FLJ30671; MGC266552.0354E-07 2.1832E-06 3.7073062

SLC38A9 NM_173514.1 SLC38A9 5 Homo sapiens solute carrier family 38, member 9 (SLC38A9), mRNA.FLJ90709; MGC120544; FLJ461040.00023545 0.00048076 3.69868978

SNORD12 NR_003030.1 SNORD12 20 Homo sapiens small nucleolar RNA, C/D box 12 (SNORD12), small nucleolar RNA.HBII-99 0.00900733 0.01051074 3.6774442

GPER NM_001505.1 GPER 7 Homo sapiens G protein-coupled estrogen receptor 1 (GPER), transcript variant 3, mRNA.LyGPR; DRY12; GPCR-Br; LERGU; MGC99678; GPR30; CEPR; CMKRL2; FEG-1; LERGU20.0048359 0.00616898 3.67515719

MIR488 NR_030163.1 MIR488 Homo sapiens microRNA 488 (MIR488), microRNA.0.04282654 0.03899544 3.67389399

POLA NM_016937.1 POLA X Homo sapiens polymerase (DNA directed), alpha (POLA), mRNA.0.02903067 0.02822016 3.67130432

AMN1 NM_207337.1 AMN1 12 Homo sapiens antagonist of mitotic exit network 1 homolog (S. cerevisiae) (AMN1), mRNA.0.00030345 0.00059377 3.67016097

PNPLA7 NM_152286.2 PNPLA7 9 Homo sapiens patatin-like phospholipase domain containing 7 (PNPLA7), mRNA.FLJ44279; NTE-R1; FLJ43070; C9orf111; NTEL1; FLJ31318; RP11-48C7.26.6876E-08 1.0367E-06 3.6642344

CCS XM_938909.1 CCS PREDICTED: Homo sapiens copper chaperone for superoxide dismutase (CCS), mRNA.3.5574E-08 6.9362E-07 3.65610555

Hs.21177 HS.21177 6 Homo sapiens mRNA full length insert cDNA clone EUROIMAGE 9661640.00125964 0.00195751 3.64636051

PTPRE NM_130435.2 PTPRE 10 Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), transcript variant 2, mRNA.DKFZp313F1310; PTPE; HPTPE; R-PTP-EPSILON9.9652E-05 0.00023928 3.64590888

KIF13B NM_015254.2 KIF13B 8 Homo sapiens kinesin family member 13B (KIF13B), mRNA.KIAA0639; GAKIN5.0771E-06 2.2612E-05 3.63721078



5.0 Upreg

ZXDB NM_007157.3 ZXDB X Homo sapiens zinc finger, X-linked, duplicated B (ZXDB), mRNA.dJ83L6.1 2.8125E-05 8.5863E-05 3.62890629

HIST2H2AA4 NM_001040874.1HIST2H2AA4 1 Homo sapiens histone cluster 2, H2aa4 (HIST2H2AA4), mRNA.H2A/R 3.1308E-09 1.5878E-07 3.61460849

CTRL NM_001907.1 CTRL 16 Homo sapiens chymotrypsin-like (CTRL), mRNA.CTRL1; MGC708218.7636E-06 3.4189E-05 3.6010839

Hs.522924 HS.522924 10 Homo sapiens cDNA FLJ43160 fis, clone FCBBF20001992.1736E-05 7.0165E-05 3.59432373

LOC728945 XM_001723488.1LOC728945 1 PREDICTED: Homo sapiens similar to Peptidylprolyl isomerase A (cyclophilin A)-like 4 (LOC728945), mRNA.0.04874247 0.04344879 3.59377201

LOC100132804XR_039272.1 LOC100132804 PREDICTED: Homo sapiens misc_RNA (LOC100132804), miscRNA.0.00567003 0.0070837 3.59176036

ATF6B NM_004381.4 ATF6B 6 Homo sapiens activating transcription factor 6 beta (ATF6B), transcript variant 1, mRNA.0.00388696 0.00511921 3.57841073

LOC729513 XR_039881.1 LOC729513 PREDICTED: Homo sapiens misc_RNA (LOC729513), miscRNA.0.02153038 0.02197622 3.55045806

Hs.326560 HS.326560 PREDICTED: Homo sapiens LOC440151 (LOC440151), mRNA1.2384E-07 1.5885E-06 3.54555608

INPP5A XM_936595.1 INPP5A PREDICTED: Homo sapiens inositol polyphosphate-5-phosphatase, 40kDa (INPP5A), mRNA.0.00397967 0.00522719 3.54307491

SGSM1 XM_943783.1 SGSM1 22 Homo sapiens small G protein signaling modulator 1 (SGSM1), transcript variant 1, mRNA.MGC133298; RUTBC2; SGSM1; KIAA19411.2554E-05 4.5591E-05 3.54051532

LOC100133851XM_001714531.1LOC100133851 PREDICTED: Homo sapiens similar to KIAA0369 (LOC100133851), mRNA.0.00176121 0.00260018 3.51543277

HLA-DRA NM_019111.3 HLA-DRA 6 Homo sapiens major histocompatibility complex, class II, DR alpha (HLA-DRA), mRNA.HLA-DRA1 2.2318E-08 5.208E-07 3.51147158

RN7SK NR_001445.1 RN7SK 6 Homo sapiens RNA, 7SK small nuclear (RN7SK), non-coding RNA.7SK 1.4157E-10 3.2688E-08 3.50932636

GEM NM_005261.2 GEM 8 Homo sapiens GTP binding protein overexpressed in skeletal muscle (GEM), transcript variant 1, mRNA.KIR; MGC26294 8.181E-06 3.2421E-05 3.5007352

TRAPPC2P1 NR_002166.1 TRAPPC2P1 19 Homo sapiens trafficking protein particle complex 2 pseudogene 1 (TRAPPC2P1), non-coding RNA.SEDLP1; MIP-2A0.00017489 0.00037656 3.48885219

TFAP2C NM_003222.3 TFAP2C 20 Homo sapiens transcription factor AP-2 gamma (activating enhancer binding protein 2 gamma) (TFAP2C), mRNA.AP2-GAMMA; TFAP2G; hAP-2g; ERF12.622E-08 5.7513E-07 3.48761418

ZFP30 NM_014898.1 ZFP30 19 Homo sapiens zinc finger protein 30 homolog (mouse) (ZFP30), mRNA.KIAA0961; ZNF7450.02072092 0.02124887 3.48461313

ITPKB NM_002221.2 ITPKB 1 Homo sapiens inositol 1,4,5-trisphosphate 3-kinase B (ITPKB), mRNA.IP3K-B; IP3KB; IP3K; PIG370.04631036 0.04164041 3.46913847

MAN2A2 NM_006122.2 MAN2A2 15 Homo sapiens mannosidase, alpha, class 2A, member 2 (MAN2A2), mRNA.MANA2X 0.00145196 0.00220826 3.45938449

TERF1 NM_017489.1 TERF1 8 Homo sapiens telomeric repeat binding factor (NIMA-interacting) 1 (TERF1), transcript variant 1, mRNA.t-TRF1; TRBF1; PIN2; FLJ41416; TRF; hTRF1-AS; TRF10.00043522 0.00080224 3.45720231

DAPK3 NM_001348.1 DAPK3 19 Homo sapiens death-associated protein kinase 3 (DAPK3), mRNA.FLJ36473; ZIPK; ZIP3.0921E-06 1.5521E-05 3.45038181

RNU4-2 NR_003137.2 RNU4-2 Homo sapiens RNA, U4 small nuclear 2 (RNU4-2), small nuclear RNA.1.0644E-08 3.3714E-07 3.44411731

SNORD114-2 NR_003194.1 SNORD114-2 14 Homo sapiens small nucleolar RNA, C/D box 114-2 (SNORD114-2), small nucleolar RNA.14q(II-2) 0.03302524 0.03133933 3.43929727

PFDN4 NM_002623.3 PFDN4 20 Homo sapiens prefoldin subunit 4 (PFDN4), mRNA.C1; PFD4 0.05181688 0.04564672 3.42875405

Hs.537217 HS.537217 14 Homo sapiens mRNA for IgE Heavy chain0.01113453 0.0125668 3.42819691

Hs.534680 HS.534680 PREDICTED: Homo sapiens hypothetical LOC389089 (LOC389089), mRNA3.4189E-08 6.7714E-07 3.42769467

CD24 NM_013230.2 CD24 Y Homo sapiens CD24 molecule (CD24), mRNA.CD24A 3.6665E-10 5.9574E-08 3.42115535

MMP11 NM_005940.3 MMP11 22 Homo sapiens matrix metallopeptidase 11 (stromelysin 3) (MMP11), mRNA.ST3; SL-3; STMY30.00125916 0.00195746 3.42005983

Hs.197064 HS.197064 2 602285360F1 NIH_MGC_86 Homo sapiens cDNA clone IMAGE:4372671 5, mRNA sequence0.02926632 0.02840831 3.41277841

LOC645566 XM_928583.1 LOC645566 7 PREDICTED: Homo sapiens hypothetical protein LOC645566 (LOC645566), mRNA.0.04443823 0.04025408 3.38919245

GALNT2 NM_004481.2 GALNT2 1 Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 2 (GalNAc-T2) (GALNT2), mRNA.GalNAc-T2 0.00135742 0.00208581 3.38540949

LOC650796 XM_939881.1 LOC650796 PREDICTED: Homo sapiens hypothetical protein LOC650796 (LOC650796), mRNA.0.00239387 0.00337682 3.382731

AGTPBP1 NM_015239.1 AGTPBP1 9 Homo sapiens ATP/GTP binding protein 1 (AGTPBP1), mRNA.NNA1; KIAA1035; DKFZp686M201912.548E-05 7.9389E-05 3.37466957

ELOVL3 NM_152310.1 ELOVL3 10 Homo sapiens elongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 3 (ELOVL3), mRNA.CIG30; CIG-30; MGC214352.7112E-08 5.8304E-07 3.37376373

CYP2R1 NM_024514.4 CYP2R1 11 Homo sapiens cytochrome P450, family 2, subfamily R, polypeptide 1 (CYP2R1), mRNA.MGC4663 6.3738E-09 2.3797E-07 3.37374162

ATRN NM_139322.1 ATRN 20 Homo sapiens attractin (ATRN), transcript variant 1, mRNA.DPPT-L; MGC126754; MGCA; KIAA05484.6265E-05 0.00012817 3.37331561

C9orf169 NM_199001.1 C9ORF169 Homo sapiens chromosome 9 open reading frame 169 (C9orf169), mRNA.1.7339E-08 4.4614E-07 3.36951742

DAAM1 NM_014992.1 DAAM1 14 Homo sapiens dishevelled associated activator of morphogenesis 1 (DAAM1), mRNA.FLJ41657; KIAA06661.7925E-07 2.0112E-06 3.36032182

TMEM117 NM_032256.1 TMEM117 12 Homo sapiens transmembrane protein 117 (TMEM117), mRNA.DKFZp434K2435 0.0194637 0.02013376 3.36015846

PLEKHM1 NM_014798.1 PLEKHM1 PREDICTED: Homo sapiens pleckstrin homology domain containing, family M (with RUN domain) member 1 (PLEKHM1), mRNA.3.4768E-07 3.1678E-06 3.35543764

MMP23B NM_006983.1 MMP23B 1 Homo sapiens matrix metallopeptidase 23B (MMP23B), mRNA.MIFR-1; MIFR; MMP220.02260177 0.02291253 3.35297669

LOC653108 XM_930914.1 LOC653108 21 PREDICTED: Homo sapiens similar to coxsackie virus and adenovirus receptor precursor (LOC653108), mRNA.1.7544E-06 1.0235E-05 3.34712075

OGDHL NM_018245.1 OGDHL 10 Homo sapiens oxoglutarate dehydrogenase-like (OGDHL), mRNA.6.5743E-08 1.0319E-06 3.3432712

MMP15 NM_002428.2 MMP15 16 Homo sapiens matrix metallopeptidase 15 (membrane-inserted) (MMP15), mRNA.MTMMP2; MT2-MMP; SMCP-21.2832E-05 4.6372E-05 3.33681528

LOC653080 XM_930884.1 LOC653080 8 PREDICTED: Homo sapiens similar to Beta-glucuronidase precursor, transcript variant 2 (LOC653080), mRNA.0.01261548 0.01394586 3.3325473

MEGF6 NM_001409.3 MEGF6 1 Homo sapiens multiple EGF-like-domains 6 (MEGF6), mRNA.KIAA0815; EGFL32.424E-06 1.296E-05 3.33031866

C11orf24 NM_022338.2 C11ORF24 11 Homo sapiens chromosome 11 open reading frame 24 (C11orf24), mRNA.DM4E3 6.0383E-06 2.5781E-05 3.32113119

LRRC3 NM_030891.3 LRRC3 21 Homo sapiens leucine rich repeat containing 3 (LRRC3), mRNA.C21orf102 6.7918E-06 2.8242E-05 3.30665405

CHCHD7 NM_001011670.1CHCHD7 8 Homo sapiens coiled-coil-helix-coiled-coil-helix domain containing 7 (CHCHD7), transcript variant 5, mRNA.FLJ40966; MGC22171.7564E-09 1.1947E-07 3.30546691

LOC650708 XM_939796.1 LOC650708 PREDICTED: Homo sapiens similar to CG15021-PA (LOC650708), mRNA.0.01722849 0.01817515 3.29365757

SH3BGRL2 NM_031469.1 SH3BGRL2 6 Homo sapiens SH3 domain binding glutamic acid-rich protein like 2 (SH3BGRL2), mRNA.FLJ90025 1.3003E-08 3.7284E-07 3.26751377

GRB10 NM_005311.3 GRB10 7 Homo sapiens growth factor receptor-bound protein 10 (GRB10), transcript variant 1, mRNA.RSS; GRB-IR; IRBP; KIAA0207; Grb-10; MEG11.7584E-05 5.9659E-05 3.26530827

LOC339352 XR_019601.2 LOC339352 PREDICTED: Homo sapiens misc_RNA (LOC339352), miscRNA.4.9185E-06 2.2119E-05 3.2560171

GCH1 NM_000161.2 GCH1 14 Homo sapiens GTP cyclohydrolase 1 (GCH1), transcript variant 1, mRNA.DYT5; GTP-CH-1; GTPCH1; GCH0.00580283 0.00722184 3.25326873

SHROOM2 NM_001649.2 SHROOM2 X Homo sapiens shroom family member 2 (SHROOM2), mRNA.APXL; DKFZp781J074; FLJ39277; HSAPXL0.01244098 0.01377899 3.25115202

FOXD4L1 NM_012184.3 FOXD4L1 2 Homo sapiens forkhead box D4-like 1 (FOXD4L1), mRNA.bA395L14.1 4.6616E-06 2.1292E-05 3.24954821

ZBTB42 NM_001137601.1ZBTB42 14 Homo sapiens zinc finger and BTB domain containing 42 (ZBTB42), mRNA.8.2697E-08 1.1895E-06 3.24427705

NEU1 NM_000434.2 NEU1 6 Homo sapiens sialidase 1 (lysosomal sialidase) (NEU1), mRNA.NEU; SIAL1 5.3592E-11 1.9592E-08 3.2361186

MUC1 NM_001044390.1MUC1 1 Homo sapiens mucin 1, cell surface associated (MUC1), transcript variant 5, mRNA.PEMT; PUM; PEM; EMA; H23AG; MAM6; CD2272.3151E-05 7.3864E-05 3.21639394

CHURC1 NM_145165.2 CHURC1 14 Homo sapiens churchill domain containing 1 (CHURC1), mRNA.FLJ33064; chch; My015; C14orf521.3157E-08 3.7601E-07 3.20354454

KLK10 NM_145888.1 KLK10 19 Homo sapiens kallikrein-related peptidase 10 (KLK10), transcript variant 1, mRNA.NES1; PRSSL1 0.01692476 0.01789994 3.20054188

MAN1A1 NM_005907.2 MAN1A1 6 Homo sapiens mannosidase, alpha, class 1A, member 1 (MAN1A1), mRNA.MAN9; HUMM3; HUMM91.1897E-06 7.6413E-06 3.19358721

HNF1B NM_000458.2 HNF1B 17 Homo sapiens HNF1 homeobox B (HNF1B), transcript variant 1, mRNA.VHNF1; MODY5; HNF2; TCF2; LF-B3; FJHN; HNF1beta; LFB30.00203069 0.00293289 3.19311482

RNF175 NM_173662.1 RNF175 4 Homo sapiens ring finger protein 175 (RNF175), mRNA.FLJ34190 0.00407585 0.00533595 3.19002217

C3orf46 XM_933917.1 C3ORF46 3 PREDICTED: Homo sapiens chromosome 3 open reading frame 46 (C3orf46), mRNA.0.0077189 0.00919186 3.18401009

HPSE NM_006665.2 HPSE 4 Homo sapiens heparanase (HPSE), mRNA.HPA; HSE1; HPSE1; HPR11.2218E-05 4.4685E-05 3.18026456

ZMAT5 NM_019103.2 ZMAT5 22 Homo sapiens zinc finger, matrin type 5 (ZMAT5), transcript variant 1, mRNA.2.7378E-06 1.4206E-05 3.17485288

TMCO4 NM_181719.2 TMCO4 1 Homo sapiens transmembrane and coiled-coil domains 4 (TMCO4), mRNA.RP5-1056L3.6; DKFZp686C232310.00506354 0.00641923 3.16844672

LCMT2 NM_014793.3 LCMT2 15 Homo sapiens leucine carboxyl methyltransferase 2 (LCMT2), mRNA.TYW4; PPM2; KIAA0547; MGC95340.00020502 0.0004284 3.16242388
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AP2A1 NM_014203.2 AP2A1 19 Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), transcript variant 1, mRNA.CLAPA1; AP2-ALPHA; ADTAA3.3104E-07 3.0736E-06 3.16079451

C21orf2 NM_004928.1 C21ORF2 21 Homo sapiens chromosome 21 open reading frame 2 (C21orf2), mRNA.A2; YF5 1.8035E-05 6.0814E-05 3.15713426

TMC5 NM_024780.3 TMC5 16 Homo sapiens transmembrane channel-like 5 (TMC5), mRNA.FLJ13593 0.01022936 0.01169412 3.14851077

LOC728965 XM_001128938.1LOC728965 17 PREDICTED: Homo sapiens similar to hCG1749101 (LOC728965), mRNA.0.0310598 0.02982258 3.14675717

Hs.578161 HS.578161 14 SM014446 Placenta 3 EST Homo sapiens cDNA clone ID_14446 3', mRNA sequence0.03968784 0.03660092 3.14487989

CYB5R1 NM_016243.2 CYB5R1 1 Homo sapiens cytochrome b5 reductase 1 (CYB5R1), mRNA.B5R.1; NQO3A2; humb5R21.9329E-08 4.8043E-07 3.14230852

C3orf17 NM_001025072.2C3ORF17 3 Homo sapiens chromosome 3 open reading frame 17 (C3orf17), transcript variant 2, mRNA.DKFZP434F2021 0.0006253 0.00108363 3.14151972

TAOK1 NM_020791.1 TAOK1 17 Homo sapiens TAO kinase 1 (TAOK1), mRNA.TAO1; MAP3K16; KIAA1361; PSK2; MARKK; FLJ143140.02253401 0.02284912 3.13011515

XIAP NM_001167.2 XIAP X Homo sapiens X-linked inhibitor of apoptosis (XIAP), mRNA.XLP2; ILP1; API3; XIAP; MIHA0.00035398 0.00067503 3.12667296

ENTPD5 NM_001249.1 ENTPD5 14 Homo sapiens ectonucleoside triphosphate diphosphohydrolase 5 (ENTPD5), mRNA.NTPDase-5; MGC163357; PCPH; CD39L4; MGC1633590.05637185 0.04905838 3.12617343

SMARCD3 NM_003078.3 SMARCD3 7 Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily d, member 3 (SMARCD3), transcript variant 2, mRNA.Rsc6p; BAF60C; CRACD3; MGC1110100.00012329 0.00028349 3.12373791

ANKRD22 NM_144590.1 ANKRD22 10 Homo sapiens ankyrin repeat domain 22 (ANKRD22), mRNA.MGC22805 0.04942769 0.04392127 3.12107331

FRZB NM_001463.2 FRZB 2 Homo sapiens frizzled-related protein (FRZB), mRNA.FRZB-1; FRZB-PEN; SRFP3; FRP-3; FZRB; hFIZ; FRITZ; SFRP3; FRE; FRZB10.00414169 0.00541084 3.11678394

TOX4 NM_014828.1 TOX4 14 Homo sapiens TOX high mobility group box family member 4 (TOX4), mRNA.KIAA0737; LCP1; C14orf922.8207E-05 8.6054E-05 3.11351316

MYOM2 NM_003970.1 MYOM2 8 Homo sapiens myomesin (M-protein) 2, 165kDa (MYOM2), mRNA.TTNAP 2.4371E-05 7.6696E-05 3.10871411

C5AR1 NM_001736.2 C5AR1 19 Homo sapiens complement component 5a receptor 1 (C5AR1), mRNA.CD88; C5AR; C5A; C5R10.0341101 0.03220857 3.10573249

PNPLA8 NM_015723.2 PNPLA8 7 Homo sapiens patatin-like phospholipase domain containing 8 (PNPLA8), mRNA.IPLA2G; IPLA2(GAMMA); IPLA2-21.8004E-06 1.0413E-05 3.10290064

LOC100130746XR_037442.1 LOC100130746 PREDICTED: Homo sapiens misc_RNA (LOC100130746), miscRNA.0.00478285 0.00611018 3.0975452

MAGEE1 NM_020932.1 MAGEE1 X Homo sapiens melanoma antigen family E, 1 (MAGEE1), mRNA.KIAA1587; HCA1; DAMAGE4.5828E-06 2.0975E-05 3.0923904

SGK NM_005627.2 SGK 6 Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA.SGK1 1.585E-09 1.1399E-07 3.08618187

ZNF177 NM_003451.1 ZNF177 19 Homo sapiens zinc finger protein 177 (ZNF177), mRNA.PIGX 0.00497126 0.00631685 3.08549442

SGK1 NM_005627.3 SGK1 6 Homo sapiens serum/glucocorticoid regulated kinase 1 (SGK1), transcript variant 1, mRNA.SGK 6.0509E-09 2.2884E-07 3.08424812

C9orf50 NM_199350.1 C9ORF50 9 Homo sapiens chromosome 9 open reading frame 50 (C9orf50), mRNA.FLJ35803 0.00975953 0.01124492 3.07976587

LOC729858 XR_037908.1 LOC729858 PREDICTED: Homo sapiens misc_RNA (LOC729858), miscRNA.0.00022931 0.00046976 3.07889319

CAPN5 NM_004055.3 CAPN5 11 Homo sapiens calpain 5 (CAPN5), mRNA.HTRA3; FLJ46245; nCL-38.8013E-08 1.2556E-06 3.06500531

FIGNL1 NM_001042762.1FIGNL1 7 Homo sapiens fidgetin-like 1 (FIGNL1), transcript variant 1, mRNA.9.296E-08 1.3092E-06 3.06339851

LOC650737 XM_944786.1 LOC650737 PREDICTED: Homo sapiens hypothetical protein LOC650737, transcript variant 1 (LOC650737), mRNA.5.7035E-07 4.4841E-06 3.06128374

PLD1 NM_002662.2 PLD1 3 Homo sapiens phospholipase D1, phosphatidylcholine-specific (PLD1), mRNA.0.00026604 0.00053159 3.06113388

LOC100128974XR_037834.1 LOC100128974 PREDICTED: Homo sapiens misc_RNA (LOC100128974), miscRNA.9.9725E-05 0.00023933 3.05830574

MICALL1 NM_033386.2 MICALL1 22 Homo sapiens MICAL-like 1 (MICALL1), mRNA.KIAA1668; MIRAB13; FLJ45921; DKFZp686M2226; MICAL-L10.00644072 0.00789368 3.04584021

HIST2H2AC NM_003517.2 HIST2H2AC 1 Homo sapiens histone cluster 2, H2ac (HIST2H2AC), mRNA.H2AFQ; MGC74460; H2A; H2A/q; H2A-GL1011.1847E-08 3.5237E-07 3.03998347

ADAT2 NM_182503.2 ADAT2 6 Homo sapiens adenosine deaminase, tRNA-specific 2, TAD2 homolog (S. cerevisiae) (ADAT2), mRNA.TAD2; dJ20N2.1; dJ20N2; DKFZp686L1118; FLJ44213; DEADC10.00031391 0.00061016 3.03940839

C14orf79 NM_174891.2 C14ORF79 14 Homo sapiens chromosome 14 open reading frame 79 (C14orf79), mRNA.1.8944E-07 2.0777E-06 3.03769667

EXPH5 NM_015065.1 EXPH5 11 Homo sapiens exophilin 5 (EXPH5), mRNA.SLAC2-B; KIAA0624; DKFZp781H0795; MGC134967; MGC1332919.9569E-05 0.00023915 3.02937165

GSTT2 NM_001080843.1GSTT2 Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA.6.1599E-07 4.7285E-06 3.02382541

ITGB7 NM_000889.1 ITGB7 12 Homo sapiens integrin, beta 7 (ITGB7), mRNA.0.0549272 0.04799156 3.01153496

LOC731007 XM_938196.1 LOC731007 PREDICTED: Homo sapiens similar to Adenylate kinase isoenzyme 4, mitochondrial (Adenylate kinase 3-like 1) (ATP-AMP transphosphorylase) (LOC731007), mRNA.8.5774E-05 0.00021217 3.01026827

PTPN18 NM_014369.2 PTPN18 2 Homo sapiens protein tyrosine phosphatase, non-receptor type 18 (brain-derived) (PTPN18), mRNA.BDP1 0.02054217 0.02108282 3.00817114

LOC642648 XM_926474.1 LOC642648 22 PREDICTED: Homo sapiens hypothetical protein LOC642648 (LOC642648), mRNA.0.0309371 0.02972103 3.00428477

LOC648526 XM_937579.1 LOC648526 PREDICTED: Homo sapiens similar to epiplakin 1 (LOC648526), mRNA.1.4058E-09 1.1013E-07 3.00048869

ZNF91 NM_003430.1 ZNF91 19 Homo sapiens zinc finger protein 91 (ZNF91), mRNA.HTF10; HPF7 3.583E-06 1.7436E-05 2.99506749

DDX60 NM_017631.3 DDX60 4 Homo sapiens DEAD (Asp-Glu-Ala-Asp) box polypeptide 60 (DDX60), mRNA.FLJ20035; FLJ107870.04155511 0.03801132 2.99021899

RAB24 NM_001031677.1RAB24 5 Homo sapiens RAB24, member RAS oncogene family (RAB24), transcript variant 1, mRNA.6.2936E-10 7.3627E-08 2.98613341

ZFP92 NM_001136273.1ZFP92 X Homo sapiens zinc finger protein 92 homolog (mouse) (ZFP92), mRNA.3.9409E-05 0.00011259 2.98418028

GABRG2 NM_198904.1 GABRG2 5 Homo sapiens gamma-aminobutyric acid (GABA) A receptor, gamma 2 (GABRG2), transcript variant 1, mRNA.ECA2; GEFSP3; CAE20.00029502 0.00057974 2.98402507

ABHD8 NM_024527.3 ABHD8 19 Homo sapiens abhydrolase domain containing 8 (ABHD8), mRNA.FLJ11743; MGC14280; MGC25126.9709E-07 5.1614E-06 2.9768758

LOC732371 XM_941758.1 LOC732371 PREDICTED: Homo sapiens similar to mixed lineage kinase domain-like (LOC732371), mRNA.8.0771E-05 0.00020139 2.97166812

RRAGC NM_022157.2 RRAGC 1 Homo sapiens Ras-related GTP binding C (RRAGC), mRNA.FLJ13311; GTR2; RAGC5.6636E-05 0.00015086 2.96883017

LOC653127 XM_931760.1 LOC653127 17 PREDICTED: Homo sapiens similar to GTPase activating Rap/RanGAP domain-like 4, transcript variant 2 (LOC653127), mRNA.0.00864693 0.01014823 2.96728147

SCARNA11 NR_003012.1 SCARNA11 12 Homo sapiens small Cajal body-specific RNA 11 (SCARNA11), guide RNA.ACA57 3.3048E-09 1.6382E-07 2.96350137

LOC730525 NM_199327.1 LOC730525 PREDICTED: Homo sapiens hypothetical protein LOC730525 (LOC730525), mRNA.0.01125728 0.01268089 2.96313041

FLJ21865 NM_022759.1 FLJ21865 17 Homo sapiens endo-beta-N-acetylglucosaminidase (FLJ21865), mRNA.DKFZp434P174 3.6717E-06 1.7701E-05 2.96159875

OPTN NM_001008213.1OPTN 10 Homo sapiens optineurin (OPTN), transcript variant 4, mRNA.FIP2; HYPL; NRP; TFIIIA-INTP; HIP7; GLC1E8.269E-08 1.1913E-06 2.95961789

RNFT1 NM_016125.2 RNFT1 17 Homo sapiens ring finger protein, transmembrane 1 (RNFT1), mRNA.PTD016; MGC1110901.2583E-06 7.9367E-06 2.94766235

LOC388588 XM_946205.1 LOC388588 1 PREDICTED: Homo sapiens hypothetical LOC388588, transcript variant 2 (LOC388588), mRNA.2.6059E-07 2.5777E-06 2.94551875

LYPD6 NM_194317.2 LYPD6 2 Homo sapiens LY6/PLAUR domain containing 6 (LYPD6), mRNA.MGC52057 0.00025737 0.0005178 2.92606787

LFNG NM_001040168.1LFNG 7 Homo sapiens LFNG O-fucosylpeptide 3-beta-N-acetylglucosaminyltransferase (LFNG), transcript variant 2, mRNA.SCDO3 1.6303E-06 9.6844E-06 2.92556464

KLRA1 NM_006611.1 KLRA1 12 Homo sapiens killer cell lectin-like receptor subfamily A, member 1 (KLRA1), mRNA.LY49L; Ly-49L; KLRA#; MGC126522; Ly49; MGC1265200.0005984 0.00104505 2.92471038

B3GAT3 NM_012200.2 B3GAT3 11 Homo sapiens beta-1,3-glucuronyltransferase 3 (glucuronosyltransferase I) (B3GAT3), mRNA.GLCATI; GlcAT-I0.03576007 0.03356427 2.91910342

KLHL35 NM_173583.1 KLHL35 11 Homo sapiens kelch-like 35 (Drosophila) (KLHL35), mRNA.0.0156207 0.0166816 2.91806268

CSAD NM_015989.3 CSAD 12 Homo sapiens cysteine sulfinic acid decarboxylase (CSAD), mRNA.PCAP; MGC119355; MGC119354; MGC119357; CSD2.2922E-07 2.3661E-06 2.91667067

DNAJC30 NM_032317.2 DNAJC30 7 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 30 (DNAJC30), mRNA.MGC12943 0.00430043 0.00557094 2.91083199

C5orf5 NM_016603.1 C5ORF5 5 Homo sapiens chromosome 5 open reading frame 5 (C5orf5), mRNA.KHCHP; MGC57159; DKFZp667F249; N618.2189E-07 5.8109E-06 2.90451713

ANO10 NM_018075.2 ANO10 3 Homo sapiens anoctamin 10 (ANO10), mRNA.FLJ10375; MGC478900.01244522 0.01378195 2.902586

SLC36A4 NM_152313.2 SLC36A4 11 Homo sapiens solute carrier family 36 (proton/amino acid symporter), member 4 (SLC36A4), mRNA.FLJ38932; PAT40.04324786 0.03931786 2.90015446

DKFZp686I15217NM_207495.2 DKFZP686I15217 6 Homo sapiens hypothetical protein DKFZp686I15217 (DKFZp686I15217), mRNA.0.00626213 0.00772009 2.89740483

C1orf124 NM_032018.4 C1ORF124 1 Homo sapiens chromosome 1 open reading frame 124 (C1orf124), transcript variant 1, mRNA.DKFZP547N043; PRO4323; DDDL1880; dJ876B10.3; RP5-876B10.30.00573033 0.00714581 2.88720001

LOC100133420XM_001713829.1LOC100133420 PREDICTED: Homo sapiens hypothetical protein LOC100133420 (LOC100133420), mRNA.0.00562869 0.00703706 2.88642516

PROK2 NM_021935.2 PROK2 3 Homo sapiens prokineticin 2 (PROK2), mRNA.PK2; BV8; MIT1; KAL40.00656041 0.00802021 2.88595032

LOC645001 XR_039155.1 LOC645001 PREDICTED: Homo sapiens misc_RNA (LOC645001), miscRNA.0.00993539 0.0114086 2.88001554



5.0 Upreg

JUN NM_002228.3 JUN 1 Homo sapiens jun oncogene (JUN), mRNA.AP1; c-Jun 7.4105E-11 2.1673E-08 2.87223392

TM2D2 NM_078473.2 TM2D2 8 Homo sapiens TM2 domain containing 2 (TM2D2), transcript variant 1, mRNA.MGC125814; BLP1; MGC1258135.7654E-07 4.5166E-06 2.86953037

MT1G NM_005950.1 MT1G 16 Homo sapiens metallothionein 1G (MT1G), mRNA.MT1; MT1K; MGC123865.7483E-11 1.9398E-08 2.86039632

EPM2AIP1 NM_014805.2 EPM2AIP1 3 Homo sapiens EPM2A (laforin) interacting protein 1 (EPM2AIP1), mRNA.FLJ11207; KIAA07666.4346E-06 2.7065E-05 2.85969244

ISL1 NM_002202.1 ISL1 5 Homo sapiens ISL1 transcription factor, LIM/homeodomain, (islet-1) (ISL1), mRNA.Isl-1 1.1046E-06 7.2165E-06 2.85870375

C4orf23 NM_152544.1 C4ORF23 4 Homo sapiens chromosome 4 open reading frame 23 (C4orf23), transcript variant 2, mRNA.FLJ12891; FLJ357250.02662345 0.02630861 2.85518317

TMEM25 NM_032780.2 TMEM25 11 Homo sapiens transmembrane protein 25 (TMEM25), mRNA.FLJ14399 0.00119554 0.00187316 2.85446859

SUSD3 NM_145006.2 SUSD3 9 Homo sapiens sushi domain containing 3 (SUSD3), mRNA.MGC26847 0.00010801 0.00025495 2.8459154

LOC644128 XM_927344.1 LOC644128 8 PREDICTED: Homo sapiens hypothetical protein LOC644128 (LOC644128), mRNA.1.1879E-05 4.3665E-05 2.84371476

KBTBD7 NM_032138.3 KBTBD7 13 Homo sapiens kelch repeat and BTB (POZ) domain containing 7 (KBTBD7), mRNA.DKFZP434E2318 0.0001167 0.00027081 2.84234325

RANBP6 NM_012416.2 RANBP6 9 Homo sapiens RAN binding protein 6 (RANBP6), transcript variant 1, mRNA.1.0227E-05 3.8762E-05 2.84127655

FAM118B NM_024556.1 FAM118B 11 Homo sapiens family with sequence similarity 118, member B (FAM118B), mRNA.FLJ21103 0.00038557 0.00072551 2.84096895

GADD45B NM_015675.1 GADD45B 19 Homo sapiens growth arrest and DNA-damage-inducible, beta (GADD45B), mRNA.MYD118; DKFZP566B133; GADD45BETA8.8682E-07 6.1219E-06 2.83944704

VGF NM_003378.2 VGF 7 Homo sapiens VGF nerve growth factor inducible (VGF), mRNA.1.1475E-11 7.745E-09 2.83860597

PTH2 NM_178449.2 PTH2 19 Homo sapiens parathyroid hormone 2 (PTH2), mRNA.0.00010686 0.00025291 2.83677774

MPP7 NM_173496.2 MPP7 10 Homo sapiens membrane protein, palmitoylated 7 (MAGUK p55 subfamily member 7) (MPP7), mRNA.FLJ32798; RP11-218D6.50.00023114 0.00047317 2.83468538

SERPINF2 NM_000934.1 SERPINF2 17 Homo sapiens serpin peptidase inhibitor, clade F (alpha-2 antiplasmin, pigment epithelium derived factor), member 2 (SERPINF2), transcript variant 1, mRNA.API; A2AP; AAP; PLI; ALPHA-2-PI0.01384086 0.0150707 2.83325735

NHEDC2 XM_933390.1 NHEDC2 4 Homo sapiens Na+/H+ exchanger domain containing 2 (NHEDC2), mRNA.FLJ23984; NHA20.00016585 0.00036081 2.83302975

METTL9 NM_001077180.1METTL9 16 Homo sapiens methyltransferase like 9 (METTL9), transcript variant 2, mRNA.PAP1; FLJ21912; CGI-81; DREV1; DREV0.00951461 0.01101044 2.83266464

SNORD3A NR_006880.1 SNORD3A 17 Homo sapiens small nucleolar RNA, C/D box 3A (SNORD3A), small nucleolar RNA.U3 1.059E-10 2.6549E-08 2.83168898

SECISBP2L NM_014701.2 SECISBP2L 15 Homo sapiens SECIS binding protein 2-like (SECISBP2L), mRNA.7.3979E-06 2.9912E-05 2.82891172

MIER2 NM_017550.1 MIER2 19 Homo sapiens mesoderm induction early response 1, family member 2 (MIER2), mRNA.KIAA1193 0.00241574 0.00340166 2.82603406

ACAD10 NM_025247.3 ACAD10 12 Homo sapiens acyl-Coenzyme A dehydrogenase family, member 10 (ACAD10), mRNA.MGC5601 1.8392E-06 1.0568E-05 2.82559206

LOC648366 XM_497707.2 LOC648366 PREDICTED: Homo sapiens similar to SLIT-ROBO Rho GTPase-activating protein 2 (srGAP2) (Formin-binding protein 2) (LOC648366), mRNA.0.05417851 0.04744608 2.8211854

C5orf54 NM_022090.3 C5ORF54 5 Homo sapiens chromosome 5 open reading frame 54 (C5orf54), mRNA.0.03362017 0.03182129 2.81794691

LOC729760 XR_016027.1 LOC729760 2 PREDICTED: Homo sapiens misc_RNA (LOC729760), miscRNA.0.00064604 0.00111167 2.81492272

CLN5 NM_006493.1 CLN5 13 Homo sapiens ceroid-lipofuscinosis, neuronal 5 (CLN5), mRNA.FLJ90628; NCL 9.0202E-05 0.00022058 2.81451283

C21orf119 NM_032910.2 C21ORF119 21 Homo sapiens chromosome 21 open reading frame 119 (C21orf119), mRNA.PRED84; MGC141360.00010781 0.00025463 2.81423038

ANGPTL4 NM_001039667.1ANGPTL4 19 Homo sapiens angiopoietin-like 4 (ANGPTL4), transcript variant 3, mRNA.HFARP; ANGPTL2; PGAR; NL2; pp1158; ARP4; FIAF2.1524E-07 2.2781E-06 2.81274351

PCBD2 NM_032151.3 PCBD2 5 Homo sapiens pterin-4 alpha-carbinolamine dehydratase/dimerization cofactor of hepatocyte nuclear factor 1 alpha (TCF1) 2 (PCBD2), mRNA.DCOH2; DCOHM0.00659726 0.0080518 2.81046554

BMPR2 NM_001204.5 BMPR2 2 Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine kinase) (BMPR2), mRNA.BRK-3; BMPR3; BMPR-II; BMR2; TRG10; PPH1; T-ALK0.00012334 0.00028352 2.80650339

CYR61 NM_001554.3 CYR61 1 Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA.CCN1; IGFBP10; GIG13.1602E-10 5.5455E-08 2.8045981

GBA NM_001005742.1GBA 1 Homo sapiens glucosidase, beta; acid (includes glucosylceramidase) (GBA), transcript variant 3, mRNA.GCB; GBA1; GLUC1.3485E-09 1.0955E-07 2.78626442

CASC5 NM_144508.2 CASC5 15 Homo sapiens cancer susceptibility candidate 5 (CASC5), transcript variant 2, mRNA.D40; AF15Q14; KIAA15700.00024533 0.00049769 2.78516367

TBC1D16 NM_019020.2 TBC1D16 17 Homo sapiens TBC1 domain family, member 16 (TBC1D16), mRNA.FLJ20748; MGC250623.2027E-07 3.0022E-06 2.77832984

WASF2 NM_006990.2 WASF2 1 Homo sapiens WAS protein family, member 2 (WASF2), mRNA.SCAR2; WAVE2; dJ393P12.20.00335741 0.00450565 2.77612756

MMP7 NM_002423.3 MMP7 11 Homo sapiens matrix metallopeptidase 7 (matrilysin, uterine) (MMP7), mRNA.MMP-7; PUMP-1; MPSL10.00020858 0.00043481 2.77426909

LOC100129958XM_001719102.1LOC100129958 6 PREDICTED: Homo sapiens similar to hCG1643231 (LOC100129958), mRNA.0.00041045 0.0007651 2.76835742

BTC NM_001729.1 BTC 4 Homo sapiens betacellulin (BTC), mRNA.0.01584648 0.01690008 2.7655493

Hs.403972 HS.403972 1 Homo sapiens cDNA clone IMAGE:62540310.00083372 0.00137889 2.76420056

C10orf84 NM_022063.1 C10ORF84 10 Homo sapiens chromosome 10 open reading frame 84 (C10orf84), mRNA.RP11-319I23.1; FLJ13188; bA319I23.10.01212191 0.01349032 2.75506593

LOC152195 NM_194289.1 LOC152195 3 Homo sapiens hypothetical protein LOC152195 (LOC152195), mRNA.0.00031023 0.00060422 2.7477705

LENG1 NM_024316.1 LENG1 19 Homo sapiens leukocyte receptor cluster (LRC) member 1 (LENG1), mRNA.0.03797839 0.03529151 2.73756024

C1orf53 NM_001024594.1C1ORF53 1 Homo sapiens chromosome 1 open reading frame 53 (C1orf53), mRNA.1.5511E-08 4.2135E-07 2.73301019

GRAMD3 NM_023927.1 GRAMD3 5 Homo sapiens GRAM domain containing 3 (GRAMD3), mRNA.NS3TP2; FLJ213134.5138E-05 0.00012573 2.73013043

LIPG NM_006033.2 LIPG 18 Homo sapiens lipase, endothelial (LIPG), mRNA.EL; PRO719; EDL0.00248509 0.00347977 2.72631038

FAM109A NM_144671.2 FAM109A 12 Homo sapiens family with sequence similarity 109, member A (FAM109A), mRNA.FLJ32356 0.01274315 0.01406218 2.72407124

Hs.550193 HS.550193 5 Human unidentified mRNA, partial sequence0.001409 0.00215301 2.72389461

LOC729404 XR_015968.1 LOC729404 17 PREDICTED: Homo sapiens misc_RNA (LOC729404), miscRNA.0.02540487 0.02529245 2.72341191

FOXD4 NM_207305.2 FOXD4 9 Homo sapiens forkhead box D4 (FOXD4), mRNA.FOXD4A; MGC105106; FREAC5; FKHL94.0008E-07 3.4859E-06 2.71425527

PAFAH2 NM_000437.2 PAFAH2 1 Homo sapiens platelet-activating factor acetylhydrolase 2, 40kDa (PAFAH2), mRNA.HSD-PLA2; FLJ260258.5808E-05 0.0002122 2.70285293

LOC652900 XM_001724912.1LOC652900 PREDICTED: Homo sapiens similar to SEZ6L2 protein (LOC652900), mRNA.0.00015087 0.0003336 2.69819577

Hs.576106 HS.576106 10 Homo sapiens cDNA FLJ40058 fis, clone TCOLN10001800.00025676 0.00051717 2.69394264

VASH1 NM_014909.2 VASH1 14 Homo sapiens vasohibin 1 (VASH1), mRNA.KIAA1036 1.252E-07 1.5967E-06 2.69302334

RND3 NM_005168.3 RND3 2 Homo sapiens Rho family GTPase 3 (RND3), mRNA.RhoE; Rho8; memB; ARHE7.7689E-09 2.7157E-07 2.68967397

WIZ NM_021241.2 WIZ 19 Homo sapiens widely interspaced zinc finger motifs (WIZ), mRNA.ZNF803 0.00138844 0.00212567 2.68875762

Hs.254752 HS.254752 3 xv32c11.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2814836 3 similar to contains L1.t1 L1 repetitive element ;, mRNA sequence0.02563791 0.0254782 2.68652933

C10orf26 NM_017787.3 C10ORF26 10 Homo sapiens chromosome 10 open reading frame 26 (C10orf26), transcript variant 1, mRNA.MGC125648; FLJ20367; FLJ20154; OPAL16.8274E-06 2.8323E-05 2.6858698

SNORD51 NR_002589.1 SNORD51 2 Homo sapiens small nucleolar RNA, C/D box 51 (SNORD51), small nuclear RNA.U51; RNU51 0.00019495 0.00041186 2.68465837

Hs.379955 HS.379955 21 AGENCOURT_7906333 NIH_MGC_82 Homo sapiens cDNA clone IMAGE:6103945 5, mRNA sequence0.05577801 0.04861392 2.67514563

RPL23AP53 NR_003572.2 RPL23AP53 8 Homo sapiens ribosomal protein L23a pseudogene 53 (RPL23AP53), non-coding RNA.4.5431E-06 2.0837E-05 2.67135843

TMEM80 XM_938671.1 TMEM80 PREDICTED: Homo sapiens transmembrane protein 80 (TMEM80), mRNA.0.01041633 0.01188155 2.66420649

LOC642299 XM_930677.1 LOC642299 1 PREDICTED: Homo sapiens hypothetical protein LOC642299 (LOC642299), mRNA.0.00647631 0.00792844 2.66039869

EXT1 NM_000127.2 EXT1 8 Homo sapiens exostoses (multiple) 1 (EXT1), mRNA.ttv; EXT 8.3956E-09 2.8551E-07 2.66009863

CCRK NM_012119.3 CCRK 9 Homo sapiens cell cycle related kinase (CCRK), transcript variant 2, mRNA.p42; CDCH 1.2489E-05 4.5431E-05 2.65877731

LPXN NM_004811.1 LPXN 11 Homo sapiens leupaxin (LPXN), mRNA.LDPL 7.3931E-05 0.00018715 2.65698564

HCP5 NM_006674.2 HCP5 6 Homo sapiens HLA complex P5 (HCP5), mRNA.P5-1; D6S2650E4.7772E-09 1.9405E-07 2.6507341

RAB11B NM_004218.1 RAB11B 19 Homo sapiens RAB11B, member RAS oncogene family (RAB11B), mRNA.H-YPT3; MGC1332460.04166738 0.03810606 2.65051219

TNFSF9 NM_003811.2 TNFSF9 19 Homo sapiens tumor necrosis factor (ligand) superfamily, member 9 (TNFSF9), mRNA.4-1BB-L 5.6526E-06 2.448E-05 2.64386404

HEATR7A NM_001099281.1HEATR7A 8 Homo sapiens HEAT repeat containing 7A (HEATR7A), transcript variant 3, mRNA.DKFZp434I0113; MGC50841; FLJ35542; FLJ36266; FLJ13324; FLJ42560; DKFZp434P167; FLJ362440.00108542 0.00172526 2.64160029



5.0 Upreg

FAM173B NM_199133.1 FAM173B 5 Homo sapiens family with sequence similarity 173, member B (FAM173B), mRNA.FLJ20667 7.2156E-06 2.9419E-05 2.64041549

VPS18 NM_020857.2 VPS18 15 Homo sapiens vacuolar protein sorting 18 homolog (S. cerevisiae) (VPS18), mRNA.KIAA1475; PEP31.9052E-06 1.0883E-05 2.63974545

ZNF77 NM_021217.1 ZNF77 19 Homo sapiens zinc finger protein 77 (ZNF77), mRNA.pT1 0.00041597 0.00077341 2.63744234

TMEM8 NM_021259.1 TMEM8 16 Homo sapiens transmembrane protein 8 (five membrane-spanning domains) (TMEM8), mRNA.M83; TMEM6 2.6011E-06 1.3707E-05 2.63519899

MAMDC2 NM_153267.3 MAMDC2 9 Homo sapiens MAM domain containing 2 (MAMDC2), mRNA.MGC21981 0.01910521 0.01981666 2.63461693

PXK NM_017771.2 PXK 3 Homo sapiens PX domain containing serine/threonine kinase (PXK), mRNA.MONaKA; FLJ203350.02244229 0.02276137 2.63295689

AKAP13 NM_007200.3 AKAP13 15 Homo sapiens A kinase (PRKA) anchor protein 13 (AKAP13), transcript variant 3, mRNA.HA-3; FLJ11952; BRX; FLJ43341; c-lbc; PROTO-LB; Ht31; LBC; AKAP-Lbc; PROTO-LBC1.4626E-06 8.8746E-06 2.62407609

MBTPS2 NM_015884.1 MBTPS2 X Homo sapiens membrane-bound transcription factor peptidase, site 2 (MBTPS2), mRNA.S2P 0.0515487 0.04545611 2.62059301

GDE1 NM_016641.3 GDE1 16 Homo sapiens glycerophosphodiester phosphodiesterase 1 (GDE1), mRNA.GDE1; 363E6.2 1.2347E-07 1.5862E-06 2.61886213

PTPN20 XM_937744.1 PTPN20 PREDICTED: Homo sapiens protein tyrosine phosphatase, non-receptor type 20 (PTPN20), mRNA.0.01990933 0.02052938 2.61588861

ARFGEF2 NM_006420.1 ARFGEF2 20 Homo sapiens ADP-ribosylation factor guanine nucleotide-exchange factor 2 (brefeldin A-inhibited) (ARFGEF2), mRNA.FLJ23723; dJ1164I10.1; BIG20.02064723 0.02117826 2.61327954

NARG2 NM_024611.4 NARG2 15 Homo sapiens NMDA receptor regulated 2 (NARG2), transcript variant 1, mRNA.BRCC1 0.00916289 0.01066815 2.61143974

LOC652690 XM_942299.1 LOC652690 PREDICTED: Homo sapiens similar to Kazal type serine protease inhibitor 5-like 2 (LOC652690), mRNA.0.01150465 0.01291477 2.60948803

LOC100129076XM_001720999.1LOC100129076 PREDICTED: Homo sapiens similar to FP17469 (LOC100129076), mRNA.0.00276932 0.00381086 2.60875578

NOC4L XM_942717.1 NOC4L PREDICTED: Homo sapiens nucleolar complex associated 4 homolog (S. cerevisiae) (NOC4L), mRNA.0.00062401 0.00108182 2.60469021

FLJ32810 XM_926804.1 FLJ32810 PREDICTED: Homo sapiens hypothetical protein FLJ32810, transcript variant 2 (FLJ32810), mRNA.0.03151115 0.03019646 2.60126386

ZFYVE1 NM_021260.1 ZFYVE1 14 Homo sapiens zinc finger, FYVE domain containing 1 (ZFYVE1), transcript variant 1, mRNA.KIAA1589; TAFF1; ZNFN2A1; DFCP10.01107276 0.01251158 2.59923061

SCNN1D NM_002978.2 SCNN1D 1 Homo sapiens sodium channel, nonvoltage-gated 1, delta (SCNN1D), transcript variant 2, mRNA.SCNED; ENaCdelta; MGC149710; dNaCh; ENaCd; MGC1497111.7261E-05 5.8816E-05 2.59908492

SLC45A4 NM_001080431.1SLC45A4 8 Homo sapiens solute carrier family 45, member 4 (SLC45A4), mRNA.KIAA1126 0.0011073 0.00175432 2.59849148

C14orf133 NM_022067.2 C14ORF133 14 Homo sapiens chromosome 14 open reading frame 133 (C14orf133), mRNA.FLJ12707 0.0002213 0.0004559 2.59782621

TMEM2 NM_013390.1 TMEM2 9 Homo sapiens transmembrane protein 2 (TMEM2), mRNA.3.5971E-06 1.7456E-05 2.59695028

Hs.567472 HS.567472 7 BX400436 Homo sapiens T CELLS (JURKAT CELL LINE) COT 10-NORMALIZED Homo sapiens cDNA clone CS0DJ011YK18 5-PRIME, mRNA sequence0.02758169 0.02706955 2.59661969

LOC727768 XR_042487.1 LOC727768 PREDICTED: Homo sapiens misc_RNA (LOC727768), miscRNA.3.4151E-07 3.131E-06 2.59559791

IFT20 NM_174887.2 IFT20 17 Homo sapiens intraflagellar transport 20 homolog (Chlamydomonas) (IFT20), mRNA.5.8147E-06 2.4948E-05 2.59526542

LOC441019 XM_498969.2 LOC441019 4 PREDICTED: Homo sapiens hypothetical LOC441019 (LOC441019), mRNA.3.8511E-08 7.2509E-07 2.59480267

TMEM145 NM_173633.1 TMEM145 19 Homo sapiens transmembrane protein 145 (TMEM145), mRNA.FLJ90805 2.6939E-07 2.6498E-06 2.59176945

MANEAL NM_001031740.1MANEAL 1 Homo sapiens mannosidase, endo-alpha-like (MANEAL), transcript variant 1, mRNA.RP11-109P14.3; MGC78681; FLJ314340.00076701 0.00128505 2.58885127

POLR2J NM_006234.4 POLR2J 7 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J, 13.3kDa (POLR2J), mRNA.RPB11; MGC71910; hRPB14; RPB11m; RPB11A; POLR2J19.1686E-06 3.5485E-05 2.58660646

C7orf52 NM_198571.1 C7ORF52 7 Homo sapiens chromosome 7 open reading frame 52 (C7orf52), mRNA.FLJ39237; DKFZp547K1590.00317341 0.00429088 2.5815089

GSTTP2 NR_003082.1 GSTTP2 22 Homo sapiens glutathione S-transferase theta pseudogene 2 (GSTTP2), non-coding RNA. XM_941198 XM_945014 XM_945016FLJ46109 0.03196581 0.03055207 2.56548585

SAP18 NM_005870.3 SAP18 13 Homo sapiens Sin3A-associated protein, 18kDa (SAP18), mRNA.SAP18p; MGC27131; 2HOR02026.2531E-07 4.7791E-06 2.56257159

GALNT5 NM_014568.1 GALNT5 2 Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 5 (GalNAc-T5) (GALNT5), mRNA.MGC165041; GALNAC-T50.02770341 0.0271647 2.56127019

TMEM175 NM_032326.2 TMEM175 4 Homo sapiens transmembrane protein 175 (TMEM175), mRNA.MGC4618 4.0201E-10 5.7824E-08 2.55710184

Hs.535044 HS.535044 PREDICTED: Homo sapiens similar to FLJ00290 protein (LOC441310), mRNA0.00021158 0.0004397 2.55702015

MAP2K3 NM_145109.1 MAP2K3 17 Homo sapiens mitogen-activated protein kinase kinase 3 (MAP2K3), transcript variant B, mRNA.MAPKK3; PRKMK3; MEK3; MKK31.3983E-06 8.6157E-06 2.54897598

FAM108B1 NM_016014.2 FAM108B1 9 Homo sapiens family with sequence similarity 108, member B1 (FAM108B1), transcript variant 1, mRNA.CGI-67; RP11-409O11.2; C9orf770.00041757 0.00077588 2.54890104

MLL5 NM_182931.1 MLL5 7 Homo sapiens myeloid/lymphoid or mixed-lineage leukemia 5 (trithorax homolog, Drosophila) (MLL5), mRNA.HDCMC04P; MGC70452; FLJ14026; FLJ100780.00740318 0.00887855 2.5448979

LAMB2 NM_002292.2 LAMB2 3 Homo sapiens laminin, beta 2 (laminin S) (LAMB2), mRNA.LAMS 2.7894E-08 5.9116E-07 2.54025687

RUSC2 NM_014806.1 RUSC2 9 Homo sapiens RUN and SH3 domain containing 2 (RUSC2), mRNA.KIAA0375; Iporin0.00582981 0.00725337 2.53797949

ETNK2 NM_018208.1 ETNK2 1 Homo sapiens ethanolamine kinase 2 (ETNK2), mRNA.FLJ10761; HMFT1716; RP11-74C13.2; EKI20.00017856 0.00038276 2.53795609

TMEM217 XM_929843.1 TMEM217 6 Homo sapiens transmembrane protein 217 (TMEM217), mRNA.dJ355M6.2 0.00662547 0.00807836 2.53711755

USP35 XM_942438.1 USP35 11 Homo sapiens ubiquitin specific peptidase 35 (USP35), mRNA.0.03285215 0.03120545 2.5334537

TRAF3IP1 NM_015650.2 TRAF3IP1 2 Homo sapiens TNF receptor-associated factor 3 interacting protein 1 (TRAF3IP1), mRNA.MIP-T3; DKFZp434F124; MIPT30.00652034 0.00797901 2.53167998

SLC25A21 NM_030631.1 SLC25A21 14 Homo sapiens solute carrier family 25 (mitochondrial oxodicarboxylate carrier), member 21 (SLC25A21), nuclear gene encoding mitochondrial protein, mRNA.MGC126570; ODC1; ODC0.00087786 0.00143835 2.52536921

ZADH2 NM_175907.3 ZADH2 18 Homo sapiens zinc binding alcohol dehydrogenase domain containing 2 (ZADH2), mRNA.MGC45594 6.6288E-06 2.767E-05 2.52122913

KLK8 NM_144507.1 KLK8 19 Homo sapiens kallikrein-related peptidase 8 (KLK8), transcript variant 1, mRNA.NRPN; NP; HNP; TADG14; PRSS190.00127648 0.00197947 2.51958017

RHPN1 NM_052924.1 RHPN1 8 Homo sapiens rhophilin, Rho GTPase binding protein 1 (RHPN1), mRNA.ODF5; RHPN; KIAA19291.4862E-05 5.2118E-05 2.5171572

C5orf41 NM_153607.1 C5ORF41 5 Homo sapiens chromosome 5 open reading frame 41 (C5orf41), mRNA.DKFZp686G2059; DKFZp313F23190.0010851 0.00172507 2.51146584

LOC153561 XM_936052.1 LOC153561 PREDICTED: Homo sapiens hypothetical protein LOC153561 (LOC153561), mRNA.0.02511347 0.02508203 2.50746015

KBTBD9 XM_940375.1 KBTBD9 2 PREDICTED: Homo sapiens kelch repeat and BTB (POZ) domain containing 9 (KBTBD9), mRNA.7.0276E-07 5.1859E-06 2.50688161

MT1F NM_005949.1 MT1F 16 Homo sapiens metallothionein 1F (MT1F), mRNA.MT1; MGC327322.3324E-11 1.279E-08 2.50569785

SNX33 NM_153271.1 SNX33 15 Homo sapiens sorting nexin 33 (SNX33), mRNA.MGC32065; SH3PXD3C; SNX300.00281998 0.00386783 2.50372761

SLC30A1 NM_021194.2 SLC30A1 1 Homo sapiens solute carrier family 30 (zinc transporter), member 1 (SLC30A1), mRNA.ZNT1; ZRC1 1.4743E-06 8.9393E-06 2.50368585

MIR25 NR_029498.1 MIR25 Homo sapiens microRNA 25 (MIR25), microRNA.0.01852737 0.01929256 2.49896798

LOC643031 XM_926402.1 LOC643031 5 PREDICTED: Homo sapiens similar to NADH dehydrogenase subunit 5 (LOC643031), mRNA.8.5676E-10 8.5423E-08 2.49873738

TSPAN1 NM_005727.2 TSPAN1 1 Homo sapiens tetraspanin 1 (TSPAN1), mRNA.NET-1; 9030418M05Rik; TSPAN-1; RP11-322N21.10.01983024 0.02046947 2.49530041

RNF121 NM_018320.3 RNF121 11 Homo sapiens ring finger protein 121 (RNF121), transcript variant 1, mRNA.FLJ11099 1.1361E-06 7.3677E-06 2.4944975

SENP7 NM_001077203.1SENP7 3 Homo sapiens SUMO1/sentrin specific peptidase 7 (SENP7), transcript variant 2, mRNA.KIAA1707; MGC1577300.00161459 0.00241295 2.49367254

NLE1 NM_018096.3 NLE1 17 Homo sapiens notchless homolog 1 (Drosophila) (NLE1), transcript variant 1, mRNA.Nle; FLJ10458 2.5735E-05 7.9985E-05 2.49290837

ATP8B2 NM_001005855.1ATP8B2 1 Homo sapiens ATPase, class I, type 8B, member 2 (ATP8B2), transcript variant 2, mRNA.ATPID; DKFZp434M0219; KIAA11370.0035239 0.00470175 2.47979503

C4orf33 NM_173487.1 C4ORF33 4 Homo sapiens chromosome 4 open reading frame 33 (C4orf33), transcript variant 2, mRNA.FLJ33703 6.8093E-05 0.00017484 2.47343044

TBC1D9 NM_015130.1 TBC1D9 4 Homo sapiens TBC1 domain family, member 9 (with GRAM domain) (TBC1D9), mRNA.KIAA0882; MDR17.0368E-05 0.00017964 2.4710738

LRRC37A4 NR_002940.1 LRRC37A4 17 Homo sapiens leucine rich repeat containing 37, member A4 (pseudogene) (LRRC37A4), non-coding RNA. XM_934274 XM_941652 XM_945358 XM_945361 XM_945364KIAA0563; FLJ101200.01514252 0.01626398 2.470158

LOC644083 XM_930110.1 LOC644083 1 PREDICTED: Homo sapiens hypothetical protein LOC644083 (LOC644083), mRNA.0.0190222 0.01973756 2.4627281

Hs.560736 HS.560736 2 UI-H-BI4-aph-d-11-0-UI.s1 NCI_CGAP_Sub8 Homo sapiens cDNA clone IMAGE:3087405 3, mRNA sequence0.00413347 0.00540171 2.45818658

CRLF1 NM_004750.2 CRLF1 19 Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA.CISS; CISS1; CLF-1; NR6; CLF1.2483E-06 7.8909E-06 2.4571128

PPP1R13B NM_015316.1 PPP1R13B 14 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 13B (PPP1R13B), mRNA.p53BP2-like; p85; KIAA0771; ASPP16.4788E-07 4.9089E-06 2.45685162

TUFT1 NM_020127.1 TUFT1 1 Homo sapiens tuftelin 1 (TUFT1), mRNA.2.7099E-09 1.4498E-07 2.45670892

KCNS3 NM_002252.3 KCNS3 2 Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, member 3 (KCNS3), mRNA.MGC9481; KV9.34.0896E-06 1.9312E-05 2.45648787

C16orf70 NM_025187.3 C16ORF70 16 Homo sapiens chromosome 16 open reading frame 70 (C16orf70), mRNA.lin-10; C16orf6; FLJ12076; LIN100.0019108 0.00278494 2.4548601



5.0 Upreg

C14orf78 XM_941311.1 C14ORF78 PREDICTED: Homo sapiens chromosome 14 open reading frame 78 (C14orf78), mRNA.2.0899E-08 5.0239E-07 2.45450939

GM2A NM_000405.3 GM2A 5 Homo sapiens GM2 ganglioside activator (GM2A), mRNA.SAP-3 0.00012527 0.00028698 2.45415395

PPP1R12C NM_017607.1 PPP1R12C 19 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12C (PPP1R12C), mRNA.p84; DKFZp434D04122.3337E-05 7.4349E-05 2.45070336

TTTY5 NR_001541.1 TTTY5 Y Homo sapiens testis-specific transcript, Y-linked 5 (non-protein coding) (TTTY5), non-coding RNA.TTY5 0.0014841 0.00224935 2.45052828

SP100 NM_001080391.1SP100 2 Homo sapiens SP100 nuclear antigen (SP100), transcript variant 1, mRNA.DKFZp686E07254; FLJ00340; FLJ345790.00014928 0.00033067 2.4482979

MIR1204 NR_031609.1 MIR1204 Homo sapiens microRNA 1204 (MIR1204), microRNA.0.04023901 0.03699257 2.44081941

NAV3 NM_014903.3 NAV3 12 Homo sapiens neuron navigator 3 (NAV3), mRNA.unc53H3; STEERIN3; POMFIL1; KIAA09380.00058751 0.00102994 2.43624129

LACTB NM_171846.1 LACTB 15 Homo sapiens lactamase, beta (LACTB), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.FLJ14902; G24; MRPL564.8856E-06 2.2039E-05 2.43604113

CCDC28B NM_024296.3 CCDC28B 1 Homo sapiens coiled-coil domain containing 28B (CCDC28B), mRNA.RP4-622L5.5; MGC16441; MGC12030.0147077 0.01586103 2.42886499

MOCS1 NM_138928.1 MOCS1 6 Homo sapiens molybdenum cofactor synthesis 1 (MOCS1), transcript variant 1, mRNA.MOCS1B; MIG11; MOCS1A; KIAA0381; MOCOD0.00010598 0.00025153 2.42581465

KRTDAP NM_207392.1 KRTDAP 19 Homo sapiens keratinocyte differentiation-associated protein (KRTDAP), mRNA.MGC163373; UNQ467; KDAP2.602E-05 8.0699E-05 2.42190521

KIAA0895 NM_015314.1 KIAA0895 7 Homo sapiens KIAA0895 (KIAA0895), transcript variant 2, mRNA.0.00049046 0.00088655 2.42000429

DGKD NM_152879.2 DGKD 2 Homo sapiens diacylglycerol kinase, delta 130kDa (DGKD), transcript variant 2, mRNA.KIAA0145; dgkd-2; DGKdelta0.00061961 0.00107504 2.41889513

SLC35E3 NM_018656.2 SLC35E3 12 Homo sapiens solute carrier family 35, member E3 (SLC35E3), mRNA.BLOV1 1.3617E-05 4.8469E-05 2.41467166

DNAJC5 NM_025219.1 DNAJC5 20 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 5 (DNAJC5), mRNA.CSP; DKFZP434N1429; FLJ13070; DKFZp761N1221; FLJ001180.00412043 0.00538787 2.41296415

NOD1 NM_006092.1 NOD1 7 Homo sapiens nucleotide-binding oligomerization domain containing 1 (NOD1), mRNA.NLRC1; CARD4; CLR7.10.00167998 0.00249453 2.41273062

CHMP6 NM_024591.3 CHMP6 PREDICTED: Homo sapiens chromatin modifying protein 6 (CHMP6), mRNA.0.00972827 0.01121185 2.40612892

Hs.572538 HS.572538 AGENCOURT_15364206 Human Anterior Horn Homo sapiens cDNA clone IMAGE:30513831 5, mRNA sequence0.0024334 0.00342103 2.4058307

MYO1D NM_015194.1 MYO1D 17 Homo sapiens myosin ID (MYO1D), mRNA.KIAA0727; myr47.2622E-07 5.3011E-06 2.40547292

LOC729776 Hs.535844 LOC729776 6 PREDICTED: Homo sapiens hypothetical protein LOC729776 (LOC729776), mRNA.5.8071E-06 2.4952E-05 2.40493518

PRPH NM_006262.3 PRPH 12 Homo sapiens peripherin (PRPH), mRNA.PRPH1; NEF4 1.6214E-07 1.8994E-06 2.40252288

PTGER4 NM_000958.2 PTGER4 5 Homo sapiens prostaglandin E receptor 4 (subtype EP4) (PTGER4), mRNA.EP4R; MGC126583; EP40.00115471 0.00181893 2.40151447

LOC100133770XM_001713840.1LOC100133770 PREDICTED: Homo sapiens similar to vacuolar protein sorting 35 (LOC100133770), mRNA.0.0222999 0.02264051 2.40053985

C20orf108 NM_080821.1 C20ORF108 20 Homo sapiens chromosome 20 open reading frame 108 (C20orf108), mRNA.DKFZP434A1114; dJ1167H4.1; 5A34.7425E-09 1.9354E-07 2.39834233

FKBP10 NM_021939.2 FKBP10 17 Homo sapiens FK506 binding protein 10, 65 kDa (FKBP10), mRNA.FLJ22041; hFKBP65; FKBP650.0009241 0.00150316 2.39576417

ARSB NM_198709.1 ARSB 5 Homo sapiens arylsulfatase B (ARSB), transcript variant 2, mRNA.MPS6; ASB; G4S0.00108631 0.00172606 2.39224092

RNU1F1 NR_004402.1 RNU1F1 14 Homo sapiens RNA, U1F1 small nuclear (RNU1F1), small nuclear RNA.U1F; HSD7 4.2456E-06 1.9867E-05 2.39126144

LIN7C NM_018362.2 LIN7C 11 Homo sapiens lin-7 homolog C (C. elegans) (LIN7C), mRNA.LIN-7C; MALS-3; FLJ11215; VELI3; LIN-7-C0.01012606 0.01158963 2.3888008

CHRDL2 NM_015424.3 CHRDL2 11 Homo sapiens chordin-like 2 (CHRDL2), mRNA.DKFZp586N2124; CHL2; BNF1; FKSG370.00355426 0.00473362 2.38574316

FAM71E1 NM_138411.1 FAM71E1 19 Homo sapiens family with sequence similarity 71, member E1 (FAM71E1), mRNA.FLJ27522; FLJ437575.0823E-10 6.5576E-08 2.38425245

RFXDC2 NM_022841.2 RFXDC2 Homo sapiens regulatory factor X domain containing 2 (RFXDC2), mRNA.MGC131836; FLJ21104; FLJ129940.00842168 0.0099197 2.38187137

IFRD1 NM_001550.2 IFRD1 7 Homo sapiens interferon-related developmental regulator 1 (IFRD1), transcript variant 1, mRNA.PC4; TIS7 1.3462E-07 1.6707E-06 2.37808138

CKMT1A NM_001015001.1CKMT1A 15 Homo sapiens creatine kinase, mitochondrial 1A (CKMT1A), nuclear gene encoding mitochondrial protein, mRNA.UMTCK; CKMT1 3.5776E-09 1.7343E-07 2.37364561

Hs.112932 HS.112932 8 ag03b01.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1056169 3, mRNA sequence0.02024593 0.02083239 2.37136019

NUMBL NM_004756.2 NUMBL 19 Homo sapiens numb homolog (Drosophila)-like (NUMBL), mRNA.NUMB-R; TNRC23; CTG3a; CAG3A; NUMBR; NBL0.04530056 0.04091272 2.37012153

PDK3 NM_005391.1 PDK3 X Homo sapiens pyruvate dehydrogenase kinase, isozyme 3 (PDK3), mRNA.0.00034846 0.0006661 2.36987443

CAMTA1 NM_015215.1 CAMTA1 1 Homo sapiens calmodulin binding transcription activator 1 (CAMTA1), mRNA.KIAA0833 2.2323E-07 2.3234E-06 2.36600319

LOC400304 XM_375152.3 LOC400304 15 PREDICTED: Homo sapiens similar to Golgi autoantigen, golgin subfamily A member 2 (Golgi matrix protein GM130), transcript variant 1 (LOC400304), mRNA.4.1835E-08 7.5996E-07 2.36509922

LOC653066 XM_930921.1 LOC653066 2 PREDICTED: Homo sapiens similar to inhibitor of growth family, member 5, transcript variant 4 (LOC653066), mRNA.0.00120098 0.00188068 2.36114374

C2orf7 NM_032319.1 C2ORF7 2 Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA.PAP21; MGC130041.742E-06 1.0176E-05 2.36029317

ITFG3 NM_032039.1 ITFG3 16 Homo sapiens integrin alpha FG-GAP repeat containing 3 (ITFG3), mRNA.FLJ32603; DKFZP761D0211; gene +108; C16orf9; gs193.6448E-08 6.9976E-07 2.3564996

SCARNA16 NR_003013.1 SCARNA16 17 Homo sapiens small Cajal body-specific RNA 16 (SCARNA16), guide RNA.ACA47 8.5316E-08 1.2192E-06 2.35560473

XKR8 NM_018053.2 XKR8 1 Homo sapiens XK, Kell blood group complex subunit-related family, member 8 (XKR8), mRNA.XRG8; FLJ10307; RP11-460I13.30.00267964 0.00370838 2.35199642

LOC728969 XM_001132928.1LOC728969 1 PREDICTED: Homo sapiens similar to heparan sulfate 6-O-sulfotransferase 1 (LOC728969), mRNA.9.5336E-07 6.4693E-06 2.35007229

LOC651936 XM_941213.1 LOC651936 PREDICTED: Homo sapiens hypothetical protein LOC651936 (LOC651936), mRNA.0.03278595 0.03115944 2.34872591

SLC25A20 XM_941287.1 SLC25A20 PREDICTED: Homo sapiens solute carrier family 25 (carnitine/acylcarnitine translocase), member 20 (SLC25A20), mRNA.0.00029714 0.00058337 2.34849537

SALL4 NM_020436.2 SALL4 20 Homo sapiens sal-like 4 (Drosophila) (SALL4), mRNA.MGC133050; DRRS; ZNF797; HSAL4; dJ1112F19.10.00167425 0.00248727 2.34362759

DTNA NM_032981.2 DTNA 18 Homo sapiens dystrobrevin, alpha (DTNA), transcript variant 8, mRNA.D18S892E; DTN; LVNC1; DRP30.02824682 0.02759577 2.34323628

SIRT7 NM_016538.1 SIRT7 17 Homo sapiens sirtuin (silent mating type information regulation 2 homolog) 7 (S. cerevisiae) (SIRT7), mRNA.SIR2L7; MGC126840; MGC1268421.6263E-07 1.9E-06 2.34007105

FLJ20489 NM_017842.1 FLJ20489 12 Homo sapiens hypothetical protein FLJ20489 (FLJ20489), mRNA.8.2532E-05 0.00020514 2.3392625

DISP1 NM_032890.2 DISP1 1 Homo sapiens dispatched homolog 1 (Drosophila) (DISP1), mRNA.DKFZP434I0428; MGC16796; MGC13130; DISPA; FLJ43740; MGC1041800.00011123 0.0002608 2.33392189

RNU1-3 NR_004408.1 RNU1-3 1 Homo sapiens RNA, U1 small nuclear 3 (RNU1-3), small nuclear RNA.U1C21 2.5461E-08 5.6844E-07 2.33252862

LOC441711 XR_017229.2 LOC441711 15 PREDICTED: Homo sapiens misc_RNA (LOC441711), miscRNA.0.01008866 0.01155587 2.32771481

CHST12 NM_018641.2 CHST12 7 Homo sapiens carbohydrate (chondroitin 4) sulfotransferase 12 (CHST12), mRNA.C4S-2; C4ST2; C4ST-20.00338736 0.00453752 2.32546229

TRIM68 NM_018073.5 TRIM68 11 Homo sapiens tripartite motif-containing 68 (TRIM68), mRNA.MGC126176; SS-56; RNF137; FLJ103691.581E-06 9.4625E-06 2.32347316

ZNF775 NM_173680.2 ZNF775 7 Homo sapiens zinc finger protein 775 (ZNF775), mRNA.MGC33584 0.00896486 0.01046676 2.3228068

EXOC1 NM_018261.3 EXOC1 4 Homo sapiens exocyst complex component 1 (EXOC1), transcript variant 1, mRNA.SEC3L1; Sec3p; SEC3; FLJ10893; BM-1029.8478E-05 0.00023692 2.32003344

Hs.555260 HS.555260 X 17000532215901 GRN_ES Homo sapiens cDNA 5, mRNA sequence0.00632843 0.00778106 2.31951719

SLC6A9 NM_201649.2 SLC6A9 1 Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), member 9 (SLC6A9), transcript variant 2, mRNA.DKFZp547A1118; GLYT10.00164378 0.00245031 2.31804705

FAM113A NM_022760.3 FAM113A 20 Homo sapiens family with sequence similarity 113, member A (FAM113A), mRNA.C20orf81; bA12M19.1; FLJ22376; DKFZp547L0548.2604E-06 3.2618E-05 2.31493553

ZNF484 NM_031486.1 ZNF484 9 Homo sapiens zinc finger protein 484 (ZNF484), transcript variant 2, mRNA.MGC133034; BA526D8.4; MGC1330330.03871728 0.03586038 2.3101654

Hs.565491 HS.565491 2 xf55f09.x1 NCI_CGAP_Gas4 Homo sapiens cDNA clone IMAGE:2621993 3, mRNA sequence0.01171169 0.01311697 2.30959293

OR4A16 NM_001005274.1OR4A16 11 Homo sapiens olfactory receptor, family 4, subfamily A, member 16 (OR4A16), mRNA.OR11-117; OR4A16Q0.04186128 0.03825548 2.30383689

GOLPH4 NM_014498.2 GOLPH4 3 Homo sapiens golgi phosphoprotein 4 (GOLPH4), mRNA.P138; GIMPC; GPP1301.9385E-05 6.445E-05 2.30188036

ZNF558 NM_144693.1 ZNF558 19 Homo sapiens zinc finger protein 558 (ZNF558), mRNA.FLJ30932 9.8967E-07 6.6693E-06 2.30020825

MAP3K12 NM_006301.2 MAP3K12 12 Homo sapiens mitogen-activated protein kinase kinase kinase 12 (MAP3K12), mRNA.DLK; ZPKP1; ZPK; MUK6.8336E-06 2.8335E-05 2.29568662

ATP6V1C1 NM_001695.3 ATP6V1C1 8 Homo sapiens ATPase, H+ transporting, lysosomal 42kDa, V1 subunit C1 (ATP6V1C1), mRNA.VATC; FLJ20057; ATP6D; Vma5; ATP6C1.0376E-05 3.9173E-05 2.29473508

IFIH1 NM_022168.2 IFIH1 2 Homo sapiens interferon induced with helicase C domain 1 (IFIH1), mRNA.MDA5; MGC133047; MDA-5; Hlcd; IDDM190.01494849 0.01607526 2.29091735

RNU1G2 NR_004426.1 RNU1G2 1 Homo sapiens RNA, U1G2 small nuclear (RNU1G2), small nuclear RNA.U1D2; U1B2; HSD54.8954E-10 6.5079E-08 2.28873417

RAB18 NM_021252.3 RAB18 10 Homo sapiens RAB18, member RAS oncogene family (RAB18), mRNA.RAB18LI1 5.2603E-05 0.00014227 2.28771615



5.0 Upreg

C6orf203 NM_016487.2 C6ORF203 6 Homo sapiens chromosome 6 open reading frame 203 (C6orf203), mRNA.RP11-59I9.1; FLJ34245; PRED31; HSPC2303.986E-08 7.4412E-07 2.28729386

ZSWIM6 XM_035299.7 ZSWIM6 5 PREDICTED: Homo sapiens zinc finger, SWIM-type containing 6 (ZSWIM6), mRNA.1.6731E-07 1.924E-06 2.2849851

CELSR3 NM_001407.1 CELSR3 3 Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo homolog, Drosophila) (CELSR3), mRNA.FMI1; RESDA1; HFMI1; EGFL1; MEGF2; CDHF112.1996E-07 2.3197E-06 2.28423281

TRAF4 NM_004295.2 TRAF4 17 Homo sapiens TNF receptor-associated factor 4 (TRAF4), mRNA.RNF83; MLN62; CART10.0492341 0.04378471 2.27406425

ZNF18 NM_144680.2 ZNF18 17 Homo sapiens zinc finger protein 18 (ZNF18), mRNA.KOX11; ZKSCAN6; HDSG1; ZNF535; Zfp5359.2549E-06 3.5678E-05 2.27344567

PARM1 NM_015393.2 PARM1 4 Homo sapiens prostate androgen-regulated mucin-like protein 1 (PARM1), mRNA.1.3843E-09 1.0942E-07 2.27317807

Hs.572495 HS.572495 17 Homo sapiens cDNA clone IMAGE:52686580.00620038 0.00765364 2.26927751

OS9 NM_006812.2 OS9 12 Homo sapiens amplified in osteosarcoma (OS9), transcript variant 1, mRNA.0.00013633 0.00030702 2.26776033

YPEL3 NM_031477.3 YPEL3 16 Homo sapiens yippee-like 3 (Drosophila) (YPEL3), transcript variant 1, mRNA.MGC10500 0.00174512 0.00257989 2.26286863

FAM25A XM_001723781.1FAM25A PREDICTED: Homo sapiens family with sequence similarity 25, member A (FAM25A), mRNA.0.04673356 0.04193498 2.26188726

ZC3H10 NM_032786.1 ZC3H10 12 Homo sapiens zinc finger CCCH-type containing 10 (ZC3H10), mRNA.FLJ14451; ZC3HDC102.8288E-05 8.624E-05 2.25979066

ULBP2 NM_025217.2 ULBP2 6 Homo sapiens UL16 binding protein 2 (ULBP2), mRNA.RAET1H; N2DL2 1.4607E-08 4.0175E-07 2.25448402

H2AFJ NM_177925.1 H2AFJ 12 Homo sapiens H2A histone family, member J (H2AFJ), transcript variant 1, mRNA.FLJ10903; MGC9211.3865E-07 1.7014E-06 2.25425923

LOC728170 XR_015330.2 LOC728170 12 PREDICTED: Homo sapiens misc_RNA (LOC728170), miscRNA.0.04449524 0.04028908 2.24597544

PRF1 NM_005041.3 PRF1 10 Homo sapiens perforin 1 (pore forming protein) (PRF1), transcript variant 1, mRNA.HPLH2; FLH2; P1; MGC65093; PFP0.00285714 0.00391329 2.24376784

PMS2L3 NM_001003686.1PMS2L3 7 Homo sapiens postmeiotic segregation increased 2-like 3 (PMS2L3), transcript variant 2, mRNA.PMS5; MGC126647; PMS2L9; PMSR31.9828E-05 6.5452E-05 2.23913542

CEBPA NM_004364.2 CEBPA 19 Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), mRNA.CEBP; C/EBP-alpha4.535E-06 2.0822E-05 2.23803654

SLCO1B3 NM_019844.1 SLCO1B3 12 Homo sapiens solute carrier organic anion transporter family, member 1B3 (SLCO1B3), mRNA.LST-3TM13; SLC21A8; OATP8; OATP1B3; LST35.1427E-05 0.00013983 2.23641615

ODF2L NM_020729.1 ODF2L 1 Homo sapiens outer dense fiber of sperm tails 2-like (ODF2L), transcript variant 1, mRNA.MGC111060; dJ977L11.1; RP5-977L11.1; KIAA12290.03258926 0.03102627 2.23564046

FAM195B NM_207368.1 FAM195B 17 Homo sapiens family with sequence similarity 195, member B (FAM195B), transcript variant 1, mRNA.DKFZp686A17165; MGC1331845.332E-07 4.2881E-06 2.2329548

PRSS22 NM_022119.3 PRSS22 16 Homo sapiens protease, serine, 22 (PRSS22), mRNA.hBSSP-4; MGC9599; BSSP-4; SP001LA0.0025257 0.00352537 2.2314088

MICA NM_000247.1 MICA 6 Homo sapiens MHC class I polypeptide-related sequence A (MICA), mRNA.PERB11.1; MGC1110875.7603E-07 4.5166E-06 2.23133653

FAM8A1 NM_016255.1 FAM8A1 6 Homo sapiens family with sequence similarity 8, member A1 (FAM8A1), mRNA.FLJ23721; AHCP1.8252E-06 1.0515E-05 2.23108703

ZDHHC11 XM_940764.1 ZDHHC11 5 Homo sapiens zinc finger, DHHC-type containing 11 (ZDHHC11), mRNA.ZNF399; FLJ131532.8296E-05 8.6206E-05 2.23090998

LYSMD4 NM_152449.2 LYSMD4 15 Homo sapiens LysM, putative peptidoglycan-binding, domain containing 4 (LYSMD4), mRNA.MGC99501; FLJ330087.3824E-08 1.0997E-06 2.23002732

SMARCA2 NM_003070.3 SMARCA2 9 Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 2 (SMARCA2), transcript variant 1, mRNA.Sth1p; SNF2L2; SWI2; FLJ36757; SNF2; BAF190; MGC74511; BRM; hBRM; SNF2LA; hSNF2a1.9848E-06 1.1171E-05 2.22931896

GPR176 NM_007223.1 GPR176 15 Homo sapiens G protein-coupled receptor 176 (GPR176), mRNA.Gm1012; GPR 0.04890603 0.04355034 2.22792215

TMEM45A NM_018004.1 TMEM45A 3 Homo sapiens transmembrane protein 45A (TMEM45A), mRNA.DERP7; FLJ101343.9463E-06 1.8767E-05 2.22544501

DGCR14 NM_022719.1 DGCR14 22 Homo sapiens DiGeorge syndrome critical region gene 14 (DGCR14), mRNA.ES2; DGSI; DGS-I; Ese2el7.1404E-05 0.00018186 2.22168343

ST3GAL5 NM_003896.2 ST3GAL5 2 Homo sapiens ST3 beta-galactoside alpha-2,3-sialyltransferase 5 (ST3GAL5), transcript variant 2, mRNA.SIAT9; ST3GalV; SIATGM3S5.6388E-07 4.4572E-06 2.22123681

FAM116B NM_001001794.1FAM116B Homo sapiens family with sequence similarity 116, member B (FAM116B), mRNA.MGC33692 3.5633E-07 3.2265E-06 2.21636588

CORO7 NM_024535.1 CORO7 16 Homo sapiens coronin 7 (CORO7), mRNA.FLJ22021; 0610011B16Rik; FLJ44188; CRN75.8132E-05 0.00015363 2.21604204

ZNF23 NM_145911.1 ZNF23 16 Homo sapiens zinc finger protein 23 (KOX 16) (ZNF23), mRNA.KOX16; Zfp612; ZNF359; ZNF6123.1917E-07 3.0015E-06 2.21312567

C11orf61 NM_024631.1 C11ORF61 11 Homo sapiens chromosome 11 open reading frame 61 (C11orf61), mRNA.FLJ23342 0.01379042 0.01502696 2.21177786

GRRP1 NM_024869.1 GRRP1 1 Homo sapiens glycine/arginine rich protein 1 (GRRP1), mRNA.RP11-96L14.5; FLJ140500.02588055 0.02567571 2.20883933

ZNF532 NM_018181.4 ZNF532 18 Homo sapiens zinc finger protein 532 (ZNF532), mRNA.FLJ10697 9.847E-07 6.646E-06 2.20880825

TRAPPC2 NM_001011658.1TRAPPC2 X Homo sapiens trafficking protein particle complex 2 (TRAPPC2), transcript variant 1, mRNA.hYP38334; TRS20; SEDT; SEDL; ZNF547L; MIP-2A2.5695E-05 7.9888E-05 2.20520077

LRTOMT NM_145309.1 LRTOMT 11 Homo sapiens leucine rich transmembrane and 0-methyltransferase domain containing (LRTOMT), mRNA.7.5582E-05 0.00019056 2.2040559

KIAA1539 NM_025182.2 KIAA1539 9 Homo sapiens KIAA1539 (KIAA1539), mRNA.P1.11659_5; FLJ11560; RP11-182N22.6; bA182N22.63.7984E-05 0.00010941 2.202708

LOC100128274XM_001725558.1LOC100128274 9 PREDICTED: Homo sapiens hypothetical protein LOC100128274 (LOC100128274), mRNA.0.0001292 0.0002943 2.20192162

ABHD6 NM_020676.4 ABHD6 3 Homo sapiens abhydrolase domain containing 6 (ABHD6), mRNA.2.9814E-08 6.184E-07 2.19892318

CD82 NM_002231.3 CD82 11 Homo sapiens CD82 molecule (CD82), transcript variant 1, mRNA.SAR2; TSPAN27; GR15; ST6; KAI1; 4F9; C33; IA4; R20.00043688 0.00080445 2.19783296

DERPC NM_017804.3 DERPC 16 Homo sapiens decreased expression in renal and prostate (DERPC), mRNA.FLJ20400; CTF80.00011178 0.00026161 2.19495982

LOC642869 XM_926257.1 LOC642869 PREDICTED: Homo sapiens similar to Protein SET (Phosphatase 2A inhibitor I2PP2A) (I-2PP2A) (Template-activating factor I) (TAF-I) (Liver regeneration-related protein LRRGR00002) (LOC642869), mRNA.0.04954788 0.04399687 2.19439481

FAM46B NM_052943.2 FAM46B 1 Homo sapiens family with sequence similarity 46, member B (FAM46B), mRNA.MGC16491; MGC20845; RP11-344H11.81.4795E-07 1.7758E-06 2.19434101

LOC401152 NM_001001701.1LOC401152 4 Homo sapiens HCV F-transactivated protein 1 (LOC401152), mRNA.0.00294812 0.00402159 2.18920283

MTF1 NM_005955.1 MTF1 1 Homo sapiens metal-regulatory transcription factor 1 (MTF1), mRNA.MGC23036; ZRF; MTF-15.3372E-07 4.2884E-06 2.18497948

GPR137B NM_003272.1 GPR137B 1 Homo sapiens G protein-coupled receptor 137B (GPR137B), mRNA.TM7SF1 0.00077721 0.00129964 2.18242052

FSTL3 NM_005860.1 FSTL3 19 Homo sapiens follistatin-like 3 (secreted glycoprotein) (FSTL3), mRNA.FLRG; FSRP 4.1501E-05 0.00011739 2.18189931

NUDT7 NM_001105663.1NUDT7 16 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 7 (NUDT7), transcript variant 1, mRNA.4.214E-09 1.8304E-07 2.18015994

TOR1B NM_014506.1 TOR1B 9 Homo sapiens torsin family 1, member B (torsin B) (TOR1B), mRNA.DQ1; MGC4386 2.8262E-06 1.4552E-05 2.1769278

TMEM194B NM_001142645.1TMEM194B 2 Homo sapiens transmembrane protein 194B (TMEM194B), mRNA.0.02090843 0.02140364 2.1751102

HS1BP3 NM_022460.3 HS1BP3 2 Homo sapiens HCLS1 binding protein 3 (HS1BP3), mRNA.ETM2; FLJ14249; HS1-BP38.4948E-08 1.2159E-06 2.17331552

LOC643662 XM_926967.1 LOC643662 12 PREDICTED: Homo sapiens hypothetical protein LOC643662 (LOC643662), mRNA.0.04988928 0.04424182 2.17307451

CECR7 XM_927968.1 CECR7 22 PREDICTED: Homo sapiens cat eye syndrome chromosome region, candidate 7 (CECR7), mRNA.0.00028102 0.00055596 2.17138319

HTR7 NM_000872.3 HTR7 10 Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase-coupled) (HTR7), transcript variant a, mRNA.5-HT7 0.00882528 0.01032854 2.16903552

LOC100132561XM_001713972.1LOC100132561 11 PREDICTED: Homo sapiens similar to hCG2014367 (LOC100132561), mRNA.0.01477459 0.01592143 2.16830191

GALT NM_000155.2 GALT 9 Homo sapiens galactose-1-phosphate uridylyltransferase (GALT), mRNA.0.00012883 0.00029375 2.16724112

Hs.561599 HS.561599 UI-E-EO1-aiz-a-04-0-UI.r1 UI-E-EO1 Homo sapiens cDNA clone UI-E-EO1-aiz-a-04-0-UI 5, mRNA sequence0.04271243 0.03892386 2.1657349

NICN1 NM_032316.2 NICN1 3 Homo sapiens nicolin 1 (NICN1), mRNA.MGC12936 1.9669E-05 6.5173E-05 2.16397694

FAM13B NM_001101800.1FAM13B 5 Homo sapiens family with sequence similarity 13, member B (FAM13B), transcript variant 2, mRNA.KHCHP; MGC57159; FLJ26735; DKFZp667F249; N611.1112E-08 3.3971E-07 2.16357344

ENPEP NM_001977.2 ENPEP 4 Homo sapiens glutamyl aminopeptidase (aminopeptidase A) (ENPEP), mRNA.APA; gp160; CD2490.00723698 0.00870541 2.16087346

CTNS NM_004937.1 CTNS 17 Homo sapiens cystinosis, nephropathic (CTNS), transcript variant 2, mRNA.CTNS-LSB; PQLC40.00010984 0.00025832 2.15987708

UNC13B NM_006377.2 UNC13B 9 Homo sapiens unc-13 homolog B (C. elegans) (UNC13B), mRNA.hmunc13; Unc13h2; MGC133279; MUNC13; MGC133280; UNC130.00402329 0.00527895 2.15960887

ZNF326 NM_181781.2 ZNF326 1 Homo sapiens zinc finger protein 326 (ZNF326), transcript variant 2, mRNA.FLJ20403; dJ871E2.1; ZAN75; Zfp326; MGC615910.0224401 0.02276178 2.15937512

ABHD15 NM_198147.1 ABHD15 17 Homo sapiens abhydrolase domain containing 15 (ABHD15), mRNA.8.8173E-06 3.4307E-05 2.15666274

NAPB NM_022080.1 NAPB 20 Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, beta (NAPB), mRNA.SNAP-BETA; MGC48335; MGC260661.6265E-06 9.6754E-06 2.15279245

GPR108 NM_001080452.1GPR108 19 Homo sapiens G protein-coupled receptor 108 (GPR108), transcript variant 1, mRNA.LUSTR2; MGC143935.0598E-06 2.2558E-05 2.15003804

DDAH2 NM_013974.1 DDAH2 6 Homo sapiens dimethylarginine dimethylaminohydrolase 2 (DDAH2), mRNA.DDAHII; NG30; G6a; DDAH0.00099239 0.00159737 2.14868913

CSRNP2 NM_030809.1 CSRNP2 12 Homo sapiens cysteine-serine-rich nuclear protein 2 (CSRNP2), mRNA.FLJ25576; C12orf2; TAIP-12; C12orf221.7156E-07 1.9549E-06 2.14764136



5.0 Upreg

C11orf63 NM_024806.2 C11ORF63 11 Homo sapiens chromosome 11 open reading frame 63 (C11orf63), transcript variant 1, mRNA.FLJ23554 0.00679728 0.008258 2.14692294

Hs.483906 HS.483906 Homo sapiens mRNA; cDNA DKFZp667L2214 (from clone DKFZp667L2214)1.2854E-05 4.6413E-05 2.14460015

TBC1D2 NM_018421.2 TBC1D2 9 Homo sapiens TBC1 domain family, member 2 (TBC1D2), mRNA.FLJ10702; DKFZp761D1823; PARIS1; FLJ16244; FLJ42782; PARIS-1; TBC1D2A0.00054975 0.00097623 2.14319238

CCDC127 NM_145265.2 CCDC127 5 Homo sapiens coiled-coil domain containing 127 (CCDC127), mRNA.FLJ25701 0.02356632 0.02375039 2.14317563

Hs.4988 HS.4988 2 Homo sapiens mRNA; cDNA DKFZp686B24166 (from clone DKFZp686B24166)1.2025E-08 3.5405E-07 2.14185925

GNB3 NM_002075.2 GNB3 12 Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 3 (GNB3), mRNA.0.00685511 0.008311 2.13395485

UNC13D NM_199242.1 UNC13D 17 Homo sapiens unc-13 homolog D (C. elegans) (UNC13D), mRNA.Munc13-4; FHL3; HLH3; HPLH30.03045698 0.02935943 2.13364073

PLXNA1 NM_032242.2 PLXNA1 3 Homo sapiens plexin A1 (PLXNA1), mRNA.NOV; PLXN1; NOVP; PLEXIN-A19.9805E-07 6.7E-06 2.13076031

SNAP29 NM_004782.2 SNAP29 22 Homo sapiens synaptosomal-associated protein, 29kDa (SNAP29), mRNA.CEDNIK; SNAP-29; FLJ210512.9546E-06 1.5063E-05 2.12950995

C17orf28 NM_030630.1 C17ORF28 17 Homo sapiens chromosome 17 open reading frame 28 (C17orf28), mRNA.FLJ43526; DMC10.00213693 0.00306713 2.12905207

C5orf13 NM_004772.1 C5ORF13 5 Homo sapiens chromosome 5 open reading frame 13 (C5orf13), mRNA.PTZ17; D4S114; PRO1873; P3110.00554155 0.00694197 2.12863096

LOC653438 XM_929895.1 LOC653438 1 PREDICTED: Homo sapiens similar to CG33096-PB, isoform B, transcript variant 1 (LOC653438), mRNA.4.2424E-06 1.9863E-05 2.12812236

KCTD20 NM_173562.3 KCTD20 6 Homo sapiens potassium channel tetramerisation domain containing 20 (KCTD20), mRNA.MGC14254; dJ108K11.3; C6orf691.1429E-06 7.3895E-06 2.12738747

FLJ22795 NM_025084.1 FLJ22795 15 Homo sapiens hypothetical protein FLJ22795 (FLJ22795), mRNA.2.6509E-08 5.7857E-07 2.12620517

C9orf45 NM_030814.4 C9ORF45 9 PREDICTED: Homo sapiens chromosome 9 open reading frame 45 (C9orf45), misc RNA.1.4165E-05 5.0174E-05 2.12590558

LOC162073 NM_001034841.1LOC162073 16 Homo sapiens hypothetical protein LOC162073 (LOC162073), mRNA.MGC126798; MGC1268000.00022649 0.00046495 2.12370005

LOC100134468XM_001721289.1LOC100134468 7 PREDICTED: Homo sapiens hypothetical protein LOC100134468 (LOC100134468), mRNA.0.02217511 0.02253207 2.12362745

LOC645166 XM_001129441.2LOC645166 1 PREDICTED: Homo sapiens similar to lymphocyte-specific protein 1 (LOC645166), mRNA.3.7635E-09 1.7564E-07 2.12341263

CREB3L4 NM_130898.2 CREB3L4 1 Homo sapiens cAMP responsive element binding protein 3-like 4 (CREB3L4), mRNA.hJAL; CREB4; ATCE1; JAL; CREB3; AIBZIP0.00569741 0.00711285 2.12329459

LOC729065 XM_001129200.2LOC729065 4 PREDICTED: Homo sapiens hypothetical LOC729065 (LOC729065), mRNA.0.01332944 0.01460993 2.12259673

FBXO17 NM_148169.1 FBXO17 19 Homo sapiens F-box protein 17 (FBXO17), transcript variant 1, mRNA.FBXO26; MGC9379; Fbx17; FLJ11798; FBG4; FLJ252050.00068439 0.00116576 2.12161977

FKBP1B NM_054033.1 FKBP1B 2 Homo sapiens FK506 binding protein 1B, 12.6 kDa (FKBP1B), transcript variant 2, mRNA.FKBP12.6; FKBP9; PPIase; PKBP1L; OTK4; FKBP1L0.00187005 0.00273555 2.11737478

DCAF16 NM_017741.2 DCAF16 4 Homo sapiens DDB1 and CUL4 associated factor 16 (DCAF16), mRNA.FLJ20280; MGC126765; MGC1267670.00803381 0.00952035 2.11681636

AHNAK2 NM_138420.2 AHNAK2 14 Homo sapiens AHNAK nucleoprotein 2 (AHNAK2), mRNA.KIAA2019; C14orf781.1748E-07 1.5316E-06 2.11625496

LOC649970 XM_939056.1 LOC649970 PREDICTED: Homo sapiens similar to creatine kinase, mitochondrial 1B precursor (LOC649970), mRNA.3.0974E-09 1.5801E-07 2.11444301

Hs.561144 HS.561144 3 UI-E-EJ0-ahn-e-19-0-UI.s1 UI-E-EJ0 Homo sapiens cDNA clone UI-E-EJ0-ahn-e-19-0-UI 3, mRNA sequence0.04509637 0.04074508 2.11316168

B4GALNT1 NM_001478.2 B4GALNT1 12 Homo sapiens beta-1,4-N-acetyl-galactosaminyl transferase 1 (B4GALNT1), mRNA.GALGT; GALNACT0.00131866 0.00203481 2.10943705

LOC728901 XR_015891.2 LOC728901 17 PREDICTED: Homo sapiens misc_RNA (LOC728901), miscRNA.0.02912078 0.02829208 2.10856093

NRGN NM_006176.1 NRGN 11 Homo sapiens neurogranin (protein kinase C substrate, RC3) (NRGN), mRNA.RC3; hng 4.9753E-08 8.46E-07 2.10587807

KIFAP3 NM_014970.2 KIFAP3 1 Homo sapiens kinesin-associated protein 3 (KIFAP3), mRNA.SMAP; Smg-GDS; KAP3; dJ190I16.1; FLJ228184.2701E-08 7.6461E-07 2.10275724

IPO13 NM_014652.2 IPO13 1 Homo sapiens importin 13 (IPO13), mRNA.RANBP13; KIAA0724; IMP13; KAP132.1636E-05 6.9948E-05 2.10082502

GOSR2 NM_054022.2 GOSR2 17 Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript variant A, mRNA.GS27; MEMBRIN; Bos10.00010908 0.0002568 2.10036425

MPP1 NM_002436.2 MPP1 X Homo sapiens membrane protein, palmitoylated 1, 55kDa (MPP1), mRNA.AAG12; EMP55; DXS552; DXS552E; PEMP; MRG11.7709E-05 5.9992E-05 2.09939134

LRRC8A NM_019594.2 LRRC8A 9 Homo sapiens leucine rich repeat containing 8 family, member A (LRRC8A), mRNA.FLJ10337; KIAA1437; LRRC85.7631E-05 0.00015277 2.09714265

HIST1H1C NM_005319.3 HIST1H1C 6 Homo sapiens histone cluster 1, H1c (HIST1H1C), mRNA.MGC3992; H1F2; H1.21.1325E-08 3.4265E-07 2.09693487

LOC728312 XR_042486.1 LOC728312 PREDICTED: Homo sapiens misc_RNA (LOC728312), miscRNA.0.0003187 0.0006181 2.09541689

GRIN1 NM_000832.5 GRIN1 9 Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), transcript variant NR1-1, mRNA.NMDAR1; NMDA1; NR11.2537E-07 1.5965E-06 2.09494902

MPZL1 NM_024569.3 MPZL1 1 Homo sapiens myelin protein zero-like 1 (MPZL1), transcript variant 2, mRNA.PZR; PZRa; PZRb; FLJ21047; PZR1b7.3263E-08 1.0951E-06 2.09383551

MLF1 NM_022443.2 MLF1 3 Homo sapiens myeloid leukemia factor 1 (MLF1), mRNA.3.1126E-06 1.5597E-05 2.09378488

LOC100131930XM_001720849.1LOC100131930 PREDICTED: Homo sapiens similar to hCG2004312, transcript variant 1 (LOC100131930), mRNA.0.03983837 0.03671658 2.09062092

PCYOX1L NM_024028.2 PCYOX1L 5 Homo sapiens prenylcysteine oxidase 1 like (PCYOX1L), mRNA.MGC3265 2.1376E-05 6.944E-05 2.09025567

GLDN NM_181789.1 GLDN 15 Homo sapiens gliomedin (GLDN), mRNA.CRG-L2; UNC-112; CRGL2; CLOM; FLJ23917; COLM2.3049E-05 7.362E-05 2.08788418

MCOLN1 NM_020533.1 MCOLN1 19 Homo sapiens mucolipin 1 (MCOLN1), mRNA.MSTP080; TRPML1; MLIV; MST080; TRP-ML1; ML4; TRPM-L11.635E-05 5.639E-05 2.08718353

SNORD13 Hs.583806 SNORD13 8 Homo sapiens small nucleolar RNA, C/D box 13 (SNORD13), small nucleolar RNA.U13 7.1132E-08 1.0761E-06 2.08639478

CSPG4 NM_001897.3 CSPG4 15 Homo sapiens chondroitin sulfate proteoglycan 4 (CSPG4), mRNA.MSK16; MCSP; NG2; MCSPG; MEL-CSPG; HMW-MAA0.00309588 0.00419898 2.08497929

CYTH1 NM_017456.2 CYTH1 17 Homo sapiens cytohesin 1 (CYTH1), transcript variant 2, mRNA.FLJ41900; D17S811E; B2-1; CYTOHESIN-1; FLJ34050; SEC72.8857E-06 1.4763E-05 2.08048888

LPPR2 NM_022737.1 LPPR2 19 Homo sapiens lipid phosphate phosphatase-related protein type 2 (LPPR2), mRNA.FLJ13055; DKFZp761E1121; PRG-48.6596E-05 0.00021372 2.07895989

HOXC4 NM_014620.2 HOXC4 12 Homo sapiens homeobox C4 (HOXC4), transcript variant 1, mRNA.cp19; HOX3E; HOX30.02411844 0.02423445 2.0779328

LOC652968 NM_001037666.1LOC652968 22 Homo sapiens hypothetical protein LOC652968 (LOC652968), mRNA.0.00441121 0.00569009 2.07569792

CRIP2 NM_001312.2 CRIP2 14 Homo sapiens cysteine-rich protein 2 (CRIP2), mRNA.CRP2; CRIP; ESP17.7714E-08 1.146E-06 2.0755279

ADAMTSL5 NM_213604.1 ADAMTSL5 19 Homo sapiens ADAMTS-like 5 (ADAMTSL5), mRNA.THSD6 0.00044299 0.00081279 2.07489389

SNORA40 NR_002973.1 SNORA40 11 Homo sapiens small nucleolar RNA, H/ACA box 40 (SNORA40), small nucleolar RNA.ACA40 0.04561718 0.04116901 2.07298779

VPS13A NM_033305.2 VPS13A 9 Homo sapiens vacuolar protein sorting 13 homolog A (S. cerevisiae) (VPS13A), transcript variant A, mRNA.KIAA0986; CHAC; FLJ420301.2431E-06 7.8749E-06 2.07114033

SUZ12P XM_934900.1 SUZ12P 17 PREDICTED: Homo sapiens suppressor of zeste 12 homolog pseudogene, transcript variant 3 (SUZ12P), mRNA.0.00588749 0.00730958 2.07105782

TAF5L NM_014409.3 TAF5L 1 Homo sapiens TAF5-like RNA polymerase II, p300/CBP-associated factor (PCAF)-associated factor, 65kDa (TAF5L), transcript variant 1, mRNA.PAF65B 0.0297152 0.02878352 2.06830137

CACNA1A NM_000068.2 CACNA1A 19 Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1A subunit (CACNA1A), transcript variant 1, mRNA.FHM; CAV2.1; CACNL1A4; SCA6; HPCA; MHP1; APCA; MHP; EA20.0269209 0.02653381 2.06616111

CYB561D2 NM_007022.3 CYB561D2 3 Homo sapiens cytochrome b-561 domain containing 2 (CYB561D2), mRNA.TSP10; 101F6 9.2608E-05 0.00022564 2.06516055

HEXDC NM_173620.1 HEXDC 17 Homo sapiens hexosaminidase (glycosyl hydrolase family 20, catalytic domain) containing (HEXDC), mRNA.FLJ23825 3.7464E-06 1.7972E-05 2.0651199

LOC727896 XR_038192.1 LOC727896 PREDICTED: Homo sapiens misc_RNA (LOC727896), miscRNA.0.05245201 0.04610438 2.06466809

WDR37 NM_014023.3 WDR37 10 Homo sapiens WD repeat domain 37 (WDR37), mRNA.KIAA0982; RP11-529L18.2; FLJ403541.4037E-07 1.7153E-06 2.06431277

XPA NM_000380.2 XPA 9 Homo sapiens xeroderma pigmentosum, complementation group A (XPA), mRNA.XP1; XPAC 0.01138302 0.0128028 2.0614181

SNAP23 NM_003825.2 SNAP23 15 Homo sapiens synaptosomal-associated protein, 23kDa (SNAP23), transcript variant 1, mRNA.SNAP23A; SNAP23B; HsT170160.00036081 0.00068582 2.060291

FBXL2 NM_012157.2 FBXL2 3 Homo sapiens F-box and leucine-rich repeat protein 2 (FBXL2), mRNA.FBL2; FBL3; DKFZP564P06224.0477E-07 3.5059E-06 2.06009265

USP41 XM_036729.4 USP41 22 PREDICTED: Homo sapiens ubiquitin specific peptidase 41 (USP41), mRNA.0.03456926 0.03259303 2.05766082

C7orf38 NM_145111.2 C7ORF38 7 Homo sapiens chromosome 7 open reading frame 38 (C7orf38), mRNA.FLJ36794; DKFZp727G1317.4426E-05 0.00018792 2.05584645

CXorf40A NM_178124.3 CXORF40A X Homo sapiens chromosome X open reading frame 40A (CXorf40A), mRNA.EOLA1; CXorf40 2.2446E-05 7.2088E-05 2.05371158

AOAH NM_001637.1 AOAH 7 Homo sapiens acyloxyacyl hydrolase (neutrophil) (AOAH), mRNA.0.00019367 0.00040996 2.0537104

LOC100129387NR_024490.1 LOC100129387 15 Homo sapiens hypothetical LOC100129387 (LOC100129387), non-coding RNA.0.04939085 0.04389742 2.0536962

UBE2W NM_018299.2 UBE2W 8 Homo sapiens ubiquitin-conjugating enzyme E2W (putative) (UBE2W), transcript variant 2, mRNA.FLJ11011; hUBC-160.0006504 0.00111785 2.04790771

Hs.571245 HS.571245 7 603034918F1 NIH_MGC_115 Homo sapiens cDNA clone IMAGE:5175893 5, mRNA sequence0.00613964 0.00759149 2.0459156



5.0 Upreg

SCARNA9 NR_002569.1 SCARNA9 11 Homo sapiens small Cajal body-specific RNA 9 (SCARNA9), guide RNA.Z32; mgU2-19/306.7005E-08 1.0369E-06 2.0450786

Hs.572073 HS.572073 11 603178081F1 NIH_MGC_121 Homo sapiens cDNA clone IMAGE:5242268 5, mRNA sequence0.00263263 0.00365254 2.04371825

SPIRE2 NM_032451.1 SPIRE2 16 Homo sapiens spire homolog 2 (Drosophila) (SPIRE2), mRNA.MGC117166; Spir-25.9843E-06 2.5563E-05 2.04371102

RASA4P NR_024116.2 RASA4P 7 Homo sapiens RAS p21 protein activator 4 pseudogene (RASA4P), non-coding RNA.0.00461074 0.00591874 2.04035394

ETFDH NM_004453.1 ETFDH 4 Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), nuclear gene encoding mitochondrial protein, mRNA.MADD; ETFQO 1.3423E-07 1.6705E-06 2.03727789

MOAP1 NM_022151.4 MOAP1 14 Homo sapiens modulator of apoptosis 1 (MOAP1), mRNA.MAP-1; PNMA4 3.2985E-08 6.6227E-07 2.02962094

NUBP2 NM_012225.1 NUBP2 16 Homo sapiens nucleotide binding protein 2 (MinD homolog, E. coli) (NUBP2), mRNA.CFD1; NUBP1 0.00391513 0.00515244 2.02693204

MTL5 NM_001039656.1MTL5 11 Homo sapiens metallothionein-like 5, testis-specific (tesmin) (MTL5), transcript variant 2, mRNA.TESMIN; MTLT; CXCDC20.00133561 0.00205771 2.02613933

CLDN14 NM_144492.1 CLDN14 21 Homo sapiens claudin 14 (CLDN14), transcript variant 1, mRNA.DFNB29 0.00028176 0.0005573 2.025673

GFOD1 NM_018988.1 GFOD1 6 Homo sapiens glucose-fructose oxidoreductase domain containing 1 (GFOD1), mRNA.1.1875E-05 4.3684E-05 2.025487

MGC3020 NM_024048.2 MGC3020 16 Homo sapiens hypothetical protein MGC3020 (MGC3020), mRNA.0.04392859 0.03986239 2.02431035

YPEL5 NM_016061.1 YPEL5 2 Homo sapiens yippee-like 5 (Drosophila) (YPEL5), mRNA.CGI-127 4.9226E-09 1.9903E-07 2.02358448

GNAI3 NM_006496.1 GNAI3 1 Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting activity polypeptide 3 (GNAI3), mRNA.FLJ26559; 87U60.00012011 0.00027697 2.02292858

LOC100132323XM_001720619.1LOC100132323 9 PREDICTED: Homo sapiens hypothetical protein LOC100132323 (LOC100132323), mRNA.0.00019707 0.00041484 2.02279729

SNORD3D NR_006882.1 SNORD3D 17 Homo sapiens small nucleolar RNA, C/D box 3D (SNORD3D), small nucleolar RNA.U3-4 4.0471E-09 1.8025E-07 2.02272715

TSPAN13 NM_014399.3 TSPAN13 7 Homo sapiens tetraspanin 13 (TSPAN13), mRNA.FLJ22934; NET-6; TM4SF133.1428E-10 5.6275E-08 2.02270482

FAM43A NM_153690.4 FAM43A 3 Homo sapiens family with sequence similarity 43, member A (FAM43A), mRNA.FLJ90022 9.8641E-05 0.00023725 2.01848755

HBEGF NM_001945.1 HBEGF 5 Homo sapiens heparin-binding EGF-like growth factor (HBEGF), mRNA.DTS; DTSF; HEGFL; DTR5.1412E-07 4.1845E-06 2.01500612

C7orf36 NM_020192.1 C7ORF36 7 Homo sapiens chromosome 7 open reading frame 36 (C7orf36), mRNA.GK003 3.5231E-06 1.7211E-05 2.01372214

KRTAP2-2 XM_496261.2 KRTAP2-2 PREDICTED: Homo sapiens keratin associated protein 2-2 (KRTAP2-2), mRNA.0.0001529 0.00033757 2.01250557

FAM73B NM_032809.2 FAM73B 9 Homo sapiens family with sequence similarity 73, member B (FAM73B), mRNA.C9orf54; FLJ14596; FLJ001990.00033953 0.0006523 2.01136268

LOC645236 XM_928275.1 LOC645236 7 PREDICTED: Homo sapiens similar to similar to RPL23AP7 protein (LOC645236), mRNA.3.5094E-05 0.00010302 2.01068233

KRT18P44 XM_001720462.1KRT18P44 PREDICTED: Homo sapiens keratin 18 pseudogene 44 (KRT18P44), mRNA.0.00957654 0.01106314 2.00850584

PI4KAP1 XM_942088.1 PI4KAP1 22 Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha pseudogene 1 (PI4KAP1), non-coding RNA.FLJ39405 2.3504E-05 7.4747E-05 2.00567486

CENTB2 NM_012287.3 CENTB2 3 Homo sapiens centaurin, beta 2 (CENTB2), mRNA.KIAA0041; CNT-B2; ACAP20.02349867 0.02369855 2.00236072

REEP1 NM_022912.1 REEP1 2 Homo sapiens receptor accessory protein 1 (REEP1), mRNA.SPG31; C2orf23; FLJ131101.1386E-07 1.509E-06 2.00137998

HABP4 NM_014282.1 HABP4 9 Homo sapiens hyaluronan binding protein 4 (HABP4), mRNA.SERBP1L; IHABP4; MGC825; Ki-1/571.9222E-09 1.2681E-07 2.00130519

ARHGEF17 NM_014786.2 ARHGEF17 11 Homo sapiens Rho guanine nucleotide exchange factor (GEF) 17 (ARHGEF17), mRNA.KIAA0337; P164RHOGEF; p164-RhoGEF; FLJ90019; TEM40.0364947 0.03412239 2.00007393

MED26 NM_004831.3 MED26 19 Homo sapiens mediator complex subunit 26 (MED26), mRNA.CRSP70; CRSP7; MED260.00425069 0.00552036 1.99970644

SOX8 NM_014587.2 SOX8 16 Homo sapiens SRY (sex determining region Y)-box 8 (SOX8), mRNA.MGC24837 1.0688E-07 1.4517E-06 1.99844645

SLC29A4 NM_001040661.1SLC29A4 7 Homo sapiens solute carrier family 29 (nucleoside transporters), member 4 (SLC29A4), transcript variant 1, mRNA.PMAT; FLJ34923; ENT41.3754E-08 3.868E-07 1.99621996

LOC221442 NM_001010871.1LOC221442 6 Homo sapiens hypothetical protein LOC221442 (LOC221442), mRNA.FLJ46432 0.04614246 0.04150645 1.9954617

RREB1 NM_001003699.2RREB1 6 Homo sapiens ras responsive element binding protein 1 (RREB1), transcript variant 1, mRNA.0.00227624 0.00323639 1.9942126

CHD3 NM_005852.2 CHD3 17 Homo sapiens chromodomain helicase DNA binding protein 3 (CHD3), transcript variant 3, mRNA.Mi2-ALPHA; Mi-2a; ZFH0.05391932 0.04726155 1.99380028

ERI3 NM_024066.1 ERI3 1 Homo sapiens ERI1 exoribonuclease family member 3 (ERI3), mRNA.MGC2683; PINT1; FLJ229430.00031167 0.00060675 1.99363865

TMEM184A NM_152689.2 TMEM184A 7 Homo sapiens transmembrane protein 184A (TMEM184A), mRNA.MGC9712; FLJ240110.00485478 0.00618586 1.99240245

KLK3 NM_001030050.1KLK3 19 Homo sapiens kallikrein-related peptidase 3 (KLK3), transcript variant 6, mRNA.hK3; APS; PSA; KLK2A10.02387781 0.02401741 1.99122904

SLC31A2 NM_001860.1 SLC31A2 9 Homo sapiens solute carrier family 31 (copper transporters), member 2 (SLC31A2), mRNA.hCTR2; CTR2; COPT20.00025735 0.00051788 1.99121692

CERCAM NM_016174.3 CERCAM 9 Homo sapiens cerebral endothelial cell adhesion molecule (CERCAM), mRNA.CEECAM1; MGC149621; CerCAM; MGC149620; GLT25D30.01751211 0.01841899 1.99121441

IRF2BP2 NM_182972.1 IRF2BP2 1 Homo sapiens interferon regulatory factor 2 binding protein 2 (IRF2BP2), transcript variant 1, mRNA.MGC72189 3.073E-07 2.9243E-06 1.9910623

OGFRL1 NM_024576.3 OGFRL1 6 Homo sapiens opioid growth factor receptor-like 1 (OGFRL1), mRNA.dJ331H24.1; FLJ21079; MGC1027830.00516544 0.00652861 1.98955784

RIPK4 NM_020639.2 RIPK4 21 Homo sapiens receptor-interacting serine-threonine kinase 4 (RIPK4), mRNA.MGC129992; ANKRD3; ANKK2; DIK; PKK; MGC129993; RIP40.00051291 0.00091917 1.98854882

VASN NM_138440.1 VASN 16 Homo sapiens vasorin (VASN), mRNA.SLITL2 5.1217E-09 2.0151E-07 1.98578802

NEDD4L NM_015277.2 NEDD4L 18 Homo sapiens neural precursor cell expressed, developmentally down-regulated 4-like (NEDD4L), mRNA.FLJ33870; KIAA0439; RSP5; hNedd4-28.639E-05 0.0002134 1.985665

LOC649917 XR_036859.1 LOC649917 PREDICTED: Homo sapiens misc_RNA (LOC649917), miscRNA.4.2867E-05 0.00012036 1.98473668

C12orf49 NM_024738.1 C12ORF49 12 Homo sapiens chromosome 12 open reading frame 49 (C12orf49), mRNA.FLJ21415 0.01983629 0.02047091 1.98367884

LOC402509 XM_935493.1 LOC402509 PREDICTED: Homo sapiens similar to solute carrier family 29 (nucleoside transporters), member 4 (LOC402509), mRNA.3.1255E-07 2.9583E-06 1.98336352

PUS3 NM_031307.2 PUS3 11 Homo sapiens pseudouridylate synthase 3 (PUS3), mRNA.FKSG32; FLJ23638; 2610020J05Rik1.5965E-07 1.8778E-06 1.98277667

RHOU NM_021205.4 RHOU 1 Homo sapiens ras homolog gene family, member U (RHOU), mRNA.WRCH1; CDC42L1; hG28K; ARHU; FLJ10616; fJ646B12.2; DJ646B12.20.00026149 0.00052512 1.98097925

CPLX1 NM_006651.3 CPLX1 4 Homo sapiens complexin 1 (CPLX1), mRNA.CPX-I; CPX1 0.00048082 0.00087127 1.97982173

MYCBP2 NM_015057.2 MYCBP2 13 Homo sapiens MYC binding protein 2 (MYCBP2), mRNA.FLJ21597; PAM; FLJ13826; FLJ10106; FLJ21646; DKFZp686M08244; KIAA09162.9787E-07 2.8657E-06 1.97848128

HERC1 NM_003922.2 HERC1 15 Homo sapiens hect (homologous to the E6-AP (UBE3A) carboxyl terminus) domain and RCC1 (CHC1)-like domain (RLD) 1 (HERC1), mRNA.p619; p532 2.2106E-07 2.3145E-06 1.97400766

ZCCHC24 NM_153367.1 ZCCHC24 10 Homo sapiens zinc finger, CCHC domain containing 24 (ZCCHC24), mRNA.FLJ90798 0.00024609 0.00049901 1.97278638

SH3BP5L NM_030645.1 SH3BP5L 1 Homo sapiens SH3-binding domain protein 5-like (SH3BP5L), mRNA.FLJ33845; KIAA17204.0477E-07 3.5093E-06 1.97235505

GHDC NM_032484.3 GHDC 17 Homo sapiens GH3 domain containing (GHDC), mRNA.D11LGP1; LGP1 2.2618E-05 7.2587E-05 1.97227708

HCCS NM_005333.2 HCCS X Homo sapiens holocytochrome c synthase (cytochrome c heme-lyase) (HCCS), mRNA.MCOPS7; DKFZp779I1858; CCHL8.223E-07 5.8091E-06 1.97226243

RMND5B NM_022762.3 RMND5B 5 Homo sapiens required for meiotic nuclear division 5 homolog B (S. cerevisiae) (RMND5B), mRNA.FLJ22318; DKFZp434K09260.00152317 0.00229588 1.97107757

RNU1A3 NR_004430.1 RNU1A3 1 Homo sapiens RNA, U1A3 small nuclear (RNU1A3), small nuclear RNA.HSD1; U1A1 1.6062E-09 1.1365E-07 1.96665606

CTAGE5 NM_203356.1 CTAGE5 14 Homo sapiens CTAGE family, member 5 (CTAGE5), transcript variant 4, mRNA.MEA6; MGEA; MGEA6; MGEA110.00613077 0.00758159 1.96608347

OSGEPL1 NM_022353.1 OSGEPL1 2 Homo sapiens O-sialoglycoprotein endopeptidase-like 1 (OSGEPL1), mRNA.0.00343322 0.00459263 1.9635629

RIT1 NM_006912.3 RIT1 1 Homo sapiens Ras-like without CAAX 1 (RIT1), mRNA.MGC125865; RIBB; RIT; ROC1; MGC1258640.02848954 0.02778031 1.96148922

STX1A NM_004603.1 STX1A 7 Homo sapiens syntaxin 1A (brain) (STX1A), mRNA.HPC-1; STX1; p35-15.021E-09 1.9844E-07 1.96137721

C7orf41 NM_152793.1 C7ORF41 7 Homo sapiens chromosome 7 open reading frame 41 (C7orf41), mRNA.FLJ25903; Ells1 1.3453E-07 1.672E-06 1.96029647

PCYT2 NM_002861.1 PCYT2 17 Homo sapiens phosphate cytidylyltransferase 2, ethanolamine (PCYT2), mRNA.ET 5.359E-06 2.3475E-05 1.95976918

FAM149B1 NM_173348.1 FAM149B1 10 Homo sapiens family with sequence similarity 149, member B1 (FAM149B1), mRNA.4.8685E-06 2.1985E-05 1.95855507

BAIAP2 NM_017450.1 BAIAP2 17 Homo sapiens BAI1-associated protein 2 (BAIAP2), transcript variant 1, mRNA.IRSP53; BAP2 3.5026E-08 6.906E-07 1.95655616

LOC92659 NR_015454.1 LOC92659 17 Homo sapiens hypothetical LOC92659 (LOC92659), non-coding RNA.3.5686E-07 3.2212E-06 1.95390516

LOC643896 NM_001101386.1LOC643896 2 Homo sapiens similar to cAMP-regulated phosphoprotein 19 (LOC643896), mRNA.0.03698928 0.03451861 1.95337726

PPP1R14C NM_030949.1 PPP1R14C 6 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14C (PPP1R14C), mRNA.KEPI; NY-BR-81; CPI17-like7.8899E-08 1.1576E-06 1.95273873

ARHGAP29 NM_004815.2 ARHGAP29 1 Homo sapiens Rho GTPase activating protein 29 (ARHGAP29), mRNA.RP11-255E17.1; PARG10.00268156 0.00370987 1.95050847



5.0 Upreg

GSDMB NM_018530.1 GSDMB 17 Homo sapiens gasdermin B (GSDMB), transcript variant 1, mRNA.PRO2521; PP40523.1449E-09 1.5858E-07 1.95043321

APOBEC3H NM_181773.2 APOBEC3H 22 Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3H (APOBEC3H), mRNA.dJ742C19.2; ARP100.00032622 0.00063032 1.94779118

TBC1D7 NM_016495.2 TBC1D7 6 Homo sapiens TBC1 domain family, member 7 (TBC1D7), mRNA.DKFZp686N2317; PIG51; FLJ32666; dJ257A7.3; TBC72.2986E-07 2.3699E-06 1.94523632

SLC25A44 NM_014655.1 SLC25A44 1 Homo sapiens solute carrier family 25, member 44 (SLC25A44), mRNA.FLJ90431; KIAA0446; RP11-54H19.34.0623E-08 7.488E-07 1.94234885

FTO NM_001080432.1FTO 16 Homo sapiens fat mass and obesity associated (FTO), mRNA.KIAA1752; MGC51490.00020783 0.00043365 1.94098657

KLHL29 XM_001717454.1KLHL29 2 PREDICTED: Homo sapiens kelch-like 29 (Drosophila) (KLHL29), mRNA.2.6264E-08 5.7466E-07 1.9391487

IGHMBP2 NM_002180.1 IGHMBP2 11 Homo sapiens immunoglobulin mu binding protein 2 (IGHMBP2), mRNA.SMARD1; SMUBP2; HMN6; CATF1; FLJ41171; HCSA; FLJ342200.01063453 0.01209115 1.93853179

HSDL1 NM_031463.3 HSDL1 16 Homo sapiens hydroxysteroid dehydrogenase like 1 (HSDL1), mRNA.MGC125994; MGC126032; MGC1259955.257E-06 2.3202E-05 1.93778528

RN5S9 NR_023371.1 RN5S9 1 Homo sapiens RNA, 5S ribosomal 9 (RN5S9), ribosomal RNA.4.6154E-07 3.8567E-06 1.93610213

LASS5 NM_147190.1 LASS5 12 Homo sapiens LAG1 homolog, ceramide synthase 5 (S. cerevisiae) (LASS5), mRNA.Trh4; MGC45411; FLJ253047.8124E-05 0.00019585 1.9302936

MT1X NM_005952.2 MT1X 16 Homo sapiens metallothionein 1X (MT1X), mRNA.MT1; MT-1l 1.0357E-11 7.5725E-09 1.92909033

GMPPB NM_021971.1 GMPPB 3 Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 2, mRNA.KIAA1851 1.4853E-05 5.2107E-05 1.92778293

PCTP NM_021213.1 PCTP 17 Homo sapiens phosphatidylcholine transfer protein (PCTP), mRNA.STARD2 1.421E-06 8.7127E-06 1.92401047

CDC14B NM_033332.1 CDC14B 9 Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) (CDC14B), transcript variant 3, mRNA.CDC14B3; hCDC14B; Cdc14B1; Cdc14B26.0326E-07 4.6512E-06 1.9232374

FOXO1 NM_002015.2 FOXO1 13 Homo sapiens forkhead box O1 (FOXO1), mRNA.FKHR; FKH1; FOXO1A0.00144643 0.002201 1.92109877

STAT3 NM_213662.1 STAT3 17 Homo sapiens signal transducer and activator of transcription 3 (acute-phase response factor) (STAT3), transcript variant 3, mRNA.APRF; FLJ20882; MGC160635.5791E-08 9.1498E-07 1.91971137

SAMD3 NM_001017373.2SAMD3 6 Homo sapiens sterile alpha motif domain containing 3 (SAMD3), transcript variant 1, mRNA.MGC35163; FLJ345630.00017594 0.00037826 1.91887329

IRX3 NM_024336.1 IRX3 16 Homo sapiens iroquois homeobox 3 (IRX3), mRNA.IRX-1 6.6195E-06 2.7657E-05 1.91858171

GNGT1 NM_021955.3 GNGT1 7 Homo sapiens guanine nucleotide binding protein (G protein), gamma transducing activity polypeptide 1 (GNGT1), mRNA.GNG1 0.00319098 0.00431131 1.91772966

LOC389203 XM_371691.4 LOC389203 PREDICTED: Homo sapiens hypothetical gene supported by BC032431 (LOC389203), mRNA.0.01207451 0.01344609 1.91653586

LRRC20 NM_207119.1 LRRC20 10 Homo sapiens leucine rich repeat containing 20 (LRRC20), transcript variant 1, mRNA.FLJ10751; FLJ108441.9768E-08 4.872E-07 1.91413707

CORIN NM_006587.2 CORIN 4 Homo sapiens corin, serine peptidase (CORIN), mRNA.Lrp4; TMPRSS10; MGC119742; CRN; ATC26.0479E-06 2.5772E-05 1.90826454

CYB561D1 NM_182580.2 CYB561D1 1 Homo sapiens cytochrome b-561 domain containing 1 (CYB561D1), transcript variant 2, mRNA.1.1498E-07 1.5125E-06 1.90484571

AKAP8L NM_014371.2 AKAP8L 19 Homo sapiens A kinase (PRKA) anchor protein 8-like (AKAP8L), mRNA.HAP95; NAKAP95; DKFZp434L0650; NAKAP8.308E-05 0.00020638 1.90227481

C11orf74 NM_138787.2 C11ORF74 11 Homo sapiens chromosome 11 open reading frame 74 (C11orf74), mRNA.FLJ38678 1.0935E-08 3.3903E-07 1.90126183

MYLIP NM_013262.3 MYLIP 6 Homo sapiens myosin regulatory light chain interacting protein (MYLIP), mRNA.MIR 4.2411E-09 1.8331E-07 1.89963288

LOC391692 XM_373031.3 LOC391692 4 PREDICTED: Homo sapiens similar to tubulin, beta 8 (LOC391692), mRNA.0.00181055 0.00266272 1.89944468

Hs.402146 HS.402146 1 AGENCOURT_8911223 NIH_MGC_141 Homo sapiens cDNA clone IMAGE:6386615 5, mRNA sequence0.04662533 0.04186784 1.89873568

CLEC11A NM_002975.2 CLEC11A 19 Homo sapiens C-type lectin domain family 11, member A (CLEC11A), mRNA.LSLCL; P47; SCGF; CLECSF32.7249E-06 1.4189E-05 1.89714727

UPLP NM_001114403.1UPLP Homo sapiens uroplakin-like protein (UPLP), mRNA.1.3239E-08 3.7593E-07 1.89702398

C1QTNF6 NM_031910.3 C1QTNF6 22 Homo sapiens C1q and tumor necrosis factor related protein 6 (C1QTNF6), transcript variant 1, mRNA.ZACRP6; CTRP6 0.00721559 0.00868444 1.89640046

C11orf67 NM_024684.2 C11ORF67 11 Homo sapiens chromosome 11 open reading frame 67 (C11orf67), mRNA.FLJ21035; MGC3367; PTD0152.473E-08 5.6212E-07 1.89547456

HIST1H2BM NM_003521.2 HIST1H2BM 6 Homo sapiens histone cluster 1, H2bm (HIST1H2BM), mRNA.H2B/e; H2BFE; dJ160A22.30.02755089 0.02704537 1.89424123

LOC728979 XR_038428.1 LOC728979 PREDICTED: Homo sapiens misc_RNA (LOC728979), miscRNA.0.02466813 0.02472732 1.89269714

RFTN1 NM_015150.1 RFTN1 3 Homo sapiens raftlin, lipid raft linker 1 (RFTN1), mRNA.PIG9; RAFTLIN; KIAA0084; MGC141678; PIB10; MGC44480; MIG2; FLJ238662.517E-05 7.8646E-05 1.88869257

GFOD2 NM_030819.2 GFOD2 16 Homo sapiens glucose-fructose oxidoreductase domain containing 2 (GFOD2), mRNA.FLJ23802; MGC113357.5189E-05 0.00018963 1.88808033

GNB1L NM_053004.1 GNB1L 22 Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 1-like (GNB1L), mRNA.GY2; DGCRK3; WDR14; KIAA1645; WDVCF; FKSG18.1953E-06 3.2463E-05 1.88807692

PCDHGB6 NM_018926.2 PCDHGB6 5 Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript variant 1, mRNA.PCDH-GAMMA-B60.03112389 0.0298645 1.88793402

SEC22B NM_004892.3 SEC22B 1 Homo sapiens SEC22 vesicle trafficking protein homolog B (S. cerevisiae) (SEC22B), mRNA.SEC22L1; ERS-242.0525E-07 2.1908E-06 1.88663767

SNX1 NM_003099.3 SNX1 15 Homo sapiens sorting nexin 1 (SNX1), transcript variant 1, mRNA.SNX1A; Vps5; HsT17379; MGC86640.00411618 0.00538312 1.88326027

LOC441268 NM_001013725.1LOC441268 7 Homo sapiens hypothetical gene supported by BC044942 (LOC441268), mRNA.0.0068097 0.00826852 1.88267738

LEPRE1 NM_022356.2 LEPRE1 1 Homo sapiens leucine proline-enriched proteoglycan (leprecan) 1 (LEPRE1), mRNA.P3H1; MGC117314; GROS11.305E-06 8.1496E-06 1.88266699

VRK3 NM_001025778.1VRK3 19 Homo sapiens vaccinia related kinase 3 (VRK3), transcript variant 2, mRNA.9.932E-05 0.00023868 1.87877899

SIPA1L2 NM_020808.1 SIPA1L2 1 Homo sapiens signal-induced proliferation-associated 1 like 2 (SIPA1L2), mRNA.SPAL2; FLJ23126; KIAA1389; FLJ236324.378E-07 3.7258E-06 1.87864781

TRIM21 NM_003141.3 TRIM21 11 Homo sapiens tripartite motif-containing 21 (TRIM21), mRNA.RNF81; RO52; SSA1; SSA0.00013948 0.00031292 1.8775353

LOC100133999XM_001716785.1LOC100133999 PREDICTED: Homo sapiens hypothetical protein LOC100133999 (LOC100133999), mRNA.0.00385905 0.00508551 1.87489071

C1orf212 NM_138428.2 C1ORF212 1 Homo sapiens chromosome 1 open reading frame 212 (C1orf212), mRNA.FLJ90372; MGC1384360.00196454 0.00284954 1.87459007

CLEC16A NM_015226.1 CLEC16A 16 Homo sapiens C-type lectin domain family 16, member A (CLEC16A), mRNA.KIAA0350; Gop-1; MGC1114573.9444E-08 7.3949E-07 1.87442536

RAB11FIP3 NM_014700.2 RAB11FIP3 16 Homo sapiens RAB11 family interacting protein 3 (class II) (RAB11FIP3), mRNA.KIAA0665; Rab11-FIP36.9811E-06 2.873E-05 1.87433763

RNU1-5 NR_004400.1 RNU1-5 1 Homo sapiens RNA, U1 small nuclear 5 (RNU1-5), small nuclear RNA.HSD4 6.0633E-10 7.2876E-08 1.87082265

ERCC2 NM_000400.2 ERCC2 19 Homo sapiens excision repair cross-complementing rodent repair deficiency, complementation group 2 (xeroderma pigmentosum D) (ERCC2), mRNA.COFS2; EM9; TTD; MGC126218; MGC126219; XPD; MGC1027623.1466E-06 1.574E-05 1.86911126

AMH NM_000479.2 AMH 19 Homo sapiens anti-Mullerian hormone (AMH), mRNA.MIF; MIS 0.00680048 0.00826075 1.86906523

GNG7 NM_052847.1 GNG7 19 Homo sapiens guanine nucleotide binding protein (G protein), gamma 7 (GNG7), mRNA.FLJ00058 6.5864E-08 1.0283E-06 1.86848823

TMEM185A NM_032508.1 TMEM185A X Homo sapiens transmembrane protein 185A (TMEM185A), mRNA.FAM11A; MGC118845; CXorf13; MGC1188444.2366E-05 0.00011948 1.86799893

PIP5K1C NM_012398.1 PIP5K1C 19 Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type I, gamma (PIP5K1C), mRNA.PIP5Kgamma; PIP5K-GAMMA; KIAA05895.4447E-07 4.3468E-06 1.86729942

MAPT NM_016841.2 MAPT 17 Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, mRNA.MTBT2; MAPTL; FTDP-17; DDPAC; MGC138549; TAU; MSTD; FLJ31424; PPND; MTBT14.1255E-06 1.9419E-05 1.86558828

NOXA1 NM_006647.1 NOXA1 9 Homo sapiens NADPH oxidase activator 1 (NOXA1), mRNA.MGC131800; FLJ25475; SDCCAG31; p51NOX; NY-CO-311.9142E-06 1.0892E-05 1.86469544

DST NM_020388.2 DST 6 Homo sapiens dystonin (DST), transcript variant 1eB, mRNA.CATX-15; KIAA0465; KIAA1470; D6S1101; DMH; BPA; BP240; MACF2; BPAG1; DKFZp564B2416; FLJ467910.0020096 0.00290673 1.86384417

LOC728229 XM_943555.1 LOC728229 22 PREDICTED: Homo sapiens hypothetical protein LOC728229, transcript variant 3 (LOC728229), mRNA.0.00098308 0.00158355 1.86059185

ZNF227 NM_182490.1 ZNF227 19 Homo sapiens zinc finger protein 227 (ZNF227), mRNA.0.02781096 0.02726102 1.85969651

PTPN13 NM_080684.1 PTPN13 4 Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 (Fas)-associated phosphatase) (PTPN13), transcript variant 3, mRNA.PTP1E; PNP1; PTP-BL; PTP-BAS; FAP-1; DKFZp686J1497; PTPL1; PTPLE0.00550073 0.00689772 1.85823057

LOC132241 XM_379215.2 LOC132241 3 PREDICTED: Homo sapiens hypothetical protein LOC132241, transcript variant 1 (LOC132241), mRNA.0.00021511 0.00044536 1.85698249

ABCG4 NM_022169.3 ABCG4 11 Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 4 (ABCG4), mRNA.WHITE2 0.0002683 0.00053477 1.85644917

TMEM189 NM_199129.1 TMEM189 20 Homo sapiens transmembrane protein 189 (TMEM189), mRNA.UBE2V1; Kua 7.4349E-09 2.6198E-07 1.85636818

TMEM50A NM_014313.2 TMEM50A 1 Homo sapiens transmembrane protein 50A (TMEM50A), mRNA.SMP1; RP11-335G20.3; IFNRC0.00039995 0.00074855 1.85571952

PGGT1B NM_005023.2 PGGT1B 5 Homo sapiens protein geranylgeranyltransferase type I, beta subunit (PGGT1B), mRNA.BGGI; GGTI 0.02822398 0.02758267 1.85569477

CBY1 NM_015373.3 CBY1 22 Homo sapiens chibby homolog 1 (Drosophila) (CBY1), transcript variant 1, mRNA.PGEA1; arb1; HS508I15A; PIGEA14; C22orf2; CBY; PIGEA-143.9731E-06 1.8864E-05 1.85529675

ST3GAL1 NM_173344.1 ST3GAL1 8 Homo sapiens ST3 beta-galactoside alpha-2,3-sialyltransferase 1 (ST3GAL1), transcript variant 1, mRNA.Gal-NAc6S; ST3O; ST3GalA; SIATFL; ST3GalA.1; 1; ST3GalIA; SIAT4A; MGC91830.00387845 0.00510877 1.85518468

SCARNA8 NR_003009.1 SCARNA8 9 Homo sapiens small Cajal body-specific RNA 8 (SCARNA8), guide RNA.U92 3.7491E-09 1.7685E-07 1.85511963

PIK3C3 NM_002647.2 PIK3C3 18 Homo sapiens phosphoinositide-3-kinase, class 3 (PIK3C3), mRNA.MGC61518; Vps346.166E-06 2.6123E-05 1.85411236
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ZSCAN16 NM_025231.1 ZSCAN16 6 Homo sapiens zinc finger and SCAN domain containing 16 (ZSCAN16), mRNA.ZNF392; ZNF435; FLJ22191; dJ265C24.30.03196366 0.03055335 1.85382563

PMS2L4 NR_022007.1 PMS2L4 7 Homo sapiens postmeiotic segregation increased 2-like 4 pseudogene (PMS2L4), non-coding RNA.1.46E-06 8.8711E-06 1.85249283

SMAD2 XM_930034.1 SMAD2 18 Homo sapiens SMAD family member 2 (SMAD2), transcript variant 2, mRNA.hMAD-2; JV18; hSMAD2; MGC22139; MGC34440; MADH2; MADR2; JV18-10.02638808 0.02612604 1.85015951

TYSND1 NM_173555.1 TYSND1 10 Homo sapiens trypsin domain containing 1 (TYSND1), transcript variant 2, mRNA.FLJ40378; MGC34695; MGC1319341.0574E-05 3.9714E-05 1.84762305

KIAA1602 XM_035497.14KIAA1602 12 Homo sapiens KIAA1602 (KIAA1602), mRNA.FP1193 0.00016363 0.0003567 1.84649982

AMOT NM_133265.2 AMOT X Homo sapiens angiomotin (AMOT), transcript variant 2, mRNA.KIAA1071 0.00031279 0.00060838 1.84475136

C10orf118 NM_018017.2 C10ORF118 10 Homo sapiens chromosome 10 open reading frame 118 (C10orf118), mRNA.MGC118918; FLJ10188; FLJ353010.00185236 0.00271193 1.84399161

C11orf60 NM_020153.2 C11ORF60 11 Homo sapiens chromosome 11 open reading frame 60 (C11orf60), mRNA.C11orf2; FLJ218270.03068064 0.02951666 1.8439846

VPS16 NM_080413.1 VPS16 20 Homo sapiens vacuolar protein sorting 16 homolog (S. cerevisiae) (VPS16), transcript variant 1, mRNA.hVPS16 3.981E-07 3.4721E-06 1.84326547

ING5 XM_941026.1 ING5 PREDICTED: Homo sapiens inhibitor of growth family, member 5 (ING5), mRNA.0.00184905 0.00270799 1.84255119

HLA-DMA NM_006120.2 HLA-DMA 6 Homo sapiens major histocompatibility complex, class II, DM alpha (HLA-DMA), mRNA.HLADM; RING6; DMA; D6S222E7.0309E-07 5.184E-06 1.84159315

MPPE1 NM_023075.3 MPPE1 18 Homo sapiens metallophosphoesterase 1 (MPPE1), mRNA.1.742E-05 5.9197E-05 1.83916146

C16orf93 NM_001014979.1C16ORF93 16 Homo sapiens chromosome 16 open reading frame 93 (C16orf93), mRNA.MGC104706 1.5556E-06 9.3359E-06 1.83841738

WDR44 NM_019045.3 WDR44 X Homo sapiens WD repeat domain 44 (WDR44), mRNA.DKFZp686L20145; RAB11BP; MGC26781; RPH110.00035259 0.00067252 1.83743875

PDPK1 NM_002613.3 PDPK1 16 Homo sapiens 3-phosphoinositide dependent protein kinase-1 (PDPK1), transcript variant 2, mRNA.MGC20087; MGC35290; PDK1; PRO0461; PkB-like; PkB-like 10.00035417 0.00067524 1.83383305

SLC25A42 NM_178526.1 SLC25A42 19 Homo sapiens solute carrier family 25, member 42 (SLC25A42), mRNA.MGC26694 8.3757E-06 3.2969E-05 1.83383056

POLR2L NM_021128.3 POLR2L 11 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide L, 7.6kDa (POLR2L), mRNA.hsRPB10b; RPABC5; RBP10; RPB10beta; RPB7.6; RPB10; hRPB7.68.3458E-07 5.8581E-06 1.83296339

GRPR NM_005314.2 GRPR X Homo sapiens gastrin-releasing peptide receptor (GRPR), mRNA.0.00315506 0.00426935 1.83280042

RHBDL3 NM_138328.2 RHBDL3 17 Homo sapiens rhomboid, veinlet-like 3 (Drosophila) (RHBDL3), mRNA.RHBDL4; FLJ45582; MGC119300; MGC119301; VRHO2.6019E-06 1.3695E-05 1.83187026

HSPA12A XM_945467.1 HSPA12A PREDICTED: Homo sapiens heat shock 70kDa protein 12A, transcript variant 4 (HSPA12A), mRNA.4.866E-06 2.1985E-05 1.82952226

TSPAN33 NM_178562.2 TSPAN33 7 Homo sapiens tetraspanin 33 (TSPAN33), mRNA.MGC50844; PEN1.8219E-05 6.1317E-05 1.82912491

CDKN1C NM_000076.1 CDKN1C 11 Homo sapiens cyclin-dependent kinase inhibitor 1C (p57, Kip2) (CDKN1C), mRNA.BWCR; p57; BWS; KIP2; WBS0.00051743 0.00092594 1.82845034

PEX6 NM_000287.2 PEX6 6 Homo sapiens peroxisomal biogenesis factor 6 (PEX6), mRNA.PAF-2; PAF2; PXAAA14.7997E-06 2.1752E-05 1.82775548

FYCO1 NM_024513.1 FYCO1 3 Homo sapiens FYVE and coiled-coil domain containing 1 (FYCO1), mRNA.FLJ13335; RUFY3; ZFYVE7; MGC126517; MGC1265196.6369E-08 1.0307E-06 1.82374029

SRPK2 NM_182692.1 SRPK2 7 Homo sapiens SFRS protein kinase 2 (SRPK2), transcript variant 1, mRNA.FLJ36101; SFRSK20.04808423 0.04298432 1.82032075

NKX3-1 NM_006167.2 NKX3-1 8 Homo sapiens NK3 homeobox 1 (NKX3-1), mRNA.NKX3A; BAPX2; NKX3; NKX3.12.1617E-07 2.2851E-06 1.81988065

LONP2 NM_031490.2 LONP2 16 Homo sapiens lon peptidase 2, peroxisomal (LONP2), mRNA.LONP; MGC4840; LONPL9.3252E-05 0.00022683 1.81919192

COL7A1 NM_000094.2 COL7A1 3 Homo sapiens collagen, type VII, alpha 1 (epidermolysis bullosa, dystrophic, dominant and recessive) (COL7A1), mRNA.EBR1; EBD1; EBDCT2.2732E-05 7.2845E-05 1.81821077

ADAT1 NM_012091.2 ADAT1 16 Homo sapiens adenosine deaminase, tRNA-specific 1 (ADAT1), mRNA.HADAT1 0.0004253 0.00078742 1.81784947

KIAA1468 NM_020854.2 KIAA1468 18 Homo sapiens KIAA1468 (KIAA1468), mRNA.HsT885; HsT3308; FLJ338411.6715E-05 5.7378E-05 1.81564295

WWTR1 NM_015472.3 WWTR1 3 Homo sapiens WW domain containing transcription regulator 1 (WWTR1), mRNA.TAZ; DKFZP586I14190.00915444 0.01066256 1.81358029

NBPF14 NM_015383.1 NBPF14 1 Homo sapiens neuroblastoma breakpoint family, member 14 (NBPF14), mRNA.RP3-328E19.1; DJ328E19.C1.1; NBPF; FLJ350320.00084721 0.00139594 1.81341729

CITED2 NM_006079.3 CITED2 6 Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 2 (CITED2), transcript variant 1, mRNA.P35SRJ; MRG1 4.6712E-09 1.9333E-07 1.81330859

IRS2 NM_003749.2 IRS2 13 Homo sapiens insulin receptor substrate 2 (IRS2), mRNA.3.2097E-05 9.5237E-05 1.81051938

Hs.130036 HS.130036 14 Homo sapiens cDNA FLJ42306 fis, clone TRACH20016463.0039E-06 1.5208E-05 1.80686783

RBBP5 NM_005057.2 RBBP5 1 Homo sapiens retinoblastoma binding protein 5 (RBBP5), mRNA.RBQ3; SWD1 0.00011547 0.00026867 1.80503794

PINX1 NM_017884.3 PINX1 8 Homo sapiens PIN2-interacting protein 1 (PINX1), mRNA.LPTS; MGC8850; FLJ20565; LPTL0.00043493 0.00080187 1.80430455

RABL4 NM_006860.2 RABL4 22 Homo sapiens RAB, member of RAS oncogene family-like 4 (RABL4), mRNA.RAYL 3.2282E-06 1.603E-05 1.80016085

ZNF473 NM_015428.1 ZNF473 19 Homo sapiens zinc finger protein 473 (ZNF473), transcript variant 1, mRNA.HZFP100; ZN4730.00030841 0.0006016 1.79877026

SPTY2D1 NM_194285.2 SPTY2D1 11 Homo sapiens SPT2, Suppressor of Ty, domain containing 1 (S. cerevisiae) (SPTY2D1), mRNA.DKFZp686I068; DKFZp686F1942; FLJ394410.00357122 0.00474899 1.79813009

C2orf56 NM_144736.3 C2ORF56 2 Homo sapiens chromosome 2 open reading frame 56 (C2orf56), transcript variant 3, mRNA.PRO1853 1.113E-07 1.5E-06 1.79573934

TRAK1 NM_014965.2 TRAK1 3 Homo sapiens trafficking protein, kinesin binding 1 (TRAK1), mRNA.OIP106 0.00432905 0.0056014 1.79534371

NPEPL1 NM_024663.3 NPEPL1 20 Homo sapiens aminopeptidase-like 1 (NPEPL1), mRNA.FLJ42065; FLJ11583; bA261P9.21.4988E-06 9.0503E-06 1.79291626

Hs.284464 HS.284464 10 AGENCOURT_6795541 NIH_MGC_47 Homo sapiens cDNA clone IMAGE:5802062 5, mRNA sequence0.05688184 0.04942378 1.79272109

TMEM120A NM_031925.1 TMEM120A 7 Homo sapiens transmembrane protein 120A (TMEM120A), mRNA.TMPIT 5.6872E-07 4.4793E-06 1.7917124

GLB1L2 NM_138342.2 GLB1L2 11 Homo sapiens galactosidase, beta 1-like 2 (GLB1L2), mRNA.MST114; MSTP1144.5058E-06 2.0731E-05 1.79143892

DKK1 NM_012242.2 DKK1 10 Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKK1), mRNA.DKK-1; SK 7.8505E-10 8.5037E-08 1.79086108

RNF216L NR_023385.1 RNF216L 7 Homo sapiens ring finger protein 216-like (RNF216L), transcript variant 3, non-coding RNA.0.00019331 0.00040959 1.7902738

SNORA7B XM_930024.1 SNORA7B 3 Homo sapiens small nucleolar RNA, H/ACA box 7B (SNORA7B), small nucleolar RNA.ACA7B 0.00145475 0.00221174 1.79011846

SKAP2 NM_003930.3 SKAP2 7 Homo sapiens src kinase associated phosphoprotein 2 (SKAP2), mRNA.RA70; SCAP2; SAPS; MGC33304; MGC10411; SKAP55R; PRAP; SKAP-HOM1.3403E-06 8.3227E-06 1.79010627

LOC643035 XM_931999.1 LOC643035 1 PREDICTED: Homo sapiens similar to CG33096-PB, isoform B, transcript variant 3 (LOC643035), mRNA.5.3149E-05 0.0001434 1.78819149

RBM43 NM_198557.2 RBM43 2 Homo sapiens RNA binding motif protein 43 (RBM43), mRNA.0.01683064 0.01781758 1.7875158

CNFN NM_032488.2 CNFN 19 Homo sapiens cornifelin (CNFN), mRNA.PLAC8L2 4.3732E-06 2.0302E-05 1.78674912

LOC729495 XR_015564.1 LOC729495 22 PREDICTED: Homo sapiens similar to hCG1999863 (LOC729495), mRNA.1.3881E-06 8.5648E-06 1.78399233

ARRDC3 NM_020801.1 ARRDC3 5 Homo sapiens arrestin domain containing 3 (ARRDC3), mRNA.TLIMP; KIAA13760.01576415 0.01682251 1.78375358

LRRC6 NM_012472.3 LRRC6 8 Homo sapiens leucine rich repeat containing 6 (LRRC6), mRNA.LRTP; TSLRP 0.00110437 0.00174999 1.78307246

PSMA2 NM_002787.3 PSMA2 7 Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 2 (PSMA2), mRNA.HC3; MU; PSC2; PMSA21.7315E-07 1.9705E-06 1.78236449

ACSL1 NM_001995.2 ACSL1 4 Homo sapiens acyl-CoA synthetase long-chain family member 1 (ACSL1), mRNA.FACL2; LACS; FACL1; ACS1; LACS2; LACS13.5598E-05 0.00010415 1.78152158

LOC401677 XM_497272.2 LOC401677 PREDICTED: Homo sapiens similar to eukaryotic translation elongation factor 1 alpha 2 (LOC401677), mRNA.0.03967443 0.03659239 1.7794714

BAMBI NM_012342.2 BAMBI 10 Homo sapiens BMP and activin membrane-bound inhibitor homolog (Xenopus laevis) (BAMBI), mRNA.NMA 8.78E-10 8.5595E-08 1.77927977

CD163L1 NM_174941.4 CD163L1 12 Homo sapiens CD163 molecule-like 1 (CD163L1), mRNA.M160; CD163B 3.9534E-06 1.878E-05 1.77794899

WIPI1 NM_017983.3 WIPI1 Homo sapiens WD repeat domain, phosphoinositide interacting 1 (WIPI1), mRNA.WIPI49; FLJ10055; Atg181.3485E-06 8.3555E-06 1.77702505

CENPT NM_025082.3 CENPT 16 Homo sapiens centromere protein T (CENPT), mRNA.FLJ13111; CENP-T; FLJ43376; C16orf563.688E-06 1.777E-05 1.77700872

CBR4 NM_032783.3 CBR4 4 Homo sapiens carbonyl reductase 4 (CBR4), mRNA.FLJ14431 5.5128E-06 2.3981E-05 1.77642579

FAM54B NM_019557.5 FAM54B 1 Homo sapiens family with sequence similarity 54, member B (FAM54B), transcript variant 1, mRNA.HYST1888; MST116; MSTP1160.00156071 0.0023428 1.77565382

SEC22A NM_012430.2 SEC22A 3 Homo sapiens SEC22 vesicle trafficking protein homolog A (S. cerevisiae) (SEC22A), mRNA.SEC22L2 1.1403E-06 7.3786E-06 1.77355929

APBB3 NM_006051.2 APBB3 5 Homo sapiens amyloid beta (A4) precursor protein-binding, family B, member 3 (APBB3), transcript variant 3, mRNA.MGC87674; SRA; MGC150555; FE65L22.6146E-09 1.4338E-07 1.77308337

ALAS1 NM_000688.4 ALAS1 3 Homo sapiens aminolevulinate, delta-, synthase 1 (ALAS1), transcript variant 1, mRNA.MIG4; ALAS3; ALAS; ALASH0.00585141 0.00727509 1.77295741

DIP2A NM_206889.1 DIP2A 21 Homo sapiens DIP2 disco-interacting protein 2 homolog A (Drosophila) (DIP2A), transcript variant 2, mRNA.DIP2; C21orf1060.00032009 0.00062052 1.77257362

PTPRU NM_005704.3 PTPRU 1 Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), transcript variant 3, mRNA.GLEPP1; hPTP-J; PTPPSI; PCP-2; FMI; PTP-PI; R-PTP-PSI; PTPRO; PTP; FLJ37530; PTPU2; PTP-J8.721E-05 0.00021476 1.77092028



5.0 Upreg

DNM2 NM_004945.2 DNM2 19 Homo sapiens dynamin 2 (DNM2), transcript variant 3, mRNA.CMTDI1; CMTDIB; DYNII; DYN2; DI-CMTB1.3552E-05 4.8336E-05 1.77084057

GAA NM_000152.2 GAA 17 Homo sapiens glucosidase, alpha; acid (GAA), transcript variant 1, mRNA.LYAG 1.8828E-05 6.3003E-05 1.77061504

LOC646786 XM_929738.1 LOC646786 6 PREDICTED: Homo sapiens similar to Afadin (AF-6 protein) (LOC646786), mRNA.0.00019734 0.00041521 1.76952311

TLE6 NM_024760.1 TLE6 19 Homo sapiens transducin-like enhancer of split 6 (E(sp1) homolog, Drosophila) (TLE6), mRNA.FLJ14009; MGC14966; GRG60.00047684 0.00086585 1.76947335

C7orf20 XM_946081.1 C7ORF20 PREDICTED: Homo sapiens chromosome 7 open reading frame 20, transcript variant 8 (C7orf20), mRNA.0.00429521 0.00556583 1.76874342

FBXO4 NM_012176.2 FBXO4 5 Homo sapiens F-box protein 4 (FBXO4), transcript variant 2, mRNA.FLJ10141; DKFZp547N213; FBX40.04288404 0.0390316 1.76836537

MAP1LC3B NM_022818.3 MAP1LC3B 16 Homo sapiens microtubule-associated protein 1 light chain 3 beta (MAP1LC3B), mRNA.MAP1A/1BLC3 1.6636E-09 1.1584E-07 1.7671998

AK1 NM_000476.1 AK1 9 Homo sapiens adenylate kinase 1 (AK1), mRNA.3.2025E-06 1.5947E-05 1.76539663

CDK5 NM_004935.2 CDK5 7 Homo sapiens cyclin-dependent kinase 5 (CDK5), mRNA.PSSALRE 5.54E-08 9.1026E-07 1.76212432

MT2A NM_005953.2 MT2A 16 Homo sapiens metallothionein 2A (MT2A), mRNA.MT2 8.1619E-08 1.1856E-06 1.7616702

CSAG3B NM_001080848.1CSAG3B Homo sapiens CSAG family, member 3B (CSAG3B), mRNA.CSAG2 6.3147E-05 0.00016411 1.76140568

RFX6 NM_173560.1 RFX6 6 Homo sapiens regulatory factor X, 6 (RFX6), mRNA.dJ955L16.1; MGC334420.05733242 0.04972664 1.76047476

RCOR2 NM_173587.2 RCOR2 11 Homo sapiens REST corepressor 2 (RCOR2), mRNA.8.7452E-05 0.00021529 1.75894538

NRBF2 NM_030759.3 NRBF2 10 Homo sapiens nuclear receptor binding factor 2 (NRBF2), mRNA.COPR2; COPR1; NRBF-2; FLJ30395; DKFZp564C16642.9596E-05 8.9113E-05 1.75768456

SNRK NM_017719.3 SNRK 3 Homo sapiens SNF related kinase (SNRK), mRNA.HSNFRK; DKFZp779A1866; FLJ20224; KIAA00964.512E-07 3.8066E-06 1.75766561

FAM190B NM_018999.2 FAM190B 10 Homo sapiens family with sequence similarity 190, member B (FAM190B), mRNA.FLJ14262; Gcap14; FLJ25809; bA486O22.11.0433E-05 3.9304E-05 1.75660401

C3orf39 NM_032806.4 C3ORF39 3 Homo sapiens chromosome 3 open reading frame 39 (C3orf39), mRNA.AGO61; FLJ145662.2516E-06 1.224E-05 1.7539765

PLSCR4 NM_020353.1 PLSCR4 3 Homo sapiens phospholipid scramblase 4 (PLSCR4), mRNA.7.6761E-05 0.00019303 1.75350983

RABAC1 NM_006423.1 RABAC1 19 Homo sapiens Rab acceptor 1 (prenylated) (RABAC1), mRNA.PRAF1; PRA1; YIP32.5924E-06 1.3669E-05 1.75350636

CHD2 NM_001271.1 CHD2 15 Homo sapiens chromodomain helicase DNA binding protein 2 (CHD2), mRNA.DKFZp781D17270.01171971 0.01312429 1.75336855

KDM5B NM_006618.3 KDM5B 1 Homo sapiens lysine (K)-specific demethylase 5B (KDM5B), mRNA.FLJ23670; FLJ12491; RBBP2H1A; KDM5B; PLU-1; FLJ12459; FLJ10538; FLJ16281; PUT11.0092E-06 6.7644E-06 1.75207346

CBLB NM_170662.3 CBLB 3 Homo sapiens Cas-Br-M (murine) ecotropic retroviral transforming sequence b (CBLB), mRNA.DKFZp779F1443; FLJ41152; DKFZp779A0729; FLJ36865; RNF56; Nbla00127; DKFZp686J102230.00031194 0.00060701 1.75172749

WFS1 NM_006005.2 WFS1 4 Homo sapiens Wolfram syndrome 1 (wolframin) (WFS1), mRNA.DFNA14; DIDMOAD; WFRS; WOLFRAMIN; DFNA6; WFS; DFNA382.5068E-09 1.447E-07 1.75139191

ARL3 NM_004311.2 ARL3 10 Homo sapiens ADP-ribosylation factor-like 3 (ARL3), mRNA.ARFL3 1.5586E-05 5.418E-05 1.75089516

PLEKHB2 NM_017958.1 PLEKHB2 2 Homo sapiens pleckstrin homology domain containing, family B (evectins) member 2 (PLEKHB2), transcript variant 2, mRNA.EVT2; FLJ20783 6.9881E-06 2.8745E-05 1.74973288

NAGK NM_017567.2 NAGK 2 Homo sapiens N-acetylglucosamine kinase (NAGK), mRNA.GNK; HSA2429103.6059E-08 6.9687E-07 1.74770444

IFI6 NM_002038.2 IFI6 1 Homo sapiens interferon, alpha-inducible protein 6 (IFI6), transcript variant 3, mRNA.IFI-6-16; 6-16; IFI616; G1P3; FAM14C6.2761E-09 2.3634E-07 1.74622456

PHTF1 NM_006608.1 PHTF1 1 Homo sapiens putative homeodomain transcription factor 1 (PHTF1), mRNA.PHTF 7.3311E-06 2.9724E-05 1.74521198

LOC100131512XM_001722891.1LOC100131512 PREDICTED: Homo sapiens hypothetical protein LOC100131512 (LOC100131512), mRNA.0.01578152 0.01683695 1.7449691

LOC100129744XM_001715569.1LOC100129744 PREDICTED: Homo sapiens hypothetical LOC100129744 (LOC100129744), mRNA.0.02355884 0.02374558 1.74485975

RAPGEF2 NM_014247.2 RAPGEF2 4 Homo sapiens Rap guanine nucleotide exchange factor (GEF) 2 (RAPGEF2), mRNA. XM_944403 XM_944410 XM_944412RA-GEF; PDZGEF1; Rap-GEP; CNrasGEF; Rap GEP; PDZ-GEF18.1518E-07 5.7821E-06 1.74270781

TPMT NM_000367.2 TPMT 6 Homo sapiens thiopurine S-methyltransferase (TPMT), mRNA.1.0363E-06 6.8781E-06 1.73840204

LQK1 XR_041452.1 LQK1 1 PREDICTED: Homo sapiens misc_RNA (LQK1), miscRNA.6.8583E-05 0.00017585 1.73771054

GCA NM_012198.2 GCA 2 Homo sapiens grancalcin, EF-hand calcium binding protein (GCA), mRNA.GCL 1.5734E-07 1.8631E-06 1.73519756

TUBG2 NM_016437.1 TUBG2 17 Homo sapiens tubulin, gamma 2 (TUBG2), mRNA.MGC131994 1.3187E-06 8.2116E-06 1.73500735

ATG2A NM_015104.1 ATG2A 11 Homo sapiens ATG2 autophagy related 2 homolog A (S. cerevisiae) (ATG2A), mRNA.MGC117153; KIAA04042.2314E-05 7.1741E-05 1.73309636

PRRG1 NM_000950.1 PRRG1 X Homo sapiens proline rich Gla (G-carboxyglutamic acid) 1 (PRRG1), mRNA.PRGP1 3.271E-05 9.673E-05 1.73266648

SDCCAG8 NM_006642.1 SDCCAG8 1 Homo sapiens serologically defined colon cancer antigen 8 (SDCCAG8), mRNA.HSPC085; NY-CO-8; CCCAP0.02764374 0.02711832 1.73215778

CGNL1 NM_032866.3 CGNL1 15 Homo sapiens cingulin-like 1 (CGNL1), mRNA.MGC138254; JACOP; KIAA1749; FLJ149577.2869E-06 2.9559E-05 1.73157396

HDLBP NM_005336.2 HDLBP 2 Homo sapiens high density lipoprotein binding protein (HDLBP), transcript variant 1, mRNA.HBP; VGL; FLJ16432; PRO29000.00834906 0.0098487 1.73148745

ZBTB46 NM_025224.2 ZBTB46 20 Homo sapiens zinc finger and BTB domain containing 46 (ZBTB46), mRNA.BTBD4; ZNF340; FLJ13502; RINZF; dJ583P15.8; dJ583P15.72.211E-05 7.1165E-05 1.7308049

DHDH NM_014475.2 DHDH 19 Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA.HUM2DD 1.1307E-05 4.1929E-05 1.72958986

TXNDC3 NM_016616.2 TXNDC3 7 Homo sapiens thioredoxin domain containing 3 (spermatozoa) (TXNDC3), mRNA.SPTRX2; CILD6; NME80.02305193 0.02330963 1.72908223

TRAPPC9 NM_031466.3 TRAPPC9 8 Homo sapiens trafficking protein particle complex 9 (TRAPPC9), mRNA.IBP; KIAA1882; T1; MGC4769; MGC47375.1935E-05 0.0001409 1.72863442

TGOLN2 NM_006464.2 TGOLN2 2 Homo sapiens trans-golgi network protein 2 (TGOLN2), mRNA.TGN51; MGC14722; TGN48; TGN38; TGN46; TTGN27.4038E-07 5.3687E-06 1.7247806

ARFIP1 NM_001025593.1ARFIP1 4 Homo sapiens ADP-ribosylation factor interacting protein 1 (ARFIP1), transcript variant 2, mRNA.MGC117369; HSU525213.3281E-05 9.812E-05 1.72443595

ATE1 NM_007041.2 ATE1 10 Homo sapiens arginyltransferase 1 (ATE1), transcript variant 2, mRNA.MGC26724 0.00102632 0.00164383 1.72252589

TP53INP1 NM_033285.2 TP53INP1 8 Homo sapiens tumor protein p53 inducible nuclear protein 1 (TP53INP1), mRNA.TP53INP1A; Teap; p53DINP1; TP53DINP1; SIP; FLJ22139; DKFZp434M1317; TP53INP1B3.4217E-07 3.1338E-06 1.72186288

GPS2 NM_004489.4 GPS2 17 Homo sapiens G protein pathway suppressor 2 (GPS2), mRNA.MGC104294; MGC119288; MGC119289; MGC119287; AMF-11.2399E-07 1.5882E-06 1.71952421

TNFAIP1 NM_021137.3 TNFAIP1 17 Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) (TNFAIP1), mRNA.EDP1; B61; B12; MGC23173.037E-07 2.909E-06 1.71826797

C7orf70 XM_935791.1 C7ORF70 7 Homo sapiens chromosome 7 open reading frame 70 (C7orf70), mRNA.2.339E-07 2.3975E-06 1.71656259

STX12 NM_177424.1 STX12 1 Homo sapiens syntaxin 12 (STX12), mRNA.STX14; MGC51957; STX131.0367E-05 3.9155E-05 1.71602211

DDIT4L NM_145244.2 DDIT4L 4 Homo sapiens DNA-damage-inducible transcript 4-like (DDIT4L), mRNA.Rtp801L; REDD28.0105E-08 1.1734E-06 1.71546872

BCL6 NM_001706.2 BCL6 3 Homo sapiens B-cell CLL/lymphoma 6 (zinc finger protein 51) (BCL6), transcript variant 1, mRNA.ZBTB27; ZNF51; LAZ3; BCL6A; BCL58.0707E-06 3.2143E-05 1.71428847

FAM108A2 XM_001724669.1FAM108A2 PREDICTED: Homo sapiens family with sequence similarity 108, member A2 (FAM108A2), mRNA.4.7485E-06 2.1542E-05 1.71321465

AP1B1 NM_145730.1 AP1B1 22 Homo sapiens adaptor-related protein complex 1, beta 1 subunit (AP1B1), transcript variant 2, mRNA.CLAPB2; ADTB1; BAM22; AP105A4.7697E-07 3.9444E-06 1.71319569

ARFGAP1 NM_175609.1 ARFGAP1 20 Homo sapiens ADP-ribosylation factor GTPase activating protein 1 (ARFGAP1), transcript variant 1, mRNA.ARF1GAP; HRIHFB2281; MGC399241.0552E-05 3.9651E-05 1.71300012

LOC220686 NM_199283.4 LOC220686 22 Homo sapiens hypothetical protein LOC220686 (LOC220686), mRNA.6.8653E-05 0.00017597 1.71282516

GLCE NM_015554.1 GLCE 15 Homo sapiens glucuronic acid epimerase (GLCE), mRNA.KIAA0836; HSEPI2.0892E-08 5.036E-07 1.71131661

KISS1R NM_032551.3 KISS1R 19 Homo sapiens KISS1 receptor (KISS1R), mRNA.HOT7T175; AXOR12; GPR540.00102832 0.00164614 1.70849566

CXADR NM_001338.3 CXADR 21 Homo sapiens coxsackie virus and adenovirus receptor (CXADR), mRNA.CAR; HCAR 4.6199E-08 8.0586E-07 1.70589748

ZNF419 NM_024691.2 ZNF419 19 Homo sapiens zinc finger protein 419 (ZNF419), transcript variant 6, mRNA.ZNF419A; FLJ232330.00031939 0.00061931 1.70493372

F8A1 NM_012151.3 F8A1 X Homo sapiens coagulation factor VIII-associated (intronic transcript) 1 (F8A1), mRNA.DXS522E; HAP40; F8A0.02580218 0.02560954 1.70146198

SUV420H1 NM_016028.4 SUV420H1 11 Homo sapiens suppressor of variegation 4-20 homolog 1 (Drosophila) (SUV420H1), transcript variant 2, mRNA.MGC21161; MGC703; MGC118906; KMT5B; CGI-85; CGI85; MGC1189090.00085807 0.00141171 1.70099274

TMEM188 NM_153261.3 TMEM188 16 Homo sapiens transmembrane protein 188 (TMEM188), mRNA.C16orf69; FLJ38101; DKFZp313D24162.493E-06 1.3241E-05 1.70021496

LASS4 NM_024552.1 LASS4 19 Homo sapiens LAG1 homolog, ceramide synthase 4 (LASS4), mRNA.FLJ12089; Trh1; CerS40.01921245 0.01991376 1.69973678

POLG2 NM_007215.2 POLG2 17 Homo sapiens polymerase (DNA directed), gamma 2, accessory subunit (POLG2), mRNA.POLB; MTPOLB; POLGB; PEOA4; HP556.1046E-06 2.595E-05 1.69920128

RAB4B NM_016154.2 RAB4B Homo sapiens RAB4B, member RAS oncogene family (RAB4B), mRNA.MGC52123 0.02370701 0.02387025 1.69845971

LOC100129203XM_001718910.1LOC100129203 PREDICTED: Homo sapiens similar to mCG50504 (LOC100129203), mRNA.0.04226526 0.03857243 1.6978906

Hs.19339 HS.19339 3 Homo sapiens cDNA clone IMAGE:52631774.3717E-07 3.724E-06 1.69619148



5.0 Upreg

MTMR14 NM_022485.2 MTMR14 3 Homo sapiens myotubularin related protein 14 (MTMR14), transcript variant 2, mRNA.FLJ22405; C3orf29; hEDTP; FLJ903111.789E-07 2.0099E-06 1.69538031

TMEM205 NM_198536.1 TMEM205 19 Homo sapiens transmembrane protein 205 (TMEM205), mRNA.UNQ501; MGC1108583.9587E-10 5.887E-08 1.69428702

CXorf40B NM_001013845.1CXORF40B X Homo sapiens chromosome X open reading frame 40B (CXorf40B), mRNA.5.1813E-06 2.2937E-05 1.6942061

EPHA10 NM_001099439.1EPHA10 1 Homo sapiens EPH receptor A10 (EPHA10), transcript variant 3, mRNA.MGC43817; FLJ33655; FLJ161030.02174129 0.02213484 1.69405552

HCCA2 NM_053005.2 HCCA2 11 Homo sapiens HCCA2 protein (HCCA2), mRNA.MOB2 2.4774E-05 7.7714E-05 1.69268505

LMBRD1 NM_018368.2 LMBRD1 6 Homo sapiens LMBR1 domain containing 1 (LMBRD1), mRNA.bA810I22.1; RP11-810I22.1; FLJ11240; C6orf2091.8379E-08 4.6607E-07 1.69127167

DNAH1 NM_015512.3 DNAH1 3 Homo sapiens dynein, axonemal, heavy chain 1 (DNAH1), mRNA.HDHC7; HL11; HL-11; XLHSRF-1; DNAHC10.05254217 0.04616976 1.69074983

ACAD8 NM_014384.1 ACAD8 11 Homo sapiens acyl-Coenzyme A dehydrogenase family, member 8 (ACAD8), mRNA.ACAD-8 1.339E-06 8.3206E-06 1.68982305

STRBP NM_018387.2 STRBP 9 Homo sapiens spermatid perinuclear RNA binding protein (STRBP), mRNA.DKFZp434N214; FLJ14223; SPNR; FLJ14984; MGC21529; MGC3405; FLJ113077.8851E-05 0.00019722 1.68838554

C12orf4 NM_020374.2 C12ORF4 12 Homo sapiens chromosome 12 open reading frame 4 (C12orf4), mRNA.FLJ23899; FLJ211580.02958367 0.02867828 1.68509022

MORN2 NM_194270.1 MORN2 2 Homo sapiens MORN repeat containing 2 (MORN2), mRNA.MGC126131; BLOCK27; MGC126132; MOPT; MGC1261308.307E-06 3.2743E-05 1.68406709

LOC730820 NM_030759.1 LOC730820 PREDICTED: Homo sapiens similar to nuclear receptor binding factor 2 (LOC730820), mRNA.9.8448E-07 6.6496E-06 1.68216913

GALNT3 NM_004482.2 GALNT3 2 Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 3 (GalNAc-T3) (GALNT3), mRNA.DKFZp686C10199; MGC61909; GalNAc-T3; HFTC; HHS0.04282808 0.03898875 1.68180376

MOSPD1 NM_019556.1 MOSPD1 X Homo sapiens motile sperm domain containing 1 (MOSPD1), mRNA.DJ473B4 1.6577E-05 5.7016E-05 1.68150457

LGMN NM_005606.5 LGMN 14 Homo sapiens legumain (LGMN), transcript variant 2, mRNA.AEP; LGMN1; PRSC15.8351E-08 9.4634E-07 1.68138011

KLRAQ1 NM_001135629.1KLRAQ1 2 Homo sapiens KLRAQ motif containing 1 (KLRAQ1), transcript variant 1, mRNA.0.00061236 0.00106394 1.68082341

BCOR NM_017745.4 BCOR X Homo sapiens BCL6 co-repressor (BCOR), transcript variant 1, mRNA.MGC131961; KIAA1575; FLJ20285; MGC71031; MCOPS2; FLJ38041; MAA2; ANOP22.8743E-06 1.474E-05 1.68066402

SERINC3 NM_198941.1 SERINC3 20 Homo sapiens serine incorporator 3 (SERINC3), transcript variant 2, mRNA.TMS-1; TDE; SBBI99; DIFF33; TDE1; AIGP11.4563E-05 5.1397E-05 1.68061869

CLYBL NM_138280.3 CLYBL 13 Homo sapiens citrate lyase beta like (CLYBL), transcript variant 1, mRNA.bA134O15.1; CLB2.5148E-07 2.5275E-06 1.68016759

PVRL2 NM_001042724.1PVRL2 19 Homo sapiens poliovirus receptor-related 2 (herpesvirus entry mediator B) (PVRL2), transcript variant delta, mRNA.PVRR2; HVEB; PRR2; CD1123.5319E-06 1.7235E-05 1.67983112

LOC651991 XM_945086.1 LOC651991 PREDICTED: Homo sapiens hypothetical protein LOC651991 (LOC651991), mRNA.0.03764863 0.03504446 1.67953358

GRAMD4 NM_015124.2 GRAMD4 22 Homo sapiens GRAM domain containing 4 (GRAMD4), mRNA.KIAA0767; MGC90497; MGC149847; dJ439F8.1; dA59H18.10.00069814 0.00118528 1.67947904

LOC644988 XR_017586.2 LOC644988 17 PREDICTED: Homo sapiens misc_RNA (LOC644988), miscRNA.7.3024E-07 5.3215E-06 1.67784074

LOC143666 NM_002020.1 LOC143666 11 PREDICTED: Homo sapiens hypothetical protein LOC143666 (LOC143666), mRNA.8.0711E-06 3.2131E-05 1.67704817

TMEM208 NM_014187.3 TMEM208 16 Homo sapiens transmembrane protein 208 (TMEM208), mRNA.HSPC171 5.275E-06 2.3223E-05 1.67356018

LOC730060 XM_001126170.1LOC730060 PREDICTED: Homo sapiens hypothetical LOC730060 (LOC730060), mRNA.0.01698261 0.01795679 1.67273516

NME7 NM_013330.3 NME7 1 Homo sapiens non-metastatic cells 7, protein expressed in (nucleoside-diphosphate kinase) (NME7), transcript variant 1, mRNA.nm23-H7; FLJ371941.9335E-07 2.1074E-06 1.6719244

IFT52 NM_016004.2 IFT52 20 Homo sapiens intraflagellar transport 52 homolog (Chlamydomonas) (IFT52), mRNA.NGD5; CGI-53; C20orf9; dJ1028D15.10.00017964 0.00038424 1.67180685

BTBD10 NM_032320.4 BTBD10 11 Homo sapiens BTB (POZ) domain containing 10 (BTBD10), mRNA.MGC13007; GMRP-1; GMRP11.7342E-07 1.9685E-06 1.67165079

LCAP XM_927025.1 LCAP X Homo sapiens lung carcinoma-associated protein (LCAP), mRNA.0.01144291 0.01286356 1.67145399

SAMD4B NM_018028.2 SAMD4B 19 Homo sapiens sterile alpha motif domain containing 4B (SAMD4B), mRNA.FLJ10211; SMGB; MGC998320.00036373 0.00069018 1.6714011

OXSM NM_017897.1 OXSM 3 Homo sapiens 3-oxoacyl-ACP synthase, mitochondrial (OXSM), nuclear gene encoding mitochondrial protein, mRNA.FLJ20604; FASN2D; KS1.9815E-06 1.1159E-05 1.67134257

GBF1 NM_004193.1 GBF1 10 Homo sapiens golgi-specific brefeldin A resistant guanine nucleotide exchange factor 1 (GBF1), mRNA.KIAA0248; MGC134878; FLJ21500; MGC134877; FLJ212630.00022041 0.00045417 1.67114018

CXorf57 NM_018015.3 CXORF57 X Homo sapiens chromosome X open reading frame 57 (CXorf57), mRNA.RP11-647M7.1; FLJ10178; FLJ141914.8798E-06 2.2024E-05 1.6678353

CYTH3 NM_004227.3 CYTH3 7 Homo sapiens cytohesin 3 (CYTH3), mRNA.GRP1; ARNO3 0.00068955 0.00117295 1.66765841

TSPAN31 NM_005981.3 TSPAN31 12 Homo sapiens tetraspanin 31 (TSPAN31), mRNA.SAS 0.00075842 0.00127309 1.66598476

ZNF35 NM_003420.2 ZNF35 3 Homo sapiens zinc finger protein 35 (ZNF35), mRNA.Zfp105; HF.10; HF100.00043849 0.00080623 1.66535985

Hs.363526 HS.363526 8 Homo sapiens cDNA clone IMAGE:48376501.3396E-07 1.6695E-06 1.66412686

MORC2 NM_014941.1 MORC2 22 Homo sapiens MORC family CW-type zinc finger 2 (MORC2), mRNA.ZCW3; ZCWCC1 7.9861E-06 3.1835E-05 1.66183114

CCDC128 NM_152994.2 CCDC128 2 Homo sapiens coiled-coil domain containing 128 (CCDC128), mRNA.MGC111781; FLJ165663.728E-06 1.7913E-05 1.66181457

ELOVL7 NM_024930.1 ELOVL7 5 Homo sapiens ELOVL family member 7, elongation of long chain fatty acids (yeast) (ELOVL7), mRNA.FLJ23563 0.00517975 0.00654292 1.66149501

SORT1 NM_002959.4 SORT1 1 Homo sapiens sortilin 1 (SORT1), mRNA.NT3; Gp95 2.3877E-07 2.4388E-06 1.65914486

CEP68 NM_015147.1 CEP68 2 Homo sapiens centrosomal protein 68kDa (CEP68), mRNA.FLJ25920; KIAA05820.00545516 0.00684547 1.65766875

THBS3 NM_007112.3 THBS3 1 Homo sapiens thrombospondin 3 (THBS3), mRNA.MGC119564; TSP3; MGC1195650.02915862 0.02831943 1.65683062

C2orf64 NM_001008215.1C2ORF64 2 Homo sapiens chromosome 2 open reading frame 64 (C2orf64), mRNA.6330578E17Rik; MGC521101.4376E-06 8.7779E-06 1.65564639

LOC730389 XM_001726418.1LOC730389 7 PREDICTED: Homo sapiens hypothetical LOC730389 (LOC730389), mRNA.0.03172151 0.03036819 1.65520003

PIGH NM_004569.2 PIGH 14 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class H (PIGH), mRNA.GPI-H 2.3205E-06 1.2529E-05 1.65484391

CCBL2 NM_001008661.1CCBL2 1 Homo sapiens cysteine conjugate-beta lyase 2 (CCBL2), transcript variant 1, mRNA.DKFZp547N1117; RBM1; RP11-82K18.3; MGC9398; RP4-531M19.2; RBMXL1; DKFZp667D0223; KAT30.0210741 0.02155813 1.65411757

AZI1 NM_014984.1 AZI1 17 Homo sapiens 5-azacytidine induced 1 (AZI1), transcript variant 1, mRNA.AZ1; Cep131 6.5957E-07 4.9675E-06 1.6535942

FER NM_005246.1 FER 5 Homo sapiens fer (fps/fes related) tyrosine kinase (FER), mRNA.TYK3 1.9344E-06 1.0971E-05 1.65218036

LOC100130935XM_001727014.1LOC100130935 PREDICTED: Homo sapiens similar to CSAG family, member 2 (LOC100130935), mRNA.0.04571918 0.0412229 1.65092293

STIM2 NM_020860.2 STIM2 4 Homo sapiens stromal interaction molecule 2 (STIM2), mRNA.KIAA1482; FLJ395270.00041009 0.00076459 1.65067659

IGSF3 NM_001542.2 IGSF3 1 Homo sapiens immunoglobulin superfamily, member 3 (IGSF3), transcript variant 1, mRNA.V8; EWI-3; MGC1171641.669E-08 4.3454E-07 1.65008264

PBX3 NM_006195.4 PBX3 9 Homo sapiens pre-B-cell leukemia homeobox 3 (PBX3), mRNA.7.2406E-06 2.9439E-05 1.64990456

PEX16 NM_004813.1 PEX16 11 Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, mRNA.2.3187E-05 7.3954E-05 1.64848162

FAM176A NM_001135032.1FAM176A 2 Homo sapiens family with sequence similarity 176, member A (FAM176A), transcript variant 1, mRNA.0.00101867 0.00163366 1.64830967

EXT2 NM_000401.2 EXT2 11 Homo sapiens exostoses (multiple) 2 (EXT2), transcript variant 1, mRNA.SOTV 1.8092E-06 1.0437E-05 1.64805308

BIK NM_001197.3 BIK 22 Homo sapiens BCL2-interacting killer (apoptosis-inducing) (BIK), mRNA.NBK; BIP1; BP4 4.2091E-07 3.6277E-06 1.64745539

PRAF2 NM_007213.1 PRAF2 X Homo sapiens PRA1 domain family, member 2 (PRAF2), mRNA.JM4 1.6988E-06 9.9769E-06 1.64577359

LOC653051 XM_925795.1 LOC653051 17 PREDICTED: Homo sapiens similar to double C2-like domains, beta (LOC653051), mRNA.0.05371356 0.04709531 1.64554096

ANKDD1A NM_182703.2 ANKDD1A 15 Homo sapiens ankyrin repeat and death domain containing 1A (ANKDD1A), mRNA.MGC120306; FLJ25870; MGC120307; MGC1203055.8723E-07 4.5637E-06 1.64540226

KIAA0562 NM_014704.2 KIAA0562 1 Homo sapiens KIAA0562 (KIAA0562), mRNA.RP1-286D6.4; GlyBP0.00446507 0.00575279 1.64520881

TTPAL NM_024331.2 TTPAL 20 Homo sapiens tocopherol (alpha) transfer protein-like (TTPAL), transcript variant 2, mRNA.DKFZp686E0870; MGC24701.2165E-05 4.4565E-05 1.64445791

SENP5 NM_152699.4 SENP5 3 Homo sapiens SUMO1/sentrin specific peptidase 5 (SENP5), mRNA.MGC27076; DKFZp564O1016; FLJ423981.4319E-06 8.7489E-06 1.64294109

PARD3 NM_019619.2 PARD3 10 Homo sapiens par-3 partitioning defective 3 homolog (C. elegans) (PARD3), mRNA.SE2-5T2; PAR3alpha; ASIP; Bazooka; PAR3; Baz; SE2-5L16; PARD3A; FLJ21015; SE2-5LT10.03014582 0.02913631 1.64256048

SERINC1 NM_020755.2 SERINC1 6 Homo sapiens serine incorporator 1 (SERINC1), mRNA.TDE2; KIAA1253; TDE1L; TMS-20.00040455 0.00075553 1.64195078

LOC729101 NM_144981.1 LOC729101 11 PREDICTED: Homo sapiens misc_RNA (LOC729101), miscRNA.0.00014199 0.00031758 1.64122419

MARK3 NM_002376.4 MARK3 14 Homo sapiens MAP/microtubule affinity-regulating kinase 3 (MARK3), mRNA.CTAK1; KP78; PAR1A0.00020983 0.00043658 1.64090772

GJB5 NM_005268.2 GJB5 1 Homo sapiens gap junction protein, beta 5, 31.1kDa (GJB5), mRNA.CX31.1 0.00155761 0.00233975 1.6407928

BET1 NM_005868.3 BET1 7 Homo sapiens blocked early in transport 1 homolog (S. cerevisiae) (BET1), mRNA.HBET1; DKFZp781C04250.00365844 0.00484955 1.63990626



5.0 Upreg

RIC8B NM_018157.1 RIC8B 12 Homo sapiens resistance to inhibitors of cholinesterase 8 homolog B (C. elegans) (RIC8B), mRNA.hSyn; FLJ10620; MGC39476; RIC84.272E-05 0.00012006 1.63875336

GBA2 XM_944300.1 GBA2 9 Homo sapiens glucosidase, beta (bile acid) 2 (GBA2), mRNA.AD035; KIAA1605; MGC16895; DKFZp762K0540.00496881 0.00631465 1.63855474

ATP6V0D1 NM_004691.3 ATP6V0D1 16 Homo sapiens ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d1 (ATP6V0D1), mRNA.VPATPD; ATP6DV; VMA6; P39; ATP6D; VATX1.2779E-06 8.0142E-06 1.63766508

GPAM NM_020918.2 GPAM 10 Homo sapiens glycerol-3-phosphate acyltransferase, mitochondrial (GPAM), nuclear gene encoding mitochondrial protein, mRNA.GPAT1; MGC26846; KIAA1560; RP11-426E5.27.4563E-07 5.3978E-06 1.63676158

SYN2 NM_003178.3 SYN2 3 Homo sapiens synapsin II (SYN2), transcript variant IIb, mRNA.SYNIIa; SYNII; SYNIIb0.0017454 0.00257987 1.63584665

NUS1 NM_138459.3 NUS1 6 Homo sapiens nuclear undecaprenyl pyrophosphate synthase 1 homolog (S. cerevisiae) (NUS1), mRNA.NgBR; C6orf68; MGC7199; MGC117249; MGC:71990.04137103 0.03787057 1.63514088

CD99L2 NM_134445.2 CD99L2 X Homo sapiens CD99 molecule-like 2 (CD99L2), transcript variant 3, mRNA.CD99B; DKFZp761H2024; MIC2L17.2673E-06 2.9506E-05 1.63495829

MGC72104 NM_207350.1 MGC72104 20 Homo sapiens similar to FRG1 protein (FSHD region gene 1 protein) (MGC72104), mRNA.3.0051E-06 1.5206E-05 1.63367463

ACPL2 NM_152282.2 ACPL2 3 Homo sapiens acid phosphatase-like 2 (ACPL2), mRNA.FLJ23751 2.576E-06 1.3616E-05 1.63233727

Hs.107418 HS.107418 5 Homo sapiens cDNA FLJ41853 fis, clone NT2RI30041616.0842E-05 0.00015959 1.63160384

FOXD2 NM_004474.2 FOXD2 1 Homo sapiens forkhead box D2 (FOXD2), mRNA.FREAC-9; FKHL17; FREAC97.1052E-05 0.00018107 1.63082651

STK11IP NM_052902.1 STK11IP 2 Homo sapiens serine/threonine kinase 11 interacting protein (STK11IP), mRNA.STK11IP1; KIAA1898; LKB1IP; LIP10.00179519 0.00264412 1.62900504

RHOB NM_004040.2 RHOB 2 Homo sapiens ras homolog gene family, member B (RHOB), mRNA.ARH6; MST081; MSTP081; RHOH6; ARHB1.8125E-10 3.8788E-08 1.62888638

ENPP4 NM_014936.3 ENPP4 6 Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative function) (ENPP4), mRNA.KIAA0879; NPP40.00011528 0.00026829 1.62634285

GDPD1 NM_182569.1 GDPD1 17 Homo sapiens glycerophosphodiester phosphodiesterase domain containing 1 (GDPD1), mRNA.FLJ27503; UGPQ; FLJ37451; MGC35046; GDE40.0019273 0.00280665 1.62626022

MTE NM_175621.2 MTE Homo sapiens metallothionein E (MTE), mRNA.MT1I 2.6885E-11 1.2415E-08 1.62510119

C8orf47 NM_173549.1 C8ORF47 8 Homo sapiens chromosome 8 open reading frame 47 (C8orf47), mRNA.FLJ39553 0.00293021 0.00400213 1.62488449

KBTBD11 NM_014867.1 KBTBD11 8 Homo sapiens kelch repeat and BTB (POZ) domain containing 11 (KBTBD11), mRNA.KIAA0711; KLHDC7C2.2266E-07 2.323E-06 1.62463314

BTBD12 NM_032444.2 BTBD12 16 Homo sapiens BTB (POZ) domain containing 12 (BTBD12), mRNA.KIAA1987; KIAA17840.00065213 0.00112017 1.62432657

B4GALNT4 NM_178537.3 B4GALNT4 11 Homo sapiens beta-1,4-N-acetyl-galactosaminyl transferase 4 (B4GALNT4), mRNA.Beta4GalNAc-T4; FLJ25045; NGalNAc-T10.0078479 0.00932775 1.62363448

MST1 NM_020998.2 MST1 3 Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) (MST1), mRNA.HGFL; NF15S2; MSP; DNF15S2; D3F15S22.2949E-06 1.2422E-05 1.62282008

MGC39900 XM_936687.1 MGC39900 PREDICTED: Homo sapiens hypothetical protein MGC39900 (MGC39900), mRNA.2.6085E-05 8.0816E-05 1.6225144

SELM NM_080430.2 SELM 22 Homo sapiens selenoprotein M (SELM), mRNA.MGC40146; SEPM1.0701E-06 7.0544E-06 1.62234266

APITD1 NM_198544.2 APITD1 1 Homo sapiens apoptosis-inducing, TAF9-like domain 1 (APITD1), transcript variant B, mRNA.MGC32686; CENP-S; CENPS2.2634E-05 7.261E-05 1.62228548

ANKRD49 NM_017704.2 ANKRD49 11 Homo sapiens ankyrin repeat domain 49 (ANKRD49), mRNA.FGIF; FLJ20189; GBIF; FLJ204410.00635426 0.0078008 1.6214496

SLC9A1 NM_003047.2 SLC9A1 1 Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), member 1 (SLC9A1), mRNA.APNH; FLJ42224; NHE11.3131E-05 4.7217E-05 1.62089219

LOC730993 XR_038168.1 LOC730993 PREDICTED: Homo sapiens misc_RNA (LOC730993), miscRNA.0.00510393 0.00646483 1.62051588

GFI1 NM_005263.2 GFI1 1 Homo sapiens growth factor independent 1 transcription repressor (GFI1), mRNA.ZNF163 0.00443354 0.00571469 1.61947818

PLEKHG4 NM_015432.2 PLEKHG4 16 Homo sapiens pleckstrin homology domain containing, family G (with RhoGef domain) member 4 (PLEKHG4), mRNA.puratrophin1; DKFZP434I216; SCA42.5121E-05 7.8521E-05 1.61768816

Hs.572219 HS.572219 CM3-MT0357-260101-690-b10 MT0357 Homo sapiens cDNA, mRNA sequence6.3031E-06 2.6575E-05 1.61705152

QSOX1 NM_002826.4 QSOX1 1 Homo sapiens quiescin Q6 sulfhydryl oxidase 1 (QSOX1), transcript variant 1, mRNA.QSCN6; FLJ34858; Q6; QSOX16.6257E-07 4.9644E-06 1.61669845

C14orf82 XM_944991.1 C14ORF82 PREDICTED: Homo sapiens chromosome 14 open reading frame 82 (C14orf82), mRNA.0.01818757 0.01899961 1.61305458

LOC653583 XM_928224.1 LOC653583 19 PREDICTED: Homo sapiens similar to pleckstrin homology-like domain, family B, member 1 (LOC653583), mRNA.0.03533339 0.03322422 1.61195438

PDLIM3 NM_014476.1 PDLIM3 4 Homo sapiens PDZ and LIM domain 3 (PDLIM3), mRNA.DKFZp686L0362; ALP5.242E-05 0.00014196 1.61166313

SLC25A29 NM_001039355.1SLC25A29 14 Homo sapiens solute carrier family 25, member 29 (SLC25A29), nuclear gene encoding mitochondrial protein, mRNA.CACL; C14orf69; FLJ389750.00843353 0.00993232 1.61125507

SMYD3 NM_022743.1 SMYD3 1 Homo sapiens SET and MYND domain containing 3 (SMYD3), mRNA.bA74P14.1; ZMYND1; ZNFN3A1; FLJ21080; MGC1043244.0034E-08 7.442E-07 1.61071227

CRIPAK NM_175918.2 CRIPAK 4 Homo sapiens cysteine-rich PAK1 inhibitor (CRIPAK), mRNA.FLJ34443 2.0733E-05 6.7927E-05 1.60865013

TMEM184B NM_012264.3 TMEM184B 22 Homo sapiens transmembrane protein 184B (TMEM184B), mRNA.DKFZp686N1150; DKFZP586A1024; FM08; DKFZp686F07174; HS5O6A; C22orf52.0786E-06 1.1565E-05 1.60796779

RHBDD1 NM_032276.2 RHBDD1 2 Homo sapiens rhomboid domain containing 1 (RHBDD1), mRNA.DKFZp547E052; MGC1172580.00012786 0.00029206 1.60781301

HOXB2 NM_002145.2 HOXB2 17 Homo sapiens homeobox B2 (HOXB2), mRNA.HOX2H; HOX2; K8; Hox-2.80.04838235 0.04318042 1.60633378

NELF NM_015537.3 NELF 9 Homo sapiens nasal embryonic LHRH factor (NELF), mRNA.RP11-48C7.1; MGC1253693.1795E-08 6.4876E-07 1.60630183

SLC31A1 NM_001859.2 SLC31A1 9 Homo sapiens solute carrier family 31 (copper transporters), member 1 (SLC31A1), mRNA.hCTR1; COPT1; MGC75487; CTR10.00010848 0.00025586 1.60543594

C3orf31 NM_138807.2 C3ORF31 3 Homo sapiens chromosome 3 open reading frame 31 (C3orf31), mRNA.MGC16471; DKFZp434E05192.737E-05 8.4083E-05 1.60288075

ZSCAN21 NM_145914.2 ZSCAN21 7 Homo sapiens zinc finger and SCAN domain containing 21 (ZSCAN21), mRNA.NY-REN-21; DKFZp686H10254; Zipro1; ZSCAN21; DKFZp434L134; ZNF380.0027579 0.00379693 1.60012004

MXD4 NM_006454.2 MXD4 4 Homo sapiens MAX dimerization protein 4 (MXD4), mRNA.MSTP149; MAD4; MST1491.652E-07 1.9147E-06 1.59917585

RIN3 NM_024832.3 RIN3 14 Homo sapiens Ras and Rab interactor 3 (RIN3), mRNA.FLJ11700; FLJ22439; DKFZp762H16130.0412589 0.03777581 1.5991062

FBXL20 NM_032875.1 FBXL20 17 Homo sapiens F-box and leucine-rich repeat protein 20 (FBXL20), mRNA.Fbl2; MGC15482; Fbl20; SCR0.02410756 0.02422907 1.59780842

RIMBP3C NM_001128633.1RIMBP3C 22 Homo sapiens RIMS binding protein 3C (RIMBP3C), mRNA.0.03943035 0.03641321 1.59720915

POLM NM_013284.1 POLM 7 Homo sapiens polymerase (DNA directed), mu (POLM), mRNA.Tdt-N 0.01005054 0.01151972 1.59703706

SGSM3 NM_015705.4 SGSM3 22 Homo sapiens small G protein signaling modulator 3 (SGSM3), mRNA.MAP; DKFZp761D051; RUTBC3; RUSC30.00494076 0.00628356 1.59684479

CSAG3A NM_203311.1 CSAG3A X Homo sapiens CSAG family, member 3A (CSAG3A), mRNA.MGC17065 3.75E-05 0.00010834 1.5964903

UBTD2 NM_152277.1 UBTD2 5 Homo sapiens ubiquitin domain containing 2 (UBTD2), mRNA.MGC30022; DCUBP; DC-UbP0.03278231 0.03116273 1.59576506

AFTPH NM_017657.3 AFTPH 2 Homo sapiens aftiphilin (AFTPH), transcript variant 2, mRNA.MGC33965; FLJ23793; Nbla10388; FLJ200802.4237E-05 7.6413E-05 1.59523006

DENND5B NM_144973.2 DENND5B 12 Homo sapiens DENN/MADD domain containing 5B (DENND5B), mRNA.FLJ41648; DKFZp686P1174; FLJ433331.133E-05 4.1998E-05 1.59342737

MTMR9 NM_015458.3 MTMR9 8 Homo sapiens myotubularin related protein 9 (MTMR9), mRNA.LIP-STYX; C8orf9; DKFZp434K171; MTMR8; MGC1266725.3728E-07 4.3051E-06 1.5921391

NPHP3 NM_153240.3 NPHP3 3 Homo sapiens nephronophthisis 3 (adolescent) (NPHP3), mRNA.FLJ30691; FLJ36696; DKFZp781K1312; DKFZp667K242; NPH3; KIAA20000.00011688 0.00027116 1.59174619

PRKCZ NM_001033581.1PRKCZ 1 Homo sapiens protein kinase C, zeta (PRKCZ), transcript variant 2, mRNA.PKC2 0.00016914 0.00036633 1.59093014

SBF1 NM_002972.1 SBF1 22 Homo sapiens SET binding factor 1 (SBF1), transcript variant 1, mRNA.DKFZp761D0422; MTMR5; MGC997009.6076E-09 3.1691E-07 1.5907906

HADHA NM_000182.3 HADHA 2 Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), alpha subunit (HADHA), nuclear gene encoding mitochondrial protein, mRNA.LCHAD; MGC1728; HADH; TP-ALPHA; MTPA; GBP0.00128669 0.00199389 1.5905521

LOC440731 XM_933693.1 LOC440731 1 PREDICTED: Homo sapiens hypothetical LOC440731, transcript variant 2 (LOC440731), mRNA.5.399E-07 4.3221E-06 1.58951367

UTP14C NM_021645.4 UTP14C 13 Homo sapiens UTP14, U3 small nucleolar ribonucleoprotein, homolog C (yeast) (UTP14C), mRNA.UTP14B; KIAA0266; MGC104971; 2700066J21Rik2.7139E-06 1.4148E-05 1.58926894

KIF3B NM_004798.2 KIF3B 20 Homo sapiens kinesin family member 3B (KIF3B), mRNA.HH0048; KIAA03594.6031E-07 3.8501E-06 1.58676976

FAM103A1 NM_031452.2 FAM103A1 15 Homo sapiens family with sequence similarity 103, member A1 (FAM103A1), mRNA.HsT19360; C15orf18; MGC102778; MGC25603.2227E-07 3.0112E-06 1.58286227

AGGF1 NM_018046.3 AGGF1 5 Homo sapiens angiogenic factor with G patch and FHA domains 1 (AGGF1), mRNA.VG5Q; FLJ10283; HUS84971; GPATCH7; HSU84971; GPATC74.4383E-05 0.00012386 1.58190847

SKIV2L NM_006929.4 SKIV2L 6 Homo sapiens superkiller viralicidic activity 2-like (S. cerevisiae) (SKIV2L), mRNA.SKIV2; DDX13; SKI2W; SKI2; 170A; HLP1.4985E-05 5.2444E-05 1.58142017

UBE2CBP NM_198920.1 UBE2CBP 6 Homo sapiens ubiquitin-conjugating enzyme E2C binding protein (UBE2CBP), mRNA.YJR141W; MGC126587; H10BH; C6orf157; DKFZp434A1520; MGC1265610.01749885 0.01841167 1.58132127

LRRC45 NM_144999.2 LRRC45 17 Homo sapiens leucine rich repeat containing 45 (LRRC45), mRNA.MGC20806 0.00028409 0.00056128 1.58097394

IDH3G NM_004135.2 IDH3G X Homo sapiens isocitrate dehydrogenase 3 (NAD+) gamma (IDH3G), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.H-IDHG 1.6721E-06 9.8662E-06 1.57891514

SCAND1 NM_033630.1 SCAND1 20 Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 2, mRNA.RAZ1; SDP1 5.2627E-07 4.2558E-06 1.5782445

39327 NM_019106.4 39327 22 Homo sapiens septin 3 (SEPT3), transcript variant B, mRNA.SEP3; MGC133218; bK250D10.31.2E-06 7.6851E-06 1.57680196
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RANBP10 NM_020850.1 RANBP10 16 Homo sapiens RAN binding protein 10 (RANBP10), mRNA.KIAA1464; FLJ311657.0528E-05 0.00017989 1.57672236

LIPA NM_000235.2 LIPA 10 Homo sapiens lipase A, lysosomal acid, cholesterol esterase (LIPA), transcript variant 2, mRNA.CESD; LAL 2.2985E-09 1.3719E-07 1.5765898

NPC1 NM_000271.1 NPC1 18 Homo sapiens Niemann-Pick disease, type C1 (NPC1), mRNA.NPC 3.555E-08 6.9469E-07 1.57575751

HLA-DRB3 NM_022555.3 HLA-DRB3 6 Homo sapiens major histocompatibility complex, class II, DR beta 3 (HLA-DRB3), mRNA.MGC117330; HLA-DR3B2.3722E-05 7.5275E-05 1.57566142

CCDC53 NM_016053.1 CCDC53 12 Homo sapiens coiled-coil domain containing 53 (CCDC53), mRNA.CGI-116 1.1911E-05 4.3763E-05 1.57562727

RAD9A NM_004584.2 RAD9A 11 Homo sapiens RAD9 homolog A (S. pombe) (RAD9A), mRNA.RAD9 0.00059156 0.00103538 1.57516231

ELK4 NM_001973.2 ELK4 1 Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), transcript variant a, mRNA.SAP1 0.01779031 0.01864901 1.57375818

C4orf48 NM_001141936.1C4ORF48 4 Homo sapiens chromosome 4 open reading frame 48 (C4orf48), mRNA.3.8483E-05 0.00011041 1.57322753

C17orf95 NM_001080510.2C17ORF95 17 Homo sapiens chromosome 17 open reading frame 95 (C17orf95), mRNA.3.0284E-06 1.5271E-05 1.5718798

SLC7A11 NM_014331.2 SLC7A11 4 Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ system) member 11 (SLC7A11), mRNA.CCBR1; xCT 0.00150232 0.00227108 1.57156856

DGCR2 NM_005137.1 DGCR2 22 Homo sapiens DiGeorge syndrome critical region gene 2 (DGCR2), mRNA.SEZ-12; IDD; DKFZp686I1730; KIAA0163; DGS-C; LAN1.1816E-06 7.5954E-06 1.57059507

ATP5G3 NM_001002256.1ATP5G3 2 Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, subunit C3 (subunit 9) (ATP5G3), nuclear gene encoding mitochondrial protein, transcript variant 3, mRNA.MGC125738; P30.00881467 0.0103175 1.5697854

C2orf42 NM_017880.1 C2ORF42 2 Homo sapiens chromosome 2 open reading frame 42 (C2orf42), mRNA.FLJ20558 4.976E-05 0.00013614 1.56799394

ZNF74 NM_003426.1 ZNF74 22 Homo sapiens zinc finger protein 74 (ZNF74), transcript variant 2, transcribed RNA.Zfp520; ZNF520; Cos520.05008 0.04437058 1.56702307

POR NM_000941.1 POR 7 Homo sapiens P450 (cytochrome) oxidoreductase (POR), mRNA.CPR; FLJ26468; P450R; DKFZp686G04235; CYPOR6.9033E-07 5.1286E-06 1.56679893

CCNO NM_021147.2 CCNO 5 Homo sapiens cyclin O (CCNO), mRNA.UDG2; UNG2; CCNU; FLJ224226.8883E-09 2.477E-07 1.56675637

BCORL1 NM_021946.2 BCORL1 X Homo sapiens BCL6 co-repressor-like 1 (BCORL1), mRNA.FLJ11362; B930011H20Rik0.01269236 0.01401495 1.56643848

GNPDA2 NM_138335.1 GNPDA2 4 Homo sapiens glucosamine-6-phosphate deaminase 2 (GNPDA2), mRNA.SB52 0.00331567 0.00445645 1.56568117

KLF9 NM_001206.2 KLF9 9 Homo sapiens Kruppel-like factor 9 (KLF9), mRNA.BTEB; BTEB1 1.2946E-05 4.6646E-05 1.56523193

LOC645489 XM_928514.1 LOC645489 8 PREDICTED: Homo sapiens hypothetical protein LOC645489 (LOC645489), mRNA.0.00013158 0.00029831 1.56357292

LOC653297 XM_926730.1 LOC653297 X PREDICTED: Homo sapiens similar to CSAG family, member 2 (LOC653297), mRNA.0.0001291 0.00029413 1.56309782

KIAA0913 NM_015037.1 KIAA0913 10 Homo sapiens KIAA0913 (KIAA0913), mRNA.FLJ34302 3.3785E-08 6.7217E-07 1.56302641

C6orf85 NM_021945.4 C6ORF85 6 Homo sapiens chromosome 6 open reading frame 85 (C6orf85), mRNA.DKFZP434F011; FLJ221741.9593E-06 1.1091E-05 1.56170291

C14orf129 NM_016472.3 C14ORF129 14 Homo sapiens chromosome 14 open reading frame 129 (C14orf129), mRNA.HSPC210; GSKIP; MGC49455.3301E-07 4.2905E-06 1.56123764

LOC100133578XM_001714539.1LOC100133578 PREDICTED: Homo sapiens similar to acetylserotonin O-methyltransferase-like (LOC100133578), mRNA.0.00126956 0.00196943 1.56099193

TMEM30A NM_018247.2 TMEM30A 6 Homo sapiens transmembrane protein 30A (TMEM30A), mRNA.FLJ10856; C6orf67; CDC50A3.4462E-06 1.693E-05 1.5599497

ANKFY1 NM_020740.1 ANKFY1 17 Homo sapiens ankyrin repeat and FYVE domain containing 1 (ANKFY1), transcript variant 2, mRNA.KIAA1255; DKFZp686M19106; ANKHZN; ZFYVE140.00010527 0.00025017 1.55838146

HFE NM_000410.3 HFE 6 Homo sapiens hemochromatosis (HFE), transcript variant 1, mRNA.MGC103790; HFE1; HLA-H; HH; dJ221C16.10.10.00125477 0.00195235 1.55687938

UBL3 NM_007106.2 UBL3 13 Homo sapiens ubiquitin-like 3 (UBL3), mRNA.DKFZP434K151; PNSC1; HCG-1; FLJ320185.8644E-05 0.00015456 1.55656833

SNORD83B NR_000028.1 SNORD83B 22 Homo sapiens small nucleolar RNA, C/D box 83B (SNORD83B), small nucleolar RNA.U83B; RNU83B 0.00030467 0.00059589 1.5559892

MYEOV NM_138768.2 MYEOV 11 Homo sapiens myeloma overexpressed (in a subset of t(11;14) positive multiple myelomas) (MYEOV), mRNA.OCIM 3.0643E-06 1.5416E-05 1.55565142

PURB NM_033224.3 PURB 7 Homo sapiens purine-rich element binding protein B (PURB), mRNA.MGC126786; MGC126784; PURBETA4.5404E-07 3.8232E-06 1.55522497

SLC25A4 NM_001151.2 SLC25A4 4 Homo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide translocator), member 4 (SLC25A4), nuclear gene encoding mitochondrial protein, mRNA.PEO2; ANT1; PEO3; T1; ANT1.379E-09 1.1101E-07 1.55515851

INTS5 NM_030628.1 INTS5 11 Homo sapiens integrator complex subunit 5 (INTS5), mRNA.INT5; KIAA1698 1.2609E-06 7.936E-06 1.55450521

LOC100129668XM_001713607.1LOC100129668 6 PREDICTED: Homo sapiens hypothetical protein LOC100129668 (LOC100129668), mRNA.1.5655E-09 1.164E-07 1.55329799

AADACL1 NM_020792.3 AADACL1 3 Homo sapiens arylacetamide deacetylase-like 1 (AADACL1), mRNA.1.6952E-06 9.9621E-06 1.55301595

UFM1 NM_016617.1 UFM1 13 Homo sapiens ubiquitin-fold modifier 1 (UFM1), mRNA.bA131P10.1; C13orf20; BM-0021.5539E-06 9.3318E-06 1.55189191

TMEM56 NM_152487.1 TMEM56 1 Homo sapiens transmembrane protein 56 (TMEM56), mRNA.MGC102912; FLJ318420.05276953 0.04633706 1.55075049

ID2 NM_002166.4 ID2 2 Homo sapiens inhibitor of DNA binding 2, dominant negative helix-loop-helix protein (ID2), mRNA.GIG8; MGC26389; ID2A; ID2H2.531E-09 1.4514E-07 1.54990993

Hs.154336 HS.154336 9 Homo sapiens clone 24583 mRNA sequence0.00792244 0.00940743 1.54966598

TM7SF2 NM_003273.1 TM7SF2 11 Homo sapiens transmembrane 7 superfamily member 2 (TM7SF2), mRNA.ANG1; DHCR14A2.4832E-08 5.63E-07 1.54825237

CHIC2 NM_012110.2 CHIC2 4 Homo sapiens cysteine-rich hydrophobic domain 2 (CHIC2), mRNA.BTL; MGC21173 2.0434E-06 1.142E-05 1.54605059

ZCCHC14 NM_015144.1 ZCCHC14 16 Homo sapiens zinc finger, CCHC domain containing 14 (ZCCHC14), mRNA.MGC126527; BDG29; BDG-29; MGC141391.0767E-07 1.4578E-06 1.54599615

ERMAP NM_001017922.1ERMAP 1 Homo sapiens erythroblast membrane-associated protein (Scianna blood group) (ERMAP), transcript variant 1, mRNA.SC; MGC118813; PRO2801; MGC118810; MGC118811; MGC118812; RD0.05390073 0.04724998 1.54594526

KIDINS220 NM_020738.1 KIDINS220 2 Homo sapiens kinase D-interacting substrate of 220 kDa (KIDINS220), mRNA.ARMS; MGC1634826.4604E-06 2.7121E-05 1.54584506

ASAP3 NM_017707.2 ASAP3 1 Homo sapiens ArfGAP with SH3 domain, ankyrin repeat and PH domain 3 (ASAP3), mRNA.CENTB6; ACAP4; FLJ20199; UPLC1; ASAP36.2456E-07 4.7776E-06 1.5456573

ZBTB48 NM_005341.1 ZBTB48 1 Homo sapiens zinc finger and BTB domain containing 48 (ZBTB48), mRNA.pp9964; HKR3 3.6498E-06 1.7634E-05 1.54478823

CELSR2 NM_001408.1 CELSR2 1 Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 2 (flamingo homolog, Drosophila) (CELSR2), mRNA.CDHF10; FLJ42737; Flamingo1; MEGF3; KIAA0279; EGFL2; FLJ34118; FLJ45845; FLJ451430.00068523 0.00116652 1.54447618

CGRRF1 NM_006568.2 CGRRF1 14 Homo sapiens cell growth regulator with ring finger domain 1 (CGRRF1), mRNA.RNF197; CGR19 2.8296E-05 8.6235E-05 1.54330081

OKL38 NM_013370.2 OKL38 16 Homo sapiens pregnancy-induced growth inhibitor (OKL38), transcript variant 1, mRNA.BDGI 5.8679E-06 2.5139E-05 1.54260466

SYNJ2BP NM_018373.1 SYNJ2BP 14 Homo sapiens synaptojanin 2 binding protein (SYNJ2BP), mRNA.Arip2; OMP25; FLJ112716.0683E-08 9.7515E-07 1.54256683

SLC35A5 NM_017945.2 SLC35A5 3 Homo sapiens solute carrier family 35, member A5 (SLC35A5), mRNA.FLJ25973; DKFZp434E102; FLJ11130; FLJ207309.5968E-05 0.0002319 1.54157371

SNORA80 NR_002996.2 SNORA80 21 Homo sapiens small nucleolar RNA, H/ACA box 80 (SNORA80), small nucleolar RNA.ACA67 0.00846491 0.00996125 1.54114793

PIGM NM_145167.1 PIGM 1 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class M (PIGM), mRNA.MGC29896 3.482E-06 1.7049E-05 1.54018033

MTMR6 NM_004685.2 MTMR6 13 Homo sapiens myotubularin related protein 6 (MTMR6), mRNA.0.00154838 0.00232828 1.53970907

LOC151162 NR_024275.1 LOC151162 2 Homo sapiens hypothetical LOC151162 (LOC151162), non-coding RNA.1.4832E-09 1.1317E-07 1.53960442

Hs.491292 HS.491292 8 Homo sapiens cDNA FLJ36559 fis, clone TRACH20092910.00392758 0.00516728 1.53917135

TSTA3 NM_003313.2 TSTA3 8 Homo sapiens tissue specific transplantation antigen P35B (TSTA3), mRNA.FX; P35B 4.731E-05 0.00013057 1.53883797

POFUT2 NM_015227.3 POFUT2 21 Homo sapiens protein O-fucosyltransferase 2 (POFUT2), transcript variant 1, mRNA.C21orf80; FUT139.4105E-07 6.4106E-06 1.53794211

C15orf57 NM_052849.2 C15ORF57 15 Homo sapiens chromosome 15 open reading frame 57 (C15orf57), transcript variant 2, mRNA.MGC20481; FLJ259151.2846E-06 8.0392E-06 1.53724052

PREB NM_013388.4 PREB 2 Homo sapiens prolactin regulatory element binding (PREB), mRNA.SEC12; MGC34673.4925E-07 3.1721E-06 1.53660142

Hs.545615 HS.545615 9 od80c09.s1 NCI_CGAP_Ov2 Homo sapiens cDNA clone IMAGE:1374256, mRNA sequence0.00049422 0.00089223 1.5363197

CBWD3 NM_201453.2 CBWD3 9 Homo sapiens COBW domain containing 3 (CBWD3), mRNA.bA561O23.1 1.4615E-05 5.1539E-05 1.53619444

RELL1 NM_001085400.1RELL1 4 Homo sapiens RELT-like 1 (RELL1), transcript variant 1, mRNA.MGC50583; FLJ217787.2027E-05 0.00018307 1.53597547

C6orf170 NM_152730.4 C6ORF170 6 Homo sapiens chromosome 6 open reading frame 170 (C6orf170), mRNA.bA301B7.2; FLJ30899; C6orf171; FLJ34235; bA57L9.1; dJ310J6.10.00013377 0.00030243 1.53591411

MPV17 NM_002437.3 MPV17 2 Homo sapiens MpV17 mitochondrial inner membrane protein (MPV17), nuclear gene encoding mitochondrial protein, mRNA.SYM1 3.9508E-07 3.4492E-06 1.53489098

DNAJC25 NM_001015882.1DNAJC25 9 Homo sapiens DnaJ (Hsp40) homolog, subfamily C , member 25 (DNAJC25), mRNA.0.00011622 0.00026998 1.53273176

THYN1 NM_014174.2 THYN1 11 Homo sapiens thymocyte nuclear protein 1 (THYN1), transcript variant 1, mRNA.MY105; MGC12187; MDS012; THY28; HSPC144; THY28KD4.6988E-07 3.9004E-06 1.532493

GRK5 NM_005308.2 GRK5 10 Homo sapiens G protein-coupled receptor kinase 5 (GRK5), mRNA.GPRK5 5.0155E-06 2.2441E-05 1.53199956

JARID2 NM_004973.2 JARID2 6 Homo sapiens jumonji, AT rich interactive domain 2 (JARID2), mRNA.JMJ 3.2879E-07 3.0657E-06 1.53180339



5.0 Upreg

TMEM42 NM_144638.1 TMEM42 3 Homo sapiens transmembrane protein 42 (TMEM42), mRNA.MGC29956 3.8969E-05 0.00011152 1.53149505

TPST2 NM_001008566.1TPST2 22 Homo sapiens tyrosylprotein sulfotransferase 2 (TPST2), transcript variant 1, mRNA.7.8524E-06 3.1474E-05 1.53146801

ARL4A NM_001037164.1ARL4A 7 Homo sapiens ADP-ribosylation factor-like 4A (ARL4A), transcript variant 3, mRNA.ARL4 0.00025592 0.00051584 1.5301075

ULK1 XM_942125.1 ULK1 PREDICTED: Homo sapiens unc-51-like kinase 1 (C. elegans) (ULK1), mRNA.2.5903E-07 2.571E-06 1.53006949

TSPAN9 NM_006675.3 TSPAN9 12 Homo sapiens tetraspanin 9 (TSPAN9), mRNA.PP1057; NET-5 4.9903E-09 1.9902E-07 1.52999377

C12orf44 NM_021934.3 C12ORF44 12 Homo sapiens chromosome 12 open reading frame 44 (C12orf44), transcript variant 2, mRNA.FLJ11773 2.5172E-08 5.6631E-07 1.5297754

MAST3 XM_038150.5 MAST3 19 Homo sapiens microtubule associated serine/threonine kinase 3 (MAST3), mRNA.KIAA0561 2.1027E-05 6.8585E-05 1.52957927

SORL1 NM_003105.3 SORL1 11 Homo sapiens sortilin-related receptor, L(DLR class) A repeats-containing (SORL1), mRNA.LR11; LRP9; SORLA; SorLA-1; gp2500.00419959 0.00546695 1.52897523

FLJ10986 NM_018291.2 FLJ10986 1 Homo sapiens hypothetical protein FLJ10986 (FLJ10986), mRNA.RP11-242B9.1 0.01228847 0.0136428 1.52676519

POLR3H NM_001018050.1POLR3H 22 Homo sapiens polymerase (RNA) III (DNA directed) polypeptide H (22.9kD) (POLR3H), transcript variant 3, mRNA.RPC8; MGC29654; MGC111097; KIAA16650.00097376 0.00157084 1.52667419

FLJ31306 XM_001717968.1FLJ31306 14 PREDICTED: Homo sapiens hypothetical protein FLJ31306 (FLJ31306), mRNA.0.00013158 0.00029824 1.52594802

CLCN3 NM_001829.2 CLCN3 4 Homo sapiens chloride channel 3 (CLCN3), transcript variant e, mRNA.ClC-3; CLC3 8.7201E-05 0.0002148 1.52560753

ASB1 NM_016114.3 ASB1 2 Homo sapiens ankyrin repeat and SOCS box-containing 1 (ASB1), mRNA.MGC11165; KIAA1146; ASB-14.8099E-06 2.1776E-05 1.52503176

TTC14 NM_133462.1 TTC14 3 Homo sapiens tetratricopeptide repeat domain 14 (TTC14), transcript variant 2, mRNA.DRDL5813; KIAA1980; DKFZp313M1015; FLJ00166; PRO196300.00129024 0.00199798 1.52473895

LOC644799 XM_934554.1 LOC644799 20 PREDICTED: Homo sapiens hypothetical protein LOC644799, transcript variant 1 (LOC644799), mRNA.2.8086E-08 5.9381E-07 1.52461179

C1orf97 NM_032705.2 C1ORF97 1 Homo sapiens chromosome 1 open reading frame 97 (C1orf97), mRNA.MGC14801; FLJ27348; RP11-318L16.3; FLJ273477.5697E-07 5.4664E-06 1.52363232

LOC283788 XM_001723589.1LOC283788 PREDICTED: Homo sapiens hypothetical protein LOC283788, transcript variant 2 (LOC283788), mRNA.0.01769516 0.01857146 1.52164091

ANKRD20A1 NM_001012421.1ANKRD20A1 Homo sapiens ankyrin repeat domain 20 family, member A1 (ANKRD20A1), mRNA.DKFZp434A171; ANKRD20A0.00035237 0.00067254 1.52112854

GCLC NM_001498.2 GCLC 6 Homo sapiens glutamate-cysteine ligase, catalytic subunit (GCLC), mRNA.GCS; GLCLC; GLCL0.00029204 0.00057425 1.52063592

FAM131A NM_144635.3 FAM131A 3 Homo sapiens family with sequence similarity 131, member A (FAM131A), mRNA.MGC21688; PRO1378; FLAT715; C3orf403.6373E-05 0.00010588 1.52006773

SRXN1 NM_080725.1 SRXN1 20 Homo sapiens sulfiredoxin 1 homolog (S. cerevisiae) (SRXN1), mRNA.Npn3; SRX1; C20orf139; YKL086W; dJ850E9.24.6784E-09 1.9271E-07 1.520048

ADARB1 NM_001033049.1ADARB1 21 Homo sapiens adenosine deaminase, RNA-specific, B1 (RED1 homolog rat) (ADARB1), transcript variant 1, mRNA.ADAR2a; ADAR2; DRABA2; DRADA2; ADAR2a-L1; ADAR2a-L2; ADAR2g; ADAR2c; RED1; ADAR2a-L3; ADAR2b; ADAR2d0.00069206 0.00117655 1.51972419

AXUD1 NM_033027.2 AXUD1 3 Homo sapiens AXIN1 up-regulated 1 (AXUD1), mRNA.FAM130B; TAIP-3; DKFZp566F164; URAX13.3168E-05 9.7854E-05 1.51966684

CYP26B1 NM_019885.2 CYP26B1 2 Homo sapiens cytochrome P450, family 26, subfamily B, polypeptide 1 (CYP26B1), mRNA.CYP26A2; MGC129613; P450RAI-2; DKFZp686G06383.0325E-07 2.9079E-06 1.51962212

TRAK2 NM_015049.1 TRAK2 2 Homo sapiens trafficking protein, kinesin binding 2 (TRAK2), mRNA.KIAA0549; GRIF1; ALS2CR3; OIP98; GRIF-1; CALS-C6.2268E-05 0.00016231 1.51897916

ELL2 NM_012081.3 ELL2 Homo sapiens elongation factor, RNA polymerase II, 2 (ELL2), mRNA.0.00246993 0.00346296 1.51875124

TUBB4 NM_006087.2 TUBB4 19 Homo sapiens tubulin, beta 4 (TUBB4), mRNA.TUBB5; beta-5 1.0463E-06 6.9389E-06 1.5172004

C1orf66 NM_015997.2 C1ORF66 1 Homo sapiens chromosome 1 open reading frame 66 (C1orf66), mRNA.CGI-41 0.00010181 0.00024347 1.51710049

COG3 NM_031431.2 COG3 13 Homo sapiens component of oligomeric golgi complex 3 (COG3), mRNA.SEC34 0.00247 0.0034625 1.51651692

TMEM184C NM_018241.2 TMEM184C 4 Homo sapiens transmembrane protein 184C (TMEM184C), mRNA.7.1994E-05 0.00018304 1.51628884

NSUN6 NM_182543.1 NSUN6 10 Homo sapiens NOL1/NOP2/Sun domain family, member 6 (NSUN6), mRNA.4933414E04Rik; NOPD1; FLJ237430.00054598 0.0009709 1.51613875

MERTK NM_006343.2 MERTK 2 Homo sapiens c-mer proto-oncogene tyrosine kinase (MERTK), mRNA.MGC133349; c-mer; RP38; MER0.01084298 0.01228833 1.51513043

HEYL NM_014571.2 HEYL 1 Homo sapiens hairy/enhancer-of-split related with YRPW motif-like (HEYL), mRNA.MGC12623; HRT34.9124E-06 2.2103E-05 1.51427218

GRB2 NM_002086.3 GRB2 17 Homo sapiens growth factor receptor-bound protein 2 (GRB2), transcript variant 1, mRNA.MST084; ASH; MSTP084; EGFRBP-GRB2; Grb3-34.2631E-05 0.00011993 1.51418806

TMEM206 NM_018252.2 TMEM206 1 Homo sapiens transmembrane protein 206 (TMEM206), mRNA.C1orf75; RP11-384C4.5; FLJ108745.7332E-06 2.4731E-05 1.51387588

ZNF212 NM_012256.2 ZNF212 7 Homo sapiens zinc finger protein 212 (ZNF212), mRNA.MGC9707; ZNFC150; C2H2-150; ZNF1820.00011144 0.00026103 1.51360013

CHKA XM_945706.1 CHKA PREDICTED: Homo sapiens choline kinase alpha, transcript variant 4 (CHKA), mRNA.2.7347E-06 1.4206E-05 1.5128378

LOC643882 XM_931879.1 LOC643882 12 PREDICTED: Homo sapiens hypothetical protein LOC643882 (LOC643882), mRNA.0.00042412 0.00078591 1.51255575

C16orf56 NM_025082.1 C16ORF56 16 Homo sapiens chromosome 16 open reading frame 56 (C16orf56), mRNA.FLJ13111 1.5E-06 9.0514E-06 1.51207269

GOLGA8B NM_001023567.1GOLGA8B Homo sapiens golgi autoantigen, golgin subfamily a, 8B (GOLGA8B), mRNA.KIAA0855; GOLGA57.1004E-08 1.076E-06 1.51178702

ZDHHC9 NM_001008222.1ZDHHC9 X Homo sapiens zinc finger, DHHC-type containing 9 (ZDHHC9), transcript variant 2, mRNA.ZNF379; CGI-89; ZDHHC10; ZNF380; DHHC9; CXorf117.282E-05 0.00018477 1.51135251

LOC653344 XM_933085.1 LOC653344 15 PREDICTED: Homo sapiens similar to cis-Golgi matrix protein GM130, transcript variant 2 (LOC653344), mRNA.7.5281E-08 1.1157E-06 1.51108564

DYNLL2 NM_080677.1 DYNLL2 17 Homo sapiens dynein, light chain, LC8-type 2 (DYNLL2), mRNA.MGC17810; DNCL1B; Dlc21.0161E-07 1.3974E-06 1.51091457

TBCE NM_003193.3 TBCE 1 Homo sapiens tubulin folding cofactor E (TBCE), transcript variant 2, mRNA.KCS; KCS1; pac2; HRD1.6232E-07 1.8989E-06 1.5103377

TTYH3 NM_025250.2 TTYH3 7 Homo sapiens tweety homolog 3 (Drosophila) (TTYH3), mRNA.KIAA1691 0.00019799 0.00041639 1.51014023

NUDT22 NM_032344.1 NUDT22 11 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 22 (NUDT22), mRNA.MGC13045 2.7087E-05 8.3243E-05 1.51009113

LOC346887 XM_943533.1 LOC346887 PREDICTED: Homo sapiens similar to solute carrier family 16 (monocarboxylic acid transporters), member 14 (LOC346887), mRNA.1.6521E-08 4.3143E-07 1.50991052

EIF4EBP2 NM_004096.3 EIF4EBP2 10 Homo sapiens eukaryotic translation initiation factor 4E binding protein 2 (EIF4EBP2), mRNA.4EBP2 1.7981E-06 1.0407E-05 1.50955134

CPSF3L NM_017871.3 CPSF3L 1 Homo sapiens cleavage and polyadenylation specific factor 3-like (CPSF3L), mRNA.RC68; RC-68; INTS11; FLJ13294; CPSF73L; FLJ20542; INT114.4007E-06 2.0397E-05 1.508362

TSC1 NM_000368.3 TSC1 9 Homo sapiens tuberous sclerosis 1 (TSC1), transcript variant 1, mRNA.TSC; LAM; MGC86987; KIAA02431.9794E-05 6.5388E-05 1.50793378

B9D2 NM_030578.2 B9D2 19 Homo sapiens B9 protein domain 2 (B9D2), mRNA.MGC4093; ICIS-10.00764938 0.00912641 1.50761467

SPRY1 NM_005841.1 SPRY1 4 Homo sapiens sprouty homolog 1, antagonist of FGF signaling (Drosophila) (SPRY1), transcript variant 1, mRNA.hSPRY1 0.05109334 0.04512713 1.50759071

DGKQ NM_001347.2 DGKQ 4 Homo sapiens diacylglycerol kinase, theta 110kDa (DGKQ), mRNA.DAGK7; DAGK4; DAGK5.9924E-08 9.6472E-07 1.50710209

SCPEP1 NM_021626.1 SCPEP1 17 Homo sapiens serine carboxypeptidase 1 (SCPEP1), mRNA.RISC; HSCP1 1.8633E-08 4.6843E-07 1.50702708

INSIG2 NM_016133.2 INSIG2 2 Homo sapiens insulin induced gene 2 (INSIG2), mRNA.MGC26273 8.4885E-06 3.3353E-05 1.5069367

CPT2 NM_000098.1 CPT2 1 Homo sapiens carnitine palmitoyltransferase II (CPT2), nuclear gene encoding mitochondrial protein, mRNA.CPTASE; CPT1 1.3495E-05 4.8152E-05 1.50693222

NECAP2 NM_018090.3 NECAP2 1 Homo sapiens NECAP endocytosis associated 2 (NECAP2), mRNA.FLJ10420; RP4-798A10.12.5964E-07 2.5741E-06 1.50675981

ST7L NM_138729.2 ST7L 1 Homo sapiens suppression of tumorigenicity 7 like (ST7L), transcript variant 4, mRNA.FLJ11657; FLJ20284; STLR; ST7R0.01762678 0.01851075 1.50583137

TMEM111 NM_018447.1 TMEM111 3 Homo sapiens transmembrane protein 111 (TMEM111), mRNA.POB 1.5107E-05 5.2786E-05 1.50426718

M160 NM_174941.3 M160 12 Homo sapiens scavenger receptor cysteine-rich type 1 protein M160 (M160), mRNA.CD163B 5.4018E-06 2.3591E-05 1.50425137

RNF216 NM_019011.4 RNF216 7 Homo sapiens ring finger protein 216 (RNF216), transcript variant 1, mRNA.ZIN; UBCE7IP1; U7I11.0809E-05 4.0427E-05 1.50414623

GTF2B NM_001514.3 GTF2B 1 Homo sapiens general transcription factor IIB (GTF2B), mRNA.TFIIB; TF2B 1.587E-07 1.869E-06 1.50414001

FAM105A NM_019018.1 FAM105A 5 Homo sapiens family with sequence similarity 105, member A (FAM105A), mRNA.FLJ11127 0.03089259 0.02968801 1.50412807

MT1A NM_005946.2 MT1A 16 Homo sapiens metallothionein 1A (MT1A), mRNA.MTC; MT1; MGC32848; MT1S8.8735E-06 3.4496E-05 1.50378617

ACTR1B NM_005735.2 ACTR1B 2 Homo sapiens ARP1 actin-related protein 1 homolog B, centractin beta (yeast) (ACTR1B), mRNA.CTRN2; ARP1B 3.0762E-07 2.9242E-06 1.50323018

TOM1 NM_005488.1 TOM1 22 Homo sapiens target of myb1 (chicken) (TOM1), mRNA.FLJ33404 0.00016302 0.00035616 1.50240534

UBN1 NM_001079514.1UBN1 16 Homo sapiens ubinuclein 1 (UBN1), transcript variant 2, mRNA.VT4; VT 3.195E-07 3.0014E-06 1.50210735

FAM188A NM_024948.2 FAM188A 10 Homo sapiens family with sequence similarity 188, member A (FAM188A), mRNA.DERP5; MST126; my042; FLJ13397; MSTP126; CARP; RP11-394I23.14.9212E-08 8.4004E-07 1.50094772

RABEP1 NM_004703.3 RABEP1 17 Homo sapiens rabaptin, RAB GTPase binding effector protein 1 (RABEP1), transcript variant 2, mRNA.RABPT5; RAB5EP1.6337E-07 1.8985E-06 1.50079199

ACAA1 NM_001607.2 ACAA1 3 Homo sapiens acetyl-Coenzyme A acyltransferase 1 (peroxisomal 3-oxoacyl-Coenzyme A thiolase) (ACAA1), nuclear gene encoding mitochondrial protein, mRNA.THIO; ACAA; PTHIO1.2304E-05 4.4927E-05 1.50067966



5.0 Upreg

NUDT18 NM_024815.2 NUDT18 8 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 18 (NUDT18), mRNA.FLJ22494 4.6515E-05 0.00012879 1.50033758

PIK3AP1 NM_152309.2 PIK3AP1 10 Homo sapiens phosphoinositide-3-kinase adaptor protein 1 (PIK3AP1), mRNA.BCAP; RP11-34E5.30.0491696 0.04374066 1.49991423

FAM53B NM_014661.3 FAM53B 10 Homo sapiens family with sequence similarity 53, member B (FAM53B), mRNA.RP11-12J10.2; KIAA0140; bA12J10.20.0053148 0.0066952 1.4994885

SNX22 NM_024798.2 SNX22 15 Homo sapiens sorting nexin 22 (SNX22), mRNA.FLJ13952 0.00280947 0.00385462 1.49935108

PLCG1 NM_182811.1 PLCG1 20 Homo sapiens phospholipase C, gamma 1 (PLCG1), transcript variant 2, mRNA.PLC1; PLCgamma1; PLC148; PLC-II0.00041369 0.00076982 1.49802776

LOC100131096XM_001726205.1LOC100131096 PREDICTED: Homo sapiens hypothetical protein LOC100131096 (LOC100131096), mRNA.0.00047838 0.00086792 1.49764239

PDE6D NM_002601.2 PDE6D 2 Homo sapiens phosphodiesterase 6D, cGMP-specific, rod, delta (PDE6D), mRNA.PDED 2.0453E-07 2.1885E-06 1.49649773

BAP1 NM_004656.2 BAP1 3 Homo sapiens BRCA1 associated protein-1 (ubiquitin carboxy-terminal hydrolase) (BAP1), mRNA.KIAA0272; DKFZp686N04275; hucep-6; FLJ35406; FLJ37180; HUCEP-130.00062789 0.00108682 1.49599503

PPIL6 NM_173672.1 PPIL6 6 Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 6 (PPIL6), mRNA.bA425D10.6; MGC41939; dJ919F19.10.01633101 0.01734935 1.49569884

PTK6 NM_005975.2 PTK6 20 Homo sapiens PTK6 protein tyrosine kinase 6 (PTK6), mRNA.FLJ42088; BRK 0.02659698 0.02628837 1.49558871

Hs.580797 HS.580797 20 MR1-GN0172-061100-005-h03 GN0172 Homo sapiens cDNA, mRNA sequence0.0066299 0.00808264 1.49548997

YIF1B NM_001031731.1YIF1B 19 Homo sapiens Yip1 interacting factor homolog B (S. cerevisiae) (YIF1B), transcript variant 1, mRNA.FinGER8 3.3047E-07 3.0715E-06 1.49499373

RBL2 NM_005611.2 RBL2 16 Homo sapiens retinoblastoma-like 2 (p130) (RBL2), mRNA.Rb2; P130; FLJ264592.6536E-05 8.1867E-05 1.49251581

EVI5L NM_145245.2 EVI5L 19 Homo sapiens ecotropic viral integration site 5-like (EVI5L), mRNA.2.3189E-06 1.2528E-05 1.49187078

PTRH1 NM_001002913.1PTRH1 9 Homo sapiens peptidyl-tRNA hydrolase 1 homolog (S. cerevisiae) (PTRH1), mRNA.MGC51999; PTH1; C9orf1150.00022156 0.00045611 1.49179936

SPAG9 NM_172345.1 SPAG9 17 Homo sapiens sperm associated antigen 9 (SPAG9), transcript variant 2, mRNA.PHET; MGC74461; HSS; PIG6; KIAA0516; FLJ34602; MGC14967; MGC117291; JLP; HLC4; FLJ13450; FLJ140062.8443E-05 8.6592E-05 1.49167543

MTMR15 NM_014967.3 MTMR15 15 Homo sapiens myotubularin related protein 15 (MTMR15), mRNA.DKFZp451H236; DKFZp686K16147; KIAA10180.00126168 0.00195929 1.49110747

ABHD12 NM_001042472.1ABHD12 20 Homo sapiens abhydrolase domain containing 12 (ABHD12), transcript variant 1, mRNA.DKFZP434P106; dJ965G21.2; C20orf22; ABHD12A; BEM46L20.00234216 0.0033156 1.48983167

PSCD1 NM_017456.1 PSCD1 17 Homo sapiens pleckstrin homology, Sec7 and coiled-coil domains 1(cytohesin 1) (PSCD1), transcript variant 2, mRNA.D17S811E; B2-1; CYTOHESIN-1; SEC72.2051E-07 2.3171E-06 1.48931867

TUSC2 NM_007275.1 TUSC2 3 Homo sapiens tumor suppressor candidate 2 (TUSC2), mRNA.FUS1; C3orf11; PDAP2; PAP0.00114859 0.00181026 1.48908982

Hs.371609 HS.371609 3 Homo sapiens cDNA clone IMAGE:52612139.4975E-06 3.6437E-05 1.48871371

KLHL9 NM_018847.1 KLHL9 9 Homo sapiens kelch-like 9 (Drosophila) (KLHL9), mRNA.RP11-380P16.6; FLJ218152.2241E-07 2.3231E-06 1.48862245

RAGE NM_014226.1 RAGE 14 Homo sapiens renal tumor antigen (RAGE), mRNA.MOK; RAGE1 0.04884884 0.04351266 1.48835495

PRKD2 NM_016457.3 PRKD2 19 Homo sapiens protein kinase D2 (PRKD2), mRNA.HSPC187; PKD20.00018667 0.00039696 1.48825985

WDR19 NM_025132.3 WDR19 4 Homo sapiens WD repeat domain 19 (WDR19), mRNA.PWDMP; KIAA1638; FLJ23127; ORF260.00391477 0.00515274 1.4872549

CABC1 NM_020247.3 CABC1 1 Homo sapiens chaperone, ABC1 activity of bc1 complex homolog (S. pombe) (CABC1), nuclear gene encoding mitochondrial protein, mRNA.MGC4849; COQ8; ADCK33.4014E-07 3.125E-06 1.48703436

ARL8B NM_018184.2 ARL8B 3 Homo sapiens ADP-ribosylation factor-like 8B (ARL8B), mRNA.FLJ10702; ARL10C; Gie18.7911E-09 2.9667E-07 1.48652931

KIAA1128 NM_018999.1 KIAA1128 10 Homo sapiens KIAA1128 (KIAA1128), mRNA.FLJ14262; bA486O22.10.00033944 0.00065227 1.48590274

DUSP1 NM_004417.2 DUSP1 5 Homo sapiens dual specificity phosphatase 1 (DUSP1), mRNA.HVH1; MKP1; MKP-1; PTPN10; CL1003.8235E-08 7.2301E-07 1.48578826

ELMOD2 NM_153702.1 ELMOD2 4 Homo sapiens ELMO/CED-12 domain containing 2 (ELMOD2), mRNA.MGC10084; 9830169G11Rik0.00607812 0.00752178 1.48529572

ZNF503 NM_032772.4 ZNF503 10 Homo sapiens zinc finger protein 503 (ZNF503), mRNA.1.4605E-06 8.8682E-06 1.48418726

UBL7 NM_032907.3 UBL7 15 Homo sapiens ubiquitin-like 7 (bone marrow stromal cell-derived) (UBL7), transcript variant 1, mRNA.TCBA1; MGC14421; BMSC-UbP0.00014095 0.00031572 1.48363918

GPR158L1 XM_936553.1 GPR158L1 PREDICTED: Homo sapiens GPR158-like 1 (GPR158L1), mRNA.0.05464785 0.04777127 1.48320128

YIPF1 NM_018982.3 YIPF1 1 Homo sapiens Yip1 domain family, member 1 (YIPF1), mRNA.FinGER1; DJ167A19.17.581E-07 5.4701E-06 1.48255998

PLCB2 NM_004573.1 PLCB2 15 Homo sapiens phospholipase C, beta 2 (PLCB2), mRNA.FLJ38135 0.0423925 0.03867649 1.48148406

TMEM149 NM_024660.1 TMEM149 19 Homo sapiens transmembrane protein 149 (TMEM149), mRNA.U2AF1L4; FLJ225730.03814826 0.0354306 1.48125102

TBC1D20 NM_144628.2 TBC1D20 20 Homo sapiens TBC1 domain family, member 20 (TBC1D20), mRNA.FLJ45119; C20orf1400.00020872 0.00043488 1.48063115

LOC642076 XM_001717499.1LOC642076 6 PREDICTED: Homo sapiens similar to hCG1789038 (LOC642076), mRNA.0.0452058 0.04083135 1.48037349

GIYD1 NM_001014999.1GIYD1 16 Homo sapiens GIY-YIG domain containing 1 (GIYD1), transcript variant 1, mRNA.0.0014944 0.00226144 1.47988149

C1orf52 NM_198077.1 C1ORF52 1 Homo sapiens chromosome 1 open reading frame 52 (C1orf52), mRNA.RP11-234D19.1; gm117; FLJ449825.2782E-07 4.2644E-06 1.47875252

CRK NM_016823.2 CRK 17 Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), transcript variant II, mRNA.CRKII 1.2049E-07 1.5616E-06 1.47807629

ISCA1 NM_030940.3 ISCA1 9 Homo sapiens iron-sulfur cluster assembly 1 homolog (S. cerevisiae) (ISCA1), mRNA.hIscA; RP11-507D14.2; HBLD2; ISA1; MGC42763.618E-05 0.00010546 1.47799911

RHBDF1 NM_022450.2 RHBDF1 16 Homo sapiens rhomboid 5 homolog 1 (Drosophila) (RHBDF1), mRNA.gene -90; gene -89; C16orf8; FLJ22357; EGFR-RS; hDist1; Dist1; FLJ22352.5897E-06 1.3663E-05 1.477084

NPTN NM_012428.1 NPTN 15 Homo sapiens neuroplastin (NPTN), transcript variant beta, mRNA.SDFR1; GP55; DKFZp686L2477; np65; np55; GP65; SDR1; MGC1028052.1333E-09 1.3182E-07 1.47663627

PTGR2 NM_152444.1 PTGR2 14 Homo sapiens prostaglandin reductase 2 (PTGR2), mRNA.FLJ39091; PGR-2; PGR2; DKFZp686P101200.00396079 0.00520394 1.47593399

DIRC2 NM_032839.1 DIRC2 3 Homo sapiens disrupted in renal carcinoma 2 (DIRC2), mRNA.FLJ14784; RCC43.0645E-06 1.5408E-05 1.47521839

TDRD7 NM_014290.1 TDRD7 9 Homo sapiens tudor domain containing 7 (TDRD7), mRNA.PCTAIRE2BP; RP11-508D10.1; KIAA15290.00605828 0.0075004 1.47465533

CADM4 NM_145296.1 CADM4 19 Homo sapiens cell adhesion molecule 4 (CADM4), mRNA.Necl-4; TSLL2; IGSF4C; synCAM40.00089289 0.0014597 1.4744944

CHKB NM_152253.1 CHKB Homo sapiens choline kinase beta (CHKB), transcript variant 2, mRNA.CHKL; CHETK 0.00479881 0.00612611 1.47366469

EPHA1 NM_005232.3 EPHA1 7 Homo sapiens EPH receptor A1 (EPHA1), mRNA.EPHT; MGC163163; EPHT1; EPH1.052E-05 3.9562E-05 1.4736225

TOP3B NM_003935.3 TOP3B 22 Homo sapiens topoisomerase (DNA) III beta (TOP3B), mRNA.FLJ39376 7.0326E-06 2.8874E-05 1.47315583

PIGS NM_033198.2 PIGS 17 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class S (PIGS), mRNA.FLJ45226; DKFZp686K202160.00254031 0.00354238 1.47302658

GABPAP XM_938337.1 GABPAP Homo sapiens GA binding protein transcription factor, alpha subunit pseudogene (GABPAP) on chromosome 7.E4TF1; GABPB1; E4TF1B0.01485912 0.01599483 1.47289717

C12orf5 NM_020375.1 C12ORF5 12 Homo sapiens chromosome 12 open reading frame 5 (C12orf5), mRNA.TIGAR 0.0002199 0.00045343 1.47196032

ZNF45 NM_003425.2 ZNF45 19 Homo sapiens zinc finger protein 45 (ZNF45), mRNA.KOX5; ZNF13 0.00250515 0.00350114 1.47186511

ZNF669 NM_024804.1 ZNF669 1 Homo sapiens zinc finger protein 669 (ZNF669), mRNA.FLJ12606 0.00206579 0.00297868 1.47164899

FLVCR2 NM_017791.1 FLVCR2 14 Homo sapiens feline leukemia virus subgroup C cellular receptor family, member 2 (FLVCR2), mRNA.FLVCR2; C14orf58; FLJ20371; CCT0.01947549 0.0201412 1.47076987

IFNGR1 NM_000416.1 IFNGR1 6 Homo sapiens interferon gamma receptor 1 (IFNGR1), mRNA.CD119; IFNGR; FLJ457345.4563E-08 8.9988E-07 1.47044471

HSPC157 NR_023919.1 HSPC157 1 Homo sapiens hypothetical LOC29092 (HSPC157), transcript variant 2, non-coding RNA.2.2266E-05 7.1613E-05 1.47031518

PIGF NM_173074.1 PIGF 2 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class F (PIGF), transcript variant 2, mRNA.MGC32646; MGC331366.4912E-05 0.00016795 1.47009663

HEATR5B NM_019024.1 HEATR5B 2 Homo sapiens HEAT repeat containing 5B (HEATR5B), mRNA.KIAA1414 1.517E-05 5.2966E-05 1.47005596

ATXN1 NM_000332.2 ATXN1 6 Homo sapiens ataxin 1 (ATXN1), mRNA.SCA1; D6S504E; ATX10.0002181 0.00045037 1.46815741

MIDN NM_177401.4 MIDN 19 Homo sapiens midnolin (MIDN), mRNA.DKFZp547M072 4.9895E-06 2.2347E-05 1.46671018

Hs.294603 HS.294603 14 Homo sapiens cDNA FLJ12874 fis, clone NT2RP20037691.8047E-07 2.0171E-06 1.46663043

ZBTB5 NM_014872.1 ZBTB5 9 Homo sapiens zinc finger and BTB domain containing 5 (ZBTB5), mRNA.9.0106E-05 0.0002204 1.46626645

Hs.551538 HS.551538 7 Homo sapiens mRNA; cDNA DKFZp761E1721 (from clone DKFZp761E1721)1.5661E-05 5.4419E-05 1.46592194

FBXO33 NM_203301.1 FBXO33 14 Homo sapiens F-box protein 33 (FBXO33), mRNA.c14_5247; Fbx33 3.54E-07 3.212E-06 1.4645599

MUM1L1 NM_152423.2 MUM1L1 X Homo sapiens melanoma associated antigen (mutated) 1-like 1 (MUM1L1), mRNA.MGC129994; FLJ33516; MGC1299950.0193043 0.0199948 1.46432057

KIF1B NM_183416.2 KIF1B 1 Homo sapiens kinesin family member 1B (KIF1B), transcript variant 1, mRNA.KIAA0591; HMSNII; CMT2; FLJ23699; KIAA1448; CMT2A; MGC134844; CMT2A1; KLP2.3834E-05 7.5495E-05 1.46381829

CTSD NM_001909.3 CTSD 11 Homo sapiens cathepsin D (CTSD), mRNA.CLN10; MGC2311; CPSD0.00032207 0.00062285 1.46357488



5.0 Upreg

C15orf39 NM_015492.3 C15ORF39 15 Homo sapiens chromosome 15 open reading frame 39 (C15orf39), mRNA.DKFZP434H132; FLJ46337; MGC1172090.0011957 0.00187307 1.46249645

POLR2J2 NM_032959.4 POLR2J2 7 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J2 (POLR2J2), mRNA.MGC54043; MGC105050; RPB11b1; HRPB11B5.5645E-07 4.4184E-06 1.46244472

PRIC285 NM_033405.2 PRIC285 20 Homo sapiens peroxisomal proliferator-activated receptor A interacting complex 285 (PRIC285), transcript variant 2, mRNA.MGC138228; PDIP-1; PDIP1alpha; KIAA1769; PDIP1beta; MGC132634; FLJ002446.0235E-07 4.6523E-06 1.46091468

CAPRIN2 NM_023925.3 CAPRIN2 12 Homo sapiens caprin family member 2 (CAPRIN2), transcript variant 2, mRNA.MGC134848; MGC102894; MGC134847; FLJ11391; caprin-2; C1QDC1; EEG-1; FLJ22569; EEG12.9777E-06 1.5155E-05 1.46025547

COG6 NM_020751.1 COG6 13 Homo sapiens component of oligomeric golgi complex 6 (COG6), mRNA.COD2; KIAA1134; DKFZp313D1910.00019574 0.00041303 1.45967488

TULP4 NM_020245.3 TULP4 6 Homo sapiens tubby like protein 4 (TULP4), transcript variant 1, mRNA.RP3-442A17.1; KIAA1397; TUSP0.00042201 0.00078248 1.45923134

KIAA0672 NM_014859.3 KIAA0672 17 Homo sapiens KIAA0672 gene product (KIAA0672), mRNA.0.00029744 0.00058384 1.45777701

Hs.296031 HS.296031 X Homo sapiens cDNA clone IMAGE:52627346.5228E-06 2.7344E-05 1.45767772

ARIH1 NM_005744.2 ARIH1 15 Homo sapiens ariadne homolog, ubiquitin-conjugating enzyme E2 binding protein, 1 (Drosophila) (ARIH1), mRNA.ARI; HHARI; UBCH7BP; HARI4.4218E-05 0.00012356 1.45751192

CBX4 NM_003655.2 CBX4 17 Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4), mRNA.NBP16; PC2; hPC2 3.37E-05 9.9257E-05 1.45665845

CGN NM_020770.1 CGN 1 Homo sapiens cingulin (CGN), mRNA.FLJ39281; DKFZp779N1112; KIAA13191.7724E-06 1.0305E-05 1.45635342

MNAT1 NM_002431.2 MNAT1 14 Homo sapiens menage a trois homolog 1, cyclin H assembly factor (Xenopus laevis) (MNAT1), mRNA.MAT1; RNF66 5.2622E-06 2.3201E-05 1.4560753

C18orf32 NM_001035005.2C18ORF32 18 Homo sapiens chromosome 18 open reading frame 32 (C18orf32), mRNA.FLJ23458 8.5902E-05 0.00021237 1.45591561

ELF1 NM_172373.2 ELF1 13 Homo sapiens E74-like factor 1 (ets domain transcription factor) (ELF1), mRNA.1.6943E-06 9.9639E-06 1.45587391

MGC4677 XM_939115.1 MGC4677 2 Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA.MGC17532; MGC881821.253E-05 4.5523E-05 1.4556088

C15orf21 NM_001005269.1C15ORF21 15 Homo sapiens chromosome 15 open reading frame 21 (C15orf21), transcript variant 2, mRNA.D-PCa-2; FLJ394260.00102943 0.00164761 1.45545621

PIH1D1 NM_017916.1 PIH1D1 19 Homo sapiens PIH1 domain containing 1 (PIH1D1), mRNA.NOP17; FLJ206432.7809E-05 8.5074E-05 1.45468352

TRAFD1 NM_006700.1 TRAFD1 12 Homo sapiens TRAF-type zinc finger domain containing 1 (TRAFD1), mRNA.FLN29 0.00360856 0.00479139 1.45453938

EIF2S1 NM_004094.4 EIF2S1 14 Homo sapiens eukaryotic translation initiation factor 2, subunit 1 alpha, 35kDa (EIF2S1), mRNA.EIF2A; EIF-2A; EIF2; EIF-2; EIF-2alpha9.7664E-06 3.7289E-05 1.45444688

ZNF252 NR_023392.1 ZNF252 8 Homo sapiens zinc finger protein 252 (ZNF252), non-coding RNA.2.7338E-06 1.421E-05 1.45334277

ZNF557 NM_001044387.1ZNF557 19 Homo sapiens zinc finger protein 557 (ZNF557), transcript variant 2, mRNA.MGC4054 0.00022896 0.00046914 1.45315813

KDELR3 NM_016657.1 KDELR3 22 Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 3 (KDELR3), transcript variant 2, mRNA.ERD2L3 1.2472E-06 7.8898E-06 1.45291554

TTC1 NM_003314.1 TTC1 5 Homo sapiens tetratricopeptide repeat domain 1 (TTC1), mRNA.TPR1 4.1225E-06 1.9415E-05 1.45183187

LOC645094 XR_039085.1 LOC645094 PREDICTED: Homo sapiens misc_RNA (LOC645094), miscRNA.4.1327E-05 0.00011705 1.45133729

SEZ6L2 NM_201575.1 SEZ6L2 Homo sapiens seizure related 6 homolog (mouse)-like 2 (SEZ6L2), transcript variant 2, mRNA.FLJ90517; PSK-13.2528E-05 9.6257E-05 1.45018884

WDR26 NM_025160.4 WDR26 1 Homo sapiens WD repeat domain 26 (WDR26), mRNA.FLJ21016; MIP2; CDW20.00332846 0.00447227 1.44842864

SUPT5H NM_003169.2 SUPT5H 19 Homo sapiens suppressor of Ty 5 homolog (S. cerevisiae) (SUPT5H), mRNA.SPT5H; SPT5; FLJ341571.0644E-06 7.0274E-06 1.44809681

STX8 NM_004853.1 STX8 17 Homo sapiens syntaxin 8 (STX8), mRNA.CARB 1.8307E-07 2.0332E-06 1.44764748

ENDOD1 XM_943182.1 ENDOD1 11 Homo sapiens endonuclease domain containing 1 (ENDOD1), mRNA.MGC88092; KIAA08302.0181E-05 6.6342E-05 1.44632801

APLP2 NM_001642.1 APLP2 11 Homo sapiens amyloid beta (A4) precursor-like protein 2 (APLP2), mRNA.CDEBP; APPH; APPL25.3942E-06 2.3582E-05 1.445811

RAB1A NM_004161.3 RAB1A 2 Homo sapiens RAB1A, member RAS oncogene family (RAB1A), mRNA.YPT1; RAB1; DKFZP564B1630.01698305 0.01795509 1.44526737

TMEM132A NM_178031.2 TMEM132A 11 Homo sapiens transmembrane protein 132A (TMEM132A), transcript variant 2, mRNA.DKFZp547E212; HSPA5BP1; FLJ20539; GBP; MGC1386693.2889E-06 1.6294E-05 1.44471363

SMA4 NM_021652.2 SMA4 Homo sapiens SMA4 (SMA4), mRNA.MGC22265 0.00036782 0.00069704 1.44467021

GPAA1 NM_003801.2 GPAA1 8 Homo sapiens glycosylphosphatidylinositol anchor attachment protein 1 homolog (yeast) (GPAA1), mRNA.hGAA1; GAA1 1.2616E-06 7.929E-06 1.44433586

COBL NM_015198.2 COBL 7 Homo sapiens cordon-bleu homolog (mouse) (COBL), mRNA.DKFZp686G13227; MGC131893; KIAA06333.3907E-07 3.1185E-06 1.4436396

FBXO46 XM_942691.1 FBXO46 19 PREDICTED: Homo sapiens F-box protein 46, transcript variant 5 (FBXO46), mRNA.0.00014894 0.00033007 1.44307705

ZNF322A NM_024639.2 ZNF322A 6 Homo sapiens zinc finger protein 322A (ZNF322A), mRNA.ZNF322; HCG12; FLJ23393; bA457M11.2; ZNF388; bA457M11.3; ZNF4890.00038598 0.00072611 1.4429024

GLIPR2 NM_022343.2 GLIPR2 9 Homo sapiens GLI pathogenesis-related 2 (GLIPR2), mRNA.GLIPR2; GAPR-13.2888E-08 6.6182E-07 1.44269113

EPHA2 NM_004431.2 EPHA2 1 Homo sapiens EPH receptor A2 (EPHA2), mRNA.ECK 6.9254E-05 0.00017715 1.44240505

ZFAND6 NM_019006.2 ZFAND6 15 Homo sapiens zinc finger, AN1-type domain 6 (ZFAND6), mRNA.ZA20D3; AWP1; ZFAND5B1.2762E-05 4.6156E-05 1.44163108

KLHL7 NM_001031710.1KLHL7 7 Homo sapiens kelch-like 7 (Drosophila) (KLHL7), transcript variant 1, mRNA.KLHL6; SBBI26 0.02144579 0.02189752 1.44158627

OXR1 NM_181354.3 OXR1 8 Homo sapiens oxidation resistance 1 (OXR1), mRNA.FLJ10125; FLJ42450; FLJ38829; FLJ41673; FLJ45656; Nbla003077.0021E-07 5.1714E-06 1.44088798

GOLGA7 NM_016099.2 GOLGA7 8 Homo sapiens golgi autoantigen, golgin subfamily a, 7 (GOLGA7), transcript variant 1, mRNA.MGC4876; GOLGA3AP1; GCP16; MGC21096; HSPC0414.2201E-06 1.979E-05 1.4406838

TPM1 NM_001018004.1TPM1 15 Homo sapiens tropomyosin 1 (alpha) (TPM1), transcript variant 3, mRNA.TPM1-alpha; TMSA; HTM-alpha; TPM1-kappa; C15orf130.00989175 0.01136891 1.44042195

C10orf47 NM_153256.2 C10ORF47 10 Homo sapiens chromosome 10 open reading frame 47 (C10orf47), mRNA.MGC35403 0.0023561 0.00333103 1.44017376

HTRA2 NM_013247.4 HTRA2 2 Homo sapiens HtrA serine peptidase 2 (HTRA2), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.PARK13; OMI; PRSS250.00059949 0.00104634 1.43907775

TMEM50B NM_006134.4 TMEM50B 21 Homo sapiens transmembrane protein 50B (TMEM50B), mRNA.C21orf4; HCVP7TP31.641E-06 9.7351E-06 1.43855838

TIMP2 XM_941104.1 TIMP2 PREDICTED: Homo sapiens TIMP metallopeptidase inhibitor 2 (TIMP2), mRNA.2.5929E-08 5.7449E-07 1.43843509

ATP6V1D NM_015994.2 ATP6V1D 14 Homo sapiens ATPase, H+ transporting, lysosomal 34kDa, V1 subunit D (ATP6V1D), mRNA.ATP6M; VATD; VMA88.34E-09 2.8473E-07 1.43809614

SAR1A NM_020150.3 SAR1A 10 Homo sapiens SAR1 gene homolog A (S. cerevisiae) (SAR1A), mRNA.masra2; SARA1; SAR1; Sara7.5383E-06 3.0396E-05 1.43769775

BCDIN3D NM_181708.1 BCDIN3D 12 Homo sapiens BCDIN3 domain containing (BCDIN3D), mRNA.7.5275E-06 3.038E-05 1.43754065

ATP2B4 NM_001684.3 ATP2B4 1 Homo sapiens ATPase, Ca++ transporting, plasma membrane 4 (ATP2B4), transcript variant 2, mRNA.DKFZp686M088; PMCA4b; DKFZp686G08106; PMCA4x; PMCA4; ATP2B2; MXRA18.9587E-05 0.00021944 1.43683791

ZFP90 NM_133458.1 ZFP90 16 Homo sapiens zinc finger protein 90 homolog (mouse) (ZFP90), mRNA.ZNF756; NK10 0.00026463 0.00052998 1.43631833

B3GALT6 NM_080605.2 B3GALT6 1 Homo sapiens UDP-Gal:betaGal beta 1,3-galactosyltransferase polypeptide 6 (B3GALT6), mRNA.beta3GalT6 0.00230768 0.00327631 1.43611514

TMEM99 Hs.562720 TMEM99 17 Homo sapiens transmembrane protein 99 (TMEM99), mRNA.MGC21518 4.235E-07 3.6429E-06 1.43605111

C1GALT1C1 NM_001011551.1C1GALT1C1 X Homo sapiens C1GALT1-specific chaperone 1 (C1GALT1C1), transcript variant 1, mRNA.MGC19947; C1GALT2; HSPC067; C1Gal-T2; COSMC; c38h2-l10.00010988 0.00025833 1.43591168

SNAP47 NM_053052.2 SNAP47 1 Homo sapiens synaptosomal-associated protein, 47kDa (SNAP47), mRNA.DKFZp686M10160; FLJ12517; IMAGE3451454; SVAP1; SNAP-470.00051102 0.00091598 1.43567372

PNPLA2 NM_020376.2 PNPLA2 11 Homo sapiens patatin-like phospholipase domain containing 2 (PNPLA2), mRNA.PEDF-R; FP17548; TTS2; TTS-2.2; ATGL; DKFZp667M109; 1110001C14Rik9.0946E-05 0.00022184 1.4356207

NDFIP1 NM_030571.2 NDFIP1 5 Homo sapiens Nedd4 family interacting protein 1 (NDFIP1), mRNA.N4WBP5; MGC109240.03823977 0.03550431 1.43541447

PXDN NM_012293.1 PXDN 2 Homo sapiens peroxidasin homolog (Drosophila) (PXDN), mRNA. XM_935183 XM_935184 XM_936786 XM_942966 XM_942982 XM_942986 XM_942994 XM_943000D2S448E; D2S448; VPO; MG50; KIAA0230; PXN; PRG20.00043777 0.00080575 1.43526635

ZFPM1 NM_153813.1 ZFPM1 16 Homo sapiens zinc finger protein, multitype 1 (ZFPM1), mRNA.FOG1; ZNF408; FOG; ZNF89A8.1153E-07 5.7608E-06 1.43466563

WDR21A NM_015604.2 WDR21A 14 Homo sapiens WD repeat domain 21A (WDR21A), transcript variant 1, mRNA.MGC46524; WDR21; MGC20547; DKFZp434K1140.00011124 0.00026076 1.4336557

TEX2 NM_018469.3 TEX2 17 Homo sapiens testis expressed 2 (TEX2), mRNA.KIAA1738; TMEM96; DKFZp781G0721; HT0081.179E-06 7.5842E-06 1.43347724

C12orf51 NM_001109662.1C12ORF51 12 Homo sapiens chromosome 12 open reading frame 51 (C12orf51), mRNA.FLJ30208; KIAA0614; DKFZp586O1022; FLJ34154; FLJ30092; MGC126531; FLJ105107.4396E-05 0.00018795 1.4333792

STK38 NM_007271.2 STK38 6 Homo sapiens serine/threonine kinase 38 (STK38), mRNA.NDR1; NDR 9.9237E-06 3.7775E-05 1.43278986

PRKAB2 NM_005399.3 PRKAB2 1 Homo sapiens protein kinase, AMP-activated, beta 2 non-catalytic subunit (PRKAB2), mRNA.MGC61468 0.01181628 0.01320545 1.43222881

HADHB NM_000183.2 HADHB 2 Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), beta subunit (HADHB), nuclear gene encoding mitochondrial protein, mRNA.MGC87480; MSTP029; TP-BETA5.7872E-05 0.00015317 1.43187043

B4GALT4 NM_003778.3 B4GALT4 3 Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 4 (B4GALT4), transcript variant 2, mRNA.B4Gal-T4; beta4Gal-T40.00132909 0.0020491 1.43152336

KIAA1467 NM_020853.1 KIAA1467 12 Homo sapiens KIAA1467 (KIAA1467), mRNA.DKFZp781O012 0.00886151 0.01036402 1.43124349

LZTR1 NM_006767.2 LZTR1 22 Homo sapiens leucine-zipper-like transcription regulator 1 (LZTR1), mRNA.MGC21205; TCFL2; LZTR-13.6391E-08 7.002E-07 1.43121422
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FGFR1OP2 NM_015633.1 FGFR1OP2 12 Homo sapiens FGFR1 oncogene partner 2 (FGFR1OP2), mRNA.DKFZp564O1863; HSPC123-like4.5699E-06 2.0927E-05 1.43055207

NR4A2 NM_006186.2 NR4A2 2 Homo sapiens nuclear receptor subfamily 4, group A, member 2 (NR4A2), transcript variant 1, mRNA.RNR1; NOT; TINUR; NURR1; HZF-32.8273E-06 1.455E-05 1.43044679

ASAP2 NM_003887.2 ASAP2 2 Homo sapiens ArfGAP with SH3 domain, ankyrin repeat and PH domain 2 (ASAP2), transcript variant 1, mRNA.0.00011343 0.00026454 1.43025715

COG2 NM_007357.1 COG2 1 Homo sapiens component of oligomeric golgi complex 2 (COG2), mRNA.LDLC 0.00010292 0.00024558 1.42980729

KLF2 NM_016270.2 KLF2 19 Homo sapiens Kruppel-like factor 2 (lung) (KLF2), mRNA.LKLF 6.4445E-10 7.3433E-08 1.42942376

CYB5A NM_148923.2 CYB5A 18 Homo sapiens cytochrome b5 type A (microsomal) (CYB5A), transcript variant 2, mRNA.MCB5; CYB5 3.2186E-07 3.0106E-06 1.4290106

MAOB NM_000898.3 MAOB X Homo sapiens monoamine oxidase B (MAOB), nuclear gene encoding mitochondrial protein, mRNA.MGC26382 9.0758E-07 6.2358E-06 1.42899703

SEPHS2 NM_012248.2 SEPHS2 16 Homo sapiens selenophosphate synthetase 2 (SEPHS2), mRNA.SPS2 0.00017081 0.00036931 1.42886067

NANS NM_018946.2 NANS 9 Homo sapiens N-acetylneuraminic acid synthase (sialic acid synthase) (NANS), mRNA.SAS 4.7591E-06 2.1579E-05 1.42819821

SP4 NM_003112.3 SP4 7 Homo sapiens Sp4 transcription factor (SP4), mRNA.MGC130009; SPR-1; HF1B; MGC1300080.00148726 0.00225297 1.42817297

ATP6V0A1 NM_005177.2 ATP6V0A1 17 Homo sapiens ATPase, H+ transporting, lysosomal V0 subunit a1 (ATP6V0A1), transcript variant 3, mRNA.ATP6N1; VPP1; DKFZp781J1951; Stv1; a1; ATP6N1A; Vph12.6009E-09 1.4535E-07 1.42570686

FAM127A NM_003928.1 FAM127A X Homo sapiens family with sequence similarity 127, member A (FAM127A), mRNA.CXX1; MAR8C; MART8C; MGC117411; Mar8; Mart88.274E-07 5.831E-06 1.42356529

TMEM179B NM_199337.2 TMEM179B 11 Homo sapiens transmembrane protein 179B (TMEM179B), mRNA.1.6615E-06 9.8368E-06 1.42346117

LOC255783 XR_001409.1 LOC255783 19 Homo sapiens hypothetical protein LOC255783 (LOC255783), non-coding RNA.2.1924E-05 7.0695E-05 1.42319241

EIF1AY NM_004681.2 EIF1AY Y Homo sapiens eukaryotic translation initiation factor 1A, Y-linked (EIF1AY), mRNA.0.00901871 0.01051983 1.42230719

DHRS7B NM_015510.3 DHRS7B 17 Homo sapiens dehydrogenase/reductase (SDR family) member 7B (DHRS7B), mRNA.MGC8916; CGI-93; DKFZp566O0849.1903E-06 3.5538E-05 1.42220493

GFM1 NM_024996.5 GFM1 3 Homo sapiens G elongation factor, mitochondrial 1 (GFM1), nuclear gene encoding mitochondrial protein, mRNA.FLJ12662; EFG; GFM; FLJ20773; COXPD1; hEFG1; EFG1; EGF1; FLJ13632; EFGM1.4971E-06 9.0467E-06 1.42208643

PLXNA3 NM_017514.2 PLXNA3 X Homo sapiens plexin A3 (PLXNA3), mRNA.XAP-6; HSSEXGENE; PLEXIN-A3; PLXN4; SEX; PLXN3; 6.30.00010434 0.00024836 1.42116604

RHBDL2 NM_017821.3 RHBDL2 1 Homo sapiens rhomboid, veinlet-like 2 (Drosophila) (RHBDL2), mRNA.RRP2; MGC169970.0001352 0.00030488 1.42068836

FES NM_002005.2 FES 15 Homo sapiens feline sarcoma oncogene (FES), mRNA.FPS 1.1393E-05 4.2195E-05 1.42000589

VPS25 NM_032353.2 VPS25 17 Homo sapiens vacuolar protein sorting 25 homolog (S. cerevisiae) (VPS25), mRNA.MGC10540; FAP20; EAP20; DERP90.00010808 0.00025505 1.41946359

SPRED2 NM_181784.1 SPRED2 2 Homo sapiens sprouty-related, EVH1 domain containing 2 (SPRED2), mRNA.MGC163164; FLJ21897; FLJ31917; Spred-23.9411E-05 0.00011256 1.41943555

IGF2R NM_000876.1 IGF2R 6 Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA.M6P-R; CD222; MPRI; MPR1; CIMPR8.1259E-08 1.1843E-06 1.41920779

C20orf127 NM_080757.1 C20ORF127 20 Homo sapiens chromosome 20 open reading frame 127 (C20orf127), mRNA.dJ614O4.6; MGC1189484.4948E-08 7.8874E-07 1.41902486

SEMA4F NM_004263.2 SEMA4F 2 Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4F (SEMA4F), mRNA.PRO2353; M-SEMA; SEMAM; m-Sema M; SEMAW; m-Sema-M6.6417E-05 0.00017109 1.41896223

ZNRF3 XM_945269.1 ZNRF3 22 Homo sapiens zinc and ring finger 3 (ZNRF3), mRNA.RNF203; BK747E2.30.02890965 0.02811185 1.41854364

PRPF18 NM_003675.2 PRPF18 10 Homo sapiens PRP18 pre-mRNA processing factor 18 homolog (S. cerevisiae) (PRPF18), mRNA.PRP18; FLJ10210; hPrp180.0013498 0.00207519 1.41801221

LOC100130171XR_038676.1 LOC100130171 PREDICTED: Homo sapiens misc_RNA (LOC100130171), miscRNA.0.00464058 0.00594922 1.41773729

DRG2 NM_001388.3 DRG2 17 Homo sapiens developmentally regulated GTP binding protein 2 (DRG2), mRNA.6.5529E-05 0.00016925 1.41748218

VTA1 NM_016485.3 VTA1 6 Homo sapiens Vps20-associated 1 homolog (S. cerevisiae) (VTA1), mRNA.My012; FLJ27228; LIP5; HSPC228; DRG-1; DRG1; SBP1; C6orf550.00322969 0.00435289 1.41747528

NAT14 NM_020378.2 NAT14 19 Homo sapiens N-acetyltransferase 14 (GCN5-related, putative) (NAT14), mRNA.KLP1 6.0767E-06 2.5857E-05 1.41734047

UBXN2B NM_001077619.1UBXN2B 8 Homo sapiens UBX domain protein 2B (UBXN2B), mRNA.p37 0.00011036 0.00025904 1.41728677

PTEN NM_000314.3 PTEN 10 Homo sapiens phosphatase and tensin homolog (PTEN), mRNA.MMAC1; MHAM; TEP1; BZS; PTEN1; MGC112274.2335E-06 1.9842E-05 1.41660721

KLHL28 NM_017658.3 KLHL28 14 Homo sapiens kelch-like 28 (Drosophila) (KLHL28), mRNA.FLJ20081; BTBD50.00251381 0.00351045 1.4164608

ELOVL5 NM_021814.3 ELOVL5 6 Homo sapiens ELOVL family member 5, elongation of long chain fatty acids (FEN1/Elo2, SUR4/Elo3-like, yeast) (ELOVL5), mRNA.HELO1; RP3-483K16.1; dJ483K16.11.2385E-06 7.863E-06 1.41644967

CRYZL1 NM_145858.1 CRYZL1 21 Homo sapiens crystallin, zeta (quinone reductase)-like 1 (CRYZL1), transcript variant 3, mRNA.QOH-1; 4P11 0.00244103 0.00343011 1.41644138

NEURL1B NM_001142651.1NEURL1B 5 Homo sapiens neuralized homolog 1B (Drosophila) (NEURL1B), mRNA.0.00012459 0.0002858 1.41622796

TNK2 NM_005781.4 TNK2 3 Homo sapiens tyrosine kinase, non-receptor, 2 (TNK2), transcript variant 1, mRNA.p21cdc42Hs; FLJ44758; ACK; ACK1; FLJ455475.739E-05 0.0001524 1.4161273

RIOK3 NM_003831.2 RIOK3 18 Homo sapiens RIO kinase 3 (yeast) (RIOK3), transcript variant 1, mRNA.DKFZp779L1370; SUDD2.1924E-06 1.1985E-05 1.41596382

ID3 NM_002167.2 ID3 1 Homo sapiens inhibitor of DNA binding 3, dominant negative helix-loop-helix protein (ID3), mRNA.HEIR-1 3.862E-10 5.9448E-08 1.41531547

C8orf55 NM_016647.1 C8ORF55 8 Homo sapiens chromosome 8 open reading frame 55 (C8orf55), mRNA.DSCD75 3.7269E-07 3.3064E-06 1.41447817

Hs.534061 HS.534061 17 full-length cDNA clone XCL0BB001ZD04 of Neuroblastoma of Homo sapiens (human)1.3809E-07 1.7017E-06 1.41262051

LOC644852 XM_946031.1 LOC644852 PREDICTED: Homo sapiens hypothetical LOC644852, transcript variant 2 (LOC644852), mRNA.0.00858545 0.01008417 1.41230595

MYO9A NM_006901.1 MYO9A 15 Homo sapiens myosin IXA (MYO9A), mRNA.MGC71859; FLJ13244; FLJ110610.00779177 0.00926607 1.41215981

HN1 NM_016185.2 HN1 17 Homo sapiens hematological and neurological expressed 1 (HN1), transcript variant 1, mRNA.HN1A; ARM2 2.154E-08 5.0804E-07 1.4104763

DOPEY2 NM_005128.2 DOPEY2 21 Homo sapiens dopey family member 2 (DOPEY2), mRNA.C21orf5 0.00132128 0.00203813 1.40942124

FBXL18 NM_024963.2 FBXL18 Homo sapiens F-box and leucine-rich repeat protein 18 (FBXL18), mRNA.FLJ11467; FLJ38075; Fbl182.0125E-06 1.1283E-05 1.40927168

STK40 NM_032017.1 STK40 1 Homo sapiens serine/threonine kinase 40 (STK40), mRNA.SgK495; SHIK; RP11-268J15.4; MGC47967.5736E-05 0.00019073 1.40913204

CALM1 NM_006888.2 CALM1 14 Homo sapiens calmodulin 1 (phosphorylase kinase, delta) (CALM1), mRNA.PHKD; CALML2; CAMI; DD1321.6073E-08 4.2606E-07 1.40895393

NES NM_006617.1 NES 1 Homo sapiens nestin (NES), mRNA.FLJ21841; Nbla001700.00608414 0.00752816 1.40856505

FLJ20021 XM_028217.4 FLJ20021 4 PREDICTED: Homo sapiens hypothetical LOC90024 (FLJ20021), mRNA.2.9286E-06 1.4948E-05 1.40669602

LOC730347 XM_926614.1 LOC730347 PREDICTED: Homo sapiens similar to rho guanine nucleotide exchange factor 5 (LOC730347), mRNA.0.03448315 0.03252582 1.40655172

TBPL1 NM_004865.2 TBPL1 6 Homo sapiens TBP-like 1 (TBPL1), mRNA.TRF2; STUD; MGC:9620; TLF; TLP; MGC:83891.0419E-07 1.424E-06 1.40561889

IFI30 NM_006332.3 IFI30 19 Homo sapiens interferon, gamma-inducible protein 30 (IFI30), mRNA.MGC32056; IP30; GILT; IFI-306.1701E-05 0.00016102 1.40561648

SLC2A8 NM_014580.3 SLC2A8 9 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 8 (SLC2A8), mRNA.GLUTX1; GLUT8 1.7897E-06 1.0379E-05 1.40483061

ALS2 NM_020919.2 ALS2 2 Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) (ALS2), mRNA.MGC87187; IAHSP; KIAA1563; FLJ31851; ALS2CR6; PLSJ; ALSJ1.6223E-05 5.6062E-05 1.40463517

LOC100129828XM_001724980.1LOC100129828 1 PREDICTED: Homo sapiens hypothetical protein LOC100129828 (LOC100129828), mRNA.0.00192732 0.00280622 1.40386971

ANKRD13D XM_945557.1 ANKRD13D PREDICTED: Homo sapiens ankyrin repeat domain 13 family, member D, transcript variant 3 (ANKRD13D), mRNA.0.04877064 0.04346948 1.40336242

GSTP1 NM_000852.2 GSTP1 11 Homo sapiens glutathione S-transferase pi (GSTP1), mRNA.DFN7; GST3; PI; FAEES39.8504E-10 9.1944E-08 1.40331283

PDRG1 NM_030815.2 PDRG1 20 Homo sapiens p53 and DNA-damage regulated 1 (PDRG1), mRNA.PDRG; C20orf1262.3979E-05 7.5871E-05 1.4027817

KIAA1715 NM_030650.1 KIAA1715 2 Homo sapiens KIAA1715 (KIAA1715), mRNA.LNP; MGC102862; DKFZp686G1442; Ul; ulnaless0.01052646 0.01199158 1.40250213

LOC113386 NM_138781.2 LOC113386 19 Homo sapiens similar to envelope protein (LOC113386), mRNA.FLJ44718; FLJ464520.00201047 0.00290751 1.40234176

PPP1R7 NM_002712.1 PPP1R7 2 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 7 (PPP1R7), mRNA.SDS22 0.0001956 0.00041284 1.40220928

LOC651575 XM_940750.1 LOC651575 PREDICTED: Homo sapiens similar to DALR anticodon binding domain containing 3 isoform 1 (LOC651575), mRNA.7.4264E-05 0.00018772 1.40195614

LRRC39 NM_144620.1 LRRC39 1 Homo sapiens leucine rich repeat containing 39 (LRRC39), mRNA.MGC14816; DKFZp313O11220.04624371 0.04158474 1.40182176

SPIRE1 NM_020148.1 SPIRE1 18 Homo sapiens spire homolog 1 (Drosophila) (SPIRE1), transcript variant 2, mRNA.Spir-1; MGC150622; MGC1506211.9923E-06 1.1198E-05 1.4015719

SLC25A30 NM_001010875.1SLC25A30 13 Homo sapiens solute carrier family 25, member 30 (SLC25A30), mRNA.KMCP1 0.00175762 0.00259532 1.40151996

FLNB NM_001457.1 FLNB 3 Homo sapiens filamin B, beta (actin binding protein 278) (FLNB), mRNA.FLN1L; filamin B; FH1; DKFZp686A1668; AOI; ABP-278; SCT; TAP; TABP1.2308E-07 1.5858E-06 1.40151724

RPS6KC1 NM_012424.2 RPS6KC1 1 Homo sapiens ribosomal protein S6 kinase, 52kDa, polypeptide 1 (RPS6KC1), mRNA.RPK118; humS6PKh10.00320204 0.0043216 1.4013406

C7orf43 NM_018275.3 C7ORF43 7 Homo sapiens chromosome 7 open reading frame 43 (C7orf43), mRNA.FLJ10925; DKFZp761G07120.00121315 0.00189635 1.40131548
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PCMTD2 NM_018257.1 PCMTD2 20 Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase domain containing 2 (PCMTD2), mRNA.FLJ10883; C20orf369.7045E-05 0.00023405 1.40128411

PI4KAP2 NM_199345.2 PI4KAP2 Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide pseudogene 2 (PI4KAP2), mRNA.FLJ44912; MGC319205.7166E-08 9.3229E-07 1.40095986

C12orf52 NM_032848.1 C12ORF52 12 Homo sapiens chromosome 12 open reading frame 52 (C12orf52), mRNA.FLJ14827 9.9818E-05 0.00023949 1.40059539

ZNF773 NM_198542.1 ZNF773 19 Homo sapiens zinc finger protein 773 (ZNF773), mRNA.ZNF419B; MGC4728; FLJ003010.01830758 0.01909316 1.40053298

MRPL55 NM_181462.1 MRPL55 1 Homo sapiens mitochondrial ribosomal protein L55 (MRPL55), nuclear gene encoding mitochondrial protein, transcript variant 4, mRNA.DKFZp686D1387; MGC61802; PRO19675; AAVG58353.8317E-05 0.00011008 1.40008623

MRP63 NM_024026.4 MRP63 13 Homo sapiens mitochondrial ribosomal protein 63 (MRP63), nuclear gene encoding mitochondrial protein, mRNA.bMRP63; MGC32430.00195282 0.00283865 1.39999616

CDK2AP2 NM_005851.3 CDK2AP2 11 Homo sapiens cyclin-dependent kinase 2 associated protein 2 (CDK2AP2), mRNA.p14; FLJ10636; DOC-1R0.00102667 0.0016441 1.39929231

PCNX NM_014982.1 PCNX 14 Homo sapiens pecanex homolog (Drosophila) (PCNX), mRNA.KIAA0805; PCNXL1; KIAA0995; FLJ45663; FLJ234090.00076419 0.00128129 1.39926059

IFFO2 NM_001136265.1IFFO2 1 Homo sapiens intermediate filament family orphan 2 (IFFO2), mRNA.0.02711683 0.02668795 1.3991825

GPC4 NM_001448.2 GPC4 X Homo sapiens glypican 4 (GPC4), mRNA.K-glypican 2.9483E-05 8.8894E-05 1.39900328

BRD7P2 XR_039198.1 BRD7P2 PREDICTED: Homo sapiens misc_RNA (BRD7P2), miscRNA.2.6862E-05 8.2757E-05 1.39816082

INTS12 NM_020395.2 INTS12 4 Homo sapiens integrator complex subunit 12 (INTS12), mRNA.PHF22; INT12; SBBI224.0177E-07 3.4972E-06 1.39764052

AP1S2 NM_003916.3 AP1S2 X Homo sapiens adaptor-related protein complex 1, sigma 2 subunit (AP1S2), mRNA.MGC:1902; SIGMA1B; MRX59; DC222.4802E-05 7.7775E-05 1.39709361

FBXO8 NM_012180.2 FBXO8 4 Homo sapiens F-box protein 8 (FBXO8), mRNA.FBS; FBX8; DC100.0017315 0.00256279 1.39688858

SLC5A8 NM_145913.2 SLC5A8 12 Homo sapiens solute carrier family 5 (iodide transporter), member 8 (SLC5A8), mRNA.SMCT; MGC125354; AIT0.00759056 0.00906487 1.3966533

C19orf28 NM_174983.2 C19ORF28 19 Homo sapiens chromosome 19 open reading frame 28 (C19orf28), transcript variant 3, mRNA.MGC20700; PP35010.02814176 0.02751764 1.39461203

ECGF1 NM_001953.2 ECGF1 22 Homo sapiens endothelial cell growth factor 1 (platelet-derived) (ECGF1), mRNA.TP; PDECGF; hPD-ECGF; MNGIE1.7505E-07 1.9844E-06 1.3936593

C2orf44 NM_025203.1 C2ORF44 2 Homo sapiens chromosome 2 open reading frame 44 (C2orf44), mRNA.FLJ21945; PP3848.5828E-07 5.9671E-06 1.39204477

CYB5R4 NM_016230.2 CYB5R4 6 Homo sapiens cytochrome b5 reductase 4 (CYB5R4), mRNA.RP4-676J13.1; dJ676J13.1; NCB5OR0.00050535 0.00090748 1.39190573

PRMT6 NM_018137.1 PRMT6 1 Homo sapiens protein arginine methyltransferase 6 (PRMT6), mRNA.FLJ10559; HRMT1L60.0016506 0.0024584 1.39184042

TPRG1L NM_182752.3 TPRG1L 1 Homo sapiens tumor protein p63 regulated 1-like (TPRG1L), mRNA.RP11-46F15.3; FLJ218111.5187E-08 4.1512E-07 1.39160598

METRNL NM_001004431.1METRNL PREDICTED: Homo sapiens meteorin, glial cell differentiation regulator-like (METRNL), mRNA.5.2536E-05 0.00014214 1.39092758

CSRP1 NM_004078.1 CSRP1 1 Homo sapiens cysteine and glycine-rich protein 1 (CSRP1), mRNA.CRP; CRP1; DKFZp686M148; D1S181E; CSRP; CYRP3.4707E-06 1.7022E-05 1.39036149

LOC93622 NM_138699.2 LOC93622 PREDICTED: Homo sapiens hypothetical protein BC006130 (LOC93622), misc RNA.6.6398E-05 0.00017109 1.39032153

MFF NM_020194.4 MFF 2 Homo sapiens mitochondrial fission factor (MFF), nuclear gene encoding mitochondrial protein, mRNA.MGC110913; GL004; DKFZp666J1682.499E-05 7.8226E-05 1.39016154

C1orf166 NM_024544.1 C1ORF166 1 Homo sapiens chromosome 1 open reading frame 166 (C1orf166), mRNA.MULAN; FLJ12875; RP11-401M16.20.00117886 0.00185099 1.39003667

AP4E1 NM_007347.3 AP4E1 15 Homo sapiens adaptor-related protein complex 4, epsilon 1 subunit (AP4E1), mRNA.DKFZp686L121670.00118858 0.00186391 1.38937405

ADCK2 NM_052853.3 ADCK2 7 Homo sapiens aarF domain containing kinase 2 (ADCK2), mRNA.MGC20727; AARF1.1565E-05 4.2689E-05 1.38789582

LOC285074 XM_942146.1 LOC285074 2 Homo sapiens hypothetical protein LOC285074 (LOC285074), mRNA.0.00040235 0.00075208 1.38776936

ZNF860 NM_001137674.1ZNF860 3 Homo sapiens zinc finger protein 860 (ZNF860), mRNA. XM_001725699 XM_4966340.03872965 0.03586806 1.38760324

LOC440776 XM_496483.2 LOC440776 21 PREDICTED: Homo sapiens hypothetical LOC440776 (LOC440776), mRNA.0.02782946 0.02726696 1.38693846

GNPTG NM_032520.3 GNPTG 16 Homo sapiens N-acetylglucosamine-1-phosphate transferase, gamma subunit (GNPTG), mRNA.GNPTAG; LP2537; RJD94.8125E-05 0.00013233 1.38645318

CTGLF7 XM_001714786.1CTGLF7 10 PREDICTED: Homo sapiens centaurin, gamma-like family, member 7 (CTGLF7), mRNA.3.6108E-08 6.9629E-07 1.38604022

CALU NM_001219.2 CALU 7 Homo sapiens calumenin (CALU), mRNA.FLJ90608 1.2399E-06 7.8661E-06 1.38580838

C13orf15 NM_014059.1 C13ORF15 13 Homo sapiens chromosome 13 open reading frame 15 (C13orf15), mRNA.RGC-32; KIAA0564; bA157L14.2; MGC87338; RGC327.9729E-05 0.00019913 1.38568347

MPHOSPH8 NM_017520.2 MPHOSPH8 13 Homo sapiens M-phase phosphoprotein 8 (MPHOSPH8), mRNA.TWA3; FLJ35237; HSMPP8; mpp80.00011707 0.00027145 1.38513553

Hs.27048 HS.27048 12 Homo sapiens cDNA FLJ31750 fis, clone NT2RI20074060.00012879 0.00029373 1.38417413

CEACAM1 NM_001024912.1CEACAM1 19 Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 1 (biliary glycoprotein) (CEACAM1), transcript variant 2, mRNA.BGP1; BGPI; BGP0.01213501 0.01350147 1.38411467

TSNAX NM_005999.2 TSNAX 1 Homo sapiens translin-associated factor X (TSNAX), mRNA.TRAX 3.6866E-05 0.00010697 1.38349852

C1orf122 NM_198446.1 C1ORF122 1 Homo sapiens chromosome 1 open reading frame 122 (C1orf122), mRNA.ALAESM; FLJ454591.2506E-05 4.5456E-05 1.38307208

NDUFAF1 NM_016013.2 NDUFAF1 15 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, assembly factor 1 (NDUFAF1), mRNA.CGI65; CGI-65; CIA309.0302E-05 0.0002207 1.38280352

Hs.31532 HS.31532 X Homo sapiens cDNA FLJ26784 fis, clone PRS042200.00447722 0.00576675 1.38247159

CACNA1H NM_021098.2 CACNA1H 16 Homo sapiens calcium channel, voltage-dependent, T type, alpha 1H subunit (CACNA1H), transcript variant 1, mRNA.CACNA1HB; FLJ90484; Cav3.20.00050184 0.00090284 1.38232548

RAB11FIP5 NM_015470.1 RAB11FIP5 2 Homo sapiens RAB11 family interacting protein 5 (class I) (RAB11FIP5), mRNA.RIP11; pp75; KIAA0857; GAF1; DKFZP434H0181.9038E-06 1.0882E-05 1.38211417

MAMLD1 NM_005491.1 MAMLD1 X Homo sapiens mastermind-like domain containing 1 (MAMLD1), mRNA.CXorf6; F18; CG10.00557744 0.00698095 1.38165922

SPTAN1 NM_003127.1 SPTAN1 9 Homo sapiens spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) (SPTAN1), mRNA.FLJ44613; (ALPHA)II-SPECTRIN1.3935E-05 4.9501E-05 1.3816003

RAB40B NM_006822.1 RAB40B 17 Homo sapiens RAB40B, member RAS oncogene family (RAB40B), mRNA.FLJ42385; SEC4L; RAR3.3846E-07 3.1161E-06 1.38100709

GMPR NM_006877.2 GMPR 6 Homo sapiens guanosine monophosphate reductase (GMPR), mRNA.GMPR1 0.00264449 0.0036661 1.38097827

PDCD6IP NM_013374.3 PDCD6IP 3 Homo sapiens programmed cell death 6 interacting protein (PDCD6IP), mRNA.MGC17003; Alix; DRIP4; AIP1; HP950.00013756 0.00030924 1.38057063

TIMM22 NM_013337.2 TIMM22 17 Homo sapiens translocase of inner mitochondrial membrane 22 homolog (yeast) (TIMM22), nuclear gene encoding mitochondrial protein, mRNA.TIM22; TEX4 7.1282E-06 2.9157E-05 1.38053148

STAT2 NM_005419.2 STAT2 12 Homo sapiens signal transducer and activator of transcription 2, 113kDa (STAT2), mRNA.ISGF-3; STAT113; MGC59816; P1131.5101E-06 9.0998E-06 1.38047773

SIGIRR NM_021805.1 SIGIRR 11 Homo sapiens single immunoglobulin and toll-interleukin 1 receptor (TIR) domain (SIGIRR), mRNA.TIR8; MGC1109920.01594274 0.0169883 1.38034238

UBE4A NM_004788.2 UBE4A 11 Homo sapiens ubiquitination factor E4A (UFD2 homolog, yeast) (UBE4A), mRNA.UFD2; KIAA0126; UBOX2; MGC133315; E43.5789E-07 3.2272E-06 1.3800007

DKFZp761P0423XM_291277.4 DKFZP761P0423 8 PREDICTED: Homo sapiens hypothetical protein DKFZp761P0423 (DKFZp761P0423), mRNA.0.00054878 0.0009747 1.37936159

TRIM66 NM_014818.1 TRIM66 11 Homo sapiens tripartite motif-containing 66 (TRIM66), mRNA.0.00065219 0.00112005 1.37929398

MFSD11 NM_024311.2 MFSD11 17 Homo sapiens major facilitator superfamily domain containing 11 (MFSD11), mRNA.ET; FLJ22196; FLJ202260.00024207 0.00049255 1.37929008

ITGA5 NM_002205.2 ITGA5 12 Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) (ITGA5), mRNA.CD49e; VLA5A; FNRA6.8956E-05 0.00017655 1.37918466

USP9X NM_004652.3 USP9X X Homo sapiens ubiquitin specific peptidase 9, X-linked (USP9X), transcript variant 4, mRNA.DFFRX; FAF 0.00011356 0.00026478 1.37881802

CAMSAP1L1 NM_203459.1 CAMSAP1L1 1 Homo sapiens calmodulin regulated spectrin-associated protein 1-like 1 (CAMSAP1L1), mRNA.KIAA1078; MGC150681; MGC150680; RP11-93N17.10.00080877 0.00134474 1.37817173

PCSK7 NM_004716.2 PCSK7 11 Homo sapiens proprotein convertase subtilisin/kexin type 7 (PCSK7), mRNA.SPC7; PC8; LPC; PC70.00010557 0.00025082 1.37749854

THADA NM_022065.3 THADA 2 Homo sapiens thyroid adenoma associated (THADA), transcript variant 1, mRNA.GITA; FLJ44016; KIAA1767; FLJ44876; FLJ21877; FLJ775300.00879533 0.0102976 1.37614112

FAM160A2 NM_032127.1 FAM160A2 11 Homo sapiens family with sequence similarity 160, member A2 (FAM160A2), transcript variant 2, mRNA.KIAA1759; FLJ22665; DKFZP566M10460.0092985 0.01079595 1.37607133

HCFC1R1 NM_001002017.1HCFC1R1 16 Homo sapiens host cell factor C1 regulator 1 (XPO1 dependent) (HCFC1R1), transcript variant 3, mRNA.MGC99622; HPIP; FLJ20568; MGC707111.7739E-07 2.0056E-06 1.37591716

FERMT2 NM_006832.1 FERMT2 14 Homo sapiens fermitin family homolog 2 (Drosophila) (FERMT2), mRNA.KIND2; FLJ44462; UNC112B; PLEKHC1; FLJ34213; mig-2; UNC112; MIG26.5345E-06 2.738E-05 1.37563893

TIMP1 NM_003254.2 TIMP1 X Homo sapiens TIMP metallopeptidase inhibitor 1 (TIMP1), mRNA.TIMP; FLJ90373; CLGI; EPA; EPO; HCI1.6405E-09 1.1515E-07 1.37525321

REEP3 NM_001001330.1REEP3 10 Homo sapiens receptor accessory protein 3 (REEP3), mRNA.C10orf74 0.00891668 0.0104216 1.37440669

RGS17 NM_012419.4 RGS17 6 Homo sapiens regulator of G-protein signaling 17 (RGS17), mRNA.RGS-17; hRGS17; RGSZ20.01194609 0.01332337 1.37388713

SLC30A7 NM_133496.3 SLC30A7 1 Homo sapiens solute carrier family 30 (zinc transporter), member 7 (SLC30A7), mRNA.ZnT-7; ZNT7; ZnTL2; DKFZp686M03682.7471E-06 1.4228E-05 1.37371062

SAP130 NM_024545.2 SAP130 2 Homo sapiens Sin3A-associated protein, 130kDa (SAP130), mRNA.FLJ12761 2.1166E-06 1.1687E-05 1.37360862

TPST1 NM_003596.2 TPST1 7 Homo sapiens tyrosylprotein sulfotransferase 1 (TPST1), mRNA.0.00033725 0.00064849 1.37349551



5.0 Upreg

AKTIP NM_022476.2 AKTIP 16 Homo sapiens AKT interacting protein (AKTIP), transcript variant 2, mRNA.FTS; FT1 6.9265E-07 5.1415E-06 1.37336884

MGMT NM_002412.2 MGMT 10 Homo sapiens O-6-methylguanine-DNA methyltransferase (MGMT), mRNA.0.00022163 0.00045615 1.37312678

RRAS NM_006270.2 RRAS 19 Homo sapiens related RAS viral (r-ras) oncogene homolog (RRAS), mRNA.8.872E-08 1.2616E-06 1.37219931

EIF2B3 NM_020365.2 EIF2B3 1 Homo sapiens eukaryotic translation initiation factor 2B, subunit 3 gamma, 58kDa (EIF2B3), mRNA.EIF-2B; EIF2Bgamma0.00022758 0.00046676 1.37215062

LOC100130276XM_001722797.1LOC100130276 16 PREDICTED: Homo sapiens hypothetical protein LOC100130276 (LOC100130276), mRNA.0.00657968 0.00803481 1.37209675

NUAK1 NM_014840.2 NUAK1 12 Homo sapiens NUAK family, SNF1-like kinase, 1 (NUAK1), mRNA.KIAA0537; ARK50.00025225 0.00050938 1.37196999

FGFRL1 NM_001004358.1FGFRL1 4 Homo sapiens fibroblast growth factor receptor-like 1 (FGFRL1), transcript variant 3, mRNA.FGFR5; FHFR 6.3585E-06 2.6758E-05 1.37168804

LOC440957 NM_001124767.1LOC440957 3 Homo sapiens similar to CG32736-PA (LOC440957), mRNA.4.4643E-06 2.0594E-05 1.37167866

ALG6 NM_013339.2 ALG6 1 Homo sapiens asparagine-linked glycosylation 6 homolog (S. cerevisiae, alpha-1,3-glucosyltransferase) (ALG6), mRNA.1.9537E-05 6.4833E-05 1.37126186

LEP NM_000230.1 LEP 7 Homo sapiens leptin (obesity homolog, mouse) (LEP), mRNA.OB; OBS 0.0001165 0.00027049 1.37105168

DFNA5 NM_004403.1 DFNA5 7 Homo sapiens deafness, autosomal dominant 5 (DFNA5), transcript variant 1, mRNA.ICERE-1 6.0616E-05 0.00015904 1.37075441

ACY1 NM_000666.1 ACY1 3 Homo sapiens aminoacylase 1 (ACY1), mRNA.ACY1D; ACYLASE0.00216617 0.00310251 1.37051595

MLLT6 NM_005937.2 MLLT6 17 Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 6 (MLLT6), mRNA.AF17; FLJ23480 7.3792E-05 0.00018685 1.37050181

GRN NM_002087.2 GRN 17 Homo sapiens granulin (GRN), mRNA.PEPI; PGRN; PCDGF; GEP; GP881.0031E-05 3.8116E-05 1.37020472

PINK1 NM_032409.1 PINK1 1 Homo sapiens PTEN induced putative kinase 1 (PINK1), nuclear gene encoding mitochondrial protein, mRNA.FLJ27236; PARK6; BRPK4.7371E-05 0.00013066 1.37005935

FTSJ3 NM_017647.2 FTSJ3 17 Homo sapiens FtsJ homolog 3 (E. coli) (FTSJ3), mRNA.FLJ20062; EPCS30.00064133 0.00110572 1.36972392

LOC642236 XM_942974.1 LOC642236 PREDICTED: Homo sapiens similar to FRG1 protein (FSHD region gene 1 protein), transcript variant 8 (LOC642236), mRNA.0.000317 0.00061535 1.36920275

TCTN3 NM_015631.4 TCTN3 Homo sapiens tectonic family member 3 (TCTN3), mRNA.0.00140596 0.00215024 1.36890603

ASAP1 NM_018482.2 ASAP1 8 Homo sapiens ArfGAP with SH3 domain, ankyrin repeat and PH domain 1 (ASAP1), mRNA.ZG14P; AMAP1; PAG2; ASAP1; PAP; CENTB4; KIAA12495.4335E-07 4.3458E-06 1.3682014

PQLC3 NM_152391.2 PQLC3 2 Homo sapiens PQ loop repeat containing 3 (PQLC3), mRNA.C2orf22; MGC336021.4087E-06 8.6555E-06 1.36795629

ZCCHC17 NM_016505.2 ZCCHC17 1 Homo sapiens zinc finger, CCHC domain containing 17 (ZCCHC17), mRNA.pNO40; PS1D; HSPC251; RP11-266K22.14.6405E-07 3.8703E-06 1.36794413

MRPL28 NM_006428.3 MRPL28 16 Homo sapiens mitochondrial ribosomal protein L28 (MRPL28), nuclear gene encoding mitochondrial protein, mRNA.MGC8499; MAAT1; p150.02567488 0.02550627 1.36774998

RNF20 NM_019592.5 RNF20 9 Homo sapiens ring finger protein 20 (RNF20), mRNA.BRE1A; MGC129667; MGC129668; FLJ20382; KIAA2779; FLJ111893.869E-07 3.3913E-06 1.36772545

CCDC3 NM_031455.2 CCDC3 10 Homo sapiens coiled-coil domain containing 3 (CCDC3), mRNA.FLJ20925; DKFZP761F241; RP11-347I22.10.01404718 0.0152556 1.36769506

CSRP2 NM_001321.1 CSRP2 12 Homo sapiens cysteine and glycine-rich protein 2 (CSRP2), mRNA.CRP2; LMO5; SmLIM1.2209E-06 7.7796E-06 1.3675823

SPATA2L NM_152339.2 SPATA2L 16 Homo sapiens spermatogenesis associated 2-like (SPATA2L), mRNA.MGC26885; C16orf76; tamo6.3446E-07 4.8364E-06 1.36699699

FAM89B NM_152832.1 FAM89B 11 Homo sapiens family with sequence similarity 89, member B (FAM89B), transcript variant 3, mRNA.MTVR1 6.1194E-07 4.7056E-06 1.3669349

dJ341D10.1 NM_001007535.1DJ341D10.1 X Homo sapiens dJ341D10.1 (novel protein) (dJ341D10.1), mRNA.0.0036357 0.00482232 1.36586772

OCEL1 NM_024578.1 OCEL1 19 Homo sapiens occludin/ELL domain containing 1 (OCEL1), mRNA.S863-9; FLJ22709; FWP0095.3624E-06 2.3466E-05 1.3657295

CCBL1 NM_004059.3 CCBL1 9 Homo sapiens cysteine conjugate-beta lyase, cytoplasmic (CCBL1), transcript variant 1, mRNA.GTK; MGC29624; KATI0.00445344 0.00573866 1.36549266

Hs.213541 HS.213541 12 Homo sapiens cDNA FLJ32080 fis, clone OCBBF20000159.4555E-07 6.4312E-06 1.36534589

HES1 NM_005524.2 HES1 3 Homo sapiens hairy and enhancer of split 1, (Drosophila) (HES1), mRNA.HHL; FLJ20408; HRY; HES-10.00094868 0.00153801 1.36534045

OSTF1 NM_012383.3 OSTF1 9 Homo sapiens osteoclast stimulating factor 1 (OSTF1), mRNA.bA235O14.1; OSF; SH3P2; FLJ205591.8333E-06 1.0555E-05 1.36516001

PIK4CA NM_058004.1 PIK4CA 22 Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide (PIK4CA), transcript variant 1, mRNA.pi4K230; FLJ16556; PI4K-ALPHA4.4361E-06 2.0475E-05 1.36463033

CYP27B1 NM_000785.3 CYP27B1 12 Homo sapiens cytochrome P450, family 27, subfamily B, polypeptide 1 (CYP27B1), nuclear gene encoding mitochondrial protein, mRNA.VDR; VDDRI; CP2B; CYP27B; PDDR; P450c1; CYP1alpha; VDDR; CYP1; VDD10.00014269 0.00031882 1.36424447

FLNC NM_001458.2 FLNC 7 Homo sapiens filamin C, gamma (actin binding protein 280) (FLNC), mRNA.FLN2; ABPL; ABPA; FLJ10186; ABP-280; ABP280A3.492E-07 3.175E-06 1.36374452

RTN4IP1 NM_032730.3 RTN4IP1 6 Homo sapiens reticulon 4 interacting protein 1 (RTN4IP1), nuclear gene encoding mitochondrial protein, mRNA.NIMP; MGC129347.8998E-06 3.1578E-05 1.36268675

PCYOX1 NM_016297.2 PCYOX1 2 Homo sapiens prenylcysteine oxidase 1 (PCYOX1), mRNA.KIAA0908; PCL13.8871E-05 0.00011131 1.36215859

BPHL NM_004332.1 BPHL 6 Homo sapiens biphenyl hydrolase-like (serine hydrolase) (BPHL), mRNA.MGC125930; MCNAA; MGC41865; Bph-rp0.00064276 0.00110776 1.3618137

TTC37 NM_014639.2 TTC37 5 Homo sapiens tetratricopeptide repeat domain 37 (TTC37), mRNA.MGC32587; TTC370.00034742 0.00066425 1.36154985

AMY1B NM_001008218.1AMY1B 1 Homo sapiens amylase, alpha 1B (salivary) (AMY1B), mRNA.AMY1 0.02511892 0.02508176 1.3609972

RPL28 NM_000991.3 RPL28 19 Homo sapiens ribosomal protein L28 (RPL28), mRNA.FLJ43307 0.00382127 0.00504329 1.35981999

LOC728105 XR_015328.2 LOC728105 3 PREDICTED: Homo sapiens misc_RNA (LOC728105), miscRNA.0.00165601 0.00246519 1.35969829

H1FX NM_006026.2 H1FX 3 Homo sapiens H1 histone family, member X (H1FX), mRNA.MGC8350; H1X; MGC159598.6045E-06 3.3719E-05 1.35931385

UBTD1 NM_024954.3 UBTD1 10 Homo sapiens ubiquitin domain containing 1 (UBTD1), mRNA.FLJ11807 0.00015523 0.00034194 1.35911076

LRPAP1 NM_002337.1 LRPAP1 4 Homo sapiens low density lipoprotein receptor-related protein associated protein 1 (LRPAP1), mRNA.MGC138272; A2MRAP; RAP; HBP44; A2RAP; MRAP1.0342E-06 6.8689E-06 1.3590476

LOC650832 XM_939919.1 LOC650832 PREDICTED: Homo sapiens similar to mitogen-activated protein kinase kinase 3 isoform A (LOC650832), mRNA.0.00014442 0.00032161 1.35879133

Hs.481659 HS.481659 5 Homo sapiens cDNA FLJ27196 fis, clone SYN028310.00985209 0.01133074 1.35830343

ELAVL1 NM_001419.2 ELAVL1 19 Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 1 (Hu antigen R) (ELAVL1), mRNA.MelG; HUR; ELAV1; Hua0.00023968 0.0004885 1.35739122

TMEM55B NM_144568.1 TMEM55B 14 Homo sapiens transmembrane protein 55B (TMEM55B), mRNA.DKFZp434M0519; MGC26684; C14orf91.2871E-05 4.6453E-05 1.35705661

FAR1 NM_032228.4 FAR1 11 Homo sapiens fatty acyl CoA reductase 1 (FAR1), mRNA.FLJ33561; FAR1; DKFZp686P18247; FLJ22728; DKFZp686A03700.00034237 0.0006566 1.35684764

TTC15 NM_016030.5 TTC15 2 Homo sapiens tetratricopeptide repeat domain 15 (TTC15), mRNA.FLJ36862; CGI-87; DKFZp547E1070.00060628 0.00105608 1.35628626

CLP1 NM_006831.1 CLP1 11 Homo sapiens CLP1, cleavage and polyadenylation factor I subunit, homolog (S. cerevisiae) (CLP1), mRNA.HEAB; hClp1 1.9895E-05 6.5649E-05 1.35602215

GOLSYN NM_017786.2 GOLSYN 8 Homo sapiens Golgi-localized protein (GOLSYN), transcript variant 7, mRNA.FLJ20366; SYBU1.4648E-05 5.1594E-05 1.3557924

VPS8 NM_015303.3 VPS8 3 Homo sapiens vacuolar protein sorting 8 homolog (S. cerevisiae) (VPS8), transcript variant 2, mRNA.KIAA0804; FLJ320990.00040132 0.00075078 1.35560792

PLCG2 NM_002661.1 PLCG2 16 Homo sapiens phospholipase C, gamma 2 (phosphatidylinositol-specific) (PLCG2), mRNA.3.5683E-07 3.2244E-06 1.35551072

GPC2 NM_152742.1 GPC2 7 Homo sapiens glypican 2 (GPC2), mRNA.FLJ38962; DKFZp547M1090.00137281 0.00210504 1.35532805

EXTL2 NM_001033025.1EXTL2 1 Homo sapiens exostoses (multiple)-like 2 (EXTL2), transcript variant 2, mRNA.EXTR2 0.00035851 0.00068234 1.35454252

AGRN NM_198576.2 AGRN 1 Homo sapiens agrin (AGRN), mRNA.FLJ45064 0.00019211 0.00040754 1.35443183

FUK NM_145059.2 FUK 16 Homo sapiens fucokinase (FUK), mRNA.1110046B12Rik; FLJ394080.00077115 0.00129147 1.35406036

GPC1 NM_002081.1 GPC1 2 Homo sapiens glypican 1 (GPC1), mRNA.glypican; FLJ380780.00268789 0.00371511 1.35337827

FAM69B XM_942503.1 FAM69B PREDICTED: Homo sapiens family with sequence similarity 69, member B (FAM69B), mRNA.0.00047556 0.00086406 1.35320048

LOC648852 XM_940430.1 LOC648852 PREDICTED: Homo sapiens hypothetical protein LOC648852 (LOC648852), mRNA.2.9998E-05 9.0075E-05 1.35260518

RNF123 NM_022064.2 RNF123 3 Homo sapiens ring finger protein 123 (RNF123), mRNA.KPC1; DKFZp686C2222; FP1477; FLJ12565; MGC1635046.6862E-06 2.7869E-05 1.35231269

GMCL1 NM_178439.3 GMCL1 2 Homo sapiens germ cell-less homolog 1 (Drosophila) (GMCL1), mRNA.GCL1; BTBD13; GCL0.00230832 0.00327563 1.35184377

ZNF622 NM_033414.2 ZNF622 5 Homo sapiens zinc finger protein 622 (ZNF622), mRNA.MGC17552; ZPR9; MGC24852.0115E-06 1.1284E-05 1.35150156

EIF4G3 NM_003760.2 EIF4G3 1 Homo sapiens eukaryotic translation initiation factor 4 gamma, 3 (EIF4G3), mRNA.eIF4GII 0.00016114 0.00035266 1.35113479

DNAJB2 NM_006736.5 DNAJB2 2 Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 2 (DNAJB2), transcript variant 2, mRNA.HSPF3; HSJ1 2.3565E-05 7.4885E-05 1.3511255

CPE NM_001873.1 CPE 4 Homo sapiens carboxypeptidase E (CPE), mRNA.0.00015788 0.00034675 1.35091123

CHRNA5 NM_000745.2 CHRNA5 15 Homo sapiens cholinergic receptor, nicotinic, alpha 5 (CHRNA5), mRNA.0.00086905 0.0014263 1.35005329



5.0 Upreg

AARS2 NM_020745.1 AARS2 6 Homo sapiens alanyl-tRNA synthetase 2, mitochondrial (putative) (AARS2), nuclear gene encoding mitochondrial protein, mRNA.KIAA1270; AARSL; bA444E17.10.0064436 0.00789501 1.35005058

RNF40 NM_014771.2 RNF40 16 Homo sapiens ring finger protein 40 (RNF40), mRNA.KIAA0661; DKFZp686K191; STARING; BRE1B; RBP95; MGC130510.00871186 0.01020941 1.34970772

ELOF1 NM_032377.2 ELOF1 19 Homo sapiens elongation factor 1 homolog (S. cerevisiae) (ELOF1), mRNA.ELF1 3.9131E-05 0.00011195 1.34936176

ABCD3 NM_002858.2 ABCD3 1 Homo sapiens ATP-binding cassette, sub-family D (ALD), member 3 (ABCD3), mRNA.ABC43; PXMP1; PMP700.00492126 0.00626511 1.34934327

C1orf50 NM_024097.1 C1ORF50 1 Homo sapiens chromosome 1 open reading frame 50 (C1orf50), mRNA.MGC955 8.6343E-05 0.00021334 1.34889304

SSTR2 NM_001050.2 SSTR2 17 Homo sapiens somatostatin receptor 2 (SSTR2), mRNA.0.00029203 0.00057438 1.34808312

ZNF544 NM_014480.1 ZNF544 19 Homo sapiens zinc finger protein 544 (ZNF544), mRNA.0.00013432 0.00030327 1.34808091

DCUN1D4 NM_015115.1 DCUN1D4 4 Homo sapiens DCN1, defective in cullin neddylation 1, domain containing 4 (S. cerevisiae) (DCUN1D4), mRNA.KIAA0276 3.0747E-05 9.1949E-05 1.34792638

KIFC2 NM_145754.2 KIFC2 8 Homo sapiens kinesin family member C2 (KIFC2), mRNA.1.4685E-07 1.7675E-06 1.34766549

EFNA4 NM_005227.2 EFNA4 1 Homo sapiens ephrin-A4 (EFNA4), transcript variant 1, mRNA.EFL4; LERK4; MGC125826; EPLG40.01103163 0.01246992 1.34720491

OBFC2A NM_022837.1 OBFC2A 2 Homo sapiens oligonucleotide/oligosaccharide-binding fold containing 2A (OBFC2A), mRNA.MGC111163; FLJ22833; DKFZp667M1322; FLJ136242.1723E-05 7.0151E-05 1.34696311

HIF1AN NM_017902.1 HIF1AN 10 Homo sapiens hypoxia inducible factor 1, alpha subunit inhibitor (HIF1AN), mRNA.DKFZp762F1811; FIH1; FLJ22027; FLJ206150.00021534 0.00044561 1.34660955

ZBTB17 NM_003443.1 ZBTB17 1 Homo sapiens zinc finger and BTB domain containing 17 (ZBTB17), mRNA.ZNF60; pHZ-67; ZNF151; MIZ-10.00041277 0.00076877 1.34622058

DENND4C NM_017925.4 DENND4C 9 Homo sapiens DENN/MADD domain containing 4C (DENND4C), mRNA.C9orf55B; FLJ20686; bA513M16.3; C9orf55; DKFZp686I091130.0035608 0.00474089 1.34591639

TMSB15A NM_021992.2 TMSB15A X Homo sapiens thymosin beta 15a (TMSB15A), mRNA.Tb15; TMSNB; TbNB6.8414E-08 1.0513E-06 1.34566219

PMVK NM_006556.2 PMVK 1 Homo sapiens phosphomevalonate kinase (PMVK), mRNA.PMKASE; HUMPMKI; PMK; PMKA0.00321468 0.00433665 1.34554646

Hs.579631 HS.579631 19 AGENCOURT_10229596 NIH_MGC_141 Homo sapiens cDNA clone IMAGE:6563923 5, mRNA sequence5.2597E-08 8.807E-07 1.34548297

SNORA12 NR_002954.1 SNORA12 10 Homo sapiens small nucleolar RNA, H/ACA box 12 (SNORA12), small nucleolar RNA.U108 1.4327E-08 3.9656E-07 1.34523248

ANKRD46 NM_198401.2 ANKRD46 8 Homo sapiens ankyrin repeat domain 46 (ANKRD46), mRNA.0.00494137 0.00628342 1.34401847

MTRF1L NM_019041.3 MTRF1L 6 Homo sapiens mitochondrial translational release factor 1-like (MTRF1L), mRNA.MGC102748 5.8934E-07 4.576E-06 1.34317107

Hs.374278 HS.374278 16 Homo sapiens cDNA FLJ38388 fis, clone FEBRA20044850.00094078 0.00152661 1.34279151

EXOC2 NM_018303.4 EXOC2 6 Homo sapiens exocyst complex component 2 (EXOC2), mRNA.Sec5p; FLJ11026; SEC5L1; SEC50.0002321 0.00047503 1.34271851

SYVN1 NM_032431.2 SYVN1 11 Homo sapiens synovial apoptosis inhibitor 1, synoviolin (SYVN1), transcript variant 1, mRNA.KIAA1810; MGC40372; HRD19.9842E-05 0.00023948 1.34258189

KIAA0090 NM_015047.1 KIAA0090 1 Homo sapiens KIAA0090 (KIAA0090), mRNA.RP1-43E13.1 2.0287E-05 6.6591E-05 1.34205474

ACAA2 NM_006111.1 ACAA2 18 Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl-Coenzyme A thiolase) (ACAA2), nuclear gene encoding mitochondrial protein, mRNA.DSAEC 0.01524694 0.01636011 1.34159675

ZFHX3 NM_006885.2 ZFHX3 16 Homo sapiens zinc finger homeobox 3 (ZFHX3), transcript variant A, mRNA.ATBF1; ZFHX3; ATBT0.00280007 0.00384472 1.34127594

ZNF577 NM_032679.1 ZNF577 19 Homo sapiens zinc finger protein 577 (ZNF577), mRNA.MGC4400 0.02894351 0.02814166 1.34125677

HSPC171 NM_014187.1 HSPC171 Homo sapiens HSPC171 protein (HSPC171), mRNA.4.6969E-06 2.143E-05 1.34122875

CREG1 NM_003851.2 CREG1 1 Homo sapiens cellular repressor of E1A-stimulated genes 1 (CREG1), mRNA.CREG 1.0508E-06 6.9581E-06 1.34067435

JAK1 NM_002227.1 JAK1 1 Homo sapiens Janus kinase 1 (JAK1), mRNA.JAK1B; JAK1A; JTK30.05196265 0.04574757 1.34065769

CCDC50 NM_174908.2 CCDC50 3 Homo sapiens coiled-coil domain containing 50 (CCDC50), transcript variant 1, mRNA.C3orf6; DFNA44; YMER2.5597E-05 7.9643E-05 1.34059564

DAGLB NM_139179.1 DAGLB 7 Homo sapiens diacylglycerol lipase, beta (DAGLB), mRNA.FLJ33624; DAGLBETA; FLJ33909; KCCR13L0.00035576 0.00067739 1.34044721

ASMTL XM_942506.1 ASMTL PREDICTED: Homo sapiens acetylserotonin O-methyltransferase-like (ASMTL), mRNA.3.8891E-05 0.00011133 1.34030881

C3orf10 NM_018462.4 C3ORF10 3 Homo sapiens chromosome 3 open reading frame 10 (C3orf10), mRNA.MDS027; HSPC300; hHBrk14.6312E-07 3.8662E-06 1.34005476

MRPS31 NM_005830.2 MRPS31 13 Homo sapiens mitochondrial ribosomal protein S31 (MRPS31), nuclear gene encoding mitochondrial protein, mRNA.MRP-S31; IMOGN386.5345E-06 2.7367E-05 1.33961793

FLJ10213 NM_018029.3 FLJ10213 3 Homo sapiens hypothetical protein FLJ10213 (FLJ10213), mRNA.0.00322859 0.00435207 1.33947221

WDR70 NM_018034.2 WDR70 5 Homo sapiens WD repeat domain 70 (WDR70), mRNA.FLJ10233 5.2309E-06 2.3121E-05 1.33888458

PRKAG1 NM_002733.3 PRKAG1 12 Homo sapiens protein kinase, AMP-activated, gamma 1 non-catalytic subunit (PRKAG1), transcript variant 1, mRNA.AMPKG; MGC86660.00043047 0.00079481 1.33864563

LOC552889 NM_001136262.1LOC552889 12 Homo sapiens hypothetical protein LOC552889 (LOC552889), mRNA.0.00037791 0.00071415 1.33859017

LOC100134108XM_001713975.1LOC100134108 PREDICTED: Homo sapiens similar to succinate dehydrogenase complex, subunit A, flavoprotein (Fp) (LOC100134108), mRNA.2.3746E-05 7.5297E-05 1.33850908

TGIF2 NM_021809.4 TGIF2 20 Homo sapiens TGFB-induced factor homeobox 2 (TGIF2), mRNA.0.04110595 0.03765149 1.33824906

ATG10 NM_031482.3 ATG10 5 Homo sapiens ATG10 autophagy related 10 homolog (S. cerevisiae) (ATG10), mRNA.APG10; DKFZP586I0418; APG10L; FLJ13954; pp126160.00501917 0.00637126 1.3369392

FTSJD2 NM_015050.2 FTSJD2 6 Homo sapiens FtsJ methyltransferase domain containing 2 (FTSJD2), mRNA.0.00467814 0.00599036 1.33678404

TUBB2A TUBB TUBB2A 6 Homo sapiens tubulin, beta 2A (TUBB2A), mRNA.TUBB; TUBB2; dJ40E16.73.1566E-06 1.5763E-05 1.33657119

SLC9A3R1 NM_004252.1 SLC9A3R1 17 Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), member 3 regulator 1 (SLC9A3R1), mRNA.NHERF1; NHERF; EBP504.1056E-08 7.5047E-07 1.33602687

ZZEF1 NM_015113.3 ZZEF1 17 Homo sapiens zinc finger, ZZ-type with EF-hand domain 1 (ZZEF1), mRNA.FLJ10821; ZZZ4; FLJ45574; KIAA03990.00431335 0.00558355 1.33583827

LOC647389 XM_936461.1 LOC647389 PREDICTED: Homo sapiens hypothetical protein LOC647389 (LOC647389), mRNA.0.04574214 0.04123513 1.33548199

EHBP1L1 NM_001099409.1EHBP1L1 11 Homo sapiens EH domain binding protein 1-like 1 (EHBP1L1), mRNA.FLJ35431; TANGERIN; DKFZp762C1864.6324E-05 0.0001283 1.33451568

CBARA1 NM_006077.1 CBARA1 10 Homo sapiens calcium binding atopy-related autoantigen 1 (CBARA1), mRNA.CALC; EFHA3; DKFZp564C246; FLJ126840.00112159 0.00177439 1.33438493

SMAP2 NM_022733.1 SMAP2 1 Homo sapiens small ArfGAP2 (SMAP2), mRNA.SMAP1L; RP1-228H13.34.263E-06 1.9895E-05 1.33383282

SUB1 NM_006713.2 SUB1 5 Homo sapiens SUB1 homolog (S. cerevisiae) (SUB1), mRNA.P15; p14; MGC102747; PC40.00010201 0.0002438 1.33353591

ADAM17 NM_003183.4 ADAM17 2 Homo sapiens ADAM metallopeptidase domain 17 (ADAM17), mRNA.MGC71942; CD156b; TACE; cSVP0.02007597 0.02067933 1.33268536

ZBTB43 NM_014007.2 ZBTB43 9 Homo sapiens zinc finger and BTB domain containing 43 (ZBTB43), mRNA.ZNF297B; ZBTB22B; ZNF-X0.0031261 0.00423213 1.33266112

FBXO31 NM_024735.2 FBXO31 16 Homo sapiens F-box protein 31 (FBXO31), mRNA.FBX14; Fbx31; FLJ22477; DKFZP434B027; MGC15419; DKFZp434J1815; MGC9527; FBXO14; pp23861.1645E-06 7.5017E-06 1.33264118

ANTXR1 NM_032208.1 ANTXR1 2 Homo sapiens anthrax toxin receptor 1 (ANTXR1), transcript variant 1, mRNA.ATR; FLJ21776; FLJ11298; TEM8; FLJ106010.00042556 0.00078773 1.33204916

CRY2 NM_021117.1 CRY2 11 Homo sapiens cryptochrome 2 (photolyase-like) (CRY2), mRNA.FLJ10332; PHLL2; KIAA0658; HCRY20.01174889 0.01314521 1.3319294

EDEM2 NM_018217.1 EDEM2 20 Homo sapiens ER degradation enhancer, mannosidase alpha-like 2 (EDEM2), mRNA.FLJ10783; bA4204.1; C20orf49; C20orf310.00016106 0.00035257 1.33123473

UGCGL2 NM_020121.2 UGCGL2 13 Homo sapiens UDP-glucose ceramide glucosyltransferase-like 2 (UGCGL2), mRNA.MGC87276; FLJ11485; MGC150689; HUGT2; MGC117360; FLJ108730.00070514 0.0011946 1.33091523

GIPC1 NM_202468.1 GIPC1 19 Homo sapiens GIPC PDZ domain containing family, member 1 (GIPC1), transcript variant 3, mRNA.IIP-1; TIP-2; GLUT1CBP; C19orf3; RGS19IP1; Hs.6454; SYNECTIIN; MGC15889; NIP; MGC3774; SEMCAP; GIPC1.5769E-07 1.8646E-06 1.33084288

HLA-B NM_005514.5 HLA-B 6 Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA.AS; HLA-B-5501; SPDA1; HLA B1.0984E-06 7.1917E-06 1.33083146

CRSP9 NM_004270.3 CRSP9 5 Homo sapiens cofactor required for Sp1 transcriptional activation, subunit 9, 33kDa (CRSP9), mRNA.CRSP33; MGC12284; MED70.00158441 0.00237309 1.33078383

FRS3 NM_006653.3 FRS3 6 Homo sapiens fibroblast growth factor receptor substrate 3 (FRS3), mRNA.MGC17167; FRS2beta; SNT2; SNT-2; FRS2B0.00910789 0.01061398 1.33058532

TMEM9 NM_016456.2 TMEM9 1 Homo sapiens transmembrane protein 9 (TMEM9), mRNA.TMEM9A 3.0336E-05 9.0844E-05 1.33014135

MTMR10 NM_017762.1 MTMR10 15 Homo sapiens myotubularin related protein 10 (MTMR10), mRNA.FLJ20313 0.00010672 0.00025274 1.32926146

REXO4 NM_020385.2 REXO4 9 Homo sapiens REX4, RNA exonuclease 4 homolog (S. cerevisiae) (REXO4), mRNA.XPMC2; XPMC2H0.00017778 0.00038139 1.329163

SLC25A14 NM_022810.1 SLC25A14 X Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 (SLC25A14), nuclear gene encoding mitochondrial protein, transcript variant long, mRNA.MGC149543; UCP5; BMCP10.01082652 0.01227444 1.32914837

MFGE8 NM_005928.1 MFGE8 15 Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA.HsT19888; BA46; OAcGD3S; EDIL18.158E-08 1.187E-06 1.32826268

C14orf142 NM_032490.3 C14ORF142 14 Homo sapiens chromosome 14 open reading frame 142 (C14orf142), mRNA.MGC133207; MGC104244; PNAS-1270.00275501 0.00379414 1.32819015

FAHD1 NM_031208.1 FAHD1 16 Homo sapiens fumarylacetoacetate hydrolase domain containing 1 (FAHD1), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.C16orf36; YISKL; DKFZp566J2046; MGC748760.00016517 0.00035961 1.32808818

FAM40B NM_020704.1 FAM40B 7 Homo sapiens family with sequence similarity 40, member B (FAM40B), mRNA.0.00094259 0.00152927 1.32801905



5.0 Upreg

PLEKHF1 NM_024310.2 PLEKHF1 19 Homo sapiens pleckstrin homology domain containing, family F (with FYVE domain) member 1 (PLEKHF1), mRNA.APPD; ZFYVE15; PHAFIN1; MGC40900.02553622 0.02540304 1.32788148

KIAA1751 XM_933934.1 KIAA1751 1 PREDICTED: Homo sapiens KIAA1751, transcript variant 2 (KIAA1751), mRNA.5.6617E-05 0.00015085 1.32764509

CHMP2A NM_198426.1 CHMP2A 19 Homo sapiens chromatin modifying protein 2A (CHMP2A), transcript variant 2, mRNA.VPS2; VPS2A; CHMP2; BC-2; BC22.8009E-06 1.4448E-05 1.32708132

SNAPC3 NM_001039697.1SNAPC3 9 Homo sapiens small nuclear RNA activating complex, polypeptide 3, 50kDa (SNAPC3), mRNA.PTFbeta; MGC33124; SNAP50; MGC1320110.02352936 0.02372677 1.32693299

PRO1853 NM_144736.3 PRO1853 2 Homo sapiens hypothetical protein PRO1853 (PRO1853), transcript variant 1, mRNA.0.0023244 0.00329578 1.32674337

MUT NM_000255.1 MUT 6 Homo sapiens methylmalonyl Coenzyme A mutase (MUT), nuclear gene encoding mitochondrial protein, mRNA.MCM 0.0005025 0.00090383 1.32630707

SUPT4H1 NM_003168.1 SUPT4H1 17 Homo sapiens suppressor of Ty 4 homolog 1 (S. cerevisiae) (SUPT4H1), mRNA.SPT4H; SUPT4H 3.6489E-06 1.7639E-05 1.32542461

RRAGA NM_006570.4 RRAGA 9 Homo sapiens Ras-related GTP binding A (RRAGA), mRNA.RAGA; FIP-1 5.2307E-08 8.7752E-07 1.32538986

ZKSCAN2 NM_001012981.2ZKSCAN2 16 Homo sapiens zinc finger with KRAB and SCAN domains 2 (ZKSCAN2), mRNA.ZNF694; ZSCAN31; FLJ231990.01391318 0.01513255 1.32520328

GCC1 NM_024523.5 GCC1 7 Homo sapiens GRIP and coiled-coil domain containing 1 (GCC1), mRNA.FLJ22035; GCC1P; GCC88; MGC207062.691E-05 8.2817E-05 1.3251082

C10orf61 NM_015631.2 C10ORF61 10 Homo sapiens chromosome 10 open reading frame 61 (C10orf61), transcript variant 2, mRNA.DKFZp564D116; TECT30.0016826 0.00249799 1.32414907

TMEM136 NM_174926.1 TMEM136 11 Homo sapiens transmembrane protein 136 (TMEM136), mRNA.MGC17839 0.00018429 0.00039266 1.32399841

POLR3A NM_007055.2 POLR3A 10 Homo sapiens polymerase (RNA) III (DNA directed) polypeptide A, 155kDa (POLR3A), mRNA.RPC155; hRPC155; RPC11.965E-05 6.5133E-05 1.32361966

NUDCD3 NM_015332.2 NUDCD3 7 Homo sapiens NudC domain containing 3 (NUDCD3), mRNA.KIAA1068; NudCL7.7354E-05 0.0001943 1.32329922

CCDC84 NM_198489.1 CCDC84 11 Homo sapiens coiled-coil domain containing 84 (CCDC84), mRNA.DLNB14 2.16E-05 6.9933E-05 1.32312254

C9orf119 XM_937771.1 C9ORF119 9 Homo sapiens chromosome 9 open reading frame 119 (C9orf119), mRNA.bA395P17.9 0.00037736 0.00071326 1.32310854

SPHK2 NM_020126.3 SPHK2 19 Homo sapiens sphingosine kinase 2 (SPHK2), mRNA.0.00020814 0.0004342 1.32255699

CENTG2 NM_014914.2 CENTG2 2 Homo sapiens centaurin, gamma 2 (CENTG2), mRNA.GGAP1; MGC71657; KIAA1099; AGAP15.4623E-06 2.3797E-05 1.32231431

ZFC3H1 NM_144982.3 ZFC3H1 12 Homo sapiens zinc finger, C3H1-type containing (ZFC3H1), mRNA.MGC90200; PSRC2; MGC23401; DKFZp686A0722; KIAA05460.00302413 0.00411376 1.32211813

C16orf48 NM_032140.1 C16ORF48 16 Homo sapiens chromosome 16 open reading frame 48 (C16orf48), mRNA.DAKV6410; DKFZP434A13198.518E-07 5.9646E-06 1.32168059

ABCB6 NM_005689.1 ABCB6 2 Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 6 (ABCB6), nuclear gene encoding mitochondrial protein, mRNA.ABC; EST45597; PRP; MTABC3; ABC14; umat; FLJ224140.00457103 0.00587379 1.32119691

TMEM141 NM_032928.2 TMEM141 9 Homo sapiens transmembrane protein 141 (TMEM141), mRNA.MGC14141; RP11-216L13.73.1846E-05 9.4655E-05 1.32089451

ASF1A NM_014034.1 ASF1A 6 Homo sapiens ASF1 anti-silencing function 1 homolog A (S. cerevisiae) (ASF1A), mRNA.DKFZP547E2110; CIA; dJ329L24.20.00039981 0.0007486 1.32069868

UNC84A NM_025154.2 UNC84A 7 Homo sapiens unc-84 homolog A (C. elegans) (UNC84A), mRNA.KIAA0810; SUN1; FLJ12407; MGC1766493.5863E-06 1.7442E-05 1.32009883

LAPTM4A NM_014713.3 LAPTM4A 2 Homo sapiens lysosomal-associated protein transmembrane 4 alpha (LAPTM4A), mRNA.LAPTM4; KIAA0108; Mtrp; HUMORF13; MBNT5.7905E-05 0.00015321 1.31967541

GPR137 NM_020155.2 GPR137 11 Homo sapiens G protein-coupled receptor 137 (GPR137), mRNA.GPR137A; TM7SF1L1; C11orf43.0585E-05 9.1494E-05 1.31931708

KLK5 NM_012427.4 KLK5 19 Homo sapiens kallikrein-related peptidase 5 (KLK5), transcript variant 1, mRNA.KLKL2; KLK-L2; SCTE0.00514299 0.00650492 1.31920279

STX2 NM_001980.2 STX2 12 Homo sapiens syntaxin 2 (STX2), transcript variant 2, mRNA.MGC51014; STX2C; STX2A; EPM; STX2B; EPIM1.0402E-05 3.9239E-05 1.3190393

CRY1 NM_004075.2 CRY1 12 Homo sapiens cryptochrome 1 (photolyase-like) (CRY1), mRNA.PHLL1 0.0023079 0.00327556 1.31892681

RSAD1 NM_018346.1 RSAD1 17 Homo sapiens radical S-adenosyl methionine domain containing 1 (RSAD1), mRNA.FLJ20975; FLJ111640.00077333 0.00129464 1.31857239

C20orf3 NM_020531.2 C20ORF3 20 Homo sapiens chromosome 20 open reading frame 3 (C20orf3), mRNA.BSCv; APMAP 2.3561E-06 1.2659E-05 1.31838068

MT1E NM_175617.2 MT1E 16 Homo sapiens metallothionein 1E (functional) (MT1E), mRNA.MT1; MTD 2.9395E-07 2.8373E-06 1.31789857

FAM116A NM_152678.1 FAM116A PREDICTED: Homo sapiens family with sequence similarity 116, member A (FAM116A), mRNA.0.00049929 0.00089862 1.3172812

C14orf109 NM_015676.1 C14ORF109 14 Homo sapiens chromosome 14 open reading frame 109 (C14orf109), transcript variant 2, mRNA.DKFZP564F11235.0213E-05 0.00013716 1.31709072

SYAP1 NM_032796.2 SYAP1 X Homo sapiens synapse associated protein 1, SAP47 homolog (Drosophila) (SYAP1), mRNA.FLJ14495; DKFZp686K221; PRO3113; FLJ441852.103E-05 6.8567E-05 1.31694616

RICH2 NM_014859.4 RICH2 17 Homo sapiens Rho-type GTPase-activating protein RICH2 (RICH2), mRNA.NPC-A-10; KIAA06725.7486E-05 0.00015247 1.31689632

IDS NM_000202.2 IDS X Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 1, mRNA.MPS2; SIDS 0.05278926 0.04634974 1.31616966

FLJ40722 XM_945696.1 FLJ40722 PREDICTED: Homo sapiens hypothetical protein FLJ40722, transcript variant 4 (FLJ40722), mRNA.0.00014199 0.00031765 1.31604464

TMEM49 NM_030938.2 TMEM49 17 Homo sapiens transmembrane protein 49 (TMEM49), mRNA.VMP1; DKFZP566I1332.3303E-06 1.2559E-05 1.31563277

ATP6AP2 NM_005765.2 ATP6AP2 X Homo sapiens ATPase, H+ transporting, lysosomal accessory protein 2 (ATP6AP2), mRNA.ELDF10; APT6M8-9; MGC99577; XMRE; M8-9; ATP6IP2; MSTP009; MRXE; HT028; ATP6M8-91.2149E-08 3.5652E-07 1.31488183

LRWD1 NM_152892.1 LRWD1 7 Homo sapiens leucine-rich repeats and WD repeat domain containing 1 (LRWD1), mRNA.DKFZp434K18155.5095E-06 2.3979E-05 1.31472186

TMEM191A XR_039958.1 TMEM191A 22 PREDICTED: Homo sapiens misc_RNA (TMEM191A), miscRNA.0.01480064 0.01594558 1.3144907

COL4A5 NM_033381.1 COL4A5 X Homo sapiens collagen, type IV, alpha 5 (COL4A5), transcript variant 1, mRNA.MGC42377; ATS; MGC167109; CA54; ASLN0.00834002 0.00984068 1.31445247

ACN9 NM_020186.1 ACN9 7 Homo sapiens ACN9 homolog (S. cerevisiae) (ACN9), mRNA.DC11 3.8441E-06 1.8381E-05 1.31398078

LOC100134537XR_039501.1 LOC100134537 7 PREDICTED: Homo sapiens misc_RNA (LOC100134537), miscRNA.7.5675E-07 5.4693E-06 1.31396095

LOC100134134XM_001720850.1LOC100134134 PREDICTED: Homo sapiens similar to peroxidasin homolog (LOC100134134), mRNA.8.2552E-08 1.1913E-06 1.31395352

ATP6V0E2 NM_145230.1 ATP6V0E2 7 Homo sapiens ATPase, H+ transporting V0 subunit e2 (ATP6V0E2), transcript variant 1, mRNA.ATP6V0E2L; C7orf321.0017E-07 1.3951E-06 1.31373246

BRSK1 NM_032430.1 BRSK1 19 Homo sapiens BR serine/threonine kinase 1 (BRSK1), mRNA.KIAA1811; FLJ430099.2902E-05 0.00022605 1.31308123

LOC100129269XM_001723121.1LOC100129269 PREDICTED: Homo sapiens hypothetical protein LOC100129269 (LOC100129269), mRNA.0.00998821 0.01145876 1.31275575

BICD2 NM_001003800.1BICD2 9 Homo sapiens bicaudal D homolog 2 (Drosophila) (BICD2), transcript variant 1, mRNA.bA526D8.1; KIAA06990.00220344 0.00314818 1.31258276

BTG1 NM_001731.1 BTG1 12 Homo sapiens B-cell translocation gene 1, anti-proliferative (BTG1), mRNA.2.1249E-07 2.2544E-06 1.31236048

CYB5D2 NM_144611.2 CYB5D2 17 Homo sapiens cytochrome b5 domain containing 2 (CYB5D2), mRNA.MGC32124 0.00066542 0.00113898 1.31220196

SCO2 NM_005138.1 SCO2 22 Homo sapiens SCO cytochrome oxidase deficient homolog 2 (yeast) (SCO2), nuclear gene encoding mitochondrial protein, mRNA.MGC125823; MGC125825; SCO1L5.4054E-06 2.3596E-05 1.31199141

CTBS NM_004388.1 CTBS 1 Homo sapiens chitobiase, di-N-acetyl- (CTBS), mRNA.CTB 0.03449995 0.03253816 1.31199138

LHPP NM_022126.2 LHPP 10 Homo sapiens phospholysine phosphohistidine inorganic pyrophosphate phosphatase (LHPP), mRNA.MGC142189; MGC142191; MGC1172511.7665E-06 1.0292E-05 1.31187728

GUSBL1 NM_001033523.1GUSBL1 6 Homo sapiens glucuronidase, beta-like 1 (GUSBL1), mRNA.bA239L20.5; bGLU-Lp; SMAC3L; b55C20.1; GUSBP4; bA239L20.1; SMAC3L2; SMA3-L; GUSBP20.00078469 0.0013109 1.31166104

ZNF277 NM_021994.1 ZNF277 7 Homo sapiens zinc finger protein 277 (ZNF277), mRNA.ZNF277P; ZNF277; NRIF47.2356E-06 2.9446E-05 1.31103958

LOC100134053XM_001717094.1LOC100134053 PREDICTED: Homo sapiens similar to POLR2J4 protein (LOC100134053), mRNA.0.00060376 0.00105232 1.31015419

LOC649679 XM_945046.1 LOC649679 PREDICTED: Homo sapiens similar to Tubulin beta-4q chain, transcript variant 3 (LOC649679), mRNA.0.00586243 0.00728363 1.3101495

CA2 NM_000067.1 CA2 8 Homo sapiens carbonic anhydrase II (CA2), mRNA.Car2; CA-II; CAII; CA II3.8567E-07 3.3907E-06 1.31012469

ISG20L2 NM_030980.1 ISG20L2 1 Homo sapiens interferon stimulated exonuclease gene 20kDa-like 2 (ISG20L2), mRNA.FLJ12671 0.00903907 0.01053937 1.30887548

SH3PXD2A NM_014631.2 SH3PXD2A 10 Homo sapiens SH3 and PX domains 2A (SH3PXD2A), mRNA.SH3MD1; FISH 0.00150872 0.002278 1.30880628

MAP3K1 XM_042066.10MAP3K1 5 Homo sapiens mitogen-activated protein kinase kinase kinase 1 (MAP3K1), mRNA.MAPKKK1; MEKK1; MEKK0.00134855 0.00207363 1.30832951

PGM3 NM_015599.1 PGM3 6 Homo sapiens phosphoglucomutase 3 (PGM3), mRNA.AGM1; PAGM; DKFZp434B1870.00023415 0.00047856 1.30828824

PFAAP5 NM_014887.1 PFAAP5 13 Homo sapiens phosphonoformate immuno-associated protein 5 (PFAAP5), mRNA.92M18.3; CG0057.0385E-05 0.00017963 1.307884

ETS1 NM_005238.2 ETS1 11 Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) (ETS1), mRNA.FLJ10768; ETS-1; EWSR20.0003022 0.00059172 1.30714563

TMEM98 NM_015544.2 TMEM98 17 Homo sapiens transmembrane protein 98 (TMEM98), transcript variant 1, mRNA.DKFZP564K1964 6.992E-05 0.0001787 1.30706566

CRIPT NM_014171.3 CRIPT 2 Homo sapiens cysteine-rich PDZ-binding protein (CRIPT), mRNA.HSPC139 2.6051E-06 1.3703E-05 1.30665929

FAM73A NM_198549.1 FAM73A 1 Homo sapiens family with sequence similarity 73, member A (FAM73A), mRNA.FLJ35093; DKFZp686M071660.00308013 0.00418021 1.30663965

PCOLCE2 NM_013363.2 PCOLCE2 3 Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA.PCPE2 0.01721598 0.01816632 1.30646721



5.0 Upreg

ITGA2 NM_002203.2 ITGA2 5 Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) (ITGA2), mRNA.CD49B; VLAA2; VLA-2; BR; GPIa0.00305821 0.00415368 1.30555723

SLC22A23 NM_015482.1 SLC22A23 6 Homo sapiens solute carrier family 22, member 23 (SLC22A23), transcript variant 1, mRNA.0.05690079 0.04943534 1.30551856

LOC728153 XM_926814.1 LOC728153 5 PREDICTED: Homo sapiens similar to FAM133B protein, transcript variant 1 (LOC728153), mRNA.0.00094426 0.00153141 1.30548532

ACTA2 NM_001613.1 ACTA2 10 Homo sapiens actin, alpha 2, smooth muscle, aorta (ACTA2), mRNA.ACTSA 0.00156032 0.00234302 1.30430655

NKIRAS1 NM_020345.3 NKIRAS1 3 Homo sapiens NFKB inhibitor interacting Ras-like 1 (NKIRAS1), mRNA.KBRAS1; kappaB-Ras17.2233E-06 2.9423E-05 1.3036889

FOXO4 NM_005938.1 FOXO4 X Homo sapiens forkhead box O4 (FOXO4), mRNA.AFX1; AFX; FOXO4; MGC120490; MLLT70.01264908 0.01397595 1.30367834

CNOT8 NM_004779.4 CNOT8 5 Homo sapiens CCR4-NOT transcription complex, subunit 8 (CNOT8), mRNA.hCAF1; POP2; CAF1; CALIF0.00398334 0.00523123 1.30358693

PIGC NM_153747.1 PIGC 1 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class C (PIGC), transcript variant 1, mRNA.GPI2; MGC20490.00131365 0.0020285 1.30319588

DCUN1D3 NM_173475.1 DCUN1D3 16 Homo sapiens DCN1, defective in cullin neddylation 1, domain containing 3 (S. cerevisiae) (DCUN1D3), mRNA.MGC48972; FLJ41725; DKFZp686O0290; 44M2.48.2726E-05 0.00020556 1.30292117

ORAOV1 NM_153451.2 ORAOV1 11 Homo sapiens oral cancer overexpressed 1 (ORAOV1), mRNA.TAOS1 0.01152905 0.0129405 1.30278622

IQCG NM_032263.2 IQCG 3 Homo sapiens IQ motif containing G (IQCG), mRNA.DKFZp434B227; FLJ11667; FLJ235710.03827463 0.03552916 1.30262647

MCFD2 NM_139279.3 MCFD2 2 Homo sapiens multiple coagulation factor deficiency 2 (MCFD2), mRNA.DKFZp686G21263; LMAN1IP; F5F8D; SDNSF0.00458054 0.00588429 1.30226566

UROS NM_000375.1 UROS 10 Homo sapiens uroporphyrinogen III synthase (congenital erythropoietic porphyria) (UROS), mRNA.7.0558E-07 5.1936E-06 1.30219743

RNF113A NM_006978.1 RNF113A X Homo sapiens ring finger protein 113A (RNF113A), mRNA.ZNF183; RNF1130.00802884 0.00951703 1.30208338

MANBA NM_005908.2 MANBA 4 Homo sapiens mannosidase, beta A, lysosomal (MANBA), mRNA.MANB1 0.00011102 0.00026039 1.30190797

ANKRD9 NM_152326.2 ANKRD9 14 Homo sapiens ankyrin repeat domain 9 (ANKRD9), mRNA.MGC21990 0.00012013 0.00027693 1.30146168

CRABP2 NM_001878.2 CRABP2 1 Homo sapiens cellular retinoic acid binding protein 2 (CRABP2), mRNA.CRABP-II; RBP6 6.5759E-08 1.0303E-06 1.30129429

MINPP1 NM_004897.2 MINPP1 10 Homo sapiens multiple inositol polyphosphate histidine phosphatase, 1 (MINPP1), mRNA.MIPP; HIPER1; MINPP2; DKFZp564L20160.00017176 0.00037129 1.30093205

CNO NM_018366.2 CNO 4 Homo sapiens cappuccino homolog (mouse) (CNO), mRNA.FLJ11230 0.00082635 0.00136954 1.30083659

PROS1 NM_000313.1 PROS1 3 Homo sapiens protein S (alpha) (PROS1), mRNA.PROS; protein Sa; Protein S; PSA; PS23; PS25; PS24; PS 26; PS22; PS210.01016664 0.01163455 1.30050751

PITPNB NM_012399.3 PITPNB 22 Homo sapiens phosphatidylinositol transfer protein, beta (PITPNB), mRNA.PI-TP-beta; VIB1B; PtdInsTP0.00117783 0.00185004 1.30040065

SNAPC2 NM_003083.1 SNAPC2 19 Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kDa (SNAPC2), mRNA.PTFdelta; SNAP458.3606E-05 0.00020734 1.30013376

C14orf179 NM_052873.1 C14ORF179 14 Homo sapiens chromosome 14 open reading frame 179 (C14orf179), mRNA.FLJ32173; MGC160280.00021681 0.00044813 1.30007365

SSR1 NM_003144.2 SSR1 6 Homo sapiens signal sequence receptor, alpha (translocon-associated protein alpha) (SSR1), mRNA.DKFZp781N23103; TRAPA3.36E-06 1.6571E-05 1.30000688

STX3 NM_004177.3 STX3 11 Homo sapiens syntaxin 3 (STX3), mRNA.STX3A 3.2186E-05 9.5405E-05 1.29997574

RAB31 NM_006868.2 RAB31 18 Homo sapiens RAB31, member RAS oncogene family (RAB31), mRNA.Rab22B 1.6037E-06 9.5653E-06 1.29984386

Hs.508682 HS.508682 AV762101 MDS Homo sapiens cDNA clone MDSEOA03 5, mRNA sequence3.0223E-09 1.5507E-07 1.29980815

LAMC1 NM_002293.2 LAMC1 1 Homo sapiens laminin, gamma 1 (formerly LAMB2) (LAMC1), mRNA.LAMB2; MGC872971.6823E-07 1.932E-06 1.29944141

CKB NM_001823.3 CKB 14 Homo sapiens creatine kinase, brain (CKB), mRNA.B-CK; CKBB 2.6164E-08 5.768E-07 1.29942726

NPDC1 NM_015392.2 NPDC1 9 Homo sapiens neural proliferation, differentiation and control, 1 (NPDC1), mRNA.CAB-; CAB; DKFZP586J0523; CAB1; CAB-10.03057804 0.02944702 1.29942162

SNIP1 NM_024700.2 SNIP1 1 Homo sapiens Smad nuclear interacting protein 1 (SNIP1), mRNA.RP3-423B22.3; dJ423B22.2; FLJ125531.6949E-05 5.7978E-05 1.29941855

EFNB2 NM_004093.2 EFNB2 13 Homo sapiens ephrin-B2 (EFNB2), mRNA.MGC126227; LERK5; HTKL; EPLG5; MGC126226; Htk-L; MGC1262281.1001E-06 7.1977E-06 1.29918662

DBT Hs.444093 DBT 1 Homo sapiens dihydrolipoamide branched chain transacylase E2 (DBT), nuclear gene encoding mitochondrial protein, mRNA.BCATE2; MGC9061; E2B; E20.00128761 0.00199497 1.29908824

MTMR11 NM_006697.1 MTMR11 1 Homo sapiens myotubularin related protein 11 (MTMR11), transcript variant 1, mRNA.CRA; RP11-212K13.10.00196126 0.00284619 1.29877341

NUCB2 NM_005013.1 NUCB2 11 Homo sapiens nucleobindin 2 (NUCB2), mRNA.NEFA 8.9418E-05 0.00021909 1.29787765

ARL1 NM_001177.3 ARL1 12 Homo sapiens ADP-ribosylation factor-like 1 (ARL1), mRNA.ARFL1 2.0792E-05 6.8071E-05 1.29740642

C1orf74 NM_152485.2 C1ORF74 1 Homo sapiens chromosome 1 open reading frame 74 (C1orf74), mRNA.FLJ25078 0.0191787 0.01988113 1.2972474

STAM NM_003473.2 STAM 10 Homo sapiens signal transducing adaptor molecule (SH3 domain and ITAM motif) 1 (STAM), mRNA.DKFZp686J2352; STAM10.0004139 0.00077005 1.29637322

GCAT NM_014291.2 GCAT 22 Homo sapiens glycine C-acetyltransferase (2-amino-3-ketobutyrate coenzyme A ligase) (GCAT), nuclear gene encoding mitochondrial protein, mRNA.MGC23053; KBL 1.6936E-07 1.9348E-06 1.29614675

TUBB3 NM_006086.2 TUBB3 16 Homo sapiens tubulin, beta 3 (TUBB3), mRNA.TUBB4; MC1R; beta-42.5417E-08 5.7035E-07 1.29560377

DIABLO NM_138930.2 DIABLO 12 Homo sapiens diablo homolog (Drosophila) (DIABLO), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.SMAC; FLJ10537; DIABLO-S; SMAC3; FLJ250493.3627E-07 3.109E-06 1.2952016

RERE NM_012102.3 RERE 1 Homo sapiens arginine-glutamic acid dipeptide (RE) repeats (RERE), transcript variant 1, mRNA.ARP; ATN1L; ARG; KIAA0458; DNB1; FLJ387750.01777836 0.01864093 1.29484981

GXYLT1 XM_290597.6 GXYLT1 12 Homo sapiens glucoside xylosyltransferase 1 (GXYLT1), transcript variant 2, mRNA.FLJ43151 0.04816581 0.04303532 1.29449858

CHD7 NM_017780.2 CHD7 8 Homo sapiens chromodomain helicase DNA binding protein 7 (CHD7), mRNA.FLJ20361; KIAA1416; FLJ20357; IS31.5954E-05 5.5307E-05 1.2930593

PITPNM1 NM_004910.1 PITPNM1 11 Homo sapiens phosphatidylinositol transfer protein, membrane-associated 1 (PITPNM1), mRNA.NIR2; PITPNM; RDGBA1; FLJ44997; RDGB1; RDGB; Rd9; DRES91.6875E-06 9.9302E-06 1.29299511

KIAA0494 NM_014774.1 KIAA0494 1 Homo sapiens KIAA0494 (KIAA0494), mRNA.RP11-8J9.3 7.9628E-05 0.00019893 1.29247499

LOC641298 XR_041850.1 LOC641298 16 PREDICTED: Homo sapiens misc_RNA (LOC641298), miscRNA.0.00239759 0.00338098 1.29234519

C10orf137 NM_015608.2 C10ORF137 10 Homo sapiens chromosome 10 open reading frame 137 (C10orf137), mRNA.RP11-383C5.6; MGC125705; EDRF19.4795E-07 6.4376E-06 1.29226095

AP1G1 NM_001128.5 AP1G1 16 Homo sapiens adaptor-related protein complex 1, gamma 1 subunit (AP1G1), transcript variant 2, mRNA.MGC18255; ADTG; CLAPG10.00024239 0.00049298 1.29215888

STK4 NM_006282.2 STK4 20 Homo sapiens serine/threonine kinase 4 (STK4), mRNA.DKFZp686A2068; MST1; KRS2; YSK34.994E-08 8.4426E-07 1.29181669

LOC642333 XM_939884.1 LOC642333 PREDICTED: Homo sapiens similar to M-phase phosphoprotein, mpp8 (LOC642333), mRNA.4.2965E-05 0.00012059 1.29139693

AKAP11 NM_016248.2 AKAP11 13 Homo sapiens A kinase (PRKA) anchor protein 11 (AKAP11), mRNA.PRKA11; AKAP220; DKFZp781I12161; KIAA0629; FLJ113040.00077582 0.00129806 1.29091731

LOC730313 XM_001720253.1LOC730313 7 PREDICTED: Homo sapiens hypothetical LOC730313 (LOC730313), mRNA.0.00240945 0.00339388 1.29065965

AFF4 NM_014423.2 AFF4 5 Homo sapiens AF4/FMR2 family, member 4 (AFF4), mRNA.AF5Q31; MGC75036; MCEF0.00683354 0.00829173 1.29045818

CLTC NM_004859.2 CLTC 17 Homo sapiens clathrin, heavy chain (Hc) (CLTC), mRNA.CHC17; CLTCL2; Hc; CLH-17; KIAA00340.00011607 0.00026984 1.29013342

ANKRD54 NM_138797.1 ANKRD54 22 Homo sapiens ankyrin repeat domain 54 (ANKRD54), mRNA.0.00106699 0.00170059 1.28992126

TP53RK NM_033550.3 TP53RK 20 Homo sapiens TP53 regulating kinase (TP53RK), mRNA.BUD32; PRPK; Nori-2p; Nori-2; C20orf64; dJ101A20.01897561 0.01969387 1.28966245

LOC441763 XM_930284.1 LOC441763 16 PREDICTED: Homo sapiens hypothetical LOC441763 (LOC441763), mRNA.8.6441E-06 3.3859E-05 1.28962674

CPNE1 NM_003915.2 CPNE1 20 Homo sapiens copine I (CPNE1), transcript variant 3, mRNA.CPN1; COPN1; MGC11421.4313E-06 8.7512E-06 1.28928113

DDEF2 NM_003887.1 DDEF2 2 Homo sapiens development and differentiation enhancing factor 2 (DDEF2), mRNA.PAG3; Pap-alpha; SHAG1; FLJ42910; AMAP2; PAP; KIAA0400; CENTB30.0014463 0.00220119 1.28868344

SMAD5 NM_005903.5 SMAD5 5 Homo sapiens SMAD family member 5 (SMAD5), transcript variant 1, mRNA.Dwfc; DKFZp781O1323; MADH5; JV5-1; DKFZp781C18952.4046E-05 7.5947E-05 1.28852835

SEC13 NM_001136232.1SEC13 3 Homo sapiens SEC13 homolog (S. cerevisiae) (SEC13), transcript variant 2, mRNA.8.5639E-07 5.9682E-06 1.28836655

SEMA3E NM_012431.1 SEMA3E 7 Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3E (SEMA3E), mRNA.SEMAH; coll-5; M-SEMAH; M-sema H; M-SemaK; KIAA03310.00916791 0.01067259 1.28824744

USP38 NM_032557.4 USP38 4 Homo sapiens ubiquitin specific peptidase 38 (USP38), mRNA.HP43.8KD; KIAA1891; FLJ359702.8526E-05 8.6786E-05 1.28812996

PTTG1IP NM_004339.2 PTTG1IP 21 Homo sapiens pituitary tumor-transforming 1 interacting protein (PTTG1IP), mRNA.C21orf3; C21orf1; PBF7.3562E-07 5.3518E-06 1.28808438

PEA15 NM_003768.2 PEA15 1 Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA15), mRNA.HUMMAT1H; PEA-15; PED; MAT1; MAT1H; HMAT18.7778E-07 6.0739E-06 1.28791902

SLC22A18 NM_002555.3 SLC22A18 11 Homo sapiens solute carrier family 22 (organic cation transporter), member 18 (SLC22A18), transcript variant 1, mRNA.IMPT1; ORCTL2; BWSCR1A; BWR1A; ITM; TSSC5; SLC22A1L; HET; p45-BWR1A; DKFZp667A1840.02063096 0.02116404 1.28726167

OSBPL5 NM_145638.1 OSBPL5 11 Homo sapiens oxysterol binding protein-like 5 (OSBPL5), transcript variant 2, mRNA.ORP5; FLJ42929; OBPH10.00990863 0.01138532 1.28704962

TSPYL1 NM_003309.1 TSPYL1 6 Homo sapiens TSPY-like 1 (TSPYL1), mRNA.TSPYL 1.0127E-06 6.7725E-06 1.28685292

MXRA7 NM_001008529.1MXRA7 17 Homo sapiens matrix-remodelling associated 7 (MXRA7), transcript variant 2, mRNA.TMAP1; PS1TP1; FLJ46603; FLJ414920.01730874 0.01824884 1.28673713
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AEBP2 NM_153207.3 AEBP2 12 Homo sapiens AE binding protein 2 (AEBP2), mRNA.MGC17922 0.01434385 0.01553165 1.28660294

SH3PXD2B NM_001017995.1SH3PXD2B 5 Homo sapiens SH3 and PX domains 2B (SH3PXD2B), mRNA.HOFI; FLJ20831; KIAA12950.00493313 0.00627658 1.28643911

ZNF483 NM_133464.1 ZNF483 9 Homo sapiens zinc finger protein 483 (ZNF483), transcript variant 1, mRNA.ZKSCAN16 0.02475393 0.02478783 1.28554379

EXOSC4 NM_019037.2 EXOSC4 8 Homo sapiens exosome component 4 (EXOSC4), mRNA.Rrp41p; p12A; FLJ20591; hRrp41p; Ski6p; RRP41A; SKI6; RRP415.4586E-05 0.0001466 1.28545438

LOC643452 XM_928241.1 LOC643452 6 PREDICTED: Homo sapiens similar to bromodomain containing 7 (LOC643452), mRNA.0.01375791 0.01500086 1.28516509

SIPA1 NM_153253.28SIPA1 11 Homo sapiens signal-induced proliferation-associated gene 1 (SIPA1), transcript variant 1, mRNA.MGC102688; SPA1; MGC170370.00011559 0.0002688 1.28508596

SLC15A4 NM_145648.1 SLC15A4 12 Homo sapiens solute carrier family 15, member 4 (SLC15A4), mRNA.PHT1; FP12591; PTR40.000175 0.0003767 1.28503912

LUZP1 NM_033631.2 LUZP1 1 Homo sapiens leucine zipper protein 1 (LUZP1), mRNA.KIAA0601; LUZP; FLJ356971.7038E-06 9.9993E-06 1.28490355

C12orf31 NM_032338.2 C12ORF31 12 Homo sapiens chromosome 12 open reading frame 31 (C12orf31), mRNA.MGC104302; MGC148172.4101E-05 7.6037E-05 1.28434231

STK19 NM_032454.1 STK19 6 Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 1, mRNA.RP1; G11; D6S60; HLA-RP1; MGC117388; D6S60E0.00085852 0.0014122 1.28401987

C6orf12 XM_379403.3 C6ORF12 PREDICTED: Homo sapiens chromosome 6 open reading frame 12, transcript variant 1 (C6orf12), mRNA.0.05702187 0.04951112 1.28354596

CLPTM1 NM_001294.1 CLPTM1 19 Homo sapiens cleft lip and palate associated transmembrane protein 1 (CLPTM1), mRNA.4.545E-07 3.8234E-06 1.28309824

SEC11C NM_033280.1 SEC11C 18 Homo sapiens SEC11 homolog C (S. cerevisiae) (SEC11C), mRNA.SPC21; SPCS4C; SEC11L36.7364E-08 1.0406E-06 1.28253031

NR2C1 NM_003297.1 NR2C1 12 Homo sapiens nuclear receptor subfamily 2, group C, member 1 (NR2C1), transcript variant 1, mRNA.TR2-11; TR2 0.0017883 0.00263617 1.28236096

PSMD3 NM_002809.2 PSMD3 17 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 (PSMD3), mRNA.RPN3; P58; S3 0.00457939 0.00588366 1.28219526

LAMP2 NM_002294.1 LAMP2 X Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript variant LAMP2A, mRNA.CD107b; LAMP-2C; LAMPB7.3351E-06 2.9727E-05 1.28211429

RNGTT NM_003800.1 RNGTT 6 Homo sapiens RNA guanylyltransferase and 5'-phosphatase (RNGTT), mRNA.HCE1; hCAP; CAP1A; HCE; DKFZp686J20317.7622E-06 3.117E-05 1.28127296

RB1CC1 NM_014781.3 RB1CC1 8 Homo sapiens RB1-inducible coiled-coil 1 (RB1CC1), transcript variant 2, mRNA.FIP200; CC1; DRAGOU140.00012403 0.00028473 1.28113584

PAQR3 NM_177453.2 PAQR3 4 Homo sapiens progestin and adipoQ receptor family member III (PAQR3), mRNA.RKTG 0.00145523 0.00221133 1.2798149

SLC39A3 NM_213568.1 SLC39A3 19 Homo sapiens solute carrier family 39 (zinc transporter), member 3 (SLC39A3), transcript variant 2, mRNA.ZIP3 0.00013052 0.00029667 1.2794971

GDI1 NM_001493.1 GDI1 X Homo sapiens GDP dissociation inhibitor 1 (GDI1), mRNA.OPHN2; MRX48; RABGD1A; GDIL; XAP-4; RABGDIA; MRX41; FLJ414114.4907E-06 2.0683E-05 1.27945199

ZBTB40 NM_014870.2 ZBTB40 1 Homo sapiens zinc finger and BTB domain containing 40 (ZBTB40), transcript variant 1, mRNA.KIAA0478; MGC1330986.0882E-05 0.00015955 1.27932423

SPRY2 NM_005842.2 SPRY2 13 Homo sapiens sprouty homolog 2 (Drosophila) (SPRY2), mRNA.hSPRY2; MGC230390.00366132 0.00485043 1.27923094

Hs.279842 HS.279842 1 Homo sapiens HSPC157 protein, mRNA (cDNA clone IMAGE:6672800), partial cds0.00095741 0.00154816 1.27840596

C6orf211 NM_024573.1 C6ORF211 6 Homo sapiens chromosome 6 open reading frame 211 (C6orf211), mRNA.FLJ12910; DKFZp566I1740.0532766 0.04673554 1.27825342

BNIP3L NM_004331.2 BNIP3L 8 Homo sapiens BCL2/adenovirus E1B 19kDa interacting protein 3-like (BNIP3L), mRNA.BNIP3a; NIX 0.00110388 0.00174954 1.27783249

SGTA NM_003021.3 SGTA 19 Homo sapiens small glutamine-rich tetratricopeptide repeat (TPR)-containing, alpha (SGTA), mRNA.hSGT; SGT 0.00194159 0.00282419 1.27722174

BTAF1 NM_003972.2 BTAF1 10 Homo sapiens BTAF1 RNA polymerase II, B-TFIID transcription factor-associated, 170kDa (Mot1 homolog, S. cerevisiae) (BTAF1), mRNA.TAF172; KIAA0940; TAF(II)170; TAFII170; MOT1; MGC1384064.585E-05 0.00012735 1.27682853

ISCA2 NM_194279.1 ISCA2 14 Homo sapiens iron-sulfur cluster assembly 2 homolog (S. cerevisiae) (ISCA2), mRNA.HBLD1; ISA2; c14_55570.02648377 0.02620305 1.27679408

HLTF NM_003071.2 HLTF 3 Homo sapiens helicase-like transcription factor (HLTF), transcript variant 1, mRNA.ZBU1; SMARCA3; HIP116; HLTF1; RNF80; HIP116A; SNF2L31.8333E-05 6.163E-05 1.27663562

MED7 NM_001100816.1MED7 5 Homo sapiens mediator complex subunit 7 (MED7), transcript variant 1, mRNA.CRSP9; CRSP33; MGC122840.00977318 0.01125622 1.27592693

SLC38A10 NM_138570.1 SLC38A10 17 Homo sapiens solute carrier family 38, member 10 (SLC38A10), transcript variant 2, mRNA.MGC15523; FLJ35718; PP17440.00156679 0.00235153 1.27529671

LOC648399 XM_926857.1 LOC648399 PREDICTED: Homo sapiens similar to Ornithine aminotransferase, mitochondrial precursor (Ornithine--oxo-acid aminotransferase) (LOC648399), mRNA.0.00030732 0.00060041 1.27498881

NXF1 NM_006362.4 NXF1 11 Homo sapiens nuclear RNA export factor 1 (NXF1), transcript variant 1, mRNA.MEX67; TAP; DKFZp667O03110.00018317 0.00039085 1.27405076

LPCAT3 NM_005768.5 LPCAT3 12 Homo sapiens lysophosphatidylcholine acyltransferase 3 (LPCAT3), mRNA.C3F; OACT5; nessy8.6848E-06 3.3973E-05 1.2736647

FAM50A NM_004699.1 FAM50A X Homo sapiens family with sequence similarity 50, member A (FAM50A), mRNA.DXS9928E; 9F; XAP5; HXC-262.0228E-07 2.175E-06 1.27216368

ITM2C NM_001012516.1ITM2C 2 Homo sapiens integral membrane protein 2C (ITM2C), transcript variant 2, mRNA.E25; ITM3; BRI3; E25C; BRICD2C4.1928E-08 7.6008E-07 1.27184575

ZNF672 NM_024836.1 ZNF672 1 Homo sapiens zinc finger protein 672 (ZNF672), mRNA.FLJ22301 0.0032403 0.00436518 1.27180607

PRKCSH NM_001001329.1PRKCSH 19 Homo sapiens protein kinase C substrate 80K-H (PRKCSH), transcript variant 2, mRNA.G19P1; AGE-R2; PLD1; PCLD1.3145E-05 4.725E-05 1.27172804

SMCR5 NR_024007.1 SMCR5 17 Homo sapiens Smith-Magenis syndrome chromosome region, candidate 5 (non-protein coding) (SMCR5), non-coding RNA.0.00151417 0.00228506 1.27134733

MAP2K1IP1 NM_021970.2 MAP2K1IP1 4 Homo sapiens mitogen-activated protein kinase kinase 1 interacting protein 1 (MAP2K1IP1), mRNA.MP1 3.8557E-05 0.00011055 1.27122805

Hs.413494 HS.413494 10 Homo sapiens cDNA: FLJ21333 fis, clone COL025350.00013736 0.00030895 1.27112322

THEM2 NM_018473.2 THEM2 6 Homo sapiens thioesterase superfamily member 2 (THEM2), mRNA.HT012; PNAS-27; MGC49616.9205E-06 2.8561E-05 1.2711178

EPAS1 NM_001430.3 EPAS1 2 Homo sapiens endothelial PAS domain protein 1 (EPAS1), mRNA.HLF; ECYT4; HIF2A; MOP2; PASD20.00141851 0.00216377 1.2706934

CMC1 NM_182523.1 CMC1 3 Homo sapiens COX assembly mitochondrial protein homolog (S. cerevisiae) (CMC1), nuclear gene encoding mitochondrial protein, mRNA.DKFZp779D0833; MGC615710.00043264 0.00079797 1.26979668

C6orf129 NM_138493.1 C6ORF129 6 Homo sapiens chromosome 6 open reading frame 129 (C6orf129), mRNA.HSPC265; MGC1316560.00024428 0.0004959 1.26954765

CD2BP2 NM_006110.1 CD2BP2 16 Homo sapiens CD2 (cytoplasmic tail) binding protein 2 (CD2BP2), mRNA.FWP010; LIN1; Snu409.621E-07 6.5185E-06 1.26943791

EVI5 NM_005665.4 EVI5 1 Homo sapiens ecotropic viral integration site 5 (EVI5), mRNA.NB4S 0.00256793 0.00357521 1.26939489

LSMD1 NM_032356.3 LSMD1 17 Homo sapiens LSM domain containing 1 (LSMD1), mRNA.PFAAP2; MGC14151; MGC748373.2132E-06 1.5964E-05 1.26929539

APPBP2 NM_006380.2 APPBP2 17 Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 2 (APPBP2), mRNA.PAT1; KIAA0228; HS.840849.2877E-05 0.00022605 1.26904744

FIG4 NM_014845.4 FIG4 6 Homo sapiens FIG4 homolog (S. cerevisiae) (FIG4), mRNA.SAC3; RP1-249I4.1; hSac3; dJ249I4.1; KIAA02740.00638696 0.00783327 1.26870482

TDP1 NM_018319.3 TDP1 14 Homo sapiens tyrosyl-DNA phosphodiesterase 1 (TDP1), transcript variant 1, mRNA.FLJ11090; MGC1042520.00161613 0.00241443 1.26843251

GOPC NM_020399.2 GOPC 6 Homo sapiens golgi associated PDZ and coiled-coil motif containing (GOPC), transcript variant 1, mRNA.GOPC1; FIG; CAL; PIST; dJ94G16.20.00302487 0.00411412 1.26804253

PPP3CB NM_021132.1 PPP3CB 10 Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, beta isoform (PPP3CB), mRNA.CALNA2; CALNB0.00167439 0.00248707 1.26773945

C20orf46 NM_018354.1 C20ORF46 20 Homo sapiens chromosome 20 open reading frame 46 (C20orf46), mRNA.FLJ11190 3.5565E-05 0.00010408 1.26719141

UBE2D4 NM_015983.2 UBE2D4 7 Homo sapiens ubiquitin-conjugating enzyme E2D 4 (putative) (UBE2D4), mRNA.HBUCE1 0.00162476 0.00242484 1.26625109

CHES1 NM_005197.2 CHES1 14 Homo sapiens checkpoint suppressor 1 (CHES1), mRNA.C14orf116; FOXN3; PRO16350.00019825 0.00041673 1.26563783

COMMD9 NM_014186.1 COMMD9 Homo sapiens COMM domain containing 9 (COMMD9), mRNA.FLJ31106; HSPC1660.00021927 0.00045247 1.26562856

CTSH NM_004390.2 CTSH 15 Homo sapiens cathepsin H (CTSH), transcript variant 1, mRNA.CPSB; ACC-4; MGC1519; minichain; ACC-5; DKFZp686B242570.00820631 0.0097038 1.26527363

SPNS1 NM_032038.1 SPNS1 16 Homo sapiens spinster homolog 1 (Drosophila) (SPNS1), mRNA.SPINL; FLJ38358; HSpin1; PP2030; nrs; LAT; SPIN10.00013481 0.00030414 1.26501714

C17orf63 NM_018182.1 C17ORF63 17 Homo sapiens chromosome 17 open reading frame 63 (C17orf63), transcript variant 1, mRNA.FLJ10700 0.01396801 0.01518277 1.26487214

Hs.163752 HS.163752 19 zr87e09.r1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:682696 5, mRNA sequence5.1073E-05 0.00013908 1.26477815

CHSY1 NM_014918.3 CHSY1 15 Homo sapiens chondroitin sulfate synthase 1 (CHSY1), mRNA.CSS1; KIAA09906.3933E-07 4.8609E-06 1.26468211

LOC92249 NR_015353.1 LOC92249 X Homo sapiens hypothetical LOC92249 (LOC92249), non-coding RNA.0.05236476 0.04603692 1.26414813

LRRC58 NM_001099678.1LRRC58 3 Homo sapiens leucine rich repeat containing 58 (LRRC58), mRNA.0.00034575 0.00066149 1.26414322

RAXL1 NM_032753.2 RAXL1 19 Homo sapiens retina and anterior neural fold homeobox like 1 (RAXL1), mRNA.QRX; MGC15631; ARMD6; CORD110.01159385 0.0129966 1.26356955

PRRC1 NM_130809.2 PRRC1 5 Homo sapiens proline-rich coiled-coil 1 (PRRC1), mRNA.FLJ32875 6.5306E-05 0.00016883 1.2634171

FRAP1 NM_004958.2 FRAP1 1 Homo sapiens FK506 binding protein 12-rapamycin associated protein 1 (FRAP1), mRNA.RAPT1; FLJ44809; MTOR; FRAP; FRAP2; RAFT11.125E-05 4.1756E-05 1.26338066

DUSP6 NM_001946.2 DUSP6 12 Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 1, mRNA.MKP3; PYST1 5.6242E-07 4.4497E-06 1.26326407

KLF4 NM_004235.3 KLF4 9 Homo sapiens Kruppel-like factor 4 (gut) (KLF4), mRNA.GKLF; EZF 0.00424549 0.00551524 1.26315793



5.0 Upreg

MICB NM_005931.2 MICB 6 Homo sapiens MHC class I polypeptide-related sequence B (MICB), mRNA.PERB11.2 0.000828 0.00137151 1.26284633

C4orf34 NM_174921.1 C4ORF34 4 Homo sapiens chromosome 4 open reading frame 34 (C4orf34), mRNA.FLJ13289 2.4671E-06 1.3135E-05 1.26246935

CERK NM_182661.1 CERK 22 Homo sapiens ceramide kinase (CERK), transcript variant 2, mRNA.KIAA1646; dA59H18.3; hCERK; dA59H18.2; FLJ23239; MGC131878; LK4; FLJ21430; DKFZp434E02112.9415E-05 8.8751E-05 1.26217274

FAM173A NM_023933.1 FAM173A 16 Homo sapiens family with sequence similarity 173, member A (FAM173A), mRNA.MGC2494 3.748E-05 0.00010835 1.26153651

SND1 NM_014390.2 SND1 7 Homo sapiens staphylococcal nuclease and tudor domain containing 1 (SND1), mRNA.TDRD11; p100 3.3229E-05 9.8E-05 1.26077457

LRP5L NM_182492.1 LRP5L 22 Homo sapiens low density lipoprotein receptor-related protein 5-like (LRP5L), mRNA.DKFZp434O02130.03385479 0.03201573 1.26024623

SLC26A6 NM_134426.2 SLC26A6 3 Homo sapiens solute carrier family 26, member 6 (SLC26A6), transcript variant 3, mRNA.DKFZp586E14225.9233E-05 0.00015583 1.26001228

DKFZp434K191NM_001029950.1DKFZP434K191 22 Homo sapiens hypothetical protein DKFZp434K191 (DKFZp434K191), mRNA.0.03930181 0.03631361 1.2599237

LOC653506 XM_927769.1 LOC653506 17 PREDICTED: Homo sapiens similar to meteorin, glial cell differentiation regulator-like (LOC653506), mRNA.1.4436E-06 8.808E-06 1.25962328

R3HCC1 XM_114618.6 R3HCC1 PREDICTED: Homo sapiens R3H domain and coiled-coil containing 1 (R3HCC1), mRNA.1.7568E-05 5.963E-05 1.25955191

RHBDD2 NM_001040456.1RHBDD2 7 Homo sapiens rhomboid domain containing 2 (RHBDD2), transcript variant 1, mRNA.NPD007; RHBDL74.7952E-07 3.9579E-06 1.25953147

NCOA7 NM_181782.2 NCOA7 6 Homo sapiens nuclear receptor coactivator 7 (NCOA7), mRNA.FLJ45605; dJ187J11.3; ESNA1; Nbla00052; Nbla10993; ERAP140; MGC884250.0115557 0.01296213 1.25938088

FAM102B NM_001010883.1FAM102B 1 Homo sapiens family with sequence similarity 102, member B (FAM102B), mRNA.DKFZp686N01110; DKFZp779B1260.0287853 0.02799715 1.25932611

SENP2 NM_021627.2 SENP2 3 Homo sapiens SUMO1/sentrin/SMT3 specific peptidase 2 (SENP2), mRNA.AXAM2; SMT3IP2; KIAA1331; DKFZp762A23160.00053664 0.00095565 1.2590913

RNF114 NM_018683.3 RNF114 20 Homo sapiens ring finger protein 114 (RNF114), mRNA.RNF114 1.2613E-06 7.933E-06 1.25902058

SSR2 NM_003145.2 SSR2 1 Homo sapiens signal sequence receptor, beta (translocon-associated protein beta) (SSR2), mRNA.HSD25; DKFZp686F19123; TRAPB; TLAP3.7491E-05 0.00010835 1.25895712

COQ3 NM_017421.2 COQ3 6 Homo sapiens coenzyme Q3 homolog, methyltransferase (S. cerevisiae) (COQ3), mRNA.bA9819.1; UG0215E054.8057E-05 0.00013218 1.25867733

MFAP3 NM_005927.3 MFAP3 5 Homo sapiens microfibrillar-associated protein 3 (MFAP3), mRNA.0.01858439 0.01934046 1.25867045

SHROOM4 NM_020717.2 SHROOM4 X Homo sapiens shroom family member 4 (SHROOM4), mRNA.KIAA1202 0.00132365 0.00204143 1.25858662

MIF4GD NM_020679.2 MIF4GD 17 Homo sapiens MIF4G domain containing (MIF4GD), mRNA.SLIP1; MIFD; MGC45027; AD0230.00015126 0.00033429 1.25844602

PPP1R2 NM_006241.3 PPP1R2 3 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 2 (PPP1R2), mRNA.MGC87148; IPP21.0689E-05 4.0045E-05 1.25808305

TMEM41B NM_015012.1 TMEM41B 11 Homo sapiens transmembrane protein 41B (TMEM41B), mRNA.MGC33897; KIAA0033; MGC572625.8715E-07 4.5671E-06 1.25806274

GAK NM_005255.1 GAK 4 Homo sapiens cyclin G associated kinase (GAK), mRNA. XM_943600 XM_943603MGC99654; FLJ403950.00041412 0.00077031 1.25795984

ALG13 NM_018466.2 ALG13 X Homo sapiens asparagine-linked glycosylation 13 homolog (S. cerevisiae) (ALG13), mRNA.YGL047W; GLT28D1; MDS0310.00027045 0.00053795 1.25791145

YY1AP1 NM_139121.1 YY1AP1 1 Homo sapiens YY1 associated protein 1 (YY1AP1), transcript variant 5, mRNA.HCCA2; FLJ10875; YAP; FLJ13914; YY1AP; HCCA10.00066756 0.00114153 1.25787538

RAB5C NM_201434.1 RAB5C 17 Homo sapiens RAB5C, member RAS oncogene family (RAB5C), transcript variant 1, mRNA.RAB5CL; RABL; MGC138857; MGC1172170.00052852 0.00094309 1.25751742

ATP6V1B2 NM_001693.2 ATP6V1B2 8 Homo sapiens ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B2 (ATP6V1B2), mRNA.VATB; VPP3; ATP6B2; ATP6B1B2; Vma2; HO571.1245E-07 1.504E-06 1.2572427

RYBP NM_012234.3 RYBP 3 Homo sapiens RING1 and YY1 binding protein (RYBP), mRNA.DEDAF; YEAF1; AAP18.4825E-05 0.00021006 1.25709071

TSC22D2 NM_014779.2 TSC22D2 3 Homo sapiens TSC22 domain family, member 2 (TSC22D2), mRNA.KIAA0669; TILZ4a; TILZ4c; TILZ4b0.00072358 0.00122231 1.25619635

ACADVL NM_000018.2 ACADVL 17 Homo sapiens acyl-Coenzyme A dehydrogenase, very long chain (ACADVL), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.ACAD6; VLCAD; LCACD3.0151E-06 1.5221E-05 1.2561946

PQLC1 NM_025078.3 PQLC1 18 Homo sapiens PQ loop repeat containing 1 (PQLC1), mRNA.FLJ22378 7.1691E-07 5.2593E-06 1.25547664

PLDN NM_012388.2 PLDN 15 Homo sapiens pallidin homolog (mouse) (PLDN), mRNA.PA; PALLID 0.0002146 0.0004445 1.25527067

TNNI3 NM_000363.3 TNNI3 19 Homo sapiens troponin I type 3 (cardiac) (TNNI3), mRNA.CMH7; cTnI; TNNC1; MGC1168170.04701796 0.04215999 1.25521852

TRAPPC5 NM_001042462.1TRAPPC5 19 Homo sapiens trafficking protein particle complex 5 (TRAPPC5), transcript variant 3, mRNA.MGC52424 2.7404E-05 8.4161E-05 1.25501967

TMEM199 NM_152464.1 TMEM199 17 Homo sapiens transmembrane protein 199 (TMEM199), mRNA.MGC45714; C17orf320.02808312 0.02747561 1.25500712

DDX19A NM_018332.3 DDX19A 16 Homo sapiens DEAD (Asp-Glu-Ala-As) box polypeptide 19A (DDX19A), mRNA.DDX19L; FLJ11126; DDX19-DDX19L; DKFZp686C211370.00131659 0.00203197 1.25481168

SEPX1 NM_016332.2 SEPX1 16 Homo sapiens selenoprotein X, 1 (SEPX1), mRNA.MSRB1; SELR; MGC3344; HSPC270; SELX1.381E-05 4.9077E-05 1.25476921

SECISBP2 NM_024077.2 SECISBP2 9 Homo sapiens SECIS binding protein 2 (SECISBP2), mRNA.DKFZp686C09169; SBP20.00077231 0.00129318 1.25475385

SLC25A13 NM_014251.1 SLC25A13 7 Homo sapiens solute carrier family 25, member 13 (citrin) (SLC25A13), mRNA.CTLN2; ARALAR2; CITRIN0.00956199 0.01104924 1.25454759

CTSB NM_001908.3 CTSB 8 Homo sapiens cathepsin B (CTSB), transcript variant 1, mRNA.CPSB; APPS 0.00182211 0.00267612 1.25454165

SURF1 NM_003172.2 SURF1 9 Homo sapiens surfeit 1 (SURF1), nuclear gene encoding mitochondrial protein, mRNA.8.9911E-05 0.00022005 1.25430276

NDFIP2 NM_019080.1 NDFIP2 13 Homo sapiens Nedd4 family interacting protein 2 (NDFIP2), mRNA.FLJ25842; N4wbp5a; KIAA11657.108E-07 5.2233E-06 1.25399026

DENND5A NM_015213.2 DENND5A 11 Homo sapiens DENN/MADD domain containing 5A (DENND5A), mRNA.FLJ33829; FLJ22354; FLJ43455; KIAA10914.7278E-05 0.00013053 1.25393965

DEM1 NM_022774.1 DEM1 1 Homo sapiens defects in morphology 1 homolog (S. cerevisiae) (DEM1), mRNA.FLJ21144; FLJ13183; FLJ114450.0064241 0.00787551 1.25366265

NAT15 NM_024845.1 NAT15 16 Homo sapiens N-acetyltransferase 15 (GCN5-related, putative) (NAT15), transcript variant 1, mRNA.FLJ11693 0.04609149 0.04147761 1.2536263

C9orf46 NM_018465.1 C9ORF46 9 Homo sapiens chromosome 9 open reading frame 46 (C9orf46), mRNA.FLJ39176; FLJ14688; AD025; MDS0309.0813E-05 0.00022164 1.25359542

YIF1A NM_020470.1 YIF1A 11 Homo sapiens Yip1 interacting factor homolog A (S. cerevisiae) (YIF1A), mRNA.FinGER7; 54TM; YIF1P; YIF16.1366E-05 0.00016039 1.25331802

STUB1 NM_005861.2 STUB1 16 Homo sapiens STIP1 homology and U-box containing protein 1 (STUB1), mRNA.CHIP; SDCCAG7; NY-CO-7; UBOX1; HSPABP24.7086E-06 2.1439E-05 1.25317478

ANAPC11 XM_942695.1 ANAPC11 PREDICTED: Homo sapiens APC11 anaphase promoting complex subunit 11 homolog (yeast), transcript variant 8 (ANAPC11), mRNA.0.00035614 0.00067797 1.25281906

OGFR NM_007346.2 OGFR 20 Homo sapiens opioid growth factor receptor (OGFR), mRNA.0.00060077 0.00104814 1.2527879

PPIC NM_000943.4 PPIC 5 Homo sapiens peptidylprolyl isomerase C (cyclophilin C) (PPIC), mRNA.MGC3673; CYPC0.00014439 0.00032163 1.25238831

HES6 NM_018645.3 HES6 2 Homo sapiens hairy and enhancer of split 6 (Drosophila) (HES6), mRNA.7.9887E-07 5.7033E-06 1.25236873

CCND3 NM_001760.2 CCND3 6 Homo sapiens cyclin D3 (CCND3), mRNA.5.1887E-07 4.2076E-06 1.25236087

MTIF3 NM_152912.3 MTIF3 13 Homo sapiens mitochondrial translational initiation factor 3 (MTIF3), nuclear gene encoding mitochondrial protein, mRNA.IF-3mt; IF3(mt) 5.4486E-05 0.00014642 1.25215383

CANT1 NM_138793.2 CANT1 17 Homo sapiens calcium activated nucleotidase 1 (CANT1), mRNA.SHAPY; SCAN-1 3.5912E-06 1.7447E-05 1.2520259

C9orf69 NM_152833.2 C9ORF69 9 Homo sapiens chromosome 9 open reading frame 69 (C9orf69), mRNA.bA83N9.1 0.00504702 0.00640014 1.25198396

MLXIPL NM_032994.1 MLXIPL 7 Homo sapiens MLX interacting protein-like (MLXIPL), transcript variant 2, mRNA.WS-bHLH; MIO; MONDOB; WBSCR14; CHREBP0.00050256 0.00090376 1.25185141

BIRC3 NM_182962.1 BIRC3 11 Homo sapiens baculoviral IAP repeat-containing 3 (BIRC3), transcript variant 2, mRNA.RNF49; MALT2; API2; HIAP1; AIP1; MIHC; HAIP1; CIAP20.01355457 0.01481044 1.25155909

C16orf57 NM_024598.2 C16ORF57 16 Homo sapiens chromosome 16 open reading frame 57 (C16orf57), mRNA.FLJ13154 3.5937E-06 1.7449E-05 1.25124283

GOLGA3 NM_005895.2 GOLGA3 12 Homo sapiens golgi autoantigen, golgin subfamily a, 3 (GOLGA3), mRNA.GCP170; MEA-2 6.3637E-07 4.8468E-06 1.25106843

IL10RB NM_000628.3 IL10RB 21 Homo sapiens interleukin 10 receptor, beta (IL10RB), mRNA.IL-10R2; CRF2-4; CRFB4; CDW210B; D21S58; D21S660.00118492 0.00185884 1.25106233

LIMA1 NM_016357.3 LIMA1 12 Homo sapiens LIM domain and actin binding 1 (LIMA1), mRNA.SREBP3; EPLIN; FLJ38853; MGC1317260.00042413 0.00078574 1.25089004

STAT1 NM_139266.1 STAT1 2 Homo sapiens signal transducer and activator of transcription 1, 91kDa (STAT1), transcript variant alpha, mRNA.ISGF-3; STAT91; DKFZp686B041004.9078E-05 0.00013448 1.25078606

FRMD8 NM_031904.3 FRMD8 11 Homo sapiens FERM domain containing 8 (FRMD8), mRNA.MGC31785; FKSG44; FLJ32216; FLJ903690.00161359 0.00241227 1.25045016

PAFAH1B1 NM_000430.2 PAFAH1B1 17 Homo sapiens platelet-activating factor acetylhydrolase, isoform Ib, alpha subunit 45kDa (PAFAH1B1), mRNA.LIS2; PAFAH; MDS; LIS1; MDCR3.9419E-06 1.8766E-05 1.25033496

EIF4E3 NM_173359.3 EIF4E3 3 Homo sapiens eukaryotic translation initiation factor 4E family member 3 (EIF4E3), mRNA.MGC86971; MGC398200.03601061 0.0337561 1.24933431

NDRG3 NM_022477.2 NDRG3 20 Homo sapiens NDRG family member 3 (NDRG3), transcript variant 2, mRNA.FLJ13556 7.3461E-05 0.00018618 1.24902908

DFFA NM_004401.2 DFFA 1 Homo sapiens DNA fragmentation factor, 45kDa, alpha polypeptide (DFFA), transcript variant 1, mRNA.DFF-45; ICAD; DFF10.00017353 0.00037446 1.24887274

CTSL2 NM_001333.2 CTSL2 9 Homo sapiens cathepsin L2 (CTSL2), mRNA.CTSV; CATL2; CTSU; MGC1259572.1801E-06 1.1933E-05 1.24878735

CCNH NM_001239.2 CCNH 5 Homo sapiens cyclin H (CCNH), mRNA.p34; CAK; p37 0.0028189 0.00386695 1.24871407



5.0 Upreg

LOC648980 XM_941280.2 LOC648980 22 PREDICTED: Homo sapiens similar to breakpoint cluster region, transcript variant 1 (LOC648980), mRNA.0.00625749 0.00771546 1.24824116

GMPPA NM_013335.2 GMPPA 2 Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), transcript variant 2, mRNA.4.5947E-05 0.00012754 1.24803558

PJA2 NM_014819.2 PJA2 Homo sapiens praja 2, RING-H2 motif containing (PJA2), mRNA.KIAA0438; RNF131; Neurodap12.0177E-06 1.1298E-05 1.24793128

C7orf26 NM_024067.2 C7ORF26 7 Homo sapiens chromosome 7 open reading frame 26 (C7orf26), mRNA.MGC2718 3.0556E-05 9.1438E-05 1.247874

INO80C NM_194281.2 INO80C 18 Homo sapiens INO80 complex subunit C (INO80C), transcript variant 2, mRNA.hIes6; FLJ381830.00151158 0.00228155 1.24780248

BIRC2 NM_001166.3 BIRC2 11 Homo sapiens baculoviral IAP repeat-containing 2 (BIRC2), mRNA.API1; Hiap-2; MIHB; RNF48; HIAP2; cIAP10.00049248 0.00088946 1.24768052

CREB3L2 NM_194071.2 CREB3L2 7 Homo sapiens cAMP responsive element binding protein 3-like 2 (CREB3L2), mRNA.MGC131709; BBF2H7; MGC710064.7562E-05 0.00013098 1.24755123

LMO4 NM_006769.2 LMO4 1 Homo sapiens LIM domain only 4 (LMO4), mRNA.7.6373E-06 3.0739E-05 1.24752685

LHX2 NM_004789.3 LHX2 9 Homo sapiens LIM homeobox 2 (LHX2), mRNA.LH2; hLhx2; MGC1383900.00026434 0.00052953 1.24749839

ATP6V0B NM_004047.2 ATP6V0B 1 Homo sapiens ATPase, H+ transporting, lysosomal 21kDa, V0 subunit b (ATP6V0B), transcript variant 1, mRNA.HATPL; ATP6F; VMA161.0274E-06 6.8397E-06 1.24736619

PACSIN2 NM_007229.2 PACSIN2 22 Homo sapiens protein kinase C and casein kinase substrate in neurons 2 (PACSIN2), mRNA.SDPII 2.8966E-06 1.481E-05 1.24712679

RAB8B NM_016530.2 RAB8B 15 Homo sapiens RAB8B, member RAS oncogene family (RAB8B), mRNA.FLJ38125 0.00696385 0.00842073 1.2470924

EGR1 NM_001964.2 EGR1 5 Homo sapiens early growth response 1 (EGR1), mRNA.G0S30; AT225; TIS8; ZNF225; NGFI-A; KROX-24; ZIF-2684.7935E-07 3.9603E-06 1.24701402

C1orf115 NM_024709.2 C1ORF115 1 Homo sapiens chromosome 1 open reading frame 115 (C1orf115), mRNA.FLJ14146; RP11-322F10.40.00021192 0.00043988 1.24695403

LMOD3 NM_198271.2 LMOD3 3 Homo sapiens leiomodin 3 (fetal) (LMOD3), mRNA.DKFZp313F01350.00213683 0.0030675 1.24679721

RWDD2A NM_033411.2 RWDD2A 6 Homo sapiens RWD domain containing 2A (RWDD2A), mRNA.dJ747H23.2; RWDD2; MGC138208; MGC135230.00255277 0.00355694 1.2465134

ALCAM NM_001627.2 ALCAM 3 Homo sapiens activated leukocyte cell adhesion molecule (ALCAM), mRNA.CD166; FLJ38514; MEMD; MGC717336.0443E-06 2.5769E-05 1.24640867

MED19 NM_153450.1 MED19 11 Homo sapiens mediator complex subunit 19 (MED19), mRNA.LCMR1 0.00119493 0.00187286 1.24624018

C21orf58 NM_199071.2 C21ORF58 21 Homo sapiens chromosome 21 open reading frame 58 (C21orf58), transcript variant 2, mRNA.0.00038649 0.00072691 1.24602346

LOC100131785XR_039574.1 LOC100131785 7 PREDICTED: Homo sapiens misc_RNA (LOC100131785), miscRNA.0.00156797 0.00235249 1.24588975

RUNX3 NM_004350.1 RUNX3 1 Homo sapiens runt-related transcription factor 3 (RUNX3), transcript variant 2, mRNA.FLJ34510; MGC16070; PEBP2aC; CBFA3; AML20.00215956 0.00309405 1.24532427

SLC16A10 NM_018593.3 SLC16A10 6 Homo sapiens solute carrier family 16, member 10 (aromatic amino acid transporter) (SLC16A10), mRNA.TAT1; PRO0813 0.02017144 0.02077036 1.24530875

ACAD11 NM_032169.3 ACAD11 3 Homo sapiens acyl-Coenzyme A dehydrogenase family, member 11 (ACAD11), mRNA.FLJ12592; MGC1506190.0020266 0.00292842 1.24509755

POP7 NM_005837.1 POP7 7 Homo sapiens processing of precursor 7, ribonuclease P/MRP subunit (S. cerevisiae) (POP7), mRNA.0610037N12Rik; RPP20; RPP20.00383285 0.00505629 1.24449936

F11R NM_016946.3 F11R 1 Homo sapiens F11 receptor (F11R), transcript variant 1, mRNA.JAM; JAM-A; PAM-1; JAM1; JAM-1; JAMA; JCAM; KAT; CD3210.00019777 0.00041603 1.244442

ZBTB9 NM_152735.3 ZBTB9 6 Homo sapiens zinc finger and BTB domain containing 9 (ZBTB9), mRNA.MGC23166 0.00043663 0.00080449 1.24421066

MOBKL3 NM_199482.2 MOBKL3 2 Homo sapiens MOB1, Mps One Binder kinase activator-like 3 (yeast) (MOBKL3), transcript variant 2, mRNA.2C4D; MGC12264; MOB1; CGI-95; PREI3; MOB30.00129191 0.00200021 1.24376055

NARF NM_001038618.1NARF 17 Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 3, mRNA.FLJ10067; DKFZp434G0420; IOP20.00016237 0.00035484 1.24315463

FAM120B NM_032448.1 FAM120B 6 Homo sapiens family with sequence similarity 120B (FAM120B), mRNA.KIAA1838; dJ894D12.1; PGCC1; KIAA01831.1324E-06 7.3543E-06 1.24293145

LOC647346 XM_942836.1 LOC647346 PREDICTED: Homo sapiens similar to Alcohol dehydrogenase class III chi chain (Glutathione-dependent formaldehyde dehydrogenase) (FDH), transcript variant 2 (LOC647346), mRNA.0.0040014 0.00525416 1.24287999

SCOC NM_032547.1 SCOC 4 Homo sapiens short coiled-coil protein (SCOC), mRNA.HRIHFB2072; SCOCO0.00019073 0.00040481 1.24282107

SLC30A3 NM_003459.4 SLC30A3 2 Homo sapiens solute carrier family 30 (zinc transporter), member 3 (SLC30A3), mRNA.ZNT3 2.6105E-05 8.082E-05 1.24273284

SKP1 NM_006930.3 SKP1 5 Homo sapiens S-phase kinase-associated protein 1 (SKP1), transcript variant 1, mRNA.TCEB1L; MGC34403; p19A; EMC19; SKP1A; OCP-II; OCP20.00742707 0.00890234 1.24226528

WDR33 NM_001006623.1WDR33 2 Homo sapiens WD repeat domain 33 (WDR33), transcript variant 3, mRNA.WDC146; FLJ112940.001301 0.00201358 1.24218484

HNRNPU NM_031844.2 HNRNPU 1 Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) (HNRNPU), transcript variant 1, mRNA.SAF-A; U21.1; HNRPU; HNRNPU0.00573772 0.00715197 1.24205215

CCNC NM_001013399.1CCNC 6 Homo sapiens cyclin C (CCNC), transcript variant 2, mRNA.CycC 2.7871E-05 8.5206E-05 1.24110245

LOC389293 XM_371741.4 LOC389293 5 PREDICTED: Homo sapiens similar to HESB like domain containing 2, transcript variant 1 (LOC389293), mRNA.0.00556756 0.00696958 1.24069408

ZNF394 NM_032164.2 ZNF394 7 Homo sapiens zinc finger protein 394 (ZNF394), mRNA.FLJ12298; ZKSCAN140.00070773 0.00119854 1.24052162

MFSD3 NM_138431.1 MFSD3 8 Homo sapiens major facilitator superfamily domain containing 3 (MFSD3), mRNA.1.8356E-06 1.0554E-05 1.24006366

MUM1 NM_032853.2 MUM1 19 Homo sapiens melanoma associated antigen (mutated) 1 (MUM1), mRNA.MGC163315; MGC131891; HSPC211; FLJ22283; FLJ14868; MUM-11.2654E-05 4.586E-05 1.24005763

PREP NM_002726.3 PREP 6 Homo sapiens prolyl endopeptidase (PREP), mRNA.PEP; PE; MGC160600.00019387 0.00041018 1.24002385

CCDC93 NM_019044.3 CCDC93 2 Homo sapiens coiled-coil domain containing 93 (CCDC93), mRNA.FLJ10996; FLJ25197; MGC130330.00010671 0.00025277 1.23982247

PPHLN1 NM_201438.1 PPHLN1 12 Homo sapiens periphilin 1 (PPHLN1), transcript variant 5, mRNA.HSPC206; HSPC232; MGC487860.00057864 0.00101744 1.23970905

TMEM185B NR_000034.1 TMEM185B 2 Homo sapiens transmembrane protein 185B (pseudogene) (TMEM185B), non-coding RNA.FLJ20979; FAM11B0.00353039 0.00470754 1.23935761

FAM53C NM_016605.1 FAM53C 5 Homo sapiens family with sequence similarity 53, member C (FAM53C), mRNA.C5orf6 1.5435E-05 5.3763E-05 1.23927721

RGMA NM_020211.1 RGMA 15 Homo sapiens RGM domain family, member A (RGMA), mRNA.RGM 0.03778 0.03514437 1.23893064

GUSB NM_000181.1 GUSB 7 Homo sapiens glucuronidase, beta (GUSB), mRNA.MPS7; FLJ394456.1452E-05 0.00016052 1.23869124

Hs.436379 HS.436379 2 full-length cDNA clone CS0DM002YA18 of Fetal liver of Homo sapiens (human)0.00146481 0.00222472 1.23842209

WRB NM_004627.2 WRB 21 Homo sapiens tryptophan rich basic protein (WRB), mRNA.CHD5 0.00046009 0.00083839 1.23840319

C20orf111 NM_016470.6 C20ORF111 20 Homo sapiens chromosome 20 open reading frame 111 (C20orf111), mRNA.dJ1183I21.1; HSPC207; Perit11.0794E-05 4.0386E-05 1.2382622

STOX2 NM_020225.1 STOX2 4 Homo sapiens storkhead box 2 (STOX2), mRNA.DKFZp762K222 0.01936744 0.020046 1.23820022

RTN4R NM_023004.5 RTN4R 22 Homo sapiens reticulon 4 receptor (RTN4R), mRNA.NOGOR; NGR 0.03065227 0.0294926 1.23818409

C18orf8 NM_013326.2 C18ORF8 18 Homo sapiens chromosome 18 open reading frame 8 (C18orf8), mRNA.HsT2591; MIC1; FLJ234532.2201E-06 1.2106E-05 1.23807901

C14orf2 NM_004894.1 C14ORF2 14 Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA.PLPM; MP68 2.893E-05 8.765E-05 1.23803291

IMPAD1 NM_017813.2 IMPAD1 8 Homo sapiens inositol monophosphatase domain containing 1 (IMPAD1), mRNA.IMPA3; FLJ204210.00322818 0.00435286 1.23796125

FGFR3 NM_000142.2 FGFR3 4 Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric dwarfism) (FGFR3), transcript variant 2, mRNA.HSFGFR3EX; JTK4; CD333; ACH; CEK22.6865E-05 8.2736E-05 1.23778844

IFI27L1 NM_145249.2 IFI27L1 14 Homo sapiens interferon, alpha-inducible protein 27-like 1 (IFI27L1), transcript variant 1, mRNA.9.8314E-05 0.00023659 1.23749739

FLOT1 NM_005803.2 FLOT1 6 Homo sapiens flotillin 1 (FLOT1), mRNA.5.5781E-05 0.00014912 1.23744902

KIAA1826 NM_032424.1 KIAA1826 11 Homo sapiens KIAA1826 (KIAA1826), mRNA.0.00074523 0.00125406 1.23735675

LCMT1 NM_001032391.1LCMT1 16 Homo sapiens leucine carboxyl methyltransferase 1 (LCMT1), transcript variant 2, mRNA.LCMT; PPMT1; CGI-686.801E-06 2.8267E-05 1.23735207

NARS2 NM_024678.3 NARS2 11 Homo sapiens asparaginyl-tRNA synthetase 2, mitochondrial (putative) (NARS2), nuclear gene encoding mitochondrial protein, mRNA.SLM5; FLJ234410.01946741 0.02013522 1.23723882

ZNHIT1 NM_006349.2 ZNHIT1 7 Homo sapiens zinc finger, HIT type 1 (ZNHIT1), mRNA.ZNFN4A1; CG1I 1.4873E-06 9.0061E-06 1.23711269

MARS2 NM_138395.2 MARS2 2 Homo sapiens methionyl-tRNA synthetase 2, mitochondrial (MARS2), nuclear gene encoding mitochondrial protein, mRNA.mtMetRS; MetRS0.03957814 0.03652662 1.23694328

SNAPC4 NM_003086.1 SNAPC4 9 Homo sapiens small nuclear RNA activating complex, polypeptide 4, 190kDa (SNAPC4), mRNA.SNAP190; FLJ13451; PTFalpha7.8688E-06 3.1526E-05 1.23693094

SLC12A2 NM_001046.2 SLC12A2 5 Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), member 2 (SLC12A2), mRNA.NKCC1; BSC2; MGC104233; BSC0.00184556 0.00270378 1.23542886

LOC648638 XM_937706.1 LOC648638 PREDICTED: Homo sapiens similar to Peptidyl-prolyl cis-trans isomerase NIMA-interacting 4 (Rotamase Pin4) (PPIase Pin4) (Parvulin 14) (Par14) (Peptidyl-prolyl cis/trans isomerase EPVH) (hPar14) (LOC648638), mRNA.5.7476E-06 2.4757E-05 1.23506088

IL17RD NM_017563.1 IL17RD 3 Homo sapiens interleukin 17 receptor D (IL17RD), mRNA.DKFZp434N1928; IL-17RD; SEF; IL17RLM; FLJ357550.00049572 0.0008942 1.23491786

LLPH NM_032338.3 LLPH 12 Homo sapiens LLP homolog, long-term synaptic facilitation (Aplysia) (LLPH), mRNA.4.3185E-06 2.009E-05 1.2348355

FBXO2 NM_183412.2 FBXO2 1 Homo sapiens F-box protein 2 (FBXO2), mRNA.Fbs1; FBG1; FBX2; NFB420.00026759 0.00053397 1.23452989

CORO1B NM_020441.2 CORO1B 11 Homo sapiens coronin, actin binding protein, 1B (CORO1B), transcript variant 1, mRNA.CORONIN-2; DKFZP762I1660.00134499 0.0020689 1.2343356



5.0 Upreg

PLRG1 NM_002669.2 PLRG1 4 Homo sapiens pleiotropic regulator 1 (PRL1 homolog, Arabidopsis) (PLRG1), mRNA.MGC110980; PRL11.6523E-06 9.7889E-06 1.23416817

DPM1 NM_003859.1 DPM1 20 Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 1, catalytic subunit (DPM1), mRNA.MPDS; CDGIE 4.4818E-07 3.7884E-06 1.23404426

OCRL NM_001587.3 OCRL X Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant b, mRNA.NPHL2; OCRL1; LOCR; INPP5F0.00014588 0.00032438 1.23381964

METTL11A NM_014064.2 METTL11A 9 Homo sapiens methyltransferase like 11A (METTL11A), mRNA.AD-003 0.00198381 0.00287512 1.233632

TMEM106A NM_145041.1 TMEM106A 17 Homo sapiens transmembrane protein 106A (TMEM106A), mRNA.MGC20235 0.00333201 0.00447635 1.23359219

ENO2 NM_001975.2 ENO2 12 Homo sapiens enolase 2 (gamma, neuronal) (ENO2), mRNA.NSE 4.0895E-06 1.9322E-05 1.23333813

TMEM60 NM_032936.2 TMEM60 7 Homo sapiens transmembrane protein 60 (TMEM60), mRNA.MGC74482; C7orf35; DC329.3487E-06 3.596E-05 1.23330847

FAM175A NM_139076.2 FAM175A 4 Homo sapiens family with sequence similarity 175, member A (FAM175A), mRNA.ABRA1; FLJ13614; FLJ12642; FLJ115200.0006835 0.00116515 1.23305713

HDAC3 NM_003883.2 HDAC3 5 Homo sapiens histone deacetylase 3 (HDAC3), mRNA.RPD3; HD3; RPD3-22.7399E-06 1.42E-05 1.23287437

BLVRA NM_000712.3 BLVRA 7 Homo sapiens biliverdin reductase A (BLVRA), mRNA.BVRA; BLVR 6.8656E-06 2.8428E-05 1.2328022

RP11-529I10.4NM_015448.1 RP11-529I10.4 10 Homo sapiens deleted in a mouse model of primary ciliary dyskinesia (RP11-529I10.4), mRNA.DKFZP566F084 0.00012796 0.00029222 1.23260654

TMED7 NM_181836.3 TMED7 5 Homo sapiens transmembrane emp24 protein transport domain containing 7 (TMED7), mRNA.FLJ90481; CGI-1090.00017983 0.00038446 1.23231955

REEP6 NM_138393.1 REEP6 19 Homo sapiens receptor accessory protein 6 (REEP6), mRNA.FLJ25383; DP1L1; C19orf32; TB2L19.8114E-05 0.00023624 1.23122681

KATNA1 NM_007044.2 KATNA1 6 Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNA1), mRNA.0.00123327 0.00192334 1.23113925

LOC728014 XM_946270.1 LOC728014 12 PREDICTED: Homo sapiens similar to huntingtin interacting protein 1 related (LOC728014), mRNA.0.00013301 0.00030102 1.23090688

DCTN5 NM_032486.2 DCTN5 16 Homo sapiens dynactin 5 (p25) (DCTN5), mRNA.MGC3248; p25 0.000311 0.00060558 1.23088276

ACTR10 NM_018477.1 ACTR10 14 Homo sapiens actin-related protein 10 homolog (S. cerevisiae) (ACTR10), mRNA.HARP11; ACTR113.6811E-05 0.00010684 1.23049126

SCYL2 NM_017988.4 SCYL2 12 Homo sapiens SCY1-like 2 (S. cerevisiae) (SCYL2), mRNA.KIAA1360; CVAK104; FLJ100740.00045222 0.00082559 1.23042944

GRIPAP1 NM_020137.3 GRIPAP1 X Homo sapiens GRIP1 associated protein 1 (GRIPAP1), transcript variant 1, mRNA.DKFZp434P0630; MGC126593; GRASP-1; KIAA1167; MGC1265950.01550564 0.01659103 1.22942413

MCL1 NM_021960.3 MCL1 1 Homo sapiens myeloid cell leukemia sequence 1 (BCL2-related) (MCL1), transcript variant 1, mRNA.MCL1L; MGC104264; MGC1839; TM; MCL1S; EAT0.00030603 0.00059802 1.22931569

CDK6 NM_001259.5 CDK6 7 Homo sapiens cyclin-dependent kinase 6 (CDK6), mRNA.PLSTIRE; MGC596920.00010249 0.00024462 1.22929968

ROBO3 NM_022370.2 ROBO3 11 Homo sapiens roundabout, axon guidance receptor, homolog 3 (Drosophila) (ROBO3), mRNA.HGPS; HGPPS; RBIG1; FLJ21044; RIG10.00172918 0.00256021 1.22896025

C22orf28 NM_014306.2 C22ORF28 22 Homo sapiens chromosome 22 open reading frame 28 (C22orf28), mRNA.HSPC117; RP1-149A16.6; DJ149A16.64.7171E-05 0.00013027 1.2287417

MKRN2 NM_014160.3 MKRN2 3 Homo sapiens makorin ring finger protein 2 (MKRN2), mRNA.HSPC070; RNF620.00011608 0.0002698 1.22852123

TMCO1 NM_019026.2 TMCO1 1 Homo sapiens transmembrane and coiled-coil domains 1 (TMCO1), mRNA.HP10122; TMCC4; RP11-466F5.7; PCIA3; PNAS-1362.919E-07 2.83E-06 1.22818797

LOC647037 XM_930029.1 LOC647037 15 PREDICTED: Homo sapiens similar to Peptidyl-prolyl cis-trans isomerase NIMA-interacting 4 (Rotamase Pin4) (PPIase Pin4) (Parvulin 14) (Par14) (Peptidyl-prolyl cis/trans isomerase EPVH) (hPar14) (LOC647037), mRNA.0.00012462 0.00028579 1.2280497

BSCL2 NM_032667.4 BSCL2 11 Homo sapiens Bernardinelli-Seip congenital lipodystrophy 2 (seipin) (BSCL2), mRNA.SPG17; MGC4694; HMN5; GNG3LG1.2362E-05 4.5063E-05 1.22775904

TM2D1 NM_032027.2 TM2D1 1 Homo sapiens TM2 domain containing 1 (TM2D1), mRNA.BBP 7.9986E-05 0.00019971 1.2277387

WDR54 NM_032118.2 WDR54 2 Homo sapiens WD repeat domain 54 (WDR54), mRNA.FLJ12953 8.7131E-06 3.4068E-05 1.22767433

RNF182 NM_152737.2 RNF182 6 Homo sapiens ring finger protein 182 (RNF182), mRNA.FLJ40772; MGC339930.04632754 0.04165159 1.22750098

RAP2A NM_021033.4 RAP2A 13 Homo sapiens RAP2A, member of RAS oncogene family (RAP2A), mRNA.RAP2; K-REV; KREV; RbBP-307.3957E-05 0.00018716 1.22683204

ZNF526 NM_133444.1 ZNF526 19 Homo sapiens zinc finger protein 526 (ZNF526), mRNA.KIAA1951; MGC4267; DKFZp762O0590.00258051 0.00358932 1.22592089

FUCA1 NM_000147.2 FUCA1 1 Homo sapiens fucosidase, alpha-L- 1, tissue (FUCA1), mRNA.3.6124E-05 0.00010537 1.22554337

LMF2 NM_033200.1 LMF2 22 Homo sapiens lipase maturation factor 2 (LMF2), mRNA.TMEM153; TMEM112B0.00317793 0.00429633 1.22527862

ASNSD1 NM_019048.1 ASNSD1 2 Homo sapiens asparagine synthetase domain containing 1 (ASNSD1), mRNA.NBLA00058; NS3TP1; FLJ207521.6268E-06 9.6702E-06 1.22515978

PNPLA6 NM_006702.2 PNPLA6 19 Homo sapiens patatin-like phospholipase domain containing 6 (PNPLA6), mRNA.sws; NTE 2.0578E-05 6.7471E-05 1.22496985

PGS1 NM_024419.3 PGS1 17 Homo sapiens phosphatidylglycerophosphate synthase 1 (PGS1), mRNA.DKFZP762M186; MGC1319603.965E-05 0.00011295 1.2249223

LOC728006 NM_145039.2 LOC728006 16 PREDICTED: Homo sapiens hypothetical protein LOC728006 (LOC728006), mRNA.0.04840835 0.04319924 1.22482641

GGH NM_003878.1 GGH 8 Homo sapiens gamma-glutamyl hydrolase (conjugase, folylpolygammaglutamyl hydrolase) (GGH), mRNA.GH 9.4029E-06 3.6137E-05 1.22471453

MFAP1 NM_005926.2 MFAP1 15 Homo sapiens microfibrillar-associated protein 1 (MFAP1), mRNA.0.00031517 0.00061207 1.22451937

MMD NM_012329.2 MMD 17 Homo sapiens monocyte to macrophage differentiation-associated (MMD), mRNA.PAQR11; MMA 5.6726E-06 2.4542E-05 1.22419106

LOC389765 XM_001720643.1LOC389765 PREDICTED: Homo sapiens similar to KIF27C (LOC389765), mRNA.0.00235935 0.00333455 1.22402328

H1F0 NM_005318.2 H1F0 22 Homo sapiens H1 histone family, member 0 (H1F0), mRNA.H1FV; MGC5241; H102.4912E-07 2.5124E-06 1.22365185

SNHG9 NR_003142.2 SNHG9 16 Homo sapiens small nucleolar RNA host gene 9 (non-protein coding) (SNHG9), non-coding RNA.DKFZp686N061414.0185E-07 3.4944E-06 1.22354374

BRD7 NM_013263.2 BRD7 16 Homo sapiens bromodomain containing 7 (BRD7), mRNA.CELTIX1; NAG4; BP754.0665E-05 0.00011539 1.22349878

C20orf4 NM_015511.2 C20ORF4 20 Homo sapiens chromosome 20 open reading frame 4 (C20orf4), mRNA.bA234K24.2; CGI-23; DKFZp564N13630.00040738 0.00076001 1.22322792

ALDOC NM_005165.2 ALDOC 17 Homo sapiens aldolase C, fructose-bisphosphate (ALDOC), mRNA.ALDC 4.2564E-06 1.9875E-05 1.22315624

GALNT11 NM_022087.1 GALNT11 7 Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 11 (GalNAc-T11) (GALNT11), mRNA.FLJ21634; MGC716300.00019406 0.00041049 1.22299718

PDCD4 NM_145341.2 PDCD4 10 Homo sapiens programmed cell death 4 (neoplastic transformation inhibitor) (PDCD4), transcript variant 2, mRNA.MGC33046; MGC33047; H7310.00258922 0.00359972 1.22290936

LOC100129211XM_001718981.1LOC100129211 9 PREDICTED: Homo sapiens hypothetical protein LOC100129211 (LOC100129211), mRNA.0.00075596 0.00127065 1.2227646

FLJ36131 XM_001722366.1FLJ36131 PREDICTED: Homo sapiens hypothetical protein FLJ36131, transcript variant 2 (FLJ36131), mRNA.0.00010954 0.00025766 1.22247086

LYPLAL1 NM_138794.1 LYPLAL1 1 Homo sapiens lysophospholipase-like 1 (LYPLAL1), mRNA.KIAA1238 5.6817E-06 2.4569E-05 1.22241935

SDCBP NM_001007067.1SDCBP 8 Homo sapiens syndecan binding protein (syntenin) (SDCBP), transcript variant 2, mRNA.MDA-9; SYCL; TACIP18; ST10.00030943 0.00060304 1.22223637

ALDH2 NM_000690.2 ALDH2 12 Homo sapiens aldehyde dehydrogenase 2 family (mitochondrial) (ALDH2), nuclear gene encoding mitochondrial protein, mRNA.ALDM; ALDH-E2; ALDHI; MGC18060.0037594 0.00496762 1.22218073

MEF2D NM_005920.2 MEF2D 1 Homo sapiens myocyte enhancer factor 2D (MEF2D), mRNA.DKFZp686I15360.00042582 0.00078789 1.22206781

RECQL NM_032941.1 RECQL 12 Homo sapiens RecQ protein-like (DNA helicase Q1-like) (RECQL), transcript variant 2, mRNA.RecQ1; RECQL1 0.025632 0.02547521 1.2219121

LOC401098 XR_017816.1 LOC401098 PREDICTED: Homo sapiens misc_RNA (LOC401098), miscRNA.0.00050548 0.00090752 1.22177279

TUSC4 NM_006545.4 TUSC4 3 Homo sapiens tumor suppressor candidate 4 (TUSC4), mRNA.NPR2L; NPRL2 5.0972E-06 2.2656E-05 1.22169406

RAB21 NM_014999.1 RAB21 12 Homo sapiens RAB21, member RAS oncogene family (RAB21), mRNA.KIAA0118 0.00173661 0.00256861 1.22165247

IP6K1 NM_153273.3 IP6K1 3 Homo sapiens inositol hexakisphosphate kinase 1 (IP6K1), transcript variant 1, mRNA.PiUS; IP6K1; MGC99250.00247369 0.00346602 1.22152827

RIMS3 NM_014747.2 RIMS3 1 Homo sapiens regulating synaptic membrane exocytosis 3 (RIMS3), mRNA.RIM3; NIM3; KIAA02370.00736521 0.00884148 1.22152157

STX6 NM_005819.4 STX6 1 Homo sapiens syntaxin 6 (STX6), mRNA.0.00030894 0.00060237 1.22144186

LOC648740 NR_024438.2 LOC648740 1 Homo sapiens ACTB pseudogene (LOC648740), non-coding RNA.0.01705436 0.01801745 1.22133255

USP42 NM_032172.1 USP42 7 Homo sapiens ubiquitin specific peptidase 42 (USP42), mRNA.FLJ12697 0.00055013 0.00097669 1.22128862

COL6A1 NM_001848.1 COL6A1 21 Homo sapiens collagen, type VI, alpha 1 (COL6A1), mRNA.OPLL 0.00059874 0.00104523 1.2211103

DDX52 NM_007010.2 DDX52 17 Homo sapiens DEAD (Asp-Glu-Ala-Asp) box polypeptide 52 (DDX52), transcript variant 1, mRNA.ROK1 0.00086463 0.00142012 1.22103069

ACBD3 NM_022735.3 ACBD3 1 Homo sapiens acyl-Coenzyme A binding domain containing 3 (ACBD3), mRNA.GOLPH1; PAP7; GOCAP1; GCP606.9513E-06 2.8661E-05 1.2210236

ESPN NM_031475.1 ESPN 1 Homo sapiens espin (ESPN), mRNA.DKFZP434A196; DFNB36; LP26540.00421926 0.00548766 1.22097244

UBR4 NM_020765.1 UBR4 1 Homo sapiens ubiquitin protein ligase E3 component n-recognin 4 (UBR4), mRNA.KIAA1307; FLJ41863; ZUBR1; RBAF600; p600; RP5-1126H10.1; KIAA04626.1057E-06 2.5942E-05 1.22035786

LOC100133607XM_001713724.1LOC100133607 PREDICTED: Homo sapiens hypothetical protein LOC100133607, transcript variant 2 (LOC100133607), mRNA.0.00034974 0.00066795 1.22002328



5.0 Upreg

UNC45A NM_017979.1 UNC45A 15 Homo sapiens unc-45 homolog A (C. elegans) (UNC45A), transcript variant 3, mRNA.FLJ10043; SMAP-1; GC-UNC45; IRO0397000.0022526 0.00320901 1.21984855

NKD2 NM_033120.2 NKD2 5 Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA.Naked2 3.1354E-05 9.3445E-05 1.21977647

NECAP1 NM_015509.2 NECAP1 12 Homo sapiens NECAP endocytosis associated 1 (NECAP1), mRNA.DKFZP566B183; MGC1319006.909E-06 2.8527E-05 1.21955864

PEPD NM_000285.1 PEPD 19 Homo sapiens peptidase D (PEPD), mRNA.PROLIDASE; MGC109055.5457E-06 2.4076E-05 1.21950049

DMAP1 NM_019100.3 DMAP1 1 Homo sapiens DNA methyltransferase 1 associated protein 1 (DMAP1), transcript variant 2, mRNA.FLJ11543; KIAA1425; DNMTAP1; DKFZp686L09142; SWC4; DNMAP1; EAF29.5156E-05 0.00023057 1.21946051

HLA-F NM_018950.1 HLA-F 6 Homo sapiens major histocompatibility complex, class I, F (HLA-F), transcript variant 1, mRNA.HLA-5.4; HLAF; CDA12; HLA-CDA120.00056898 0.00100509 1.21941618

UBE1 NM_153280.1 UBE1 X Homo sapiens ubiquitin-activating enzyme E1 (UBE1), transcript variant 2, mRNA.UBA1A; A1S9; A1ST; UBE1X; MGC4781; A1S9T; UBA1; GXP11.1113E-05 4.1332E-05 1.21935524

MSX1 NM_002448.1 MSX1 4 Homo sapiens msh homeobox 1 (MSX1), mRNA.HOX7; HYD1 1.5848E-06 9.4659E-06 1.21903319

PTGR1 NM_012212.2 PTGR1 9 Homo sapiens prostaglandin reductase 1 (PTGR1), mRNA.MGC34943 4.7097E-05 0.00013015 1.21883977

TERF2IP NM_018975.2 TERF2IP 16 Homo sapiens telomeric repeat binding factor 2, interacting protein (TERF2IP), mRNA.RAP1; DRIP5 3.6293E-05 0.00010569 1.21817461

UTP6 NM_018428.2 UTP6 17 Homo sapiens UTP6, small subunit (SSU) processome component, homolog (yeast) (UTP6), mRNA.HCA66; C17orf402.5223E-06 1.3356E-05 1.21795576

ARHGEF18 NM_015318.2 ARHGEF18 19 Homo sapiens rho/rac guanine nucleotide exchange factor (GEF) 18 (ARHGEF18), mRNA.KIAA0521; MGC159131.7024E-05 5.8119E-05 1.21785116

PPIB NM_000942.4 PPIB 15 Homo sapiens peptidylprolyl isomerase B (cyclophilin B) (PPIB), mRNA.MGC14109; MGC2224; CYP-S1; SCYLP; CYPB0.00672672 0.00818475 1.21774778

SELS NM_203472.1 SELS 15 Homo sapiens selenoprotein S (SELS), transcript variant 1, mRNA.SEPS1; ADO15; MGC2553; SBBI8; VIMP; AD-015; MGC1043465.2425E-05 0.00014192 1.21764756

C14orf85 NR_002808.1 C14ORF85 14 Homo sapiens chromosome 14 open reading frame 85 (C14orf85), non-coding RNA.0.00665684 0.0081121 1.21759404

MRPL14 NM_032111.2 MRPL14 6 Homo sapiens mitochondrial ribosomal protein L14 (MRPL14), nuclear gene encoding mitochondrial protein, mRNA.MGC70566; RMPL32; RPML32; MRP-L325.4779E-07 4.3654E-06 1.21758825

RFC1 NM_002913.3 RFC1 4 Homo sapiens replication factor C (activator 1) 1, 145kDa (RFC1), mRNA.RECC1; RFC140; PO-GA; MHCBFB; MGC51786; A1; RFC0.00277857 0.00382119 1.21726012

LOC100008588NR_003286.1 LOC100008588 Homo sapiens 18S ribosomal RNA (LOC100008588), non-coding RNA.1.2426E-07 1.5893E-06 1.21725395

AXIN2 NM_004655.2 AXIN2 17 Homo sapiens axin 2 (conductin, axil) (AXIN2), mRNA.MGC126582; DKFZp781B0869; AXIL0.00042518 0.00078737 1.21671747

RARS NM_002887.3 RARS 5 Homo sapiens arginyl-tRNA synthetase (RARS), mRNA.ArgRS; DALRD1; MGC86414.1264E-07 3.5635E-06 1.21623369

KLHL8 NM_020803.3 KLHL8 4 Homo sapiens kelch-like 8 (Drosophila) (KLHL8), mRNA.FLJ46304; KIAA13788.1399E-05 0.00020272 1.21594683

MAN2B2 NM_015274.1 MAN2B2 4 Homo sapiens mannosidase, alpha, class 2B, member 2 (MAN2B2), mRNA.KIAA0935 4.4856E-05 0.00012498 1.21578867

FLYWCH2 NM_138439.1 FLYWCH2 16 Homo sapiens FLYWCH family member 2 (FLYWCH2), mRNA.0.02362619 0.02380525 1.2157238

LOC645895 XM_928866.1 LOC645895 8 PREDICTED: Homo sapiens hypothetical protein LOC645895 (LOC645895), mRNA.0.00033964 0.00065236 1.21534467

ANKRD57 NM_023016.2 ANKRD57 2 Homo sapiens ankyrin repeat domain 57 (ANKRD57), mRNA.C2orf26 0.00027 0.00053743 1.21531356

PRUNE NM_021222.1 PRUNE 1 Homo sapiens prune homolog (Drosophila) (PRUNE), mRNA.DRES-17; HTCD370.02528338 0.02520581 1.21511678

RNF126 NM_194460.1 RNF126 19 Homo sapiens ring finger protein 126 (RNF126), mRNA.MGC14317; MGC1022; FLJ205520.00108084 0.00171923 1.21511353

PLEKHA1 NM_021622.3 PLEKHA1 10 Homo sapiens pleckstrin homology domain containing, family A (phosphoinositide binding specific) member 1 (PLEKHA1), transcript variant 1, mRNA.TAPP1 2.904E-05 8.789E-05 1.21508432

LOC730432 XM_936257.1 LOC730432 PREDICTED: Homo sapiens similar to serine/threonine/tyrosine interacting protein, transcript variant 1 (LOC730432), mRNA.2.2988E-05 7.3478E-05 1.21489094

EIF2B2 NM_014239.2 EIF2B2 14 Homo sapiens eukaryotic translation initiation factor 2B, subunit 2 beta, 39kDa (EIF2B2), mRNA.EIF-2Bbeta; EIF2B8.979E-06 3.4875E-05 1.21439799

LOC100132535XR_038464.1 LOC100132535 PREDICTED: Homo sapiens misc_RNA (LOC100132535), miscRNA.0.01189015 0.01326605 1.21430931

TNFRSF10B NM_003842.3 TNFRSF10B 8 Homo sapiens tumor necrosis factor receptor superfamily, member 10b (TNFRSF10B), transcript variant 1, mRNA.KILLER/DR5; TRICK2; TRAILR2; TRICK2A; KILLER; TRICKB; ZTNFR9; TRAIL-R2; DR5; TRICK2B; CD2620.0054186 0.00680641 1.21398831

MRFAP1L1 NM_203462.1 MRFAP1L1 4 Homo sapiens Morf4 family associated protein 1-like 1 (MRFAP1L1), transcript variant 2, mRNA.PP784; MGC96510.00028447 0.00056189 1.21394698

HSDL2 NM_032303.2 HSDL2 9 Homo sapiens hydroxysteroid dehydrogenase like 2 (HSDL2), mRNA.MGC10940; C9orf99; FLJ258550.00243912 0.00342852 1.21389264

PEX11B NM_003846.1 PEX11B 1 Homo sapiens peroxisomal biogenesis factor 11 beta (PEX11B), mRNA.PEX11-BETA 1.9808E-05 6.5411E-05 1.21363097

ATP1B1 NM_001001787.1ATP1B1 1 Homo sapiens ATPase, Na+/K+ transporting, beta 1 polypeptide (ATP1B1), transcript variant 2, mRNA.MGC1798; ATP1B5.1083E-06 2.2671E-05 1.21315494

EIF1B NM_005875.2 EIF1B 3 Homo sapiens eukaryotic translation initiation factor 1B (EIF1B), mRNA.GC20 4.7397E-06 2.1525E-05 1.21313735

LMAN2L NM_030805.1 LMAN2L 2 Homo sapiens lectin, mannose-binding 2-like (LMAN2L), mRNA.MGC11139; VIPL; DKFZp564L24235.5165E-05 0.00014784 1.21298237

TANC2 NM_025185.3 TANC2 17 Homo sapiens tetratricopeptide repeat, ankyrin repeat and coiled-coil containing 2 (TANC2), mRNA.FLJ11824; KIAA1636; DKFZP564D166; rols; KIAA1148; ROLSA; FLJ102150.02326352 0.02350192 1.21249322

ENC1 NM_003633.1 ENC1 5 Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), mRNA.PIG10; NRPB; CCL28; FLJ39259; ENC-1; TP53I10; KLHL350.00636874 0.00781419 1.21211727

CLSTN1 NM_001009566.1CLSTN1 1 Homo sapiens calsyntenin 1 (CLSTN1), transcript variant 1, mRNA.CSTN1; PIK3CD; XB31alpha; KIAA0911; FLJ32258; alcalpha2; alcalpha14.9858E-05 0.00013632 1.21090431

UBLCP1 NM_145049.1 UBLCP1 5 Homo sapiens ubiquitin-like domain containing CTD phosphatase 1 (UBLCP1), mRNA.MGC10067; FLJ25267; CPUB10.00019626 0.00041365 1.21082093

TUBB4Q NM_020040.3 TUBB4Q 4 Homo sapiens tubulin, beta polypeptide 4, member Q (TUBB4Q), mRNA.7.8863E-05 0.00019719 1.21080537

C7orf23 NM_024315.2 C7ORF23 7 Homo sapiens chromosome 7 open reading frame 23 (C7orf23), mRNA.MM-TRAG; MGC41750.00656398 0.00802123 1.21069121

TRAPPC4 NM_016146.1 TRAPPC4 11 Homo sapiens trafficking protein particle complex 4 (TRAPPC4), mRNA.SBDN; CGI-104; HSPC172; TRS23; PTD0096.0971E-05 0.00015974 1.21061209

MAPRE2 NM_014268.1 MAPRE2 18 Homo sapiens microtubule-associated protein, RP/EB family, member 2 (MAPRE2), mRNA.RP1; EB1; EB2 0.00034136 0.00065509 1.21055754

LOC100128288NR_024447.1 LOC100128288 17 Homo sapiens hypothetical protein LOC100128288 (LOC100128288), non-coding RNA.0.00112566 0.00177924 1.21010494

FRG1 NM_004477.2 FRG1 4 Homo sapiens FSHD region gene 1 (FRG1), mRNA.FSG1; FRG1A 3.9629E-05 0.00011293 1.21010396

MAP3K7 NM_145333.1 MAP3K7 6 Homo sapiens mitogen-activated protein kinase kinase kinase 7 (MAP3K7), transcript variant D, mRNA.TAK1; TGF1a 0.00066554 0.00113897 1.21007488

COPE NM_199444.1 COPE 19 Homo sapiens coatomer protein complex, subunit epsilon (COPE), transcript variant 3, mRNA.FLJ13241; epsilon-COP4.5173E-06 2.0773E-05 1.20986361

C14orf153 NM_032374.2 C14ORF153 14 Homo sapiens chromosome 14 open reading frame 153 (C14orf153), mRNA.Apop-1; MGC2562; APOP10.00194482 0.00282842 1.20969921

PSMD13 NM_002817.2 PSMD13 11 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 (PSMD13), transcript variant 2, mRNA.HSPC027; p40.50.00499934 0.00634977 1.20888524

LSR NM_205834.2 LSR 19 Homo sapiens lipolysis stimulated lipoprotein receptor (LSR), transcript variant 2, mRNA.MGC48312; LISCH7; MGC48503; MGC106590.00658962 0.00804472 1.20877869

EBAG9 NM_198120.1 EBAG9 8 Homo sapiens estrogen receptor binding site associated, antigen, 9 (EBAG9), transcript variant 2, mRNA.RCAS1; EB9; PDAF0.0029347 0.00400576 1.20871873

TMC6 NM_007267.5 TMC6 17 Homo sapiens transmembrane channel-like 6 (TMC6), mRNA.LAK-4P; EVIN1; EV1; EVER10.00368283 0.00487673 1.20869467

CDR2L NM_014603.1 CDR2L 17 Homo sapiens cerebellar degeneration-related protein 2-like (CDR2L), mRNA.HUMPPA 6.0725E-06 2.5852E-05 1.20828837

YTHDF1 NM_017798.2 YTHDF1 20 Homo sapiens YTH domain family, member 1 (YTHDF1), mRNA.C20orf21; FLJ203914.1707E-05 0.00011782 1.20785244

ZDHHC7 NM_017740.1 ZDHHC7 16 Homo sapiens zinc finger, DHHC-type containing 7 (ZDHHC7), mRNA.ZNF370; FLJ10792; FLJ202794.16E-06 1.955E-05 1.20779052

MIPEP NM_005932.1 MIPEP 13 Homo sapiens mitochondrial intermediate peptidase (MIPEP), nuclear gene encoding mitochondrial protein, mRNA.HMIP; MIP 0.01116805 0.0125933 1.20756341

ALKBH3 NM_139178.1 ALKBH3 11 Homo sapiens alkB, alkylation repair homolog 3 (E. coli) (ALKBH3), mRNA.MGC118790; DEPC-1; MGC118792; MGC118793; PCA1; ABH3; DEPC10.00247193 0.00346466 1.20748881

MAGEB6B XM_373340.1 MAGEB6B X PREDICTED: Homo sapiens melanoma antigen family B, 6B pseudogene (MAGEB6B), mRNA.0.00021178 0.0004399 1.20735672

TNFRSF12A NM_016639.1 TNFRSF12A 16 Homo sapiens tumor necrosis factor receptor superfamily, member 12A (TNFRSF12A), mRNA.CD266; TWEAKR; FN141.4382E-05 5.084E-05 1.20723253

FAM119A NM_001127395.1FAM119A 2 Homo sapiens family with sequence similarity 119, member A (FAM119A), transcript variant 2, mRNA.0.00086628 0.0014223 1.20707366

CHD8 NM_020920.1 CHD8 14 Homo sapiens chromodomain helicase DNA binding protein 8 (CHD8), mRNA.KIAA1564; DKFZp686N17164; HELSNF10.00032117 0.00062152 1.20703477

KLC1 NM_005552.3 KLC1 14 Homo sapiens kinesin light chain 1 (KLC1), transcript variant 1, mRNA.KLC1; KLC; KNS2; KNS2A; MGC152450.00385084 0.00507774 1.20656613

PHRF1 NM_020901.1 PHRF1 11 Homo sapiens PHD and ring finger domains 1 (PHRF1), mRNA.3.0226E-05 9.0638E-05 1.20606961

LOC374395 NM_199337.1 LOC374395 11 Homo sapiens similar to RIKEN cDNA 1810059G22 (LOC374395), mRNA.4.3366E-07 3.7121E-06 1.20563021

GLRX NM_002064.1 GLRX 5 Homo sapiens glutaredoxin (thioltransferase) (GLRX), mRNA.GRX; GRX1; MGC1174076.3253E-06 2.6643E-05 1.20540264

VAMP7 NM_005638.3 VAMP7 XY Homo sapiens vesicle-associated membrane protein 7 (VAMP7), mRNA.TI-VAMP; VAMP7; VAMP-7; SYBL10.00028774 0.00056746 1.20533723

CHTF18 NM_022092.1 CHTF18 16 Homo sapiens CTF18, chromosome transmission fidelity factor 18 homolog (S. cerevisiae) (CHTF18), mRNA.Ctf18; C321D2.4; C16orf41; C321D2.3; CHL12; RUVBL; C321D2.20.00560063 0.00700598 1.20525921



5.0 Upreg

ZMIZ1 NM_020338.2 ZMIZ1 10 Homo sapiens zinc finger, MIZ-type containing 1 (ZMIZ1), mRNA.MIZ; Zimp10; FLJ13541; hZIMP10; KIAA1224; RAI174.5665E-05 0.00012691 1.20403506

CYFIP2 NM_001037333.1CYFIP2 5 Homo sapiens cytoplasmic FMR1 interacting protein 2 (CYFIP2), transcript variant 1, mRNA.PIR121 0.00179085 0.00263905 1.20399889

BLMH NM_000386.2 BLMH 17 Homo sapiens bleomycin hydrolase (BLMH), mRNA.BMH; BH 0.01280163 0.01411606 1.20376234

MRPL40 NM_003776.2 MRPL40 22 Homo sapiens mitochondrial ribosomal protein L40 (MRPL40), nuclear gene encoding mitochondrial protein, mRNA.NLVCF; URIM; MGC9400; FLJ41774; MRP-L220.00021358 0.0004428 1.20370357

CCDC45 NM_138363.1 CCDC45 17 Homo sapiens coiled-coil domain containing 45 (CCDC45), mRNA.DKFZp667E18240.00068398 0.00116529 1.20365803

HSPC268 NM_197964.1 HSPC268 7 Homo sapiens hypothetical protein HSPC268 (HSPC268), mRNA.0.00166308 0.00247404 1.20350034

LOC641992 XM_935770.1 LOC641992 PREDICTED: Homo sapiens similar to cell division cycle 42 (LOC641992), mRNA.0.04473689 0.04048282 1.20347012

GAPVD1 NM_015635.2 GAPVD1 9 Homo sapiens GTPase activating protein and VPS9 domains 1 (GAPVD1), mRNA.MGC138848; DKFZP434C212; KIAA1521; RAP6; MGC1388470.00012677 0.00028987 1.20341782

WDR45L NM_019613.2 WDR45L 17 Homo sapiens WDR45-like (WDR45L), mRNA.WIPI-3; WIPI3 0.00219173 0.00313298 1.20331744

LOC729843 NM_012477.2 LOC729843 2 PREDICTED: Homo sapiens similar to WW domain binding protein 1 (LOC729843), mRNA.3.2196E-05 9.5404E-05 1.20231107

SRP54 NM_003136.2 SRP54 14 Homo sapiens signal recognition particle 54kDa (SRP54), mRNA.4.0957E-06 1.9331E-05 1.20195407

BMS1P5 NR_003611.2 BMS1P5 10 Homo sapiens BMS1 pseudogene 5 (BMS1P5), non-coding RNA.0.00175581 0.00259308 1.20193561

CTNNBL1 NM_030877.3 CTNNBL1 20 Homo sapiens catenin, beta like 1 (CTNNBL1), mRNA.C20orf33; NAP; P14L; NYD-SP19; dJ633O20.1; PP8304; FLJ211086.4767E-05 0.00016763 1.20109874

ANKRD13A NM_033121.1 ANKRD13A 12 Homo sapiens ankyrin repeat domain 13A (ANKRD13A), mRNA.ANKRD13; NY-REN-250.02821437 0.02757635 1.20086106

LGALS1 NM_002305.2 LGALS1 22 Homo sapiens lectin, galactoside-binding, soluble, 1 (LGALS1), mRNA.DKFZp686E23103; GBP2.0715E-07 2.2085E-06 1.20065052

EHD1 NM_006795.2 EHD1 11 Homo sapiens EH-domain containing 1 (EHD1), mRNA.PAST1; PAST; HPAST1; FLJ42622; FLJ44618; H-PAST0.00035489 0.00067632 1.20046614

PIAS1 NM_016166.1 PIAS1 15 Homo sapiens protein inhibitor of activated STAT, 1 (PIAS1), mRNA.MGC141879; MGC141878; GU/RH-II; GBP; ZMIZ3; DDXBP10.00250965 0.00350688 1.20000229

LOC100132391XM_001716455.1LOC100132391 17 PREDICTED: Homo sapiens hypothetical protein LOC100132391 (LOC100132391), mRNA.0.00054812 0.00097412 1.19937827

APPL2 NM_018171.2 APPL2 12 Homo sapiens adaptor protein, phosphotyrosine interaction, PH domain and leucine zipper containing 2 (APPL2), mRNA.DIP13B; FLJ10659; APPL20.01550738 0.01659088 1.19923601

PCMT1 NM_005389.1 PCMT1 6 Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase (PCMT1), mRNA.1.1231E-07 1.5045E-06 1.19915066

C12orf47 NM_016534.2 C12ORF47 PREDICTED: Homo sapiens chromosome 12 open reading frame 47 (C12orf47), misc RNA.7.3729E-05 0.00018675 1.19910575

LOC124512 XM_940962.1 LOC124512 PREDICTED: Homo sapiens hypothetical protein LOC124512 (LOC124512), mRNA.2.6815E-06 1.4005E-05 1.19905195

EFR3A NM_015137.1 EFR3A 8 Homo sapiens EFR3 homolog A (S. cerevisiae) (EFR3A), mRNA.KIAA0143; DKFZp781J05621.5085E-05 5.2733E-05 1.19894946

LOC100132585XM_001722111.1LOC100132585 7 PREDICTED: Homo sapiens hypothetical protein LOC100132585 (LOC100132585), mRNA.0.00028499 0.00056266 1.19870553

KATNB1 NM_005886.1 KATNB1 16 Homo sapiens katanin p80 (WD repeat containing) subunit B 1 (KATNB1), mRNA.KAT 0.00027623 0.00054723 1.19853114

CAND1 NM_018448.2 CAND1 12 Homo sapiens cullin-associated and neddylation-dissociated 1 (CAND1), mRNA.FLJ90441; FLJ10114; TIP120; KIAA0829; FLJ38691; FLJ10929; TIP120A; DKFZp434M14140.01230141 0.01365026 1.19852618

UBE2L3 NM_003347.2 UBE2L3 22 Homo sapiens ubiquitin-conjugating enzyme E2L 3 (UBE2L3), transcript variant 2, mRNA.L-UBC; UBCH7; E2-F1; UbcM40.05646505 0.04912 1.19851399

Hs.250648 HS.250648 3 full-length cDNA clone CS0DC013YI10 of Neuroblastoma Cot 25-normalized of Homo sapiens (human)0.01805577 0.01887767 1.19843556

NDUFA11 NM_175614.2 NDUFA11 19 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 11, 14.7kDa (NDUFA11), nuclear gene encoding mitochondrial protein, mRNA.B14.7 1.3654E-05 4.8579E-05 1.1983946

SPG7 NM_199367.1 SPG7 16 Homo sapiens spastic paraplegia 7 (pure and complicated autosomal recessive) (SPG7), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.CAR; FLJ37308; SPG5C; MGC126332; CMAR; MGC126331; PGN0.0023509 0.00332583 1.19834411

RNF4 NM_002938.2 RNF4 4 Homo sapiens ring finger protein 4 (RNF4), mRNA.RES4-26; SNURF0.00083564 0.00138104 1.19815662

LOC100127975XR_038064.1 LOC100127975 PREDICTED: Homo sapiens misc_RNA (LOC100127975), partial miscRNA.0.00236541 0.00334204 1.19812165

ADIPOR2 NM_024551.2 ADIPOR2 12 Homo sapiens adiponectin receptor 2 (ADIPOR2), mRNA.MGC4640; ACDCR2; PAQR2; FLJ214322.4405E-06 1.3025E-05 1.19791709

HSF2 NM_004506.2 HSF2 6 Homo sapiens heat shock transcription factor 2 (HSF2), mRNA.MGC117376; MGC75048; MGC1561960.00993604 0.01140785 1.1972515

TBC1D2B NM_015079.2 TBC1D2B 15 Homo sapiens TBC1 domain family, member 2B (TBC1D2B), mRNA.KIAA1055; FLJ201660.04949188 0.04396049 1.19679822

LRFN3 NM_024509.1 LRFN3 19 Homo sapiens leucine rich repeat and fibronectin type III domain containing 3 (LRFN3), mRNA.FIGLER1; MGC2656; SALM40.00049782 0.00089652 1.19659282

PTPN1 NM_002827.2 PTPN1 20 Homo sapiens protein tyrosine phosphatase, non-receptor type 1 (PTPN1), mRNA.PTP1B 6.0659E-06 2.5836E-05 1.19646833

CATSPER2 NM_172097.1 CATSPER2 15 Homo sapiens cation channel, sperm associated 2 (CATSPER2), transcript variant 4, mRNA.MGC33346 0.00111198 0.00176078 1.19610589

CCDC130 NM_030818.2 CCDC130 19 Homo sapiens coiled-coil domain containing 130 (CCDC130), mRNA.MGC10471 1.2443E-05 4.528E-05 1.195996

LEPROTL1 NM_015344.1 LEPROTL1 8 Homo sapiens leptin receptor overlapping transcript-like 1 (LEPROTL1), mRNA.HSPC112; Vps55; my0470.0002473 0.00050088 1.19589432

GSK3B NM_002093.2 GSK3B 3 Homo sapiens glycogen synthase kinase 3 beta (GSK3B), mRNA.0.00126119 0.00195922 1.19574899

EIF4E2 NM_004846.2 EIF4E2 2 Homo sapiens eukaryotic translation initiation factor 4E family member 2 (EIF4E2), mRNA.EIF4EL3; 4E-LP; 4EHP; IF4e0.00052987 0.00094494 1.19566397

TFB1M NM_016020.1 TFB1M 6 Homo sapiens transcription factor B1, mitochondrial (TFB1M), mRNA.CGI75; mtTFB; CGI-750.00022445 0.00046142 1.19558114

LOC100134648XM_001724681.1LOC100134648 7 PREDICTED: Homo sapiens similar to hCG2024106, transcript variant 2 (LOC100134648), mRNA.0.00170777 0.00253279 1.19552062

ABR NM_001092.3 ABR 17 Homo sapiens active BCR-related gene (ABR), transcript variant 2, mRNA.MDB; FLJ45954 0.00424295 0.00551276 1.19546553

PPM1H XM_939302.1 PPM1H 12 Homo sapiens protein phosphatase 1H (PP2C domain containing) (PPM1H), mRNA.KIAA1157; FLJ13253; ARHCL10.01836396 0.01914058 1.19544193

GABARAPL2 NM_007285.6 GABARAPL2 16 Homo sapiens GABA(A) receptor-associated protein-like 2 (GABARAPL2), mRNA.GEF2; GATE16; GATE-16; GEF-2; ATG81.922E-05 6.4023E-05 1.19455921

CXXC1 NM_014593.2 CXXC1 18 Homo sapiens CXXC finger 1 (PHD domain) (CXXC1), mRNA.SPP1; HsT2645; 5830420C16Rik; hCGBP; CGBP; 2410002I16Rik; PHF18; PCCX1; CFP11.3494E-05 4.8167E-05 1.1944774

AP4B1 NM_006594.1 AP4B1 1 Homo sapiens adaptor-related protein complex 4, beta 1 subunit (AP4B1), mRNA.BETA-4 0.00103304 0.00165219 1.19440113

GNA11 NM_002067.1 GNA11 19 Homo sapiens guanine nucleotide binding protein (G protein), alpha 11 (Gq class) (GNA11), mRNA.GNA-11 0.00015894 0.00034882 1.19429568

SPG11 NM_025137.2 SPG11 15 Homo sapiens spastic paraplegia 11 (autosomal recessive) (SPG11), transcript variant 1, mRNA.KIAA1840; DKFZp762B1512; FLJ214390.00136223 0.00209211 1.19429246

UBL5 NM_001048241.1UBL5 19 Homo sapiens ubiquitin-like 5 (UBL5), transcript variant 2, mRNA.HUB1; MGC131795; FLJ469173.9951E-06 1.8938E-05 1.19403547

LOC729120 XM_001133026.1LOC729120 PREDICTED: Homo sapiens hypothetical LOC729120 (LOC729120), mRNA.0.00658752 0.00804327 1.1939057

C19orf60 NM_001100419.1C19ORF60 19 Homo sapiens chromosome 19 open reading frame 60 (C19orf60), transcript variant 2, mRNA.FLJ20850; FLJ37391; FLJ30108; FLJ346065.2716E-05 0.00014249 1.19375102

LOC100128505XM_001723239.1LOC100128505 PREDICTED: Homo sapiens similar to hCG2021201 (LOC100128505), mRNA.0.00053113 0.0009468 1.1937143

NPLOC4 NM_017921.1 NPLOC4 17 Homo sapiens nuclear protein localization 4 homolog (S. cerevisiae) (NPLOC4), mRNA.FLJ20657; FLJ23742; NPL4; KIAA14990.00017581 0.00037808 1.19357198

PRDX1 NM_181696.1 PRDX1 1 Homo sapiens peroxiredoxin 1 (PRDX1), transcript variant 2, mRNA.MSP23; PAG; PAGB; PAGA; PRX1; NKEFA; TDPX21.3158E-07 1.654E-06 1.19354191

FAM98A NM_015475.3 FAM98A 2 Homo sapiens family with sequence similarity 98, member A (FAM98A), mRNA.DKFZp686O03192; DKFZP564F05222.614E-06 1.3734E-05 1.19316113

MRPL10 NM_145255.2 MRPL10 17 Homo sapiens mitochondrial ribosomal protein L10 (MRPL10), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.MGC17973; RPML8; MRP-L80.00083505 0.00138058 1.19287762

LOC729559 XM_941844.1 LOC729559 1 PREDICTED: Homo sapiens similar to ciliary rootlet coiled-coil, rootletin (LOC729559), mRNA.0.01638484 0.01739179 1.19266506

VGLL4 NM_014667.1 VGLL4 3 Homo sapiens vestigial like 4 (Drosophila) (VGLL4), mRNA.VGL-4; KIAA01210.00354651 0.00472617 1.192646

UCHL3 NM_006002.3 UCHL3 13 Homo sapiens ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) (UCHL3), mRNA.UCH-L3 0.00019241 0.00040808 1.19254685

LOC729086 XM_001129280.2LOC729086 1 PREDICTED: Homo sapiens similar to EGFR-coamplified and overexpressed protein (LOC729086), mRNA.0.0018464 0.00270456 1.1922396

UBE2N NM_003348.3 UBE2N 12 Homo sapiens ubiquitin-conjugating enzyme E2N (UBC13 homolog, yeast) (UBE2N), mRNA.MGC8489; MGC131857; UbcH-ben; UBC132.1501E-05 6.9689E-05 1.19158065

ATG7 NM_006395.1 ATG7 3 Homo sapiens ATG7 autophagy related 7 homolog (S. cerevisiae) (ATG7), mRNA.APG7L; DKFZp434N0735; GSA70.00560614 0.00701087 1.19143959

ZFYVE19 NM_032850.3 ZFYVE19 15 Homo sapiens zinc finger, FYVE domain containing 19 (ZFYVE19), mRNA.FLJ14840; MPFYVE0.01018797 0.0116544 1.19131287

IK NM_006083.2 IK 5 Homo sapiens IK cytokine, down-regulator of HLA II (IK), mRNA.RED; MGC59741; IK protein; CSA22.7699E-06 1.4338E-05 1.19107234

IDH2 NM_002168.2 IDH2 15 Homo sapiens isocitrate dehydrogenase 2 (NADP+), mitochondrial (IDH2), nuclear gene encoding mitochondrial protein, mRNA.ICD-M; IDHM; IDH; IDP; mNADP-IDH0.00802145 0.00950956 1.19086825

FAM117B NM_173511.2 FAM117B 2 Homo sapiens family with sequence similarity 117, member B (FAM117B), mRNA.FLJ38771; DKFZp686H01244; FAM117B0.00187661 0.00274285 1.19060061

SFRS7 NM_001031684.1SFRS7 2 Homo sapiens splicing factor, arginine/serine-rich 7, 35kDa (SFRS7), mRNA.9G8; HSSG1; AAG3; ZCRB2; RBM37; ZCCHC200.00031004 0.00060397 1.19058937



5.0 Upreg

UBE3C NM_014671.1 UBE3C 7 Homo sapiens ubiquitin protein ligase E3C (UBE3C), mRNA.KIAA10; KIAA00102.5097E-05 7.8502E-05 1.19047833

SLC24A6 NM_024959.2 SLC24A6 12 Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), member 6 (SLC24A6), mRNA.FLJ22233; NCLX; NCKX60.00124329 0.00193724 1.19010715

FAM104A NM_032837.1 FAM104A 17 Homo sapiens family with sequence similarity 104, member A (FAM104A), mRNA.FLJ14775 1.0993E-05 4.101E-05 1.18995939

ZNF143 NM_003442.3 ZNF143 11 Homo sapiens zinc finger protein 143 (ZNF143), mRNA.pHZ-1; STAF; SBF0.01120978 0.01263062 1.18950747

NSFL1C NM_182483.1 NSFL1C 20 Homo sapiens NSFL1 (p97) cofactor (p47) (NSFL1C), transcript variant 3, mRNA.UBXD10; p47; MGC3347; dJ776F14.1; UBX10.00361163 0.00479474 1.18929227

C16orf58 NM_022744.1 C16ORF58 16 Homo sapiens chromosome 16 open reading frame 58 (C16orf58), mRNA.FLJ13868 3.5441E-05 0.00010383 1.18913813

INTS1 NM_001080453.1INTS1 7 Homo sapiens integrator complex subunit 1 (INTS1), mRNA.KIAA1440; DKFZp586J0619; INT10.00023584 0.00048145 1.18899876

MYH10 NM_005964.1 MYH10 17 Homo sapiens myosin, heavy chain 10, non-muscle (MYH10), mRNA.NMMHCB; MGC134914; MGC1349135.541E-06 2.4068E-05 1.18863584

NUB1 NM_016118.3 NUB1 7 Homo sapiens negative regulator of ubiquitin-like proteins 1 (NUB1), mRNA.NUB1L; NYREN18; BS40.01293612 0.0142411 1.18861993

TMEM118 NM_032814.1 TMEM118 Homo sapiens transmembrane protein 118 (TMEM118), mRNA.FLJ14627 0.00012103 0.00027886 1.18789454

LOC728809 XM_001719546.1LOC728809 PREDICTED: Homo sapiens hypothetical LOC728809 (LOC728809), mRNA.0.00113198 0.00178665 1.18771856

KTI12 NM_138417.2 KTI12 1 Homo sapiens KTI12 homolog, chromatin associated (S. cerevisiae) (KTI12), mRNA.TOT4; SBBI81; MGC20419; RP11-91A18.30.00170648 0.0025313 1.18754346

PAPD5 NM_022447.1 PAPD5 16 Homo sapiens PAP associated domain containing 5 (PAPD5), transcript variant 2, mRNA.FLJ40270; TRF4-20.00389425 0.00512727 1.18742853

IER3IP1 NM_016097.2 IER3IP1 18 Homo sapiens immediate early response 3 interacting protein 1 (IER3IP1), mRNA.PRO2309; HSPC0390.00211576 0.00304323 1.18739819

LOC100129502XM_001721688.1LOC100129502 PREDICTED: Homo sapiens hypothetical protein LOC100129502 (LOC100129502), mRNA.0.00838134 0.00988279 1.18705306

LOC100134868NR_004846.2 LOC100134868 20 Homo sapiens hypothetical LOC100134868 (LOC100134868), non-coding RNA.0.00242012 0.00340509 1.18664611

SNX2 NM_003100.2 SNX2 5 Homo sapiens sorting nexin 2 (SNX2), mRNA.TRG-9; MGC52047.8073E-05 0.00019577 1.1862215

RABL2B NM_007081.2 RABL2B 22 Homo sapiens RAB, member of RAS oncogene family-like 2B (RABL2B), transcript variant 1, mRNA.0.00179911 0.00264855 1.18620228

CARHSP1 NM_014316.1 CARHSP1 16 Homo sapiens calcium regulated heat stable protein 1, 24kDa (CARHSP1), transcript variant 2, mRNA.CSDC1; MGC111446; CRHSP-240.00017426 0.00037566 1.18611443

YIPF3 NM_015388.2 YIPF3 6 Homo sapiens Yip1 domain family, member 3 (YIPF3), mRNA.FinGER3; dJ337H4.3; KLIP1; DKFZP566C243; RP3-337H4.3; C6orf1095.34E-05 0.00014399 1.18576446

LRRC1 NM_025168.1 LRRC1 6 Homo sapiens leucine rich repeat containing 1 (LRRC1), mRNA.dJ523E19.1; LANO; FLJ11834; FLJ107750.01361756 0.0148663 1.18554749

DAD1 NM_001344.1 DAD1 14 Homo sapiens defender against cell death 1 (DAD1), mRNA.OST2 1.3032E-07 1.6476E-06 1.18539872

PSAP NM_002778.1 PSAP 10 Homo sapiens prosaposin (PSAP), transcript variant 2, mRNA.GLBA; SAP1; MGC110993; FLJ002451.1087E-06 7.2328E-06 1.18523548

CCND1 NM_053056.1 CCND1 11 Homo sapiens cyclin D1 (CCND1), mRNA.PRAD1; D11S287E; BCL1; U21B314.5533E-07 3.8267E-06 1.18512658

LOC203547 NM_001017980.1LOC203547 X Homo sapiens hypothetical protein LOC203547 (LOC203547), mRNA.MGC131652; MGC125516; MGC1255140.00020951 0.00043612 1.18477892

INTS4 XM_941208.1 INTS4 11 Homo sapiens integrator complex subunit 4 (INTS4), mRNA.INT4; MST093; MGC167330.05040738 0.04459759 1.18459948

RDH14 NM_020905.1 RDH14 2 Homo sapiens retinol dehydrogenase 14 (all-trans/9-cis/11-cis) (RDH14), mRNA.PAN2 0.00030096 0.00058995 1.184563

GTF2H5 NM_207118.1 GTF2H5 6 Homo sapiens general transcription factor IIH, polypeptide 5 (GTF2H5), mRNA.C6orf175; TTD; TGF2H5; TTDA; TFB5; TTD-A; bA120J8.21.2345E-06 7.8486E-06 1.18450671

ATMIN NM_015251.2 ATMIN 16 Homo sapiens ATM interactor (ATMIN), mRNA.FLJ76795; ZNF822; DKFZp779K1455; KIAA0431; ASCIZ0.00848156 0.00997683 1.18437107

UBXN1 NM_015853.3 UBXN1 11 Homo sapiens UBX domain protein 1 (UBXN1), mRNA.2B28 5.179E-06 2.2938E-05 1.18385205

STX16 NM_001001433.1STX16 20 Homo sapiens syntaxin 16 (STX16), transcript variant 1, mRNA.hsyn16; SYN16; MGC903280.0030459 0.00413951 1.18362684

LOC730990 XM_001722060.1LOC730990 PREDICTED: Homo sapiens hypothetical LOC730990 (LOC730990), mRNA.0.00925488 0.010751 1.18361522

DPM3 NM_153741.1 DPM3 1 Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 3 (DPM3), transcript variant 2, mRNA.MGC34275; MGC125905; MGC1259040.00091031 0.00148293 1.18360748

LOC648921 XM_001720571.1LOC648921 PREDICTED: Homo sapiens similar to LOC283693 protein (LOC648921), mRNA.0.00200458 0.00289995 1.18301626

PIN1 NM_006221.2 PIN1 19 Homo sapiens peptidylprolyl cis/trans isomerase, NIMA-interacting 1 (PIN1), mRNA.UBL5; DOD 2.9878E-06 1.5162E-05 1.18289221

RAP1BL NM_001089704.3RAP1BL Homo sapiens hCG1757335 (RAP1BL), mRNA.0.02863551 0.02789784 1.18282846

COPB2 NM_004766.1 COPB2 3 Homo sapiens coatomer protein complex, subunit beta 2 (beta prime) (COPB2), mRNA.beta'-COP 3.2708E-05 9.6756E-05 1.18233981

GTF3C1 NM_001520.1 GTF3C1 16 Homo sapiens general transcription factor IIIC, polypeptide 1, alpha 220kDa (GTF3C1), mRNA.TFIIIC220; TFIIIC; DKFZp686A111; TFIIICalpha0.0010493 0.00167544 1.18170698

LOC100131989XM_001725073.1LOC100131989 2 PREDICTED: Homo sapiens hypothetical protein LOC100131989 (LOC100131989), mRNA.0.00024818 0.0005022 1.18161173

PIP4K2A NM_005028.4 PIP4K2A 10 Homo sapiens phosphatidylinositol-5-phosphate 4-kinase, type II, alpha (PIP4K2A), mRNA.PIP5KII-alpha; PIP5K2A; PIPK; FLJ13267; PIP5KIIA2.6369E-06 1.3788E-05 1.1814802

FOS NM_005252.2 FOS 14 Homo sapiens v-fos FBJ murine osteosarcoma viral oncogene homolog (FOS), mRNA.c-fos 3.578E-06 1.7421E-05 1.18119554

SLC35E1 NM_024881.3 SLC35E1 19 Homo sapiens solute carrier family 35, member E1 (SLC35E1), mRNA.MGC44954; FLJ142510.00358354 0.00476249 1.18117303

SETD3 NM_199123.1 SETD3 14 Homo sapiens SET domain containing 3 (SETD3), transcript variant 1, mRNA.C14orf154; FLJ23027; MGC87236; DKFZp761E14150.00056028 0.00099211 1.18101956

IRF3 NM_001571.2 IRF3 19 Homo sapiens interferon regulatory factor 3 (IRF3), mRNA.0.01250758 0.01384227 1.18095158

ZBTB4 NM_020899.2 ZBTB4 17 Homo sapiens zinc finger and BTB domain containing 4 (ZBTB4), mRNA.KAISO-L1; KIAA15380.00899783 0.01050106 1.18052641

ANKMY2 NM_020319.1 ANKMY2 7 Homo sapiens ankyrin repeat and MYND domain containing 2 (ANKMY2), mRNA.DKFZP564O043; ZMYND200.00175357 0.0025902 1.1801236

APRT NM_000485.2 APRT 16 Homo sapiens adenine phosphoribosyltransferase (APRT), transcript variant 1, mRNA.MGC125857; AMP; MGC125856; DKFZp686D13177; MGC1299611.4348E-05 5.0741E-05 1.17972419

FNDC3B NM_001135095.1FNDC3B 3 Homo sapiens fibronectin type III domain containing 3B (FNDC3B), transcript variant 2, mRNA.0.00071635 0.00121174 1.17961294

C21orf55 NM_017833.2 C21ORF55 21 Homo sapiens chromosome 21 open reading frame 55 (C21orf55), mRNA.C21orf78 3.9232E-05 0.0001122 1.17954219

UCRC NM_001003684.1UCRC 22 Homo sapiens ubiquinol-cytochrome c reductase complex (7.2 kD) (UCRC), transcript variant 2, mRNA.HSPC151; HSPC051; HSPC1190.00224364 0.00319781 1.17950119

LRAP NM_022350.1 LRAP 5 Homo sapiens leukocyte-derived arginine aminopeptidase (LRAP), mRNA.FLJ23633; FLJ23807; FLJ23701; L-RAP; ERAP20.0023896 0.00337188 1.17926576

C3orf34 NM_032898.2 C3ORF34 3 Homo sapiens chromosome 3 open reading frame 34 (C3orf34), mRNA.MGC14126 0.00052649 0.00094005 1.17895082

LOC644033 XM_927280.1 LOC644033 8 PREDICTED: Homo sapiens similar to similar to RPL23AP7 protein (LOC644033), mRNA.0.00148946 0.00225514 1.17849867

DBNL NM_014063.5 DBNL 7 Homo sapiens drebrin-like (DBNL), transcript variant 1, mRNA.SH3P7; HIP-55; ABP14.0225E-05 0.00011429 1.1782303

C15orf63 NM_016400.2 C15ORF63 15 Homo sapiens chromosome 15 open reading frame 63 (C15orf63), mRNA.HSPC136 0.0001733 0.00037415 1.17822349

XRCC2 NM_005431.1 XRCC2 7 Homo sapiens X-ray repair complementing defective repair in Chinese hamster cells 2 (XRCC2), mRNA.DKFZp781P09190.02100026 0.02149012 1.17820979

VARS2 NM_020442.3 VARS2 6 Homo sapiens valyl-tRNA synthetase 2, mitochondrial (putative) (VARS2), nuclear gene encoding mitochondrial protein, mRNA.VARS2L; MGC138259; VARSL; MGC1421650.02202196 0.022405 1.17775315

LOC100128084XM_001719793.1LOC100128084 PREDICTED: Homo sapiens hypothetical protein LOC100128084 (LOC100128084), mRNA.3.077E-05 9.1985E-05 1.1771448

HSD17B7 NM_016371.2 HSD17B7 1 Homo sapiens hydroxysteroid (17-beta) dehydrogenase 7 (HSD17B7), mRNA.MGC12523; MGC75018; PRAP0.00074715 0.00125704 1.17713652

PAIP2 NM_001033112.1PAIP2 5 Homo sapiens poly(A) binding protein interacting protein 2 (PAIP2), transcript variant 1, mRNA.PAIP2A; MGC720182.625E-05 8.1128E-05 1.17688964

SCARB2 NM_005506.2 SCARB2 4 Homo sapiens scavenger receptor class B, member 2 (SCARB2), mRNA.CD36L2; HLGP85; SR-BII; LIMPII8.3099E-06 3.274E-05 1.17688713

SLC2A6 NM_017585.2 SLC2A6 9 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 6 (SLC2A6), mRNA.GLUT6; HSA011372; GLUT90.01605931 0.01708761 1.17666926

ISG15 NM_005101.1 ISG15 1 Homo sapiens ISG15 ubiquitin-like modifier (ISG15), mRNA.G1P2; UCRP; IFI151.63E-05 5.6261E-05 1.17659858

IL18 NM_001562.2 IL18 11 Homo sapiens interleukin 18 (interferon-gamma-inducing factor) (IL18), mRNA.MGC12320; IL-18; IL1F4; IGIF; IL-1g4.8082E-06 2.1779E-05 1.17656874

MYO9B NM_004145.2 MYO9B 19 Homo sapiens myosin IXB (MYO9B), mRNA.MYR5; CELIAC4 0.00633701 0.00778616 1.17653785

C4orf27 NM_017867.1 C4ORF27 4 Homo sapiens chromosome 4 open reading frame 27 (C4orf27), mRNA.FLJ20534 0.00287988 0.00394074 1.17642332

RHOC NM_175744.3 RHOC 1 Homo sapiens ras homolog gene family, member C (RHOC), transcript variant 2, mRNA.H9; ARHC; MGC61427; MGC1448; RHOH9; ARH93.8295E-07 3.3735E-06 1.17630618

SH3GLB2 NM_020145.2 SH3GLB2 9 Homo sapiens SH3-domain GRB2-like endophilin B2 (SH3GLB2), mRNA.PP9455; PP6569; KIAA18486.8851E-06 2.8455E-05 1.17616681

SARS NM_006513.2 SARS 1 Homo sapiens seryl-tRNA synthetase (SARS), mRNA.SERRS; FLJ36399; SERS0.00021387 0.0004433 1.17614321

LOC100131718XR_038705.1 LOC100131718 PREDICTED: Homo sapiens misc_RNA (LOC100131718), miscRNA.0.00015066 0.0003333 1.1759899



5.0 Upreg

ZNF69 NM_021915.2 ZNF69 19 Homo sapiens zinc finger protein 69 (ZNF69), mRNA.MGC59928; Cos50.00208419 0.00300225 1.17594141

RALA NM_005402.2 RALA 7 Homo sapiens v-ral simian leukemia viral oncogene homolog A (ras related) (RALA), mRNA.MGC48949; RAL 6.9499E-06 2.8669E-05 1.17560294

GALK1 NM_000154.1 GALK1 17 Homo sapiens galactokinase 1 (GALK1), mRNA.GALK; GK1 8.3175E-06 3.2755E-05 1.17548623

ATP1B3 NM_001679.2 ATP1B3 PREDICTED: Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypeptide, transcript variant 2 (ATP1B3), mRNA.5.254E-06 2.32E-05 1.17535825

MBD4 NM_003925.1 MBD4 3 Homo sapiens methyl-CpG binding domain protein 4 (MBD4), mRNA.MED1 0.00097485 0.00157173 1.17473492

RNF149 NM_173647.2 RNF149 2 Homo sapiens ring finger protein 149 (RNF149), mRNA.FLJ90504; DNAPTP24.7384E-05 0.00013066 1.1746228

NLGN2 NM_020795.2 NLGN2 17 Homo sapiens neuroligin 2 (NLGN2), mRNA.KIAA1366 0.0080657 0.00955426 1.17422471

SDF2 NM_006923.2 SDF2 17 Homo sapiens stromal cell-derived factor 2 (SDF2), mRNA.5.2925E-05 0.00014297 1.17381932

ATP6V0C NM_001694.2 ATP6V0C PREDICTED: Homo sapiens ATPase, H+ transporting, lysosomal 16kDa, V0 subunit c (ATP6V0C), mRNA.1.4968E-05 5.2427E-05 1.17362598

LOC653489 XM_934113.1 LOC653489 PREDICTED: Homo sapiens similar to Ran-binding protein 2 (RanBP2) (Nuclear pore complex protein Nup358) (Nucleoporin Nup358) (358 kDa nucleoporin) (P270), transcript variant 7 (LOC653489), mRNA.0.00225248 0.00320936 1.17336278

BBS2 NM_031885.2 BBS2 16 Homo sapiens Bardet-Biedl syndrome 2 (BBS2), mRNA.MGC20703; BBS0.00826453 0.00976343 1.17332912

FKBP14 NM_017946.2 FKBP14 7 Homo sapiens FK506 binding protein 14, 22 kDa (FKBP14), mRNA.FLJ20731; FKBP220.0018687 0.00273403 1.17332194

SF4 NM_182812.1 SF4 19 Homo sapiens splicing factor 4 (SF4), transcript variant c, mRNA.F23858; DKFZp434E2216; RBP0.00081402 0.00135269 1.17328414

Hs.475334 HS.475334 11 Human mRNA for KIAA0280 gene, partial cds0.00374838 0.00495604 1.17312034

SDHALP1 XM_926458.1 SDHALP1 Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotein pseudogene 1 (SDHALP1) on chromosome 3.SDHAL1 0.03080209 0.02961402 1.17311903

GORASP1 NM_031899.2 GORASP1 3 Homo sapiens golgi reassembly stacking protein 1, 65kDa (GORASP1), mRNA.P65; GRASP65; GOLPH5; FLJ23443; MGC118897; MGC1188940.01351203 0.01477684 1.1730852

PGRMC2 NM_006320.1 PGRMC2 4 Homo sapiens progesterone receptor membrane component 2 (PGRMC2), mRNA.DG6; PMBP 0.00022468 0.00046168 1.17300163

ITGB1 NM_002211.2 ITGB1 10 Homo sapiens integrin, beta 1 (fibronectin receptor, beta polypeptide, antigen CD29 includes MDF2, MSK12) (ITGB1), transcript variant 1A, mRNA.GPIIA; VLAB; MDF2; FNRB; CD29; MSK128.8976E-06 3.4574E-05 1.17264796

MAP1S NM_018174.4 MAP1S 19 Homo sapiens microtubule-associated protein 1S (MAP1S), mRNA.VCY2IP-1; C19orf5; VCY2IP1; BPY2IP1; FLJ10669; MAP8; MGC1330870.00257508 0.00358403 1.17250704

VAT1 NM_006373.2 VAT1 17 Homo sapiens vesicle amine transport protein 1 homolog (T. californica) (VAT1), mRNA.FLJ20230; VATI 0.00012809 0.00029229 1.17234957

CMAS NM_018686.3 CMAS 12 Homo sapiens cytidine monophosphate N-acetylneuraminic acid synthetase (CMAS), mRNA.4.2743E-05 0.00012009 1.17223436

CCBE1 NM_133459.1 CCBE1 18 Homo sapiens collagen and calcium binding EGF domains 1 (CCBE1), mRNA.FLJ30681; MGC508610.00033071 0.00063758 1.1720124

SUCLG1 NM_003849.1 SUCLG1 2 Homo sapiens succinate-CoA ligase, alpha subunit (SUCLG1), mRNA.FLJ21114; SUCLA16.1764E-06 2.6154E-05 1.17197827

ARIH2 NM_006321.1 ARIH2 3 Homo sapiens ariadne homolog 2 (Drosophila) (ARIH2), mRNA.FLJ10938; TRIAD1; FLJ33921; ARI21.432E-05 5.0663E-05 1.17177933

PRAGMIN NM_001080826.1PRAGMIN 8 Homo sapiens homolog of rat pragma of Rnd2 (PRAGMIN), mRNA.DKFZp761P04230.00012621 0.00028882 1.17136793

GALNTL4 NM_198516.1 GALNTL4 11 Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase-like 4 (GALNTL4), mRNA.GALNT18; MGC71806; GALNT15; GalNAc-T150.01491383 0.01604586 1.17133895

C17orf62 NM_001033046.1C17ORF62 17 Homo sapiens chromosome 17 open reading frame 62 (C17orf62), transcript variant 3, mRNA.MGC4368; FLJ00406; FLJ904690.0266993 0.02636575 1.17099467

CDK10 NM_001098533.1CDK10 16 Homo sapiens cyclin-dependent kinase 10 (CDK10), transcript variant c, mRNA.PISSLRE 0.00246176 0.00345315 1.17067051

NCBP2 NM_007362.3 NCBP2 3 Homo sapiens nuclear cap binding protein subunit 2, 20kDa (NCBP2), transcript variant 1, mRNA.PIG55; CBP20; NIP1; CBC21.6946E-05 5.7988E-05 1.17037849

CTSA NM_000308.1 CTSA 20 Homo sapiens cathepsin A (CTSA), transcript variant 1, mRNA.NGBE; PPCA; GSL; PPGB; GLB20.0216322 0.02205449 1.17013245

C15orf24 NM_020154.2 C15ORF24 15 Homo sapiens chromosome 15 open reading frame 24 (C15orf24), mRNA.C11orf3; HT022; ORF1-FL19.9455E-06 3.7841E-05 1.17011623

PFKFB3 NM_004566.2 PFKFB3 10 Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3 (PFKFB3), mRNA.PFK2; IPFK2 0.00020889 0.00043503 1.17010504

EID2B NM_152361.1 EID2B 19 Homo sapiens EP300 interacting inhibitor of differentiation 2B (EID2B), mRNA.EID-3; FLJ38944 0.0008729 0.00143156 1.17003101

DPYSL2 NM_001386.4 DPYSL2 8 Homo sapiens dihydropyrimidinase-like 2 (DPYSL2), mRNA.DHPRP2; DRP-2; DRP2; CRMP29.7439E-06 3.7236E-05 1.16956344

PTCD1 NM_015545.2 PTCD1 7 Homo sapiens pentatricopeptide repeat domain 1 (PTCD1), mRNA.KIAA0632 0.00013596 0.00030643 1.16946997

CD68 NM_001251.2 CD68 17 Homo sapiens CD68 molecule (CD68), transcript variant 1, mRNA.DKFZp686M18236; SCARD1; GP1100.0198707 0.02049918 1.16940774

SF3B5 NM_031287.2 SF3B5 6 Homo sapiens splicing factor 3b, subunit 5, 10kDa (SF3B5), mRNA.SF3b10; MGC31330.00012963 0.00029488 1.16924943

PRKCA NM_002737.2 PRKCA 17 Homo sapiens protein kinase C, alpha (PRKCA), mRNA.MGC129901; MGC129900; PRKACA; PKCA; AAG6; PKC-alpha0.00183592 0.0026928 1.16920462

FGF19 NM_005117.2 FGF19 11 Homo sapiens fibroblast growth factor 19 (FGF19), mRNA.0.00415007 0.00541937 1.1688817

GYG1 NM_004130.2 GYG1 3 Homo sapiens glycogenin 1 (GYG1), mRNA.GYG 4.6537E-05 0.00012881 1.16857444

ARHGEF10 NM_014629.2 ARHGEF10 8 Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), mRNA.GEF10; DKFZp686H0726; MGC1316640.00013281 0.00030063 1.16842818

HSD17B4 NM_000414.1 HSD17B4 5 Homo sapiens hydroxysteroid (17-beta) dehydrogenase 4 (HSD17B4), mRNA.MFE-2 0.00017442 0.00037582 1.16830075

VPS41 NM_014396.2 VPS41 7 Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 1, mRNA.HVSP41 0.0100514 0.0115192 1.16778439

NTHL1 NM_002528.4 NTHL1 16 Homo sapiens nth endonuclease III-like 1 (E. coli) (NTHL1), mRNA.NTH1; OCTS3 0.01504075 0.01616655 1.16770853

HIST3H2A NM_033445.2 HIST3H2A 1 Homo sapiens histone cluster 3, H2a (HIST3H2A), mRNA.MGC3165 0.02020523 0.02080271 1.16761205

LOC90586 XR_000544.1 LOC90586 17 PREDICTED: Homo sapiens AOC3 pseudogene (LOC90586), misc RNA.7.2747E-05 0.00018464 1.1676118

UBE2O NM_022066.2 UBE2O 17 Homo sapiens ubiquitin-conjugating enzyme E2O (UBE2O), mRNA.E2-230K; KIAA1734; FLJ128780.00938965 0.01088882 1.16759265

C19orf53 NM_014047.1 C19ORF53 19 Homo sapiens chromosome 19 open reading frame 53 (C19orf53), mRNA.HSPC023 3.9897E-06 1.8922E-05 1.16751181

GCLM NM_002061.2 GCLM 1 Homo sapiens glutamate-cysteine ligase, modifier subunit (GCLM), mRNA.GLCLR 0.01532666 0.0164336 1.16739914

RNF181 NM_016494.3 RNF181 2 Homo sapiens ring finger protein 181 (RNF181), mRNA.HSPC238 7.2339E-06 2.9453E-05 1.16714664

INTS3 NM_023015.3 INTS3 1 Homo sapiens integrator complex subunit 3 (INTS3), mRNA.FLJ44849; C1orf193; INT3; FLJ21919; C1orf60; DKFZp781I1253; DKFZp686O20115; RP11-216N14.2; DKFZp686E19500.0017083 0.00253315 1.16698165

XPR1 NM_004736.3 XPR1 1 Homo sapiens xenotropic and polytropic retrovirus receptor (XPR1), transcript variant 1, mRNA.0.000591 0.0010346 1.1669741

RALY NM_007367.2 RALY 20 Homo sapiens RNA binding protein, autoantigenic (hnRNP-associated with lethal yellow homolog (mouse)) (RALY), transcript variant 2, mRNA.P542; MGC117312; HNRPCL20.00024243 0.00049296 1.16690354

M6PR NM_002355.2 M6PR 12 Homo sapiens mannose-6-phosphate receptor (cation dependent) (M6PR), mRNA.SMPR; FLJ32994; CD-MPR; MPR460.0013031 0.0020154 1.16684116

TMED9 NM_017510.3 TMED9 5 Homo sapiens transmembrane emp24 protein transport domain containing 9 (TMED9), mRNA.HSGP25L2G 1.6852E-05 5.7781E-05 1.16681765

HSPA5 NM_005347.2 HSPA5 9 Homo sapiens heat shock 70kDa protein 5 (glucose-regulated protein, 78kDa) (HSPA5), mRNA.BIP; FLJ26106; MIF2; GRP780.00059497 0.00104052 1.16657155

ADNP2 NM_014913.2 ADNP2 18 Homo sapiens ADNP homeobox 2 (ADNP2), mRNA.KIAA0863; ZNF5080.00069389 0.0011792 1.16648723

ZDHHC23 NM_173570.2 ZDHHC23 3 Homo sapiens zinc finger, DHHC-type containing 23 (ZDHHC23), mRNA.MGC42530; NIDD0.01312049 0.01441332 1.16641419

CGGBP1 NM_003663.3 CGGBP1 3 Homo sapiens CGG triplet repeat binding protein 1 (CGGBP1), transcript variant 2, mRNA.CGGBP; p20-CGGBP0.00015216 0.00033602 1.16637104

ARL16 XM_290777.4 ARL16 17 Homo sapiens ADP-ribosylation factor-like 16 (ARL16), mRNA.0.00084578 0.00139412 1.16625137

RRP8 NM_015324.2 RRP8 11 Homo sapiens ribosomal RNA processing 8, methyltransferase, homolog (yeast) (RRP8), mRNA.RRP8 0.01355359 0.01481121 1.16586358

PERP NM_022121.2 PERP 6 Homo sapiens PERP, TP53 apoptosis effector (PERP), mRNA.THW; RP3-496H19.1; KRTCAP1; KCP1; dJ496H19.1; PIGPC13.1443E-05 9.3614E-05 1.16557938

AP3D1 NM_003938.4 AP3D1 19 Homo sapiens adaptor-related protein complex 3, delta 1 subunit (AP3D1), transcript variant 2, mRNA.hBLVR; ADTD 0.00226271 0.00321976 1.16466393

CHMP4A NM_014169.2 CHMP4A 14 Homo sapiens chromatin modifying protein 4A (CHMP4A), mRNA.SNF7-1; C14orf123; SNF7; MGC142095; Shax2; CHMP4B; MGC142093; HSPC1340.00218281 0.00312176 1.16450116

CCNK NM_003858.2 CCNK 14 Homo sapiens cyclin K (CCNK), transcript variant 2, mRNA.CPR4; MGC91130.00018355 0.00039156 1.16417712

LOC100133565XM_001724542.1LOC100133565 PREDICTED: Homo sapiens similar to hCG23738 (LOC100133565), mRNA.1.4615E-05 5.1519E-05 1.16397829

IGFBP2 NM_000597.2 IGFBP2 2 Homo sapiens insulin-like growth factor binding protein 2, 36kDa (IGFBP2), mRNA.IGF-BP53; IBP2 0.00062689 0.00108595 1.16364624

ATP6V1A NM_001690.2 ATP6V1A 3 Homo sapiens ATPase, H+ transporting, lysosomal 70kDa, V1 subunit A (ATP6V1A), mRNA.VA68; Vma1; HO68; ATP6V1A1; VPP2; ATP6A14.2067E-05 0.00011876 1.16337951

SELK NM_021237.3 SELK 3 Homo sapiens selenoprotein K (SELK), mRNA.HSPC297; MGC17057; HSPC0300.00955774 0.01104578 1.16317949

APEH NM_001640.3 APEH 3 Homo sapiens N-acylaminoacyl-peptide hydrolase (APEH), mRNA.D3S48E; APH; ACPH; OPH; MGC2178; DNF15S2; D3F15S29.2156E-06 3.5573E-05 1.16303164



5.0 Upreg

MGAT1 NM_002406.2 MGAT1 5 Homo sapiens mannosyl (alpha-1,3-)-glycoprotein beta-1,2-N-acetylglucosaminyltransferase (MGAT1), mRNA.GLYT1; GLCT1; GNT-1; GLCNAC-TI; MGAT; GNT-I0.00048718 0.00088115 1.16237399

API5 NM_006595.2 API5 11 Homo sapiens apoptosis inhibitor 5 (API5), mRNA.AAC-11; AAC11; API5L11.7719E-05 6.0004E-05 1.1622256

TSPAN5 NM_005723.2 TSPAN5 4 Homo sapiens tetraspanin 5 (TSPAN5), mRNA.TSPAN-5; TM4SF9; NET-40.00089812 0.00146661 1.16222118

LOC399900 NM_001013667.1LOC399900 11 Homo sapiens hypothetical gene supported by AK093779 (LOC399900), mRNA.0.00027839 0.00055125 1.16206297

ATP6V1H NM_213620.1 ATP6V1H 8 Homo sapiens ATPase, H+ transporting, lysosomal 50/57kDa, V1 subunit H (ATP6V1H), transcript variant 3, mRNA.SFDbeta; CGI-11; VMA13; SFDalpha; SFD; MSTP0420.00657844 0.00803442 1.16203527

GNAI2 NM_002070.2 GNAI2 3 Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting activity polypeptide 2 (GNAI2), transcript variant 1, mRNA.H_LUCA16.1; GIP; GNAI2B; H_LUCA15.10.00021104 0.00043878 1.16202682

CIAO1 NM_004804.2 CIAO1 2 Homo sapiens cytosolic iron-sulfur protein assembly 1 homolog (S. cerevisiae) (CIAO1), mRNA.WDR39; CIA1 0.00036118 0.00068607 1.16187243

PRCP NM_005040.2 PRCP 11 Homo sapiens prolylcarboxypeptidase (angiotensinase C) (PRCP), transcript variant 1, mRNA.HUMPCP; PCP; MGC22023.8625E-06 1.8448E-05 1.16151722

KLHDC5 NM_020782.1 KLHDC5 12 Homo sapiens kelch domain containing 5 (KLHDC5), mRNA.MGC131714; KIAA13400.00074023 0.00124708 1.1614822

ANKS1A NM_015245.1 ANKS1A 6 Homo sapiens ankyrin repeat and sterile alpha motif domain containing 1A (ANKS1A), mRNA.ANKS1; KIAA0229; MGC423540.00163235 0.00243535 1.16112158

PTDSS2 NM_030783.1 PTDSS2 11 Homo sapiens phosphatidylserine synthase 2 (PTDSS2), mRNA.PSS2 0.00235679 0.00333147 1.16083427

NCOA4 NM_005437.1 NCOA4 10 Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA.RFG; ARA70; DKFZp762E1112; PTC3; ELE11.028E-05 3.8944E-05 1.16057319

LOC645452 XM_939733.2 LOC645452 PREDICTED: Homo sapiens similar to hCG1782414 (LOC645452), mRNA.0.00012927 0.00029437 1.159563

DHX16 NM_003587.3 DHX16 6 Homo sapiens DEAH (Asp-Glu-Ala-His) box polypeptide 16 (DHX16), mRNA.DDX16; DBP2; PRO2014; PRP80.00038462 0.00072433 1.15946049

DCTN3 NM_024348.2 DCTN3 9 Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 1, mRNA.MGC111190; DCTN22; DCTN-220.00187397 0.00273992 1.15879096

RHOG NM_001665.2 RHOG 11 Homo sapiens ras homolog gene family, member G (rho G) (RHOG), mRNA.MGC125836; MGC125835; ARHG0.00033005 0.00063674 1.1586889

ZMAT3 NM_152240.1 ZMAT3 3 Homo sapiens zinc finger, matrin type 3 (ZMAT3), transcript variant 2, mRNA.PAG608; WIG1; FLJ12296; WIG-1; MGC106130.00021706 0.00044854 1.15864569

TP53BP1 NM_005657.1 TP53BP1 15 Homo sapiens tumor protein p53 binding protein 1 (TP53BP1), mRNA.53BP1; MGC138366; p202; FLJ414240.00143736 0.00218948 1.1585477

MRPS33 NM_016071.2 MRPS33 7 Homo sapiens mitochondrial ribosomal protein S33 (MRPS33), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.FLJ21123; CGI-139; PTD003; MRP-S330.00059344 0.00103826 1.15853873

LOC728565 XM_928286.1 LOC728565 5 PREDICTED: Homo sapiens similar to Beta-glucuronidase precursor (LOC728565), mRNA.0.02514592 0.0250973 1.1585369

ARPC5L NM_030978.1 ARPC5L 9 Homo sapiens actin related protein 2/3 complex, subunit 5-like (ARPC5L), mRNA.MGC3038; ARC16-20.00021513 0.00044528 1.15847129

POFUT1 NM_015352.1 POFUT1 20 Homo sapiens protein O-fucosyltransferase 1 (POFUT1), transcript variant 1, mRNA.O-Fuc-T; O-FUT; FUT12; O-FucT-1; MGC2482; KIAA01800.00052983 0.00094506 1.15805462

LOC100190938NR_024462.1 LOC100190938 17 Homo sapiens hypothetical LOC100190938 (LOC100190938), transcript variant 2, non-coding RNA.0.00252713 0.0035268 1.15797059

CEP27 NM_018097.1 CEP27 15 Homo sapiens centrosomal protein 27kDa (CEP27), mRNA.FLJ10460; C15orf25; HsT170250.00383475 0.00505804 1.15787906

RNF167 NM_015528.1 RNF167 17 Homo sapiens ring finger protein 167 (RNF167), mRNA.5730408C10Rik; DKFZP566H073; LP22540.01335105 0.01462997 1.15759165

LOC100129362XM_001721430.1LOC100129362 PREDICTED: Homo sapiens hypothetical protein LOC100129362 (LOC100129362), mRNA.0.00358748 0.00476701 1.15758811

ITGB1BP1 NM_004763.2 ITGB1BP1 2 Homo sapiens integrin beta 1 binding protein 1 (ITGB1BP1), transcript variant 1, mRNA.ICAP1B; ICAP-1alpha; ICAP1A; ICAP1; ICAP-1B; DKFZp686K08158; ICAP-1A0.00349806 0.00467011 1.1571789

ATP5D NM_001687.4 ATP5D 19 Homo sapiens ATP synthase, H+ transporting, mitochondrial F1 complex, delta subunit (ATP5D), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.2.61E-05 8.0835E-05 1.15717311

GPR172A NM_024531.3 GPR172A 8 Homo sapiens G protein-coupled receptor 172A (GPR172A), mRNA.GPCR41; PAR1; D15Ertd747e; GPCR1.7169E-05 5.8593E-05 1.15678806

CD9 NM_001769.2 CD9 12 Homo sapiens CD9 molecule (CD9), mRNA.MRP-1; MIC3; BTCC-1; BA2; 5H9; TSPAN29; GIG2; DRAP-27; P240.00130179 0.0020141 1.15670353

HEXB NM_000521.2 HEXB 5 Homo sapiens hexosaminidase B (beta polypeptide) (HEXB), mRNA.ENC-1AS 3.1652E-06 1.5788E-05 1.15662451

FOXC1 NM_001453.1 FOXC1 6 Homo sapiens forkhead box C1 (FOXC1), mRNA.FREAC3; FKHL7; IHG1; ARA; IRID1; IGDA3.8961E-06 1.8578E-05 1.1564722

PTPLAD2 NM_001010915.1PTPLAD2 9 Homo sapiens protein tyrosine phosphatase-like A domain containing 2 (PTPLAD2), mRNA.DKFZp686F01145; DKFZp686G241320.00354174 0.00472053 1.15639737

RPUSD3 NM_173659.2 RPUSD3 3 Homo sapiens RNA pseudouridylate synthase domain containing 3 (RPUSD3), mRNA.FLJ34707; MGC297840.0002399 0.00048848 1.15639128

Hs.544637 HS.544637 6 xr14b10.x1 NCI_CGAP_Lu28 Homo sapiens cDNA clone IMAGE:2760091 3, mRNA sequence0.00446957 0.00575774 1.15629591

TUBA4A NM_006000.1 TUBA4A 2 Homo sapiens tubulin, alpha 4a (TUBA4A), mRNA.TUBA1; H2-ALPHA; FLJ301690.00130131 0.0020137 1.15599373

ZDHHC8 NM_013373.2 ZDHHC8 22 Homo sapiens zinc finger, DHHC-type containing 8 (ZDHHC8), mRNA.ZNF378; ZDHHCL11.0963E-05 4.0914E-05 1.15595781

DAP3 NM_033657.1 DAP3 1 Homo sapiens death associated protein 3 (DAP3), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.MGC126059; MGC126058; bMRP-10; MRP-S29; DKFZp686G12159; DAP-3; MRPS291.7316E-05 5.8935E-05 1.15586199

LOC255167 NR_024424.1 LOC255167 5 Homo sapiens hypothetical LOC255167 (LOC255167), non-coding RNA.0.0001307 0.00029693 1.15563686

WDR79 NM_018081.1 WDR79 17 Homo sapiens WD repeat domain 79 (WDR79), mRNA.WRAP53; FLJ103850.02808028 0.0274759 1.15559589

SLC25A11 NM_003562.3 SLC25A11 17 Homo sapiens solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier), member 11 (SLC25A11), nuclear gene encoding mitochondrial protein, mRNA.SLC20A4; OGC 0.04576283 0.04124531 1.1554817

DUSP19 NM_080876.2 DUSP19 2 Homo sapiens dual specificity phosphatase 19 (DUSP19), mRNA.MGC138210; SKRP1; DUSP17; TS-DSP10.00573194 0.0071468 1.15547744

CDC7 NM_003503.2 CDC7 1 Homo sapiens cell division cycle 7 homolog (S. cerevisiae) (CDC7), mRNA.HsCDC7; MGC126237; CDC7L1; huCDC7; MGC126238; Hsk1; MGC1173610.00047715 0.00086623 1.15537401

FASTKD5 NM_021826.4 FASTKD5 20 Homo sapiens FAST kinase domains 5 (FASTKD5), mRNA.FLJ13149; dJ1187M17.50.01755944 0.01845993 1.15508657

C7orf50 NM_032350.3 C7ORF50 7 Homo sapiens chromosome 7 open reading frame 50 (C7orf50), mRNA.MGC11257; YCR016W1.572E-05 5.4582E-05 1.15490512

NLRP8 NM_176811.2 NLRP8 19 Homo sapiens NLR family, pyrin domain containing 8 (NLRP8), mRNA.CLR19.2; NALP8; PAN4; NOD160.00042255 0.00078331 1.15485711

Hs.57079 HS.57079 10 Homo sapiens cDNA FLJ13267 fis, clone OVARC10009640.0001681 0.00036445 1.15475389

BSG NM_001728.2 BSG 19 Homo sapiens basigin (Ok blood group) (BSG), transcript variant 1, mRNA.EMMPRIN; OK; TCSF; M6; 5F7; CD1472.8846E-05 8.7456E-05 1.15468947

PAQR4 NM_152341.2 PAQR4 16 Homo sapiens progestin and adipoQ receptor family member IV (PAQR4), mRNA.FLJ30002 0.00113998 0.00179798 1.15466473

ZNF791 NM_153358.1 ZNF791 19 Homo sapiens zinc finger protein 791 (ZNF791), mRNA.MGC126179; FLJ90396; MGC1261800.04607998 0.04147576 1.15458353

LCOR NM_032440.1 LCOR 10 Homo sapiens ligand dependent nuclear receptor corepressor (LCOR), mRNA.FLJ38026; MLR2; KIAA1795; RP11-175O19.10.00079119 0.00132 1.15404944

OAT NM_000274.1 OAT 10 Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene encoding mitochondrial protein, mRNA.HOGA; DKFZp781A111552.0578E-05 6.7495E-05 1.15376399

PRPF19 NM_014502.3 PRPF19 11 Homo sapiens PRP19/PSO4 pre-mRNA processing factor 19 homolog (S. cerevisiae) (PRPF19), mRNA.NMP200; PRP19; hPSO4; UBOX4; SNEV; PSO40.00301842 0.00410662 1.15297866

POMP NM_015932.2 POMP 13 Homo sapiens proteasome maturation protein (POMP), mRNA.UMP1; HSPC014; PNAS-110; C13orf121.277E-05 4.6165E-05 1.15252152

DDX24 NM_020414.3 DDX24 14 Homo sapiens DEAD (Asp-Glu-Ala-Asp) box polypeptide 24 (DDX24), mRNA.5.0259E-05 0.00013725 1.15231748

TIPRL NM_152902.3 TIPRL 1 Homo sapiens TIP41, TOR signaling pathway regulator-like (S. cerevisiae) (TIPRL), transcript variant 1, mRNA.RP1-69E11.1; MGC3794; dJ69E11.3; TIP; TIP410.03533428 0.0332215 1.15229366

FAM120AOS NM_198841.2 FAM120AOS 9 Homo sapiens family with sequence similarity 120A opposite strand (FAM120AOS), mRNA.C9orf10OS; FLJ315340.00533888 0.00672168 1.15228365

MGC61598 XM_939432.1 MGC61598 PREDICTED: Homo sapiens similar to ankyrin-repeat protein Nrarp (MGC61598), mRNA.0.00707834 0.00854034 1.15139871

NOSIP NM_015953.3 NOSIP 19 Homo sapiens nitric oxide synthase interacting protein (NOSIP), mRNA.CGI-25 7.9995E-07 5.7063E-06 1.15118137

ZNF770 NM_014106.2 ZNF770 15 Homo sapiens zinc finger protein 770 (ZNF770), mRNA.FLJ20582; PRO19140.00461254 0.00591932 1.15101847

PREPL NM_006036.3 PREPL 2 Homo sapiens prolyl endopeptidase-like (PREPL), transcript variant C, mRNA.FLJ16627; KIAA04360.01796122 0.01879448 1.15090849

LOC648390 XR_037845.1 LOC648390 2 PREDICTED: Homo sapiens misc_RNA (LOC648390), miscRNA.3.2454E-05 9.6102E-05 1.15080537

ADCY6 NM_020983.2 ADCY6 12 Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 2, mRNA.KIAA0422; DKFZp779F0750.05601155 0.04878838 1.15076869

DCAF7 NM_005828.2 DCAF7 17 Homo sapiens DDB1 and CUL4 associated factor 7 (DCAF7), mRNA.AN11; HAN11 8.7765E-05 0.000216 1.15051854

C19orf22 NM_138774.2 C19ORF22 19 Homo sapiens chromosome 19 open reading frame 22 (C19orf22), mRNA.MGC16353 0.00031363 0.00060975 1.15042348

MRPL41 NM_032477.1 MRPL41 9 Homo sapiens mitochondrial ribosomal protein L41 (MRPL41), nuclear gene encoding mitochondrial protein, mRNA.MRP-L27; RPML27; PIG3; BMRP5.1676E-05 0.00014033 1.15032109

RNF103 NM_005667.2 RNF103 2 Homo sapiens ring finger protein 103 (RNF103), mRNA.MGC41857; hkf-1; ZFP103; KF1; MGC1028150.01733331 0.01827255 1.15030652

TMEM66 NM_016127.4 TMEM66 8 Homo sapiens transmembrane protein 66 (TMEM66), mRNA.FLJ22274; FOAP-7; MGC8721; HSPC035; XTP36.0385E-06 2.5769E-05 1.15025214

MIR1978 NR_031742.1 MIR1978 Homo sapiens microRNA 1978 (MIR1978), microRNA.4.4115E-06 2.0436E-05 1.15012782

HIATL2 NR_002894.1 HIATL2 9 Homo sapiens hippocampus abundant transcript-like 2 (HIATL2), non-coding RNA.FLJ45467; MGC129450.00232502 0.00329559 1.14997472



5.0 Upreg

SF3B14 NM_016047.3 SF3B14 2 Homo sapiens splicing factor 3B, 14 kDa subunit (SF3B14), mRNA.Ht006; SF3B14a; SAP14; CGI-110; HSPC175; P147.7817E-06 3.1233E-05 1.14996746

SHOC2 NM_007373.2 SHOC2 10 Homo sapiens soc-2 suppressor of clear homolog (C. elegans) (SHOC2), mRNA.SUR8; SIAA0862; SOC2; SOC-2; KIAA0862; SUR-80.01840404 0.01917779 1.14947898

QRFPR NM_198179.2 QRFPR 4 Homo sapiens pyroglutamylated RFamide peptide receptor (QRFPR), mRNA.SP9155; MGC149217; AQ270.00068389 0.00116559 1.14947632

ZNF14 NM_021030.2 ZNF14 19 Homo sapiens zinc finger protein 14 (ZNF14), mRNA.GIOT-4; KOX6 0.00025631 0.00051651 1.14925015

METTL13 NM_015935.4 METTL13 1 Homo sapiens methyltransferase like 13 (METTL13), transcript variant 3, mRNA.FLJ10310; CGI-01; 5630401D24Rik0.00272872 0.00376265 1.14912327

C9orf5 NM_032012.1 C9ORF5 9 Homo sapiens chromosome 9 open reading frame 5 (C9orf5), mRNA.CG2; FLJ33224; CG-2; FLJ236680.0048897 0.00622854 1.14877411

DNAJC10 NM_018981.1 DNAJC10 2 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 10 (DNAJC10), mRNA.DKFZp434J1813; JPDI; ERdj5; MGC1041940.00595712 0.00738767 1.14826666

FAM46A NM_017633.1 FAM46A 6 Homo sapiens family with sequence similarity 46, member A (FAM46A), mRNA.XTP11; C6orf37; FLJ20037; FLJ314950.00019984 0.00041928 1.14819207

GLA NM_000169.1 GLA X Homo sapiens galactosidase, alpha (GLA), mRNA.GALA 0.00014856 0.00032941 1.14765196

SMUG1 NM_014311.1 SMUG1 12 Homo sapiens single-strand-selective monofunctional uracil-DNA glycosylase 1 (SMUG1), mRNA.UNG3; MGC104370; HMUDG; FDG0.00018799 0.00039947 1.14763486

RAP1GAP NM_002885.1 RAP1GAP 1 Homo sapiens RAP1 GTPase activating protein (RAP1GAP), mRNA.KIAA0474; Rap1GAP1; RAP1GA1; rap1GAPII0.00274338 0.0037793 1.14747926

Hs.516646 HS.516646 2 Homo sapiens cDNA FLJ44370 fis, clone TRACH30089020.03046749 0.02936634 1.14713499

SCAP NM_012235.2 SCAP 3 Homo sapiens SREBF chaperone (SCAP), mRNA.KIAA0199 4.2171E-05 0.00011897 1.14705986

TM9SF2 NM_004800.1 TM9SF2 13 Homo sapiens transmembrane 9 superfamily member 2 (TM9SF2), mRNA.P76; MGC117391; FLJ262872.4906E-05 7.8045E-05 1.14699857

DSCR3 NM_006052.1 DSCR3 21 Homo sapiens Down syndrome critical region gene 3 (DSCR3), mRNA.DCRA; MGC117385; DSCRA0.00601238 0.00744883 1.14679765

C5orf32 NM_032412.2 C5ORF32 5 Homo sapiens chromosome 5 open reading frame 32 (C5orf32), mRNA.ORF1-FL49 0.00307657 0.00417667 1.14678032

PSME4 NM_014614.1 PSME4 2 Homo sapiens proteasome (prosome, macropain) activator subunit 4 (PSME4), mRNA.FLJ21864; MGC142228; MGC138374; PA200; KIAA00773.437E-05 0.00010113 1.14643817

TRIM41 NM_033549.3 TRIM41 5 Homo sapiens tripartite motif-containing 41 (TRIM41), transcript variant 1, mRNA.RINCK; MGC31991; MGC11270.00090546 0.0014764 1.14636631

GPS1 NM_004127.4 GPS1 17 Homo sapiens G protein pathway suppressor 1 (GPS1), transcript variant 2, mRNA.COPS1; CSN1; MGC712872.0901E-05 6.8351E-05 1.14632662

HINT2 NM_032593.2 HINT2 9 Homo sapiens histidine triad nucleotide binding protein 2 (HINT2), mRNA.HIT-17 0.00751185 0.00898431 1.14601387

MGST3 NM_004528.2 MGST3 1 Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA.GST-III 3.9346E-06 1.8742E-05 1.1457608

RPUSD1 NM_058192.2 RPUSD1 16 Homo sapiens RNA pseudouridylate synthase domain containing 1 (RPUSD1), mRNA.MGC19600; RLUCL; C16orf400.00037643 0.00071182 1.14573324

C17orf96 NM_001130677.1C17ORF96 17 Homo sapiens chromosome 17 open reading frame 96 (C17orf96), mRNA.0.00214291 0.00307472 1.14561891

SH3BGRL3 NM_031286.2 SH3BGRL3 1 Homo sapiens SH3 domain binding glutamic acid-rich protein like 3 (SH3BGRL3), mRNA.TIP-B1; SH3BP-10.01480543 0.01594879 1.14557861

GABARAPL1 NM_031412.2 GABARAPL1 12 Homo sapiens GABA(A) receptor-associated protein like 1 (GABARAPL1), mRNA.ATG8L; GEC1; APG8L; ATG80.01443701 0.01561903 1.14550396

BMP4 NM_001202.2 BMP4 14 Homo sapiens bone morphogenetic protein 4 (BMP4), transcript variant 1, mRNA.BMP2B1; BMP2B; ZYME0.00216887 0.00310587 1.14526873

TCEB2 NM_007108.2 TCEB2 16 Homo sapiens transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B) (TCEB2), transcript variant 1, mRNA.SIII 5.1062E-06 2.2685E-05 1.14524786

KCNH6 NM_030779.2 KCNH6 17 Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), member 6 (KCNH6), transcript variant 1, mRNA.HERG2; ERG2; Kv11.25.6737E-05 0.00015103 1.14502175

CLK3 NM_003992.1 CLK3 15 Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3, mRNA.FLJ22858 0.03499603 0.03293523 1.14489501

TTL NM_153712.3 TTL 2 Homo sapiens tubulin tyrosine ligase (TTL), mRNA.MGC46235 0.00353751 0.00471633 1.14482171

MYO10 NM_012334.1 MYO10 5 Homo sapiens myosin X (MYO10), mRNA.KIAA0799; MGC131988; FLJ22268; FLJ43256; FLJ21066; FLJ106390.01932353 0.02000763 1.14462011

TMEM158 NM_015444.1 TMEM158 3 Homo sapiens transmembrane protein 158 (TMEM158), mRNA.BBP; DKFZp586E1621; RIS1; p40BBP1.9507E-05 6.4784E-05 1.14384111

HRASLS3 NM_007069.1 HRASLS3 11 Homo sapiens HRAS-like suppressor 3 (HRASLS3), mRNA.HREV107-3; HREV107; H-REV107-1; MGC1187540.01230042 0.01365088 1.14351631

BIN1 NM_139343.1 BIN1 2 Homo sapiens bridging integrator 1 (BIN1), transcript variant 1, mRNA.MGC10367; AMPH2; DKFZp547F068; SH3P9; AMPHL0.00045332 0.00082742 1.14341464

SWAP70 NM_015055.1 SWAP70 11 Homo sapiens SWAP switching B-cell complex 70kDa subunit (SWAP70), mRNA.HSPC321; FLJ39540; KIAA0640; SWAP-700.0061686 0.00762192 1.14300584

TOMM70A NM_014820.3 TOMM70A 3 Homo sapiens translocase of outer mitochondrial membrane 70 homolog A (S. cerevisiae) (TOMM70A), nuclear gene encoding mitochondrial protein, mRNA.FLJ90470 0.00031169 0.00060665 1.14291752

BUD31 NM_003910.2 BUD31 7 Homo sapiens BUD31 homolog (S. cerevisiae) (BUD31), mRNA.MGC111202; YCR063W; EDG-2; EDG2; G102.3597E-05 7.4934E-05 1.14287148

SPPL2A NM_032802.2 SPPL2A 15 Homo sapiens signal peptide peptidase-like 2A (SPPL2A), mRNA.PSL2; IMP3 0.00090589 0.00147683 1.14271361

KCTD6 NM_153331.2 KCTD6 3 Homo sapiens potassium channel tetramerisation domain containing 6 (KCTD6), mRNA.MGC27385 0.00749272 0.00896755 1.14266605

IMPA1 NM_005536.2 IMPA1 8 Homo sapiens inositol(myo)-1(or 4)-monophosphatase 1 (IMPA1), mRNA.IMPA 0.00277125 0.00381291 1.14227772

CHMP1A NM_002768.1 CHMP1A 16 Homo sapiens chromatin modifying protein 1A (CHMP1A), transcript variant 2, mRNA.CHMP1A; CHMP1; PCOLN3; KIAA0047; PRSM10.00066199 0.00113377 1.14199773

CDC34 NM_004359.1 CDC34 19 Homo sapiens cell division cycle 34 homolog (S. cerevisiae) (CDC34), mRNA.UBE2R1; UBC3; E2-CDC340.00264808 0.0036705 1.14194685

DMC1 NM_007068.2 DMC1 22 Homo sapiens DMC1 dosage suppressor of mck1 homolog, meiosis-specific homologous recombination (yeast) (DMC1), mRNA.DMC1H; HsLim15; dJ199H16.1; MGC150473; MGC150472; LIM150.00033411 0.00064328 1.14181109

TRMT12 NM_017956.1 TRMT12 Homo sapiens tRNA methyltransferase 12 homolog (S. cerevisiae) (TRMT12), mRNA.FLJ20772; TRM12; TYW20.00540497 0.00679416 1.14154112

CLTB NM_001834.2 CLTB 5 Homo sapiens clathrin, light chain (Lcb) (CLTB), transcript variant 2, mRNA.LCB 0.00021784 0.00045005 1.14153635

CRELD2 NM_024324.2 CRELD2 22 Homo sapiens cysteine-rich with EGF-like domains 2 (CRELD2), mRNA.DKFZp667O055; MGC112569.3655E-05 0.00022762 1.14151418

EFHA1 NM_152726.1 EFHA1 13 Homo sapiens EF-hand domain family, member A1 (EFHA1), mRNA.FLJ34588; FLJ25016; 1110008L20Rik3.6541E-05 0.00010616 1.14137623

ZNF330 NM_014487.2 ZNF330 4 Homo sapiens zinc finger protein 330 (ZNF330), mRNA.NOA36; HSA65910.00574061 0.00715457 1.1413411

CDKN2AIPNL NM_080656.1 CDKN2AIPNL 5 Homo sapiens CDKN2A interacting protein N-terminal like (CDKN2AIPNL), mRNA.MGC13017 6.4946E-07 4.9082E-06 1.14030166

SOX4 NM_003107.2 SOX4 6 Homo sapiens SRY (sex determining region Y)-box 4 (SOX4), mRNA.EVI16 0.00049186 0.00088852 1.14006151

ADRM1 NM_175573.1 ADRM1 20 Homo sapiens adhesion regulating molecule 1 (ADRM1), transcript variant 2, mRNA.Rpn13; GP110; MGC295361.5275E-05 5.3288E-05 1.1397637

HERC2 NM_004667.3 HERC2 15 Homo sapiens hect domain and RLD 2 (HERC2), mRNA.D15F37S1; p528; SHEP1; DKFZp547P028; KIAA0393; jdf20.01824898 0.01904335 1.13967656

CYCSL1 NR_001561.1 CYCSL1 6 Homo sapiens cytochrome c, somatic-like 1 (CYCSL1) on chromosome 6.HS11; bA513I15.3; HCP153.7619E-05 0.00010858 1.1394611

ASCC2 NM_032204.3 ASCC2 22 Homo sapiens activating signal cointegrator 1 complex subunit 2 (ASCC2), mRNA.ASC1p100 0.00068726 0.00116951 1.13939119

LOC100133649XM_001725102.1LOC100133649 PREDICTED: Homo sapiens hypothetical protein LOC100133649 (LOC100133649), mRNA.0.00300559 0.00409234 1.13918676

PSMB1 NM_002793.2 PSMB1 6 Homo sapiens proteasome (prosome, macropain) subunit, beta type, 1 (PSMB1), mRNA.FLJ25321; KIAA1838; HC5; PSC5; PMSB10.00029795 0.0005847 1.13907224

RING1 NM_002931.3 RING1 6 Homo sapiens ring finger protein 1 (RING1), mRNA.RNF1 2.0839E-06 1.1587E-05 1.13869328

WDR8 NM_017818.2 WDR8 1 Homo sapiens WD repeat domain 8 (WDR8), mRNA.FLJ20430; MGC995690.00061466 0.00106771 1.13868767

FLJ46309 XM_941608.1 FLJ46309 9 Homo sapiens hypothetical protein LOC649598 (FLJ46309), mRNA.0.00189977 0.0027721 1.13791023

SLC1A5 NM_005628.1 SLC1A5 19 Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 (SLC1A5), mRNA.M7V1; ATBO; FLJ31068; ASCT2; AAAT; R16; M7VS1; RDRC0.00136744 0.00209828 1.13775741

LOC100130053XM_001721292.1LOC100130053 10 PREDICTED: Homo sapiens hypothetical protein LOC100130053 (LOC100130053), mRNA.0.01864259 0.01939413 1.13755957

C8orf45 NM_173518.2 C8ORF45 8 Homo sapiens chromosome 8 open reading frame 45 (C8orf45), mRNA.FLJ25692 0.00028049 0.00055503 1.13713979

DDX51 NM_175066.2 DDX51 12 Homo sapiens DEAD (Asp-Glu-Ala-Asp) box polypeptide 51 (DDX51), mRNA.DKFZp686N2081; MGC421930.00240519 0.00339007 1.13686536

PLOD2 NM_182943.2 PLOD2 3 Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase 2 (PLOD2), transcript variant 2, mRNA.LH2; TLH 0.00423275 0.00550276 1.13677566

AVPI1 NM_021732.1 AVPI1 10 Homo sapiens arginine vasopressin-induced 1 (AVPI1), mRNA.VIP32; PP5395; VIT32; RP11-548K23.70.00235118 0.0033257 1.13666238

DNAJB11 NM_016306.4 DNAJB11 3 Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 11 (DNAJB11), mRNA.PRO1080; HEDJ; ABBP-2; UNQ537; hDj9; EDJ; ERdj3; ERj3; ABBP21.9225E-05 6.4014E-05 1.13663913

ZNF549 NM_153263.1 ZNF549 19 Homo sapiens zinc finger protein 549 (ZNF549), mRNA.FLJ34917 0.00466504 0.00597621 1.13658225

P4HA2 NM_001017974.1P4HA2 5 Homo sapiens prolyl 4-hydroxylase, alpha polypeptide II (P4HA2), transcript variant 3, mRNA.4-PH alpha 2 0.02457923 0.02465792 1.13651543

KCTD5 XR_001518.1 KCTD5 16 Homo sapiens potassium channel tetramerisation domain containing 5 (KCTD5), mRNA.FLJ20040 0.00291051 0.00397707 1.13630372

ALPP NM_001632.2 ALPP 2 Homo sapiens alkaline phosphatase, placental (Regan isozyme) (ALPP), mRNA.PLAP; ALP 5.9129E-05 0.00015561 1.13630196



5.0 Upreg

LOC401115 XM_937968.1 LOC401115 PREDICTED: Homo sapiens hypothetical gene supported by BC038466; BC062790 (LOC401115), mRNA.2.6312E-06 1.3783E-05 1.13612004

GNS NM_002076.2 GNS 12 Homo sapiens glucosamine (N-acetyl)-6-sulfatase (Sanfilippo disease IIID) (GNS), mRNA.G6S; MGC212745.1183E-05 0.00013934 1.13590392

SERPINE2 NM_006216.2 SERPINE2 2 Homo sapiens serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type 1), member 2 (SERPINE2), mRNA.PI7; GDN; PNI; PN11.9259E-06 1.093E-05 1.13564283

SIDT2 NM_015996.1 SIDT2 11 Homo sapiens SID1 transmembrane family, member 2 (SIDT2), mRNA.DKFZp686L17253; CGI-40; FLJ906560.00418201 0.00544891 1.13533158

BTBD3 NM_181443.1 BTBD3 20 Homo sapiens BTB (POZ) domain containing 3 (BTBD3), transcript variant 2, mRNA.dJ742J24.1; KIAA0952; MGC130039; MGC1300380.0265213 0.02623426 1.13490385

TAF10 NM_006284.2 TAF10 11 Homo sapiens TAF10 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 30kDa (TAF10), mRNA.TAF2H; TAF2A; TAFII300.00024331 0.00049439 1.13479706

NOMO1 NM_014287.3 NOMO1 16 Homo sapiens NODAL modulator 1 (NOMO1), mRNA.Nomo; PM5 0.01834646 0.01912688 1.13433246

ZNF652 NM_014897.1 ZNF652 17 Homo sapiens zinc finger protein 652 (ZNF652), mRNA.KIAA0924; DKFZp781E21220.00265036 0.00367308 1.13431194

MAP2K2 NM_030662.2 MAP2K2 19 Homo sapiens mitogen-activated protein kinase kinase 2 (MAP2K2), mRNA.PRKMK2; MAPKK2; MEK2; MKK20.03376302 0.03194271 1.13425352

TMEM160 NM_017854.1 TMEM160 19 Homo sapiens transmembrane protein 160 (TMEM160), mRNA.FLJ20512 0.00036758 0.00069673 1.13420138

LOC653086 XM_930963.1 LOC653086 2 PREDICTED: Homo sapiens similar to RAN-binding protein 2-like 1 isoform 2, transcript variant 6 (LOC653086), mRNA.0.00824637 0.00974591 1.13411973

MGC10997 NR_001565.1 MGC10997 15 Homo sapiens pseudogene MGC10997 (MGC10997) on chromosome 15.0.00057321 0.00101072 1.13393004

CKLF NM_016326.2 CKLF 16 Homo sapiens chemokine-like factor (CKLF), transcript variant 5, mRNA.UCK-1; CKLF1; CKLF4; CKLF2; CKLF3; C32; HSPC2240.00041997 0.00077953 1.13382104

DDX50 NM_024045.1 DDX50 10 Homo sapiens DEAD (Asp-Glu-Ala-Asp) box polypeptide 50 (DDX50), mRNA.RH-II/GuB; GUB; GU2; MGC31990.04792458 0.04285906 1.13365668

MAN1B1 NM_016219.2 MAN1B1 9 Homo sapiens mannosidase, alpha, class 1B, member 1 (MAN1B1), mRNA.MANA-ER 0.00139549 0.00213459 1.13357658

LRRC37B2 NR_015341.1 LRRC37B2 Homo sapiens leucine rich repeat containing 37, member B2 (LRRC37B2), non-coding RNA.DKFZp667M24110.00090747 0.00147886 1.13344375

CCDC125 NM_176816.3 CCDC125 5 Homo sapiens coiled-coil domain containing 125 (CCDC125), mRNA.KENAE 0.00677206 0.00823079 1.13308785

LOC646996 NR_003543.1 LOC646996 14 Homo sapiens hCG2040201 (LOC646996), non-coding RNA.0.00277996 0.0038219 1.13248317

CHMP1B NM_020412.3 CHMP1B 18 Homo sapiens chromatin modifying protein 1B (CHMP1B), mRNA.C10orf2; C18-ORF2; C18orf2; Vps46-2; CHMP1.50.00104365 0.00166733 1.13220508

SPEN NM_015001.2 SPEN 1 Homo sapiens spen homolog, transcriptional regulator (Drosophila) (SPEN), mRNA.RP1-134O19.1; MINT; KIAA0929; SHARP0.00069783 0.00118498 1.13216515

TMED3 NM_007364.2 TMED3 15 Homo sapiens transmembrane emp24 protein transport domain containing 3 (TMED3), mRNA.MGC133022; C15orf22; P24B4.3643E-05 0.00012207 1.13205498

SAP30L NM_024632.3 SAP30L 5 Homo sapiens SAP30-like (SAP30L), mRNA.FLJ11526; NS4ATP20.00894281 0.01044796 1.13195243

EDF1 NM_003792.2 EDF1 9 Homo sapiens endothelial differentiation-related factor 1 (EDF1), transcript variant alpha, mRNA.EDF-1; MBF1; MGC90581.8961E-05 6.3353E-05 1.13192994

LOC654121 XM_942442.1 LOC654121 PREDICTED: Homo sapiens similar to C49H3.3 (LOC654121), mRNA.4.2087E-05 0.00011877 1.13188378

CORO1C NM_014325.2 CORO1C 12 Homo sapiens coronin, actin binding protein, 1C (CORO1C), transcript variant 1, mRNA.HCRNN4; coronin-30.00268424 0.00371123 1.13186276

TMEM17 NM_198276.1 TMEM17 2 Homo sapiens transmembrane protein 17 (TMEM17), mRNA.FLJ34583 0.00661423 0.00806577 1.13178182

PDXP NM_020315.3 PDXP 22 Homo sapiens pyridoxal (pyridoxine, vitamin B6) phosphatase (PDXP), mRNA.CIN; FLJ32703; PLP; dJ37E16.55.5501E-05 0.00014851 1.13173696

GMFB NM_004124.2 GMFB 14 Homo sapiens glia maturation factor, beta (GMFB), mRNA.GMF 0.00069081 0.00117487 1.13152151

TST NM_003312.4 TST 22 Homo sapiens thiosulfate sulfurtransferase (rhodanese) (TST), nuclear gene encoding mitochondrial protein, mRNA.MGC19578; RDS3.1174E-05 9.3003E-05 1.13141339

RNASEK NM_001004333.3RNASEK 17 Homo sapiens ribonuclease, RNase K (RNASEK), mRNA.MGC71993 7.6622E-05 0.00019274 1.1312767

EVL NM_016337.2 EVL 14 Homo sapiens Enah/Vasp-like (EVL), mRNA.RNB6 0.00252806 0.00352754 1.13126672

AKR1B1 NM_001628.2 AKR1B1 7 Homo sapiens aldo-keto reductase family 1, member B1 (aldose reductase) (AKR1B1), mRNA.ALDR1; MGC1804; ALR2; AR; ADR0.0003163 0.00061412 1.13095704

CYB5R3 NM_007326.2 CYB5R3 22 Homo sapiens cytochrome b5 reductase 3 (CYB5R3), transcript variant S, mRNA.DIA1; B5R 2.9671E-05 8.9278E-05 1.1309373

HCG2P7 NR_001318.1 HCG2P7 6 Homo sapiens HLA complex group 2 pseudogene 7 (HCG2P7), non-coding RNA.HCGII-7; HCGII.22.4121E-05 7.6072E-05 1.13076866

ELP3 NM_018091.3 ELP3 8 Homo sapiens elongation protein 3 homolog (S. cerevisiae) (ELP3), mRNA.FLJ10422; KAT90.00870409 0.01020167 1.13055916

LOC729603 NR_003288.1 LOC729603 6 Homo sapiens calcium binding protein P22 pseudogene (LOC729603), non-coding RNA.8.8864E-05 0.0002181 1.13049449

RER1 NM_007033.3 RER1 1 Homo sapiens RER1 retention in endoplasmic reticulum 1 homolog (S. cerevisiae) (RER1), mRNA.RP4-740C4.2 0.01529752 0.01641037 1.13016925

DHX40 XM_942276.1 DHX40 PREDICTED: Homo sapiens DEAH (Asp-Glu-Ala-His) box polypeptide 40, transcript variant 2 (DHX40), mRNA.0.00502305 0.00637527 1.13014421

LOC100133516XM_001714505.1LOC100133516 PREDICTED: Homo sapiens hypothetical protein LOC100133516 (LOC100133516), mRNA.0.0026961 0.00372411 1.12990662

AP1M1 NM_032493.2 AP1M1 19 Homo sapiens adaptor-related protein complex 1, mu 1 subunit (AP1M1), mRNA.MU-1A; CLAPM2; CLTNM; AP470.0005719 0.00100923 1.12948546

RAB26 NM_014353.4 RAB26 16 Homo sapiens RAB26, member RAS oncogene family (RAB26), mRNA.V46133 0.00167951 0.00249425 1.12920465

ITPKA NM_002220.1 ITPKA 15 Homo sapiens inositol 1,4,5-trisphosphate 3-kinase A (ITPKA), mRNA.IP3KA 0.0154171 0.0165104 1.1291538

C17orf61 NM_152766.2 C17ORF61 17 Homo sapiens chromosome 17 open reading frame 61 (C17orf61), mRNA.MGC40107 8.4595E-06 3.3254E-05 1.12895036

PMM1 NM_002676.1 PMM1 22 Homo sapiens phosphomannomutase 1 (PMM1), mRNA.Sec53 0.00593739 0.00736633 1.12875291

MRPS11 NM_176805.1 MRPS11 15 Homo sapiens mitochondrial ribosomal protein S11 (MRPS11), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.HCC-2; FLJ22512; FLJ234060.00112653 0.0017803 1.12860868

SAR1B NM_001033503.1SAR1B 5 Homo sapiens SAR1 homolog B (S. cerevisiae) (SAR1B), transcript variant 1, mRNA.CMRD; SARA2; GTBPB0.02857519 0.02784835 1.12858193

PAPSS1 NM_005443.4 PAPSS1 4 Homo sapiens 3'-phosphoadenosine 5'-phosphosulfate synthase 1 (PAPSS1), mRNA.SK1; PAPSS; ATPSK10.00050942 0.00091386 1.12822004

DTWD2 NM_173666.1 DTWD2 5 Homo sapiens DTW domain containing 2 (DTWD2), mRNA.MGC138579; MGC138580; FLJ339770.01492676 0.01605583 1.12728276

HMG20B NM_006339.1 HMG20B 19 Homo sapiens high-mobility group 20B (HMG20B), mRNA.SMARCE1r; FLJ26127; HMGX2; pp8857; PP7706; BRAF35; SOXL; BRAF259.0844E-05 0.00022165 1.12687163

CRCP NM_014478.4 CRCP 7 Homo sapiens CGRP receptor component (CRCP), transcript variant 1, mRNA.MGC111194; CGRP-RCP; RCP; CRCP0.00653735 0.00799647 1.12686234

ZNF486 XM_371152.2 ZNF486 19 PREDICTED: Homo sapiens zinc finger protein 486 (ZNF486), mRNA.0.00160709 0.00240378 1.12683073

PTRF NM_012232.2 PTRF 17 Homo sapiens polymerase I and transcript release factor (PTRF), mRNA.FKSG13 0.00011316 0.00026421 1.12679316

LOC400446 XR_019205.2 LOC400446 PREDICTED: Homo sapiens misc_RNA (LOC400446), miscRNA.0.03972225 0.0366211 1.12635326

IKBKG NM_003639.2 IKBKG X Homo sapiens inhibitor of kappa light polypeptide gene enhancer in B-cells, kinase gamma (IKBKG), transcript variant 2, mRNA.IPD2; FIP3; NEMO; IP2; Fip3p; IP1; IKK-gamma; AMCBX1; FIP-3; IP0.04052655 0.03720234 1.12628773

GTF3C5 NM_012087.1 GTF3C5 9 Homo sapiens general transcription factor IIIC, polypeptide 5, 63kDa (GTF3C5), mRNA.TFIIIC63; FLJ20857; TFIIICepsilon; TFiiiC2-630.01136645 0.01278908 1.12627151

FSCN1 NM_003088.2 FSCN1 7 Homo sapiens fascin homolog 1, actin-bundling protein (Strongylocentrotus purpuratus) (FSCN1), mRNA.FLJ38511; SNL; p552.0049E-05 6.6082E-05 1.12597193

EHD4 NM_139265.2 EHD4 15 Homo sapiens EH-domain containing 4 (EHD4), mRNA.PAST4 0.00667821 0.00813475 1.12555793

COX6A1 NM_004373.2 COX6A1 12 Homo sapiens cytochrome c oxidase subunit VIa polypeptide 1 (COX6A1), nuclear gene encoding mitochondrial protein, mRNA.COX6AL; COX6A; MGC1045005.3878E-05 0.00014496 1.12554685

HARS NM_002109.3 HARS 5 Homo sapiens histidyl-tRNA synthetase (HARS), mRNA.FLJ20491; HRS 8.9307E-05 0.00021894 1.1255453

CLCN7 NM_001287.3 CLCN7 16 Homo sapiens chloride channel 7 (CLCN7), mRNA.CLC-7; FLJ39644; OPTA2; FLJ46423; CLC7; FLJ266860.00033117 0.00063834 1.12552239

CENPB NM_001810.5 CENPB 20 Homo sapiens centromere protein B, 80kDa (CENPB), mRNA.0.00325965 0.00438922 1.12547027

ATG12 NM_004707.2 ATG12 5 Homo sapiens ATG12 autophagy related 12 homolog (S. cerevisiae) (ATG12), mRNA.APG12L; HAPG12; APG120.00578326 0.00719953 1.12528966

MGEA5 NM_012215.1 MGEA5 10 Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), mRNA.MEA5; FLJ23355; NCOAT; FLJ11229; KIAA06795.2973E-05 0.00014297 1.12515848

RPS4Y1 NM_001008.3 RPS4Y1 Y Homo sapiens ribosomal protein S4, Y-linked 1 (RPS4Y1), mRNA.RPS4Y; MGC119100; MGC50708.4037E-05 0.00020817 1.12504042

TAGLN2 NM_003564.1 TAGLN2 1 Homo sapiens transgelin 2 (TAGLN2), mRNA.KIAA0120; HA17560.00527191 0.0066469 1.12494445

C21orf24 NM_001001789.1C21ORF24 21 Homo sapiens chromosome 21 open reading frame 24 (C21orf24), mRNA.0.00038285 0.00072162 1.12491556

RASSF7 NM_003475.2 RASSF7 11 Homo sapiens Ras association (RalGDS/AF-6) domain family (N-terminal) member 7 (RASSF7), mRNA.C11orf13; HRC1; MGC126070; MGC126069; HRAS10.00101259 0.00162541 1.12489438

MAGT1 NM_032121.3 MAGT1 X Homo sapiens magnesium transporter 1 (MAGT1), mRNA.RP11-217H1.1; OST3B; IAP; bA217H1.1; PRO0756; DKFZp564K142; MGC64926; FLJ147260.01448918 0.01566581 1.12485684

SDHA NM_004168.1 SDHA 5 Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotein (Fp) (SDHA), nuclear gene encoding mitochondrial protein, mRNA.SDHF; SDH2; FP0.00042393 0.00078571 1.12480066

UBE2L6 NM_198183.1 UBE2L6 11 Homo sapiens ubiquitin-conjugating enzyme E2L 6 (UBE2L6), transcript variant 2, mRNA.UBCH8; RIG-B; MGC403310.05764264 0.04994632 1.12459764



5.0 Upreg

PIP5K2B NM_138687.1 PIP5K2B 17 Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type II, beta (PIP5K2B), transcript variant 2, mRNA.Pip4k2B; PIP5KIIB0.00158198 0.00237027 1.12444633

DYNC1LI2 NM_006141.2 DYNC1LI2 16 Homo sapiens dynein, cytoplasmic 1, light intermediate chain 2 (DYNC1LI2), mRNA.DNCLI2; LIC2 0.00011204 0.000262 1.12429187

NIPA1 NM_144599.3 NIPA1 15 Homo sapiens non imprinted in Prader-Willi/Angelman syndrome 1 (NIPA1), mRNA.SPG6; FSP3; MGC35570; MGC1027240.00226873 0.00322675 1.12392534

CDC2L6 NM_015076.3 CDC2L6 6 Homo sapiens cell division cycle 2-like 6 (CDK8-like) (CDC2L6), mRNA.bA346C16.3; CDK11; KIAA10280.0401967 0.0369653 1.12376345

FLJ35390 NR_024416.1 FLJ35390 7 Homo sapiens hypothetical LOC255031 (FLJ35390), transcript variant 1, non-coding RNA.0.0004427 0.0008126 1.12375976

LOC202781 XM_001714395.1LOC202781 PREDICTED: Homo sapiens hypothetical protein LOC202781 (LOC202781), mRNA.0.0014748 0.00223835 1.12361506

GEMIN6 NM_024775.9 GEMIN6 2 Homo sapiens gem (nuclear organelle) associated protein 6 (GEMIN6), mRNA.FLJ23459 0.00260709 0.0036217 1.12361287

KRT10 NM_000421.2 KRT10 17 Homo sapiens keratin 10 (epidermolytic hyperkeratosis; keratosis palmaris et plantaris) (KRT10), mRNA.K10; KPP; CK10 0.0080993 0.00958889 1.123382

ANXA5 NM_001154.2 ANXA5 4 Homo sapiens annexin A5 (ANXA5), mRNA.PP4; ANX5; ENX26.8166E-06 2.8305E-05 1.12328914

LOC100133233XM_001718033.1LOC100133233 PREDICTED: Homo sapiens hypothetical protein LOC100133233 (LOC100133233), mRNA.0.00013983 0.00031362 1.12320868

PSMD6 NM_014814.1 PSMD6 3 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 6 (PSMD6), mRNA.KIAA0107; S10; SGA-113M; p44S106.1566E-06 2.6121E-05 1.12318583

CDC37 NM_007065.3 CDC37 19 Homo sapiens cell division cycle 37 homolog (S. cerevisiae) (CDC37), mRNA.P50CDC37 1.0828E-05 4.0462E-05 1.12313992

CHMP5 NM_016410.2 CHMP5 9 Homo sapiens chromatin modifying protein 5 (CHMP5), mRNA.C9orf83; SNF7DC2; CGI-34; PNAS-2; HSPC1776.5477E-05 0.00016917 1.12305958

ZNF738 XR_040185.1 ZNF738 19 PREDICTED: Homo sapiens misc_RNA (ZNF738), partial miscRNA.0.00172424 0.00255333 1.1230468

YRDC NM_024640.3 YRDC 1 Homo sapiens yrdC domain containing (E. coli) (YRDC), nuclear gene encoding mitochondrial protein, mRNA.FLJ23476; IRIP; FLJ26165; RP11-109P14.4; SUA5; DRIP30.00490674 0.00624753 1.12288989

ANKRD19 NM_001010925.1ANKRD19 Homo sapiens ankyrin repeat domain 19 (ANKRD19), mRNA.FLJ36178; bA526D8.20.01271056 0.01403328 1.12285789

SEMA4D NM_006378.2 SEMA4D 9 Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4D (SEMA4D), mRNA.SEMAJ; M-sema G; M-sema-G; coll-4; CD1000.00830189 0.00980228 1.12281263

SERBP1 NM_001018068.1SERBP1 1 Homo sapiens SERPINE1 mRNA binding protein 1 (SERBP1), transcript variant 3, mRNA.CGI-55; FLJ90489; DKFZp564M2423; CHD3IP; PAIRBP1; PAI-RBP1; HABP4L0.01001341 0.01148617 1.12267599

LOC731542 XR_015517.2 LOC731542 PREDICTED: Homo sapiens misc_RNA (LOC731542), miscRNA.9.5337E-06 3.6544E-05 1.1224027

LOC100133772XM_001715145.1LOC100133772 PREDICTED: Homo sapiens similar to MCT (LOC100133772), mRNA.0.00339204 0.00454239 1.12229509

LOC728620 XR_037241.1 LOC728620 PREDICTED: Homo sapiens misc_RNA (LOC728620), miscRNA.0.00083526 0.00138067 1.12212316

UBB NM_018955.2 UBB 17 Homo sapiens ubiquitin B (UBB), mRNA.FLJ25987; MGC83850.00027619 0.00054726 1.12210094

IER5L NM_203434.1 IER5L 9 Homo sapiens immediate early response 5-like (IER5L), mRNA.MGC70833; bA247A12.20.03238698 0.03087054 1.12206228

SPTLC1 NM_178324.1 SPTLC1 9 Homo sapiens serine palmitoyltransferase, long chain base subunit 1 (SPTLC1), transcript variant 2, mRNA.HSAN; HSAN1; SPT1; HSN1; MGC14645; LBC1; SPTI; LCB10.00240677 0.00339119 1.12185244

C13orf27 NM_138779.2 C13ORF27 13 Homo sapiens chromosome 13 open reading frame 27 (C13orf27), mRNA.0.00232819 0.00329956 1.12175776

FARSLB NM_005687.2 FARSLB 2 Homo sapiens phenylalanine-tRNA synthetase-like, beta subunit (FARSLB), mRNA.PheHB; FRSB 0.0370519 0.03456602 1.12126659

C8orf76 NM_032847.1 C8ORF76 8 Homo sapiens chromosome 8 open reading frame 76 (C8orf76), mRNA.MGC9784; FLJ148250.00014043 0.0003148 1.12111281

LOC400721 XM_930560.1 LOC400721 PREDICTED: Homo sapiens similar to Zinc finger protein 418 (LOC400721), mRNA.0.00045767 0.00083432 1.12108507

COX7C NM_001867.2 COX7C 5 Homo sapiens cytochrome c oxidase subunit VIIc (COX7C), nuclear gene encoding mitochondrial protein, mRNA.5.8321E-05 0.00015385 1.12067143

TRAPPC3 NM_014408.3 TRAPPC3 1 Homo sapiens trafficking protein particle complex 3 (TRAPPC3), mRNA.BET3 0.00056294 0.00099602 1.12066742

DENR NM_003677.3 DENR 12 Homo sapiens density-regulated protein (DENR), mRNA.DRP; DRP1; SMAP-30.00017735 0.00038065 1.12046589

TXNDC17 NM_032731.2 TXNDC17 17 Homo sapiens thioredoxin domain containing 17 (TXNDC17), mRNA.TRP14; MGC14353; TXNL53.7443E-06 1.7972E-05 1.1202887

PSMF1 NM_178579.1 PSMF1 20 Homo sapiens proteasome (prosome, macropain) inhibitor subunit 1 (PI31) (PSMF1), transcript variant 3, mRNA.PI31 0.01089459 0.01233726 1.12016929

LASS6 NM_203463.1 LASS6 2 Homo sapiens LAG1 homolog, ceramide synthase 6 (LASS6), mRNA.CerS6; MGC129950; MGC1299494.7041E-05 0.00013004 1.11980525

XPNPEP3 NM_022098.2 XPNPEP3 22 Homo sapiens X-prolyl aminopeptidase (aminopeptidase P) 3, putative (XPNPEP3), mRNA.APP3 0.00012413 0.00028489 1.11972845

RAB3IP NM_175624.1 RAB3IP 12 Homo sapiens RAB3A interacting protein (rabin3) (RAB3IP), transcript variant beta 1, mRNA.MGC71495; RABIN3; FLJ22548; FLJ146600.00197121 0.00285828 1.11958352

ZFYVE21 NM_024071.2 ZFYVE21 14 Homo sapiens zinc finger, FYVE domain containing 21 (ZFYVE21), mRNA.MGC2550 0.00148425 0.00224919 1.11942552

NUBPL NM_025152.1 NUBPL 14 Homo sapiens nucleotide binding protein-like (NUBPL), mRNA.FLJ12660; C14orf1270.01085678 0.0123008 1.1193006

C2orf30 NM_015701.2 C2ORF30 2 Homo sapiens chromosome 2 open reading frame 30 (C2orf30), mRNA.CL24936; CL25084; XTP3TPB0.01512089 0.01624274 1.11916308

SURF4 NM_033161.2 SURF4 9 Homo sapiens surfeit 4 (SURF4), mRNA.FLJ22993; ERV29; MGC1027530.0017106 0.00253528 1.11915802

LOC100133177XR_036907.1 LOC100133177 7 PREDICTED: Homo sapiens misc_RNA (LOC100133177), miscRNA.0.00015096 0.00033373 1.11901526

COX6C NM_004374.2 COX6C 8 Homo sapiens cytochrome c oxidase subunit VIc (COX6C), mRNA.0.00035535 0.00067677 1.11891485

TALDO1 XM_938697.1 TALDO1 PREDICTED: Homo sapiens transaldolase 1 (TALDO1), mRNA.4.4377E-05 0.00012388 1.11859171

RTN3 NM_201428.1 RTN3 11 Homo sapiens reticulon 3 (RTN3), transcript variant 2, mRNA.NSPLII; NSPL2; ASYIP; HAP; RTN3-A10.03592402 0.03368213 1.11855829

CFD NM_001928.2 CFD 19 Homo sapiens complement factor D (adipsin) (CFD), mRNA.DF; ADN; PFD 2.3551E-05 7.4868E-05 1.11796741

RGS2 NM_002923.1 RGS2 1 Homo sapiens regulator of G-protein signalling 2, 24kDa (RGS2), mRNA.G0S8 0.00937587 0.01088002 1.11773147

MSRB2 NM_012228.2 MSRB2 10 Homo sapiens methionine sulfoxide reductase B2 (MSRB2), mRNA.CBS-1; PILB; MSRB; CGI-131; CBS1; MGC261040.00586038 0.00728211 1.11729528

MCART1 NM_033412.1 MCART1 9 Homo sapiens mitochondrial carrier triple repeat 1 (MCART1), mRNA.CG7943; MGC148360.00277779 0.00382071 1.11712609

CDKN1A NM_078467.1 CDKN1A 6 Homo sapiens cyclin-dependent kinase inhibitor 1A (p21, Cip1) (CDKN1A), transcript variant 2, mRNA.P21; MDA-6; SDI1; p21CIP1; CIP1; CDKN1; WAF1; CAP200.00033915 0.00065186 1.11697888

MGC71993 NM_001004333.1MGC71993 Homo sapiens similar to DNA segment, Chr 11, Brigham & Womens Genetics 0434 expressed (MGC71993), mRNA.0.00060328 0.0010517 1.11651979

RAB5B NM_002868.2 RAB5B 12 Homo sapiens RAB5B, member RAS oncogene family (RAB5B), mRNA.0.00058344 0.00102443 1.11643168

RBM6 NM_005777.1 RBM6 3 Homo sapiens RNA binding motif protein 6 (RBM6), mRNA.FLJ36517; DEF-3; g16; NY-LU-12; DEF3; 3G2; HLC-11; DKFZp686B08770.02260644 0.02291197 1.11610318

UBE2E2 NM_152653.1 UBE2E2 3 Homo sapiens ubiquitin-conjugating enzyme E2E 2 (UBC4/5 homolog, yeast) (UBE2E2), mRNA.UBCH8; FLJ251570.05200548 0.04578068 1.11604889

POLB NM_002690.1 POLB 8 Homo sapiens polymerase (DNA directed), beta (POLB), mRNA.MGC125976 0.00071426 0.00120866 1.11600335

DUXAP3 NR_002220.1 DUXAP3 10 Homo sapiens double homeobox A pseudogene 3 (DUXAP3) on chromosome 10.0.00034517 0.00066068 1.1157816

LOC652864 XM_942571.1 LOC652864 PREDICTED: Homo sapiens similar to Mitochondrial import inner membrane translocase subunit Tim23 (LOC652864), mRNA.0.01553756 0.01661101 1.11573407

CREB1 NM_134442.2 CREB1 2 Homo sapiens cAMP responsive element binding protein 1 (CREB1), transcript variant B, mRNA.MGC9284; CREB7.5806E-05 0.00019085 1.11555472

TUBB6 XM_940079.1 TUBB6 PREDICTED: Homo sapiens tubulin, beta 6 (TUBB6), mRNA.0.00898341 0.01048702 1.11554185

IFI27L2 NM_032036.2 IFI27L2 14 Homo sapiens interferon, alpha-inducible protein 27-like 2 (IFI27L2), mRNA.TLH29; MGC449130.02870237 0.02794746 1.11549446

MRLC2 NM_033546.2 MRLC2 18 Homo sapiens myosin regulatory light chain MRLC2 (MRLC2), mRNA.MLC-B 9.6919E-06 3.7069E-05 1.11530329

HSBP1 NM_001537.2 HSBP1 16 Homo sapiens heat shock factor binding protein 1 (HSBP1), mRNA.DKFZp686D1664; NPC-A-13; DKFZp686O242000.00013448 0.00030349 1.115177

SLC16A12 NM_213606.1 SLC16A12 10 Homo sapiens solute carrier family 16, member 12 (monocarboxylic acid transporter 12) (SLC16A12), mRNA.MCT12; DKFZp686E1880.00176998 0.00261137 1.11498754

JUND NM_005354.2 JUND 19 Homo sapiens jun D proto-oncogene (JUND), mRNA.3.4817E-05 0.0001023 1.11482803

COX4NB NM_006067.3 COX4NB 16 Homo sapiens COX4 neighbor (COX4NB), mRNA.NOC4; C16orf4 0.02983772 0.02887033 1.1148183

LOC440704 XM_944716.1 LOC440704 PREDICTED: Homo sapiens hypothetical gene supported by BC042042 (LOC440704), mRNA.0.00754788 0.0090225 1.11404526

TXNDC12 NM_015913.2 TXNDC12 1 Homo sapiens thioredoxin domain containing 12 (endoplasmic reticulum) (TXNDC12), mRNA.AGR1; ERP19; TLP19; hAG-1; ERP180.00011452 0.00026681 1.11401862

SLC35B2 NM_178148.1 SLC35B2 6 Homo sapiens solute carrier family 35, member B2 (SLC35B2), mRNA.UGTrel4; SLL; PAPST10.00174902 0.0025848 1.1137294

FN3KRP NM_024619.2 FN3KRP 17 Homo sapiens fructosamine-3-kinase-related protein (FN3KRP), mRNA.FLJ12171 0.00042998 0.00079407 1.11369181

ATOX1 NM_004045.3 ATOX1 5 Homo sapiens ATX1 antioxidant protein 1 homolog (yeast) (ATOX1), mRNA.MGC138453; MGC138455; HAH1; ATX10.00117118 0.00184124 1.11356016

PTRH2 NM_016077.3 PTRH2 17 Homo sapiens peptidyl-tRNA hydrolase 2 (PTRH2), nuclear gene encoding mitochondrial protein, mRNA.CGI-147; FLJ32471; PTH2; BIT10.00023404 0.00047854 1.11284607



5.0 Upreg

POP5 NM_198201.1 POP5 12 Homo sapiens processing of precursor 5, ribonuclease P/MRP subunit (S. cerevisiae) (POP5), transcript variant 2, mRNA.HSPC004; RPP20; RPP20.01977894 0.02042613 1.11264699

VPS37C NM_017966.4 VPS37C 11 Homo sapiens vacuolar protein sorting 37 homolog C (S. cerevisiae) (VPS37C), mRNA.FLJ20847 0.00084288 0.00139012 1.11255558

C5orf21 NM_032042.3 C5ORF21 5 Homo sapiens chromosome 5 open reading frame 21 (C5orf21), mRNA.DKFZP564D172 0.03930803 0.03631554 1.11238875

PHF13 NM_153812.1 PHF13 1 Homo sapiens PHD finger protein 13 (PHF13), mRNA.SPOC1; PHF5; MGC433990.00183474 0.00269198 1.11207306

AHR NM_001621.2 AHR 7 Homo sapiens aryl hydrocarbon receptor (AHR), mRNA.0.00078173 0.00130696 1.1116934

CDAN1 NM_138477.2 CDAN1 PREDICTED: Homo sapiens congenital dyserythropoietic anemia, type I (CDAN1), mRNA.0.00034479 0.00066023 1.11131315

COMMD6 NM_203497.1 COMMD6 13 Homo sapiens COMM domain containing 6 (COMMD6), transcript variant 1, mRNA.Acrg 3.194E-05 9.4901E-05 1.11107678

PNPT1 NM_033109.2 PNPT1 2 Homo sapiens polyribonucleotide nucleotidyltransferase 1 (PNPT1), mRNA.DKFZp762K1914; old-35; OLD35; PNPASE0.00062491 0.00108316 1.11098865

FAHD2B NM_199336.1 FAHD2B 2 Homo sapiens fumarylacetoacetate hydrolase domain containing 2B (FAHD2B), mRNA.DKFZp434N062 0.02478405 0.02480667 1.11094694

NDUFA8 NM_014222.2 NDUFA8 9 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8, 19kDa (NDUFA8), nuclear gene encoding mitochondrial protein, mRNA.CI-19KD; PGIV; MGC793; CI-PGIV1.9249E-05 6.4046E-05 1.11054453

KLF13 NM_015995.2 KLF13 15 Homo sapiens Kruppel-like factor 13 (KLF13), mRNA.NSLP1; FKLF2; RFLAT-1; BTEB3; RFLAT10.00453603 0.00583479 1.11008966

ANKRD30B NM_001029862.1ANKRD30B 18 Homo sapiens ankyrin repeat domain 30B (ANKRD30B), mRNA.NY-BR-1.1 0.00072797 0.00122901 1.11001413

FADD NM_003824.2 FADD 11 Homo sapiens Fas (TNFRSF6)-associated via death domain (FADD), mRNA.GIG3; MORT1; MGC85280.00311323 0.00421666 1.1098309

AAGAB NM_024666.3 AAGAB 15 Homo sapiens alpha- and gamma-adaptin binding protein (AAGAB), mRNA.DKFZp686G08119; DKFZp667D23170.05541633 0.04833229 1.10951725

SCARNA13 NR_003002.1 SCARNA13 14 Homo sapiens small Cajal body-specific RNA 13 (SCARNA13), guide RNA.U93 0.01726542 0.01820536 1.10925117

MUL1 NM_024544.2 MUL1 1 Homo sapiens mitochondrial E3 ubiquitin ligase 1 (MUL1), nuclear gene encoding mitochondrial protein, mRNA.0.00242711 0.00341328 1.10916414

LOC644250 XM_929199.1 LOC644250 13 PREDICTED: Homo sapiens hypothetical protein LOC644250 (LOC644250), mRNA.0.00109146 0.00173236 1.1087267

TBCB NM_001281.2 TBCB 19 Homo sapiens tubulin folding cofactor B (TBCB), mRNA.CG22; MGC14625; CKAPI; CKAP10.0006373 0.00110051 1.10870219

FKBP1A NM_000801.2 FKBP1A 20 Homo sapiens FK506 binding protein 1A, 12kDa (FKBP1A), transcript variant 12B, mRNA.PKCI2; FKBP12C; PPIASE; PKC12; FKBP-12; FKBP1; FKBP120.00382538 0.00504796 1.1078303

MYL12A NM_006471.2 MYL12A 18 Homo sapiens myosin, light chain 12A, regulatory, non-sarcomeric (MYL12A), mRNA.MLCB; MRLC3 6.2958E-05 0.00016367 1.10777641

NDUFB3 NM_002491.1 NDUFB3 2 Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3, 12kDa (NDUFB3), mRNA.B12 1.6756E-05 5.7495E-05 1.10774051

OCIAD2 NM_152398.2 OCIAD2 4 Homo sapiens OCIA domain containing 2 (OCIAD2), transcript variant 2, mRNA.DKFZp686C03164; MGC454160.00020089 0.00042117 1.10759784

LMTK3 XM_936372.1 LMTK3 PREDICTED: Homo sapiens lemur tyrosine kinase 3 (LMTK3), mRNA.8.0604E-05 0.00020103 1.10737467

C9orf80 NM_021218.1 C9ORF80 9 Homo sapiens chromosome 9 open reading frame 80 (C9orf80), mRNA.HSPC043; RP11-276E15.20.00524175 0.00661362 1.10735113

ZFYVE20 NM_022340.2 ZFYVE20 3 Homo sapiens zinc finger, FYVE domain containing 20 (ZFYVE20), mRNA.MGC126210; FLJ34993; Rabenosyn-50.01178941 0.01318214 1.10702653

HMGCS1 NM_002130.4 HMGCS1 5 Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 (soluble) (HMGCS1), transcript variant 2, mRNA.MGC90332; HMGCS0.00700949 0.00846775 1.10611244

CCDC23 NM_199342.1 CCDC23 1 Homo sapiens coiled-coil domain containing 23 (CCDC23), mRNA.0.00084913 0.00139832 1.10583268

ZNF786 NM_152411.1 ZNF786 7 Homo sapiens zinc finger protein 786 (ZNF786), mRNA.DKFZp762I137; MGC1561200.03280965 0.03117858 1.10567903

SFRS17A NM_005088.2 SFRS17A Y Homo sapiens splicing factor, arginine/serine-rich 17A (SFRS17A), transcript variant 1, mRNA.CXYorf3; DXYS155E; MGC39904; XE7; MGC125365; 721P; CCDC133; MGC125366; XE7Y0.0019047 0.00277836 1.10552622

COX4I1 NM_001861.2 COX4I1 16 Homo sapiens cytochrome c oxidase subunit IV isoform 1 (COX4I1), mRNA.MGC72016; COXIV; COX45.5114E-05 0.00014775 1.10542464

ID1 NM_181353.1 ID1 20 Homo sapiens inhibitor of DNA binding 1, dominant negative helix-loop-helix protein (ID1), transcript variant 2, mRNA.ID 4.2989E-05 0.00012062 1.10505482

HES4 NM_021170.2 HES4 1 Homo sapiens hairy and enhancer of split 4 (Drosophila) (HES4), mRNA.0.00019888 0.00041786 1.10487575

ALKBH2 NM_001001655.1ALKBH2 12 Homo sapiens alkB, alkylation repair homolog 2 (E. coli) (ALKBH2), mRNA.ABH2; MGC90512; hABH20.05710216 0.04955142 1.10482813

UBA1 NM_003334.3 UBA1 X Homo sapiens ubiquitin-like modifier activating enzyme 1 (UBA1), transcript variant 1, mRNA.UBA1A; A1S9; A1ST; UBE1X; MGC4781; A1S9T; UBE1; GXP17.7837E-05 0.00019524 1.10479809

CDK5RAP3 NM_176096.1 CDK5RAP3 17 Homo sapiens CDK5 regulatory subunit associated protein 3 (CDK5RAP3), mRNA.MST016; LZAP; HSF-27; IC53; C53; OK/SW-cl.1140.00016925 0.0003664 1.10432284

LOC643509 XM_928156.1 LOC643509 18 PREDICTED: Homo sapiens similar to Dihydrofolate reductase, transcript variant 1 (LOC643509), mRNA.7.1474E-05 0.00018198 1.10397062

LOC642947 NM_001039895.1LOC642947 9 Homo sapiens hypothetical protein LOC642947 (LOC642947), mRNA.0.00033554 0.00064575 1.10374756

PSMD4 NM_153822.1 PSMD4 1 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 4 (PSMD4), transcript variant 2, mRNA.pUB-R5; Rpn10; AF-1; AF; ASF; MCB1; S5A0.00087709 0.00143735 1.10355582

LOC100134159XM_001718261.1LOC100134159 PREDICTED: Homo sapiens similar to Coiled-coil domain containing 144B (LOC100134159), mRNA.0.00115489 0.00181889 1.10336178

NSF XM_938198.1 NSF PREDICTED: Homo sapiens N-ethylmaleimide-sensitive factor (NSF), mRNA.0.03043338 0.02934635 1.10332912

SLC44A4 NM_025257.1 SLC44A4 6 Homo sapiens solute carrier family 44, member 4 (SLC44A4), mRNA.FLJ14491; NG22; CTL4; C6orf290.00022233 0.00045739 1.10331014

TBCD NM_005993.3 TBCD 17 Homo sapiens tubulin folding cofactor D (TBCD), mRNA.KIAA0988 0.0473132 0.04239008 1.10310431

AGAP8 NM_001077686.1AGAP8 10 Homo sapiens ArfGAP with GTPase domain, ankyrin repeat and PH domain 8 (AGAP8), mRNA.0.02544204 0.02532371 1.10289084

LOC100132727XM_001723325.1LOC100132727 15 PREDICTED: Homo sapiens hypothetical protein LOC100132727 (LOC100132727), mRNA.0.00099694 0.00160381 1.10280504

CNIH NM_005776.2 CNIH 14 Homo sapiens cornichon homolog (Drosophila) (CNIH), mRNA.CNIH1; CNIL; TGAM77; MGC1171560.00046133 0.0008403 1.10271949

SHCBP1 NM_024745.2 SHCBP1 16 Homo sapiens SHC SH2-domain binding protein 1 (SHCBP1), mRNA.MGC26900; FLJ22009; PAL0.00044549 0.00081619 1.10265505

PPM1D NM_003620.2 PPM1D 17 Homo sapiens protein phosphatase 1D magnesium-dependent, delta isoform (PPM1D), mRNA.PP2C-DELTA; WIP10.04909467 0.04368728 1.10262771

MMGT1 XM_932381.1 MMGT1 X Homo sapiens membrane magnesium transporter 1 (MMGT1), mRNA.0.00233033 0.00330152 1.10240617

GTF2A2 NM_004492.1 GTF2A2 15 Homo sapiens general transcription factor IIA, 2, 12kDa (GTF2A2), mRNA.TF2A2; HsT18745; TFIIA8.8035E-05 0.00021655 1.10207998

ZNF512 NM_032434.2 ZNF512 2 Homo sapiens zinc finger protein 512 (ZNF512), mRNA.MGC111046; KIAA18050.01736788 0.0183046 1.10137736

C8orf37 NM_177965.2 C8ORF37 8 Homo sapiens chromosome 8 open reading frame 37 (C8orf37), mRNA.FLJ30600 0.0031677 0.00428448 1.10129984

TRAPPC1 NM_021210.2 TRAPPC1 17 Homo sapiens trafficking protein particle complex 1 (TRAPPC1), mRNA.BET5; MUM2 0.01077163 0.01221378 1.10105669

MCM8 NM_182802.1 MCM8 20 Homo sapiens minichromosome maintenance complex component 8 (MCM8), transcript variant 2, mRNA.MGC4816; C20orf154; MGC12866; REC; MGC119523; dJ967N21.5; MGC1195220.00014772 0.00032787 1.10078728

LOC441087 NM_001013716.1LOC441087 5 Homo sapiens hypothetical gene supported by AK125735 (LOC441087), mRNA.0.02339963 0.0236231 1.10043033

SDHAP2 NR_003265.3 SDHAP2 3 Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotein pseudogene 2 (SDHAP2), non-coding RNA.0.00871884 0.01021487 1.10008288

HIBCH NM_014362.2 HIBCH 2 Homo sapiens 3-hydroxyisobutyryl-Coenzyme A hydrolase (HIBCH), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.HIBYL-COA-H 0.00856976 0.01007113 1.09952977

NKTR NM_001012651.1NKTR 3 Homo sapiens natural killer-tumor recognition sequence (NKTR), transcript variant 2, mRNA.DKFZp686J06106; DKFZp686G0426; p104; DKFZp686N24126; MGC90527; DKFZp686F17540.04280654 0.03898936 1.09946494

WASL NM_003941.2 WASL 7 Homo sapiens Wiskott-Aldrich syndrome-like (WASL), mRNA.DKFZp779G0847; NWASP; MGC48327; N-WASP0.02143434 0.02188837 1.09945973

RUVBL2 NM_006666.1 RUVBL2 19 Homo sapiens RuvB-like 2 (E. coli) (RUVBL2), mRNA.TIP49B; TIP48; TIH2; RVB2; CGI-46; ECP510.01201251 0.01338725 1.09939896

COMMD3 NM_012071.2 COMMD3 10 Homo sapiens COMM domain containing 3 (COMMD3), mRNA.C10orf8; DKFZp686K0399; BUP; FLJ454710.00028816 0.00056803 1.09937994

MRPL36 NM_032479.2 MRPL36 5 Homo sapiens mitochondrial ribosomal protein L36 (MRPL36), nuclear gene encoding mitochondrial protein, mRNA.MGC104245; BRIP1; RPMJ; L36mt; PRPL360.00026567 0.00053121 1.09924903

ACTR1A NM_005736.2 ACTR1A 10 Homo sapiens ARP1 actin-related protein 1 homolog A, centractin alpha (yeast) (ACTR1A), mRNA.ARP1 0.00455186 0.00585259 1.09920737

ARMC1 NM_018120.3 ARMC1 8 Homo sapiens armadillo repeat containing 1 (ARMC1), mRNA.FLJ10511; Arcp 0.00361226 0.00479485 1.09909874

USP49 NM_018561.3 USP49 6 Homo sapiens ubiquitin specific peptidase 49 (USP49), mRNA.MGC20741 0.01388055 0.01510829 1.0988124

CHP NM_007236.3 CHP 15 Homo sapiens calcium binding protein P22 (CHP), mRNA.SLC9A1BP 0.00038542 0.00072537 1.09858176

ZFP36 NM_003407.1 ZFP36 19 Homo sapiens zinc finger protein 36, C3H type, homolog (mouse) (ZFP36), mRNA.NUP475; GOS24; TIS11; TTP; G0S24; RNF162A0.00090075 0.00147037 1.09853765

POLR2H NM_006232.2 POLR2H 3 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide H (POLR2H), mRNA.RPB17; hsRPB8; RPABC3; RPB82.2334E-05 7.1779E-05 1.09851679

SNF8 NM_007241.2 SNF8 17 Homo sapiens SNF8, ESCRT-II complex subunit, homolog (S. cerevisiae) (SNF8), mRNA.VPS22; EAP30; Dot30.02345429 0.02367011 1.09842851

BAT2D1 NM_015172.2 BAT2D1 1 Homo sapiens BAT2 domain containing 1 (BAT2D1), mRNA.BAT2-iso; XTP2 0.00366015 0.00484961 1.09797502

BSDC1 NM_018045.4 BSDC1 1 Homo sapiens BSD domain containing 1 (BSDC1), mRNA.RP4-811H24.7; FLJ10276; DKFZp686B091390.01493798 0.01606593 1.09786044



5.0 Upreg

ATG16L1 NM_017974.3 ATG16L1 2 Homo sapiens ATG16 autophagy related 16-like 1 (S. cerevisiae) (ATG16L1), transcript variant 2, mRNA.ATG16L; APG16L; IBD10; WDR30; FLJ00045; FLJ10035; FLJ10828; FLJ226770.00683054 0.00828924 1.09731174

C5orf28 NM_022483.3 C5ORF28 5 Homo sapiens chromosome 5 open reading frame 28 (C5orf28), mRNA.MGC90226; MGC149524; FLJ216570.03961852 0.03656005 1.09723371

RAB11A NM_004663.3 RAB11A 15 Homo sapiens RAB11A, member RAS oncogene family (RAB11A), mRNA.MGC1490; YL8 0.00438755 0.0056654 1.09699024

ARHGEF3 NM_019555.1 ARHGEF3 3 Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), mRNA.DKFZP434F2429; XPLN; GEF3; MGC118905; STA30.00964181 0.01112682 1.09673765

ATP6V0E1 NM_003945.3 ATP6V0E1 5 Homo sapiens ATPase, H+ transporting, lysosomal 9kDa, V0 subunit e1 (ATP6V0E1), mRNA.Vma21p; ATP6V0E; Vma21; ATP6H; M9.20.00135943 0.00208854 1.09651346

AKR1D1 NM_005989.2 AKR1D1 7 Homo sapiens aldo-keto reductase family 1, member D1 (delta 4-3-ketosteroid-5-beta-reductase) (AKR1D1), mRNA.3o5bred; SRD5B10.00123037 0.00192052 1.09645043

LOC399748 XR_018212.1 LOC399748 PREDICTED: Homo sapiens misc_RNA (LOC399748), miscRNA.0.0018607 0.00272278 1.09612695

NMRAL1 NM_020677.2 NMRAL1 16 Homo sapiens NmrA-like family domain containing 1 (NMRAL1), mRNA.FLJ25918; HSCARG0.00721392 0.00868362 1.096059

FKTN NM_006731.2 FKTN 9 Homo sapiens fukutin (FKTN), transcript variant 2, mRNA.MGC126857; FCMD; MGC134944; LGMD2M; MGC138243; FKTN; MGC134945; CMD1X5.6866E-05 0.00015129 1.09586943

DDX1 NM_004939.1 DDX1 2 Homo sapiens DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 (DDX1), mRNA.UKVH5d; DBP-RB 9.594E-05 0.00023196 1.09576593

PSMD1 NM_002807.2 PSMD1 2 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 1 (PSMD1), mRNA.S1; MGC133041; P112; MGC1330400.00074496 0.00125409 1.09575253

MAGEB2 NM_002364.3 MAGEB2 X Homo sapiens melanoma antigen family B, 2 (MAGEB2), mRNA.MAGE-XP-2; MGC26438; DAM60.00029194 0.00057433 1.09567458

BOLA2 NM_001031827.1BOLA2 16 Homo sapiens bolA homolog 2 (E. coli) (BOLA2), mRNA.BOLA2A; My0160.00165897 0.00246875 1.09566939

LOC729090 XR_015449.2 LOC729090 5 PREDICTED: Homo sapiens similar to Eukaryotic translation elongation factor 1 alpha 1 (LOC729090), mRNA.0.00032016 0.00062039 1.09542656

DEF8 NM_207514.1 DEF8 16 Homo sapiens differentially expressed in FDCP 8 homolog (mouse) (DEF8), transcript variant 1, mRNA.MGC104349 0.00079372 0.00132323 1.09533559

RIC8A NM_021932.4 RIC8A 11 Homo sapiens resistance to inhibitors of cholinesterase 8 homolog A (C. elegans) (RIC8A), mRNA.synembryn; MGC131931; MGC148073; MGC148074; RIC8; MGC1045170.03090583 0.02969423 1.09502529

ALKBH5 NM_017758.2 ALKBH5 17 Homo sapiens alkB, alkylation repair homolog 5 (E. coli) (ALKBH5), mRNA.OFOXD1; OFOXD; FLJ203085.6325E-05 0.00015026 1.09501707

NDUFA4 NM_002489.2 NDUFA4 7 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4, 9kDa (NDUFA4), nuclear gene encoding mitochondrial protein, mRNA.FLJ27440; MGC126843; CI-MLRQ; MLRQ; MGC126845; MGC1044229.4691E-05 0.00022963 1.09489463

AARSD1 NM_025267.2 AARSD1 17 Homo sapiens alanyl-tRNA synthetase domain containing 1 (AARSD1), mRNA.MGC2744 0.04704566 0.04218052 1.09489146

TMEM93 NM_001014764.1TMEM93 17 Homo sapiens transmembrane protein 93 (TMEM93), transcript variant 1, mRNA.MGC2963 0.00091895 0.00149507 1.09466159

LILRB3 NM_006864.1 LILRB3 19 Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM and ITIM domains), member 3 (LILRB3), transcript variant 2, mRNA.LIR-3; MGC138403; LIR3; CD85A; ILT5; HL92.1009E-05 6.8651E-05 1.0942907

EPN1 NM_013333.2 EPN1 19 Homo sapiens epsin 1 (EPN1), mRNA.0.00071837 0.00121444 1.09412085

MRPL17 NM_022061.2 MRPL17 11 Homo sapiens mitochondrial ribosomal protein L17 (MRPL17), nuclear gene encoding mitochondrial protein, mRNA.RPML26; MRP-L26; RPL17L0.0012575 0.00195556 1.09384871

LOC100128062XR_037874.1 LOC100128062 PREDICTED: Homo sapiens misc_RNA (LOC100128062), miscRNA.0.00269707 0.00372488 1.09377611

TTC4 NM_004623.2 TTC4 1 Homo sapiens tetratricopeptide repeat domain 4 (TTC4), mRNA.MGC5097 0.00144317 0.00219718 1.09373783

UBAC2 NM_177967.2 UBAC2 13 Homo sapiens UBA domain containing 2 (UBAC2), mRNA.FLJ30548; MGC90487; FLJ26351; FLJ42413; PHGDHL1; FLJ300010.00938312 0.010887 1.09372281

LLGL1 NM_004140.3 LLGL1 17 Homo sapiens lethal giant larvae homolog 1 (Drosophila) (LLGL1), mRNA.HUGL; LLGL; DLG4; HUGL1; HUGL-10.04019182 0.03696855 1.09368457

ATP5J NM_001003703.1ATP5J 21 Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, subunit F6 (ATP5J), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.ATP5A; CF6; F6; ATPM; ATP53.0155E-05 9.0455E-05 1.09362709

TUBB2C NM_006088.5 TUBB2C 9 Homo sapiens tubulin, beta 2C (TUBB2C), mRNA.TUBB2 0.0001663 0.00036153 1.09341158

SEC61G NM_014302.3 SEC61G 7 Homo sapiens Sec61 gamma subunit (SEC61G), transcript variant 1, mRNA.SSS1 1.0936E-05 4.0831E-05 1.09334624

ENY2 NM_020189.4 ENY2 8 Homo sapiens enhancer of yellow 2 homolog (Drosophila) (ENY2), mRNA.DC6; FLJ20480; e(y)20.00013105 0.00029751 1.09310992

GPD1L NM_015141.2 GPD1L 3 Homo sapiens glycerol-3-phosphate dehydrogenase 1-like (GPD1L), mRNA.KIAA0089 0.00797351 0.00945912 1.09310306

SAPS3 NM_018312.3 SAPS3 11 Homo sapiens SAPS domain family, member 3 (SAPS3), mRNA.MGC125712; SAPL; SAP190; SAPLa; DKFZp781E2374; C11orf23; PP6R3; DKFZp781O2362; KIAA1558; FLJ11058; MGC125711; DKFZp781E17107; FLJ430650.00267273 0.00370057 1.09254126

RAB10 NM_016131.2 RAB10 2 Homo sapiens RAB10, member RAS oncogene family (RAB10), mRNA.0.00032933 0.00063576 1.09170165

MRPL33 NM_004891.2 MRPL33 2 Homo sapiens mitochondrial ribosomal protein L33 (MRPL33), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.C2orf1; RPL33L; MGC23922; MGC111093; MGC136949.8866E-05 0.00023772 1.09150429

LOC100130168XM_001719127.1LOC100130168 PREDICTED: Homo sapiens hypothetical protein LOC100130168 (LOC100130168), mRNA.0.00635632 0.00780223 1.09148955

C16orf80 NM_013242.2 C16ORF80 16 Homo sapiens chromosome 16 open reading frame 80 (C16orf80), mRNA.EVORF; GTL3 0.02833052 0.02764676 1.09148331

CBWD5 NM_001024916.2CBWD5 9 Homo sapiens COBW domain containing 5 (CBWD5), mRNA.FLJ40320; DC36; MGC167043; MGC44166; FLJ348560.03900532 0.03607766 1.09145096

DUSP23 NM_017823.3 DUSP23 1 Homo sapiens dual specificity phosphatase 23 (DUSP23), mRNA.MOSP; FLJ20442; RP11-190A12.1; DUSP25; VHZ; LDP-30.00185248 0.00271166 1.09128163

PDCD6 NM_013232.2 PDCD6 5 Homo sapiens programmed cell death 6 (PDCD6), mRNA.ALG-2; MGC111017; MGC9123; PEF1B; MGC1190500.00040467 0.0007556 1.09059106

LOC727808 XR_041978.1 LOC727808 PREDICTED: Homo sapiens hypothetical protein LOC727808 (LOC727808), miscRNA.0.04961141 0.04403991 1.09008027

FAT1 NM_005245.3 FAT1 4 Homo sapiens FAT tumor suppressor homolog 1 (Drosophila) (FAT1), mRNA.ME5; hFat1; CDHF7; FAT14.9E-05 0.00013435 1.09002825

PPM1G NM_002707.3 PPM1G 2 Homo sapiens protein phosphatase 1G (formerly 2C), magnesium-dependent, gamma isoform (PPM1G), transcript variant 2, mRNA.MGC2870; PP2CG; PP2CGAMMA; PPP2CG; MGC16750.0009161 0.00149125 1.08989211

DNAJB6 NM_005494.2 DNAJB6 7 Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), transcript variant 2, mRNA.DKFZp566D0824; HSJ-2; MGC117297; HSJ2; MRJ; HHDJ1; FLJ42837; MSJ-1; DnaJ; MGC11520.00403707 0.00529308 1.08979997

ARPC4 NM_005718.3 ARPC4 3 Homo sapiens actin related protein 2/3 complex, subunit 4, 20kDa (ARPC4), transcript variant 1, mRNA.ARC20; p20-Arc; MGC135440.03075437 0.02957138 1.0897889

GNL2 NM_013285.1 GNL2 1 Homo sapiens guanine nucleotide binding protein-like 2 (nucleolar) (GNL2), mRNA.dJ423B22.6; Ngp-1; FLJ40906; NGP1; HUMAUANTIG0.00148855 0.00225415 1.08970118

SPRED1 NM_152594.1 SPRED1 15 Homo sapiens sprouty-related, EVH1 domain containing 1 (SPRED1), mRNA.NFLS; FLJ339030.01213492 0.01350308 1.08929705

SPSB3 NM_080861.3 SPSB3 16 Homo sapiens splA/ryanodine receptor domain and SOCS box containing 3 (SPSB3), mRNA.SSB3; C16orf310.01347638 0.01474153 1.08909321

HLA-E NM_005516.4 HLA-E 6 Homo sapiens major histocompatibility complex, class I, E (HLA-E), mRNA.DKFZp686P19218; EA2.1; MHC; HLA-6.2; EA1.20.01628595 0.01730986 1.08890402

ROCK2 NM_004850.3 ROCK2 2 Homo sapiens Rho-associated, coiled-coil containing protein kinase 2 (ROCK2), mRNA.KIAA0619 0.00010918 0.00025696 1.08880463

PDE4C NM_000923.1 PDE4C 19 Homo sapiens phosphodiesterase 4C, cAMP-specific (phosphodiesterase E1 dunce homolog, Drosophila) (PDE4C), mRNA.PDE4C-791; DPDE1; MGC1262220.00095965 0.00155121 1.08863908

ITM2B NM_021999.2 ITM2B 13 Homo sapiens integral membrane protein 2B (ITM2B), mRNA.E3-16; BRICD2B; FBD; E25B; BRI; BRI2; ABRI0.00324752 0.00437356 1.08820492

ARL2 NM_001667.1 ARL2 11 Homo sapiens ADP-ribosylation factor-like 2 (ARL2), mRNA.ARFL2 0.00465854 0.00596963 1.08802391

LRPPRC NM_133259.2 LRPPRC 2 Homo sapiens leucine-rich PPR-motif containing (LRPPRC), mRNA.GP130; CLONE-23970; LRP130; LSFC0.02833874 0.0276517 1.08786647

LOC728533 XR_015610.2 LOC728533 19 PREDICTED: Homo sapiens misc_RNA (LOC728533), miscRNA.0.00283155 0.00388249 1.08731101

GJC1 NM_005497.2 GJC1 17 Homo sapiens gap junction protein, gamma 1, 45kDa (GJC1), transcript variant 2, mRNA.DKFZp686P0738; GJA7; CX458.8128E-05 0.00021671 1.08729974

RGS10 NM_002925.3 RGS10 10 Homo sapiens regulator of G-protein signaling 10 (RGS10), transcript variant 1, mRNA.0.01128928 0.0127104 1.08705762

MRPS17 NM_015969.2 MRPS17 7 Homo sapiens mitochondrial ribosomal protein S17 (MRPS17), nuclear gene encoding mitochondrial protein, mRNA.RPMS17; HSPC011; MRP-S170.00264091 0.00366171 1.08684067

TMEM85 NM_016454.2 TMEM85 15 Homo sapiens transmembrane protein 85 (TMEM85), mRNA.PIG17; MGC24415; FLJ907460.00032064 0.00062077 1.08679731

BCKDK NM_005881.1 BCKDK 16 Homo sapiens branched chain ketoacid dehydrogenase kinase (BCKDK), mRNA.0.00193602 0.00281656 1.08666781

CST3 NM_000099.2 CST3 20 Homo sapiens cystatin C (CST3), mRNA.MGC117328 0.00044835 0.0008204 1.08654088

TAF1C NM_139353.1 TAF1C 16 Homo sapiens TATA box binding protein (TBP)-associated factor, RNA polymerase I, C, 110kDa (TAF1C), transcript variant 2, mRNA.SL1; MGC:39976; TAFI95; TAFI1100.00768298 0.00915779 1.08647776

ARGLU1 NM_018011.2 ARGLU1 13 Homo sapiens arginine and glutamate rich 1 (ARGLU1), mRNA.FLJ10154; RP11-297I6.1; DKFZp686O081060.00141036 0.00215471 1.08639518

ZNF223 NM_013361.2 ZNF223 Homo sapiens zinc finger protein 223 (ZNF223), mRNA.0.04315065 0.03924576 1.08635209

TOMM20 NM_014765.2 TOMM20 1 Homo sapiens translocase of outer mitochondrial membrane 20 homolog (yeast) (TOMM20), nuclear gene encoding mitochondrial protein, mRNA.0.00065926 0.00113043 1.08627

CLTA NM_007096.1 CLTA 9 Homo sapiens clathrin, light chain (Lca) (CLTA), transcript variant 2, mRNA.LCA 0.00555911 0.00696198 1.08614245

C7orf30 NM_138446.1 C7ORF30 7 Homo sapiens chromosome 7 open reading frame 30 (C7orf30), mRNA.0.00080868 0.00134483 1.08595148

RBCK1 NM_006462.3 RBCK1 Homo sapiens RanBP-type and C3HC4-type zinc finger containing 1 (RBCK1), transcript variant 1, mRNA.XAP4; RNF54; ZRANB4; RBCK2; UBCE7IP3; C20orf180.05554004 0.04842575 1.08594583

RNF219 NM_024546.3 RNF219 13 Homo sapiens ring finger protein 219 (RNF219), mRNA.DKFZp686N15250; DKFZp686O03173; DKFZp686A01276; FLJ13449; FLJ257740.03867641 0.0358301 1.08593651

PIR NM_001018109.1PIR X Homo sapiens pirin (iron-binding nuclear protein) (PIR), transcript variant 2, mRNA.0.00928935 0.01078676 1.0855741



5.0 Upreg

TMEM69 NM_016486.3 TMEM69 1 Homo sapiens transmembrane protein 69 (TMEM69), mRNA.C1orf154; MGC104183; RP11-767N6.4; FLJ210290.01196868 0.01334518 1.08554754

BLZF1 NM_003666.2 BLZF1 1 Homo sapiens basic leucine zipper nuclear factor 1 (BLZF1), mRNA.JEM1; JEM-1; GOLGIN-45; MGC22497; JEM-1s0.00289959 0.003964 1.08534274

GGCT NM_024051.2 GGCT 7 Homo sapiens gamma-glutamyl cyclotransferase (GGCT), mRNA.FLJ11717; MGC3077; CRF210.00735183 0.00882903 1.08523626

ZW10 NM_004724.2 ZW10 11 Homo sapiens ZW10, kinetochore associated, homolog (Drosophila) (ZW10), mRNA.MGC149821; KNTC1AP; HZW100.00493874 0.0062819 1.08508095

STRAP NM_007178.2 STRAP 12 Homo sapiens serine/threonine kinase receptor associated protein (STRAP), mRNA.MAWD; PT-WD; UNRIP0.00019026 0.000404 1.08488865

FLJ44124 NM_001039755.1FLJ44124 7 Homo sapiens hypothetical protein LOC641737 (FLJ44124), mRNA.FLJ26154 0.00509532 0.00645485 1.08482631

C10orf58 NM_032333.2 C10ORF58 10 Homo sapiens chromosome 10 open reading frame 58 (C10orf58), transcript variant 1, mRNA.MGC4248 0.00178766 0.00263612 1.08457722

RPL7L1 NM_198486.2 RPL7L1 6 Homo sapiens ribosomal protein L7-like 1 (RPL7L1), mRNA.MGC62004; dJ475N16.40.0012495 0.00194554 1.0844435

FAM82A2 NM_018145.1 FAM82A2 15 Homo sapiens family with sequence similarity 82, member A2 (FAM82A2), mRNA.ptpip51; RMD3; hRMD-3; FLJ105790.00731121 0.00878386 1.08432895

SDHAF2 NM_017841.1 SDHAF2 11 Homo sapiens succinate dehydrogenase complex assembly factor 2 (SDHAF2), mRNA.FLJ20487 0.00365886 0.00484937 1.08422165

EIF4A3 NM_014740.2 EIF4A3 17 Homo sapiens eukaryotic translation initiation factor 4A, isoform 3 (EIF4A3), mRNA.eIF4AIII; MGC10862; hNMP265; NUK-34; KIAA0111; DDX480.00051955 0.00092898 1.08351345

CISD1 NM_018464.2 CISD1 10 Homo sapiens CDGSH iron sulfur domain 1 (CISD1), mRNA.C10orf70; MDS029; mitoNEET; ZCD1; MGC146840.00088714 0.00145139 1.08336326

AMZ2 NM_016627.4 AMZ2 17 Homo sapiens archaelysin family metallopeptidase 2 (AMZ2), transcript variant 2, mRNA.0.00339193 0.00454294 1.08270146

LOC646567 XM_940087.1 LOC646567 1 PREDICTED: Homo sapiens similar to HSPC307 (LOC646567), mRNA.0.01385949 0.01508724 1.0821958

C8orf59 XM_929832.1 C8ORF59 8 Homo sapiens chromosome 8 open reading frame 59 (C8orf59), transcript variant 3, mRNA.5.2961E-05 0.00014298 1.08214098

NDUFB9 NM_005005.2 NDUFB9 8 Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9, 22kDa (NDUFB9), mRNA.DKFZp566O173; UQOR22; FLJ22885; B22; LYRM39.0204E-05 0.00022052 1.08186831

LAMP1 NM_005561.2 LAMP1 13 Homo sapiens lysosomal-associated membrane protein 1 (LAMP1), mRNA.LGP120; LAMPA; CD107a0.00023699 0.00048345 1.08182981

KIAA0174 NM_014761.2 KIAA0174 16 Homo sapiens KIAA0174 (KIAA0174), mRNA.MGC117220 0.0007916 0.00132044 1.08182532

LOC100130445XM_001715069.1LOC100130445 PREDICTED: Homo sapiens similar to AML-associated zinc finger protein (LOC100130445), mRNA.0.00546439 0.00685607 1.08179476

SLC4A2 NM_003040.2 SLC4A2 7 Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte membrane protein band 3-like 1) (SLC4A2), mRNA.HKB3; NBND3; EPB3L1; AE2; BND3L0.03850494 0.03570895 1.08139429

CSF2RA NM_172249.1 CSF2RA XY Homo sapiens colony stimulating factor 2 receptor, alpha, low-affinity (granulocyte-macrophage) (CSF2RA), transcript variant 6, mRNA.CSF2R; CSF2RAY; CSF2RX; GM-CSF-R-alpha; CSF2RAX; CD116; MGC3848; CDw116; GMR; MGC4838; CSF2RY; GMCSFR0.02646479 0.02619017 1.08111175

SULT1A1 NM_177534.1 SULT1A1 16 Homo sapiens sulfotransferase family, cytosolic, 1A, phenol-preferring, member 1 (SULT1A1), transcript variant 5, mRNA.HAST1/HAST2; MGC5163; P-PST; MGC131921; ST1A3; TSPST1; STP1; STP; PST0.03455263 0.03258084 1.08093845

COX7A2L NM_004718.2 COX7A2L 2 Homo sapiens cytochrome c oxidase subunit VIIa polypeptide 2 like (COX7A2L), nuclear gene encoding mitochondrial protein, mRNA.EB1; COX7RP; COX7AR; SIG810.00044433 0.00081423 1.08064597

SEC61B NM_006808.2 SEC61B 9 Homo sapiens Sec61 beta subunit (SEC61B), mRNA.0.00067534 0.00115303 1.08045342

NDUFA3 NM_004542.1 NDUFA3 19 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3, 9kDa (NDUFA3), mRNA.B9 0.00070397 0.00119286 1.08040088

ACO1 NM_002197.1 ACO1 9 Homo sapiens aconitase 1, soluble (ACO1), mRNA.IREBP; IRP1; IREB10.00192437 0.00280333 1.08022122

AP2S1 NM_004069.3 AP2S1 19 Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), transcript variant AP17, mRNA.AP17; CLAPS2; AP17-DELTA8.0027E-05 0.00019976 1.08010909

RPL11 NM_000975.2 RPL11 1 Homo sapiens ribosomal protein L11 (RPL11), mRNA.GIG34 0.00051871 0.00092767 1.07994173

CAB39 NM_016289.2 CAB39 2 Homo sapiens calcium binding protein 39 (CAB39), mRNA.FLJ22682; CGI-66; MO250.00295803 0.00403259 1.07925975

DCTN2 NM_006400.3 DCTN2 12 Homo sapiens dynactin 2 (p50) (DCTN2), mRNA.DCTN50; RBP50; DYNAMITIN0.00155828 0.00234035 1.07897203

LOC653147 XM_939231.1 LOC653147 11 Homo sapiens hCG1995786 (LOC653147), mRNA.0.0026884 0.00371523 1.07858042

LOC401397 Hs.117929 LOC401397 7 PREDICTED: Homo sapiens hypothetical LOC401397 (LOC401397), mRNA.0.00080751 0.0013434 1.07848126

G3BP2 NM_012297.3 G3BP2 4 Homo sapiens GTPase activating protein (SH3 domain) binding protein 2 (G3BP2), transcript variant 2, mRNA.0.02757434 0.02706536 1.07844198

EZR NM_003379.4 EZR 6 Homo sapiens ezrin (EZR), transcript variant 1, mRNA.VIL2; MGC1584; CVL; FLJ26216; DKFZp762H157; CVIL0.01750181 0.01841258 1.07763671

PDHA1 NM_000284.1 PDHA1 X Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 1 (PDHA1), mRNA.PDHCE1A; PDHA; PHE1A0.00213246 0.00306322 1.07760446

HNRNPA0 NM_006805.3 HNRNPA0 5 Homo sapiens heterogeneous nuclear ribonucleoprotein A0 (HNRNPA0), mRNA.hnRNPA0 0.02082607 0.02134672 1.07736997

GMDS NM_001500.2 GMDS 6 Homo sapiens GDP-mannose 4,6-dehydratase (GMDS), mRNA.GMD 0.00480159 0.00612877 1.07691483

LOC100132394XM_001713809.1LOC100132394X PREDICTED: Homo sapiens hypothetical protein LOC100132394 (LOC100132394), mRNA.0.00835963 0.00985985 1.07652762

C14orf173 NM_022489.2 C14ORF173 14 Homo sapiens chromosome 14 open reading frame 173 (C14orf173), transcript variant 2, mRNA.DKFZp762A0214; FLJ22056; pp94840.04824192 0.04309015 1.07606595

SLC2A1 NM_006516.1 SLC2A1 1 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 1 (SLC2A1), mRNA.MGC141895; MGC141896; GLUT; GLUT10.00042714 0.00078967 1.0759558

RPL38 NM_001035258.1RPL38 17 Homo sapiens ribosomal protein L38 (RPL38), transcript variant 2, mRNA.0.00062823 0.00108719 1.07572222

LOC728877 XR_041759.1 LOC728877 22 PREDICTED: Homo sapiens misc_RNA (LOC728877), miscRNA.0.009791 0.01127082 1.07524241

FAM115A NM_014719.1 FAM115A 7 Homo sapiens family with sequence similarity 115, member A (FAM115A), mRNA.KIAA0738 0.00016311 0.00035617 1.07497891

CCDC24 NM_152499.1 CCDC24 1 Homo sapiens coiled-coil domain containing 24 (CCDC24), mRNA.RP5-1198O20.2; MGC454410.04319872 0.03927726 1.0744768

SAFB2 NM_014649.1 SAFB2 19 Homo sapiens scaffold attachment factor B2 (SAFB2), mRNA.KIAA0138 0.00789061 0.00937217 1.07421357

FAF2 NM_014613.1 FAF2 5 Homo sapiens Fas associated factor family member 2 (FAF2), mRNA.ETEA; KIAA08870.00620529 0.00765863 1.07419382

ATP5C1 NM_005174.2 ATP5C1 10 Homo sapiens ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypeptide 1 (ATP5C1), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.ATP5CL1; ATP5C0.00116308 0.00183079 1.0737724

RPA3 NM_002947.3 RPA3 7 Homo sapiens replication protein A3, 14kDa (RPA3), mRNA.REPA3 0.00308394 0.00418408 1.07362934

COX7A2 NM_001865.2 COX7A2 6 Homo sapiens cytochrome c oxidase subunit VIIa polypeptide 2 (liver) (COX7A2), mRNA.MGC118950; MGC118952; COX7AL; MGC126875; COX7AL1; MGC126877; MGC118951; COXVIIa-L0.00066744 0.00114154 1.07340462

ALDH7A1 XM_937964.1 ALDH7A1 5 Homo sapiens aldehyde dehydrogenase 7 family, member A1 (ALDH7A1), mRNA.ATQ1; PDE; EPD0.00488309 0.00622103 1.07281284

BRMS1 NM_015399.3 BRMS1 11 Homo sapiens breast cancer metastasis suppressor 1 (BRMS1), transcript variant 1, mRNA.DKFZp564A063 0.00423925 0.00550957 1.07262837

TIPARP NM_015508.2 TIPARP 3 Homo sapiens TCDD-inducible poly(ADP-ribose) polymerase (TIPARP), mRNA.PARP-7; PARP-1; FLJ40466; DDF1; DKFZp686P1838; DKFZp686N0351; PARP7; DKFZP434J2140.0193528 0.02003321 1.07261926

ZNF430 NM_025189.2 ZNF430 19 Homo sapiens zinc finger protein 430 (ZNF430), mRNA.MGC133232; DKFZp762K012; FLJ136590.02044201 0.02099968 1.07260951

CTSL1 NM_145918.2 CTSL1 9 Homo sapiens cathepsin L1 (CTSL1), transcript variant 2, mRNA.MEP; CATL; FLJ31037; CTSL0.01148668 0.01289954 1.07225665

FEZ2 NM_005102.2 FEZ2 2 Homo sapiens fasciculation and elongation protein zeta 2 (zygin II) (FEZ2), transcript variant 1, mRNA.MGC117372; HUM3CL0.01250333 0.01383931 1.07178007

PDCD7 NM_005707.1 PDCD7 15 Homo sapiens programmed cell death 7 (PDCD7), mRNA.HES18; ES18; MGC220150.01145731 0.01287315 1.07156835

KIAA0196 NM_014846.2 KIAA0196 8 Homo sapiens KIAA0196 (KIAA0196), mRNA.SPG8; MGC1110530.0450333 0.04070487 1.07131203

SOX9 NM_000346.2 SOX9 17 Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dysplasia, autosomal sex-reversal) (SOX9), mRNA.CMPD1; CMD1; SRA10.01016669 0.01163309 1.07128901

H3F3B NM_005324.3 H3F3B 17 Homo sapiens H3 histone, family 3B (H3.3B) (H3F3B), mRNA.H3F3A; H3.3B 0.00322023 0.00434348 1.07095189

C20orf24 NM_199485.1 C20ORF24 20 Homo sapiens chromosome 20 open reading frame 24 (C20orf24), transcript variant 2, mRNA.PNAS-11; RIP5 0.00026821 0.00053484 1.07087269

COPS7B NM_022730.1 COPS7B 2 Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7B (Arabidopsis) (COPS7B), mRNA.FLJ12612; MGC1110770.02431945 0.02441964 1.07084079

EML4 NM_019063.2 EML4 2 Homo sapiens echinoderm microtubule associated protein like 4 (EML4), mRNA.FLJ10942; C2orf2; ELP120; DKFZp686P18118; ROPP120; FLJ323180.00888633 0.0103889 1.07069934

UQCRQ NM_014402.2 UQCRQ 5 Homo sapiens ubiquinol-cytochrome c reductase, complex III subunit VII, 9.5kDa (UQCRQ), nuclear gene encoding mitochondrial protein, mRNA.QP-C; QCR8 0.0005278 0.00094201 1.07060928

AMY1C NM_001008219.1AMY1C 1 Homo sapiens amylase, alpha 1C (salivary) (AMY1C), mRNA.AMY1 0.03825907 0.03551847 1.07046934

PPP2R2A NM_002717.2 PPP2R2A 8 Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B, alpha isoform (PPP2R2A), mRNA.MGC52248; FLJ26613; PR55A; B55A; PR52A0.02690215 0.02652725 1.07033132

EXOSC9 NM_001034194.1EXOSC9 4 Homo sapiens exosome component 9 (EXOSC9), transcript variant 1, mRNA.p5; PMSCL1; PM/Scl-75; p6; Rrp45p; RRP450.01149565 0.01290632 1.0703043

COQ5 NM_032314.2 COQ5 12 Homo sapiens coenzyme Q5 homolog, methyltransferase (S. cerevisiae) (COQ5), mRNA.MGC4767; MGC1043030.00503719 0.00639044 1.07008328

PPP6C NM_002721.3 PPP6C 9 Homo sapiens protein phosphatase 6, catalytic subunit (PPP6C), mRNA.0.00370057 0.00489948 1.06999732

SSNA1 NM_003731.1 SSNA1 9 Homo sapiens Sjogren syndrome nuclear autoantigen 1 (SSNA1), mRNA.NA14; NA-14; N140.02496766 0.02495344 1.06982181

OCIAD1 NM_017830.1 OCIAD1 4 Homo sapiens OCIA domain containing 1 (OCIAD1), mRNA.TPA018; MGC111072; FLJ20455; Asrij; OCIA0.00244322 0.00343209 1.0695396



5.0 Upreg

CRKL NM_005207.2 CRKL 22 Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian)-like (CRKL), mRNA.0.01009249 0.01155874 1.06922693

LY6E NM_002346.1 LY6E 8 Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mRNA.TSA-1; RIGE; RIG-E; SCA2; SCA-20.00286653 0.00392492 1.06800466

MANBAL NM_022077.3 MANBAL 20 Homo sapiens mannosidase, beta A, lysosomal-like (MANBAL), transcript variant 2, mRNA.0.01964107 0.02029809 1.06779381

PLEKHM2 XM_290944.4 PLEKHM2 1 Homo sapiens pleckstrin homology domain containing, family M (with RUN domain) member 2 (PLEKHM2), mRNA.SKIP; RP11-169K16.1; KIAA08420.02474312 0.02478549 1.06778595

LTA4H NM_000895.1 LTA4H 12 Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA.0.00714809 0.00861501 1.06735851

LOC402175 XR_038253.1 LOC402175 PREDICTED: Homo sapiens misc_RNA (LOC402175), miscRNA.0.00080734 0.00134337 1.06712325

UBA52 NM_003333.2 UBA52 19 Homo sapiens ubiquitin A-52 residue ribosomal protein fusion product 1 (UBA52), transcript variant 1, mRNA.CEP52; HUBCEP52; MGC126881; MGC57125; RPL40; MGC1268790.00095662 0.00154718 1.0670107

WBP5 NM_001006614.1WBP5 X Homo sapiens WW domain binding protein 5 (WBP5), transcript variant 4, mRNA.DKFZp313K1940; TCEAL90.00417981 0.00544685 1.06657482

PSMD2 NM_002808.3 PSMD2 3 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 2 (PSMD2), mRNA.MGC14274; S2; TRAP2; P970.00117047 0.00184078 1.06643537

EMD NM_000117.1 EMD X Homo sapiens emerin (Emery-Dreifuss muscular dystrophy) (EMD), mRNA.STA; EDMD 0.00574917 0.00716218 1.06632817

TCEB1 NM_005648.2 TCEB1 8 Homo sapiens transcription elongation factor B (SIII), polypeptide 1 (15kDa, elongin C) (TCEB1), mRNA.SIII 0.00180446 0.00265465 1.06632187

C2orf69 NM_153689.5 C2ORF69 2 Homo sapiens chromosome 2 open reading frame 69 (C2orf69), mRNA.0.00901845 0.01052093 1.0662217

CD81 NM_004356.3 CD81 11 Homo sapiens CD81 molecule (CD81), mRNA.S5.7; TAPA1; TSPAN280.00284244 0.00389498 1.06611207

CD151 NM_004357.3 CD151 11 Homo sapiens CD151 molecule (Raph blood group) (CD151), transcript variant 4, mRNA.TSPAN24; MER2; GP27; SFA1; PETA-3; RAPH0.01371287 0.01495919 1.06598716

NUCB1 NM_006184.3 NUCB1 19 Homo sapiens nucleobindin 1 (NUCB1), mRNA.DKFZp686A15286; NUC; FLJ404710.00556398 0.00696708 1.06560175

ATP5H NM_001003785.1ATP5H 17 Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, subunit d (ATP5H), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.ATPQ; ATP5JD 0.0004427 0.00081244 1.06511155

TMEM9B NM_020644.1 TMEM9B 11 Homo sapiens TMEM9 domain family, member B (TMEM9B), mRNA.C11orf15 0.03470567 0.03271109 1.06466145

DYNLT1 NM_006519.1 DYNLT1 6 Homo sapiens dynein, light chain, Tctex-type 1 (DYNLT1), mRNA.tctex-1; CW-1; MGC111571; TCTEL10.00106354 0.00169664 1.06420819

ACTG1 NM_001614.2 ACTG1 17 Homo sapiens actin, gamma 1 (ACTG1), mRNA.DFNA26; ACTG; DFNA20; ACT0.00018903 0.00040159 1.06414533

TACC1 NM_006283.1 TACC1 8 Homo sapiens transforming, acidic coiled-coil containing protein 1 (TACC1), mRNA.DKFZp686K18126; Ga55; KIAA11030.03081249 0.02962077 1.06371872

RHOA NM_001664.2 RHOA 3 Homo sapiens ras homolog gene family, member A (RHOA), mRNA.RHO12; RHOH12; ARHA; ARH120.0010133 0.00162625 1.06310971

ETFA NM_000126.1 ETFA 15 Homo sapiens electron-transfer-flavoprotein, alpha polypeptide (glutaric aciduria II) (ETFA), nuclear gene encoding mitochondrial protein, mRNA.GA2; MADD; EMA0.00963697 0.01112562 1.0629119

FNBP1 NM_015033.2 FNBP1 9 Homo sapiens formin binding protein 1 (FNBP1), mRNA.FBP17; MGC126804; KIAA05540.05681551 0.04937592 1.06271039

MDH2 NM_005918.2 MDH2 7 Homo sapiens malate dehydrogenase 2, NAD (mitochondrial) (MDH2), nuclear gene encoding mitochondrial protein, mRNA.MOR1; MDH; M-MDH; MGC:35590.01198702 0.01336223 1.06262193

CAPZB NM_004930.2 CAPZB 1 Homo sapiens capping protein (actin filament) muscle Z-line, beta (CAPZB), mRNA.CAPB; MGC104401; MGC129749; MGC129750; CAPZ; CAPPB0.03530913 0.03320496 1.0626065

C20orf43 NM_016407.1 C20ORF43 20 Homo sapiens chromosome 20 open reading frame 43 (C20orf43), mRNA.HSPC164; SHUJUN-3; CDAO50.0027376 0.00377194 1.06258226

PSMC2 NM_002803.2 PSMC2 7 Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 2 (PSMC2), mRNA.MGC3004; Nbla10058; MSS1; S70.00403553 0.00529263 1.06253194

GLO1 NM_006708.1 GLO1 6 Homo sapiens glyoxalase I (GLO1), mRNA.GLYI; GLOD1 0.00263401 0.00365389 1.0624339

CPD NM_001304.3 CPD 17 Homo sapiens carboxypeptidase D (CPD), mRNA.0.05474894 0.0478501 1.06230234

NDRG1 NM_006096.2 NDRG1 8 Homo sapiens N-myc downstream regulated gene 1 (NDRG1), mRNA.CMT4D; GC4; RTP; RIT42; PROXY1; NMSL; NDR1; TDD5; TARG1; CAP43; HMSNL; DRG10.03898942 0.03606676 1.06174448

RBM5 NM_005778.1 RBM5 3 Homo sapiens RNA binding motif protein 5 (RBM5), mRNA.LUCA15; RMB5; FLJ39876; G15; H370.03170525 0.03036257 1.06129978

GABPB2 NM_002041.3 GABPB2 15 Homo sapiens GA binding protein transcription factor, beta subunit 2 (GABPB2), transcript variant gamma-1, mRNA.NRF2B2; GABPB; E4TF1-47; E4TF1; BABPB2; NRF2B1; GABPB1; E4TF1B; E4TF1-530.00125946 0.00195758 1.05985657

SAT1 NM_002970.1 SAT1 X Homo sapiens spermidine/spermine N1-acetyltransferase 1 (SAT1), mRNA.KFSD; SSAT-1; DC21; SSAT; SAT0.01170341 0.01311104 1.05976028

SDF2L1 NM_022044.2 SDF2L1 22 Homo sapiens stromal cell-derived factor 2-like 1 (SDF2L1), mRNA.0.00489885 0.00623839 1.05946048

METAP1 NM_015143.1 METAP1 4 Homo sapiens methionyl aminopeptidase 1 (METAP1), mRNA.DKFZp781C0419; KIAA00940.0147855 0.01593122 1.0592411

BCAP31 NM_005745.6 BCAP31 X Homo sapiens B-cell receptor-associated protein 31 (BCAP31), mRNA.DXS1357E; 6C6-AG; CDM; BAP310.00695338 0.00841155 1.0584813

SURF6 NM_006753.3 SURF6 9 Homo sapiens surfeit 6 (SURF6), mRNA.FLJ30322 0.04447006 0.04027044 1.05839862

CAPZA2 NM_006136.2 CAPZA2 7 Homo sapiens capping protein (actin filament) muscle Z-line, alpha 2 (CAPZA2), mRNA.CAPZ; CAPPA2 0.01780545 0.01865819 1.05806014

MRFAP1 NM_033296.1 MRFAP1 4 Homo sapiens Mof4 family associated protein 1 (MRFAP1), mRNA.PAM14; PGR1 0.00291917 0.00398829 1.05750529

RPL26L1 NM_016093.2 RPL26L1 5 Homo sapiens ribosomal protein L26-like 1 (RPL26L1), mRNA.RPL26P1; FLJ469040.01073484 0.01218152 1.05709919

LOC642489 XM_925989.1 LOC642489 6 PREDICTED: Homo sapiens similar to FK506-binding protein 1A (LOC642489), mRNA.0.01487238 0.01600518 1.05696347

DNAL4 NM_005740.2 DNAL4 22 Homo sapiens dynein, axonemal, light chain 4 (DNAL4), mRNA.PIG27 0.04568955 0.04120466 1.05661821

LITAF NM_004862.2 LITAF 16 Homo sapiens lipopolysaccharide-induced TNF factor (LITAF), mRNA.MGC125274; MGC116701; CMT1C; MGC116700; SIMPLE; TP53I7; FLJ38636; PIG7; MGC125276; MGC116698; MGC1252750.00991192 0.01138761 1.05643484

LOC149501 XR_017100.2 LOC149501 1 PREDICTED: Homo sapiens misc_RNA (LOC149501), miscRNA.0.00895051 0.01045418 1.05641699

C8orf41 NM_025115.1 C8ORF41 8 Homo sapiens chromosome 8 open reading frame 41 (C8orf41), mRNA.FLJ23263 0.0355939 0.03344051 1.05543747

SSBP1 NM_003143.1 SSBP1 7 Homo sapiens single-stranded DNA binding protein 1 (SSBP1), mRNA.SSBP 0.00552714 0.0069259 1.05524066

FAM39E XM_930604.1 FAM39E 9 Homo sapiens family with sequence similarity 39, member E (FAM39E), mRNA.FLJ00038 0.00949889 0.0109966 1.055071

SSR4 NM_006280.1 SSR4 X Homo sapiens signal sequence receptor, delta (translocon-associated protein delta) (SSR4), mRNA.TRAPD 0.01680578 0.0177934 1.05498382

ORC6L NM_014321.2 ORC6L 16 Homo sapiens origin recognition complex, subunit 6 like (yeast) (ORC6L), mRNA.ORC6 0.004606 0.00591353 1.05454534

TOMM7 NM_019059.2 TOMM7 7 Homo sapiens translocase of outer mitochondrial membrane 7 homolog (yeast) (TOMM7), nuclear gene encoding mitochondrial protein, mRNA.TOM7 0.00084212 0.00138964 1.05432488

SEPW1 NM_003009.2 SEPW1 19 Homo sapiens selenoprotein W, 1 (SEPW1), mRNA.selW 0.01676006 0.01774714 1.05423211

TMEM106C NM_024056.2 TMEM106C 12 Homo sapiens transmembrane protein 106C (TMEM106C), mRNA.MGC5576; MGC1112100.01227112 0.01362871 1.05387343

EIF3I NM_003757.1 EIF3I 1 Homo sapiens eukaryotic translation initiation factor 3, subunit I (EIF3I), mRNA.EIF3S2; TRIP-1; eIF3-beta; TRIP1; eIF3i; eIF3-p36; PRO22420.00481745 0.00614811 1.05330651

YWHAB NM_139323.2 YWHAB 20 Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, beta polypeptide (YWHAB), transcript variant 2, mRNA.KCIP-1; HS1; GW1280.01120271 0.01262427 1.05312905

ATP6V1E1 NM_001039367.1ATP6V1E1 22 Homo sapiens ATPase, H+ transporting, lysosomal 31kDa, V1 subunit E1 (ATP6V1E1), transcript variant 3, mRNA.ATP6E2; ATP6E; P31; ATP6V1E; Vma40.00574473 0.00715767 1.05243762

CAP1 NM_006367.2 CAP1 1 Homo sapiens CAP, adenylate cyclase-associated protein 1 (yeast) (CAP1), mRNA.CAP1-PEN; CAP 0.00265806 0.00368259 1.0522364

SHFM1 NM_006304.1 SHFM1 7 Homo sapiens split hand/foot malformation (ectrodactyly) type 1 (SHFM1), mRNA.SHSF1; DSS1; SHFD1; Shfdg1; ECD; SEM10.00548646 0.00688082 1.05221224

LOC729324 XR_041500.1 LOC729324 PREDICTED: Homo sapiens misc_RNA (LOC729324), miscRNA.0.00636911 0.00781356 1.05214302

TMBIM6 NM_003217.1 TMBIM6 12 Homo sapiens transmembrane BAX inhibitor motif containing 6 (TMBIM6), transcript variant 1, mRNA.BI-1; TMBIM6 0.0025571 0.00356184 1.0518938

XPNPEP1 NM_020383.2 XPNPEP1 10 Homo sapiens X-prolyl aminopeptidase (aminopeptidase P) 1, soluble (XPNPEP1), mRNA.SAMP; XPNPEP; XPNPEPL1; XPNPEPL0.04039256 0.0371104 1.05181168

PKM2 NM_002654.3 PKM2 15 Homo sapiens pyruvate kinase, muscle (PKM2), transcript variant 1, mRNA.OIP3; TCB; PKM; THBP1; MGC3932; PK3; CTHBP0.01560137 0.01666501 1.05180011

RPS10 NM_001014.3 RPS10 6 Homo sapiens ribosomal protein S10 (RPS10), mRNA.MGC88819 0.02427551 0.0243811 1.05139702

ARCN1 NM_001655.3 ARCN1 11 Homo sapiens archain 1 (ARCN1), mRNA.COPD 0.00451172 0.00580778 1.05108055

APOA1BP NM_144772.1 APOA1BP 1 Homo sapiens apolipoprotein A-I binding protein (APOA1BP), mRNA.MGC119145; MGC119143; AIBP0.01852587 0.0192933 1.05048329

LOC100008589NM_003671.2 LOC100008589 Homo sapiens 28S ribosomal RNA (LOC100008589), non-coding RNA.0.02169538 0.02210092 1.05036386

ATP6V1F NM_004231.2 ATP6V1F 7 Homo sapiens ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F (ATP6V1F), mRNA.Vma7; MGC126038; ATP6S14; MGC126037; MGC117321; VATF0.00760745 0.00908009 1.05020515

MKRN1 NM_013446.2 MKRN1 7 Homo sapiens makorin ring finger protein 1 (MKRN1), mRNA.RNF61; FLJ213340.03241847 0.03089385 1.05015575

LOC646942 XR_016892.2 LOC646942 7 PREDICTED: Homo sapiens misc_RNA (LOC646942), miscRNA.0.0436166 0.03961205 1.04982296

CXXC5 NM_016463.5 CXXC5 5 Homo sapiens CXXC finger 5 (CXXC5), mRNA.HSPC195 0.01089685 0.01233823 1.04922524

F2R NM_001992.2 F2R 5 Homo sapiens coagulation factor II (thrombin) receptor (F2R), mRNA.PAR1; TR; HTR; CF2R0.05515031 0.0481769 1.04902652
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ATP5O NM_001697.2 ATP5O 21 Homo sapiens ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit (ATP5O), nuclear gene encoding mitochondrial protein, mRNA.OSCP; ATPO 0.00679173 0.00825355 1.04890334

C14orf156 NM_031210.3 C14ORF156 14 Homo sapiens chromosome 14 open reading frame 156 (C14orf156), mRNA.DC50; SLIRP; PD048720.00466031 0.00597102 1.04783301

ARF4 NM_001660.2 ARF4 3 Homo sapiens ADP-ribosylation factor 4 (ARF4), mRNA.ARF2 0.02087547 0.02138237 1.04777346

TECR NM_138501.4 TECR 19 Homo sapiens trans-2,3-enoyl-CoA reductase (TECR), mRNA.TER; SC2 0.01551065 0.01659235 1.04770278

MGC16703 NM_145042.2 MGC16703 22 Homo sapiens tubulin, alpha pseudogene (MGC16703), non-coding RNA.0.01376185 0.01500329 1.04749364

BANP NM_017869.3 BANP 16 Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 1, mRNA.DKFZp761H172; FLJ10177; SMAR1; SMARBP1; FLJ205380.05270089 0.04629068 1.04729056

NDUFB7 NM_004146.4 NDUFB7 19 Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 7, 18kDa (NDUFB7), nuclear gene encoding mitochondrial protein, mRNA.CI-B18; B18; MGC24800.04107936 0.03764285 1.04719657

C20orf100 NM_032883.1 C20ORF100 20 Homo sapiens chromosome 20 open reading frame 100 (C20orf100), mRNA.dJ1108D11.2; MGC15880; GCX-1; dJ495O3.10.03320573 0.03149358 1.04713521

MDH1 NM_005917.2 MDH1 2 Homo sapiens malate dehydrogenase 1, NAD (soluble) (MDH1), mRNA.MOR2; MDH-s; MGC:1375; MDHA0.00617576 0.00762862 1.04678961

MAPRE1 NM_012325.1 MAPRE1 20 Homo sapiens microtubule-associated protein, RP/EB family, member 1 (MAPRE1), mRNA.EB1; MGC129946; MGC1173740.02230674 0.02264222 1.04668854

PSMA5 NM_002790.2 PSMA5 1 Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 5 (PSMA5), mRNA.ZETA; MGC117302; MGC125802; PSC5; MGC125804; MGC1258030.0054058 0.00679325 1.04635557

UBC NM_021009.3 UBC 12 Homo sapiens ubiquitin C (UBC), mRNA.HMG20 0.00111946 0.00177135 1.04629223

NDUFA12 NM_018838.3 NDUFA12 12 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 12 (NDUFA12), mRNA.DAP13; B17.2 0.01961363 0.02027212 1.04620362

PSMD12 XM_946047.1 PSMD12 PREDICTED: Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 12 (PSMD12), mRNA.0.00630138 0.00775432 1.0460237

C16orf61 NM_020188.2 C16ORF61 16 Homo sapiens chromosome 16 open reading frame 61 (C16orf61), mRNA.DC13; 2310061C15Rik0.01285235 0.01416131 1.04594193

HLA-A NM_002116.5 HLA-A 6 Homo sapiens major histocompatibility complex, class I, A (HLA-A), mRNA.0.00436283 0.00563763 1.04489211

PHB NM_002634.2 PHB 17 Homo sapiens prohibitin (PHB), mRNA.PHB1 0.01173259 0.01313367 1.04406542

COX17 NM_005694.1 COX17 3 Homo sapiens COX17 cytochrome c oxidase assembly homolog (S. cerevisiae) (COX17), nuclear gene encoding mitochondrial protein, mRNA.MGC117386; MGC1043970.00676258 0.00822382 1.04383009

39326 NM_004404.3 39326 2 Homo sapiens septin 2 (SEPT2), transcript variant 4, mRNA.KIAA0158; NEDD5; hNedd5; DIFF6; Pnutl30.02866591 0.02792126 1.04292114

MAD2L2 NM_006341.2 MAD2L2 1 Homo sapiens MAD2 mitotic arrest deficient-like 2 (yeast) (MAD2L2), mRNA.REV7; MAD2B 0.0243056 0.02440853 1.0423481

LOC91561 NM_001080822.1LOC91561 Homo sapiens hCG1992539 (LOC91561), mRNA.0.01914314 0.01985131 1.04205936

LOC644745 XR_038862.1 LOC644745 PREDICTED: Homo sapiens misc_RNA (LOC644745), miscRNA.0.00410035 0.00536481 1.04158567

CCNI NM_006835.2 CCNI 4 Homo sapiens cyclin I (CCNI), mRNA.CYC1; CYI 0.01790041 0.01874427 1.04146502

DCXR NM_016286.2 DCXR 17 Homo sapiens dicarbonyl/L-xylulose reductase (DCXR), mRNA.P34H; HCRII; HCR2; KIDCR; DCR0.05042355 0.0446074 1.04044081

FAM177A1 NM_173607.3 FAM177A1 14 Homo sapiens family with sequence similarity 177, member A1 (FAM177A1), transcript variant 1, mRNA.DKFZp686J1254; FLJ388540.04873055 0.04344258 1.03979417

LOC646785 XR_017607.1 LOC646785 6 PREDICTED: Homo sapiens misc_RNA (LOC646785), miscRNA.0.00981158 0.01129155 1.03911624

RPL37A NM_000998.4 RPL37A 2 Homo sapiens ribosomal protein L37a (RPL37A), mRNA.MGC74786 0.04158972 0.03803901 1.03877584

LAIR1 NM_021708.1 LAIR1 19 Homo sapiens leukocyte-associated immunoglobulin-like receptor 1 (LAIR1), transcript variant b, mRNA.CD305; LAIR-1 0.04097172 0.03755598 1.03858371

ITIH5 NM_001001851.1ITIH5 10 Homo sapiens inter-alpha (globulin) inhibitor H5 (ITIH5), transcript variant 1, mRNA.DKFZp686F0145; pp14776; MGC108480.03231217 0.03082267 1.0376926

IMAA XR_000959.1 IMAA 16 Homo sapiens SLC7A5 pseudogene (IMAA), non-coding RNA.MMAA 0.03205038 0.03061622 1.03767034

CIB1 NM_006384.2 CIB1 15 Homo sapiens calcium and integrin binding 1 (calmyrin) (CIB1), mRNA.SIP2-28; KIP; CALMYRIN; CIB0.03155271 0.03023298 1.03730572

LOC391833 XR_038761.1 LOC391833 PREDICTED: Homo sapiens misc_RNA (LOC391833), miscRNA.0.05712314 0.04955491 1.03720799

BOP1 NM_015201.3 BOP1 8 Homo sapiens block of proliferation 1 (BOP1), mRNA.KIAA0124 0.03354923 0.03176786 1.03590219

TPT1 NM_003295.1 TPT1 13 Homo sapiens tumor protein, translationally-controlled 1 (TPT1), mRNA.TCTP; p02; HRF; FLJ273370.04861742 0.04335493 1.03586895

RPL27 NM_000988.2 RPL27 17 Homo sapiens ribosomal protein L27 (RPL27), mRNA.0.04365241 0.03964047 1.03583472

C19orf31 NM_001014373.1C19ORF31 19 Homo sapiens chromosome 19 open reading frame 31 (C19orf31), mRNA.FLJ40719 0.04903064 0.04365244 1.03578016

OSTC NM_021227.2 OSTC 4 Homo sapiens oligosaccharyltransferase complex subunit (OSTC), mRNA.0.04414133 0.04002232 1.03538528

SAE1 NM_005500.1 SAE1 19 Homo sapiens SUMO1 activating enzyme subunit 1 (SAE1), mRNA.SUA1; AOS1; HSPC140; FLJ30910.03569461 0.03351001 1.03465188

CCR6 NM_031409.2 CCR6 6 Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 2, mRNA.CKR-L3; DRY-6; CKR6; BN-1; GPR29; DCR2; GPR-CY4; CD196; STRL22; GPRCY4; CKRL3; CMKBR60.04809777 0.04298766 1.03447388

GLRX5 NM_016417.2 GLRX5 14 Homo sapiens glutaredoxin 5 (GLRX5), mRNA.GRX5; C14orf87; FLB4739; PR01238; PRO1238; MGC141290.01458243 0.01574335 1.03396807

HDAC1 NM_004964.2 HDAC1 1 Homo sapiens histone deacetylase 1 (HDAC1), mRNA.GON-10; DKFZp686H12203; HD1; RPD3; RPD3L10.03378058 0.03195243 1.03272491

ANXA2 NM_001002858.1ANXA2 15 Homo sapiens annexin A2 (ANXA2), transcript variant 1, mRNA.P36; LPC2D; ANX2L4; ANX2; PAP-IV; CAL1H; LIP2; LPC20.02766984 0.02713784 1.02841633
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SLMO2 NM_016045.2 SLMO2 20 Homo sapiens slowmo homolog 2 (Drosophila) (SLMO2), mRNA.C20orf45; PRELID3B; dJ543J19.50.00441245 0.02453498 339.202669

TES NM_015641.2 TES 7 Homo sapiens testis derived transcript (3 LIM domains) (TES), transcript variant 1, mRNA.DKFZP586B2022; TESS-2; MGC1146; TESTIN; TESS7.0804E-06 0.00037846 221.476387

MYO19 NM_001033580.1MYO19 17 Homo sapiens myosin XIX (MYO19), transcript variant 1, mRNA.FLJ22865; MYOHD10.00021062 0.00335572 104.961519

CORO6 NM_032854.1 CORO6 17 Homo sapiens coronin 6 (CORO6), mRNA.FLJ14871 0.00075046 0.00761727 63.3469804

CHAF1A NM_005483.2 CHAF1A 19 Homo sapiens chromatin assembly factor 1, subunit A (p150) (CHAF1A), mRNA.MGC71229; CAF1B; CAF1P150; CAF1; CAF-1; P1500.00017143 0.00293976 50.7724031

LOC649864 XM_941341.1 LOC649864 PREDICTED: Homo sapiens similar to HLA class I histocompatibility antigen, A-29 alpha chain precursor (MHC class I antigen A*29) (Aw-19), transcript variant 1 (LOC649864), mRNA.0.00492606 0.02626704 44.6575295

Hs.564221 HS.564221 11 UI-H-BW1-anf-b-07-0-UI.s1 NCI_CGAP_Sub7 Homo sapiens cDNA clone IMAGE:3081948 3, mRNA sequence0.01043629 0.04404442 40.3287209

DNAJC2 NM_014377.1 DNAJC2 7 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 2 (DNAJC2), transcript variant 1, mRNA.MPP11; MPHOSPH11; ZUO1; DNAJC20.00167656 0.01295129 34.3805719

C5orf34 NM_198566.1 C5ORF34 5 Homo sapiens chromosome 5 open reading frame 34 (C5orf34), mRNA.MGC46448; FLJ323630.00055833 0.00628292 32.6056294

LOC728612 XR_015601.1 LOC728612 5 PREDICTED: Homo sapiens misc_RNA (LOC728612), miscRNA.0.00261027 0.01730085 31.9423672

GPATCH8 NM_001002909.1GPATCH8 17 Homo sapiens G patch domain containing 8 (GPATCH8), mRNA.GPATC8; KIAA05530.00750004 0.03531815 27.8036274

TM4SF18 NM_138786.1 TM4SF18 3 Homo sapiens transmembrane 4 L six family member 18 (TM4SF18), mRNA.L6D 0.00369294 0.02183479 24.2077768

PGF NM_002632.4 PGF 14 Homo sapiens placental growth factor (PGF), mRNA.PGFL; PlGF-2; D12S1900; SHGC-10760; PLGF0.00053364 0.00612991 23.1382363

FAR2 NM_018099.3 FAR2 12 Homo sapiens fatty acyl CoA reductase 2 (FAR2), mRNA.FAR2; FLJ104620.00059954 0.00658992 19.1402769

UTS2 NM_006786.2 UTS2 1 Homo sapiens urotensin 2 (UTS2), transcript variant 2, mRNA.UCN2; PRO1068; U-II; UII0.00091861 0.0087416 17.5398408

NEBL NM_006393.1 NEBL 10 Homo sapiens nebulette (NEBL), transcript variant 1, mRNA.MGC119747; bA56H7.1; MGC119746; LNEBL0.00163291 0.01273287 16.6259498

ARC NM_015193.3 ARC 8 Homo sapiens activity-regulated cytoskeleton-associated protein (ARC), mRNA.KIAA0278 0.00080976 0.00802852 16.5903275

RCC1 NM_001269.3 RCC1 1 Homo sapiens regulator of chromosome condensation 1 (RCC1), transcript variant 3, mRNA.RCC1-I; CHC1 0.00054306 0.00620587 15.4320884

Hs.552957 HS.552957 16 hd40e02.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2911994 3, mRNA sequence0.00708889 0.03399793 14.3890183

GPRIN1 NM_052899.1 GPRIN1 5 Homo sapiens G protein regulated inducer of neurite outgrowth 1 (GPRIN1), mRNA.KIAA1893; GRIN10.00012441 0.00235588 13.7579343

ADPRHL1 NM_199162.1 ADPRHL1 13 Homo sapiens ADP-ribosylhydrolase like 1 (ADPRHL1), transcript variant 2, mRNA.ARH2 0.01254055 0.04966762 13.3235398

FOXA1 NM_004496.2 FOXA1 14 Homo sapiens forkhead box A1 (FOXA1), mRNA.MGC33105; TCF3A; HNF3A0.0061398 0.03072451 11.9943146

SLC36A1 NM_078483.2 SLC36A1 5 Homo sapiens solute carrier family 36 (proton/amino acid symporter), member 1 (SLC36A1), mRNA.TRAMD3; PAT1; LYAAT10.00018222 0.00304983 10.882723

EFCAB7 NM_032437.1 EFCAB7 1 Homo sapiens EF-hand calcium binding domain 7 (EFCAB7), mRNA.DKFZp666D225; RP4-534K7.1; KIAA17990.0107626 0.04490683 10.6228812

LRRC49 NM_017691.2 LRRC49 15 Homo sapiens leucine rich repeat containing 49 (LRRC49), mRNA.FLJ20156 0.00568551 0.02906562 10.3142248

DKFZP564O0523NM_032120.1 DKFZP564O0523 7 Homo sapiens hypothetical protein DKFZp564O0523 (DKFZP564O0523), mRNA.HSPC304; DKFZp686D16510.00212694 0.01512593 10.241101

TMTC4 NM_032813.2 TMTC4 13 Homo sapiens transmembrane and tetratricopeptide repeat containing 4 (TMTC4), transcript variant 1, mRNA.FLJ22153; FLJ146240.00028099 0.00407533 9.73896138

SPATA7 NM_018418.1 SPATA7 14 Homo sapiens spermatogenesis associated 7 (SPATA7), transcript variant 2, mRNA.MGC102934; DKFZp686D07199; HSD3; HSD-3.19.0427E-06 0.00043431 9.18452824

ENPP5 NM_021572.4 ENPP5 6 Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative function) (ENPP5), mRNA.KIAA0879 6.0809E-06 0.00033869 9.02044176

SLC22A17 NM_016609.3 SLC22A17 14 Homo sapiens solute carrier family 22, member 17 (SLC22A17), transcript variant 2, mRNA.BOIT; BOCT; hBOIT; NGALR2.8308E-05 0.00089988 8.70361391

FAM46C NM_017709.2 FAM46C 1 Homo sapiens family with sequence similarity 46, member C (FAM46C), mRNA.FLJ20202 0.00395404 0.02279895 8.30910763

TMEM59L NM_012109.2 TMEM59L 19 Homo sapiens transmembrane protein 59-like (TMEM59L), mRNA.BSMAP; C19orf41.2819E-05 0.00054289 8.11267218

WFDC3 NM_080614.1 WFDC3 20 Homo sapiens WAP four-disulfide core domain 3 (WFDC3), mRNA.WAP14; dJ447F3.30.00231683 0.01595422 8.10607854

GCNT3 NM_004751.1 GCNT3 15 Homo sapiens glucosaminyl (N-acetyl) transferase 3, mucin type (GCNT3), mRNA.C2/4GnT; GnT-M; C2GnT-M; C2GnT25.7929E-06 0.00033533 7.89108981

GPR89A NM_016334.2 GPR89A 1 Homo sapiens G protein-coupled receptor 89A (GPR89A), mRNA.SH120; GPR89 0.00048078 0.00576762 7.7178062

ZSCAN29 NM_152455.2 ZSCAN29 15 Homo sapiens zinc finger and SCAN domain containing 29 (ZSCAN29), mRNA.MGC129895; MGC129894; FLJ35867; Zfp690; ZNF6900.00030922 0.00433297 7.15373283

Hs.254006 HS.254006 5 Homo sapiens cDNA FLJ38835 fis, clone MESAN20024240.00369717 0.02185006 7.06810542

KIAA0513 NM_014732.2 KIAA0513 16 Homo sapiens KIAA0513 (KIAA0513), mRNA.0.01092681 0.04532097 6.9994587

Hs.540858 HS.540858 17 op77h04.s1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:1582903 3, mRNA sequence0.00119759 0.01039641 6.85165294

EIF1AD NM_032325.2 EIF1AD 11 Homo sapiens eukaryotic translation initiation factor 1A domain containing (EIF1AD), mRNA.0.00013207 0.00247283 6.59800953

SERPINE1 NM_000602.1 SERPINE1 7 Homo sapiens serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type 1), member 1 (SERPINE1), mRNA.PAI; PAI-1; PAI1; PLANH10.00061799 0.00669831 6.55926231

PLAT NM_000930.2 PLAT 8 Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, mRNA.T-PA; DKFZp686I03148; TPA0.00662717 0.03247679 6.55527709

EGFL7 NM_016215.3 EGFL7 9 Homo sapiens EGF-like-domain, multiple 7 (EGFL7), transcript variant 2, mRNA.RP11-251M1.2; MGC111117; ZNEU10.00449585 0.02478047 6.09646519

ZNF75A NM_153028.1 ZNF75A 16 Homo sapiens zinc finger protein 75a (ZNF75A), mRNA.FLJ31529 0.00418636 0.0236549 6.07962001

MGAT4A NM_012214.1 MGAT4A 2 Homo sapiens mannosyl (alpha-1,3-)-glycoprotein beta-1,4-N-acetylglucosaminyltransferase, isozyme A (MGAT4A), transcript variant 1, mRNA.GNT-IVA; GNT-IV0.00125725 0.01071776 5.90624384

NFKBIE NM_004556.2 NFKBIE 6 Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor, epsilon (NFKBIE), mRNA.IKBE 0.00684149 0.03309884 5.82389882

WBSCR16 XM_933544.1 WBSCR16 7 Homo sapiens Williams-Beuren syndrome chromosome region 16 (WBSCR16), mRNA.DKFZp434D0421; MGC449311.6245E-05 0.00063712 5.78074431

TMX4 NM_021156.2 TMX4 20 Homo sapiens thioredoxin-related transmembrane protein 4 (TMX4), mRNA.DJ971N18.2; KIAA11620.00625254 0.03114755 5.69308177

METTL10 NM_212554.2 METTL10 10 Homo sapiens methyltransferase like 10 (METTL10), mRNA.0.00061514 0.00668935 5.53440328

FHL1 NM_001449.3 FHL1 X Homo sapiens four and a half LIM domains 1 (FHL1), mRNA.KYO-T; SLIM1; MGC111107; XMPMA; FHL1B; bA535K18.13.6609E-06 0.00025408 5.52354204

LOC100133222XM_001724568.1LOC100133222 PREDICTED: Homo sapiens similar to mCG146274 (LOC100133222), mRNA.0.00200271 0.01449912 5.39652445

HERC6 NM_001013005.1HERC6 4 Homo sapiens hect domain and RLD 6 (HERC6), transcript variant 1, mRNA.FLJ20637 0.00486872 0.0261083 5.29951069

KIAA1345 XM_944553.1 KIAA1345 PREDICTED: Homo sapiens KIAA1345 protein, transcript variant 8 (KIAA1345), mRNA.0.00879281 0.03939082 5.2982068

Hs.521268 HS.521268 7 UI-E-DW0-agh-n-18-0-UI.s1 UI-E-DW0 Homo sapiens cDNA clone UI-E-DW0-agh-n-18-0-UI 3, mRNA sequence0.00620286 0.03098159 5.22192514

LOC100133050XM_001714918.1LOC100133050 5 PREDICTED: Homo sapiens hypothetical protein LOC100133050 (LOC100133050), mRNA.0.00064575 0.00687006 5.21627713

TMEM117 NM_032256.1 TMEM117 12 Homo sapiens transmembrane protein 117 (TMEM117), mRNA.DKFZp434K24350.00100128 0.00926237 4.97107596

SLC38A6 NM_153811.1 SLC38A6 14 Homo sapiens solute carrier family 38, member 6 (SLC38A6), mRNA.NAT-1; MGC1026970.00919755 0.04061383 4.96455478

CCDC92 NM_025140.1 CCDC92 12 Homo sapiens coiled-coil domain containing 92 (CCDC92), mRNA.FLJ22471 0.00010589 0.00211399 4.86454034

SNN NM_003498.3 SNN 16 Homo sapiens stannin (SNN), mRNA.0.0007441 0.00758167 4.81893818

LIFR NM_002310.3 LIFR 5 Homo sapiens leukemia inhibitory factor receptor alpha (LIFR), mRNA.CD118; STWS; SJS2; SWS0.00442398 0.0245682 4.79958169

SNORA14B NR_002956.1 SNORA14B 1 Homo sapiens small nucleolar RNA, H/ACA box 14B (SNORA14B), small nucleolar RNA.ACA14b 0.00722606 0.03440682 4.79028361

DNER NM_139072.2 DNER 2 Homo sapiens delta/notch-like EGF repeat containing (DNER), mRNA.bet; UNQ26 1.1236E-06 0.0001273 4.75397153

OR7E156P NR_002171.1 OR7E156P 13 Homo sapiens olfactory receptor, family 7, subfamily E, member 156 pseudogene (OR7E156P), non-coding RNA.0.0066328 0.03248037 4.74121057

ERLIN2 NM_001003791.1ERLIN2 8 Homo sapiens ER lipid raft associated 2 (ERLIN2), transcript variant 3, mRNA.C8orf2; MGC87072; Erlin-2; SPFH20.00850575 0.03845573 4.73483217

DKFZp761E198NM_138368.2 DKFZP761E198 11 Homo sapiens DKFZp761E198 protein (DKFZp761E198), mRNA.PP1030 0.01227654 0.04906175 4.5978242

LOC652185 XM_941547.1 LOC652185 PREDICTED: Homo sapiens similar to SH3-containing GRB2-like protein 1 (SH3 domain protein 2B) (Extra eleven-nineteen leukemia fusion gene) (EEN) (EEN fusion partner of MLL) (LOC652185), mRNA.0.00419492 0.02368306 4.57943376

C2orf15 NM_144706.2 C2ORF15 2 Homo sapiens chromosome 2 open reading frame 15 (C2orf15), mRNA.MGC29762 0.0075104 0.03534181 4.50433643

CD40 NM_001250.3 CD40 20 Homo sapiens CD40 molecule, TNF receptor superfamily member 5 (CD40), transcript variant 1, mRNA.TNFRSF5; p50; MGC9013; Bp50; CDW400.00178376 0.01350403 4.40007536

LOC730153 XM_001717676.1LOC730153 16 PREDICTED: Homo sapiens hypothetical LOC730153 (LOC730153), mRNA.3.6459E-06 0.00025437 4.39593428
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RNF217 NM_152553.2 RNF217 6 Homo sapiens ring finger protein 217 (RNF217), mRNA.C6orf172; MGC26996; dJ84N20.1; IBRDC10.00326149 0.02006231 4.34731952

LONRF2 Hs.21380 LONRF2 2 Homo sapiens LON peptidase N-terminal domain and ring finger 2 (LONRF2), mRNA.MGC126711; RNF192; FLJ45273; MGC1267130.00385901 0.02240694 4.34597497

LOC145814 XM_927974.1 LOC145814 15 PREDICTED: Homo sapiens hypothetical protein LOC145814, transcript variant 2 (LOC145814), mRNA.0.00573859 0.02923549 4.33178375

Hs.539599 HS.539599 13 hv29g09.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3174880 3, mRNA sequence0.00109928 0.00979961 4.26908207

LOC100131727XM_001720156.1LOC100131727 4 PREDICTED: Homo sapiens hypothetical LOC100131727 (LOC100131727), mRNA.0.00064052 0.00684741 4.22593886

Hs.202140 HS.202140 BX114021 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGp998F135800, mRNA sequence0.00163453 0.01273801 4.09946177

SCHIP1 NM_014575.1 SCHIP1 3 Homo sapiens schwannomin interacting protein 1 (SCHIP1), mRNA.FLJ39160; SCHIP-10.00457607 0.02507665 4.07613214

FANCA NM_000135.2 FANCA 16 Homo sapiens Fanconi anemia, complementation group A (FANCA), transcript variant 1, mRNA.FAA; FA; FA1; MGC75158; FACA; FAH; FA-H; FANCH0.00940864 0.04116204 4.06393432

LOC441714 XR_019458.2 LOC441714 PREDICTED: Homo sapiens misc_RNA (LOC441714), miscRNA.0.01025515 0.0436412 3.95328285

Hs.254752 HS.254752 3 xv32c11.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2814836 3 similar to contains L1.t1 L1 repetitive element ;, mRNA sequence0.0013294 0.01108336 3.89003734

LOC728226 XM_927596.1 LOC728226 22 PREDICTED: Homo sapiens similar to gamma-glutamyltransferase 2, transcript variant 3 (LOC728226), mRNA.0.00175255 0.01335162 3.88764478

Hs.562197 HS.562197 1 602137688F1 NIH_MGC_83 Homo sapiens cDNA clone IMAGE:4274180 5, mRNA sequence0.00093402 0.00883126 3.83838017

KRTAP10-3 NM_198696.2 KRTAP10-3 21 Homo sapiens keratin associated protein 10-3 (KRTAP10-3), mRNA.KAP10.3; KAP18.3; KRTAP18.3; KRTAP18-3; KAP18-3; KRTAP10.30.0093691 0.04109754 3.83830697

HOXA2 NM_006735.3 HOXA2 7 Homo sapiens homeobox A2 (HOXA2), mRNA.HOX1K 0.00914312 0.04042737 3.81406019

INHBE NM_031479.3 INHBE 12 Homo sapiens inhibin, beta E (INHBE), mRNA.MGC4638 0.00025681 0.00386414 3.78789239

Hs.539054 HS.539054 11 xj22c02.x1 NCI_CGAP_Ut2 Homo sapiens cDNA clone IMAGE:2657954 3, mRNA sequence0.00308228 0.01930026 3.76582725

ANO9 NM_001012302.1ANO9 11 Homo sapiens anoctamin 9 (ANO9), mRNA.TP53I5; PIG5 0.00114927 0.01012274 3.7194713

USP46 NM_022832.2 USP46 4 Homo sapiens ubiquitin specific peptidase 46 (USP46), mRNA.FLJ12552 0.00020535 0.00329951 3.67679108

LOC650755 XM_939838.1 LOC650755 PREDICTED: Homo sapiens similar to cytoplasmic beta-actin (LOC650755), mRNA.0.00441245 0.02452472 3.66803718

PRKACB NM_207578.1 PRKACB 1 Homo sapiens protein kinase, cAMP-dependent, catalytic, beta (PRKACB), transcript variant 3, mRNA.PKACB; MGC41879; MGC9320; DKFZp781I24520.00223417 0.01555471 3.65883349

Hs.537217 HS.537217 14 Homo sapiens mRNA for IgE Heavy chain0.00687742 0.03319997 3.65880544

NDST2 NM_003635.2 NDST2 10 Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 2 (NDST2), mRNA.HSST2; NCST2; NST2; MGC129697; MGC1297050.00240167 0.01629303 3.58659522

FLJ11292 NM_018382.1 FLJ11292 5 Homo sapiens hypothetical protein FLJ11292 (FLJ11292), mRNA.0.00109276 0.009781 3.56005329

WDHD1 NM_001008396.1WDHD1 14 Homo sapiens WD repeat and HMG-box DNA binding protein 1 (WDHD1), transcript variant 2, mRNA.AND-1 0.00378262 0.02212814 3.54778717

FARP1 NM_001001715.1FARP1 13 Homo sapiens FERM, RhoGEF (ARHGEF) and pleckstrin domain protein 1 (chondrocyte-derived) (FARP1), transcript variant 2, mRNA.CDEP; PLEKHC2; MGC874000.00057972 0.00645239 3.52651568

REP15 NM_001029874.1REP15 12 Homo sapiens RAB15 effector protein (REP15), mRNA.0.00547879 0.02848111 3.51592981

LOC645487 XM_932932.1 LOC645487 20 PREDICTED: Homo sapiens hypothetical protein LOC645487 (LOC645487), mRNA.0.00020112 0.00324343 3.50189531

PLA2G12A NM_030821.3 PLA2G12A 4 Homo sapiens phospholipase A2, group XIIA (PLA2G12A), mRNA.PLA2G12 0.00099192 0.00922727 3.49919854

C3orf41 XM_934359.1 C3ORF41 3 PREDICTED: Homo sapiens chromosome 3 open reading frame 41, transcript variant 5 (C3orf41), mRNA.0.00653422 0.03222381 3.48259019

Hs.400256 HS.400256 4 Homo sapiens cDNA FLJ33738 fis, clone BRAWH20185270.00182792 0.01368203 3.4765742

LOC642946 XM_931870.1 LOC642946 1 PREDICTED: Homo sapiens hypothetical protein LOC642945, transcript variant 2 (LOC642946), mRNA.0.0004851 0.00578282 3.45605332

FAM13A NM_014883.2 FAM13A 4 Homo sapiens family with sequence similarity 13, member A (FAM13A), transcript variant 1, mRNA.FLJ34562; MGC1051310.01249264 0.04961127 3.44150143

FUZ NM_025129.3 FUZ 19 Homo sapiens fuzzy homolog (Drosophila) (FUZ), mRNA.FLJ22688; FY 0.00172285 0.01320121 3.38200005

TRAF3 NM_003300.2 TRAF3 14 Homo sapiens TNF receptor-associated factor 3 (TRAF3), transcript variant 3, mRNA.CD40bp; CAP-1; LAP1; CRAF10.0005853 0.00649811 3.35587822

DOK4 NM_018110.2 DOK4 16 Homo sapiens docking protein 4 (DOK4), mRNA.FLJ10488 0.00431812 0.0242034 3.32259632

CD164L2 NM_207397.1 CD164L2 1 Homo sapiens CD164 sialomucin-like 2 (CD164L2), mRNA.UNQ6122 0.00072589 0.00744769 3.27358223

GAL3ST4 NM_024637.3 GAL3ST4 7 Homo sapiens galactose-3-O-sulfotransferase 4 (GAL3ST4), mRNA.FLJ12116; GAL3ST-40.000504 0.00590716 3.26831599

ABCC10 NM_033450.2 ABCC10 6 Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 10 (ABCC10), mRNA.MRP7; EST182763; SIMRP70.00037575 0.00493648 3.23379739

FLJ90757 NM_001004336.1FLJ90757 17 PREDICTED: Homo sapiens hypothetical protein LOC440465 (FLJ90757), misc RNA.4.7263E-06 0.00029834 3.23293099

LOC646869 XM_943845.1 LOC646869 PREDICTED: Homo sapiens hypothetical LOC646869 (LOC646869), mRNA.0.00168989 0.01302397 3.22856309

ZNF197 NM_001024855.1ZNF197 3 Homo sapiens zinc finger protein 197 (ZNF197), transcript variant 2, mRNA.P18; ZNF20; ZKSCAN9; D3S1363E; VHLaK; ZNF1660.00419964 0.02369965 3.22409953

FRYL XM_945291.1 FRYL 4 Homo sapiens FRY-like (FRYL), mRNA.FLJ16177; KIAA0826; DKFZp686E2050.00471767 0.02554633 3.19313092

Hs.547601 HS.547601 22 Homo sapiens full length insert cDNA clone YZ84G081.1238E-05 0.00049822 3.18955504

TMEM191B XM_938147.1 TMEM191B 22 PREDICTED: Homo sapiens transmembrane protein 191B, transcript variant 2 (TMEM191B), mRNA.0.00307759 0.01929828 3.18263513

IFIT1 NM_001548.2 IFIT1 10 Homo sapiens interferon-induced protein with tetratricopeptide repeats 1 (IFIT1), transcript variant 2, mRNA.RNM561; IFI-56; IFI56; GARG-16; IFNAI1; G10P10.00055235 0.00625811 3.17209287

MAN1A1 NM_005907.2 MAN1A1 6 Homo sapiens mannosidase, alpha, class 1A, member 1 (MAN1A1), mRNA.MAN9; HUMM3; HUMM91.4097E-06 0.00015318 3.15018072

LOC91948 XM_378549.3 LOC91948 PREDICTED: Homo sapiens hypothetical protein LOC91948 (LOC91948), mRNA.0.00564065 0.02897035 3.11836817

Hs.576106 HS.576106 10 Homo sapiens cDNA FLJ40058 fis, clone TCOLN10001804.9751E-05 0.00130336 3.10418786

CDC6 NM_001254.3 CDC6 17 Homo sapiens cell division cycle 6 homolog (S. cerevisiae) (CDC6), mRNA.HsCDC18; HsCDC6; CDC18L7.1468E-05 0.00161946 3.1009135

NAV3 NM_014903.3 NAV3 12 Homo sapiens neuron navigator 3 (NAV3), mRNA.unc53H3; STEERIN3; POMFIL1; KIAA09383.4691E-05 0.00102877 3.09791678

HYAL3 NM_003549.2 HYAL3 3 Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA.LUCA14; Minna14; LUCA-3; LUCA30.00042592 0.00531137 3.06358396

TMOD1 NM_003275.1 TMOD1 9 Homo sapiens tropomodulin 1 (TMOD1), mRNA.ETMOD; D9S57E; TMOD0.00588101 0.02969854 3.04923983

Hs.566306 HS.566306 5 op77c07.s1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:1582860 3, mRNA sequence0.01140497 0.0466474 3.04200433

Hs.565917 HS.565917 UI-H-BI3-alg-g-11-0-UI.s1 NCI_CGAP_Sub5 Homo sapiens cDNA clone IMAGE:2736956 3, mRNA sequence0.00102905 0.00940115 3.03473174

ZHX3 NM_015035.3 ZHX3 20 Homo sapiens zinc fingers and homeoboxes 3 (ZHX3), mRNA.KIAA0395; TIX10.00118156 0.01029769 3.00967117

MORN4 NM_178832.2 MORN4 10 Homo sapiens MORN repeat containing 4 (MORN4), transcript variant 1, mRNA.bA548K23.4; FLJ25925; RP11-548K23.40.00641486 0.03176519 3.00168135

DNAJC27 NM_016544.1 DNAJC27 2 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 27 (DNAJC27), mRNA.RabJS; DKFZp434N2110.00106936 0.00966947 2.93846659

LOC645478 XM_932922.1 LOC645478 16 PREDICTED: Homo sapiens hypothetical LOC645478 (LOC645478), mRNA.0.00239978 0.01630519 2.93397221

LOC652164 XM_941509.1 LOC652164 PREDICTED: Homo sapiens similar to phosphodiesterase 4D interacting protein isoform 1 (LOC652164), mRNA.0.00829753 0.03778499 2.91256809

Hs.576601 HS.576601 10 DB297320 BRACE2 Homo sapiens cDNA clone BRACE2016602 3, mRNA sequence0.00179993 0.01356444 2.90763072

SERPINA5 NM_000624.3 SERPINA5 14 Homo sapiens serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 5 (SERPINA5), mRNA.PROCI; PAI3; PLANH3; PCI0.00041234 0.00521563 2.90032132

PRKY NM_002760.2 PRKY Y Homo sapiens protein kinase, Y-linked (PRKY), mRNA.0.00808427 0.03714561 2.88722288

FUT4 NM_002033.2 FUT4 11 Homo sapiens fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid-specific) (FUT4), mRNA.FCT3A; ELFT; FUC-TIV; CD150.00938162 0.04113886 2.84717308

LOC652353 XM_941781.1 LOC652353 PREDICTED: Homo sapiens similar to Sorbitol dehydrogenase (L-iditol 2-dehydrogenase) (LOC652353), mRNA.0.00046106 0.00558662 2.82820118

BBS7 NM_018190.2 BBS7 4 Homo sapiens Bardet-Biedl syndrome 7 (BBS7), transcript variant 1, mRNA.FLJ10715; BBS2L10.00166125 0.01285556 2.77772812

TAF6 NM_139122.1 TAF6 7 Homo sapiens TAF6 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 80kDa (TAF6), transcript variant 2, mRNA.MGC:8964; DKFZp781E21155; TAF2E; TAFII80; TAFII85; TAFII700.0046618 0.02535772 2.76380792

DAB2 NM_001343.1 DAB2 5 Homo sapiens disabled homolog 2, mitogen-responsive phosphoprotein (Drosophila) (DAB2), mRNA.FLJ26626; DOC2; DOC-20.00167715 0.01294083 2.76287518

Hs.103173 HS.103173 12 BX100504 Soares_fetal_heart_NbHH19W Homo sapiens cDNA clone IMAGp998D19788, mRNA sequence0.00105745 0.00958136 2.74618685

KIAA0427 NM_014772.1 KIAA0427 18 Homo sapiens KIAA0427 (KIAA0427), mRNA.Gm672 0.00038945 0.00502197 2.73966924

MAN2A2 NM_006122.2 MAN2A2 15 Homo sapiens mannosidase, alpha, class 2A, member 2 (MAN2A2), mRNA.MANA2X 0.01163094 0.04732342 2.71919251
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GALNT2 NM_004481.2 GALNT2 1 Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 2 (GalNAc-T2) (GALNT2), mRNA.GalNAc-T2 0.01057578 0.04440688 2.68125684

PTPRE NM_130435.2 PTPRE 10 Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), transcript variant 2, mRNA.DKFZp313F1310; PTPE; HPTPE; R-PTP-EPSILON0.00238808 0.01627578 2.67723869

CERCAM NM_016174.3 CERCAM 9 Homo sapiens cerebral endothelial cell adhesion molecule (CERCAM), mRNA.CEECAM1; MGC149621; CerCAM; MGC149620; GLT25D30.00083215 0.00820753 2.675965

Hs.541726 HS.541726 2 UI-CF-DU1-adj-b-02-0-UI.s1 UI-CF-DU1 Homo sapiens cDNA clone UI-CF-DU1-adj-b-02-0-UI 3, mRNA sequence0.00163074 0.01272342 2.66203357

MANEAL NM_001031740.1MANEAL 1 Homo sapiens mannosidase, endo-alpha-like (MANEAL), transcript variant 1, mRNA.RP11-109P14.3; MGC78681; FLJ314340.00059096 0.00653354 2.65018055

SNX1 NM_003099.3 SNX1 15 Homo sapiens sorting nexin 1 (SNX1), transcript variant 1, mRNA.SNX1A; Vps5; HsT17379; MGC86645.4465E-05 0.00138047 2.6491677

LOC646825 XM_929783.1 LOC646825 19 PREDICTED: Homo sapiens similar to zinc finger protein 91 (LOC646825), mRNA.0.00469619 0.02547162 2.647871

Hs.569104 HS.569104 12 BX337332 Homo sapiens PLACENTA COT 25-NORMALIZED Homo sapiens cDNA clone CS0DI040YE21 5-PRIME, mRNA sequence0.00322581 0.01994467 2.63015172

Hs.574587 HS.574587 19 DA863698 PLACE7 Homo sapiens cDNA clone PLACE7017209 5, mRNA sequence0.00489642 0.02614051 2.62484982

LOC644571 XM_927686.1 LOC644571 7 PREDICTED: Homo sapiens hypothetical protein LOC644571 (LOC644571), mRNA.0.00702999 0.03377656 2.61383503

KLF10 NM_005655.1 KLF10 8 Homo sapiens Kruppel-like factor 10 (KLF10), transcript variant 1, mRNA.TIEG; EGRA; TIEG10.0030786 0.01929546 2.60299903

CNTD2 NM_024877.1 CNTD2 19 Homo sapiens cyclin N-terminal domain containing 2 (CNTD2), mRNA.FLJ13265 0.00200004 0.01449564 2.60075403

OR8K5 NM_001004058.1OR8K5 11 Homo sapiens olfactory receptor, family 8, subfamily K, member 5 (OR8K5), mRNA.OR11-174 0.01124723 0.04618753 2.59879951

OR52L1 NM_001005173.1OR52L1 11 Homo sapiens olfactory receptor, family 52, subfamily L, member 1 (OR52L1), mRNA.OR11-50 0.00322751 0.01993659 2.59483716

CPXM1 NM_019609.3 CPXM1 20 Homo sapiens carboxypeptidase X (M14 family), member 1 (CPXM1), mRNA.CPX1; CPXM 0.00111315 0.00990332 2.55713341

CST7 NM_003650.2 CST7 20 Homo sapiens cystatin F (leukocystatin) (CST7), mRNA.CMAP 0.00341491 0.02074611 2.55096052

CCNYL1 NM_152523.1 CCNYL1 2 Homo sapiens cyclin Y-like 1 (CCNYL1), mRNA.FLJ40432 0.00091403 0.00871052 2.53934627

KIF13B NM_015254.2 KIF13B 8 Homo sapiens kinesin family member 13B (KIF13B), mRNA.KIAA0639; GAKIN0.00036356 0.0048194 2.52518147

NSD1 NM_022455.3 NSD1 5 Homo sapiens nuclear receptor binding SET domain protein 1 (NSD1), transcript variant 2, mRNA.DKFZp666C163; SOTOS; FLJ44628; FLJ22263; STO; ARA2670.00650295 0.03208155 2.51797463

KCNRG NM_173605.1 KCNRG 13 Homo sapiens potassium channel regulator (KCNRG), transcript variant 1, mRNA.DLTET 0.01054385 0.04435713 2.51466333

LPXN NM_004811.1 LPXN 11 Homo sapiens leupaxin (LPXN), mRNA.LDPL 0.00016008 0.00279212 2.49658511

LOC730323 XM_001722097.1LOC730323 7 PREDICTED: Homo sapiens hypothetical LOC730323 (LOC730323), mRNA.0.00435765 0.02437343 2.47528934

Hs.136788 HS.136788 5 ac76f10.x5 Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE:868555 3, mRNA sequence0.00806295 0.03708623 2.46998941

FAM83B NM_001010872.1FAM83B 6 Homo sapiens family with sequence similarity 83, member B (FAM83B), mRNA.FLJ30642; MGC126677; C6orf143; MGC1384800.01083221 0.04505547 2.451426

CDC20B NM_152623.1 CDC20B 5 Homo sapiens cell division cycle 20 homolog B (S. cerevisiae) (CDC20B), transcript variant 1, mRNA.FLJ37927; G6VTS765190.00012825 0.00241153 2.45022999

HOXC8 NM_022658.3 HOXC8 12 Homo sapiens homeobox C8 (HOXC8), mRNA.HOX3; HOX3A 0.01191854 0.04810966 2.44972428

LOC649025 XM_938110.1 LOC649025 PREDICTED: Homo sapiens hypothetical protein LOC649025 (LOC649025), mRNA.0.00109509 0.00978864 2.42868694

LOC283874 NM_001012731.1LOC283874 16 Homo sapiens hypothetical protein LOC283874 (LOC283874), mRNA.FLJ20393 0.00557276 0.02883393 2.42663586

LRIG1 NM_015541.2 LRIG1 3 Homo sapiens leucine-rich repeats and immunoglobulin-like domains 1 (LRIG1), mRNA.LIG-1; LIG1; DKFZP586O16240.0119979 0.04829765 2.42564164

LOC100131323XR_039461.1 LOC100131323 PREDICTED: Homo sapiens misc_RNA (LOC100131323), miscRNA.0.00882408 0.03947755 2.40149176

ISG20 NM_002201.4 ISG20 15 Homo sapiens interferon stimulated exonuclease gene 20kDa (ISG20), mRNA.CD25; HEM45 0.003342 0.02043427 2.39615423

LOC730081 XR_041261.1 LOC730081 PREDICTED: Homo sapiens misc_RNA (LOC730081), miscRNA.3.3389E-05 0.00100364 2.39448838

SNORA79 NR_003021.2 SNORA79 14 Homo sapiens small nucleolar RNA, H/ACA box 79 (SNORA79), small nucleolar RNA.ACA65 0.00296241 0.0187983 2.3596311

ATP6AP1L NM_001017971.1ATP6AP1L 5 Homo sapiens ATPase, H+ transporting, lysosomal accessory protein 1-like (ATP6AP1L), mRNA.MGC138396 6.2812E-05 0.00150841 2.35745437

AGTPBP1 NM_015239.1 AGTPBP1 9 Homo sapiens ATP/GTP binding protein 1 (AGTPBP1), mRNA.NNA1; KIAA1035; DKFZp686M201910.00152975 0.01220121 2.35604985

LOC284293 XM_209104.2 LOC284293 18 PREDICTED: Homo sapiens similar to Placental thrombin inhibitor (Cytoplasmic antiproteinase) (CAP) (Protease inhibitor 6) (PI-6) (Serpin B6) (LOC284293), mRNA.0.0096361 0.04199086 2.34193876

CD47 NM_001025080.1CD47 3 Homo sapiens CD47 molecule (CD47), transcript variant 2, mRNA.OA3; MER6; IAP0.00034527 0.00464183 2.31986179

MIR526A2 NR_030208.1 MIR526A2 Homo sapiens microRNA 526a-2 (MIR526A2), microRNA.0.00394012 0.02277811 2.31856527

TTTY5 NR_001541.1 TTTY5 Y Homo sapiens testis-specific transcript, Y-linked 5 (non-protein coding) (TTTY5), non-coding RNA.TTY5 0.00271826 0.01773288 2.31788995

LOC653158 XM_926814.1 LOC653158 5 PREDICTED: Homo sapiens similar to hypothetical protein MGC40405, transcript variant 1 (LOC653158), mRNA.0.00401322 0.02300009 2.30793039

GABRG2 NM_198904.1 GABRG2 5 Homo sapiens gamma-aminobutyric acid (GABA) A receptor, gamma 2 (GABRG2), transcript variant 1, mRNA.ECA2; GEFSP3; CAE20.00463117 0.02526371 2.30326563

FZD3 NM_017412.2 FZD3 8 Homo sapiens frizzled homolog 3 (Drosophila) (FZD3), mRNA.hFz3; Fz-3 0.01161648 0.04729361 2.30063214

Hs.583755 HS.583755 8 Homo sapiens cDNA FLJ31059 fis, clone HSYRA20008320.01099574 0.04554984 2.2947265

C9orf9 NM_018956.3 C9ORF9 9 Homo sapiens chromosome 9 open reading frame 9 (C9orf9), mRNA.0.00179956 0.01356938 2.27734167

MIR607 NR_030338.1 MIR607 Homo sapiens microRNA 607 (MIR607), microRNA.0.00660263 0.03240449 2.27336556

Hs.208405 HS.208405 4 DA311740 BRHIP3 Homo sapiens cDNA clone BRHIP3000462 5, mRNA sequence0.01232834 0.04919459 2.27332032

MMP15 NM_002428.2 MMP15 16 Homo sapiens matrix metallopeptidase 15 (membrane-inserted) (MMP15), mRNA.MTMMP2; MT2-MMP; SMCP-20.00127559 0.01080465 2.26021591

Hs.559234 HS.559234 UI-H-BI1-adn-f-06-0-UI.s1 NCI_CGAP_Sub3 Homo sapiens cDNA clone IMAGE:2717339 3, mRNA sequence0.01244481 0.04949547 2.22454952

RALGPS1 NM_014636.1 RALGPS1 9 Homo sapiens Ral GEF with PH domain and SH3 binding motif 1 (RALGPS1), mRNA.KIAA0351; RALGPS1A; RP13-225O21.1; RALGEF20.00134916 0.01114991 2.21839481

MPP7 NM_173496.2 MPP7 10 Homo sapiens membrane protein, palmitoylated 7 (MAGUK p55 subfamily member 7) (MPP7), mRNA.FLJ32798; RP11-218D6.50.00383479 0.02232497 2.2036896

KDM6B NM_001080424.1KDM6B 17 Homo sapiens lysine (K)-specific demethylase 6B (KDM6B), mRNA.KIAA0346 0.00941231 0.04116448 2.19473725

FLJ43276 NM_207382.1 FLJ43276 15 Homo sapiens FLJ43276 protein (FLJ43276), mRNA.0.00048543 0.00578153 2.1825983

Hs.145985 HS.145985 19 qm64a10.x1 Soares_placenta_8to9weeks_2NbHP8to9W Homo sapiens cDNA clone IMAGE:1893498 3, mRNA sequence0.0104446 0.04406546 2.17575713

LOC645113 XM_930333.1 LOC645113 22 PREDICTED: Homo sapiens hypothetical protein LOC645113 (LOC645113), mRNA.0.01052432 0.04434533 2.16993346

GRPR NM_005314.2 GRPR X Homo sapiens gastrin-releasing peptide receptor (GRPR), mRNA.0.00034376 0.00462625 2.16317705

CPA4 NM_016352.2 CPA4 7 Homo sapiens carboxypeptidase A4 (CPA4), mRNA.CPA3 0.00059163 0.00653556 2.1569373

CA11 NM_001217.3 CA11 19 Homo sapiens carbonic anhydrase XI (CA11), mRNA.CARP2; CA-RP XI0.00232031 0.01596162 2.156248

DDAH2 NM_013974.1 DDAH2 6 Homo sapiens dimethylarginine dimethylaminohydrolase 2 (DDAH2), mRNA.DDAHII; NG30; G6a; DDAH0.0009536 0.00896516 2.15553923

FLJ46284 XM_499123.2 FLJ46284 8 PREDICTED: Homo sapiens hypothetical gene supported by AK128161 (FLJ46284), mRNA.0.00780033 0.03630659 2.15194798

Hs.582457 HS.582457 5 DA175295 BRAMY2 Homo sapiens cDNA clone BRAMY2038617 5, mRNA sequence0.00987966 0.04272914 2.14481082

SORL1 NM_003105.3 SORL1 11 Homo sapiens sortilin-related receptor, L(DLR class) A repeats-containing (SORL1), mRNA.LR11; LRP9; SORLA; SorLA-1; gp2501.7569E-05 0.00067312 2.14293109

GPR137B NM_003272.1 GPR137B 1 Homo sapiens G protein-coupled receptor 137B (GPR137B), mRNA.TM7SF1 0.00097788 0.00914161 2.1429299

SNORD51 NR_002589.1 SNORD51 2 Homo sapiens small nucleolar RNA, C/D box 51 (SNORD51), small nuclear RNA.U51; RNU51 0.00280436 0.01808981 2.13769375

ETNK2 NM_018208.1 ETNK2 1 Homo sapiens ethanolamine kinase 2 (ETNK2), mRNA.FLJ10761; HMFT1716; RP11-74C13.2; EKI20.00175795 0.01336974 2.10597668

BMPR2 NM_001204.5 BMPR2 2 Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine kinase) (BMPR2), mRNA.BRK-3; BMPR3; BMPR-II; BMR2; TRG10; PPH1; T-ALK0.00382011 0.02226884 2.08999614

GDAP2 NM_017686.1 GDAP2 1 Homo sapiens ganglioside induced differentiation associated protein 2 (GDAP2), mRNA.FLJ20142; dJ776P7.10.01037079 0.04392177 2.08195664

SLC25A21 NM_030631.1 SLC25A21 14 Homo sapiens solute carrier family 25 (mitochondrial oxodicarboxylate carrier), member 21 (SLC25A21), nuclear gene encoding mitochondrial protein, mRNA.MGC126570; ODC1; ODC0.00728778 0.0346137 2.08001347

BMP7 NM_001719.1 BMP7 20 Homo sapiens bone morphogenetic protein 7 (osteogenic protein 1) (BMP7), mRNA.OP-1 0.00104984 0.009532 2.07685312

Hs.540335 HS.540335 15 UI-H-ED1-axx-k-12-0-UI.s1 NCI_CGAP_ED1 Homo sapiens cDNA clone IMAGE:5835011 3, mRNA sequence0.00032941 0.00450173 2.07128075

LOC732371 XM_941758.1 LOC732371 PREDICTED: Homo sapiens similar to mixed lineage kinase domain-like (LOC732371), mRNA.0.00527537 0.02766228 2.06444637
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RELL2 NM_173828.3 RELL2 5 Homo sapiens RELT-like 2 (RELL2), mRNA.RELL2; FLJ90583; C5orf160.00731454 0.03470347 2.05772738

LOC151457 XR_038833.1 LOC151457 PREDICTED: Homo sapiens misc_RNA (LOC151457), miscRNA.0.00673892 0.03274603 2.04968519

LYRM4 NM_020408.3 LYRM4 6 Homo sapiens LYR motif containing 4 (LYRM4), mRNA.C6orf149; CGI-203; ISD110.00186314 0.01384401 2.04820656

NHEDC2 XM_933390.1 NHEDC2 4 Homo sapiens Na+/H+ exchanger domain containing 2 (NHEDC2), mRNA.FLJ23984; NHA20.00664939 0.03248962 2.0442812

WDR89 NM_001008726.1WDR89 14 Homo sapiens WD repeat domain 89 (WDR89), transcript variant 1, mRNA.MSTP050; MGC9907; C14orf1500.00205604 0.01480437 2.03282631

CDKN1C NM_000076.1 CDKN1C 11 Homo sapiens cyclin-dependent kinase inhibitor 1C (p57, Kip2) (CDKN1C), mRNA.BWCR; p57; BWS; KIP2; WBS0.00010851 0.00213413 2.02581047

MYO1D NM_015194.1 MYO1D 17 Homo sapiens myosin ID (MYO1D), mRNA.KIAA0727; myr41.0422E-05 0.00047477 2.02285651

LOC652900 XM_001724912.1LOC652900 PREDICTED: Homo sapiens similar to SEZ6L2 protein (LOC652900), mRNA.0.00451545 0.0248575 2.02285083

CECR6 NM_031890.2 CECR6 22 Homo sapiens cat eye syndrome chromosome region, candidate 6 (CECR6), mRNA.0.00774772 0.03613784 2.02215596

CYP2R1 NM_024514.4 CYP2R1 11 Homo sapiens cytochrome P450, family 2, subfamily R, polypeptide 1 (CYP2R1), mRNA.MGC4663 1.0095E-05 0.00046792 2.0088861

LOC650257 XM_944121.1 LOC650257 PREDICTED: Homo sapiens hypothetical protein LOC650257 (LOC650257), mRNA.0.00456966 0.02505189 2.00661387

LOC642035 XM_936105.1 LOC642035 PREDICTED: Homo sapiens hypothetical protein LOC642035 (LOC642035), mRNA.0.00190438 0.01407161 2.0059734

SCARNA18 NR_003139.1 SCARNA18 5 Homo sapiens small Cajal body-specific RNA 18 (SCARNA18), guide RNA.U109 0.00117762 0.01027011 1.99945759

CNR1 NM_016083.3 CNR1 6 Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 1, mRNA.CNR; CANN6; CB1A; CB1; CB1K5; CB-R0.0049046 0.02617367 1.99876644

SIPA1L1 NM_015556.1 SIPA1L1 14 Homo sapiens signal-induced proliferation-associated 1 like 1 (SIPA1L1), mRNA.E6TP1; KIAA0440; DKFZp686G13440.01219942 0.04882716 1.99691868

PLEKHM1 NM_014798.1 PLEKHM1 PREDICTED: Homo sapiens pleckstrin homology domain containing, family M (with RUN domain) member 1 (PLEKHM1), mRNA.0.0003712 0.00489132 1.99010142

FLJ23834 NM_152750.2 FLJ23834 7 Homo sapiens hypothetical protein FLJ23834 (FLJ23834), mRNA.FLJ43271; MGC133292; MGC1332930.00089329 0.00859317 1.98644629

GDPD5 NM_030792.4 GDPD5 11 Homo sapiens glycerophosphodiester phosphodiesterase domain containing 5 (GDPD5), mRNA.PP1665; GDE2 0.00185394 0.01380664 1.98566512

Hs.482960 HS.482960 5 Homo sapiens partial mRNA; ID YG39-1C0.00916586 0.04051437 1.98551921

UFSP1 NM_001015072.1UFSP1 7 Homo sapiens UFM1-specific peptidase 1 (non-functional) (UFSP1), mRNA.0.00225144 0.01560933 1.98135703

LOC100128974XR_037834.1 LOC100128974 PREDICTED: Homo sapiens misc_RNA (LOC100128974), miscRNA.0.01201336 0.04833055 1.98016513

KRTDAP NM_207392.1 KRTDAP 19 Homo sapiens keratinocyte differentiation-associated protein (KRTDAP), mRNA.MGC163373; UNQ467; KDAP0.0004369 0.00539749 1.97933459

PTPN13 NM_080684.1 PTPN13 4 Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 (Fas)-associated phosphatase) (PTPN13), transcript variant 3, mRNA.PTP1E; PNP1; PTP-BL; PTP-BAS; FAP-1; DKFZp686J1497; PTPL1; PTPLE0.0025348 0.01693616 1.97819914

PLCD3 NM_133373.2 PLCD3 17 Homo sapiens phospholipase C, delta 3 (PLCD3), mRNA.MGC71172 0.00417669 0.02365067 1.96811438

CCNT1 NM_001240.2 CCNT1 12 Homo sapiens cyclin T1 (CCNT1), mRNA.CYCT1; CCNT 0.00121967 0.01053286 1.96555702

LOC642111 XM_936250.1 LOC642111 PREDICTED: Homo sapiens hypothetical protein LOC642111 (LOC642111), mRNA.0.00921311 0.04065547 1.96367622

AMH NM_000479.2 AMH 19 Homo sapiens anti-Mullerian hormone (AMH), mRNA.MIF; MIS 0.0037793 0.02213806 1.96314642

LOC100129550NR_024618.1 LOC100129550 3 Homo sapiens hypothetical LOC100129550 (LOC100129550), non-coding RNA.0.00177288 0.01345238 1.95496269

GLDN NM_181789.1 GLDN 15 Homo sapiens gliomedin (GLDN), mRNA.CRG-L2; UNC-112; CRGL2; CLOM; FLJ23917; COLM6.6766E-05 0.00156094 1.95047553

MEGF6 NM_001409.3 MEGF6 1 Homo sapiens multiple EGF-like-domains 6 (MEGF6), mRNA.KIAA0815; EGFL30.00216258 0.0152485 1.9464793

CYorf15A NM_001005852.1CYORF15A Y Homo sapiens chromosome Y open reading frame 15A (CYorf15A), mRNA.MGC131732; FLJ332160.01156097 0.04714002 1.94038652

OR8J3 NM_001004064.1OR8J3 11 Homo sapiens olfactory receptor, family 8, subfamily J, member 3 (OR8J3), mRNA.OR11-173 0.00094217 0.00889554 1.93405076

METTL2B NM_018396.1 METTL2B 7 Homo sapiens methyltransferase like 2B (METTL2B), mRNA.METL; METTL2; PSENIP1; FLJ12760; METTL2A; FLJ113500.00510012 0.02699967 1.93288314

C10orf41 XM_210876.4 C10ORF41 10 PREDICTED: Homo sapiens chromosome 10 open reading frame 41 (C10orf41), mRNA.0.00200246 0.01450527 1.93219888

C17orf28 NM_030630.1 C17ORF28 17 Homo sapiens chromosome 17 open reading frame 28 (C17orf28), mRNA.FLJ43526; DMC10.00666344 0.03253426 1.9312996

LOC646663 XM_929606.1 LOC646663 19 PREDICTED: Homo sapiens similar to ret finger protein-like 1 (LOC646663), mRNA.0.00208945 0.01497986 1.92283363

ING5 XM_941026.1 ING5 PREDICTED: Homo sapiens inhibitor of growth family, member 5 (ING5), mRNA.0.00103323 0.00942637 1.92119803

ADCK5 NM_174922.3 ADCK5 8 Homo sapiens aarF domain containing kinase 5 (ADCK5), mRNA.MGC126708; FLJ354540.00067794 0.00710976 1.91619696

OPTN NM_001008213.1OPTN 10 Homo sapiens optineurin (OPTN), transcript variant 4, mRNA.FIP2; HYPL; NRP; TFIIIA-INTP; HIP7; GLC1E4.9159E-05 0.00129554 1.91416943

AASDH NM_181806.2 AASDH 4 Homo sapiens aminoadipate-semialdehyde dehydrogenase (AASDH), mRNA.LYS2; ACSF4; NRPS1098; NRPS9980.00161786 0.01266017 1.90931154

HDLBP NM_005336.2 HDLBP 2 Homo sapiens high density lipoprotein binding protein (HDLBP), transcript variant 1, mRNA.HBP; VGL; FLJ16432; PRO29000.00244826 0.01655821 1.90443219

GADD45B NM_015675.1 GADD45B 19 Homo sapiens growth arrest and DNA-damage-inducible, beta (GADD45B), mRNA.MYD118; DKFZP566B133; GADD45BETA0.00029901 0.00425287 1.88863673

Hs.565550 HS.565550 2 UI-H-CO0-aqr-d-03-0-UI.s1 NCI_CGAP_Sub9 Homo sapiens cDNA clone IMAGE:3105028 3, mRNA sequence0.00724916 0.03449206 1.86876773

FAM149B1 NM_173348.1 FAM149B1 10 Homo sapiens family with sequence similarity 149, member B1 (FAM149B1), mRNA.1.1055E-05 0.00049677 1.86770603

TBC1D2 NM_018421.2 TBC1D2 9 Homo sapiens TBC1 domain family, member 2 (TBC1D2), mRNA.FLJ10702; DKFZp761D1823; PARIS1; FLJ16244; FLJ42782; PARIS-1; TBC1D2A0.00349034 0.02109801 1.86003739

AP2A1 NM_014203.2 AP2A1 19 Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), transcript variant 1, mRNA.CLAPA1; AP2-ALPHA; ADTAA0.00053251 0.00612759 1.8581983

LOC100128816XM_001732864.1LOC100128816 PREDICTED: Homo sapiens ACAH3104 (LOC100128816), mRNA.0.00582676 0.0295597 1.85446607

RCOR2 NM_173587.2 RCOR2 11 Homo sapiens REST corepressor 2 (RCOR2), mRNA.3.4939E-05 0.00103152 1.85385122

MYOM2 NM_003970.1 MYOM2 8 Homo sapiens myomesin (M-protein) 2, 165kDa (MYOM2), mRNA.TTNAP 0.01102582 0.04563167 1.85272534

TRAPPC6A NM_024108.1 TRAPPC6A 19 Homo sapiens trafficking protein particle complex 6A (TRAPPC6A), mRNA.MGC2650; TRS33; HSPC2890.000902 0.00862695 1.8398594

Hs.444939 HS.444939 1 AV744922 CB Homo sapiens cDNA clone CBMAJE08 5, mRNA sequence0.0065796 0.03232732 1.83146209

ZNF599 NM_001007248.1ZNF599 19 Homo sapiens zinc finger protein 599 (ZNF599), mRNA.0.00151788 0.01215036 1.8243572

ACAA2 NM_006111.1 ACAA2 18 Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl-Coenzyme A thiolase) (ACAA2), nuclear gene encoding mitochondrial protein, mRNA.DSAEC 5.0328E-05 0.00131327 1.82241182

ATG4A NM_178271.1 ATG4A X Homo sapiens ATG4 autophagy related 4 homolog A (S. cerevisiae) (ATG4A), transcript variant 3, mRNA.APG4A; AUTL2 0.0055331 0.0286735 1.80902633

ZNF431 NM_133473.1 ZNF431 19 Homo sapiens zinc finger protein 431 (ZNF431), mRNA.KIAA1969; DKFZp313E08300.00064228 0.00684965 1.80555917

CTRC NM_007272.2 CTRC 1 Homo sapiens chymotrypsin C (caldecrin) (CTRC), mRNA.ELA4; CLCR 0.00049161 0.00580822 1.80131288

LAMA2 NM_000426.3 LAMA2 6 Homo sapiens laminin, alpha 2 (LAMA2), transcript variant 1, mRNA.LAMM 0.00570019 0.02909578 1.80059471

WNT2B NM_024494.1 WNT2B 1 Homo sapiens wingless-type MMTV integration site family, member 2B (WNT2B), transcript variant WNT-2B2, mRNA.WNT13; XWNT20.00364108 0.02169267 1.79791074

THBS3 NM_007112.3 THBS3 1 Homo sapiens thrombospondin 3 (THBS3), mRNA.MGC119564; TSP3; MGC1195650.01227595 0.04907418 1.79122773

LOC642072 XM_936152.1 LOC642072 PREDICTED: Homo sapiens similar to HLA class II histocompatibility antigen, DRB1-4 beta chain precursor (MHC class I antigen DRB1*4) (DR-4) (DR4) (LOC642072), mRNA.0.00618999 0.03092896 1.79097841

TBC1D9 NM_015130.1 TBC1D9 4 Homo sapiens TBC1 domain family, member 9 (with GRAM domain) (TBC1D9), mRNA.KIAA0882; MDR10.00488719 0.0261439 1.7905953

CHCHD7 NM_001011670.1CHCHD7 8 Homo sapiens coiled-coil-helix-coiled-coil-helix domain containing 7 (CHCHD7), transcript variant 5, mRNA.FLJ40966; MGC22171.7797E-05 0.00067988 1.79053963

SAMD3 NM_001017373.2SAMD3 6 Homo sapiens sterile alpha motif domain containing 3 (SAMD3), transcript variant 1, mRNA.MGC35163; FLJ345630.0005378 0.00617233 1.78704654

TMEM50A NM_014313.2 TMEM50A 1 Homo sapiens transmembrane protein 50A (TMEM50A), mRNA.SMP1; RP11-335G20.3; IFNRC0.00075393 0.00763488 1.78138398

LASS5 NM_147190.1 LASS5 12 Homo sapiens LAG1 homolog, ceramide synthase 5 (S. cerevisiae) (LASS5), mRNA.Trh4; MGC45411; FLJ253040.00031331 0.00436725 1.77230033

RAD51L3 NM_002878.2 RAD51L3 17 Homo sapiens RAD51-like 3 (S. cerevisiae) (RAD51L3), transcript variant 1, mRNA.R51H3; Trad; HsTRAD; RAD51D0.00872406 0.03918878 1.772124

GRAMD3 NM_023927.1 GRAMD3 5 Homo sapiens GRAM domain containing 3 (GRAMD3), mRNA.NS3TP2; FLJ213130.00999934 0.04305011 1.77068313

C20orf108 NM_080821.1 C20ORF108 20 Homo sapiens chromosome 20 open reading frame 108 (C20orf108), mRNA.DKFZP434A1114; dJ1167H4.1; 5A38.7371E-07 0.00010824 1.76998524

LOC728667 XM_001128080.2LOC728667 14 PREDICTED: Homo sapiens similar to hCG1645561 (LOC728667), mRNA.0.00322245 0.01993319 1.76057681

GAA NM_000152.2 GAA 17 Homo sapiens glucosidase, alpha; acid (GAA), transcript variant 1, mRNA.LYAG 2.1187E-05 0.00075297 1.7593806
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NEU1 NM_000434.2 NEU1 6 Homo sapiens sialidase 1 (lysosomal sialidase) (NEU1), mRNA.NEU; SIAL1 7.9931E-07 9.9959E-05 1.75362596

POLR2J4 NM_175064.2 POLR2J4 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J, 13.3kDa pseudogene (POLR2J4) on chromosome 7.RPB11-phi; MGC130980.00898663 0.03994863 1.75122781

SV2B NM_014848.2 SV2B 15 Homo sapiens synaptic vesicle glycoprotein 2B (SV2B), mRNA.HsT19680; KIAA07350.00720269 0.03434493 1.74989252

SP100 NM_001080391.1SP100 2 Homo sapiens SP100 nuclear antigen (SP100), transcript variant 1, mRNA.DKFZp686E07254; FLJ00340; FLJ345790.01104118 0.04568098 1.73967214

AHNAK2 NM_138420.2 AHNAK2 14 Homo sapiens AHNAK nucleoprotein 2 (AHNAK2), mRNA.KIAA2019; C14orf783.997E-06 0.00027172 1.73898228

HLA-DMA NM_006120.2 HLA-DMA 6 Homo sapiens major histocompatibility complex, class II, DM alpha (HLA-DMA), mRNA.HLADM; RING6; DMA; D6S222E2.125E-06 0.00018905 1.73888826

GAD1 NM_013445.3 GAD1 2 Homo sapiens glutamate decarboxylase 1 (brain, 67kDa) (GAD1), transcript variant GAD25, mRNA.SCP; FLJ45882; GAD0.00112985 0.01002496 1.73312719

LACTB NM_171846.1 LACTB 15 Homo sapiens lactamase, beta (LACTB), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.FLJ14902; G24; MRPL560.00084186 0.00826036 1.73285676

Hs.554169 HS.554169 18 RST33611 Athersys RAGE Library Homo sapiens cDNA, mRNA sequence0.00444252 0.0246196 1.73161851

SLC22A18 NM_002555.3 SLC22A18 11 Homo sapiens solute carrier family 22 (organic cation transporter), member 18 (SLC22A18), transcript variant 1, mRNA.IMPT1; ORCTL2; BWSCR1A; BWR1A; ITM; TSSC5; SLC22A1L; HET; p45-BWR1A; DKFZp667A1845.3621E-05 0.0013643 1.73139859

FBXO17 NM_148169.1 FBXO17 19 Homo sapiens F-box protein 17 (FBXO17), transcript variant 1, mRNA.FBXO26; MGC9379; Fbx17; FLJ11798; FBG4; FLJ252050.00938572 0.0411296 1.73035333

LOC729580 XM_001130700.1LOC729580 20 PREDICTED: Homo sapiens hypothetical LOC729580 (LOC729580), mRNA.0.00434316 0.02432319 1.7295702

MGC39900 XM_936687.1 MGC39900 PREDICTED: Homo sapiens hypothetical protein MGC39900 (MGC39900), mRNA.7.3886E-06 0.00038713 1.72723606

Hs.552896 HS.552896 11 Homo sapiens cDNA FLJ43491 fis, clone OCBBF30082300.00677217 0.03288346 1.72484503

ABHD8 NM_024527.3 ABHD8 19 Homo sapiens abhydrolase domain containing 8 (ABHD8), mRNA.FLJ11743; MGC14280; MGC25120.00172055 0.0131912 1.71878221

C7orf54 NM_014411.2 C7ORF54 7 Homo sapiens chromosome 7 open reading frame 54 (C7orf54), mRNA.NSG-X; NAG8; MGC1383460.00927258 0.04083633 1.71824015

ACAD10 NM_025247.3 ACAD10 12 Homo sapiens acyl-Coenzyme A dehydrogenase family, member 10 (ACAD10), mRNA.MGC5601 0.00219672 0.01543172 1.7157979

C4orf33 NM_173487.1 C4ORF33 4 Homo sapiens chromosome 4 open reading frame 33 (C4orf33), transcript variant 2, mRNA.FLJ33703 0.00868484 0.03910539 1.71069023

DAAM1 NM_014992.1 DAAM1 14 Homo sapiens dishevelled associated activator of morphogenesis 1 (DAAM1), mRNA.FLJ41657; KIAA06660.00212946 0.01512763 1.70896505

YAF2 NM_001012424.1YAF2 12 Homo sapiens YY1 associated factor 2 (YAF2), mRNA.MGC41856 0.00109043 0.0097667 1.70602085

LOC100134241XM_001717424.1LOC100134241 PREDICTED: Homo sapiens hypothetical protein LOC100134241 (LOC100134241), mRNA.0.00027148 0.00400309 1.70185164

NPAL3 NM_020448.2 NPAL3 1 Homo sapiens NIPA-like domain containing 3 (NPAL3), mRNA.RP3-462O23.3; DKFZp686E22155; DJ462O23.20.00496198 0.02643731 1.69624509

CNFN NM_032488.2 CNFN 19 Homo sapiens cornifelin (CNFN), mRNA.PLAC8L2 1.2275E-05 0.00053174 1.69408489

KRTAP2-1 XM_927523.1 KRTAP2-1 17 PREDICTED: Homo sapiens keratin associated protein 2-1 (KRTAP2-1), mRNA.0.00084474 0.00828247 1.67992077

TYROBP NM_003332.2 TYROBP 19 Homo sapiens TYRO protein tyrosine kinase binding protein (TYROBP), transcript variant 1, mRNA.DAP12; KARAP; PLOSL0.00111803 0.00994008 1.67854802

RNFT1 NM_016125.2 RNFT1 17 Homo sapiens ring finger protein, transmembrane 1 (RNFT1), mRNA.PTD016; MGC1110900.00344246 0.02085612 1.67854665

SLC35E3 NM_018656.2 SLC35E3 12 Homo sapiens solute carrier family 35, member E3 (SLC35E3), mRNA.BLOV1 0.00284068 0.01827077 1.67732832

PPIL6 NM_173672.1 PPIL6 6 Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 6 (PPIL6), mRNA.bA425D10.6; MGC41939; dJ919F19.10.00298609 0.01887631 1.6772624

LAMB2 NM_002292.2 LAMB2 3 Homo sapiens laminin, beta 2 (laminin S) (LAMB2), mRNA.LAMS 3.1634E-05 0.00096622 1.67138968

HABP4 NM_014282.1 HABP4 9 Homo sapiens hyaluronan binding protein 4 (HABP4), mRNA.SERBP1L; IHABP4; MGC825; Ki-1/576.8221E-08 2.4442E-05 1.66879268

IFT52 NM_016004.2 IFT52 20 Homo sapiens intraflagellar transport 52 homolog (Chlamydomonas) (IFT52), mRNA.NGD5; CGI-53; C20orf9; dJ1028D15.10.00019234 0.00313616 1.6656417

SNTA1 NM_003098.2 SNTA1 20 Homo sapiens syntrophin, alpha 1 (dystrophin-associated protein A1, 59kDa, acidic component) (SNTA1), mRNA.SNT1; dJ1187J4.5; TACIP10.00017237 0.00294825 1.65618367

U1SNRNPBP NM_180703.1 U1SNRNPBP 12 Homo sapiens U11/U12 snRNP 35K (U1SNRNPBP), transcript variant 4, mRNA.MGC138160; HM-10.0035843 0.02147989 1.65343811

FIBCD1 NM_032843.3 FIBCD1 9 Homo sapiens fibrinogen C domain containing 1 (FIBCD1), mRNA.FLJ14810 0.00265483 0.01743927 1.65051238

CBR4 NM_032783.3 CBR4 4 Homo sapiens carbonyl reductase 4 (CBR4), mRNA.FLJ14431 2.5178E-05 0.00083026 1.64432226

EPHX1 NM_000120.2 EPHX1 1 Homo sapiens epoxide hydrolase 1, microsomal (xenobiotic) (EPHX1), mRNA.EPOX; MEH; EPHX0.00055501 0.00626675 1.6420854

GHDC NM_032484.3 GHDC 17 Homo sapiens GH3 domain containing (GHDC), mRNA.D11LGP1; LGP1 0.00053249 0.00613267 1.63977335

AKAP13 NM_007200.3 AKAP13 15 Homo sapiens A kinase (PRKA) anchor protein 13 (AKAP13), transcript variant 3, mRNA.HA-3; FLJ11952; BRX; FLJ43341; c-lbc; PROTO-LB; Ht31; LBC; AKAP-Lbc; PROTO-LBC0.00188588 0.01398168 1.63495498

MLF1 NM_022443.2 MLF1 3 Homo sapiens myeloid leukemia factor 1 (MLF1), mRNA.0.00023972 0.00368653 1.63185523

C14orf79 NM_174891.2 C14ORF79 14 Homo sapiens chromosome 14 open reading frame 79 (C14orf79), mRNA.0.00183828 0.01372087 1.63046045

TRAPPC2 NM_001011658.1TRAPPC2 X Homo sapiens trafficking protein particle complex 2 (TRAPPC2), transcript variant 1, mRNA.hYP38334; TRS20; SEDT; SEDL; ZNF547L; MIP-2A0.00276438 0.01795423 1.62716341

NFKB2 NM_001077494.1NFKB2 10 Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 (p49/p100) (NFKB2), transcript variant 1, mRNA.LYT10; LYT-10 0.00041868 0.00525575 1.62643705

LOC727884 XR_037459.1 LOC727884 PREDICTED: Homo sapiens misc_RNA (LOC727884), miscRNA.0.00589097 0.0297149 1.61602413

Hs.491292 HS.491292 8 Homo sapiens cDNA FLJ36559 fis, clone TRACH20092910.00178721 0.01351473 1.61292174

FAM116B NM_001001794.1FAM116B Homo sapiens family with sequence similarity 116, member B (FAM116B), mRNA.MGC33692 0.0001014 0.00205847 1.61121809

CCS XM_938909.1 CCS PREDICTED: Homo sapiens copper chaperone for superoxide dismutase (CCS), mRNA.0.00367771 0.02180311 1.6063742

LOC401305 XM_376573.3 LOC401305 7 PREDICTED: Homo sapiens similar to beta-1,4-mannosyltransferase (LOC401305), mRNA.0.01007374 0.04317411 1.60366052

DHDH NM_014475.2 DHDH 19 Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA.HUM2DD 5.1759E-05 0.00133747 1.60311421

STAT3 NM_213662.1 STAT3 17 Homo sapiens signal transducer and activator of transcription 3 (acute-phase response factor) (STAT3), transcript variant 3, mRNA.APRF; FLJ20882; MGC160632.2652E-06 0.00019372 1.59837008

LOC642859 XM_932076.1 LOC642859 8 PREDICTED: Homo sapiens similar to CG12132-PA, transcript variant 2 (LOC642859), mRNA.0.0016068 0.01261084 1.59762318

MAP3K12 NM_006301.2 MAP3K12 12 Homo sapiens mitogen-activated protein kinase kinase kinase 12 (MAP3K12), mRNA.DLK; ZPKP1; ZPK; MUK0.00213356 0.0151324 1.59723349

C7orf41 NM_152793.1 C7ORF41 7 Homo sapiens chromosome 7 open reading frame 41 (C7orf41), mRNA.FLJ25903; Ells1 7.64E-06 0.00038362 1.59713781

ZBTB42 NM_001137601.1ZBTB42 14 Homo sapiens zinc finger and BTB domain containing 42 (ZBTB42), mRNA.0.00269636 0.01763343 1.59384427

LOC643319 XM_927980.1 LOC643319 8 PREDICTED: Homo sapiens similar to Transgelin-2 (LOC643319), mRNA.0.01004666 0.04315572 1.59137046

CYP2S1 NM_030622.5 CYP2S1 19 Homo sapiens cytochrome P450, family 2, subfamily S, polypeptide 1 (CYP2S1), mRNA.0.00222871 0.01554938 1.58845133

FAM113A NM_022760.3 FAM113A 20 Homo sapiens family with sequence similarity 113, member A (FAM113A), mRNA.C20orf81; bA12M19.1; FLJ22376; DKFZp547L0540.00298146 0.01885604 1.58752307

TP53INP1 NM_033285.2 TP53INP1 8 Homo sapiens tumor protein p53 inducible nuclear protein 1 (TP53INP1), mRNA.TP53INP1A; Teap; p53DINP1; TP53DINP1; SIP; FLJ22139; DKFZp434M1317; TP53INP1B2.2734E-06 0.00019318 1.57819757

ACSL1 NM_001995.2 ACSL1 4 Homo sapiens acyl-CoA synthetase long-chain family member 1 (ACSL1), mRNA.FACL2; LACS; FACL1; ACS1; LACS2; LACS10.00035074 0.0046822 1.57746982

PHC3 NM_024947.2 PHC3 3 Homo sapiens polyhomeotic homolog 3 (Drosophila) (PHC3), mRNA.FLJ12729; HPH3; EDR3; DKFZp313K1221; FLJ12967; MGC881440.01244253 0.04950126 1.57710007

SPIRE2 NM_032451.1 SPIRE2 16 Homo sapiens spire homolog 2 (Drosophila) (SPIRE2), mRNA.MGC117166; Spir-20.00066713 0.00703538 1.56473173

MT1G NM_005950.1 MT1G 16 Homo sapiens metallothionein 1G (MT1G), mRNA.MT1; MT1K; MGC123862.3442E-06 0.00019544 1.55664838

LOC729885 XR_015687.2 LOC729885 19 PREDICTED: Homo sapiens misc_RNA (LOC729885), miscRNA.0.00558586 0.02885664 1.5552479

B9D2 NM_030578.2 B9D2 19 Homo sapiens B9 protein domain 2 (B9D2), mRNA.MGC4093; ICIS-10.0046637 0.02535767 1.55451677

ZNF558 NM_144693.1 ZNF558 19 Homo sapiens zinc finger protein 558 (ZNF558), mRNA.FLJ30932 0.00080022 0.00796969 1.55305304

SESTD1 NM_178123.3 SESTD1 2 Homo sapiens SEC14 and spectrin domains 1 (SESTD1), mRNA.DKFZp434O0515; SOLO0.00318365 0.01977623 1.55248268

GLB1L2 NM_138342.2 GLB1L2 11 Homo sapiens galactosidase, beta 1-like 2 (GLB1L2), mRNA.MST114; MSTP1148.1493E-05 0.0017594 1.55181789

BCL6 NM_001706.2 BCL6 3 Homo sapiens B-cell CLL/lymphoma 6 (zinc finger protein 51) (BCL6), transcript variant 1, mRNA.ZBTB27; ZNF51; LAZ3; BCL6A; BCL56.3823E-05 0.00152164 1.55159155

SNORD3A NR_006880.1 SNORD3A 17 Homo sapiens small nucleolar RNA, C/D box 3A (SNORD3A), small nucleolar RNA.U3 4.1141E-06 0.00027825 1.54855173

ATP6V1C1 NM_001695.3 ATP6V1C1 8 Homo sapiens ATPase, H+ transporting, lysosomal 42kDa, V1 subunit C1 (ATP6V1C1), mRNA.VATC; FLJ20057; ATP6D; Vma5; ATP6C0.00505557 0.02686036 1.54388725

SYT1 NM_005639.1 SYT1 12 Homo sapiens synaptotagmin I (SYT1), mRNA.SVP65; SYT; P65; DKFZp781D20420.00232661 0.01598837 1.54236675
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KCNMB4 NM_014505.4 KCNMB4 12 Homo sapiens potassium large conductance calcium-activated channel, subfamily M, beta member 4 (KCNMB4), mRNA.0.00468186 0.02541471 1.53879654

YPEL5 NM_016061.1 YPEL5 2 Homo sapiens yippee-like 5 (Drosophila) (YPEL5), mRNA.CGI-127 1.3956E-06 0.00015289 1.53569594

CBLB NM_170662.3 CBLB 3 Homo sapiens Cas-Br-M (murine) ecotropic retroviral transforming sequence b (CBLB), mRNA.DKFZp779F1443; FLJ41152; DKFZp779A0729; FLJ36865; RNF56; Nbla00127; DKFZp686J102230.00302739 0.01901044 1.53463784

LOC643201 XM_932165.1 LOC643201 5 PREDICTED: Homo sapiens hypothetical protein LOC643200, transcript variant 2 (LOC643201), mRNA.0.00408736 0.02327405 1.53327973

MXRA7 NM_001008529.1MXRA7 17 Homo sapiens matrix-remodelling associated 7 (MXRA7), transcript variant 2, mRNA.TMAP1; PS1TP1; FLJ46603; FLJ414920.0004238 0.00529988 1.53300767

RTF1 NM_015138.3 RTF1 15 Homo sapiens Rtf1, Paf1/RNA polymerase II complex component, homolog (S. cerevisiae) (RTF1), mRNA.KIAA0252; GTL7 0.0052654 0.02765379 1.53177691

MYLIP NM_013262.3 MYLIP 6 Homo sapiens myosin regulatory light chain interacting protein (MYLIP), mRNA.MIR 4.3885E-07 7.009E-05 1.53008816

CSAD NM_015989.3 CSAD 12 Homo sapiens cysteine sulfinic acid decarboxylase (CSAD), mRNA.PCAP; MGC119355; MGC119354; MGC119357; CSD0.00439216 0.02449411 1.52548383

GMPR NM_006877.2 GMPR 6 Homo sapiens guanosine monophosphate reductase (GMPR), mRNA.GMPR1 0.00031059 0.004343 1.52425971

FAM8A1 NM_016255.1 FAM8A1 6 Homo sapiens family with sequence similarity 8, member A1 (FAM8A1), mRNA.FLJ23721; AHCP0.00132646 0.01108669 1.52177779

NOXA1 NM_006647.1 NOXA1 9 Homo sapiens NADPH oxidase activator 1 (NOXA1), mRNA.MGC131800; FLJ25475; SDCCAG31; p51NOX; NY-CO-310.0001156 0.00224042 1.51996823

FBXL2 NM_012157.2 FBXL2 3 Homo sapiens F-box and leucine-rich repeat protein 2 (FBXL2), mRNA.FBL2; FBL3; DKFZP564P06220.00014041 0.00256726 1.51784325

TBC1D16 NM_019020.2 TBC1D16 17 Homo sapiens TBC1 domain family, member 16 (TBC1D16), mRNA.FLJ20748; MGC250620.00389128 0.0225548 1.51735039

IDH2 NM_002168.2 IDH2 15 Homo sapiens isocitrate dehydrogenase 2 (NADP+), mitochondrial (IDH2), nuclear gene encoding mitochondrial protein, mRNA.ICD-M; IDHM; IDH; IDP; mNADP-IDH7.3689E-06 0.00038763 1.51478339

ACTA2 NM_001613.1 ACTA2 10 Homo sapiens actin, alpha 2, smooth muscle, aorta (ACTA2), mRNA.ACTSA 3.6865E-05 0.00107639 1.51022973

LOC730262 XM_371302.3 LOC730262 1 PREDICTED: Homo sapiens similar to peptidylprolyl isomerase A (cyclophilin A)-like 4 (LOC730262), mRNA.0.01148957 0.04692106 1.50971763

GPR108 NM_001080452.1GPR108 19 Homo sapiens G protein-coupled receptor 108 (GPR108), transcript variant 1, mRNA.LUSTR2; MGC143930.00220585 0.01547129 1.50848298

GOLGA8G NM_001012420.2GOLGA8G 15 Homo sapiens golgi autoantigen, golgin subfamily a, 8G (GOLGA8G), mRNA.DKFZp434K052 0.0072742 0.03456156 1.50844244

NEURL1B NM_001142651.1NEURL1B 5 Homo sapiens neuralized homolog 1B (Drosophila) (NEURL1B), mRNA.2.6443E-05 0.00086125 1.50810869

CYB5R1 NM_016243.2 CYB5R1 1 Homo sapiens cytochrome b5 reductase 1 (CYB5R1), mRNA.B5R.1; NQO3A2; humb5R20.00190126 0.01405642 1.50808652

ACY1 NM_000666.1 ACY1 3 Homo sapiens aminoacylase 1 (ACY1), mRNA.ACY1D; ACYLASE0.0002562 0.00385928 1.50701759

CBX7 NM_175709.2 CBX7 22 Homo sapiens chromobox homolog 7 (CBX7), mRNA.0.00025426 0.00384749 1.50644544

DFNA5 NM_004403.1 DFNA5 7 Homo sapiens deafness, autosomal dominant 5 (DFNA5), transcript variant 1, mRNA.ICERE-1 5.0533E-06 0.00031012 1.50474167

GRIN1 NM_000832.5 GRIN1 9 Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), transcript variant NR1-1, mRNA.NMDAR1; NMDA1; NR18.0016E-05 0.001736 1.50311803

ATXN1 NM_000332.2 ATXN1 6 Homo sapiens ataxin 1 (ATXN1), mRNA.SCA1; D6S504E; ATX10.00013369 0.00249246 1.49999647

CEBPA NM_004364.2 CEBPA 19 Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), mRNA.CEBP; C/EBP-alpha0.00358633 0.02148232 1.49890766

SLC7A11 NM_014331.2 SLC7A11 4 Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ system) member 11 (SLC7A11), mRNA.CCBR1; xCT 0.00352519 0.02122157 1.49839954

CDC14B NM_033332.1 CDC14B 9 Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) (CDC14B), transcript variant 3, mRNA.CDC14B3; hCDC14B; Cdc14B1; Cdc14B29.4199E-05 0.00196029 1.49798776

C2orf7 NM_032319.1 C2ORF7 2 Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA.PAP21; MGC130040.00324595 0.01998528 1.49730052

TTYH3 NM_025250.2 TTYH3 7 Homo sapiens tweety homolog 3 (Drosophila) (TTYH3), mRNA.KIAA1691 0.00024268 0.00372772 1.49620775

TM2D2 NM_078473.2 TM2D2 8 Homo sapiens TM2 domain containing 2 (TM2D2), transcript variant 1, mRNA.MGC125814; BLP1; MGC1258130.0102209 0.04357936 1.4893068

ZNF18 NM_144680.2 ZNF18 17 Homo sapiens zinc finger protein 18 (ZNF18), mRNA.KOX11; ZKSCAN6; HDSG1; ZNF535; Zfp5350.00838033 0.03804442 1.48149525

NOV NM_002514.2 NOV 8 Homo sapiens nephroblastoma overexpressed gene (NOV), mRNA.IGFBP9; NOVH; CCN30.00853359 0.03856845 1.47793239

CORIN NM_006587.2 CORIN 4 Homo sapiens corin, serine peptidase (CORIN), mRNA.Lrp4; TMPRSS10; MGC119742; CRN; ATC20.00088584 0.00854011 1.47204051

C11orf67 NM_024684.2 C11ORF67 11 Homo sapiens chromosome 11 open reading frame 67 (C11orf67), mRNA.FLJ21035; MGC3367; PTD0156.36E-06 0.00034838 1.46929452

SORT1 NM_002959.4 SORT1 1 Homo sapiens sortilin 1 (SORT1), mRNA.NT3; Gp95 4.3165E-06 0.00028187 1.46911692

GRAMD4 NM_015124.2 GRAMD4 22 Homo sapiens GRAM domain containing 4 (GRAMD4), mRNA.KIAA0767; MGC90497; MGC149847; dJ439F8.1; dA59H18.10.00716938 0.0342724 1.46658714

ZNF45 NM_003425.2 ZNF45 19 Homo sapiens zinc finger protein 45 (ZNF45), mRNA.KOX5; ZNF13 0.00272478 0.01774921 1.46546769

TUFT1 NM_020127.1 TUFT1 1 Homo sapiens tuftelin 1 (TUFT1), mRNA.4.7102E-05 0.00126394 1.46400374

KDM5B NM_006618.3 KDM5B 1 Homo sapiens lysine (K)-specific demethylase 5B (KDM5B), mRNA.FLJ23670; FLJ12491; RBBP2H1A; KDM5B; PLU-1; FLJ12459; FLJ10538; FLJ16281; PUT15.6779E-05 0.00141212 1.46006336

DNM2 NM_004945.2 DNM2 19 Homo sapiens dynamin 2 (DNM2), transcript variant 3, mRNA.CMTDI1; CMTDIB; DYNII; DYN2; DI-CMTB0.00073164 0.00748926 1.45466053

LOC100133578XM_001714539.1LOC100133578 PREDICTED: Homo sapiens similar to acetylserotonin O-methyltransferase-like (LOC100133578), mRNA.0.00480396 0.02589725 1.45220124

FAM176A NM_001135032.1FAM176A 2 Homo sapiens family with sequence similarity 176, member A (FAM176A), transcript variant 1, mRNA.0.00896536 0.0399076 1.45155421

EXT1 NM_000127.2 EXT1 8 Homo sapiens exostoses (multiple) 1 (EXT1), mRNA.ttv; EXT 0.00042134 0.00527414 1.44817198

PEX6 NM_000287.2 PEX6 6 Homo sapiens peroxisomal biogenesis factor 6 (PEX6), mRNA.PAF-2; PAF2; PXAAA10.0005661 0.00634878 1.4465847

LOC653438 XM_929895.1 LOC653438 1 PREDICTED: Homo sapiens similar to CG33096-PB, isoform B, transcript variant 1 (LOC653438), mRNA.0.00380422 0.0222153 1.44652623

TERC NR_001566.1 TERC 3 Homo sapiens telomerase RNA component (TERC), telomerase RNA.TRC3; TR; hTR; SCARNA197.5715E-05 0.00167279 1.44566043

ANKRD20A1 NM_001012421.1ANKRD20A1 Homo sapiens ankyrin repeat domain 20 family, member A1 (ANKRD20A1), mRNA.DKFZp434A171; ANKRD20A0.00104484 0.00951265 1.44543677

NBPF9 XM_933968.1 NBPF9 1 PREDICTED: Homo sapiens neuroblastoma breakpoint family, member 9, transcript variant 3 (NBPF9), mRNA.0.01069787 0.04474945 1.4441374

LOC728686 XR_038523.1 LOC728686 PREDICTED: Homo sapiens misc_RNA (LOC728686), miscRNA.0.00732633 0.03474699 1.4383179

FIG4 NM_014845.4 FIG4 6 Homo sapiens FIG4 homolog (S. cerevisiae) (FIG4), mRNA.SAC3; RP1-249I4.1; hSac3; dJ249I4.1; KIAA02740.00028386 0.00409897 1.43524054

AKAP8L NM_014371.2 AKAP8L 19 Homo sapiens A kinase (PRKA) anchor protein 8-like (AKAP8L), mRNA.HAP95; NAKAP95; DKFZp434L0650; NAKAP0.01025297 0.04367396 1.43269946

RPL28 NM_000991.3 RPL28 19 Homo sapiens ribosomal protein L28 (RPL28), mRNA.FLJ43307 0.00121626 0.01051713 1.43202424

PVRL2 NM_001042724.1PVRL2 19 Homo sapiens poliovirus receptor-related 2 (herpesvirus entry mediator B) (PVRL2), transcript variant delta, mRNA.PVRR2; HVEB; PRR2; CD1120.00014577 0.00263257 1.42639684

PRKCZ NM_001033581.1PRKCZ 1 Homo sapiens protein kinase C, zeta (PRKCZ), transcript variant 2, mRNA.PKC2 0.00166265 0.01285883 1.42554986

CADM4 NM_145296.1 CADM4 19 Homo sapiens cell adhesion molecule 4 (CADM4), mRNA.Necl-4; TSLL2; IGSF4C; synCAM40.0018444 0.01375103 1.42481814

ARL4A NM_001037164.1ARL4A 7 Homo sapiens ADP-ribosylation factor-like 4A (ARL4A), transcript variant 3, mRNA.ARL4 0.00124611 0.01065018 1.42213351

ITFG3 NM_032039.1 ITFG3 16 Homo sapiens integrin alpha FG-GAP repeat containing 3 (ITFG3), mRNA.FLJ32603; DKFZP761D0211; gene +108; C16orf9; gs190.00054508 0.00621289 1.41692602

LOC399965 XR_036921.1 LOC399965 PREDICTED: Homo sapiens misc_RNA (LOC399965), miscRNA.2.5558E-05 0.00083861 1.41673844

HSDL2 NM_032303.2 HSDL2 9 Homo sapiens hydroxysteroid dehydrogenase like 2 (HSDL2), mRNA.MGC10940; C9orf99; FLJ258551.9899E-05 0.00073273 1.41581932

LOC284701 XM_935939.1 LOC284701 PREDICTED: Homo sapiens hypothetical protein LOC284701, transcript variant 8 (LOC284701), mRNA.0.00926079 0.04081152 1.40958096

EMR2 NM_152916.1 EMR2 19 Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 2 (EMR2), transcript variant 2, mRNA.CD312; DKFZp781B1350.00384418 0.0223502 1.40955089

ABHD12 NM_001042472.1ABHD12 20 Homo sapiens abhydrolase domain containing 12 (ABHD12), transcript variant 1, mRNA.DKFZP434P106; dJ965G21.2; C20orf22; ABHD12A; BEM46L20.00712827 0.03413742 1.40501039

RNF165 NM_152470.2 RNF165 18 Homo sapiens ring finger protein 165 (RNF165), mRNA.0.00194286 0.01419768 1.4047494

TRIM5 NM_033092.1 TRIM5 11 Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant gamma, mRNA.RNF88; TRIM5alpha0.00757241 0.03555786 1.40250119

MPZL1 NM_024569.3 MPZL1 1 Homo sapiens myelin protein zero-like 1 (MPZL1), transcript variant 2, mRNA.PZR; PZRa; PZRb; FLJ21047; PZR1b0.00027253 0.00400959 1.40122816

NUDT18 NM_024815.2 NUDT18 8 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 18 (NUDT18), mRNA.FLJ22494 0.00025166 0.00383013 1.40044144

ASAP3 NM_017707.2 ASAP3 1 Homo sapiens ArfGAP with SH3 domain, ankyrin repeat and PH domain 3 (ASAP3), mRNA.CENTB6; ACAP4; FLJ20199; UPLC1; ASAP38.8279E-06 0.00042865 1.39817407

HLA-G NM_002127.3 HLA-G 6 Homo sapiens HLA-G histocompatibility antigen, class I, G (HLA-G), mRNA.MHC-G 0.0112994 0.04633 1.39769334

LQK1 XR_041452.1 LQK1 1 PREDICTED: Homo sapiens misc_RNA (LQK1), miscRNA.0.00475813 0.02570241 1.39699096
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TTPAL NM_024331.2 TTPAL 20 Homo sapiens tocopherol (alpha) transfer protein-like (TTPAL), transcript variant 2, mRNA.DKFZp686E0870; MGC24700.00050968 0.00593705 1.39518881

CRIPAK NM_175918.2 CRIPAK 4 Homo sapiens cysteine-rich PAK1 inhibitor (CRIPAK), mRNA.FLJ34443 0.00054199 0.00619897 1.39517762

MTF1 NM_005955.1 MTF1 1 Homo sapiens metal-regulatory transcription factor 1 (MTF1), mRNA.MGC23036; ZRF; MTF-10.00252377 0.01688799 1.39297118

FAM69B XM_942503.1 FAM69B PREDICTED: Homo sapiens family with sequence similarity 69, member B (FAM69B), mRNA.0.00022241 0.00347679 1.39253827

FYCO1 NM_024513.1 FYCO1 3 Homo sapiens FYVE and coiled-coil domain containing 1 (FYCO1), mRNA.FLJ13335; RUFY3; ZFYVE7; MGC126517; MGC1265193.4148E-05 0.00102412 1.39250427

SLC9A1 NM_003047.2 SLC9A1 1 Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), member 1 (SLC9A1), mRNA.APNH; FLJ42224; NHE10.00045241 0.00552732 1.39089692

FBXO2 NM_183412.2 FBXO2 1 Homo sapiens F-box protein 2 (FBXO2), mRNA.Fbs1; FBG1; FBX2; NFB425.3861E-06 0.00032017 1.38590586

TMEM175 NM_032326.2 TMEM175 4 Homo sapiens transmembrane protein 175 (TMEM175), mRNA.MGC4618 6.7113E-05 0.00156079 1.38272906

SCARNA16 NR_003013.1 SCARNA16 17 Homo sapiens small Cajal body-specific RNA 16 (SCARNA16), guide RNA.ACA47 0.00192679 0.01412692 1.37990327

RAB24 NM_001031677.1RAB24 5 Homo sapiens RAB24, member RAS oncogene family (RAB24), transcript variant 1, mRNA.0.00061615 0.00668929 1.37969045

TMEM120A NM_031925.1 TMEM120A 7 Homo sapiens transmembrane protein 120A (TMEM120A), mRNA.TMPIT 0.00021751 0.00342434 1.37932841

MICA NM_000247.1 MICA 6 Homo sapiens MHC class I polypeptide-related sequence A (MICA), mRNA.PERB11.1; MGC1110870.00422728 0.02383533 1.37812011

RELL1 NM_001085400.1RELL1 4 Homo sapiens RELT-like 1 (RELL1), transcript variant 1, mRNA.MGC50583; FLJ217780.00093136 0.00881239 1.3766411

C15orf21 NM_001005269.1C15ORF21 15 Homo sapiens chromosome 15 open reading frame 21 (C15orf21), transcript variant 2, mRNA.D-PCa-2; FLJ394260.00349748 0.02111231 1.37547373

SIPA1L2 NM_020808.1 SIPA1L2 1 Homo sapiens signal-induced proliferation-associated 1 like 2 (SIPA1L2), mRNA.SPAL2; FLJ23126; KIAA1389; FLJ236320.00040848 0.00517177 1.37428482

WIPI1 NM_017983.3 WIPI1 Homo sapiens WD repeat domain, phosphoinositide interacting 1 (WIPI1), mRNA.WIPI49; FLJ10055; Atg180.00043714 0.00539544 1.3739424

HEXDC NM_173620.1 HEXDC 17 Homo sapiens hexosaminidase (glycosyl hydrolase family 20, catalytic domain) containing (HEXDC), mRNA.FLJ23825 0.00702963 0.03378706 1.37293798

FLJ10213 NM_018029.3 FLJ10213 3 Homo sapiens hypothetical protein FLJ10213 (FLJ10213), mRNA.0.00181197 0.01363971 1.37261747

ABCB9 NM_203444.1 ABCB9 12 Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 (ABCB9), transcript variant 4, mRNA.TAPL; KIAA1520; EST1222343.3124E-05 0.00099794 1.37127348

VASN NM_138440.1 VASN 16 Homo sapiens vasorin (VASN), mRNA.SLITL2 2.2722E-05 0.00078439 1.3698102

ZSWIM6 XM_035299.7 ZSWIM6 5 PREDICTED: Homo sapiens zinc finger, SWIM-type containing 6 (ZSWIM6), mRNA.0.00264628 0.01741761 1.36976195

Hs.4988 HS.4988 2 Homo sapiens mRNA; cDNA DKFZp686B24166 (from clone DKFZp686B24166)0.00015246 0.00269832 1.36905436

SREBF1 NM_004176.3 SREBF1 17 Homo sapiens sterol regulatory element binding transcription factor 1 (SREBF1), transcript variant 2, mRNA.SREBP1 1.5998E-06 0.00016439 1.36672147

KRT8P9 XR_017231.2 KRT8P9 15 PREDICTED: Homo sapiens misc_RNA (KRT8P9), miscRNA.4.4434E-05 0.00122202 1.36632556

UNC5A NM_133369.2 UNC5A 5 Homo sapiens unc-5 homolog A (C. elegans) (UNC5A), mRNA.UNC5H1; FLJ16449; KIAA19760.00033373 0.00453273 1.3660458

RN5S9 NR_023371.1 RN5S9 1 Homo sapiens RNA, 5S ribosomal 9 (RN5S9), ribosomal RNA.0.00078054 0.00783261 1.36558519

GBF1 NM_004193.1 GBF1 10 Homo sapiens golgi-specific brefeldin A resistant guanine nucleotide exchange factor 1 (GBF1), mRNA.KIAA0248; MGC134878; FLJ21500; MGC134877; FLJ212630.01045295 0.04408665 1.36510932

PQLC3 NM_152391.2 PQLC3 2 Homo sapiens PQ loop repeat containing 3 (PQLC3), mRNA.C2orf22; MGC336021.5196E-06 0.00015737 1.36468336

CDK5 NM_004935.2 CDK5 7 Homo sapiens cyclin-dependent kinase 5 (CDK5), mRNA.PSSALRE 2.8339E-05 0.00089872 1.36419016

ETS1 NM_005238.2 ETS1 11 Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) (ETS1), mRNA.FLJ10768; ETS-1; EWSR29.1167E-05 0.00192437 1.36079692

C6orf203 NM_016487.2 C6ORF203 6 Homo sapiens chromosome 6 open reading frame 203 (C6orf203), mRNA.RP11-59I9.1; FLJ34245; PRED31; HSPC2300.00117546 0.01027832 1.35698843

CTSD NM_001909.3 CTSD 11 Homo sapiens cathepsin D (CTSD), mRNA.CLN10; MGC2311; CPSD0.00191909 0.01410171 1.35641498

Hs.19339 HS.19339 3 Homo sapiens cDNA clone IMAGE:52631770.00010608 0.00211451 1.35611417

CELSR2 NM_001408.1 CELSR2 1 Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 2 (flamingo homolog, Drosophila) (CELSR2), mRNA.CDHF10; FLJ42737; Flamingo1; MEGF3; KIAA0279; EGFL2; FLJ34118; FLJ45845; FLJ451430.0092653 0.0408178 1.35547537

ANXA2P3 NR_001446.1 ANXA2P3 10 Homo sapiens annexin A2 pseudogene 3 (ANXA2P3), non-coding RNA.ANX2L3; LIP2; LPC2C; ANX2P30.00228023 0.0157595 1.35231812

GPC4 NM_001448.2 GPC4 X Homo sapiens glypican 4 (GPC4), mRNA.K-glypican 7.8179E-05 0.00171297 1.35224801

SEMA4F NM_004263.2 SEMA4F 2 Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4F (SEMA4F), mRNA.PRO2353; M-SEMA; SEMAM; m-Sema M; SEMAW; m-Sema-M0.0002474 0.00378267 1.3518269

C4orf48 NM_001141936.1C4ORF48 4 Homo sapiens chromosome 4 open reading frame 48 (C4orf48), mRNA.0.00137837 0.01130671 1.3503732

LOC441019 XM_498969.2 LOC441019 4 PREDICTED: Homo sapiens hypothetical LOC441019 (LOC441019), mRNA.0.00492187 0.02625526 1.34950201

Hs.570988 HS.570988 5 Homo sapiens primary neuroblastoma cDNA, clone:Nbla10111, full insert sequence0.00189719 0.014042 1.34623568

ACOT11 NM_015547.2 ACOT11 1 Homo sapiens acyl-CoA thioesterase 11 (ACOT11), transcript variant 1, mRNA.BFIT2; BFIT1; THEA; THEM1; BFIT; KIAA0707; STARD140.00117681 0.01027652 1.34287074

STX12 NM_177424.1 STX12 1 Homo sapiens syntaxin 12 (STX12), mRNA.STX14; MGC51957; STX130.00235779 0.01613568 1.34171484

SCARNA14 NR_004388.1 SCARNA14 15 Homo sapiens small Cajal body-specific RNA 14 (SCARNA14), guide RNA.U100 0.00152236 0.01216419 1.33980028

PTGES NM_004878.3 PTGES 9 Homo sapiens prostaglandin E synthase (PTGES), mRNA.mPGES-1; MGST1L1; MGST1-L1; PIG12; TP53I12; MGST-IV; PP102; MGC10317; PGES; PP12940.00286718 0.01834333 1.33968338

BNIP3L NM_004331.2 BNIP3L 8 Homo sapiens BCL2/adenovirus E1B 19kDa interacting protein 3-like (BNIP3L), mRNA.BNIP3a; NIX 0.00027615 0.00404045 1.33899757

CLYBL NM_138280.3 CLYBL 13 Homo sapiens citrate lyase beta like (CLYBL), transcript variant 1, mRNA.bA134O15.1; CLB8.0784E-05 0.00174693 1.33818192

UBL7 NM_032907.3 UBL7 15 Homo sapiens ubiquitin-like 7 (bone marrow stromal cell-derived) (UBL7), transcript variant 1, mRNA.TCBA1; MGC14421; BMSC-UbP0.00173986 0.01330076 1.33749556

TBC1D2B NM_015079.2 TBC1D2B 15 Homo sapiens TBC1 domain family, member 2B (TBC1D2B), mRNA.KIAA1055; FLJ201660.00373288 0.02194372 1.33632061

APLP2 NM_001642.1 APLP2 11 Homo sapiens amyloid beta (A4) precursor-like protein 2 (APLP2), mRNA.CDEBP; APPH; APPL25.6228E-05 0.00140899 1.33326048

Hs.371609 HS.371609 3 Homo sapiens cDNA clone IMAGE:52612130.00019064 0.00312758 1.33321705

LOC100132535XR_038464.1 LOC100132535 PREDICTED: Homo sapiens misc_RNA (LOC100132535), miscRNA.0.0009008 0.0086217 1.3309273

MAP1LC3B NM_022818.3 MAP1LC3B 16 Homo sapiens microtubule-associated protein 1 light chain 3 beta (MAP1LC3B), mRNA.MAP1A/1BLC3 2.9077E-06 0.00022541 1.32581742

KLHL24 NM_017644.3 KLHL24 3 Homo sapiens kelch-like 24 (Drosophila) (KLHL24), mRNA.FLJ25796; KRIP6; DRE10.00487312 0.02611078 1.32508904

LEPRE1 NM_022356.2 LEPRE1 1 Homo sapiens leucine proline-enriched proteoglycan (leprecan) 1 (LEPRE1), mRNA.P3H1; MGC117314; GROS10.00252038 0.01688233 1.32508389

CYFIP2 NM_001037333.1CYFIP2 5 Homo sapiens cytoplasmic FMR1 interacting protein 2 (CYFIP2), transcript variant 1, mRNA.PIR121 6.6299E-05 0.00155827 1.32419311

PMVK NM_006556.2 PMVK 1 Homo sapiens phosphomevalonate kinase (PMVK), mRNA.PMKASE; HUMPMKI; PMK; PMKA0.004864 0.02609353 1.32207854

TMEM30A NM_018247.2 TMEM30A 6 Homo sapiens transmembrane protein 30A (TMEM30A), mRNA.FLJ10856; C6orf67; CDC50A0.00027765 0.00404895 1.32090013

LSR NM_205834.2 LSR 19 Homo sapiens lipolysis stimulated lipoprotein receptor (LSR), transcript variant 2, mRNA.MGC48312; LISCH7; MGC48503; MGC106590.00044134 0.00543218 1.31976807

SYT7 XM_943690.1 SYT7 PREDICTED: Homo sapiens synaptotagmin VII, transcript variant 4 (SYT7), mRNA.0.00782245 0.0363585 1.31823425

GSDMB NM_018530.1 GSDMB 17 Homo sapiens gasdermin B (GSDMB), transcript variant 1, mRNA.PRO2521; PP40523.7351E-05 0.00108343 1.31706423

C20orf94 NM_001009608.1C20ORF94 20 Homo sapiens chromosome 20 open reading frame 94 (C20orf94), mRNA.dJ1099D15.3; bA204H22.1; bA254M13.10.0110749 0.0457491 1.31613819

TBC1D8 NM_007063.2 TBC1D8 Homo sapiens TBC1 domain family, member 8 (with GRAM domain) (TBC1D8), mRNA.AD3; VRP; HBLP10.0046762 0.02539442 1.31270482

JUP NM_021991.1 JUP 17 Homo sapiens junction plakoglobin (JUP), transcript variant 2, mRNA.PKGB; CTNNG; ARVD12; PDGB; DPIII; DP31.99E-06 0.00018319 1.31182959

COPG2 NM_012133.2 COPG2 7 Homo sapiens coatomer protein complex, subunit gamma 2 (COPG2), mRNA.FLJ11781; 2-COP0.01158063 0.04716218 1.3115124

CBARA1 NM_006077.1 CBARA1 10 Homo sapiens calcium binding atopy-related autoantigen 1 (CBARA1), mRNA.CALC; EFHA3; DKFZp564C246; FLJ126840.00178859 0.01351741 1.31125028

PIP5K1C NM_012398.1 PIP5K1C 19 Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type I, gamma (PIP5K1C), mRNA.PIP5Kgamma; PIP5K-GAMMA; KIAA05890.00165935 0.01284835 1.30812392

MAP3K1 XM_042066.10MAP3K1 5 Homo sapiens mitogen-activated protein kinase kinase kinase 1 (MAP3K1), mRNA.MAPKKK1; MEKK1; MEKK0.0014389 0.01168038 1.3052779

PIH1D1 NM_017916.1 PIH1D1 19 Homo sapiens PIH1 domain containing 1 (PIH1D1), mRNA.NOP17; FLJ206430.00055868 0.00628151 1.30492279

VPS16 NM_080413.1 VPS16 20 Homo sapiens vacuolar protein sorting 16 homolog (S. cerevisiae) (VPS16), transcript variant 1, mRNA.hVPS16 0.00120653 0.01046031 1.30336982

COL4A5 NM_033381.1 COL4A5 X Homo sapiens collagen, type IV, alpha 5 (COL4A5), transcript variant 1, mRNA.MGC42377; ATS; MGC167109; CA54; ASLN0.01020489 0.04355312 1.30264314
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HIF1AN NM_017902.1 HIF1AN 10 Homo sapiens hypoxia inducible factor 1, alpha subunit inhibitor (HIF1AN), mRNA.DKFZp762F1811; FIH1; FLJ22027; FLJ206150.00059067 0.00653578 1.30103049

CITED2 NM_006079.3 CITED2 6 Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 2 (CITED2), transcript variant 1, mRNA.P35SRJ; MRG1 2.375E-05 0.00080934 1.30029566

PHTF1 NM_006608.1 PHTF1 1 Homo sapiens putative homeodomain transcription factor 1 (PHTF1), mRNA.PHTF 0.00506024 0.02687443 1.30002279

OSBPL2 NM_144498.1 OSBPL2 20 Homo sapiens oxysterol binding protein-like 2 (OSBPL2), transcript variant 2, mRNA.MGC4307; KIAA0772; ORP2; MGC8342; FLJ20223; ORP-20.0018597 0.01383403 1.29932281

TMEM132A NM_178031.2 TMEM132A 11 Homo sapiens transmembrane protein 132A (TMEM132A), transcript variant 2, mRNA.DKFZp547E212; HSPA5BP1; FLJ20539; GBP; MGC1386698.0068E-05 0.00173428 1.29927478

TMEM106B NM_018374.2 TMEM106B 7 Homo sapiens transmembrane protein 106B (TMEM106B), mRNA.FLJ11273; MGC337270.00256981 0.01709252 1.29882786

PNPLA2 NM_020376.2 PNPLA2 11 Homo sapiens patatin-like phospholipase domain containing 2 (PNPLA2), mRNA.PEDF-R; FP17548; TTS2; TTS-2.2; ATGL; DKFZp667M109; 1110001C14Rik0.00145408 0.01178919 1.29500408

PLOD2 NM_182943.2 PLOD2 3 Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase 2 (PLOD2), transcript variant 2, mRNA.LH2; TLH 1.8211E-05 0.00068775 1.29460942

CCPG1 NM_004748.3 CCPG1 15 Homo sapiens cell cycle progression 1 (CCPG1), transcript variant 2, mRNA.KIAA1254; CPR80.00384723 0.02235814 1.29366296

ADD3 NM_019903.3 ADD3 10 Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 2, mRNA.ADDL 8.6293E-05 0.00184797 1.29295207

FER NM_005246.1 FER 5 Homo sapiens fer (fps/fes related) tyrosine kinase (FER), mRNA.TYK3 0.00101324 0.00932101 1.28988872

FLJ20021 XM_028217.4 FLJ20021 4 PREDICTED: Homo sapiens hypothetical LOC90024 (FLJ20021), mRNA.4.6451E-05 0.00125663 1.28954178

AFTPH NM_017657.3 AFTPH 2 Homo sapiens aftiphilin (AFTPH), transcript variant 2, mRNA.MGC33965; FLJ23793; Nbla10388; FLJ200800.00398104 0.02290479 1.28936861

SEC22B NM_004892.3 SEC22B 1 Homo sapiens SEC22 vesicle trafficking protein homolog B (S. cerevisiae) (SEC22B), mRNA.SEC22L1; ERS-240.00139582 0.01140755 1.28895839

HYDIN NM_017558.2 HYDIN 16 Homo sapiens hydrocephalus inducing homolog (mouse) (HYDIN), transcript variant 2, mRNA.FLJ14665; KIAA1864; FLJ12871; HYDIN1; DKFZp434D0513; DKFZp434L08500.00471586 0.02554696 1.28859723

CBX4 NM_003655.2 CBX4 17 Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4), mRNA.NBP16; PC2; hPC20.0010001 0.00925788 1.28812345

PPM1H XM_939302.1 PPM1H 12 Homo sapiens protein phosphatase 1H (PP2C domain containing) (PPM1H), mRNA.KIAA1157; FLJ13253; ARHCL10.00219603 0.01543508 1.28769933

RILPL2 NM_145058.1 RILPL2 12 Homo sapiens Rab interacting lysosomal protein-like 2 (RILPL2), mRNA.FLJ30380; MGC7036; FLJ323720.01122872 0.04614009 1.28748078

LOC340598 XM_926996.1 LOC340598 X PREDICTED: Homo sapiens similar to Keratin, type I cytoskeletal 18 (Cytokeratin-18) (CK-18) (Keratin-18) (K18) (LOC340598), mRNA.0.00026802 0.00396974 1.28742016

HIST1H1C NM_005319.3 HIST1H1C 6 Homo sapiens histone cluster 1, H1c (HIST1H1C), mRNA.MGC3992; H1F2; H1.20.00065875 0.00698594 1.28736095

C2orf64 NM_001008215.1C2ORF64 2 Homo sapiens chromosome 2 open reading frame 64 (C2orf64), mRNA.6330578E17Rik; MGC521100.00088273 0.00853494 1.28721625

CPSF3L NM_017871.3 CPSF3L 1 Homo sapiens cleavage and polyadenylation specific factor 3-like (CPSF3L), mRNA.RC68; RC-68; INTS11; FLJ13294; CPSF73L; FLJ20542; INT110.00038061 0.00497084 1.28713987

RAPGEF2 NM_014247.2 RAPGEF2 4 Homo sapiens Rap guanine nucleotide exchange factor (GEF) 2 (RAPGEF2), mRNA. XM_944403 XM_944410 XM_944412RA-GEF; PDZGEF1; Rap-GEP; CNrasGEF; Rap GEP; PDZ-GEF10.00132076 0.01105999 1.28649281

PPL NM_002705.3 PPL 16 Homo sapiens periplakin (PPL), mRNA.MGC134872; KIAA05680.00366058 0.02178925 1.28640266

PEX16 NM_004813.1 PEX16 11 Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, mRNA.0.00667146 0.03253748 1.28638848

FLJ22795 NM_025084.1 FLJ22795 15 Homo sapiens hypothetical protein FLJ22795 (FLJ22795), mRNA.0.00153795 0.01223717 1.28615868

FAM13B NM_001101800.1FAM13B 5 Homo sapiens family with sequence similarity 13, member B (FAM13B), transcript variant 2, mRNA.KHCHP; MGC57159; FLJ26735; DKFZp667F249; N610.00099789 0.00925688 1.28613331

ANKDD1A NM_182703.2 ANKDD1A 15 Homo sapiens ankyrin repeat and death domain containing 1A (ANKDD1A), mRNA.MGC120306; FLJ25870; MGC120307; MGC1203050.00039217 0.00504224 1.28611686

BTBD10 NM_032320.4 BTBD10 11 Homo sapiens BTB (POZ) domain containing 10 (BTBD10), mRNA.MGC13007; GMRP-1; GMRP10.0001878 0.00309632 1.28610786

CDCP1 NM_022842.3 CDCP1 3 Homo sapiens CUB domain containing protein 1 (CDCP1), transcript variant 1, mRNA.SIMA135; TRASK; CD3180.00049317 0.00582148 1.28602895

FUCA1 NM_000147.2 FUCA1 1 Homo sapiens fucosidase, alpha-L- 1, tissue (FUCA1), mRNA.5.2671E-06 0.00031593 1.28598802

SNORD3D NR_006882.1 SNORD3D 17 Homo sapiens small nucleolar RNA, C/D box 3D (SNORD3D), small nucleolar RNA.U3-4 0.00018389 0.00306232 1.28509046

PMS2L4 NR_022007.1 PMS2L4 7 Homo sapiens postmeiotic segregation increased 2-like 4 pseudogene (PMS2L4), non-coding RNA.0.00489102 0.02614327 1.28467802

MXD4 NM_006454.2 MXD4 4 Homo sapiens MAX dimerization protein 4 (MXD4), mRNA.MSTP149; MAD4; MST1497.9836E-05 0.00174064 1.28426371

PTK7 NM_152880.2 PTK7 6 Homo sapiens PTK7 protein tyrosine kinase 7 (PTK7), transcript variant PTK7-2, mRNA.CCK4 0.00170683 0.01311634 1.28338688

AFF4 NM_014423.2 AFF4 5 Homo sapiens AF4/FMR2 family, member 4 (AFF4), mRNA.AF5Q31; MGC75036; MCEF0.00788997 0.03658254 1.28289574

RETSAT NM_017750.2 RETSAT 2 Homo sapiens retinol saturase (all-trans-retinol 13,14-reductase) (RETSAT), mRNA.FLJ20296 0.00081833 0.00809533 1.28278644

KLHL29 XM_001717454.1KLHL29 2 PREDICTED: Homo sapiens kelch-like 29 (Drosophila) (KLHL29), mRNA.0.00048808 0.00579233 1.28252116

DDB2 NM_000107.1 DDB2 11 Homo sapiens damage-specific DNA binding protein 2, 48kDa (DDB2), mRNA.FLJ34321 0.00549634 0.02854998 1.27987752

TPMT NM_000367.2 TPMT 6 Homo sapiens thiopurine S-methyltransferase (TPMT), mRNA.0.00179704 0.01355807 1.27933

TNFAIP1 NM_021137.3 TNFAIP1 17 Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) (TNFAIP1), mRNA.EDP1; B61; B12; MGC23170.0005821 0.00646794 1.2788571

CSRP1 NM_004078.1 CSRP1 1 Homo sapiens cysteine and glycine-rich protein 1 (CSRP1), mRNA.CRP; CRP1; DKFZp686M148; D1S181E; CSRP; CYRP5.3021E-05 0.00135685 1.27884863

RIOK3 NM_003831.2 RIOK3 18 Homo sapiens RIO kinase 3 (yeast) (RIOK3), transcript variant 1, mRNA.DKFZp779L1370; SUDD5.8505E-05 0.00142826 1.27777901

TMC6 NM_007267.5 TMC6 17 Homo sapiens transmembrane channel-like 6 (TMC6), mRNA.LAK-4P; EVIN1; EV1; EVER10.00058917 0.00652466 1.27714636

CSRNP2 NM_030809.1 CSRNP2 12 Homo sapiens cysteine-serine-rich nuclear protein 2 (CSRNP2), mRNA.FLJ25576; C12orf2; TAIP-12; C12orf220.00761306 0.03567292 1.27594873

RNFT2 NM_032814.3 RNFT2 12 Homo sapiens ring finger protein, transmembrane 2 (RNFT2), transcript variant 2, mRNA.FLJ14627; TMEM1180.00010367 0.0020854 1.27586413

EPHA1 NM_005232.3 EPHA1 7 Homo sapiens EPH receptor A1 (EPHA1), mRNA.EPHT; MGC163163; EPHT1; EPH0.00065777 0.00698671 1.27502823

LAMB1 NM_002291.1 LAMB1 7 Homo sapiens laminin, beta 1 (LAMB1), mRNA.MGC142015; CLM0.01095442 0.04539288 1.27306309

MTMR11 NM_006697.1 MTMR11 1 Homo sapiens myotubularin related protein 11 (MTMR11), transcript variant 1, mRNA.CRA; RP11-212K13.10.00341937 0.02076368 1.27298864

S100A14 NM_020672.1 S100A14 1 Homo sapiens S100 calcium binding protein A14 (S100A14), mRNA.S100A15; BCMP840.00094611 0.00892008 1.27291854

PPP2R5A NM_006243.2 PPP2R5A 1 Homo sapiens protein phosphatase 2, regulatory subunit B', alpha isoform (PPP2R5A), mRNA.MGC131915; B56A; PR61A0.0035419 0.02130281 1.27218093

PPP1R13L NM_006663.2 PPP1R13L 19 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 13 like (PPP1R13L), mRNA.IASPP; RAI; iASPP gene; NKIP10.00746666 0.03523604 1.271619

RAB8B NM_016530.2 RAB8B 15 Homo sapiens RAB8B, member RAS oncogene family (RAB8B), mRNA.FLJ38125 0.00408431 0.02326669 1.27142901

RND3 NM_005168.3 RND3 2 Homo sapiens Rho family GTPase 3 (RND3), mRNA.RhoE; Rho8; memB; ARHE0.01009636 0.04321516 1.27088652

HERC1 NM_003922.2 HERC1 15 Homo sapiens hect (homologous to the E6-AP (UBE3A) carboxyl terminus) domain and RCC1 (CHC1)-like domain (RLD) 1 (HERC1), mRNA.p619; p532 0.00395736 0.02280814 1.2707019

KIAA0922 NM_015196.2 KIAA0922 4 Homo sapiens KIAA0922 (KIAA0922), mRNA.FLJ10592; TMEM131L; DKFZp586H13220.00068182 0.00713923 1.26815333

ABCB6 NM_005689.1 ABCB6 2 Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 6 (ABCB6), nuclear gene encoding mitochondrial protein, mRNA.ABC; EST45597; PRP; MTABC3; ABC14; umat; FLJ224140.01228402 0.04906206 1.26763733

KIF3B NM_004798.2 KIF3B 20 Homo sapiens kinesin family member 3B (KIF3B), mRNA.HH0048; KIAA03590.00026279 0.00392298 1.26730429

TRIM66 NM_014818.1 TRIM66 11 Homo sapiens tripartite motif-containing 66 (TRIM66), mRNA.0.00591142 0.02980671 1.26703324

RNU1G2 NR_004426.1 RNU1G2 1 Homo sapiens RNA, U1G2 small nuclear (RNU1G2), small nuclear RNA.U1D2; U1B2; HSD50.00029105 0.00417093 1.26627992

PDGFRL NM_006207.1 PDGFRL 8 Homo sapiens platelet-derived growth factor receptor-like (PDGFRL), mRNA.PRLTS; PDGRL 0.00087288 0.00847684 1.26446045

RNF43 NM_017763.3 RNF43 17 Homo sapiens ring finger protein 43 (RNF43), mRNA.FLJ20315; DKFZp781H0392; URCC; DKFZp781H02126; RNF124; MGC1256300.00821763 0.03751131 1.26428015

RHBDL3 NM_138328.2 RHBDL3 17 Homo sapiens rhomboid, veinlet-like 3 (Drosophila) (RHBDL3), mRNA.RHBDL4; FLJ45582; MGC119300; MGC119301; VRHO0.0097152 0.04222449 1.26251748

TNFRSF25 NM_148973.1 TNFRSF25 1 Homo sapiens tumor necrosis factor receptor superfamily, member 25 (TNFRSF25), transcript variant 10, mRNA.WSL-LR; TNFRSF12; TR3; LARD; DDR3; TRAMP; WSL-1; APO-3; DR30.00720285 0.0343333 1.26103787

GPSM2 NM_013296.3 GPSM2 1 Homo sapiens G-protein signalling modulator 2 (AGS3-like, C. elegans) (GPSM2), mRNA.Pins; LGN 3.7689E-05 0.00108847 1.26096053

NAGK NM_017567.2 NAGK 2 Homo sapiens N-acetylglucosamine kinase (NAGK), mRNA.GNK; HSA2429100.00022196 0.00347786 1.26017915

ARID3A NM_005224.1 ARID3A 19 Homo sapiens AT rich interactive domain 3A (BRIGHT-like) (ARID3A), mRNA.E2FBP1; BRIGHT; DRIL3; DRIL10.00380987 0.0222385 1.26008135

ENTPD8 NM_198585.1 ENTPD8 9 Homo sapiens ectonucleoside triphosphate diphosphohydrolase 8 (ENTPD8), transcript variant 2, mRNA.GLSR2492; UNQ2492; NTPDase-80.00362919 0.02165102 1.25892305

TMEM184B NM_012264.3 TMEM184B 22 Homo sapiens transmembrane protein 184B (TMEM184B), mRNA.DKFZp686N1150; DKFZP586A1024; FM08; DKFZp686F07174; HS5O6A; C22orf50.0014919 0.01200039 1.25699796

SULT1A3 NM_177552.2 SULT1A3 16 Homo sapiens sulfotransferase family, cytosolic, 1A, phenol-preferring, member 3 (SULT1A3), transcript variant 1, mRNA.MGC117469; HAST3; STM; TL-PST; SULT1A4; HAST; ST1A5; M-PST0.00480977 0.025918 1.25672351
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BICD2 NM_001003800.1BICD2 9 Homo sapiens bicaudal D homolog 2 (Drosophila) (BICD2), transcript variant 1, mRNA.bA526D8.1; KIAA06990.00722618 0.03439508 1.25530086

ZNF544 NM_014480.1 ZNF544 19 Homo sapiens zinc finger protein 544 (ZNF544), mRNA.0.00122835 0.01058022 1.25464025

CYB5D2 NM_144611.2 CYB5D2 17 Homo sapiens cytochrome b5 domain containing 2 (CYB5D2), mRNA.MGC32124 0.00253361 0.01693672 1.2545042

KIF1B NM_183416.2 KIF1B 1 Homo sapiens kinesin family member 1B (KIF1B), transcript variant 1, mRNA.KIAA0591; HMSNII; CMT2; FLJ23699; KIAA1448; CMT2A; MGC134844; CMT2A1; KLP0.00195097 0.01422554 1.25286549

CLEC16A NM_015226.1 CLEC16A 16 Homo sapiens C-type lectin domain family 16, member A (CLEC16A), mRNA.KIAA0350; Gop-1; MGC1114570.00088524 0.0085406 1.25270107

INSIG2 NM_016133.2 INSIG2 2 Homo sapiens insulin induced gene 2 (INSIG2), mRNA.MGC26273 0.00154594 0.01227858 1.25234811

MTMR14 NM_022485.2 MTMR14 3 Homo sapiens myotubularin related protein 14 (MTMR14), transcript variant 2, mRNA.FLJ22405; C3orf29; hEDTP; FLJ903110.00061955 0.0067098 1.25170535

PRAF2 NM_007213.1 PRAF2 X Homo sapiens PRA1 domain family, member 2 (PRAF2), mRNA.JM4 0.00217416 0.01531388 1.25124914

CDH1 NM_004360.2 CDH1 16 Homo sapiens cadherin 1, type 1, E-cadherin (epithelial) (CDH1), mRNA.CDHE; Arc-1; UVO; CD324; ECAD; LCAM2.6155E-06 0.00020761 1.25018084

KLF4 NM_004235.3 KLF4 9 Homo sapiens Kruppel-like factor 4 (gut) (KLF4), mRNA.GKLF; EZF 0.00571816 0.02915384 1.24985026

GSR NM_000637.2 GSR 8 Homo sapiens glutathione reductase (GSR), mRNA.MGC78522 0.00550813 0.02858877 1.24918367

DDEF2 NM_003887.1 DDEF2 2 Homo sapiens development and differentiation enhancing factor 2 (DDEF2), mRNA.PAG3; Pap-alpha; SHAG1; FLJ42910; AMAP2; PAP; KIAA0400; CENTB30.00366424 0.02180122 1.24863709

SND1 NM_014390.2 SND1 7 Homo sapiens staphylococcal nuclease and tudor domain containing 1 (SND1), mRNA.TDRD11; p100 4.8543E-05 0.00128441 1.24851831

STAT2 NM_005419.2 STAT2 12 Homo sapiens signal transducer and activator of transcription 2, 113kDa (STAT2), mRNA.ISGF-3; STAT113; MGC59816; P1134.9614E-05 0.00130492 1.24830846

CYB561D1 NM_182580.2 CYB561D1 1 Homo sapiens cytochrome b-561 domain containing 1 (CYB561D1), transcript variant 2, mRNA.0.00272388 0.01775209 1.24822366

TTC15 NM_016030.5 TTC15 2 Homo sapiens tetratricopeptide repeat domain 15 (TTC15), mRNA.FLJ36862; CGI-87; DKFZp547E1070.00602732 0.03025298 1.24734342

TBC1D7 NM_016495.2 TBC1D7 6 Homo sapiens TBC1 domain family, member 7 (TBC1D7), mRNA.DKFZp686N2317; PIG51; FLJ32666; dJ257A7.3; TBC70.00611667 0.03065503 1.24460786

RRM2B NM_015713.3 RRM2B 8 Homo sapiens ribonucleotide reductase M2 B (TP53 inducible) (RRM2B), mRNA.DKFZp686M05248; MGC102856; p53R2; MGC421160.00435335 0.02435963 1.24210331

TMEM63B NM_018426.1 TMEM63B 6 Homo sapiens transmembrane protein 63B (TMEM63B), mRNA.DKFZp686N2275; C6orf110; RP3-421H19.20.00527222 0.02766766 1.2415137

LIPA NM_000235.2 LIPA 10 Homo sapiens lipase A, lysosomal acid, cholesterol esterase (LIPA), transcript variant 2, mRNA.CESD; LAL 4.6766E-06 0.00029662 1.23986735

HNRPLL NM_138394.2 HNRPLL 2 Homo sapiens heterogeneous nuclear ribonucleoprotein L-like (HNRPLL), mRNA.SRRF 0.00313036 0.01950003 1.23978234

ANG NM_001145.2 ANG 14 Homo sapiens angiogenin, ribonuclease, RNase A family, 5 (ANG), transcript variant 2, mRNA.RNASE5; MGC22466; RNASE4; MGC719660.00191272 0.01407828 1.23942312

VAT1 NM_006373.2 VAT1 17 Homo sapiens vesicle amine transport protein 1 homolog (T. californica) (VAT1), mRNA.FLJ20230; VATI 9.6422E-06 0.00045325 1.2392313

Hs.363526 HS.363526 8 Homo sapiens cDNA clone IMAGE:48376500.00051395 0.00596574 1.23885058

CD99 NM_002414.3 CD99 Y Homo sapiens CD99 molecule (CD99), transcript variant 1, mRNA.MIC2; MIC2Y; MIC2X0.00074147 0.00756655 1.2385618

TNS3 NM_022748.9 TNS3 7 Homo sapiens tensin 3 (TNS3), mRNA.TENS1; FLJ13732; TEM6; MGC88434; H_NH049I23.2; FLJ35545; DKFZp686M1045; DKFZp686K121230.00312332 0.01946532 1.23807121

Hs.572219 HS.572219 CM3-MT0357-260101-690-b10 MT0357 Homo sapiens cDNA, mRNA sequence0.0058081 0.02949891 1.2380611

CREG1 NM_003851.2 CREG1 1 Homo sapiens cellular repressor of E1A-stimulated genes 1 (CREG1), mRNA.CREG 2.0688E-05 0.00074521 1.2378929

ZNF277 NM_021994.1 ZNF277 7 Homo sapiens zinc finger protein 277 (ZNF277), mRNA.ZNF277P; ZNF277; NRIF46.3781E-05 0.00152339 1.237046

DIRC2 NM_032839.1 DIRC2 3 Homo sapiens disrupted in renal carcinoma 2 (DIRC2), mRNA.FLJ14784; RCC40.00067963 0.00712188 1.23663349

CPE NM_001873.1 CPE 4 Homo sapiens carboxypeptidase E (CPE), mRNA.0.00240123 0.01629835 1.23622501

LMBRD1 NM_018368.2 LMBRD1 6 Homo sapiens LMBR1 domain containing 1 (LMBRD1), mRNA.bA810I22.1; RP11-810I22.1; FLJ11240; C6orf2090.00015167 0.00268785 1.23457318

MED19 NM_153450.1 MED19 11 Homo sapiens mediator complex subunit 19 (MED19), mRNA.LCMR1 0.00165795 0.01284496 1.23416562

CCDC128 NM_152994.2 CCDC128 2 Homo sapiens coiled-coil domain containing 128 (CCDC128), mRNA.MGC111781; FLJ165660.00672636 0.03270894 1.23345409

SELM NM_080430.2 SELM 22 Homo sapiens selenoprotein M (SELM), mRNA.MGC40146; SEPM0.00194893 0.01421849 1.23331652

SNAPC2 NM_003083.1 SNAPC2 19 Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kDa (SNAPC2), mRNA.PTFdelta; SNAP450.00053343 0.00613287 1.23323082

SEZ6L2 NM_201575.1 SEZ6L2 Homo sapiens seizure related 6 homolog (mouse)-like 2 (SEZ6L2), transcript variant 2, mRNA.FLJ90517; PSK-10.00341107 0.02074183 1.23308447

CAT NM_001752.2 CAT 11 Homo sapiens catalase (CAT), mRNA.MGC138424; MGC1384220.00041787 0.00525048 1.2330766

PSCD1 NM_017456.1 PSCD1 17 Homo sapiens pleckstrin homology, Sec7 and coiled-coil domains 1(cytohesin 1) (PSCD1), transcript variant 2, mRNA.D17S811E; B2-1; CYTOHESIN-1; SEC70.0001035 0.002085 1.23198644

GRAMD1A NM_020895.2 GRAMD1A 19 Homo sapiens GRAM domain containing 1A (GRAMD1A), mRNA.FLJ90346; FLJ22411; KIAA15330.00037916 0.00496653 1.23188949

RNU1A3 NR_004430.1 RNU1A3 1 Homo sapiens RNA, U1A3 small nuclear (RNU1A3), small nuclear RNA.HSD1; U1A1 0.00026099 0.00390919 1.23159564

YIF1B NM_001031731.1YIF1B 19 Homo sapiens Yip1 interacting factor homolog B (S. cerevisiae) (YIF1B), transcript variant 1, mRNA.FinGER8 0.0001745 0.00296558 1.22940745

ETFDH NM_004453.1 ETFDH 4 Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), nuclear gene encoding mitochondrial protein, mRNA.MADD; ETFQO 0.01021698 0.04357668 1.2293979

JAG1 NM_000214.1 JAG1 20 Homo sapiens jagged 1 (Alagille syndrome) (JAG1), mRNA.CD339; AWS; HJ1; JAGL1; MGC104644; AGS; AHD0.0102798 0.04369 1.22876083

BCOR NM_017745.4 BCOR X Homo sapiens BCL6 co-repressor (BCOR), transcript variant 1, mRNA.MGC131961; KIAA1575; FLJ20285; MGC71031; MCOPS2; FLJ38041; MAA2; ANOP20.00747853 0.03525442 1.22829333

PDCD6IP NM_013374.3 PDCD6IP 3 Homo sapiens programmed cell death 6 interacting protein (PDCD6IP), mRNA.MGC17003; Alix; DRIP4; AIP1; HP950.00435001 0.02435123 1.2278777

TRPM4 NM_017636.2 TRPM4 19 Homo sapiens transient receptor potential cation channel, subfamily M, member 4 (TRPM4), mRNA.FLJ20041; TRPM4B0.0015605 0.01237203 1.22606847

MST1 NM_020998.2 MST1 3 Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) (MST1), mRNA.HGFL; NF15S2; MSP; DNF15S2; D3F15S20.00417738 0.02364448 1.22546819

PTEN NM_000314.3 PTEN 10 Homo sapiens phosphatase and tensin homolog (PTEN), mRNA.MMAC1; MHAM; TEP1; BZS; PTEN1; MGC112270.00051509 0.00596853 1.22441214

LHPP NM_022126.2 LHPP 10 Homo sapiens phospholysine phosphohistidine inorganic pyrophosphate phosphatase (LHPP), mRNA.MGC142189; MGC142191; MGC1172512.6668E-05 0.00086434 1.22430127

MAP2K2 NM_030662.2 MAP2K2 19 Homo sapiens mitogen-activated protein kinase kinase 2 (MAP2K2), mRNA.PRKMK2; MAPKK2; MEK2; MKK20.00238142 0.01625546 1.22404008

CACNB3 NM_000725.2 CACNB3 12 Homo sapiens calcium channel, voltage-dependent, beta 3 subunit (CACNB3), mRNA.CACNLB3 1.2724E-05 0.00054062 1.22390329

ALDH2 NM_000690.2 ALDH2 12 Homo sapiens aldehyde dehydrogenase 2 family (mitochondrial) (ALDH2), nuclear gene encoding mitochondrial protein, mRNA.ALDM; ALDH-E2; ALDHI; MGC18060.00376355 0.02206528 1.2221394

GPAA1 NM_003801.2 GPAA1 8 Homo sapiens glycosylphosphatidylinositol anchor attachment protein 1 homolog (yeast) (GPAA1), mRNA.hGAA1; GAA1 0.00032997 0.0045047 1.2206939

GABARAPL1 NM_031412.2 GABARAPL1 12 Homo sapiens GABA(A) receptor-associated protein like 1 (GABARAPL1), mRNA.ATG8L; GEC1; APG8L; ATG80.00131754 0.01105401 1.22061716

RGS2 NM_002923.1 RGS2 1 Homo sapiens regulator of G-protein signalling 2, 24kDa (RGS2), mRNA.G0S8 0.00016778 0.00289599 1.21990933

APBB3 NM_006051.2 APBB3 5 Homo sapiens amyloid beta (A4) precursor protein-binding, family B, member 3 (APBB3), transcript variant 3, mRNA.MGC87674; SRA; MGC150555; FE65L20.00011581 0.00224121 1.21823203

CABC1 NM_020247.3 CABC1 1 Homo sapiens chaperone, ABC1 activity of bc1 complex homolog (S. pombe) (CABC1), nuclear gene encoding mitochondrial protein, mRNA.MGC4849; COQ8; ADCK30.00023224 0.00359651 1.21787111

BCDIN3D NM_181708.1 BCDIN3D 12 Homo sapiens BCDIN3 domain containing (BCDIN3D), mRNA.0.00140867 0.01149124 1.21774205

Hs.27048 HS.27048 12 Homo sapiens cDNA FLJ31750 fis, clone NT2RI20074060.00577395 0.02935922 1.21702779

NLGN2 NM_020795.2 NLGN2 17 Homo sapiens neuroligin 2 (NLGN2), mRNA.KIAA1366 0.00226052 0.01564774 1.21679714

TAF7 NM_005642.2 TAF7 5 Homo sapiens TAF7 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 55kDa (TAF7), mRNA.TAFII55; TAF2F 0.0118544 0.04798228 1.21614837

ESPN NM_031475.1 ESPN 1 Homo sapiens espin (ESPN), mRNA.DKFZP434A196; DFNB36; LP26540.00481646 0.02593298 1.21598707

MFGE8 NM_005928.1 MFGE8 15 Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA.HsT19888; BA46; OAcGD3S; EDIL12.986E-06 0.00023013 1.21582585

CPVL NM_031311.3 CPVL 7 Homo sapiens carboxypeptidase, vitellogenic-like (CPVL), transcript variant 1, mRNA.HVLP; MGC100290.00337218 0.02054305 1.2155547

LPCAT3 NM_005768.5 LPCAT3 12 Homo sapiens lysophosphatidylcholine acyltransferase 3 (LPCAT3), mRNA.C3F; OACT5; nessy5.9579E-05 0.00144913 1.21512547

SPATA20 NM_022827.2 SPATA20 17 Homo sapiens spermatogenesis associated 20 (SPATA20), mRNA.MGC111032; FLJ21347; Tisp78; DKFZp686H1839; SSP411; FLJ219690.00483812 0.02600733 1.21414682

TM9SF3 NM_020123.2 TM9SF3 10 Homo sapiens transmembrane 9 superfamily member 3 (TM9SF3), mRNA.RP11-34E5.1; SMBP; EP70-P-iso0.01236121 0.04926646 1.21405818

RNF31 NM_017999.3 RNF31 14 Homo sapiens ring finger protein 31 (RNF31), mRNA.FLJ23501; MGC19975; FLJ10111; ZIBRA0.00224402 0.0155987 1.21102339

GATAD2B NM_020699.1 GATAD2B 1 Homo sapiens GATA zinc finger domain containing 2B (GATAD2B), mRNA.MGC138285; P66beta; RP11-216N14.6; KIAA1150; FLJ37346; MGC1382570.00935472 0.04104804 1.21091684
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C6orf85 NM_021945.4 C6ORF85 6 Homo sapiens chromosome 6 open reading frame 85 (C6orf85), mRNA.DKFZP434F011; FLJ221740.00308189 0.01930698 1.21002402

ZBTB48 NM_005341.1 ZBTB48 1 Homo sapiens zinc finger and BTB domain containing 48 (ZBTB48), mRNA.pp9964; HKR3 0.00399775 0.02295115 1.21000566

RICS NM_014715.2 RICS 11 Homo sapiens Rho GTPase-activating protein (RICS), mRNA.KIAA0712; MGC1892; GRIT; GC-GAP; p250GAP; p200RhoGAP0.01076083 0.0449136 1.2094009

CHES1 NM_005197.2 CHES1 14 Homo sapiens checkpoint suppressor 1 (CHES1), mRNA.C14orf116; FOXN3; PRO16350.00108681 0.0097541 1.20856818

NPC1 NM_000271.1 NPC1 18 Homo sapiens Niemann-Pick disease, type C1 (NPC1), mRNA.NPC 0.000168 0.00289228 1.20769839

NKX3-1 NM_006167.2 NKX3-1 8 Homo sapiens NK3 homeobox 1 (NKX3-1), mRNA.NKX3A; BAPX2; NKX3; NKX3.10.00664853 0.03249741 1.20753125

C1orf97 NM_032705.2 C1ORF97 1 Homo sapiens chromosome 1 open reading frame 97 (C1orf97), mRNA.MGC14801; FLJ27348; RP11-318L16.3; FLJ273470.00108534 0.00975407 1.20628886

HLTF NM_003071.2 HLTF 3 Homo sapiens helicase-like transcription factor (HLTF), transcript variant 1, mRNA.ZBU1; SMARCA3; HIP116; HLTF1; RNF80; HIP116A; SNF2L30.00017915 0.0030137 1.20623971

LOC643431 XM_928128.1 LOC643431 5 PREDICTED: Homo sapiens similar to Keratin, type II cytoskeletal 8 (Cytokeratin-8) (CK-8) (Keraton-8) (K8) (LOC643431), mRNA.8.0009E-05 0.00173868 1.20595913

KIFAP3 NM_014970.2 KIFAP3 1 Homo sapiens kinesin-associated protein 3 (KIFAP3), mRNA.SMAP; Smg-GDS; KAP3; dJ190I16.1; FLJ228180.01261645 0.04992347 1.20528951

RTN3 NM_201428.1 RTN3 11 Homo sapiens reticulon 3 (RTN3), transcript variant 2, mRNA.NSPLII; NSPL2; ASYIP; HAP; RTN3-A10.0020804 0.01493921 1.20526902

OCEL1 NM_024578.1 OCEL1 19 Homo sapiens occludin/ELL domain containing 1 (OCEL1), mRNA.S863-9; FLJ22709; FWP0090.00047266 0.00569604 1.20518536

HLA-H NR_001434.1 HLA-H 6 Homo sapiens major histocompatibility complex, class I, H (pseudogene) (HLA-H), non-coding RNA.HLAHP 6.8041E-05 0.00157683 1.20509753

ZBTB4 NM_020899.2 ZBTB4 17 Homo sapiens zinc finger and BTB domain containing 4 (ZBTB4), mRNA.KAISO-L1; KIAA15380.00448075 0.02472805 1.20468628

PPDPF NM_024299.2 PPDPF 20 Homo sapiens pancreatic progenitor cell differentiation and proliferation factor homolog (zebrafish) (PPDPF), mRNA.dJ697K14.9; FLJ21046; MGC24790.00541146 0.02820855 1.20437067

NPTN NM_012428.1 NPTN 15 Homo sapiens neuroplastin (NPTN), transcript variant beta, mRNA.SDFR1; GP55; DKFZp686L2477; np65; np55; GP65; SDR1; MGC1028053.458E-06 0.00025049 1.20388353

HINT2 NM_032593.2 HINT2 9 Homo sapiens histidine triad nucleotide binding protein 2 (HINT2), mRNA.HIT-17 0.00100456 0.00926688 1.20325887

MANBA NM_005908.2 MANBA 4 Homo sapiens mannosidase, beta A, lysosomal (MANBA), mRNA.MANB1 0.001789 0.0135128 1.20323153

LOC100132797XR_036994.1 LOC100132797 PREDICTED: Homo sapiens misc_RNA (LOC100132797), miscRNA.0.00371922 0.02191201 1.20198156

SNORA12 NR_002954.1 SNORA12 10 Homo sapiens small nucleolar RNA, H/ACA box 12 (SNORA12), small nucleolar RNA.U108 1.6037E-06 0.00016353 1.200512

UBE2E2 NM_152653.1 UBE2E2 3 Homo sapiens ubiquitin-conjugating enzyme E2E 2 (UBC4/5 homolog, yeast) (UBE2E2), mRNA.UBCH8; FLJ251570.00379371 0.02217347 1.20045921

NUAK1 NM_014840.2 NUAK1 12 Homo sapiens NUAK family, SNF1-like kinase, 1 (NUAK1), mRNA.KIAA0537; ARK50.01208386 0.04848175 1.20035706

FES NM_002005.2 FES 15 Homo sapiens feline sarcoma oncogene (FES), mRNA.FPS 0.00255862 0.01704378 1.20011617

THOC2 NM_020449.1 THOC2 X Homo sapiens THO complex 2 (THOC2), mRNA.CXorf3; dJ506G2.1; THO20.00197608 0.01435338 1.19991208

MGC72104 NM_207350.1 MGC72104 20 Homo sapiens similar to FRG1 protein (FSHD region gene 1 protein) (MGC72104), mRNA.0.01078043 0.04493878 1.19939738

INTS5 NM_030628.1 INTS5 11 Homo sapiens integrator complex subunit 5 (INTS5), mRNA.INT5; KIAA16980.00300846 0.01893644 1.19760153

ITGA5 NM_002205.2 ITGA5 12 Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) (ITGA5), mRNA.CD49e; VLA5A; FNRA0.00577367 0.02936904 1.19737849

UPLP NM_001114403.1UPLP Homo sapiens uroplakin-like protein (UPLP), mRNA.0.00239233 0.01628798 1.19650117

PTPRA NM_002836.2 PTPRA 20 Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), transcript variant 1, mRNA.HPTPalpha; RPTPA; LRP; HLPR; PTPRL2; R-PTP-alpha; HPTPA; PTPA; HEPTP0.01157118 0.04713816 1.19633773

PRKAG1 NM_002733.3 PRKAG1 12 Homo sapiens protein kinase, AMP-activated, gamma 1 non-catalytic subunit (PRKAG1), transcript variant 1, mRNA.AMPKG; MGC86660.01213947 0.04863124 1.19629841

CALU NM_001219.2 CALU 7 Homo sapiens calumenin (CALU), mRNA.FLJ90608 0.00028282 0.00409293 1.19535892

SOX4 NM_003107.2 SOX4 6 Homo sapiens SRY (sex determining region Y)-box 4 (SOX4), mRNA.EVI16 4.1359E-05 0.00116154 1.19505446

TRIM2 NM_015271.2 TRIM2 4 Homo sapiens tripartite motif-containing 2 (TRIM2), mRNA.KIAA0517; RNF860.00406598 0.02320217 1.19437155

MLXIPL NM_032994.1 MLXIPL 7 Homo sapiens MLX interacting protein-like (MLXIPL), transcript variant 2, mRNA.WS-bHLH; MIO; MONDOB; WBSCR14; CHREBP0.00280155 0.01809812 1.19398536

SUMF1 NM_182760.2 SUMF1 3 Homo sapiens sulfatase modifying factor 1 (SUMF1), mRNA.MGC131853; FGE; MGC150436; AAPA30370.00819665 0.03746717 1.19375444

ID2 NM_002166.4 ID2 2 Homo sapiens inhibitor of DNA binding 2, dominant negative helix-loop-helix protein (ID2), mRNA.GIG8; MGC26389; ID2A; ID2H2.0165E-05 0.00073842 1.19343035

EVI5L NM_145245.2 EVI5L 19 Homo sapiens ecotropic viral integration site 5-like (EVI5L), mRNA.0.00259048 0.01721273 1.19303971

LIMA1 NM_016357.3 LIMA1 12 Homo sapiens LIM domain and actin binding 1 (LIMA1), mRNA.SREBP3; EPLIN; FLJ38853; MGC1317260.00250371 0.01681317 1.19213284

CDK6 NM_001259.5 CDK6 7 Homo sapiens cyclin-dependent kinase 6 (CDK6), mRNA.PLSTIRE; MGC596920.0003867 0.00500591 1.19152913

Hs.14555 HS.14555 10 Homo sapiens cDNA: FLJ21513 fis, clone COL057780.0035877 0.02148081 1.19143749

LRRC1 NM_025168.1 LRRC1 6 Homo sapiens leucine rich repeat containing 1 (LRRC1), mRNA.dJ523E19.1; LANO; FLJ11834; FLJ107750.01171466 0.04756189 1.19119985

NTAN1 NM_173474.2 NTAN1 16 Homo sapiens N-terminal asparagine amidase (NTAN1), mRNA.DKFZp666E058 0.00584956 0.02963001 1.19082666

AGBL5 NM_021831.5 AGBL5 2 Homo sapiens ATP/GTP binding protein-like 5 (AGBL5), transcript variant 1, mRNA.FLJ21839 0.00133508 0.01108886 1.18944773

SKA2 NM_182620.3 SKA2 17 Homo sapiens spindle and kinetochore associated complex subunit 2 (SKA2), transcript variant 1, mRNA.MGC110975; Ska2; FLJ127580.00021285 0.00338313 1.18892166

UBXN6 NM_025241.1 UBXN6 19 Homo sapiens UBX domain protein 6 (UBXN6), mRNA.DKFZp667D109; UBXDC20.00431522 0.02419734 1.18804706

SMAD5 NM_005903.5 SMAD5 5 Homo sapiens SMAD family member 5 (SMAD5), transcript variant 1, mRNA.Dwfc; DKFZp781O1323; MADH5; JV5-1; DKFZp781C18950.00060163 0.00660752 1.18798944

TPST2 NM_001008566.1TPST2 22 Homo sapiens tyrosylprotein sulfotransferase 2 (TPST2), transcript variant 1, mRNA.0.01073296 0.04483962 1.18789988

ZFYVE19 NM_032850.3 ZFYVE19 15 Homo sapiens zinc finger, FYVE domain containing 19 (ZFYVE19), mRNA.FLJ14840; MPFYVE0.01121487 0.04612608 1.18778134

ELOF1 NM_032377.2 ELOF1 19 Homo sapiens elongation factor 1 homolog (S. cerevisiae) (ELOF1), mRNA.ELF1 0.00314832 0.0196027 1.18764535

AGRN NM_198576.2 AGRN 1 Homo sapiens agrin (AGRN), mRNA.FLJ45064 0.01126993 0.04623774 1.18650676

OSBPL10 NM_017784.3 OSBPL10 3 Homo sapiens oxysterol binding protein-like 10 (OSBPL10), mRNA.ORP10; FLJ20363; OSBP90.00717002 0.03426307 1.18613786

RDX NM_002906.3 RDX 11 Homo sapiens radixin (RDX), mRNA.0.00060611 0.00664011 1.18600047

PPOX NM_000309.2 PPOX 1 Homo sapiens protoporphyrinogen oxidase (PPOX), nuclear gene encoding mitochondrial protein, mRNA.MGC8485; VP; PPO; V290M0.0111686 0.04602144 1.18514511

DYNLL2 NM_080677.1 DYNLL2 17 Homo sapiens dynein, light chain, LC8-type 2 (DYNLL2), mRNA.MGC17810; DNCL1B; Dlc20.0003913 0.00503597 1.18501765

STOM NM_004099.4 STOM 9 Homo sapiens stomatin (STOM), transcript variant 1, mRNA.EPB7; EPB72; BND70.00489563 0.02614686 1.18496348

HEBP1 NM_015987.3 HEBP1 12 Homo sapiens heme binding protein 1 (HEBP1), mRNA.HBP; HEBP 0.00030114 0.00426483 1.184792

MEF2D NM_005920.2 MEF2D 1 Homo sapiens myocyte enhancer factor 2D (MEF2D), mRNA.DKFZp686I15360.00151718 0.01215208 1.18417022

MID1 NM_033290.1 MID1 X Homo sapiens midline 1 (Opitz/BBB syndrome) (MID1), transcript variant 3, mRNA.RNF59; OGS1; TRIM18; FXY; OS; XPRF; GBBB1; OSX; BBBG1; ZNFXY0.01226047 0.04904189 1.18404279

FAM117B NM_173511.2 FAM117B 2 Homo sapiens family with sequence similarity 117, member B (FAM117B), mRNA.FLJ38771; DKFZp686H01244; FAM117B0.00236836 0.01619971 1.18367214

TSPAN5 NM_005723.2 TSPAN5 4 Homo sapiens tetraspanin 5 (TSPAN5), mRNA.TSPAN-5; TM4SF9; NET-40.00038057 0.00497519 1.18356764

C16orf56 NM_025082.1 C16ORF56 16 Homo sapiens chromosome 16 open reading frame 56 (C16orf56), mRNA.FLJ13111 0.0032861 0.02017624 1.18355121

ZFAND6 NM_019006.2 ZFAND6 15 Homo sapiens zinc finger, AN1-type domain 6 (ZFAND6), mRNA.ZA20D3; AWP1; ZFAND5B0.00633297 0.03144191 1.18283852

NME7 NM_013330.3 NME7 1 Homo sapiens non-metastatic cells 7, protein expressed in (nucleoside-diphosphate kinase) (NME7), transcript variant 1, mRNA.nm23-H7; FLJ371940.00415371 0.02358097 1.18237421

NSFL1C NM_182483.1 NSFL1C 20 Homo sapiens NSFL1 (p97) cofactor (p47) (NSFL1C), transcript variant 3, mRNA.UBXD10; p47; MGC3347; dJ776F14.1; UBX10.0045183 0.02486283 1.18221204

STX1A NM_004603.1 STX1A 7 Homo sapiens syntaxin 1A (brain) (STX1A), mRNA.HPC-1; STX1; p35-10.0029987 0.01890196 1.18195635

NECAP2 NM_018090.3 NECAP2 1 Homo sapiens NECAP endocytosis associated 2 (NECAP2), mRNA.FLJ10420; RP4-798A10.10.00088434 0.00853813 1.18177362

GRN NM_002087.2 GRN 17 Homo sapiens granulin (GRN), mRNA.PEPI; PGRN; PCDGF; GEP; GP880.00195969 0.01428129 1.18123077

MTIF3 NM_152912.3 MTIF3 13 Homo sapiens mitochondrial translational initiation factor 3 (MTIF3), nuclear gene encoding mitochondrial protein, mRNA.IF-3mt; IF3(mt) 0.0006285 0.00677902 1.18107077

MMD NM_012329.2 MMD 17 Homo sapiens monocyte to macrophage differentiation-associated (MMD), mRNA.PAQR11; MMA 3.2501E-05 0.0009859 1.18079507

LOC730324 XM_001722095.1LOC730324 7 PREDICTED: Homo sapiens hypothetical LOC730324 (LOC730324), mRNA.0.01183759 0.04792887 1.17990551
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CMTM6 NM_017801.2 CMTM6 3 Homo sapiens CKLF-like MARVEL transmembrane domain containing 6 (CMTM6), mRNA.FLJ20396; CKLFSF6; PRO22190.00010709 0.00212198 1.17938479

C14orf93 NM_021944.1 C14ORF93 14 Homo sapiens chromosome 14 open reading frame 93 (C14orf93), mRNA.FLJ12154 0.010356 0.04387316 1.17938448

CTGLF7 XM_001714786.1CTGLF7 10 PREDICTED: Homo sapiens centaurin, gamma-like family, member 7 (CTGLF7), mRNA.2.4832E-05 0.00082294 1.17863124

ALDOC NM_005165.2 ALDOC 17 Homo sapiens aldolase C, fructose-bisphosphate (ALDOC), mRNA.ALDC 2.6587E-05 0.00086382 1.17829055

SPRED2 NM_181784.1 SPRED2 2 Homo sapiens sprouty-related, EVH1 domain containing 2 (SPRED2), mRNA.MGC163164; FLJ21897; FLJ31917; Spred-20.01167021 0.04745406 1.17820656

MAOB NM_000898.3 MAOB X Homo sapiens monoamine oxidase B (MAOB), nuclear gene encoding mitochondrial protein, mRNA.MGC26382 0.000878 0.00850785 1.17817951

IGFBP2 NM_000597.2 IGFBP2 2 Homo sapiens insulin-like growth factor binding protein 2, 36kDa (IGFBP2), mRNA.IGF-BP53; IBP2 0.00034763 0.00466417 1.1779265

Hs.531457 HS.531457 9 Homo sapiens cDNA FLJ37595 fis, clone BRCOC20078640.00713888 0.03415121 1.17774721

LOC649076 XR_018338.2 LOC649076 PREDICTED: Homo sapiens misc_RNA (LOC649076), miscRNA.0.00156224 0.01237837 1.17771402

EPHX2 NM_001979.4 EPHX2 8 Homo sapiens epoxide hydrolase 2, cytoplasmic (EPHX2), mRNA.SEH; CEH 0.00407884 0.0232455 1.17730645

HIST1H2BK NM_080593.1 HIST1H2BK 6 Homo sapiens histone cluster 1, H2bk (HIST1H2BK), mRNA.MGC131989; H2BFT; H2BFAiii; H2B/S9.5392E-05 0.0019758 1.17598563

LOC646723 NM_199187.1 LOC646723 5 PREDICTED: Homo sapiens similar to Keratin, type I cytoskeletal 18 (Cytokeratin-18) (CK-18) (Keratin-18) (K18) (LOC646723), mRNA.5.7643E-05 0.00141767 1.17564885

TANC1 NM_033394.1 TANC1 2 Homo sapiens tetratricopeptide repeat, ankyrin repeat and coiled-coil containing 1 (TANC1), mRNA.ROLSB; TANC; KIAA17280.00445568 0.02464102 1.17481645

LOC730455 NM_015027.1 LOC730455 PREDICTED: Homo sapiens similar to N-terminal Asn amidase (LOC730455), mRNA.0.00239174 0.01629232 1.17418604

PACSIN2 NM_007229.2 PACSIN2 22 Homo sapiens protein kinase C and casein kinase substrate in neurons 2 (PACSIN2), mRNA.SDPII 5.0947E-05 0.00132422 1.17364506

ENDOD1 XM_943182.1 ENDOD1 11 Homo sapiens endonuclease domain containing 1 (ENDOD1), mRNA.MGC88092; KIAA08300.01197456 0.04826231 1.17345609

DPYSL3 NM_001387.2 DPYSL3 5 Homo sapiens dihydropyrimidinase-like 3 (DPYSL3), mRNA.DRP3; CRMP4; ULIP; DRP-3; CRMP-40.00019797 0.00320811 1.17329799

TBPL1 NM_004865.2 TBPL1 6 Homo sapiens TBP-like 1 (TBPL1), mRNA.TRF2; STUD; MGC:9620; TLF; TLP; MGC:83890.00012963 0.002434 1.17125582

TCF7L2 NM_030756.1 TCF7L2 10 Homo sapiens transcription factor 7-like 2 (T-cell specific, HMG-box) (TCF7L2), mRNA.TCF-4; TCF4 0.01139555 0.04665208 1.17080398

Hs.575583 HS.575583 8 602538216F1 NIH_MGC_59 Homo sapiens cDNA clone IMAGE:4659674 5, mRNA sequence0.01005549 0.0431517 1.17066749

CD9 NM_001769.2 CD9 12 Homo sapiens CD9 molecule (CD9), mRNA.MRP-1; MIC3; BTCC-1; BA2; 5H9; TSPAN29; GIG2; DRAP-27; P240.00075986 0.00768321 1.16982684

LOC729843 NM_012477.2 LOC729843 2 PREDICTED: Homo sapiens similar to WW domain binding protein 1 (LOC729843), mRNA.0.00012714 0.0023974 1.16942593

EAF1 NM_033083.5 EAF1 3 Homo sapiens ELL associated factor 1 (EAF1), mRNA.0.00278343 0.01804264 1.16934064

INTS12 NM_020395.2 INTS12 4 Homo sapiens integrator complex subunit 12 (INTS12), mRNA.PHF22; INT12; SBBI220.00038268 0.00497822 1.16924968

PDE6D NM_002601.2 PDE6D 2 Homo sapiens phosphodiesterase 6D, cGMP-specific, rod, delta (PDE6D), mRNA.PDED 0.00104451 0.00951615 1.16901352

CPNE1 NM_003915.2 CPNE1 20 Homo sapiens copine I (CPNE1), transcript variant 3, mRNA.CPN1; COPN1; MGC11420.00011348 0.00221223 1.1684906

CLSTN1 NM_001009566.1CLSTN1 1 Homo sapiens calsyntenin 1 (CLSTN1), transcript variant 1, mRNA.CSTN1; PIK3CD; XB31alpha; KIAA0911; FLJ32258; alcalpha2; alcalpha10.00027489 0.00402644 1.16824736

LCOR NM_032440.1 LCOR 10 Homo sapiens ligand dependent nuclear receptor corepressor (LCOR), mRNA.FLJ38026; MLR2; KIAA1795; RP11-175O19.10.00042905 0.00533538 1.1682299

FERMT2 NM_006832.1 FERMT2 14 Homo sapiens fermitin family homolog 2 (Drosophila) (FERMT2), mRNA.KIND2; FLJ44462; UNC112B; PLEKHC1; FLJ34213; mig-2; UNC112; MIG20.00253638 0.01693813 1.16749355

FAHD2B NM_199336.1 FAHD2B 2 Homo sapiens fumarylacetoacetate hydrolase domain containing 2B (FAHD2B), mRNA.DKFZp434N062 0.00291107 0.01853466 1.1666571

BIRC2 NM_001166.3 BIRC2 11 Homo sapiens baculoviral IAP repeat-containing 2 (BIRC2), mRNA.API1; Hiap-2; MIHB; RNF48; HIAP2; cIAP10.00612247 0.03067251 1.16643391

SPG11 NM_025137.2 SPG11 15 Homo sapiens spastic paraplegia 11 (autosomal recessive) (SPG11), transcript variant 1, mRNA.KIAA1840; DKFZp762B1512; FLJ214390.00362759 0.02165122 1.16608979

MAPRE2 NM_014268.1 MAPRE2 18 Homo sapiens microtubule-associated protein, RP/EB family, member 2 (MAPRE2), mRNA.RP1; EB1; EB2 0.00175394 0.01334685 1.16552252

ACSL3 NM_004457.3 ACSL3 2 Homo sapiens acyl-CoA synthetase long-chain family member 3 (ACSL3), transcript variant 1, mRNA.PRO2194; FACL3; ACS30.00032039 0.0044287 1.16523309

CENPF NM_016343.3 CENPF 1 Homo sapiens centromere protein F, 350/400ka (mitosin) (CENPF), mRNA.PRO1779; hcp-1; CENF0.0001569 0.00274023 1.16517241

MYO10 NM_012334.1 MYO10 5 Homo sapiens myosin X (MYO10), mRNA.KIAA0799; MGC131988; FLJ22268; FLJ43256; FLJ21066; FLJ106390.01010149 0.04322315 1.16498887

GALK1 NM_000154.1 GALK1 17 Homo sapiens galactokinase 1 (GALK1), mRNA.GALK; GK1 1.3905E-05 0.00057067 1.16478353

CDC42 NM_044472.1 CDC42 1 Homo sapiens cell division cycle 42 (GTP binding protein, 25kDa) (CDC42), transcript variant 3, mRNA.CDC42Hs; G25K0.00347502 0.02101497 1.16419603

RABEP1 NM_004703.3 RABEP1 17 Homo sapiens rabaptin, RAB GTPase binding effector protein 1 (RABEP1), transcript variant 2, mRNA.RABPT5; RAB5EP0.00113512 0.01005155 1.1640561

SUPT5H NM_003169.2 SUPT5H 19 Homo sapiens suppressor of Ty 5 homolog (S. cerevisiae) (SUPT5H), mRNA.SPT5H; SPT5; FLJ341570.00225576 0.01563113 1.16402837

FBXO33 NM_203301.1 FBXO33 14 Homo sapiens F-box protein 33 (FBXO33), mRNA.c14_5247; Fbx330.00127721 0.01080455 1.16344867

STK38 NM_007271.2 STK38 6 Homo sapiens serine/threonine kinase 38 (STK38), mRNA.NDR1; NDR 0.0088297 0.03948939 1.16342971

PI4KAP2 NM_199345.2 PI4KAP2 Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide pseudogene 2 (PI4KAP2), mRNA.FLJ44912; MGC319200.0001012 0.00205747 1.16331412

LAPTM4A NM_014713.3 LAPTM4A 2 Homo sapiens lysosomal-associated protein transmembrane 4 alpha (LAPTM4A), mRNA.LAPTM4; KIAA0108; Mtrp; HUMORF13; MBNT0.00566899 0.02901473 1.16322376

TEX2 NM_018469.3 TEX2 17 Homo sapiens testis expressed 2 (TEX2), mRNA.KIAA1738; TMEM96; DKFZp781G0721; HT0080.00204015 0.01472195 1.16318645

PDRG1 NM_030815.2 PDRG1 20 Homo sapiens p53 and DNA-damage regulated 1 (PDRG1), mRNA.PDRG; C20orf1260.01149581 0.04693209 1.16122581

SCAND1 NM_033630.1 SCAND1 20 Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 2, mRNA.RAZ1; SDP1 0.00688966 0.03324695 1.16121191

BRSK1 NM_032430.1 BRSK1 19 Homo sapiens BR serine/threonine kinase 1 (BRSK1), mRNA.KIAA1811; FLJ430090.00760795 0.03566161 1.16116369

DGCR2 NM_005137.1 DGCR2 22 Homo sapiens DiGeorge syndrome critical region gene 2 (DGCR2), mRNA.SEZ-12; IDD; DKFZp686I1730; KIAA0163; DGS-C; LAN0.0107558 0.04490675 1.16083029

NCOR2 NM_006312.2 NCOR2 12 Homo sapiens nuclear receptor co-repressor 2 (NCOR2), transcript variant 2, mRNA.TNRC14; SMRTE-tau; SMRT; TRAC1; CTG26; SMRTE; TRAC-10.00085239 0.00832663 1.15916634

UROS NM_000375.1 UROS 10 Homo sapiens uroporphyrinogen III synthase (congenital erythropoietic porphyria) (UROS), mRNA.0.00013891 0.00255391 1.15771117

MAN1B1 NM_016219.2 MAN1B1 9 Homo sapiens mannosidase, alpha, class 1B, member 1 (MAN1B1), mRNA.MANA-ER 0.00045632 0.0055495 1.1574567

SPIRE1 NM_020148.1 SPIRE1 18 Homo sapiens spire homolog 1 (Drosophila) (SPIRE1), transcript variant 2, mRNA.Spir-1; MGC150622; MGC1506210.00248924 0.01674145 1.15579012

HSD17B10 NM_004493.2 HSD17B10 X Homo sapiens hydroxysteroid (17-beta) dehydrogenase 10 (HSD17B10), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.HCD2; ABAD; ERAB; MHBD; SCHAD; 17b-HSD10; HADH20.00759024 0.03560377 1.15573929

LOC401676 XR_037812.1 LOC401676 PREDICTED: Homo sapiens misc_RNA (LOC401676), miscRNA.0.00584723 0.02962954 1.1556875

EHBP1L1 NM_001099409.1EHBP1L1 11 Homo sapiens EH domain binding protein 1-like 1 (EHBP1L1), mRNA.FLJ35431; TANGERIN; DKFZp762C1860.00808304 0.03715285 1.15563538

NR4A2 NM_006186.2 NR4A2 2 Homo sapiens nuclear receptor subfamily 4, group A, member 2 (NR4A2), transcript variant 1, mRNA.RNR1; NOT; TINUR; NURR1; HZF-30.00504375 0.02680831 1.15462605

LOC100134537XR_039501.1 LOC100134537 7 PREDICTED: Homo sapiens misc_RNA (LOC100134537), miscRNA.0.00023265 0.00359447 1.15410565

SOX9 NM_000346.2 SOX9 17 Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dysplasia, autosomal sex-reversal) (SOX9), mRNA.CMPD1; CMD1; SRA16.2878E-05 0.00150725 1.15387005

C15orf57 NM_052849.2 C15ORF57 15 Homo sapiens chromosome 15 open reading frame 57 (C15orf57), transcript variant 2, mRNA.MGC20481; FLJ259150.01053484 0.04433328 1.15354115

FAM89B NM_152832.1 FAM89B 11 Homo sapiens family with sequence similarity 89, member B (FAM89B), transcript variant 3, mRNA.MTVR1 0.00061036 0.00667569 1.15348034

NELF NM_015537.3 NELF 9 Homo sapiens nasal embryonic LHRH factor (NELF), mRNA.RP11-48C7.1; MGC1253690.00181776 0.01366777 1.15322793

LOC728014 XM_946270.1 LOC728014 12 PREDICTED: Homo sapiens similar to huntingtin interacting protein 1 related (LOC728014), mRNA.0.00235556 0.0161371 1.15239721

IFI27L2 NM_032036.2 IFI27L2 14 Homo sapiens interferon, alpha-inducible protein 27-like 2 (IFI27L2), mRNA.TLH29; MGC449130.00750311 0.03532005 1.15227506

IGF2R NM_000876.1 IGF2R 6 Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA.M6P-R; CD222; MPRI; MPR1; CIMPR0.00031879 0.00441581 1.15226647

C20orf3 NM_020531.2 C20ORF3 20 Homo sapiens chromosome 20 open reading frame 3 (C20orf3), mRNA.BSCv; APMAP 0.00073132 0.00749178 1.15201875

OSTF1 NM_012383.3 OSTF1 9 Homo sapiens osteoclast stimulating factor 1 (OSTF1), mRNA.bA235O14.1; OSF; SH3P2; FLJ205590.00151042 0.01212727 1.15179112

CCDC45 NM_138363.1 CCDC45 17 Homo sapiens coiled-coil domain containing 45 (CCDC45), mRNA.DKFZp667E18240.00449085 0.02476317 1.15149741

DYM NM_017653.2 DYM 18 Homo sapiens dymeclin (DYM), mRNA.DMC; SMC; FLJ90130; FLJ200710.0028146 0.01812942 1.15135296

ZCCHC17 NM_016505.2 ZCCHC17 1 Homo sapiens zinc finger, CCHC domain containing 17 (ZCCHC17), mRNA.pNO40; PS1D; HSPC251; RP11-266K22.10.00055123 0.00625604 1.15122524
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SPTAN1 NM_003127.1 SPTAN1 9 Homo sapiens spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) (SPTAN1), mRNA.FLJ44613; (ALPHA)II-SPECTRIN0.00865937 0.03903048 1.15078089

POR NM_000941.1 POR 7 Homo sapiens P450 (cytochrome) oxidoreductase (POR), mRNA.CPR; FLJ26468; P450R; DKFZp686G04235; CYPOR0.01065356 0.04463452 1.15028716

MTE NM_175621.2 MTE Homo sapiens metallothionein E (MTE), mRNA.MT1I 7.5858E-06 0.00038676 1.14926651

C4orf34 NM_174921.1 C4ORF34 4 Homo sapiens chromosome 4 open reading frame 34 (C4orf34), mRNA.FLJ13289 0.00022353 0.0034779 1.14889506

PIK4CA NM_058004.1 PIK4CA 22 Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide (PIK4CA), transcript variant 1, mRNA.pi4K230; FLJ16556; PI4K-ALPHA0.00327813 0.02014597 1.14876802

C3orf10 NM_018462.4 C3ORF10 3 Homo sapiens chromosome 3 open reading frame 10 (C3orf10), mRNA.MDS027; HSPC300; hHBrk10.00035849 0.00476644 1.14849805

WDR54 NM_032118.2 WDR54 2 Homo sapiens WD repeat domain 54 (WDR54), mRNA.FLJ12953 0.00024544 0.00376568 1.14842287

LOC728499 XM_928299.1 LOC728499 5 PREDICTED: Homo sapiens similar to Nuclear envelope pore membrane protein POM 121 (Pore membrane protein of 121 kDa) (P145) (LOC728499), mRNA.0.00518213 0.02734645 1.14783366

C1orf115 NM_024709.2 C1ORF115 1 Homo sapiens chromosome 1 open reading frame 115 (C1orf115), mRNA.FLJ14146; RP11-322F10.40.00608804 0.03054621 1.14775125

SYNJ2BP NM_018373.1 SYNJ2BP 14 Homo sapiens synaptojanin 2 binding protein (SYNJ2BP), mRNA.Arip2; OMP25; FLJ112710.00182296 0.01367581 1.14752729

TST NM_003312.4 TST 22 Homo sapiens thiosulfate sulfurtransferase (rhodanese) (TST), nuclear gene encoding mitochondrial protein, mRNA.MGC19578; RDS1.2373E-05 0.00053252 1.14741691

SH2B3 NM_005475.1 SH2B3 12 Homo sapiens SH2B adaptor protein 3 (SH2B3), mRNA.LNK 0.0084383 0.03821597 1.14661614

ZNF252 NR_023392.1 ZNF252 8 Homo sapiens zinc finger protein 252 (ZNF252), non-coding RNA.0.00880767 0.03943078 1.1466117

CCDC23 NM_199342.1 CCDC23 1 Homo sapiens coiled-coil domain containing 23 (CCDC23), mRNA.8.6914E-05 0.00185827 1.14496963

STUB1 NM_005861.2 STUB1 16 Homo sapiens STIP1 homology and U-box containing protein 1 (STUB1), mRNA.CHIP; SDCCAG7; NY-CO-7; UBOX1; HSPABP20.00037778 0.00495826 1.1443201

EFR3A NM_015137.1 EFR3A 8 Homo sapiens EFR3 homolog A (S. cerevisiae) (EFR3A), mRNA.KIAA0143; DKFZp781J05620.00019049 0.00312911 1.14359131

LOC644799 XM_934554.1 LOC644799 20 PREDICTED: Homo sapiens hypothetical protein LOC644799, transcript variant 1 (LOC644799), mRNA.0.0009921 0.00922254 1.14341666

APPBP2 NM_006380.2 APPBP2 17 Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 2 (APPBP2), mRNA.PAT1; KIAA0228; HS.840840.0063556 0.03151881 1.14310429

LLGL1 NM_004140.3 LLGL1 17 Homo sapiens lethal giant larvae homolog 1 (Drosophila) (LLGL1), mRNA.HUGL; LLGL; DLG4; HUGL1; HUGL-10.00525481 0.02762006 1.14295318

SMAP2 NM_022733.1 SMAP2 1 Homo sapiens small ArfGAP2 (SMAP2), mRNA.SMAP1L; RP1-228H13.30.00239888 0.01631586 1.14265877

Hs.294603 HS.294603 14 Homo sapiens cDNA FLJ12874 fis, clone NT2RP20037690.00193901 0.01417733 1.14236926

FOXO3 NM_001455.2 FOXO3 6 Homo sapiens forkhead box O3 (FOXO3), transcript variant 1, mRNA.FOXO2; FKHRL1; AF6q21; DKFZp781A0677; MGC12739; FKHRL1P2; MGC31925; FOXO3A0.00396401 0.02283658 1.14236824

LOC399748 XR_018212.1 LOC399748 PREDICTED: Homo sapiens misc_RNA (LOC399748), miscRNA.0.00012245 0.00232886 1.1418359

C9orf5 NM_032012.1 C9ORF5 9 Homo sapiens chromosome 9 open reading frame 5 (C9orf5), mRNA.CG2; FLJ33224; CG-2; FLJ236680.00649924 0.03207519 1.14145819

LOC441763 XM_930284.1 LOC441763 16 PREDICTED: Homo sapiens hypothetical LOC441763 (LOC441763), mRNA.0.00177187 0.0134524 1.14145732

GGH NM_003878.1 GGH 8 Homo sapiens gamma-glutamyl hydrolase (conjugase, folylpolygammaglutamyl hydrolase) (GGH), mRNA.GH 0.00033888 0.00458387 1.14142308

CYP24A1 NM_000782.3 CYP24A1 20 Homo sapiens cytochrome P450, family 24, subfamily A, polypeptide 1 (CYP24A1), nuclear gene encoding mitochondrial protein, mRNA.CYP24; P450-CC24; MGC126274; CP24; MGC1262730.00210547 0.01505403 1.14126807

SLC9A3R1 NM_004252.1 SLC9A3R1 17 Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), member 3 regulator 1 (SLC9A3R1), mRNA.NHERF1; NHERF; EBP505.9983E-05 0.00145097 1.14107491

FGFR1OP2 NM_015633.1 FGFR1OP2 12 Homo sapiens FGFR1 oncogene partner 2 (FGFR1OP2), mRNA.DKFZp564O1863; HSPC123-like0.01153182 0.04703562 1.14059387

LOC407835 NR_002144.1 LOC407835 7 Homo sapiens mitogen-activated protein kinase kinase 2 pseudogene (LOC407835), non-coding RNA.0.00287097 0.0183587 1.14056857

GIPC1 NM_202468.1 GIPC1 19 Homo sapiens GIPC PDZ domain containing family, member 1 (GIPC1), transcript variant 3, mRNA.IIP-1; TIP-2; GLUT1CBP; C19orf3; RGS19IP1; Hs.6454; SYNECTIIN; MGC15889; NIP; MGC3774; SEMCAP; GIPC0.00017704 0.0029896 1.14051102

PRKCA NM_002737.2 PRKCA 17 Homo sapiens protein kinase C, alpha (PRKCA), mRNA.MGC129901; MGC129900; PRKACA; PKCA; AAG6; PKC-alpha0.00566579 0.02902074 1.14027436

H1FX NM_006026.2 H1FX 3 Homo sapiens H1 histone family, member X (H1FX), mRNA.MGC8350; H1X; MGC159590.00685548 0.03313025 1.13973548

TRAPPC5 NM_001042462.1TRAPPC5 19 Homo sapiens trafficking protein particle complex 5 (TRAPPC5), transcript variant 3, mRNA.MGC52424 0.00211021 0.01507979 1.13973533

SNX2 NM_003100.2 SNX2 5 Homo sapiens sorting nexin 2 (SNX2), mRNA.TRG-9; MGC52040.00064033 0.00685085 1.13970652

COL6A1 NM_001848.1 COL6A1 21 Homo sapiens collagen, type VI, alpha 1 (COL6A1), mRNA.OPLL 0.01006361 0.04314466 1.13934837

PTGR1 NM_012212.2 PTGR1 9 Homo sapiens prostaglandin reductase 1 (PTGR1), mRNA.MGC34943 0.00126831 0.01077737 1.13899926

DCTN3 NM_024348.2 DCTN3 9 Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 1, mRNA.MGC111190; DCTN22; DCTN-220.00425417 0.02393605 1.13882531

LRBA NM_006726.1 LRBA 4 Homo sapiens LPS-responsive vesicle trafficking, beach and anchor containing (LRBA), mRNA.BGL; CDC4L; DKFZp686A09128; DKFZp686P2258; LBA; FLJ25686; MGC72098; LAB300; FLJ16600; DKFZp686K031000.00284513 0.01828167 1.13808596

TMEM189 NM_199129.1 TMEM189 20 Homo sapiens transmembrane protein 189 (TMEM189), mRNA.UBE2V1; Kua 0.00962709 0.0419792 1.13786447

LOC644743 XM_945181.1 LOC644743 1 PREDICTED: Homo sapiens hypothetical LOC644743 (LOC644743), mRNA.6.2697E-06 0.00034774 1.13720405

DUSP1 NM_004417.2 DUSP1 5 Homo sapiens dual specificity phosphatase 1 (DUSP1), mRNA.HVH1; MKP1; MKP-1; PTPN10; CL1000.00101586 0.00933216 1.13705636

STS-1 NM_032873.3 STS-1 11 Homo sapiens Cbl-interacting protein Sts-1 (STS-1), mRNA.MGC15437; KIAA1959; p700.00139565 0.01142017 1.13610343

SURF1 NM_003172.2 SURF1 9 Homo sapiens surfeit 1 (SURF1), nuclear gene encoding mitochondrial protein, mRNA.0.00610512 0.03060873 1.13566395

LAMC1 NM_002293.2 LAMC1 1 Homo sapiens laminin, gamma 1 (formerly LAMB2) (LAMC1), mRNA.LAMB2; MGC872970.00011547 0.00224118 1.13563699

C5orf32 NM_032412.2 C5ORF32 5 Homo sapiens chromosome 5 open reading frame 32 (C5orf32), mRNA.ORF1-FL49 0.00497418 0.026481 1.13529172

PIP4K2A NM_005028.4 PIP4K2A 10 Homo sapiens phosphatidylinositol-5-phosphate 4-kinase, type II, alpha (PIP4K2A), mRNA.PIP5KII-alpha; PIP5K2A; PIPK; FLJ13267; PIP5KIIA2.9556E-05 0.00091541 1.13511845

LOC728791 XR_015547.2 LOC728791 PREDICTED: Homo sapiens misc_RNA (LOC728791), miscRNA.0.00298751 0.01886729 1.13374453

KRT8 NM_002273.2 KRT8 12 Homo sapiens keratin 8 (KRT8), mRNA.CYK8; KO; K8; K2C8; CK8; CARD20.0001484 0.002662 1.1335636

HLA-E NM_005516.4 HLA-E 6 Homo sapiens major histocompatibility complex, class I, E (HLA-E), mRNA.DKFZp686P19218; EA2.1; MHC; HLA-6.2; EA1.20.00164989 0.01281252 1.13348158

C14orf159 NM_024952.4 C14ORF159 Homo sapiens chromosome 14 open reading frame 159 (C14orf159), mRNA.FLJ39975; C14orf160; FLJ209500.00297706 0.0188552 1.13327666

LAMP2 NM_002294.1 LAMP2 X Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript variant LAMP2A, mRNA.CD107b; LAMP-2C; LAMPB0.00193217 0.01414296 1.13323755

PICALM NM_007166.2 PICALM 11 Homo sapiens phosphatidylinositol binding clathrin assembly protein (PICALM), transcript variant 1, mRNA.LAP; CALM; CLTH0.00287963 0.01839635 1.13306834

BMP4 NM_001202.2 BMP4 14 Homo sapiens bone morphogenetic protein 4 (BMP4), transcript variant 1, mRNA.BMP2B1; BMP2B; ZYME0.00371155 0.02189597 1.13302617

FGFRL1 NM_001004358.1FGFRL1 4 Homo sapiens fibroblast growth factor receptor-like 1 (FGFRL1), transcript variant 3, mRNA.FGFR5; FHFR 0.00888922 0.03966192 1.1327923

FLOT1 NM_005803.2 FLOT1 6 Homo sapiens flotillin 1 (FLOT1), mRNA.0.00324248 0.0199732 1.13278938

CLIC4 XM_938776.1 CLIC4 1 Homo sapiens chloride intracellular channel 4 (CLIC4), nuclear gene encoding mitochondrial protein, mRNA.p64H1; CLIC4L; H1; FLJ38640; DKFZP566G223; huH10.01016094 0.04342147 1.13195294

LOC441876 XM_946278.1 LOC441876 1 PREDICTED: Homo sapiens similar to 40S ribosomal protein S16, transcript variant 2 (LOC441876), mRNA.0.00485129 0.02605703 1.13179233

TOB1 NM_005749.2 TOB1 17 Homo sapiens transducer of ERBB2, 1 (TOB1), mRNA.MGC104792; TROB; APRO6; TROB1; PIG49; TOB; MGC344460.0100018 0.04303275 1.1313057

HYOU1 NM_006389.2 HYOU1 11 Homo sapiens hypoxia up-regulated 1 (HYOU1), mRNA.DKFZp686N08236; ORP1500.0057444 0.02925383 1.13044603

RHBDD2 NM_001040456.1RHBDD2 7 Homo sapiens rhomboid domain containing 2 (RHBDD2), transcript variant 1, mRNA.NPD007; RHBDL70.00013524 0.00251437 1.12994553

FBXO21 NM_033624.2 FBXO21 12 Homo sapiens F-box protein 21 (FBXO21), transcript variant 1, mRNA.FBX21; MGC26682; FLJ90233; DKFZp434G058; KIAA08750.0109372 0.04534987 1.12987105

RFX5 NM_000449.3 RFX5 1 Homo sapiens regulatory factor X, 5 (influences HLA class II expression) (RFX5), transcript variant 1, mRNA.0.00260335 0.01728095 1.129136

MSRB2 NM_012228.2 MSRB2 10 Homo sapiens methionine sulfoxide reductase B2 (MSRB2), mRNA.CBS-1; PILB; MSRB; CGI-131; CBS1; MGC261040.00335502 0.02047615 1.12911614

WDFY1 NM_020830.3 WDFY1 2 Homo sapiens WD repeat and FYVE domain containing 1 (WDFY1), mRNA.FENS-1; ZFYVE17; WDF10.00033162 0.004518 1.12906971

GTF2B NM_001514.3 GTF2B 1 Homo sapiens general transcription factor IIB (GTF2B), mRNA.TFIIB; TF2B 0.00519023 0.02735654 1.12870198

FNDC3B NM_001135095.1FNDC3B 3 Homo sapiens fibronectin type III domain containing 3B (FNDC3B), transcript variant 2, mRNA.0.00588136 0.02968898 1.12830578

LOC643272 XM_926633.1 LOC643272 3 PREDICTED: Homo sapiens hypothetical protein LOC643272 (LOC643272), mRNA.0.00830867 0.03780971 1.12740981

TJP3 NM_014428.1 TJP3 19 Homo sapiens tight junction protein 3 (zona occludens 3) (TJP3), mRNA.ZO-3; MGC1195460.00999059 0.04304039 1.12717802

LUZP1 NM_033631.2 LUZP1 1 Homo sapiens leucine zipper protein 1 (LUZP1), mRNA.KIAA0601; LUZP; FLJ356970.00090319 0.00863203 1.12690323
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FAM120B NM_032448.1 FAM120B 6 Homo sapiens family with sequence similarity 120B (FAM120B), mRNA.KIAA1838; dJ894D12.1; PGCC1; KIAA01830.00020946 0.00334121 1.12680949

DHX40 XM_942276.1 DHX40 PREDICTED: Homo sapiens DEAH (Asp-Glu-Ala-His) box polypeptide 40, transcript variant 2 (DHX40), mRNA.0.00586027 0.02963897 1.12665428

ATP6V0A1 NM_005177.2 ATP6V0A1 17 Homo sapiens ATPase, H+ transporting, lysosomal V0 subunit a1 (ATP6V0A1), transcript variant 3, mRNA.ATP6N1; VPP1; DKFZp781J1951; Stv1; a1; ATP6N1A; Vph18.7905E-05 0.00186741 1.12453018

RRAGD NM_021244.2 RRAGD 6 Homo sapiens Ras-related GTP binding D (RRAGD), mRNA.RAGD; DKFZP761H171; bA11D8.2.10.00939739 0.04113994 1.12413891

ENO2 NM_001975.2 ENO2 12 Homo sapiens enolase 2 (gamma, neuronal) (ENO2), mRNA.NSE 0.00055144 0.00625313 1.12395527

RNF20 NM_019592.5 RNF20 9 Homo sapiens ring finger protein 20 (RNF20), mRNA.BRE1A; MGC129667; MGC129668; FLJ20382; KIAA2779; FLJ111890.00181865 0.01366666 1.12377002

C4orf14 NM_032313.2 C4ORF14 4 Homo sapiens chromosome 4 open reading frame 14 (C4orf14), mRNA.mAtNOS1; hAtNOS1; MGC32320.0001488 0.00266544 1.12363742

DYNC1H1 NM_001376.2 DYNC1H1 14 Homo sapiens dynein, cytoplasmic 1, heavy chain 1 (DYNC1H1), mRNA.DNECL; DNCH1; HL-3; DYHC; Dnchc1; KIAA0325; DNCL; p22; DHC1a; DHC10.00014933 0.00267136 1.12348485

ZMIZ1 NM_020338.2 ZMIZ1 10 Homo sapiens zinc finger, MIZ-type containing 1 (ZMIZ1), mRNA.MIZ; Zimp10; FLJ13541; hZIMP10; KIAA1224; RAI170.00169811 0.01305695 1.12341114

WWC1 NM_015238.1 WWC1 5 Homo sapiens WW and C2 domain containing 1 (WWC1), mRNA.FLJ10865; KIAA0869; KIBRA; FLJ233690.01123919 0.04616879 1.12296189

HSD17B4 NM_000414.1 HSD17B4 5 Homo sapiens hydroxysteroid (17-beta) dehydrogenase 4 (HSD17B4), mRNA.MFE-2 0.00157052 0.01242177 1.12278356

KIFC2 NM_145754.2 KIFC2 8 Homo sapiens kinesin family member C2 (KIFC2), mRNA.0.00063268 0.00680197 1.1226465

LMTK3 XM_936372.1 LMTK3 PREDICTED: Homo sapiens lemur tyrosine kinase 3 (LMTK3), mRNA.2.8891E-05 0.00090754 1.12242274

LZTR1 NM_006767.2 LZTR1 22 Homo sapiens leucine-zipper-like transcription regulator 1 (LZTR1), mRNA.MGC21205; TCFL2; LZTR-10.00100421 0.00927002 1.12118593

LOC729279 XR_039753.1 LOC729279 PREDICTED: Homo sapiens misc_RNA (LOC729279), miscRNA.0.00030637 0.0043159 1.12045779

PPP1R2 NM_006241.3 PPP1R2 3 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 2 (PPP1R2), mRNA.MGC87148; IPP20.00280442 0.01808139 1.12020045

TMEM99 Hs.562720 TMEM99 17 Homo sapiens transmembrane protein 99 (TMEM99), mRNA.MGC21518 0.00647245 0.03199061 1.11988588

C9orf46 NM_018465.1 C9ORF46 9 Homo sapiens chromosome 9 open reading frame 46 (C9orf46), mRNA.FLJ39176; FLJ14688; AD025; MDS0300.01179919 0.0478026 1.11971413

ASAP1 NM_018482.2 ASAP1 8 Homo sapiens ArfGAP with SH3 domain, ankyrin repeat and PH domain 1 (ASAP1), mRNA.ZG14P; AMAP1; PAG2; ASAP1; PAP; CENTB4; KIAA12490.00289335 0.01845727 1.11966461

LOC643336 XM_001718563.1LOC643336 PREDICTED: Homo sapiens similar to hCG1985303 (LOC643336), mRNA.0.00535891 0.02800069 1.11946779

PRRC1 NM_130809.2 PRRC1 5 Homo sapiens proline-rich coiled-coil 1 (PRRC1), mRNA.FLJ32875 0.01198511 0.04827546 1.11876806

CLDN12 NM_012129.2 CLDN12 7 Homo sapiens claudin 12 (CLDN12), mRNA.0.009092 0.04025502 1.11867298

DAG1 NM_004393.1 DAG1 3 Homo sapiens dystroglycan 1 (dystrophin-associated glycoprotein 1) (DAG1), mRNA.AGRNR; 156DAG; A3a; DAG0.00655405 0.03226159 1.1184523

ITGA3 NM_002204.1 ITGA3 17 Homo sapiens integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 receptor) (ITGA3), transcript variant a, mRNA.GAP-B3; FLJ34704; VLA3a; VL3A; MSK18; VCA-2; FLJ34631; GAPB3; CD49C0.00373812 0.02195507 1.11818209

CENPE NM_001813.2 CENPE 4 Homo sapiens centromere protein E, 312kDa (CENPE), mRNA.KIF10 0.00939871 0.04113215 1.11681622

GMPPA NM_013335.2 GMPPA 2 Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), transcript variant 2, mRNA.0.00757118 0.03556468 1.11668474

AGPAT2 NM_001012727.1AGPAT2 9 Homo sapiens 1-acylglycerol-3-phosphate O-acyltransferase 2 (lysophosphatidic acid acyltransferase, beta) (AGPAT2), transcript variant 2, mRNA.LPAAB; LPAAT-beta; BSCL1; BSCL; 1-AGPAT20.00838209 0.03803935 1.11625354

TMEM118 NM_032814.1 TMEM118 Homo sapiens transmembrane protein 118 (TMEM118), mRNA.FLJ14627 0.00340674 0.02073452 1.115284

RAB11FIP5 NM_015470.1 RAB11FIP5 2 Homo sapiens RAB11 family interacting protein 5 (class I) (RAB11FIP5), mRNA.RIP11; pp75; KIAA0857; GAF1; DKFZP434H0180.01041629 0.04404413 1.11465013

CALR NM_004343.2 CALR 19 Homo sapiens calreticulin (CALR), mRNA.FLJ26680; cC1qR; RO; SSA0.00103099 0.00941244 1.11445352

PJA2 NM_014819.2 PJA2 Homo sapiens praja 2, RING-H2 motif containing (PJA2), mRNA.KIAA0438; RNF131; Neurodap10.0008144 0.00806854 1.11440346

CARHSP1 NM_014316.1 CARHSP1 16 Homo sapiens calcium regulated heat stable protein 1, 24kDa (CARHSP1), transcript variant 2, mRNA.CSDC1; MGC111446; CRHSP-240.00451898 0.02485624 1.11427171

C2orf44 NM_025203.1 C2ORF44 2 Homo sapiens chromosome 2 open reading frame 44 (C2orf44), mRNA.FLJ21945; PP3840.00738307 0.03497852 1.11426863

SBF1 NM_002972.1 SBF1 22 Homo sapiens SET binding factor 1 (SBF1), transcript variant 1, mRNA.DKFZp761D0422; MTMR5; MGC997000.00424821 0.02393295 1.11347162

ATP6V0E2 NM_145230.1 ATP6V0E2 7 Homo sapiens ATPase, H+ transporting V0 subunit e2 (ATP6V0E2), transcript variant 1, mRNA.ATP6V0E2L; C7orf320.00040822 0.00517343 1.11275405

MFSD3 NM_138431.1 MFSD3 8 Homo sapiens major facilitator superfamily domain containing 3 (MFSD3), mRNA.0.00072333 0.00743866 1.11145889

CAMLG NM_001745.2 CAMLG 5 Homo sapiens calcium modulating ligand (CAMLG), mRNA.CAML; MGC1631970.00070612 0.00731844 1.11125347

UNC84B NM_015374.1 UNC84B 22 Homo sapiens unc-84 homolog B (C. elegans) (UNC84B), mRNA.KIAA0668; MGC133055; SUN2; MGC1330560.00057982 0.00644804 1.11120824

SPPL2A NM_032802.2 SPPL2A 15 Homo sapiens signal peptide peptidase-like 2A (SPPL2A), mRNA.PSL2; IMP3 0.00439456 0.02449717 1.11104667

UBE4A NM_004788.2 UBE4A 11 Homo sapiens ubiquitination factor E4A (UFD2 homolog, yeast) (UBE4A), mRNA.UFD2; KIAA0126; UBOX2; MGC133315; E40.00418018 0.02363004 1.11062454

TWF2 NM_007284.3 TWF2 3 Homo sapiens twinfilin, actin-binding protein, homolog 2 (Drosophila) (TWF2), mRNA.MSTP011; A6RP; PTK9L; A6r0.00758996 0.03561505 1.11011032

PERP NM_022121.2 PERP 6 Homo sapiens PERP, TP53 apoptosis effector (PERP), mRNA.THW; RP3-496H19.1; KRTCAP1; KCP1; dJ496H19.1; PIGPC10.00066351 0.00701958 1.11000763

IQGAP1 NM_003870.3 IQGAP1 15 Homo sapiens IQ motif containing GTPase activating protein 1 (IQGAP1), mRNA.HUMORFA01; SAR1; KIAA0051; p1950.01252597 0.04966924 1.10988334

HMGB3 NM_005342.2 HMGB3 X Homo sapiens high-mobility group box 3 (HMGB3), mRNA.MGC90319; HMG4; HMG2A0.01042075 0.0440349 1.10931851

TSPYL1 NM_003309.1 TSPYL1 6 Homo sapiens TSPY-like 1 (TSPYL1), mRNA.TSPYL 0.00174916 0.01334111 1.10867881

C19orf22 NM_138774.2 C19ORF22 19 Homo sapiens chromosome 19 open reading frame 22 (C19orf22), mRNA.MGC16353 0.00296741 0.01882102 1.10741647

CAPZA2 NM_006136.2 CAPZA2 7 Homo sapiens capping protein (actin filament) muscle Z-line, alpha 2 (CAPZA2), mRNA.CAPZ; CAPPA2 0.00045722 0.00555534 1.10741517

Hs.57079 HS.57079 10 Homo sapiens cDNA FLJ13267 fis, clone OVARC10009640.00211625 0.01508226 1.10720316

RRAGA NM_006570.4 RRAGA 9 Homo sapiens Ras-related GTP binding A (RRAGA), mRNA.RAGA; FIP-1 0.00049091 0.00581032 1.10577836

UBE1 NM_153280.1 UBE1 X Homo sapiens ubiquitin-activating enzyme E1 (UBE1), transcript variant 2, mRNA.UBA1A; A1S9; A1ST; UBE1X; MGC4781; A1S9T; UBA1; GXP10.00234681 0.01610211 1.10565893

ATP1B3 NM_001679.2 ATP1B3 PREDICTED: Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypeptide, transcript variant 2 (ATP1B3), mRNA.0.00028585 0.00411427 1.105292

TMEM41B NM_015012.1 TMEM41B 11 Homo sapiens transmembrane protein 41B (TMEM41B), mRNA.MGC33897; KIAA0033; MGC572620.00070626 0.00731418 1.10517367

FKBP1A NM_000801.2 FKBP1A 20 Homo sapiens FK506 binding protein 1A, 12kDa (FKBP1A), transcript variant 12B, mRNA.PKCI2; FKBP12C; PPIASE; PKC12; FKBP-12; FKBP1; FKBP120.00449063 0.02477228 1.10491917

MYH10 NM_005964.1 MYH10 17 Homo sapiens myosin, heavy chain 10, non-muscle (MYH10), mRNA.NMMHCB; MGC134914; MGC1349130.00052362 0.00605154 1.10471166

LOC646195 XM_929151.1 LOC646195 11 PREDICTED: Homo sapiens similar to 40S ribosomal protein S28, transcript variant 2 (LOC646195), mRNA.0.00818819 0.03744143 1.10463414

CMAS NM_018686.3 CMAS 12 Homo sapiens cytidine monophosphate N-acetylneuraminic acid synthetase (CMAS), mRNA.0.00158854 0.01251198 1.10437964

IFNGR1 NM_000416.1 IFNGR1 6 Homo sapiens interferon gamma receptor 1 (IFNGR1), mRNA.CD119; IFNGR; FLJ457340.00581985 0.02953595 1.10415379

LDLR NM_000527.2 LDLR 19 Homo sapiens low density lipoprotein receptor (familial hypercholesterolemia) (LDLR), mRNA.FHC; FH 9.6176E-05 0.00198894 1.10388277

TMED3 NM_007364.2 TMED3 15 Homo sapiens transmembrane emp24 protein transport domain containing 3 (TMED3), mRNA.MGC133022; C15orf22; P24B0.00027068 0.00400008 1.10379108

TPP1 NM_000391.2 TPP1 11 Homo sapiens tripeptidyl peptidase I (TPP1), mRNA.MGC21297; LPIC; TPP I; GIG1; CLN20.0068525 0.03312793 1.10342799

SAPS3 NM_018312.3 SAPS3 11 Homo sapiens SAPS domain family, member 3 (SAPS3), mRNA.MGC125712; SAPL; SAP190; SAPLa; DKFZp781E2374; C11orf23; PP6R3; DKFZp781O2362; KIAA1558; FLJ11058; MGC125711; DKFZp781E17107; FLJ430650.00133289 0.01109847 1.10326444

KITLG NM_000899.3 KITLG 12 Homo sapiens KIT ligand (KITLG), transcript variant b, mRNA.DKFZp686F2250; SCF; SF; MGF; KL-1; Kitl0.00320171 0.0198512 1.10319889

NUMB NM_003744.5 NUMB 14 Homo sapiens numb homolog (Drosophila) (NUMB), transcript variant 3, mRNA.S171 0.00371203 0.02188911 1.10289362

DHCR24 NM_014762.2 DHCR24 1 Homo sapiens 24-dehydrocholesterol reductase (DHCR24), mRNA.Nbla03646; seladin-1; SELADIN1; KIAA00180.00294197 0.01869545 1.10282959

RHOC NM_175744.3 RHOC 1 Homo sapiens ras homolog gene family, member C (RHOC), transcript variant 2, mRNA.H9; ARHC; MGC61427; MGC1448; RHOH9; ARH93.5452E-05 0.00103972 1.10228598

ATP6AP2 NM_005765.2 ATP6AP2 X Homo sapiens ATPase, H+ transporting, lysosomal accessory protein 2 (ATP6AP2), mRNA.ELDF10; APT6M8-9; MGC99577; XMRE; M8-9; ATP6IP2; MSTP009; MRXE; HT028; ATP6M8-90.00015109 0.00268118 1.10201313

UBR4 NM_020765.1 UBR4 1 Homo sapiens ubiquitin protein ligase E3 component n-recognin 4 (UBR4), mRNA.KIAA1307; FLJ41863; ZUBR1; RBAF600; p600; RP5-1126H10.1; KIAA04620.00193534 0.01415832 1.10175705

MLEC NM_014730.2 MLEC 12 Homo sapiens malectin (MLEC), mRNA.0.00051272 0.00595671 1.1013393

HMG20B NM_006339.1 HMG20B 19 Homo sapiens high-mobility group 20B (HMG20B), mRNA.SMARCE1r; FLJ26127; HMGX2; pp8857; PP7706; BRAF35; SOXL; BRAF250.00048165 0.00576236 1.10112698

SAMM50 NM_015380.3 SAMM50 22 Homo sapiens sorting and assembly machinery component 50 homolog (S. cerevisiae) (SAMM50), mRNA.OMP85; TOB55; YNL026W; CGI-51; SAM50; TRG-30.00171261 0.01315318 1.10087658
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GMFB NM_004124.2 GMFB 14 Homo sapiens glia maturation factor, beta (GMFB), mRNA.GMF 0.00409942 0.02333271 1.09952115

ARL8B NM_018184.2 ARL8B 3 Homo sapiens ADP-ribosylation factor-like 8B (ARL8B), mRNA.FLJ10702; ARL10C; Gie10.00280208 0.0180927 1.09918318

CHMP2A NM_198426.1 CHMP2A 19 Homo sapiens chromatin modifying protein 2A (CHMP2A), transcript variant 2, mRNA.VPS2; VPS2A; CHMP2; BC-2; BC20.01250104 0.04962975 1.0991335

TRAPPC1 NM_021210.2 TRAPPC1 17 Homo sapiens trafficking protein particle complex 1 (TRAPPC1), mRNA.BET5; MUM2 0.01212451 0.04858601 1.098739

SLC44A1 NM_080546.2 SLC44A1 9 Homo sapiens solute carrier family 44, member 1 (SLC44A1), mRNA.RP11-287A8.1; CHTL1; CD92; CDW92; CTL10.00323815 0.01995578 1.09871763

MAN2B2 NM_015274.1 MAN2B2 4 Homo sapiens mannosidase, alpha, class 2B, member 2 (MAN2B2), mRNA.KIAA0935 0.00875923 0.03925366 1.0984937

CLTA NM_007096.1 CLTA 9 Homo sapiens clathrin, light chain (Lca) (CLTA), transcript variant 2, mRNA.LCA 0.00251973 0.01688651 1.09846236

FNBP1 NM_015033.2 FNBP1 9 Homo sapiens formin binding protein 1 (FNBP1), mRNA.FBP17; MGC126804; KIAA05540.0075997 0.0356355 1.0982142

LOC730432 XM_936257.1 LOC730432 PREDICTED: Homo sapiens similar to serine/threonine/tyrosine interacting protein, transcript variant 1 (LOC730432), mRNA.0.00564338 0.02897315 1.09768492

ACTN4 NM_004924.3 ACTN4 19 Homo sapiens actinin, alpha 4 (ACTN4), mRNA.DKFZp686K23158; FSGS1; FSGS0.00154018 0.01224021 1.09761512

FOS NM_005252.2 FOS 14 Homo sapiens v-fos FBJ murine osteosarcoma viral oncogene homolog (FOS), mRNA.c-fos 0.00045728 0.00555105 1.09728802

SLC1A5 NM_005628.1 SLC1A5 19 Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 (SLC1A5), mRNA.M7V1; ATBO; FLJ31068; ASCT2; AAAT; R16; M7VS1; RDRC0.01063005 0.04457829 1.09710566

CRIPT NM_014171.3 CRIPT 2 Homo sapiens cysteine-rich PDZ-binding protein (CRIPT), mRNA.HSPC139 0.00967061 0.04209973 1.09687317

FAM122B NM_145284.3 FAM122B X Homo sapiens family with sequence similarity 122B (FAM122B), mRNA.MGC131814; DKFZp686L20116; RP11-308B5.50.00884392 0.03952629 1.09675612

RNF149 NM_173647.2 RNF149 2 Homo sapiens ring finger protein 149 (RNF149), mRNA.FLJ90504; DNAPTP20.0030263 0.01901262 1.09673392

SH3GLB2 NM_020145.2 SH3GLB2 9 Homo sapiens SH3-domain GRB2-like endophilin B2 (SH3GLB2), mRNA.PP9455; PP6569; KIAA18480.00073034 0.00748749 1.09568295

PTMS NM_002824.4 PTMS 12 Homo sapiens parathymosin (PTMS), mRNA.0.00795148 0.03676484 1.09558173

GNAI2 NM_002070.2 GNAI2 3 Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting activity polypeptide 2 (GNAI2), transcript variant 1, mRNA.H_LUCA16.1; GIP; GNAI2B; H_LUCA15.10.00663377 0.03247315 1.09539966

UBL5 NM_001048241.1UBL5 19 Homo sapiens ubiquitin-like 5 (UBL5), transcript variant 2, mRNA.HUB1; MGC131795; FLJ469170.00092535 0.00876798 1.09531366

NCAPD2 NM_014865.2 NCAPD2 12 Homo sapiens non-SMC condensin I complex, subunit D2 (NCAPD2), mRNA.hCAP-D2; KIAA0159; CAP-D2; CNAP10.0024729 0.01668232 1.09523894

LOC100131787XR_039693.1 LOC100131787 1 PREDICTED: Homo sapiens misc_RNA (LOC100131787), miscRNA.0.0080276 0.03697494 1.09510669

MT1E NM_175617.2 MT1E 16 Homo sapiens metallothionein 1E (functional) (MT1E), mRNA.MT1; MTD 0.00317936 0.01975882 1.09472336

AMD1 NM_001033059.1AMD1 6 Homo sapiens adenosylmethionine decarboxylase 1 (AMD1), transcript variant 2, mRNA.ADOMETDC; AMD; DKFZp313L1234; FLJ269640.00430256 0.02414677 1.09461241

RAC2 NM_002872.3 RAC2 22 Homo sapiens ras-related C3 botulinum toxin substrate 2 (rho family, small GTP binding protein Rac2) (RAC2), mRNA.Gx; EN-7; HSPC0220.00023463 0.00362078 1.09446717

HIBADH NM_152740.2 HIBADH 7 Homo sapiens 3-hydroxyisobutyrate dehydrogenase (HIBADH), mRNA.MGC40361; NS5ATP10.00165364 0.01283413 1.09401988

CDH3 NM_001793.3 CDH3 16 Homo sapiens cadherin 3, type 1, P-cadherin (placental) (CDH3), mRNA.HJMD; PCAD; CDHP0.0051662 0.02728411 1.09391014

SCARB2 NM_005506.2 SCARB2 4 Homo sapiens scavenger receptor class B, member 2 (SCARB2), mRNA.CD36L2; HLGP85; SR-BII; LIMPII0.00101535 0.00933392 1.09362341

ATP6V1B2 NM_001693.2 ATP6V1B2 8 Homo sapiens ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B2 (ATP6V1B2), mRNA.VATB; VPP3; ATP6B2; ATP6B1B2; Vma2; HO570.00041661 0.00524457 1.093417

PAIP2 NM_001033112.1PAIP2 5 Homo sapiens poly(A) binding protein interacting protein 2 (PAIP2), transcript variant 1, mRNA.PAIP2A; MGC720180.0026269 0.01734171 1.09306752

GLG1 NM_012201.4 GLG1 16 Homo sapiens golgi apparatus protein 1 (GLG1), mRNA.CFR-1; FLJ23319; MG160; FLJ23967; MG-160; ESL-10.00011702 0.00224488 1.09305111

PAPSS1 NM_005443.4 PAPSS1 4 Homo sapiens 3'-phosphoadenosine 5'-phosphosulfate synthase 1 (PAPSS1), mRNA.SK1; PAPSS; ATPSK10.00415091 0.02357517 1.09266126

BSG NM_001728.2 BSG 19 Homo sapiens basigin (Ok blood group) (BSG), transcript variant 1, mRNA.EMMPRIN; OK; TCSF; M6; 5F7; CD1470.0012684 0.01077123 1.09233689

LOC100132547XR_039468.1 LOC100132547 12 PREDICTED: Homo sapiens misc_RNA (LOC100132547), miscRNA.0.01210901 0.04855323 1.09197684

MTRF1L NM_019041.3 MTRF1L 6 Homo sapiens mitochondrial translational release factor 1-like (MTRF1L), mRNA.MGC102748 0.00921968 0.04067092 1.09183931

ZNHIT1 NM_006349.2 ZNHIT1 7 Homo sapiens zinc finger, HIT type 1 (ZNHIT1), mRNA.ZNFN4A1; CG1I 0.00210278 0.01504288 1.09129972

CYB5R3 NM_007326.2 CYB5R3 22 Homo sapiens cytochrome b5 reductase 3 (CYB5R3), transcript variant S, mRNA.DIA1; B5R 0.00047959 0.00575857 1.09047885

PEPD NM_000285.1 PEPD 19 Homo sapiens peptidase D (PEPD), mRNA.PROLIDASE; MGC109050.00388004 0.02249948 1.0894296

LTA4H NM_000895.1 LTA4H 12 Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA.0.00130545 0.0109734 1.08931295

DPY19L1 XM_938743.1 DPY19L1 7 Homo sapiens dpy-19-like 1 (C. elegans) (DPY19L1), mRNA.KIAA0877 0.00135402 0.01117616 1.0889889

LOC442727 XR_017503.2 LOC442727 7 PREDICTED: Homo sapiens misc_RNA (LOC442727), miscRNA.0.00391106 0.02265953 1.0886016

HLA-A NM_002116.5 HLA-A 6 Homo sapiens major histocompatibility complex, class I, A (HLA-A), mRNA.3.8166E-05 0.00109746 1.08858661

EML3 NM_153265.1 EML3 11 Homo sapiens echinoderm microtubule associated protein like 3 (EML3), mRNA.MGC111422; ELP95; FLJ358270.00682403 0.03305055 1.08809452

FAM46A NM_017633.1 FAM46A 6 Homo sapiens family with sequence similarity 46, member A (FAM46A), mRNA.XTP11; C6orf37; FLJ20037; FLJ314950.0061243 0.03067007 1.08786644

GNS NM_002076.2 GNS 12 Homo sapiens glucosamine (N-acetyl)-6-sulfatase (Sanfilippo disease IIID) (GNS), mRNA.G6S; MGC21274 0.0012277 0.01058155 1.08767701

TMEM69 NM_016486.3 TMEM69 1 Homo sapiens transmembrane protein 69 (TMEM69), mRNA.C1orf154; MGC104183; RP11-767N6.4; FLJ210290.01085785 0.04513379 1.08719663

TJP1 NM_003257.2 TJP1 15 Homo sapiens tight junction protein 1 (zona occludens 1) (TJP1), transcript variant 1, mRNA.MGC133289; DKFZp686M05161; ZO-10.01245718 0.04950012 1.08649305

RPL13L NR_002803.1 RPL13L 12 Homo sapiens ribosomal protein L13-like (RPL13L), non-coding RNA.RRPL13L 0.00658658 0.03234965 1.08644017

CLPTM1 NM_001294.1 CLPTM1 19 Homo sapiens cleft lip and palate associated transmembrane protein 1 (CLPTM1), mRNA.0.00381025 0.02223095 1.08607699

FAM83D NM_030919.1 FAM83D 20 Homo sapiens family with sequence similarity 83, member D (FAM83D), mRNA.C20orf129; FLJ38341; dJ616B8.30.01066555 0.04464242 1.08598503

FAM50A NM_004699.1 FAM50A X Homo sapiens family with sequence similarity 50, member A (FAM50A), mRNA.DXS9928E; 9F; XAP5; HXC-260.00168967 0.01302983 1.08597244

PRAGMIN NM_001080826.1PRAGMIN 8 Homo sapiens homolog of rat pragma of Rnd2 (PRAGMIN), mRNA.DKFZp761P04230.01104855 0.04569722 1.08557578

PITPNM1 NM_004910.1 PITPNM1 11 Homo sapiens phosphatidylinositol transfer protein, membrane-associated 1 (PITPNM1), mRNA.NIR2; PITPNM; RDGBA1; FLJ44997; RDGB1; RDGB; Rd9; DRES90.01119522 0.04608814 1.08545878

LANCL1 NM_006055.1 LANCL1 2 Homo sapiens LanC lantibiotic synthetase component C-like 1 (bacterial) (LANCL1), mRNA.p40; GPR69A 0.00385407 0.02238803 1.08497261

BSCL2 NM_032667.4 BSCL2 11 Homo sapiens Bernardinelli-Seip congenital lipodystrophy 2 (seipin) (BSCL2), mRNA.SPG17; MGC4694; HMN5; GNG3LG0.01087056 0.04515832 1.08490551

H1F0 NM_005318.2 H1F0 22 Homo sapiens H1 histone family, member 0 (H1F0), mRNA.H1FV; MGC5241; H100.00059482 0.00656533 1.08460008

PRCP NM_005040.2 PRCP 11 Homo sapiens prolylcarboxypeptidase (angiotensinase C) (PRCP), transcript variant 1, mRNA.HUMPCP; PCP; MGC22020.00058727 0.00651448 1.0844498

COX7A2L NM_004718.2 COX7A2L 2 Homo sapiens cytochrome c oxidase subunit VIIa polypeptide 2 like (COX7A2L), nuclear gene encoding mitochondrial protein, mRNA.EB1; COX7RP; COX7AR; SIG810.0003233 0.00445033 1.08432035

ARL6IP1 NM_015161.1 ARL6IP1 16 Homo sapiens ADP-ribosylation factor-like 6 interacting protein 1 (ARL6IP1), mRNA.ARMER; AIP1; KIAA0069; ARL6IP0.00055317 0.00625667 1.08427262

LOC730288 XM_001126276.1LOC730288 7 PREDICTED: Homo sapiens similar to 40S ribosomal protein S28 (LOC730288), mRNA.0.00068211 0.00713654 1.08394037

RNF114 NM_018683.3 RNF114 20 Homo sapiens ring finger protein 114 (RNF114), mRNA.RNF114 0.00535425 0.02799842 1.0836821

LCMT1 NM_001032391.1LCMT1 16 Homo sapiens leucine carboxyl methyltransferase 1 (LCMT1), transcript variant 2, mRNA.LCMT; PPMT1; CGI-680.01006324 0.04315701 1.08349665

TK1 NM_003258.1 TK1 Homo sapiens thymidine kinase 1, soluble (TK1), mRNA.TK2 0.00025506 0.00385085 1.08307042

SLC25A23 NM_024103.2 SLC25A23 19 Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 23 (SLC25A23), nuclear gene encoding mitochondrial protein, mRNA.MGC2615; MCSC2; SCaMC-3; APC20.00155332 0.01232243 1.08285746

CHSY1 NM_014918.3 CHSY1 15 Homo sapiens chondroitin sulfate synthase 1 (CHSY1), mRNA.CSS1; KIAA09900.00411326 0.02339138 1.082658

NXN NM_022463.3 NXN 17 Homo sapiens nucleoredoxin (NXN), mRNA.TRG-4; FLJ126140.00682761 0.03304376 1.08242638

TUBB3 NM_006086.2 TUBB3 16 Homo sapiens tubulin, beta 3 (TUBB3), mRNA.TUBB4; MC1R; beta-40.00080733 0.00802248 1.08237778

KIF20A NM_005733.1 KIF20A 5 Homo sapiens kinesin family member 20A (KIF20A), mRNA.RAB6KIFL; MKLP2; FLJ211510.00786242 0.03650587 1.08193004

NCOA4 NM_005437.1 NCOA4 10 Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA.RFG; ARA70; DKFZp762E1112; PTC3; ELE10.00157279 0.01243223 1.08160367

MRPL2 NM_015950.3 MRPL2 6 Homo sapiens mitochondrial ribosomal protein L2 (MRPL2), nuclear gene encoding mitochondrial protein, mRNA.CGI-22; RPML14; MRP-L140.00460372 0.02516573 1.08134519

ADD1 NM_001119.3 ADD1 4 Homo sapiens adducin 1 (alpha) (ADD1), transcript variant 4, mRNA.ADDA; MGC44427; MGC33390.00994249 0.04291686 1.08127836
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C16orf58 NM_022744.1 C16ORF58 16 Homo sapiens chromosome 16 open reading frame 58 (C16orf58), mRNA.FLJ13868 0.01028145 0.04368298 1.08126663

HDAC3 NM_003883.2 HDAC3 5 Homo sapiens histone deacetylase 3 (HDAC3), mRNA.RPD3; HD3; RPD3-20.00616308 0.03082936 1.08043731

OAT NM_000274.1 OAT 10 Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene encoding mitochondrial protein, mRNA.HOGA; DKFZp781A111550.00227058 0.01570917 1.08034471

C20orf127 NM_080757.1 C20ORF127 20 Homo sapiens chromosome 20 open reading frame 127 (C20orf127), mRNA.dJ614O4.6; MGC1189480.01119108 0.04608543 1.08034107

PSMD4 NM_153822.1 PSMD4 1 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 4 (PSMD4), transcript variant 2, mRNA.pUB-R5; Rpn10; AF-1; AF; ASF; MCB1; S5A0.00444282 0.02461095 1.08004249

C7orf30 NM_138446.1 C7ORF30 7 Homo sapiens chromosome 7 open reading frame 30 (C7orf30), mRNA.0.00134631 0.01113328 1.07962779

ATP6V1D NM_015994.2 ATP6V1D 14 Homo sapiens ATPase, H+ transporting, lysosomal 34kDa, V1 subunit D (ATP6V1D), mRNA.ATP6M; VATD; VMA80.00547325 0.02846349 1.07924337

C16orf57 NM_024598.2 C16ORF57 16 Homo sapiens chromosome 16 open reading frame 57 (C16orf57), mRNA.FLJ13154 0.01188885 0.04803372 1.07923321

GLO1 NM_006708.1 GLO1 6 Homo sapiens glyoxalase I (GLO1), mRNA.GLYI; GLOD1 0.00055579 0.00627026 1.0791003

ID3 NM_002167.2 ID3 1 Homo sapiens inhibitor of DNA binding 3, dominant negative helix-loop-helix protein (ID3), mRNA.HEIR-1 0.00043765 0.00539669 1.07894192

NCBP2 NM_007362.3 NCBP2 3 Homo sapiens nuclear cap binding protein subunit 2, 20kDa (NCBP2), transcript variant 1, mRNA.PIG55; CBP20; NIP1; CBC20.00417602 0.023657 1.07857842

TOMM20 NM_014765.2 TOMM20 1 Homo sapiens translocase of outer mitochondrial membrane 20 homolog (yeast) (TOMM20), nuclear gene encoding mitochondrial protein, mRNA.0.0012432 0.01065965 1.07852172

SEC11C NM_033280.1 SEC11C 18 Homo sapiens SEC11 homolog C (S. cerevisiae) (SEC11C), mRNA.SPC21; SPCS4C; SEC11L30.00177457 0.01345748 1.0780719

ATP6V1A NM_001690.2 ATP6V1A 3 Homo sapiens ATPase, H+ transporting, lysosomal 70kDa, V1 subunit A (ATP6V1A), mRNA.VA68; Vma1; HO68; ATP6V1A1; VPP2; ATP6A10.0065422 0.0322272 1.07805329

TMEM160 NM_017854.1 TMEM160 19 Homo sapiens transmembrane protein 160 (TMEM160), mRNA.FLJ20512 0.01074492 0.04487545 1.07792621

PTTG1IP NM_004339.2 PTTG1IP 21 Homo sapiens pituitary tumor-transforming 1 interacting protein (PTTG1IP), mRNA.C21orf3; C21orf1; PBF0.01004928 0.04315297 1.07782718

HSBP1 NM_001537.2 HSBP1 16 Homo sapiens heat shock factor binding protein 1 (HSBP1), mRNA.DKFZp686D1664; NPC-A-13; DKFZp686O242000.00211226 0.01507002 1.07746652

GYG1 NM_004130.2 GYG1 3 Homo sapiens glycogenin 1 (GYG1), mRNA.GYG 0.00910271 0.04028899 1.07674628

WDR59 NM_030581.3 WDR59 16 Homo sapiens WD repeat domain 59 (WDR59), mRNA.FLJ12270; MGC11230; FP9770.01008791 0.04320688 1.07619244

C20orf100 NM_032883.1 C20ORF100 20 Homo sapiens chromosome 20 open reading frame 100 (C20orf100), mRNA.dJ1108D11.2; MGC15880; GCX-1; dJ495O3.10.00291255 0.01853514 1.07581861

BTG1 NM_001731.1 BTG1 12 Homo sapiens B-cell translocation gene 1, anti-proliferative (BTG1), mRNA.0.00845475 0.03825125 1.07549505

CEP55 NM_018131.3 CEP55 10 Homo sapiens centrosomal protein 55kDa (CEP55), mRNA.URCC6; C10orf3; FLJ105400.00186623 0.01385926 1.07541245

LOC642489 XM_925989.1 LOC642489 6 PREDICTED: Homo sapiens similar to FK506-binding protein 1A (LOC642489), mRNA.0.0034418 0.02086167 1.07455901

RPS4Y1 NM_001008.3 RPS4Y1 Y Homo sapiens ribosomal protein S4, Y-linked 1 (RPS4Y1), mRNA.RPS4Y; MGC119100; MGC50700.00323682 0.01995688 1.07375595

AMZ2 NM_016627.4 AMZ2 17 Homo sapiens archaelysin family metallopeptidase 2 (AMZ2), transcript variant 2, mRNA.0.00670899 0.03268446 1.07346073

LOC644511 XM_934381.1 LOC644511 PREDICTED: Homo sapiens similar to ribosomal protein L13a, transcript variant 1 (LOC644511), mRNA.0.00034848 0.00466616 1.0732759

COMMD6 NM_203497.1 COMMD6 13 Homo sapiens COMM domain containing 6 (COMMD6), transcript variant 1, mRNA.Acrg 0.00071496 0.00738122 1.07314444

DCAF7 NM_005828.2 DCAF7 17 Homo sapiens DDB1 and CUL4 associated factor 7 (DCAF7), mRNA.AN11; HAN11 0.01001233 0.04305009 1.07303496

ADIPOR2 NM_024551.2 ADIPOR2 12 Homo sapiens adiponectin receptor 2 (ADIPOR2), mRNA.MGC4640; ACDCR2; PAQR2; FLJ214320.00415694 0.0235892 1.07223428

LOC100134364XM_001713810.1LOC100134364 PREDICTED: Homo sapiens hypothetical protein LOC100134364 (LOC100134364), mRNA.0.00277557 0.01800044 1.07140204

RPS28 NM_001031.4 RPS28 19 Homo sapiens ribosomal protein S28 (RPS28), mRNA.8.6934E-05 0.00185572 1.07136112

LOC646942 XR_016892.2 LOC646942 7 PREDICTED: Homo sapiens misc_RNA (LOC646942), miscRNA.0.00863271 0.0389368 1.07095187

CCND3 NM_001760.2 CCND3 6 Homo sapiens cyclin D3 (CCND3), mRNA.0.00654196 0.03223798 1.07090367

ATP1A1 NM_000701.6 ATP1A1 1 Homo sapiens ATPase, Na+/K+ transporting, alpha 1 polypeptide (ATP1A1), transcript variant 1, mRNA.MGC3285; MGC517500.00101873 0.00934552 1.07023271

ASNSD1 NM_019048.1 ASNSD1 2 Homo sapiens asparagine synthetase domain containing 1 (ASNSD1), mRNA.NBLA00058; NS3TP1; FLJ207520.00823207 0.0375643 1.06934119

NUCB1 NM_006184.3 NUCB1 19 Homo sapiens nucleobindin 1 (NUCB1), mRNA.DKFZp686A15286; NUC; FLJ404710.00414406 0.02355649 1.06904679

ANXA2P1 NR_001562.1 ANXA2P1 4 Homo sapiens annexin A2 pseudogene 1 (ANXA2P1) on chromosome 4.LPC2A; ANX2L1; ANX2P10.00158824 0.01251705 1.0683857

MGST3 NM_004528.2 MGST3 1 Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA.GST-III 0.0013207 0.0110665 1.06774169

WDR68 NM_001003725.1WDR68 17 Homo sapiens WD repeat domain 68 (WDR68), transcript variant 2, mRNA.AN11; HAN11 0.01198214 0.04827821 1.06617623

TUBB2C NM_006088.5 TUBB2C 9 Homo sapiens tubulin, beta 2C (TUBB2C), mRNA.TUBB2 0.00190545 0.01406383 1.06569867

LOC100008588NR_003286.1 LOC100008588 Homo sapiens 18S ribosomal RNA (LOC100008588), non-coding RNA.0.00159937 0.01258231 1.06544437

LOC728453 XM_001127303.1LOC728453 PREDICTED: Homo sapiens similar to 40S ribosomal protein S28 (LOC728453), mRNA.0.00391325 0.02266233 1.06468175

GOT1 NM_002079.1 GOT1 10 Homo sapiens glutamic-oxaloacetic transaminase 1, soluble (aspartate aminotransferase 1) (GOT1), mRNA.GIG18 0.00344998 0.02087309 1.06464249

LOC648390 XR_037845.1 LOC648390 2 PREDICTED: Homo sapiens misc_RNA (LOC648390), miscRNA.0.01005404 0.04315945 1.06435611

TMCO1 NM_019026.2 TMCO1 1 Homo sapiens transmembrane and coiled-coil domains 1 (TMCO1), mRNA.HP10122; TMCC4; RP11-466F5.7; PCIA3; PNAS-1360.00455087 0.02497985 1.06394072

NRD1 NM_002525.1 NRD1 1 Homo sapiens nardilysin (N-arginine dibasic convertase) (NRD1), mRNA.hNRD2; hNRD1 0.00975887 0.04234485 1.06375439

EEF2 NM_001961.2 EEF2 19 Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA.EF2; EEF-2 0.00181026 0.01363454 1.0637534

COMMD3 NM_012071.2 COMMD3 10 Homo sapiens COMM domain containing 3 (COMMD3), mRNA.C10orf8; DKFZp686K0399; BUP; FLJ454710.00532457 0.02787621 1.06350458

SNHG9 NR_003142.2 SNHG9 16 Homo sapiens small nucleolar RNA host gene 9 (non-protein coding) (SNHG9), non-coding RNA.DKFZp686N061410.00553903 0.02868177 1.06280952

CALM3 NM_005184.2 CALM3 19 Homo sapiens calmodulin 3 (phosphorylase kinase, delta) (CALM3), mRNA.PHKD; PHKD3 0.00085823 0.00837138 1.06280068

TMBIM6 NM_003217.1 TMBIM6 12 Homo sapiens transmembrane BAX inhibitor motif containing 6 (TMBIM6), transcript variant 1, mRNA.BI-1; TMBIM6 0.00077618 0.00780659 1.06233769

RNF181 NM_016494.3 RNF181 2 Homo sapiens ring finger protein 181 (RNF181), mRNA.HSPC238 0.00803316 0.03698767 1.06181789

CHP NM_007236.3 CHP 15 Homo sapiens calcium binding protein P22 (CHP), mRNA.SLC9A1BP 0.00816422 0.0373834 1.06071364

MGEA5 NM_012215.1 MGEA5 10 Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), mRNA.MEA5; FLJ23355; NCOAT; FLJ11229; KIAA06790.00743798 0.03515074 1.06015632

AIF1L NM_031426.2 AIF1L 9 Homo sapiens allograft inflammatory factor 1-like (AIF1L), transcript variant 1, mRNA.MGC29466; FLJ12783; IBA20.0059549 0.02998029 1.05991108

TALDO1 XM_938697.1 TALDO1 PREDICTED: Homo sapiens transaldolase 1 (TALDO1), mRNA.0.00534243 0.02795862 1.05914101

ANXA2 NM_001002858.1ANXA2 15 Homo sapiens annexin A2 (ANXA2), transcript variant 1, mRNA.P36; LPC2D; ANX2L4; ANX2; PAP-IV; CAL1H; LIP2; LPC20.00043213 0.00536859 1.05843253

SERPINE2 NM_006216.2 SERPINE2 2 Homo sapiens serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type 1), member 2 (SERPINE2), mRNA.PI7; GDN; PNI; PN10.00130484 0.01097526 1.05800208

NDUFA2 NM_002488.3 NDUFA2 5 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2, 8kDa (NDUFA2), mRNA.B8; CD14 0.0067233 0.03270606 1.05733223

RPL15 NM_002948.2 RPL15 3 Homo sapiens ribosomal protein L15 (RPL15), mRNA.RPL10; RPYL10; RPLY10; EC45; MGC88603; FLJ263040.00361789 0.02163227 1.05627314

VEZF1 NM_007146.2 VEZF1 17 Homo sapiens vascular endothelial zinc finger 1 (VEZF1), mRNA.DB1; ZNF161 0.01084917 0.04511186 1.05606812

RING1 NM_002931.3 RING1 6 Homo sapiens ring finger protein 1 (RING1), mRNA.RNF1 0.00203768 0.01471215 1.0558552

MAD2L2 NM_006341.2 MAD2L2 1 Homo sapiens MAD2 mitotic arrest deficient-like 2 (yeast) (MAD2L2), mRNA.REV7; MAD2B 0.00625377 0.03114198 1.05554992

LOC728820 XR_038223.1 LOC728820 PREDICTED: Homo sapiens misc_RNA (LOC728820), miscRNA.0.01186089 0.04794998 1.05492577

COX6A1 NM_004373.2 COX6A1 12 Homo sapiens cytochrome c oxidase subunit VIa polypeptide 1 (COX6A1), nuclear gene encoding mitochondrial protein, mRNA.COX6AL; COX6A; MGC1045000.01240413 0.04939296 1.05484685

C19orf53 NM_014047.1 C19ORF53 19 Homo sapiens chromosome 19 open reading frame 53 (C19orf53), mRNA.HSPC023 0.01115517 0.04599468 1.05416641

LOC347544 XM_293412.3 LOC347544 PREDICTED: Homo sapiens similar to ribosomal protein L18a (LOC347544), mRNA.0.00141312 0.01152047 1.05328736

TMEM66 NM_016127.4 TMEM66 8 Homo sapiens transmembrane protein 66 (TMEM66), mRNA.FLJ22274; FOAP-7; MGC8721; HSPC035; XTP30.00952599 0.04156568 1.05265084

UBA1 NM_003334.3 UBA1 X Homo sapiens ubiquitin-like modifier activating enzyme 1 (UBA1), transcript variant 1, mRNA.UBA1A; A1S9; A1ST; UBE1X; MGC4781; A1S9T; UBE1; GXP10.00820451 0.03747724 1.05198301

LOC401115 XM_937968.1 LOC401115 PREDICTED: Homo sapiens hypothetical gene supported by BC038466; BC062790 (LOC401115), mRNA.0.00343871 0.02085249 1.05175894
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FAT1 NM_005245.3 FAT1 4 Homo sapiens FAT tumor suppressor homolog 1 (Drosophila) (FAT1), mRNA.ME5; hFat1; CDHF7; FAT10.00282126 0.01815468 1.05066676

CCNI NM_006835.2 CCNI 4 Homo sapiens cyclin I (CCNI), mRNA.CYC1; CYI 0.00684944 0.03312519 1.05004233

SNX3 NM_152828.2 SNX3 6 Homo sapiens sorting nexin 3 (SNX3), transcript variant 3, mRNA.SDP3; MGC17570; SNX3A0.01134158 0.0464742 1.04627762

LOC730740 XM_930111.1 LOC730740 PREDICTED: Homo sapiens similar to H3 histone, family 3B (LOC730740), mRNA.0.00898199 0.03994138 1.04573188

RPL18A NM_000980.2 RPL18A 19 Homo sapiens ribosomal protein L18a (RPL18A), mRNA.0.00885685 0.03957073 1.04334248

PRDX1 NM_181696.1 PRDX1 1 Homo sapiens peroxiredoxin 1 (PRDX1), transcript variant 2, mRNA.MSP23; PAG; PAGB; PAGA; PRX1; NKEFA; TDPX20.00950316 0.04147971 1.04330154

AHCY NM_000687.1 AHCY 20 Homo sapiens S-adenosylhomocysteine hydrolase (AHCY), mRNA.SAHH 0.0068665 0.03315932 1.04076772

LOC100131196XR_038314.1 LOC100131196 PREDICTED: Homo sapiens misc_RNA (LOC100131196), miscRNA.0.00524166 0.02756185 1.03824935
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SYMBOL SEARCH_KEY ILMN_GENE CHROMOSOMEDEFINITION SYNONYMS pval fdr fold

LAMP3 NM_014398.2 LAMP3 3 Homo sapiens lysosomal-associated membrane protein 3 (LAMP3), mRNA.TSC403; DC-LAMP; CD208; LAMP; DCLAMP1.4568E-06 0.00015573 23.3733885

GFPT2 NM_005110.1 GFPT2 5 Homo sapiens glutamine-fructose-6-phosphate transaminase 2 (GFPT2), mRNA.GFAT2; FLJ103800.00027847 0.00405649 16.9158825

SEMA3C NM_006379.2 SEMA3C 7 Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3C (SEMA3C), mRNA.SEMAE; SemE 0.00211921 0.01509523 16.8248458

HEG1 XM_087386.8 HEG1 3 Homo sapiens HEG homolog 1 (zebrafish) (HEG1), mRNA.KIAA1237; MST112; MSTP112; HEG0.00029534 0.00421429 16.708763

C14orf132 NM_020215.2 C14ORF132 14 Homo sapiens chromosome 14 open reading frame 132 (C14orf132), mRNA.DKFZp761F20140.00105191 0.00954425 16.2543866

Hs.505676 HS.505676 12 Homo sapiens cDNA FLJ33772 fis, clone BRSSN20001752.4012E-05 0.00081199 11.9294593

C12orf26 NM_032230.1 C12ORF26 12 Homo sapiens chromosome 12 open reading frame 26 (C12orf26), mRNA.FLJ22789 5.2018E-06 0.00031343 10.945463

CHD5 NM_015557.1 CHD5 1 Homo sapiens chromodomain helicase DNA binding protein 5 (CHD5), mRNA.KIAA0444; DKFZp434N2312.8441E-06 0.00022177 8.65708243

BAPX1 NM_001189.2 BAPX1 4 Homo sapiens bagpipe homeobox homolog 1 (Drosophila) (BAPX1), mRNA.NKX3B; NKX3-2; MGC138171; NKX3.20.00784639 0.03644419 8.05419368

PCOLCE NM_002593.2 PCOLCE 7 Homo sapiens procollagen C-endopeptidase enhancer (PCOLCE), mRNA.PCPE 0.00585067 0.02962431 6.94613458

COL1A1 NM_000088.2 COL1A1 17 Homo sapiens collagen, type I, alpha 1 (COL1A1), mRNA.OI4 2.8072E-06 0.00022019 6.56135856

ESAM NM_138961.1 ESAM 11 Homo sapiens endothelial cell adhesion molecule (ESAM), mRNA.W117m 6.8631E-05 0.00157947 6.33484235

CRISPLD2 NM_031476.1 CRISPLD2 16 Homo sapiens cysteine-rich secretory protein LCCL domain containing 2 (CRISPLD2), mRNA.DKFZP434B044; MGC74865; CRISP11; LCRISP23.7686E-08 1.7842E-05 6.09368793

OLFML2A NM_182487.1 OLFML2A 9 Homo sapiens olfactomedin-like 2A (OLFML2A), mRNA.PRO34319; FLJ002379.9889E-06 0.00046461 5.52159465

GSTT2B NM_001080843.2GSTT2B 22 Homo sapiens glutathione S-transferase theta 2B (gene/pseudogene) (GSTT2B), mRNA.MGC87963; GSTT2P0.00182276 0.01368205 5.11607274

RAB6B NM_016577.2 RAB6B 3 Homo sapiens RAB6B, member RAS oncogene family (RAB6B), mRNA.0.00015333 0.00270281 5.10284712

APLP1 NM_005166.3 APLP1 19 Homo sapiens amyloid beta (A4) precursor-like protein 1 (APLP1), transcript variant 2, mRNA.APLP 0.00010301 0.00207837 4.88731948

SMAD6 NM_005585.2 SMAD6 15 Homo sapiens SMAD family member 6 (SMAD6), transcript variant 1, mRNA.MADH6; HsT17432; MADH70.00298035 0.01886698 4.79949983

PLA2G10 NM_003561.1 PLA2G10 16 Homo sapiens phospholipase A2, group X (PLA2G10), mRNA.GXPLA2; SPLA2; MGC119919; GXSPLA2; MGC119918; MGC1333677.5841E-07 9.6668E-05 4.7002757

GSTM1 NM_000561.2 GSTM1 1 Homo sapiens glutathione S-transferase M1 (GSTM1), transcript variant 1, mRNA.MGC26563; GSTM1-1; H-B; GSTM1b-1b; GTH4; GTM1; GSTM1a-1a; MU; MU-1; GST11.0972E-05 0.00049473 4.2638243

PCBP4 NM_033009.1 PCBP4 3 Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 2, mRNA.LIP4; MCG10 0.00469604 0.02548127 4.22274983

LIMCH1 NM_014988.1 LIMCH1 4 Homo sapiens LIM and calponin homology domains 1 (LIMCH1), mRNA.DKFZp686B2470; DKFZp781I1455; DKFZp781C1754; LMO7B; DKFZp686G18243; DKFZp686G2094; MGC72127; DKFZp434I0312; DKFZp686A01247; LIMCH1A0.01199616 0.04830533 4.16225873

MGC18216 XM_927732.1 MGC18216 15 PREDICTED: Homo sapiens hypothetical protein MGC18216 (MGC18216), mRNA.0.00010464 0.00210166 3.92568978

HES2 NM_019089.3 HES2 1 Homo sapiens hairy and enhancer of split 2 (Drosophila) (HES2), mRNA.1.1902E-06 0.00013371 3.81183735

PLEKHB1 NM_021200.1 PLEKHB1 11 Homo sapiens pleckstrin homology domain containing, family B (evectins) member 1 (PLEKHB1), mRNA.PHR1; PHRET1; KPL11.5636E-09 2.303E-06 3.75312168

SUSD2 NM_019601.3 SUSD2 22 Homo sapiens sushi domain containing 2 (SUSD2), mRNA.BK65A6.2; FLJ227785.8614E-09 4.3166E-06 3.73063356

BEGAIN NM_020836.2 BEGAIN 14 Homo sapiens brain-enriched guanylate kinase-associated homolog (rat) (BEGAIN), mRNA.KIAA1446; BEGAIN1.6365E-06 0.00016311 3.69813886

SEMA6A NM_020796.2 SEMA6A 5 Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 6A (SEMA6A), mRNA.VIA; SEMAQ; SEMA; SEMA6A1; KIAA1368; HT018; sema VIa1.8812E-06 0.00017686 3.65814145

HLA-DMB NM_002118.3 HLA-DMB 6 Homo sapiens major histocompatibility complex, class II, DM beta (HLA-DMB), mRNA.D6S221E; RING75.6019E-08 2.1841E-05 3.63171055

STAT4 NM_003151.2 STAT4 2 Homo sapiens signal transducer and activator of transcription 4 (STAT4), mRNA.2.9516E-05 0.00091632 3.63071217

FLJ35767 NM_207459.1 FLJ35767 17 Homo sapiens FLJ35767 protein (FLJ35767), mRNA.6.5898E-11 1.7471E-07 3.55885075

HPCAL4 NM_016257.2 HPCAL4 1 Homo sapiens hippocalcin like 4 (HPCAL4), mRNA.DKFZp761G122; HLP43.605E-06 0.00025284 3.53464147

CKMT1B NM_020990.3 CKMT1B 15 Homo sapiens creatine kinase, mitochondrial 1B (CKMT1B), nuclear gene encoding mitochondrial protein, mRNA.UMTCK; CKMT1; CKMT3.4198E-07 6.3849E-05 3.50244426

SLC2A3 NM_006931.1 SLC2A3 12 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 3 (SLC2A3), mRNA.GLUT3; FLJ903809.974E-08 2.9381E-05 3.2854082

HLA-DRA NM_019111.3 HLA-DRA 6 Homo sapiens major histocompatibility complex, class II, DR alpha (HLA-DRA), mRNA.HLA-DRA1 1.3138E-07 3.5542E-05 3.05174757

ADAT2 NM_182503.2 ADAT2 6 Homo sapiens adenosine deaminase, tRNA-specific 2, TAD2 homolog (S. cerevisiae) (ADAT2), mRNA.TAD2; dJ20N2.1; dJ20N2; DKFZp686L1118; FLJ44213; DEADC10.00032746 0.0044797 3.02748053

HIST1H2BD NM_138720.1 HIST1H2BD 6 Homo sapiens histone cluster 1, H2bd (HIST1H2BD), transcript variant 2, mRNA.H2B.1B; HIRIP2; MGC90432; dJ221C16.6; H2B/b; H2BFB1.4233E-08 8.9845E-06 2.98126712

PRF1 NM_005041.3 PRF1 10 Homo sapiens perforin 1 (pore forming protein) (PRF1), transcript variant 1, mRNA.HPLH2; FLH2; P1; MGC65093; PFP0.00017004 0.00291982 2.88171465

GLDC NM_000170.1 GLDC 9 Homo sapiens glycine dehydrogenase (decarboxylating) (GLDC), mRNA.MGC138198; GCSP; NKH; GCE; MGC138200; HYGN13.4479E-07 6.348E-05 2.85265959

LFNG NM_001040168.1LFNG 7 Homo sapiens LFNG O-fucosylpeptide 3-beta-N-acetylglucosaminyltransferase (LFNG), transcript variant 2, mRNA.SCDO3 2.3777E-06 0.00019337 2.84135346

RUNDC3B NM_138290.1 RUNDC3B 7 Homo sapiens RUN domain containing 3B (RUNDC3B), mRNA.RPIP9; RPIB9; FLJ30671; MGC266558.9566E-06 0.00043332 2.73175881

OGDHL NM_018245.1 OGDHL 10 Homo sapiens oxoglutarate dehydrogenase-like (OGDHL), mRNA.1.006E-06 0.00012124 2.70952873

LMO2 NM_005574.2 LMO2 11 Homo sapiens LIM domain only 2 (rhombotin-like 1) (LMO2), mRNA.TTG2; RBTN2; RBTNL1; RHOM20.00109561 0.00978665 2.63290148

ZMIZ2 NM_031449.3 ZMIZ2 7 Homo sapiens zinc finger, MIZ-type containing 2 (ZMIZ2), transcript variant 1, mRNA.DKFZp761I2123; KIAA1886; ZIMP7; hZIMP71.4396E-05 0.00058183 2.602221

CD24 NM_013230.2 CD24 Y Homo sapiens CD24 molecule (CD24), mRNA.CD24A 2.319E-08 1.2296E-05 2.51891308

CSPG4 NM_001897.3 CSPG4 15 Homo sapiens chondroitin sulfate proteoglycan 4 (CSPG4), mRNA.MSK16; MCSP; NG2; MCSPG; MEL-CSPG; HMW-MAA0.00050403 0.00590233 2.43136035

MICAL1 NM_022765.2 MICAL1 6 Homo sapiens microtubule associated monoxygenase, calponin and LIM domain containing 1 (MICAL1), mRNA.NICAL; DKFZp434B1517; FLJ21739; FLJ11937; MICAL-1; MICAL9.8228E-05 0.00202192 2.42456045

MTSS1 NM_014751.2 MTSS1 8 Homo sapiens metastasis suppressor 1 (MTSS1), mRNA.MIM; KIAA0429; MIMA; MIMB; FLJ446947.5983E-06 0.00038591 2.41357525

PRPH NM_006262.3 PRPH 12 Homo sapiens peripherin (PRPH), mRNA.PRPH1; NEF4 1.6494E-07 4.049E-05 2.39976554

SUSD3 NM_145006.2 SUSD3 9 Homo sapiens sushi domain containing 3 (SUSD3), mRNA.MGC26847 0.00100473 0.00926194 2.35230799

TFAP2C NM_003222.3 TFAP2C 20 Homo sapiens transcription factor AP-2 gamma (activating enhancer binding protein 2 gamma) (TFAP2C), mRNA.AP2-GAMMA; TFAP2G; hAP-2g; ERF15.5822E-06 0.00032888 2.3332346

ELOVL3 NM_152310.1 ELOVL3 10 Homo sapiens elongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 3 (ELOVL3), mRNA.CIG30; CIG-30; MGC214354.4474E-06 0.00028759 2.31249449

TLE6 NM_024760.1 TLE6 19 Homo sapiens transducin-like enhancer of split 6 (E(sp1) homolog, Drosophila) (TLE6), mRNA.FLJ14009; MGC14966; GRG68.3545E-06 0.00041017 2.30142028

CHURC1 NM_145165.2 CHURC1 14 Homo sapiens churchill domain containing 1 (CHURC1), mRNA.FLJ33064; chch; My015; C14orf521.4523E-06 0.00015652 2.28246924

CRLF1 NM_004750.2 CRLF1 19 Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA.CISS; CISS1; CLF-1; NR6; CLF4.2453E-06 0.00028138 2.25988613

LOC644761 XR_019390.1 LOC644761 PREDICTED: Homo sapiens misc_RNA (LOC644761), miscRNA.0.0018315 0.01369338 2.25375651

CTGF NM_001901.2 CTGF 6 Homo sapiens connective tissue growth factor (CTGF), mRNA.CCN2; MGC102839; IGFBP8; NOV2; HCS246.8104E-08 2.5077E-05 2.24031906

LOC652097 XM_941428.1 LOC652097 PREDICTED: Homo sapiens hypothetical protein LOC652097 (LOC652097), mRNA.1.2313E-07 3.4004E-05 2.2375519

TCTA NM_022171.1 TCTA 3 Homo sapiens T-cell leukemia translocation altered gene (TCTA), mRNA.0.00053854 0.00617548 2.23021612

ZMAT5 NM_019103.2 ZMAT5 22 Homo sapiens zinc finger, matrin type 5 (ZMAT5), transcript variant 1, mRNA.0.00030247 0.00427463 2.19836006

FZD4 NM_012193.2 FZD4 11 Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA.FzE4; EVR1; GPCR; FZD4S; CD344; MGC34390; Fz-4; FEVR3.1987E-06 0.00024092 2.16725033

PTH2 NM_178449.2 PTH2 19 Homo sapiens parathyroid hormone 2 (PTH2), mRNA.0.00311754 0.01943844 2.12505549

TMEM2 NM_013390.1 TMEM2 9 Homo sapiens transmembrane protein 2 (TMEM2), mRNA.7.2087E-05 0.0016169 2.10117648

ARID5B NM_032199.1 ARID5B 10 Homo sapiens AT rich interactive domain 5B (MRF1-like) (ARID5B), mRNA.MRF2; FLJ21150; RP11-341A19.14.7211E-08 1.9557E-05 2.08649165

SGK NM_005627.2 SGK 6 Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA.SGK1 5.0235E-07 7.6541E-05 2.0834313

FAM43A NM_153690.4 FAM43A 3 Homo sapiens family with sequence similarity 43, member A (FAM43A), mRNA.FLJ90022 7.0461E-05 0.00160763 2.06414609

LOC339352 XR_019601.2 LOC339352 PREDICTED: Homo sapiens misc_RNA (LOC339352), miscRNA.0.00143217 0.01164718 2.06368276

SCARNA11 NR_003012.1 SCARNA11 12 Homo sapiens small Cajal body-specific RNA 11 (SCARNA11), guide RNA.ACA57 7.6392E-07 9.6443E-05 2.05457857

AMOT NM_133265.2 AMOT X Homo sapiens angiomotin (AMOT), transcript variant 2, mRNA.KIAA1071 6.8259E-05 0.00157638 2.03529839
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KCNS3 NM_002252.3 KCNS3 2 Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, member 3 (KCNS3), mRNA.MGC9481; KV9.36.8939E-05 0.00158381 2.02579884

LOC648526 XM_937579.1 LOC648526 PREDICTED: Homo sapiens similar to epiplakin 1 (LOC648526), mRNA.6.2139E-07 8.4919E-05 1.99996925

MPP1 NM_002436.2 MPP1 X Homo sapiens membrane protein, palmitoylated 1, 55kDa (MPP1), mRNA.AAG12; EMP55; DXS552; DXS552E; PEMP; MRG14.0772E-05 0.00115239 1.99017947

CLDN23 NM_194284.1 CLDN23 8 Homo sapiens claudin 23 (CLDN23), mRNA.CLDNL; hCG16461630.00124068 0.01065187 1.97487401

GSTT2 NM_001080843.1GSTT2 Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA.0.00022832 0.00354407 1.97228489

RBM20 XM_291671.6 RBM20 PREDICTED: Homo sapiens RNA binding motif protein 20 (RBM20), mRNA.0.00290571 0.01851832 1.95912186

SH3BGRL2 NM_031469.1 SH3BGRL2 6 Homo sapiens SH3 domain binding glutamic acid-rich protein like 2 (SH3BGRL2), mRNA.FLJ90025 2.1472E-05 0.000757 1.95162634

NES NM_006617.1 NES 1 Homo sapiens nestin (NES), mRNA.FLJ21841; Nbla001701.6931E-05 0.00065433 1.94620091

PDK3 NM_005391.1 PDK3 X Homo sapiens pyruvate dehydrogenase kinase, isozyme 3 (PDK3), mRNA.0.00416139 0.02360433 1.93795619

NRGN NM_006176.1 NRGN 11 Homo sapiens neurogranin (protein kinase C substrate, RC3) (NRGN), mRNA.RC3; hng 2.8679E-07 5.9402E-05 1.90452433

SCNN1D NM_002978.2 SCNN1D 1 Homo sapiens sodium channel, nonvoltage-gated 1, delta (SCNN1D), transcript variant 2, mRNA.SCNED; ENaCdelta; MGC149710; dNaCh; ENaCd; MGC1497110.00124453 0.01065731 1.89787045

SGK1 NM_005627.3 SGK1 6 Homo sapiens serum/glucocorticoid regulated kinase 1 (SGK1), transcript variant 1, mRNA.SGK 8.6534E-06 0.00042328 1.89739388

FOXD4L1 NM_012184.3 FOXD4L1 2 Homo sapiens forkhead box D4-like 1 (FOXD4L1), mRNA.bA395L14.1 0.00414909 0.02357496 1.88736539

CRIP2 NM_001312.2 CRIP2 14 Homo sapiens cysteine-rich protein 2 (CRIP2), mRNA.CRP2; CRIP; ESP14.4589E-07 7.0366E-05 1.87948424

CAPN5 NM_004055.3 CAPN5 11 Homo sapiens calpain 5 (CAPN5), mRNA.HTRA3; FLJ46245; nCL-30.00010587 0.00211671 1.87837241

LOC388588 XM_946205.1 LOC388588 1 PREDICTED: Homo sapiens hypothetical LOC388588, transcript variant 2 (LOC388588), mRNA.0.00017583 0.00298431 1.87633023

IRX3 NM_024336.1 IRX3 16 Homo sapiens iroquois homeobox 3 (IRX3), mRNA.IRX-1 1.0434E-05 0.00047367 1.86908103

SYN2 NM_003178.3 SYN2 3 Homo sapiens synapsin II (SYN2), transcript variant IIb, mRNA.SYNIIa; SYNII; SYNIIb0.00020891 0.00334056 1.86465893

FSTL3 NM_005860.1 FSTL3 19 Homo sapiens follistatin-like 3 (secreted glycoprotein) (FSTL3), mRNA.FLRG; FSRP 0.00045911 0.00556815 1.85739824

NICN1 NM_032316.2 NICN1 3 Homo sapiens nicolin 1 (NICN1), mRNA.MGC12936 0.0002194 0.00344591 1.85170372

FAM71E1 NM_138411.1 FAM71E1 19 Homo sapiens family with sequence similarity 71, member E1 (FAM71E1), mRNA.FLJ27522; FLJ437574.2357E-08 1.8716E-05 1.84109231

IFI6 NM_002038.2 IFI6 1 Homo sapiens interferon, alpha-inducible protein 6 (IFI6), transcript variant 3, mRNA.IFI-6-16; 6-16; IFI616; G1P3; FAM14C2.487E-09 2.9971E-06 1.82811724

CIB2 NM_006383.2 CIB2 15 Homo sapiens calcium and integrin binding family member 2 (CIB2), mRNA.KIP2 0.00096409 0.00903816 1.82419907

PARM1 NM_015393.2 PARM1 4 Homo sapiens prostate androgen-regulated mucin-like protein 1 (PARM1), mRNA.9.4335E-08 2.842E-05 1.78982031

MAPT NM_016841.2 MAPT 17 Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, mRNA.MTBT2; MAPTL; FTDP-17; DDPAC; MGC138549; TAU; MSTD; FLJ31424; PPND; MTBT11.0272E-05 0.00046954 1.77504778

WNT3A NM_033131.2 WNT3A 1 Homo sapiens wingless-type MMTV integration site family, member 3A (WNT3A), mRNA.MGC119419; MGC119420; MGC1194180.00010795 0.0021327 1.77006685

JUN NM_002228.3 JUN 1 Homo sapiens jun oncogene (JUN), mRNA.AP1; c-Jun 2.0971E-07 4.7118E-05 1.76409546

SNORD13 Hs.583806 SNORD13 8 Homo sapiens small nucleolar RNA, C/D box 13 (SNORD13), small nucleolar RNA.U13 1.4937E-06 0.00015715 1.76339952

C14orf78 XM_941311.1 C14ORF78 PREDICTED: Homo sapiens chromosome 14 open reading frame 78 (C14orf78), mRNA.6.0619E-06 0.00034049 1.7522156

PRR5 NM_001017530.1PRR5 22 Homo sapiens proline rich 5 (renal) (PRR5), transcript variant 4, mRNA.PP610; FLJ201850.00756513 0.03556148 1.7492887

C9orf169 NM_199001.1 C9ORF169 Homo sapiens chromosome 9 open reading frame 169 (C9orf169), mRNA.0.00029192 0.00417443 1.73081285

CKMT1A NM_001015001.1CKMT1A 15 Homo sapiens creatine kinase, mitochondrial 1A (CKMT1A), nuclear gene encoding mitochondrial protein, mRNA.UMTCK; CKMT1 9.1866E-07 0.00011276 1.72848195

LOC649970 XM_939056.1 LOC649970 PREDICTED: Homo sapiens similar to creatine kinase, mitochondrial 1B precursor (LOC649970), mRNA.1.369E-07 3.5583E-05 1.72511965

CPLX1 NM_006651.3 CPLX1 4 Homo sapiens complexin 1 (CPLX1), mRNA.CPX-I; CPX1 0.00350665 0.02113879 1.72260708

CTSH NM_004390.2 CTSH 15 Homo sapiens cathepsin H (CTSH), transcript variant 1, mRNA.CPSB; ACC-4; MGC1519; minichain; ACC-5; DKFZp686B242577.9409E-06 0.00039573 1.71200256

VASH1 NM_014909.2 VASH1 14 Homo sapiens vasohibin 1 (VASH1), mRNA.KIAA1036 0.00016102 0.00280489 1.70921223

SLC44A3 NM_152369.2 SLC44A3 1 Homo sapiens solute carrier family 44, member 3 (SLC44A3), mRNA.CTL3; MGC454742.9902E-05 0.00092398 1.70285531

RHOU NM_021205.4 RHOU 1 Homo sapiens ras homolog gene family, member U (RHOU), mRNA.WRCH1; CDC42L1; hG28K; ARHU; FLJ10616; fJ646B12.2; DJ646B12.20.00263909 0.01737891 1.69638812

C9orf45 NM_030814.4 C9ORF45 9 PREDICTED: Homo sapiens chromosome 9 open reading frame 45 (C9orf45), misc RNA.0.00057102 0.00639311 1.6921201

KISS1R NM_032551.3 KISS1R 19 Homo sapiens KISS1 receptor (KISS1R), mRNA.HOT7T175; AXOR12; GPR540.00128239 0.01084141 1.68526292

KRTAP2-2 XM_496261.2 KRTAP2-2 PREDICTED: Homo sapiens keratin associated protein 2-2 (KRTAP2-2), mRNA.0.0025433 0.01696727 1.67240261

LOC649917 XR_036859.1 LOC649917 PREDICTED: Homo sapiens misc_RNA (LOC649917), miscRNA.0.00074182 0.00756433 1.66946245

HCP5 NM_006674.2 HCP5 6 Homo sapiens HLA complex P5 (HCP5), mRNA.P5-1; D6S2650E 1.242E-05 0.00053279 1.6621437

ARL3 NM_004311.2 ARL3 10 Homo sapiens ADP-ribosylation factor-like 3 (ARL3), mRNA.ARFL3 4.4853E-05 0.00123099 1.65766414

LOC646786 XM_929738.1 LOC646786 6 PREDICTED: Homo sapiens similar to Afadin (AF-6 protein) (LOC646786), mRNA.0.00062478 0.00676093 1.65513589

TSPAN13 NM_014399.3 TSPAN13 7 Homo sapiens tetraspanin 13 (TSPAN13), mRNA.FLJ22934; NET-6; TM4SF131.7935E-08 1.0806E-05 1.64928507

ST3GAL5 NM_003896.2 ST3GAL5 2 Homo sapiens ST3 beta-galactoside alpha-2,3-sialyltransferase 5 (ST3GAL5), transcript variant 2, mRNA.SIAT9; ST3GalV; SIATGM3S0.00010099 0.00205633 1.64762718

HS1BP3 NM_022460.3 HS1BP3 2 Homo sapiens HCLS1 binding protein 3 (HS1BP3), mRNA.ETM2; FLJ14249; HS1-BP31.3665E-05 0.00056962 1.64463698

FLJ10986 NM_018291.2 FLJ10986 1 Homo sapiens hypothetical protein FLJ10986 (FLJ10986), mRNA.RP11-242B9.1 0.00429344 0.02411602 1.63907728

SKAP2 NM_003930.3 SKAP2 7 Homo sapiens src kinase associated phosphoprotein 2 (SKAP2), mRNA.RA70; SCAP2; SAPS; MGC33304; MGC10411; SKAP55R; PRAP; SKAP-HOM1.2176E-05 0.00052918 1.6062086

FAM46B NM_052943.2 FAM46B 1 Homo sapiens family with sequence similarity 46, member B (FAM46B), mRNA.MGC16491; MGC20845; RP11-344H11.84.3498E-05 0.00120128 1.6049621

FOXD4 NM_207305.2 FOXD4 9 Homo sapiens forkhead box D4 (FOXD4), mRNA.FOXD4A; MGC105106; FREAC5; FKHL90.00143627 0.01166619 1.60086632

CDA NM_001785.1 CDA 1 Homo sapiens cytidine deaminase (CDA), mRNA.CDD 2.2261E-05 0.00077861 1.59678056

AK1 NM_000476.1 AK1 9 Homo sapiens adenylate kinase 1 (AK1), mRNA.2.6123E-05 0.00085293 1.59233481

NUDT7 NM_001105663.1NUDT7 16 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 7 (NUDT7), transcript variant 1, mRNA.1.7178E-06 0.00016743 1.59222819

MOSPD1 NM_019556.1 MOSPD1 X Homo sapiens motile sperm domain containing 1 (MOSPD1), mRNA.DJ473B4 5.1508E-05 0.00133358 1.59091923

SOX8 NM_014587.2 SOX8 16 Homo sapiens SRY (sex determining region Y)-box 8 (SOX8), mRNA.MGC24837 1.0167E-05 0.00046958 1.58399031

39327 NM_019106.4 39327 22 Homo sapiens septin 3 (SEPT3), transcript variant B, mRNA.SEP3; MGC133218; bK250D10.31.0862E-06 0.00012631 1.5835937

PRAME NM_206956.1 PRAME 22 Homo sapiens preferentially expressed antigen in melanoma (PRAME), transcript variant 4, mRNA.MAPE; OIP4 0.00044621 0.00548189 1.57327303

C1orf53 NM_001024594.1C1ORF53 1 Homo sapiens chromosome 1 open reading frame 53 (C1orf53), mRNA.0.00016105 0.00280171 1.57226564

PPP1R13B NM_015316.1 PPP1R13B 14 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 13B (PPP1R13B), mRNA.p53BP2-like; p85; KIAA0771; ASPP10.00104574 0.00951432 1.5667543

VGF NM_003378.2 VGF 7 Homo sapiens VGF nerve growth factor inducible (VGF), mRNA.4.0159E-07 6.9137E-05 1.56564867

RABAC1 NM_006423.1 RABAC1 19 Homo sapiens Rab acceptor 1 (prenylated) (RABAC1), mRNA.PRAF1; PRA1; YIP32.9062E-05 0.00090861 1.56106371

REEP1 NM_022912.1 REEP1 2 Homo sapiens receptor accessory protein 1 (REEP1), mRNA.SPG31; C2orf23; FLJ131101.6963E-05 0.00065365 1.55395269

ABCG4 NM_022169.3 ABCG4 11 Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 4 (ABCG4), mRNA.WHITE2 0.00552901 0.02867469 1.53833437

LOC645166 XM_001129441.2LOC645166 1 PREDICTED: Homo sapiens similar to lymphocyte-specific protein 1 (LOC645166), mRNA.2.328E-06 0.00019656 1.53692951

CGNL1 NM_032866.3 CGNL1 15 Homo sapiens cingulin-like 1 (CGNL1), mRNA.MGC138254; JACOP; KIAA1749; FLJ149578.8908E-05 0.0018827 1.53446285

LOC729776 Hs.535844 LOC729776 6 PREDICTED: Homo sapiens hypothetical protein LOC729776 (LOC729776), mRNA.0.00623598 0.03108845 1.52991312

C13orf15 NM_014059.1 C13ORF15 13 Homo sapiens chromosome 13 open reading frame 15 (C13orf15), mRNA.RGC-32; KIAA0564; bA157L14.2; MGC87338; RGC326.3519E-06 0.00035084 1.52921143

SLC30A1 NM_021194.2 SLC30A1 1 Homo sapiens solute carrier family 30 (zinc transporter), member 1 (SLC30A1), mRNA.ZNT1; ZRC1 0.00373118 0.02194343 1.52657164
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GPRC5A NM_003979.3 GPRC5A 12 Homo sapiens G protein-coupled receptor, family C, group 5, member A (GPRC5A), mRNA.RAIG1; RAI3; GPCR5A1.7952E-05 0.00068384 1.52488013

RNY4 NR_004393.1 RNY4 7 Homo sapiens RNA, Ro-associated Y4 (RNY4), small cytoplasmic RNA.Y4; HY4 9.2878E-06 0.00044129 1.50047222

GCA NM_012198.2 GCA 2 Homo sapiens grancalcin, EF-hand calcium binding protein (GCA), mRNA.GCL 4.5197E-06 0.00028944 1.49595061

DENND5B NM_144973.2 DENND5B 12 Homo sapiens DENN/MADD domain containing 5B (DENND5B), mRNA.FLJ41648; DKFZp686P1174; FLJ433334.8333E-05 0.0012814 1.49499876

PPP1R14C NM_030949.1 PPP1R14C 6 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14C (PPP1R14C), mRNA.KEPI; NY-BR-81; CPI17-like2.0878E-05 0.000748 1.49250241

PCOLCE2 NM_013363.2 PCOLCE2 3 Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA.PCPE2 0.00142777 0.01161853 1.47604457

TUBB4 NM_006087.2 TUBB4 19 Homo sapiens tubulin, beta 4 (TUBB4), mRNA.TUBB5; beta-5 2.1207E-06 0.00018995 1.47583194

PECR NM_018441.2 PECR 2 Homo sapiens peroxisomal trans-2-enoyl-CoA reductase (PECR), mRNA.HSA250303; TERP0.0097902 0.04242528 1.47187386

GNG7 NM_052847.1 GNG7 19 Homo sapiens guanine nucleotide binding protein (G protein), gamma 7 (GNG7), mRNA.FLJ00058 1.2595E-05 0.00053686 1.46815405

BAMBI NM_012342.2 BAMBI 10 Homo sapiens BMP and activin membrane-bound inhibitor homolog (Xenopus laevis) (BAMBI), mRNA.NMA 1.0787E-07 3.0424E-05 1.45239122

TCEA3 NM_003196.1 TCEA3 1 Homo sapiens transcription elongation factor A (SII), 3 (TCEA3), mRNA.TFIIS.H; TFIIS 0.00096582 0.00904803 1.45147092

ZBTB46 NM_025224.2 ZBTB46 20 Homo sapiens zinc finger and BTB domain containing 46 (ZBTB46), mRNA.BTBD4; ZNF340; FLJ13502; RINZF; dJ583P15.8; dJ583P15.70.00087657 0.00850649 1.445994

Hs.296031 HS.296031 X Homo sapiens cDNA clone IMAGE:52627348.2369E-06 0.00040742 1.44489632

PCYOX1L NM_024028.2 PCYOX1L 5 Homo sapiens prenylcysteine oxidase 1 like (PCYOX1L), mRNA.MGC3265 0.00974769 0.04232407 1.44416498

TMEM145 NM_173633.1 TMEM145 19 Homo sapiens transmembrane protein 145 (TMEM145), mRNA.FLJ90805 0.004577 0.02507134 1.44147435

ASAP2 NM_003887.2 ASAP2 2 Homo sapiens ArfGAP with SH3 domain, ankyrin repeat and PH domain 2 (ASAP2), transcript variant 1, mRNA.9.9047E-05 0.00202932 1.4380021

GPR177 NM_024911.4 GPR177 1 Homo sapiens G protein-coupled receptor 177 (GPR177), transcript variant 1, mRNA.FLJ23091; C1orf139; WLS; EVI; MGC131760; MRP; MGC148782.0018E-06 0.00018176 1.43403553

SH3PXD2A NM_014631.2 SH3PXD2A 10 Homo sapiens SH3 and PX domains 2A (SH3PXD2A), mRNA.SH3MD1; FISH 0.00014222 0.00258973 1.43231572

ITGA2 NM_002203.2 ITGA2 5 Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) (ITGA2), mRNA.CD49B; VLAA2; VLA-2; BR; GPIa0.00030819 0.00432307 1.43107075

EIF4E3 NM_173359.3 EIF4E3 3 Homo sapiens eukaryotic translation initiation factor 4E family member 3 (EIF4E3), mRNA.MGC86971; MGC398200.0022168 0.01549891 1.42759898

SCARNA8 NR_003009.1 SCARNA8 9 Homo sapiens small Cajal body-specific RNA 8 (SCARNA8), guide RNA.U92 1.6156E-06 0.00016348 1.42659091

GLCE NM_015554.1 GLCE 15 Homo sapiens glucuronic acid epimerase (GLCE), mRNA.KIAA0836; HSEPI1.9997E-06 0.00018282 1.42005289

DDIT4L NM_145244.2 DDIT4L 4 Homo sapiens DNA-damage-inducible transcript 4-like (DDIT4L), mRNA.Rtp801L; REDD27.6223E-06 0.00038565 1.41935446

SGPL1 NM_003901.2 SGPL1 10 Homo sapiens sphingosine-1-phosphate lyase 1 (SGPL1), mRNA.KIAA1252; SPL; FLJ138110.00108746 0.00975328 1.41789098

SLC29A4 NM_001040661.1SLC29A4 7 Homo sapiens solute carrier family 29 (nucleoside transporters), member 4 (SLC29A4), transcript variant 1, mRNA.PMAT; FLJ34923; ENT42.384E-05 0.00081031 1.41529829

RIMS3 NM_014747.2 RIMS3 1 Homo sapiens regulating synaptic membrane exocytosis 3 (RIMS3), mRNA.RIM3; NIM3; KIAA02370.00011655 0.00224897 1.41520251

PTPRU NM_005704.3 PTPRU 1 Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), transcript variant 3, mRNA.GLEPP1; hPTP-J; PTPPSI; PCP-2; FMI; PTP-PI; R-PTP-PSI; PTPRO; PTP; FLJ37530; PTPU2; PTP-J0.00584331 0.02962102 1.41284773

KRT18P28 XR_017689.1 KRT18P28 1 PREDICTED: Homo sapiens misc_RNA (KRT18P28), miscRNA.8.7356E-05 0.00185874 1.41010146

LAMC3 NM_006059.2 LAMC3 9 Homo sapiens laminin, gamma 3 (LAMC3), mRNA.DKFZp434E202 0.00542419 0.02825268 1.40940255

KIAA1467 NM_020853.1 KIAA1467 12 Homo sapiens KIAA1467 (KIAA1467), mRNA.DKFZp781O012 0.01209145 0.0484975 1.40612554

NOTCH3 NM_000435.1 NOTCH3 19 Homo sapiens Notch homolog 3 (Drosophila) (NOTCH3), mRNA.CASIL; CADASIL0.00107811 0.00971544 1.40579024

LRRC20 NM_207119.1 LRRC20 10 Homo sapiens leucine rich repeat containing 20 (LRRC20), transcript variant 1, mRNA.FLJ10751; FLJ108442.1406E-05 0.00075668 1.40242704

IGSF3 NM_001542.2 IGSF3 1 Homo sapiens immunoglobulin superfamily, member 3 (IGSF3), transcript variant 1, mRNA.V8; EWI-3; MGC1171641.0919E-06 0.00012587 1.40194113

HLA-B NM_005514.5 HLA-B 6 Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA.AS; HLA-B-5501; SPDA1; HLA B2.2094E-07 4.8813E-05 1.39868688

CGN NM_020770.1 CGN 1 Homo sapiens cingulin (CGN), mRNA.FLJ39281; DKFZp779N1112; KIAA13195.6281E-06 0.00033012 1.39752024

TLE2 NM_003260.3 TLE2 19 Homo sapiens transducin-like enhancer of split 2 (E(sp1) homolog, Drosophila) (TLE2), mRNA.FLJ41188; GRG2; ESG2; ESG0.01025339 0.04366173 1.39534308

TESC NM_017899.1 TESC 12 Homo sapiens tescalcin (TESC), mRNA.TSC; FLJ20607 5.9786E-06 0.00033724 1.3944236

UBE2L6 NM_198183.1 UBE2L6 11 Homo sapiens ubiquitin-conjugating enzyme E2L 6 (UBE2L6), transcript variant 2, mRNA.UBCH8; RIG-B; MGC403317.1328E-05 0.00161906 1.39387522

TIMP2 XM_941104.1 TIMP2 PREDICTED: Homo sapiens TIMP metallopeptidase inhibitor 2 (TIMP2), mRNA.7.7686E-08 2.5117E-05 1.38692649

PCNX NM_014982.1 PCNX 14 Homo sapiens pecanex homolog (Drosophila) (PCNX), mRNA.KIAA0805; PCNXL1; KIAA0995; FLJ45663; FLJ234090.00095365 0.00895931 1.38641344

C15orf39 NM_015492.3 C15ORF39 15 Homo sapiens chromosome 15 open reading frame 39 (C15orf39), mRNA.DKFZP434H132; FLJ46337; MGC1172090.0040435 0.02313365 1.38053793

TSPAN33 NM_178562.2 TSPAN33 7 Homo sapiens tetraspanin 33 (TSPAN33), mRNA.MGC50844; PEN0.00465846 0.02536041 1.37865609

CYR61 NM_001554.3 CYR61 1 Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA.CCN1; IGFBP10; GIG10.00018668 0.00309323 1.37726193

MT1F NM_005949.1 MT1F 16 Homo sapiens metallothionein 1F (MT1F), mRNA.MT1; MGC327324.4913E-06 0.00028902 1.3770431

CORO2A NM_052820.2 CORO2A 9 Homo sapiens coronin, actin binding protein, 2A (CORO2A), transcript variant 1, mRNA.WDR2; CLIPINB; IR100.00178326 0.01350798 1.37651089

RNU1-3 NR_004408.1 RNU1-3 1 Homo sapiens RNA, U1 small nuclear 3 (RNU1-3), small nuclear RNA.U1C21 0.00074058 0.00756323 1.37614783

C11orf74 NM_138787.2 C11ORF74 11 Homo sapiens chromosome 11 open reading frame 74 (C11orf74), mRNA.FLJ38678 2.091E-05 0.00074712 1.37213614

HLA-F NM_018950.1 HLA-F 6 Homo sapiens major histocompatibility complex, class I, F (HLA-F), transcript variant 1, mRNA.HLA-5.4; HLAF; CDA12; HLA-CDA121.1182E-05 0.00049907 1.36727327

ABHD6 NM_020676.4 ABHD6 3 Homo sapiens abhydrolase domain containing 6 (ABHD6), mRNA.0.00050705 0.00592721 1.36391644

TMSB15A NM_021992.2 TMSB15A X Homo sapiens thymosin beta 15a (TMSB15A), mRNA.Tb15; TMSNB; TbNB4.4195E-08 1.8898E-05 1.36332395

NKD2 NM_033120.2 NKD2 5 Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA.Naked2 5.1353E-07 7.7357E-05 1.36049127

ENC1 NM_003633.1 ENC1 5 Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), mRNA.PIG10; NRPB; CCL28; FLJ39259; ENC-1; TP53I10; KLHL350.00020587 0.00330392 1.35882319

TAGLN2 NM_003564.1 TAGLN2 1 Homo sapiens transgelin 2 (TAGLN2), mRNA.KIAA0120; HA17562.3462E-06 0.00019318 1.35839335

DSP NM_004415.2 DSP 6 Homo sapiens desmoplakin (DSP), transcript variant 1, mRNA.DPI; DPII 0.00085941 0.00837671 1.35427971

TMEM98 NM_015544.2 TMEM98 17 Homo sapiens transmembrane protein 98 (TMEM98), transcript variant 1, mRNA.DKFZP564K19642.7633E-05 0.00088909 1.34562352

SCPEP1 NM_021626.1 SCPEP1 17 Homo sapiens serine carboxypeptidase 1 (SCPEP1), mRNA.RISC; HSCP1 5.5359E-07 7.8907E-05 1.34367023

ASMTL XM_942506.1 ASMTL PREDICTED: Homo sapiens acetylserotonin O-methyltransferase-like (ASMTL), mRNA.3.8447E-05 0.00110075 1.34080484

ADARB1 NM_001033049.1ADARB1 21 Homo sapiens adenosine deaminase, RNA-specific, B1 (RED1 homolog rat) (ADARB1), transcript variant 1, mRNA.ADAR2a; ADAR2; DRABA2; DRADA2; ADAR2a-L1; ADAR2a-L2; ADAR2g; ADAR2c; RED1; ADAR2a-L3; ADAR2b; ADAR2d0.01033456 0.04382434 1.33277674

RAB31 NM_006868.2 RAB31 18 Homo sapiens RAB31, member RAS oncogene family (RAB31), mRNA.Rab22B 6.9652E-07 9.052E-05 1.33069288

CYP26B1 NM_019885.2 CYP26B1 2 Homo sapiens cytochrome P450, family 26, subfamily B, polypeptide 1 (CYP26B1), mRNA.CYP26A2; MGC129613; P450RAI-2; DKFZp686G06381.3693E-05 0.00056899 1.33040109

C7orf70 XM_935791.1 C7ORF70 7 Homo sapiens chromosome 7 open reading frame 70 (C7orf70), mRNA.0.00014351 0.00260603 1.32755392

GRK5 NM_005308.2 GRK5 10 Homo sapiens G protein-coupled receptor kinase 5 (GRK5), mRNA.GPRK5 0.0002536 0.0038463 1.32292273

CALB2 NM_001740.2 CALB2 16 Homo sapiens calbindin 2 (CALB2), transcript variant CALB2c, mRNA.CAL2 0.00357814 0.02146235 1.32229264

ASS1 NM_000050.3 ASS1 9 Homo sapiens argininosuccinate synthetase 1 (ASS1), transcript variant 1, mRNA.CTLN1; ASS 2.1313E-06 0.00018835 1.31922075

PINK1 NM_032409.1 PINK1 1 Homo sapiens PTEN induced putative kinase 1 (PINK1), nuclear gene encoding mitochondrial protein, mRNA.FLJ27236; PARK6; BRPK0.00016465 0.00284943 1.31443718

CAMTA1 NM_015215.1 CAMTA1 1 Homo sapiens calmodulin binding transcription activator 1 (CAMTA1), mRNA.KIAA0833 0.01150212 0.04694338 1.31301408

RTN4R NM_023004.5 RTN4R 22 Homo sapiens reticulon 4 receptor (RTN4R), mRNA.NOGOR; NGR 0.00839929 0.03810437 1.31233684

LGMN NM_005606.5 LGMN 14 Homo sapiens legumain (LGMN), transcript variant 2, mRNA.AEP; LGMN1; PRSC14.6145E-05 0.00125863 1.30793551

TMEM205 NM_198536.1 TMEM205 19 Homo sapiens transmembrane protein 205 (TMEM205), mRNA.UNQ501; MGC1108585.2169E-07 7.684E-05 1.30736331

WFS1 NM_006005.2 WFS1 4 Homo sapiens Wolfram syndrome 1 (wolframin) (WFS1), mRNA.DFNA14; DIDMOAD; WFRS; WOLFRAMIN; DFNA6; WFS; DFNA386.3902E-06 0.00034859 1.30397839



 0.5 ACL-Indepen. Upreg

ZNFX1 NM_021035.1 ZNFX1 20 Homo sapiens zinc finger, NFX1-type containing 1 (ZNFX1), mRNA.MGC131926; FLJ392750.00028884 0.00415274 1.30324144

HEYL NM_014571.2 HEYL 1 Homo sapiens hairy/enhancer-of-split related with YRPW motif-like (HEYL), mRNA.MGC12623; HRT30.00031745 0.00440647 1.30188791

CDK2AP2 NM_005851.3 CDK2AP2 11 Homo sapiens cyclin-dependent kinase 2 associated protein 2 (CDK2AP2), mRNA.p14; FLJ10636; DOC-1R0.00703915 0.03380832 1.29122095

DKK1 NM_012242.2 DKK1 10 Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKK1), mRNA.DKK-1; SK 4.7548E-06 0.00029872 1.29110335

BCAS4 NM_017843.3 BCAS4 20 Homo sapiens breast carcinoma amplified sequence 4 (BCAS4), transcript variant 1, mRNA.FLJ20495 0.00067307 0.00707549 1.28950494

JUNB NM_002229.2 JUNB 19 Homo sapiens jun B proto-oncogene (JUNB), mRNA.0.00451137 0.02484536 1.28797363

HSPA12A XM_945467.1 HSPA12A PREDICTED: Homo sapiens heat shock 70kDa protein 12A, transcript variant 4 (HSPA12A), mRNA.0.01025503 0.04365468 1.27923099

HCFC1R1 NM_001002017.1HCFC1R1 16 Homo sapiens host cell factor C1 regulator 1 (XPO1 dependent) (HCFC1R1), transcript variant 3, mRNA.MGC99622; HPIP; FLJ20568; MGC707112.3594E-06 0.00019307 1.27787686

PALM NM_002579.1 PALM 19 Homo sapiens paralemmin (PALM), transcript variant 1, mRNA.KIAA0270 0.0004324 0.0053619 1.27778299

NEK6 NM_014397.3 NEK6 9 Homo sapiens NIMA (never in mitosis gene a)-related kinase 6 (NEK6), mRNA.SID6-1512 0.00718882 0.0343158 1.2759933

PXDN NM_012293.1 PXDN 2 Homo sapiens peroxidasin homolog (Drosophila) (PXDN), mRNA. XM_935183 XM_935184 XM_936786 XM_942966 XM_942982 XM_942986 XM_942994 XM_943000D2S448E; D2S448; VPO; MG50; KIAA0230; PXN; PRG20.00817429 0.03740366 1.27285486

SAT1 NM_002970.1 SAT1 X Homo sapiens spermidine/spermine N1-acetyltransferase 1 (SAT1), mRNA.KFSD; SSAT-1; DC21; SSAT; SAT1.5629E-07 3.9091E-05 1.27265243

COBL NM_015198.2 COBL 7 Homo sapiens cordon-bleu homolog (mouse) (COBL), mRNA.DKFZp686G13227; MGC131893; KIAA06332.0413E-05 0.00074544 1.27197503

SLC27A1 NM_198580.1 SLC27A1 19 Homo sapiens solute carrier family 27 (fatty acid transporter), member 1 (SLC27A1), mRNA.FATP1; ACSVL5; FLJ00336; MGC71751; FATP0.00026825 0.00396869 1.27196731

CTSL2 NM_001333.2 CTSL2 9 Homo sapiens cathepsin L2 (CTSL2), mRNA.CTSV; CATL2; CTSU; MGC1259571.0741E-06 0.00012601 1.27046828

CTSB NM_001908.3 CTSB 8 Homo sapiens cathepsin B (CTSB), transcript variant 1, mRNA.CPSB; APPS 0.00133818 0.01109373 1.26700649

EFNB2 NM_004093.2 EFNB2 13 Homo sapiens ephrin-B2 (EFNB2), mRNA.MGC126227; LERK5; HTKL; EPLG5; MGC126226; Htk-L; MGC1262283.1321E-06 0.00023862 1.26432595

SMYD3 NM_022743.1 SMYD3 1 Homo sapiens SET and MYND domain containing 3 (SMYD3), mRNA.bA74P14.1; ZMYND1; ZNFN3A1; FLJ21080; MGC1043245.7571E-05 0.00141851 1.25701591

CHD7 NM_017780.2 CHD7 8 Homo sapiens chromodomain helicase DNA binding protein 7 (CHD7), mRNA.FLJ20361; KIAA1416; FLJ20357; IS34.6069E-05 0.00125917 1.25653786

TLE1 NM_005077.3 TLE1 9 Homo sapiens transducin-like enhancer of split 1 (E(sp1) homolog, Drosophila) (TLE1), mRNA.GRG1; ESG1; ESG0.00284124 0.01826549 1.25547836

KRT18P13 XM_001726959.1KRT18P13 9 PREDICTED: Homo sapiens keratin 18 pseudogene 13 (KRT18P13), mRNA.2.104E-05 0.00074974 1.25270873

PLEKHG4 NM_015432.2 PLEKHG4 16 Homo sapiens pleckstrin homology domain containing, family G (with RhoGef domain) member 4 (PLEKHG4), mRNA.puratrophin1; DKFZP434I216; SCA40.01064626 0.04461801 1.25244458

LOC100134134XM_001720850.1LOC100134134 PREDICTED: Homo sapiens similar to peroxidasin homolog (LOC100134134), mRNA.5.795E-07 8.0862E-05 1.25074269

PDLIM1 NM_020992.2 PDLIM1 10 Homo sapiens PDZ and LIM domain 1 (PDLIM1), mRNA.CLP36; CLP-36; hCLIM1; CLIM1; ELFIN5.507E-06 0.0003259 1.25037524

ISG15 NM_005101.1 ISG15 1 Homo sapiens ISG15 ubiquitin-like modifier (ISG15), mRNA.G1P2; UCRP; IFI159.2997E-07 0.0001131 1.24906853

RRAS NM_006270.2 RRAS 19 Homo sapiens related RAS viral (r-ras) oncogene homolog (RRAS), mRNA.3.135E-06 0.00023747 1.24564172

CRABP2 NM_001878.2 CRABP2 1 Homo sapiens cellular retinoic acid binding protein 2 (CRABP2), mRNA.CRABP-II; RBP6 4.2788E-07 6.917E-05 1.24287858

PCMTD2 NM_018257.1 PCMTD2 20 Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase domain containing 2 (PCMTD2), mRNA.FLJ10883; C20orf360.00320284 0.01983962 1.24161975

LOC647954 XM_938141.1 LOC647954 PREDICTED: Homo sapiens misc_RNA (LOC647954), miscRNA.1.1067E-05 0.00049562 1.23918443

FGFR3 NM_000142.2 FGFR3 4 Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric dwarfism) (FGFR3), transcript variant 2, mRNA.HSFGFR3EX; JTK4; CD333; ACH; CEK22.7808E-05 0.00089039 1.23676158

XPR1 NM_004736.3 XPR1 1 Homo sapiens xenotropic and polytropic retrovirus receptor (XPR1), transcript variant 1, mRNA.5.6282E-05 0.0014077 1.22951058

CREB3L2 NM_194071.2 CREB3L2 7 Homo sapiens cAMP responsive element binding protein 3-like 2 (CREB3L2), mRNA.MGC131709; BBF2H7; MGC710068.8311E-05 0.00187303 1.22853852

ZCCHC14 NM_015144.1 ZCCHC14 16 Homo sapiens zinc finger, CCHC domain containing 14 (ZCCHC14), mRNA.MGC126527; BDG29; BDG-29; MGC141390.0001438 0.0026076 1.22822191

MT1X NM_005952.2 MT1X 16 Homo sapiens metallothionein 1X (MT1X), mRNA.MT1; MT-1l 2.5898E-06 0.00020681 1.22705079

MGC4677 XM_939115.1 MGC4677 2 Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA.MGC17532; MGC881820.00221272 0.01551127 1.22482419

AP1B1 NM_145730.1 AP1B1 22 Homo sapiens adaptor-related protein complex 1, beta 1 subunit (AP1B1), transcript variant 2, mRNA.CLAPB2; ADTB1; BAM22; AP105A0.00329317 0.02021033 1.22346888

MAOA NM_000240.2 MAOA X Homo sapiens monoamine oxidase A (MAOA), nuclear gene encoding mitochondrial protein, mRNA.0.00711224 0.03409762 1.22151018

ITM2C NM_001012516.1ITM2C 2 Homo sapiens integral membrane protein 2C (ITM2C), transcript variant 2, mRNA.E25; ITM3; BRI3; E25C; BRICD2C2.5149E-07 5.3769E-05 1.22139319

OBFC1 NM_024928.3 OBFC1 10 Homo sapiens oligonucleotide/oligosaccharide-binding fold containing 1 (OBFC1), mRNA.bA541N10.2; FLJ22559; RP11-541N10.29.6311E-05 0.00198862 1.22104766

GLIPR2 NM_022343.2 GLIPR2 9 Homo sapiens GLI pathogenesis-related 2 (GLIPR2), mRNA.GLIPR2; GAPR-11.2357E-05 0.00053356 1.22099733

WDR48 NM_020839.2 WDR48 3 Homo sapiens WD repeat domain 48 (WDR48), mRNA.P80; KIAA1449; DKFZp686G17940.00393011 0.02273014 1.22052476

LOC149501 XR_017100.2 LOC149501 1 PREDICTED: Homo sapiens misc_RNA (LOC149501), miscRNA.3.9257E-07 6.8473E-05 1.21977235

YIPF1 NM_018982.3 YIPF1 1 Homo sapiens Yip1 domain family, member 1 (YIPF1), mRNA.FinGER1; DJ167A19.10.00043485 0.00538726 1.21721634

TBCE NM_003193.3 TBCE 1 Homo sapiens tubulin folding cofactor E (TBCE), transcript variant 2, mRNA.KCS; KCS1; pac2; HRD0.00018328 0.00305603 1.21645309

ARHGEF3 NM_019555.1 ARHGEF3 3 Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), mRNA.DKFZP434F2429; XPLN; GEF3; MGC118905; STA34.7539E-05 0.00126541 1.2142395

FLNB NM_001457.1 FLNB 3 Homo sapiens filamin B, beta (actin binding protein 278) (FLNB), mRNA.FLN1L; filamin B; FH1; DKFZp686A1668; AOI; ABP-278; SCT; TAP; TABP2.5978E-05 0.00085027 1.21252157

LOC100129668XM_001713607.1LOC100129668 6 PREDICTED: Homo sapiens hypothetical protein LOC100129668 (LOC100129668), mRNA.6.3591E-06 0.00034978 1.21244442

AXIN2 NM_004655.2 AXIN2 17 Homo sapiens axin 2 (conductin, axil) (AXIN2), mRNA.MGC126582; DKFZp781B0869; AXIL0.00048986 0.00580305 1.21241362

TM7SF2 NM_003273.1 TM7SF2 11 Homo sapiens transmembrane 7 superfamily member 2 (TM7SF2), mRNA.ANG1; DHCR14A8.2681E-05 0.00177637 1.20854041

HN1 NM_016185.2 HN1 17 Homo sapiens hematological and neurological expressed 1 (HN1), transcript variant 1, mRNA.HN1A; ARM2 7.4486E-06 0.0003857 1.20775836

DUSP6 NM_001946.2 DUSP6 12 Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 1, mRNA.MKP3; PYST1 4.6333E-06 0.00029529 1.20517836

C17orf96 NM_001130677.1C17ORF96 17 Homo sapiens chromosome 17 open reading frame 96 (C17orf96), mRNA.0.00021525 0.00340488 1.20371019

FLNC NM_001458.2 FLNC 7 Homo sapiens filamin C, gamma (actin binding protein 280) (FLNC), mRNA.FLN2; ABPL; ABPA; FLJ10186; ABP-280; ABP280A4.3362E-05 0.0012 1.20351749

MCOLN2 NM_153259.2 MCOLN2 1 Homo sapiens mucolipin 2 (MCOLN2), mRNA.TRP-ML2; TRPML2; FLJ366910.00031858 0.00441749 1.20325824

FOXC1 NM_001453.1 FOXC1 6 Homo sapiens forkhead box C1 (FOXC1), mRNA.FREAC3; FKHL7; IHG1; ARA; IRID1; IGDA4.2541E-07 6.9621E-05 1.20312359

SLC25A44 NM_014655.1 SLC25A44 1 Homo sapiens solute carrier family 25, member 44 (SLC25A44), mRNA.FLJ90431; KIAA0446; RP11-54H19.30.00562285 0.02892375 1.20297231

SERPINB5 NM_002639.2 SERPINB5 18 Homo sapiens serpin peptidase inhibitor, clade B (ovalbumin), member 5 (SERPINB5), mRNA.PI5; maspin 0.00337087 0.02054448 1.19741815

NFIL3 NM_005384.2 NFIL3 9 Homo sapiens nuclear factor, interleukin 3 regulated (NFIL3), mRNA.IL3BP1; NF-IL3A; E4BP4; NFIL3A0.00262085 0.0173277 1.19610237

CYTSA NM_015330.1 CYTSA 22 Homo sapiens cytospin A (CYTSA), mRNA.KIAA0376 0.00029172 0.00417603 1.19448382

KCNH3 NM_012284.1 KCNH3 12 Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), member 3 (KCNH3), mRNA.BEC1; ELK2; KIAA1282; Kv12.20.00074485 0.00758349 1.19173219

TUBB6 XM_940079.1 TUBB6 PREDICTED: Homo sapiens tubulin, beta 6 (TUBB6), mRNA.0.00037863 0.00496449 1.19147906

LOC151162 NR_024275.1 LOC151162 2 Homo sapiens hypothetical LOC151162 (LOC151162), non-coding RNA.1.2962E-05 0.00054546 1.18880332

TSPAN9 NM_006675.3 TSPAN9 12 Homo sapiens tetraspanin 9 (TSPAN9), mRNA.PP1057; NET-5 3.4506E-05 0.00102788 1.18810831

NDRG3 NM_022477.2 NDRG3 20 Homo sapiens NDRG family member 3 (NDRG3), transcript variant 2, mRNA.FLJ13556 0.00065329 0.0069447 1.18481686

C10orf78 NM_145247.4 C10ORF78 10 Homo sapiens chromosome 10 open reading frame 78 (C10orf78), transcript variant 2, mRNA.RP11-373N18.1; FLJ41960; bA373N18.10.00159869 0.01258445 1.18392606

DPYSL2 NM_001386.4 DPYSL2 8 Homo sapiens dihydropyrimidinase-like 2 (DPYSL2), mRNA.DHPRP2; DRP-2; DRP2; CRMP25.1424E-06 0.00031269 1.18323382

MGC61598 XM_939432.1 MGC61598 PREDICTED: Homo sapiens similar to ankyrin-repeat protein Nrarp (MGC61598), mRNA.0.00238374 0.01626291 1.18235432

DCUN1D3 NM_173475.1 DCUN1D3 16 Homo sapiens DCN1, defective in cullin neddylation 1, domain containing 3 (S. cerevisiae) (DCUN1D3), mRNA.MGC48972; FLJ41725; DKFZp686O0290; 44M2.40.00288718 0.01843567 1.18171094

JARID2 NM_004973.2 JARID2 6 Homo sapiens jumonji, AT rich interactive domain 2 (JARID2), mRNA.JMJ 0.00146953 0.01189261 1.18157032

C6orf129 NM_138493.1 C6ORF129 6 Homo sapiens chromosome 6 open reading frame 129 (C6orf129), mRNA.HSPC265; MGC1316560.00357149 0.0214322 1.18033262
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SH3BP4 NM_014521.1 SH3BP4 2 Homo sapiens SH3-domain binding protein 4 (SH3BP4), mRNA.BOG25; TTP 0.0002651 0.00394403 1.17878049

PCCA NM_000282.2 PCCA 13 Homo sapiens propionyl Coenzyme A carboxylase, alpha polypeptide (PCCA), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.0.01000303 0.04302407 1.17855799

RAB40B NM_006822.1 RAB40B 17 Homo sapiens RAB40B, member RAS oncogene family (RAB40B), mRNA.FLJ42385; SEC4L; RAR0.00019674 0.00319608 1.17422609

ATOX1 NM_004045.3 ATOX1 5 Homo sapiens ATX1 antioxidant protein 1 homolog (yeast) (ATOX1), mRNA.MGC138453; MGC138455; HAH1; ATX15.5711E-05 0.001404 1.17288221

STX8 NM_004853.1 STX8 17 Homo sapiens syntaxin 8 (STX8), mRNA.CARB 0.00041947 0.00526067 1.17175763

TMEM158 NM_015444.1 TMEM158 3 Homo sapiens transmembrane protein 158 (TMEM158), mRNA.BBP; DKFZp586E1621; RIS1; p40BBP4.8996E-06 0.00030636 1.17030503

LOC653344 XM_933085.1 LOC653344 15 PREDICTED: Homo sapiens similar to cis-Golgi matrix protein GM130, transcript variant 2 (LOC653344), mRNA.0.00057939 0.00645409 1.16913856

TUBB2A TUBB TUBB2A 6 Homo sapiens tubulin, beta 2A (TUBB2A), mRNA.TUBB; TUBB2; dJ40E16.70.00068984 0.00718909 1.16782448

CYB5A NM_148923.2 CYB5A 18 Homo sapiens cytochrome b5 type A (microsomal) (CYB5A), transcript variant 2, mRNA.MCB5; CYB5 0.00063306 0.00680047 1.16566253

KLF6 NM_001300.4 KLF6 10 Homo sapiens Kruppel-like factor 6 (KLF6), transcript variant 2, mRNA.GBF; ZF9; ST12; CPBP; BCD1; PAC1; DKFZp686N0199; COPEB1.8191E-05 0.00068898 1.16341027

RGS10 NM_002925.3 RGS10 10 Homo sapiens regulator of G-protein signaling 10 (RGS10), transcript variant 1, mRNA.0.00022205 0.00347514 1.1622785

CXADR NM_001338.3 CXADR 21 Homo sapiens coxsackie virus and adenovirus receptor (CXADR), mRNA.CAR; HCAR 0.0042642 0.02397211 1.16189807

SLC25A4 NM_001151.2 SLC25A4 4 Homo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide translocator), member 4 (SLC25A4), nuclear gene encoding mitochondrial protein, mRNA.PEO2; ANT1; PEO3; T1; ANT5.7959E-05 0.00142279 1.15962641

KLF2 NM_016270.2 KLF2 19 Homo sapiens Kruppel-like factor 2 (lung) (KLF2), mRNA.LKLF 3.7441E-06 0.0002585 1.15911209

ISYNA1 NM_016368.3 ISYNA1 19 Homo sapiens inositol-3-phosphate synthase 1 (ISYNA1), mRNA.IPS 0.00214586 0.01517902 1.15845536

TPRG1L NM_182752.3 TPRG1L 1 Homo sapiens tumor protein p63 regulated 1-like (TPRG1L), mRNA.RP11-46F15.3; FLJ218113.7661E-05 0.00109004 1.15585863

LGALS1 NM_002305.2 LGALS1 22 Homo sapiens lectin, galactoside-binding, soluble, 1 (LGALS1), mRNA.DKFZp686E23103; GBP1.8324E-06 0.0001735 1.15558972

CKB NM_001823.3 CKB 14 Homo sapiens creatine kinase, brain (CKB), mRNA.B-CK; CKBB 7.4016E-06 0.00038628 1.15505225

C20orf46 NM_018354.1 C20ORF46 20 Homo sapiens chromosome 20 open reading frame 46 (C20orf46), mRNA.FLJ11190 0.00182952 0.01368631 1.15474473

CCDC24 NM_152499.1 CCDC24 1 Homo sapiens coiled-coil domain containing 24 (CCDC24), mRNA.RP5-1198O20.2; MGC454410.00090712 0.00866335 1.15344502

TUBB4Q NM_020040.3 TUBB4Q 4 Homo sapiens tubulin, beta polypeptide 4, member Q (TUBB4Q), mRNA.0.00081874 0.00809342 1.1527763

C8orf55 NM_016647.1 C8ORF55 8 Homo sapiens chromosome 8 open reading frame 55 (C8orf55), mRNA.DSCD75 0.00102529 0.00937325 1.15164796

ECGF1 NM_001953.2 ECGF1 22 Homo sapiens endothelial cell growth factor 1 (platelet-derived) (ECGF1), mRNA.TP; PDECGF; hPD-ECGF; MNGIE0.00042519 0.00530722 1.14998024

Hs.534061 HS.534061 17 full-length cDNA clone XCL0BB001ZD04 of Neuroblastoma of Homo sapiens (human)0.00049969 0.0058723 1.14951461

FLJ40504 NM_173624.1 FLJ40504 17 Homo sapiens hypothetical protein FLJ40504 (FLJ40504), mRNA.MGC138233; MGC1382311.7247E-06 0.00016688 1.14913918

KDELR3 NM_016657.1 KDELR3 22 Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 3 (KDELR3), transcript variant 2, mRNA.ERD2L3 0.00483766 0.02601545 1.14874766

LHX2 NM_004789.3 LHX2 9 Homo sapiens LIM homeobox 2 (LHX2), mRNA.LH2; hLhx2; MGC1383900.00708712 0.03400176 1.14848047

RAB26 NM_014353.4 RAB26 16 Homo sapiens RAB26, member RAS oncogene family (RAB26), mRNA.V46133 0.00067307 0.00706993 1.14823219

GAMT NM_138924.1 GAMT 19 Homo sapiens guanidinoacetate N-methyltransferase (GAMT), transcript variant 2, mRNA.TP53I2; PIG2 0.00024666 0.00377567 1.14501179

SRPX NM_006307.2 SRPX X Homo sapiens sushi-repeat-containing protein, X-linked (SRPX), mRNA.DRS; ETX1 0.00010077 0.0020551 1.14476315

HERC5 NM_016323.1 HERC5 4 Homo sapiens hect domain and RLD 5 (HERC5), mRNA.CEBP1; CEB1 0.00781371 0.0363306 1.1434594

MAPK3 NM_002746.1 MAPK3 Homo sapiens mitogen-activated protein kinase 3 (MAPK3), mRNA.PRKM3; ERK1; P44MAPK; P44ERK10.00190619 0.01406147 1.14324097

CFD NM_001928.2 CFD 19 Homo sapiens complement factor D (adipsin) (CFD), mRNA.DF; ADN; PFD 5.0839E-06 0.00031056 1.14235428

ARHGEF10 NM_014629.2 ARHGEF10 8 Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), mRNA.GEF10; DKFZp686H0726; MGC1316640.00051868 0.00600485 1.13966086

CSRP2 NM_001321.1 CSRP2 12 Homo sapiens cysteine and glycine-rich protein 2 (CSRP2), mRNA.CRP2; LMO5; SmLIM0.00223055 0.01555399 1.1369888

DCAF6 NM_001017977.1DCAF6 1 Homo sapiens DDB1 and CUL4 associated factor 6 (DCAF6), transcript variant 2, mRNA.RP4-745I14.1; ARCAP; PC326; MSTP055; 1200006M05Rik; NRIP0.0048704 0.02610674 1.1304873

RNU1-5 NR_004400.1 RNU1-5 1 Homo sapiens RNA, U1 small nuclear 5 (RNU1-5), small nuclear RNA.HSD4 0.00298626 0.01886836 1.13010881

SLC4A2 NM_003040.2 SLC4A2 7 Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte membrane protein band 3-like 1) (SLC4A2), mRNA.HKB3; NBND3; EPB3L1; AE2; BND3L0.00405415 0.02315457 1.12849511

RHOB NM_004040.2 RHOB 2 Homo sapiens ras homolog gene family, member B (RHOB), mRNA.ARH6; MST081; MSTP081; RHOH6; ARHB0.00013965 0.00256044 1.12846661

PSAP NM_002778.1 PSAP 10 Homo sapiens prosaposin (PSAP), transcript variant 2, mRNA.GLBA; SAP1; MGC110993; FLJ002452.4822E-05 0.00082467 1.12724148

CDKN3 NM_005192.2 CDKN3 14 Homo sapiens cyclin-dependent kinase inhibitor 3 (CDK2-associated dual specificity phosphatase) (CDKN3), mRNA.CDI1; KAP; MGC70625; FLJ25787; CIP2; KAP10.00048749 0.00579572 1.12687976

PLCG2 NM_002661.1 PLCG2 16 Homo sapiens phospholipase C, gamma 2 (phosphatidylinositol-specific) (PLCG2), mRNA.0.00126203 0.0107309 1.12542507

BLVRB NM_000713.1 BLVRB Homo sapiens biliverdin reductase B (flavin reductase (NADPH)) (BLVRB), mRNA.BVRB; MGC117413; FLR0.00869319 0.03910314 1.12458707

CRIP1 NM_001311.3 CRIP1 14 Homo sapiens cysteine-rich protein 1 (intestinal) (CRIP1), mRNA.CRIP; CRP1; CRHP0.00039235 0.00503483 1.12378086

SLC2A1 NM_006516.1 SLC2A1 1 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 1 (SLC2A1), mRNA.MGC141895; MGC141896; GLUT; GLUT11.0246E-05 0.00047161 1.1233679

LITAF NM_004862.2 LITAF 16 Homo sapiens lipopolysaccharide-induced TNF factor (LITAF), mRNA.MGC125274; MGC116701; CMT1C; MGC116700; SIMPLE; TP53I7; FLJ38636; PIG7; MGC125276; MGC116698; MGC1252755.5805E-05 0.00140371 1.12309227

EGR1 NM_001964.2 EGR1 5 Homo sapiens early growth response 1 (EGR1), mRNA.G0S30; AT225; TIS8; ZNF225; NGFI-A; KROX-24; ZIF-2680.00014448 0.00261286 1.1225894

FBXO31 NM_024735.2 FBXO31 16 Homo sapiens F-box protein 31 (FBXO31), mRNA.FBX14; Fbx31; FLJ22477; DKFZP434B027; MGC15419; DKFZp434J1815; MGC9527; FBXO14; pp23860.00246946 0.01666759 1.12127929

GPD1L NM_015141.2 GPD1L 3 Homo sapiens glycerol-3-phosphate dehydrogenase 1-like (GPD1L), mRNA.KIAA0089 0.00191083 0.01408001 1.11873434

CALM1 NM_006888.2 CALM1 14 Homo sapiens calmodulin 1 (phosphorylase kinase, delta) (CALM1), mRNA.PHKD; CALML2; CAMI; DD1320.00045428 0.00552978 1.11755538

IGF2BP3 NM_006547.2 IGF2BP3 7 Homo sapiens insulin-like growth factor 2 mRNA binding protein 3 (IGF2BP3), mRNA.IMP-3; VICKZ3; KOC1; DKFZp686F1078; IMP30.00117027 0.01026002 1.11534659

BLVRA NM_000712.3 BLVRA 7 Homo sapiens biliverdin reductase A (BLVRA), mRNA.BVRA; BLVR 0.00136135 0.0112157 1.11516888

CDKN1A NM_078467.1 CDKN1A 6 Homo sapiens cyclin-dependent kinase inhibitor 1A (p21, Cip1) (CDKN1A), transcript variant 2, mRNA.P21; MDA-6; SDI1; p21CIP1; CIP1; CDKN1; WAF1; CAP200.00045066 0.00552127 1.11240306

ECHDC2 NM_018281.1 ECHDC2 1 Homo sapiens enoyl Coenzyme A hydratase domain containing 2 (ECHDC2), mRNA.FLJ10948 0.00920442 0.04063063 1.11195739

BIN1 NM_139343.1 BIN1 2 Homo sapiens bridging integrator 1 (BIN1), transcript variant 1, mRNA.MGC10367; AMPH2; DKFZp547F068; SH3P9; AMPHL0.00265647 0.01743276 1.10980558

GMDS NM_001500.2 GMDS 6 Homo sapiens GDP-mannose 4,6-dehydratase (GMDS), mRNA.GMD 0.0006661 0.00703568 1.10500357

C12orf44 NM_021934.3 C12ORF44 12 Homo sapiens chromosome 12 open reading frame 44 (C12orf44), transcript variant 2, mRNA.FLJ11773 0.00671611 0.0326831 1.10468192

PIR NM_001018109.1PIR X Homo sapiens pirin (iron-binding nuclear protein) (PIR), transcript variant 2, mRNA.0.00323374 0.01996577 1.10314828

SEPX1 NM_016332.2 SEPX1 16 Homo sapiens selenoprotein X, 1 (SEPX1), mRNA.MSRB1; SELR; MGC3344; HSPC270; SELX0.01006017 0.04315779 1.09773052

GLRX NM_002064.1 GLRX 5 Homo sapiens glutaredoxin (thioltransferase) (GLRX), mRNA.GRX; GRX1; MGC1174070.00183678 0.01371738 1.09604458

KLF13 NM_015995.2 KLF13 15 Homo sapiens Kruppel-like factor 13 (KLF13), mRNA.NSLP1; FKLF2; RFLAT-1; BTEB3; RFLAT10.00973938 0.04231571 1.09584708

C17orf61 NM_152766.2 C17ORF61 17 Homo sapiens chromosome 17 open reading frame 61 (C17orf61), mRNA.MGC40107 9.1517E-05 0.00192564 1.09556927

IDH1 NM_005896.2 IDH1 2 Homo sapiens isocitrate dehydrogenase 1 (NADP+), soluble (IDH1), mRNA.PICD; IDH; IDP 0.00017691 0.00299506 1.09539555

MTAP NM_002451.3 MTAP 9 Homo sapiens methylthioadenosine phosphorylase (MTAP), mRNA.c86fus; MSAP 0.00560614 0.02889387 1.09457458

ARHGEF18 NM_015318.2 ARHGEF18 19 Homo sapiens rho/rac guanine nucleotide exchange factor (GEF) 18 (ARHGEF18), mRNA.KIAA0521; MGC159130.00713126 0.0341394 1.09146636

ACADVL NM_000018.2 ACADVL 17 Homo sapiens acyl-Coenzyme A dehydrogenase, very long chain (ACADVL), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.ACAD6; VLCAD; LCACD0.00666044 0.0325316 1.08826547

LYRM1 NM_020424.2 LYRM1 16 Homo sapiens LYR motif containing 1 (LYRM1), mRNA.A211C6.1 0.00083351 0.0082088 1.08818576

HES4 NM_021170.2 HES4 1 Homo sapiens hairy and enhancer of split 4 (Drosophila) (HES4), mRNA.0.00072175 0.00742819 1.08752753

MSX1 NM_002448.1 MSX1 4 Homo sapiens msh homeobox 1 (MSX1), mRNA.HOX7; HYD1 0.00196824 0.01430424 1.08586835

LOC653506 XM_927769.1 LOC653506 17 PREDICTED: Homo sapiens similar to meteorin, glial cell differentiation regulator-like (LOC653506), mRNA.0.00673869 0.03275692 1.08179116
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VKORC1 NM_024006.4 VKORC1 16 Homo sapiens vitamin K epoxide reductase complex, subunit 1 (VKORC1), transcript variant 1, mRNA.MST134; EDTP308; IMAGE3455200; VKCFD2; FLJ00289; MST576; MGC2694; VKOR0.00092509 0.00877184 1.07878406

SRXN1 NM_080725.1 SRXN1 20 Homo sapiens sulfiredoxin 1 homolog (S. cerevisiae) (SRXN1), mRNA.Npn3; SRX1; C20orf139; YKL086W; dJ850E9.20.0118592 0.04795776 1.07631287

HES6 NM_018645.3 HES6 2 Homo sapiens hairy and enhancer of split 6 (Drosophila) (HES6), mRNA.0.00896256 0.03990855 1.07035634

ANXA5 NM_001154.2 ANXA5 4 Homo sapiens annexin A5 (ANXA5), mRNA.PP4; ANX5; ENX20.0005483 0.0062335 1.06971357

FOSB NM_006732.1 FOSB 19 Homo sapiens FBJ murine osteosarcoma viral oncogene homolog B (FOSB), mRNA.GOS3; G0S3; MGC42291; GOSB; DKFZp686C08180.01252152 0.04966643 1.06063064

TRIB1 NM_025195.2 TRIB1 8 Homo sapiens tribbles homolog 1 (Drosophila) (TRIB1), mRNA.GIG2; SKIP1; C8FW0.00595385 0.0299864 1.05144393

PCMT1 NM_005389.1 PCMT1 6 Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase (PCMT1), mRNA.0.00404857 0.02314265 1.05100515

S100A4 NM_002961.2 S100A4 1 Homo sapiens S100 calcium binding protein A4 (S100A4), transcript variant 2, mRNA.FSP1; MTS1; 18A2; PEL98; P9KA; CAPL; 42A0.00119669 0.0104022 1.05044035

DAD1 NM_001344.1 DAD1 14 Homo sapiens defender against cell death 1 (DAD1), mRNA.OST2 0.0044285 0.02455217 1.04756449

CAP1 NM_006367.2 CAP1 1 Homo sapiens CAP, adenylate cyclase-associated protein 1 (yeast) (CAP1), mRNA.CAP1-PEN; CAP 0.00574623 0.02925195 1.04582882
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SYMBOL SEARCH_KEY ILMN_GENE CHROMOSOMEDEFINITION SYNONYMS pval fdr fold

ATP2B1 NM_001001323.1ATP2B1 12 Homo sapiens ATPase, Ca++ transporting, plasma membrane 1 (ATP2B1), transcript variant 2, mRNA.PMCA1; PMCA1kb0.02887829 0.0458241 380.706788

LEAP2 NM_052971.2 LEAP2 5 Homo sapiens liver expressed antimicrobial peptide 2 (LEAP2), mRNA.LEAP-2 0.00117781 0.00375049 187.711056

DKFZp686O24166NM_001009913.1DKFZP686O24166 11 Homo sapiens hypothetical protein DKFZp686O24166 (DKFZp686O24166), mRNA.DKFZp686I211670.0196246 0.03393479 78.3045689

GRHL2 NM_024915.1 GRHL2 8 Homo sapiens grainyhead-like 2 (Drosophila) (GRHL2), mRNA.DFNA28; BOM; MGC149294; MGC149295; FLJ13782; FLJ11172; TFCP2L30.00153514 0.00462285 67.8852216

FRRS1 NM_001013660.1FRRS1 1 Homo sapiens ferric-chelate reductase 1 (FRRS1), mRNA.SDR2; SDFR2 0.03141708 0.04873549 64.751661

LOC652669 XM_942246.1 LOC652669 PREDICTED: Homo sapiens similar to SLIT-ROBO Rho GTPase-activating protein 2 (srGAP2) (Formin-binding protein 2) (LOC652669), mRNA.0.00065473 0.00238059 57.9808291

ICOSLG NM_015259.4 ICOSLG 21 Homo sapiens inducible T-cell co-stimulator ligand (ICOSLG), mRNA.ICOSL; B7RP1; LICOS; B7RP-1; KIAA0653; GL50; ICOS-L; CD275; B7H2; B7-H20.00277927 0.00730652 53.0407356

Hs.545780 HS.545780 9 zu71d08.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:743439 3 similar to contains MER22.t2 MER22 repetitive element ;, mRNA sequence0.00058 0.00217584 52.0407995

Hs.564221 HS.564221 11 UI-H-BW1-anf-b-07-0-UI.s1 NCI_CGAP_Sub7 Homo sapiens cDNA clone IMAGE:3081948 3, mRNA sequence0.01517541 0.02778877 37.5005751

MGC42630 NM_175923.3 MGC42630 9 Homo sapiens hypothetical protein MGC42630 (MGC42630), mRNA.0.01422533 0.02647276 30.9781022

SNORD100 NR_002435.1 SNORD100 6 Homo sapiens small nucleolar RNA, C/D box 100 (SNORD100), small nucleolar RNA.HBII-429 0.00186338 0.00534755 29.2518022

WNT10B NM_003394.2 WNT10B 12 Homo sapiens wingless-type MMTV integration site family, member 10B (WNT10B), mRNA.WNT-12 0.00861599 0.01782234 27.8760066

DNAJC1 NM_022365.2 DNAJC1 10 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 1 (DNAJC1), mRNA.MGC131954; ERdj1; DNAJL1; HTJ10.01248663 0.0239085 25.4989305

RCC1 NM_001269.3 RCC1 1 Homo sapiens regulator of chromosome condensation 1 (RCC1), transcript variant 3, mRNA.RCC1-I; CHC1 1.03E-05 0.0001138 25.2348628

UTS2 NM_006786.2 UTS2 1 Homo sapiens urotensin 2 (UTS2), transcript variant 2, mRNA.UCN2; PRO1068; U-II; UII0.00011682 0.00064479 23.0484031

C9orf82 NM_024828.2 C9ORF82 9 Homo sapiens chromosome 9 open reading frame 82 (C9orf82), mRNA.RP11-337A23.1; FLJ136570.00116129 0.00371531 22.8121823

GPATCH8 NM_001002909.1GPATCH8 17 Homo sapiens G patch domain containing 8 (GPATCH8), mRNA.GPATC8; KIAA05530.02666606 0.04310034 21.6782716

ZNF30 NM_194325.1 ZNF30 19 Homo sapiens zinc finger protein 30 (ZNF30), transcript variant 2, mRNA.KOX28; FLJ20562; DKFZp686N191640.02341976 0.03902575 21.4668797

CARD8 NM_014959.1 CARD8 19 Homo sapiens caspase recruitment domain family, member 8 (CARD8), mRNA.NDPP1; CARDINAL; TUCAN; KIAA0955; MGC57162; DKFZp779L0366; DACAR0.00344409 0.00862252 21.4527089

SLC9A6 NM_006359.1 SLC9A6 X Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), member 6 (SLC9A6), transcript variant 1, mRNA.KIAA0267; NHE60.00628012 0.01385273 21.3912333

ALDH3B1 NM_001030010.1ALDH3B1 11 Homo sapiens aldehyde dehydrogenase 3 family, member B1 (ALDH3B1), transcript variant 1, mRNA.FLJ26433; ALDH7; ALDH40.00025517 0.00114403 20.9002126

RSF1 NM_016578.3 RSF1 11 Homo sapiens remodeling and spacing factor 1 (RSF1), mRNA.HBXAP; p325; RSF-1; XAP80.01226794 0.02356868 20.8213883

TFAP2E NM_178548.2 TFAP2E 1 Homo sapiens transcription factor AP-2 epsilon (activating enhancer binding protein 2 epsilon) (TFAP2E), mRNA.MGC49007; AP2E0.01199014 0.02317426 19.0196104

MIR1253 NR_031654.1 MIR1253 Homo sapiens microRNA 1253 (MIR1253), microRNA.0.02960213 0.04664579 18.5397991

SNORD4B NR_000009.1 SNORD4B 17 Homo sapiens small nucleolar RNA, C/D box 4B (SNORD4B), small nucleolar RNA.RNU101B; Z17B0.01398999 0.02609736 17.5770448

SIM2 NM_005069.2 SIM2 21 Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant SIM2, mRNA.MGC119447; SIM0.00553049 0.01249852 17.4406967

SLC6A16 NM_014037.2 SLC6A16 19 Homo sapiens solute carrier family 6, member 16 (SLC6A16), mRNA.NTT5 0.01535235 0.02807493 17.2712149

TMX4 NM_021156.2 TMX4 20 Homo sapiens thioredoxin-related transmembrane protein 4 (TMX4), mRNA.DJ971N18.2; KIAA11628.39E-07 2.05E-05 16.6638646

HM13 NM_030789.2 HM13 20 Homo sapiens histocompatibility (minor) 13 (HM13), transcript variant 2, mRNA.MSTP086; H13; IMPAS; SPP; IMP1; PSL3; PSENL3; dJ324O17.10.00097661 0.00322705 16.270388

RLTPR NM_001013838.1RLTPR 16 Homo sapiens RGD motif, leucine rich repeats, tropomodulin domain and proline-rich containing (RLTPR), mRNA.LRRC16C 0.00404625 0.00976563 15.4909779

LOC644760 XM_932354.1 LOC644760 5 PREDICTED: Homo sapiens hypothetical protein LOC644760 (LOC644760), mRNA.0.00638456 0.01403183 15.0797845

UNC5C NM_003728.2 UNC5C 4 Homo sapiens unc-5 homolog C (C. elegans) (UNC5C), mRNA.UNC5H3 0.01705758 0.03042536 13.4402125

Hs.581028 HS.581028 22 DA778026 OCBBF2 Homo sapiens cDNA clone OCBBF2012580 5, mRNA sequence0.02342898 0.03903514 12.4029752

CD109 NM_133493.1 CD109 6 Homo sapiens CD109 molecule (CD109), mRNA.FLJ38569; DKFZp762L1111; FLJ41966; CPAMD7; RP11-525G3.10.0017987 0.0052087 11.9766099

ZNF564 NM_144976.2 ZNF564 19 Homo sapiens zinc finger protein 564 (ZNF564), mRNA.MGC26914 0.00022144 0.00103779 11.9358417

NACC2 NM_144653.3 NACC2 9 Homo sapiens NACC family member 2, BEN and BTB (POZ) domain containing (NACC2), mRNA.BTBD14; MGC234270.0288433 0.04578194 11.2401684

Hs.224678 HS.224678 10 RST34529 Athersys RAGE Library Homo sapiens cDNA, mRNA sequence0.00231567 0.00631693 10.8074064

C1QA NM_015991.1 C1QA 1 Homo sapiens complement component 1, q subcomponent, alpha polypeptide (C1QA), mRNA.0.00070022 0.00250248 10.5515976

LOC643233 XM_926592.1 LOC643233 PREDICTED: Homo sapiens similar to CG5327-PA (LOC643233), mRNA.3.09E-05 0.00025463 10.4309233

ARL17P1 NM_016632.1 ARL17P1 17 Homo sapiens ADP-ribosylation factor-like 17 pseudogene 1 (ARL17P1), mRNA.ARF1P2; ARL17A0.01513039 0.02773905 10.3694002

LOC641825 XM_935575.1 LOC641825 PREDICTED: Homo sapiens hypothetical protein LOC641825 (LOC641825), mRNA.0.00140871 0.00432116 10.3245217

GPD2 NM_000408.2 GPD2 2 Homo sapiens glycerol-3-phosphate dehydrogenase 2 (mitochondrial) (GPD2), mRNA.mGPDH; GDH2 0.015745 0.02861004 10.2796805

ZNF57 NM_173480.1 ZNF57 19 Homo sapiens zinc finger protein 57 (ZNF57), mRNA.ZNF424 0.00739007 0.01577593 10.1249058

SNCG NM_003087.1 SNCG 10 Homo sapiens synuclein, gamma (breast cancer-specific protein 1) (SNCG), mRNA.BCSG1; SR 0.00071438 0.00254305 9.56569688

CASP7 NM_033338.4 CASP7 10 Homo sapiens caspase 7, apoptosis-related cysteine peptidase (CASP7), transcript variant delta, mRNA.ICE-LAP3; CMH-1; MCH30.02840052 0.04525097 9.49835655

FAM20C NM_020223.1 FAM20C 7 Homo sapiens family with sequence similarity 20, member C (FAM20C), mRNA.RNS; DMP4 6.82E-05 0.00044372 9.44844337

LOC645249 XM_928291.3 LOC645249 7 PREDICTED: Homo sapiens hypothetical protein LOC645249 (LOC645249), mRNA.0.00887116 0.01824597 9.38560844

FGFR1OP NM_007045.2 FGFR1OP 6 Homo sapiens FGFR1 oncogene partner (FGFR1OP), transcript variant 1, mRNA.FOP 0.00271663 0.00717133 9.3756674

LOC440366 XR_042154.1 LOC440366 PREDICTED: Homo sapiens misc_RNA (LOC440366), miscRNA.0.01323821 0.02497792 9.26414598

LOC100132510XM_001725190.1LOC100132510 PREDICTED: Homo sapiens similar to hCG1979388 (LOC100132510), mRNA.0.00556596 0.01256823 9.22075001

LOC644150 XM_933686.1 LOC644150 7 PREDICTED: Homo sapiens similar to SH3 domain binding protein CR16, transcript variant 2 (LOC644150), mRNA.9.28E-07 2.19E-05 9.15757682

BEND3 NM_001080450.1BEND3 6 Homo sapiens BEN domain containing 3 (BEND3), mRNA.RP11-59I9.2 0.00082429 0.002826 8.94706886

FAM164A NM_016010.1 FAM164A 8 Homo sapiens family with sequence similarity 164, member A (FAM164A), mRNA.CGI-62 0.02132132 0.03628564 8.47003773

HMGA2 NM_001015886.1HMGA2 12 Homo sapiens high mobility group AT-hook 2 (HMGA2), transcript variant 3, mRNA.HMGI-C; HMGIC; LIPO; BABL0.00619522 0.01371834 8.35697149

MGC35361 XM_935566.1 MGC35361 7 Homo sapiens hypothetical protein MGC35361 (MGC35361), mRNA.0.00453894 0.01072373 8.23774069

LOC100130387XM_001718474.1LOC100130387 PREDICTED: Homo sapiens similar to hCG2042422 (LOC100130387), mRNA.0.00787728 0.01657828 8.16807492

Hs.580154 HS.580154 2 UI-1-BB1p-aki-a-08-0-UI.s1 NCI_CGAP_Pl6 Homo sapiens cDNA clone UI-1-BB1p-aki-a-08-0-UI 3, mRNA sequence0.03017628 0.04729677 8.16291947

BLID NM_001001786.1BLID 11 Homo sapiens BH3-like motif containing, cell death inducer (BLID), mRNA.BRCC2; MGC163235; MGC1632330.01927742 0.03348362 8.15209978

LOC653717 XM_496034.2 LOC653717 PREDICTED: Homo sapiens similar to hect domain and RLD 2, transcript variant 1 (LOC653717), mRNA.0.01797967 0.03170069 8.03007459

TMEM129 NM_138385.2 TMEM129 4 Homo sapiens transmembrane protein 129 (TMEM129), mRNA.D4S2561E; FLJ256000.02713069 0.04367595 7.98473895

MIR185 NR_029706.1 MIR185 Homo sapiens microRNA 185 (MIR185), microRNA.0.01072705 0.0212198 7.80694079

Hs.569182 HS.569182 12 MGC9.6.1.1.1.F08.F.1 NIH_MGC_331 Homo sapiens cDNA clone MGC9.6.1.1.1.F08, mRNA sequence0.02334264 0.03892709 7.52383277

NTN5 NM_145807.1 NTN5 19 Homo sapiens netrin 5 (NTN5), mRNA.0.00998795 0.02008308 7.47654738

HSH2D NM_032855.2 HSH2D 19 Homo sapiens hematopoietic SH2 domain containing (HSH2D), mRNA.HSH2; ALX; FLJ148860.0001054 0.00060034 7.25420714

CAMK2D NM_172115.1 CAMK2D 4 Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II delta (CAMK2D), transcript variant 3, mRNA.MGC44911; CAMKD1.13E-06 2.49E-05 6.9283904

LOC100129342XM_001718736.1LOC100129342 1 PREDICTED: Homo sapiens hypothetical protein LOC100129342 (LOC100129342), mRNA.0.01999061 0.03443619 6.62244765

LOC100130476XM_001723486.1LOC100130476 PREDICTED: Homo sapiens similar to hCG2036711 (LOC100130476), mRNA.0.02427123 0.04017359 6.61556432

FBS1 NM_022452.1 FBS1 16 Homo sapiens fibrosin 1 (FBS1), mRNA.FLJ11618; FBS 0.02373185 0.03944903 6.60934227

FAM125B NM_001011703.1FAM125B 9 Homo sapiens family with sequence similarity 125, member B (FAM125B), transcript variant 2, mRNA.FLJ00001; C9orf280.01399579 0.02609922 6.59093433
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C17orf106 NM_001113324.1C17ORF106 17 Homo sapiens chromosome 17 open reading frame 106 (C17orf106), mRNA.MGC54300; FLJ39785; DKFZp686G1463; DKFZp686C04930.00248018 0.00667028 6.57325998

BFSP1 NM_001195.2 BFSP1 20 Homo sapiens beaded filament structural protein 1, filensin (BFSP1), mRNA.FILENSIN; CP94; CP115; LIFL-H0.0012178 0.0038407 6.55305598

LOC652051 XM_945171.1 LOC652051 PREDICTED: Homo sapiens hypothetical protein LOC652051 (LOC652051), mRNA.0.01276002 0.02430778 6.41029174

FCHSD2 NM_014824.1 FCHSD2 11 Homo sapiens FCH and double SH3 domains 2 (FCHSD2), mRNA.NWK; KIAA0769; SH3MD30.02779384 0.04453899 6.38008336

GPR101 NM_054021.1 GPR101 X Homo sapiens G protein-coupled receptor 101 (GPR101), mRNA.GPCR6 0.01636405 0.02951776 6.34123014

Hs.149232 HS.149232 11 wf30f02.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2357115 3, mRNA sequence0.03144723 0.0487753 6.33988433

RNF217 NM_152553.2 RNF217 6 Homo sapiens ring finger protein 217 (RNF217), mRNA.C6orf172; MGC26996; dJ84N20.1; IBRDC10.00017809 0.00088136 6.14397224

LIFR NM_002310.3 LIFR 5 Homo sapiens leukemia inhibitory factor receptor alpha (LIFR), mRNA.CD118; STWS; SJS2; SWS0.00064435 0.0023523 6.13891951

FLJ10996 NM_019044.2 FLJ10996 2 Homo sapiens hypothetical protein FLJ10996 (FLJ10996), mRNA.MGC13033 0.02630501 0.04272009 6.02456004

TACR2 NM_001057.1 TACR2 10 Homo sapiens tachykinin receptor 2 (TACR2), mRNA.SKR; NKNAR; TAC2R; NK2R0.01560128 0.02842016 6.00826965

DYNC2H1 NM_001080463.1DYNC2H1 11 Homo sapiens dynein, cytoplasmic 2, heavy chain 1 (DYNC2H1), mRNA.DYH1B; FLJ11756; DNCH2; DHC1b; hdhc11; DHC20.00266791 0.00706674 5.99230755

SNORA68 NR_000012.1 SNORA68 19 Homo sapiens small nucleolar RNA, H/ACA box 68 (SNORA68), small nucleolar RNA.RNU68; U68 0.00689724 0.01495595 5.80718594

KIAA1881 Hs.567652 KIAA1881 PREDICTED: Homo sapiens KIAA1881 (KIAA1881), mRNA.0.00274169 0.00722344 5.78865023

MRM1 NM_024864.3 MRM1 17 Homo sapiens mitochondrial rRNA methyltransferase 1 homolog (S. cerevisiae) (MRM1), nuclear gene encoding mitochondrial protein, mRNA.FLJ22578 0.01011618 0.02027341 5.64251691

CPNE7 NM_153636.1 CPNE7 16 Homo sapiens copine VII (CPNE7), transcript variant 1, mRNA.MGC34192 7.66E-05 0.00048028 5.60797547

ZNF525 XM_375646.3 ZNF525 19 PREDICTED: Homo sapiens zinc finger protein 525 (ZNF525), mRNA.0.02521857 0.04134492 5.43983109

HOXA2 NM_006735.3 HOXA2 7 Homo sapiens homeobox A2 (HOXA2), mRNA.HOX1K 0.00062297 0.00229349 5.35919761

FRYL XM_945291.1 FRYL 4 Homo sapiens FRY-like (FRYL), mRNA.FLJ16177; KIAA0826; DKFZp686E2054.34E-05 0.00032559 5.31536336

SLIT2 NM_004787.1 SLIT2 4 Homo sapiens slit homolog 2 (Drosophila) (SLIT2), mRNA.Slit-2; SLIL3; FLJ144200.00304422 0.00782326 5.28115604

ZSCAN29 NM_152455.2 ZSCAN29 15 Homo sapiens zinc finger and SCAN domain containing 29 (ZSCAN29), mRNA.MGC129895; MGC129894; FLJ35867; Zfp690; ZNF6900.00405424 0.00977623 5.16256804

Hs.575095 HS.575095 14 Homo sapiens cDNA: FLJ21464 fis, clone COL047680.02644085 0.04283828 5.09289934

FAM114A1 NM_138389.1 FAM114A1 4 Homo sapiens family with sequence similarity 114, member A1 (FAM114A1), mRNA.Noxp20 0.00202761 0.00570438 5.06515046

ALG10 NM_032834.3 ALG10 12 Homo sapiens asparagine-linked glycosylation 10, alpha-1,2-glucosyltransferase homolog (S. pombe) (ALG10), mRNA.FLJ14751; KCR10.00384852 0.00941384 5.01670879

LOC728945 XM_001723488.1LOC728945 1 PREDICTED: Homo sapiens similar to Peptidylprolyl isomerase A (cyclophilin A)-like 4 (LOC728945), mRNA.0.00679033 0.01478311 4.97607784

PLCH1 NM_014996.1 PLCH1 3 Homo sapiens phospholipase C, eta 1 (PLCH1), mRNA.DKFZp434C1372; PLCeta1; PLCL3; MGC1171520.00971018 0.01962624 4.94788138

Hs.190092 HS.190092 1 BX116001 Soares_testis_NHT Homo sapiens cDNA clone IMAGp998K071782, mRNA sequence0.02289217 0.03833468 4.91319941

LOC652183 XM_941544.1 LOC652183 PREDICTED: Homo sapiens hypothetical LOC652183 (LOC652183), mRNA.0.00900886 0.01847326 4.86749556

SNORD60 NR_002736.1 SNORD60 16 Homo sapiens small nucleolar RNA, C/D box 60 (SNORD60), small nuclear RNA.RNU60; U60 0.00594765 0.0132729 4.86007356

B3GNT5 NM_032047.3 B3GNT5 3 Homo sapiens UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 5 (B3GNT5), mRNA.beta3Gn-T5; B3GN-T50.01998479 0.03444254 4.85219617

Hs.565633 HS.565633 UI-H-FH1-bfe-o-03-0-UI.s1 NCI_CGAP_FH1 Homo sapiens cDNA clone UI-H-FH1-bfe-o-03-0-UI 3, mRNA sequence0.03221156 0.04976194 4.83877112

KIAA1333 NM_017769.2 KIAA1333 14 Homo sapiens KIAA1333 (KIAA1333), mRNA.G2E3; FLJ203330.02242795 0.03772005 4.83833957

LOC653080 XM_930884.1 LOC653080 8 PREDICTED: Homo sapiens similar to Beta-glucuronidase precursor, transcript variant 2 (LOC653080), mRNA.0.00065526 0.00238093 4.81839893

MPZ NM_000530.3 MPZ 1 Homo sapiens myelin protein zero (Charcot-Marie-Tooth neuropathy 1B) (MPZ), mRNA.CMT1B; CMT1; DSS; CMT2J; HMSNIB; P0; CMT2I; CMT4E; MPP; CMTDI3; CHM0.00208629 0.00582127 4.8179437

LOC646123 XM_933424.1 LOC646123 22 PREDICTED: Homo sapiens hypothetical protein LOC646123 (LOC646123), mRNA.0.00010045 0.0005804 4.80119765

OR2T6 NM_001005471.1OR2T6 1 Homo sapiens olfactory receptor, family 2, subfamily T, member 6 (OR2T6), mRNA.OR2T9; OST703; OR2T6P0.00082302 0.00282431 4.67931941

Hs.558271 HS.558271 6 H.sapiens mRNA for CD58 T3 protein0.00945549 0.01921508 4.58612886

SMCHD1 XM_938891.1 SMCHD1 18 Homo sapiens structural maintenance of chromosomes flexible hinge domain containing 1 (SMCHD1), mRNA.KIAA0650; DKFZp686O06310.02755151 0.04420934 4.55562456

ACOT8 NM_183386.1 ACOT8 20 Homo sapiens acyl-CoA thioesterase 8 (ACOT8), transcript variant 1, mRNA.PTE1; hTE; HNAACTE; PTE-2; PTE2; hACTE-III0.01590126 0.02883131 4.53330609

LOC649639 XM_943818.1 LOC649639 PREDICTED: Homo sapiens hypothetical protein LOC649639 (LOC649639), mRNA.0.01485553 0.02735047 4.53109046

KIAA0460 NM_015203.2 KIAA0460 1 Homo sapiens KIAA0460 (KIAA0460), mRNA.FLJ32145; HSPC0990.00012651 0.00068235 4.52022706

LOC652185 XM_941547.1 LOC652185 PREDICTED: Homo sapiens similar to SH3-containing GRB2-like protein 1 (SH3 domain protein 2B) (Extra eleven-nineteen leukemia fusion gene) (EEN) (EEN fusion partner of MLL) (LOC652185), mRNA.0.00528329 0.01206277 4.43917533

LOC387826 XM_373521.3 LOC387826 12 PREDICTED: Homo sapiens hypothetical LOC387826 (LOC387826), mRNA.0.00494124 0.01147221 4.39670073

ARFGEF2 NM_006420.1 ARFGEF2 20 Homo sapiens ADP-ribosylation factor guanine nucleotide-exchange factor 2 (brefeldin A-inhibited) (ARFGEF2), mRNA.FLJ23723; dJ1164I10.1; BIG20.0002393 0.00109365 4.37154166

LOC644144 XM_927354.1 LOC644144 17 PREDICTED: Homo sapiens similar to ADP-ribosylation factor 7 (LOC644144), mRNA.0.01218678 0.02344591 4.35719715

Hs.573047 HS.573047 4 BX110921 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGp998C02389, mRNA sequence0.01399029 0.02609345 4.35139589

Hs.141748 HS.141748 10 BX105574 Soares_fetal_liver_spleen_1NFLS_S1 Homo sapiens cDNA clone IMAGp998N07974, mRNA sequence0.00540737 0.0122713 4.33068114

MYADML NM_207329.1 MYADML 2 Homo sapiens myeloid-associated differentiation marker-like (MYADML), non-coding RNA.0.02744431 0.04407636 4.32921387

DKFZp761E198NM_138368.2 DKFZP761E198 11 Homo sapiens DKFZp761E198 protein (DKFZp761E198), mRNA.PP1030 0.01801155 0.0317363 4.32571221

LOC642655 XM_926114.1 LOC642655 3 PREDICTED: Homo sapiens similar to succinate dehydrogenase complex, subunit A, flavoprotein-like 2 (LOC642655), mRNA.0.02693398 0.04343649 4.30634561

LOC152024 XM_944430.1 LOC152024 PREDICTED: Homo sapiens misc_RNA (LOC152024), miscRNA.0.0241181 0.03997492 4.28338597

Hs.49181 HS.49181 7 tn48d04.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2171623 3, mRNA sequence0.02923787 0.04622594 4.25016173

LOC643534 XM_936822.2 LOC643534 PREDICTED: Homo sapiens similar to hCG37526 (LOC643534), mRNA.0.00513835 0.01181625 4.22449423

LOC643772 XM_927061.1 LOC643772 9 PREDICTED: Homo sapiens similar to Contactin-associated protein-like 3 precursor (Cell recognition molecule Caspr3) (LOC643772), mRNA.0.00264213 0.00701898 4.17069865

DGKG NM_001346.1 DGKG 3 Homo sapiens diacylglycerol kinase, gamma 90kDa (DGKG), transcript variant 3, mRNA.DGK-GAMMA; MGC133330; MGC104993; DAGK30.00529657 0.01208294 4.16418059

NMNAT3 NM_178177.2 NMNAT3 3 Homo sapiens nicotinamide nucleotide adenylyltransferase 3 (NMNAT3), mRNA.PNAT-3; PNAT3 0.009616 0.01947571 4.15587899

ERLIN2 NM_001003791.1ERLIN2 8 Homo sapiens ER lipid raft associated 2 (ERLIN2), transcript variant 3, mRNA.C8orf2; MGC87072; Erlin-2; SPFH20.02011644 0.03460907 4.14120134

LEFTY2 NM_003240.2 LEFTY2 1 Homo sapiens left-right determination factor 2 (LEFTY2), mRNA.LEFTA; TGFB4; MGC46222; EBAF; LEFTYA0.02170751 0.03675867 4.13734206

TRAF3 NM_003300.2 TRAF3 14 Homo sapiens TNF receptor-associated factor 3 (TRAF3), transcript variant 3, mRNA.CD40bp; CAP-1; LAP1; CRAF17.82E-05 0.00048842 4.09916719

PARD6B NM_032521.1 PARD6B 20 Homo sapiens par-6 partitioning defective 6 homolog beta (C. elegans) (PARD6B), mRNA.PAR6B 0.00436932 0.01038166 4.09446045

Hs.538300 HS.538300 10 hi90e01.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2979576 3, mRNA sequence0.00203957 0.00573063 4.08880083

CDK8 NM_001260.1 CDK8 13 Homo sapiens cyclin-dependent kinase 8 (CDK8), mRNA.K35; MGC126075; MGC1260740.01774697 0.03135144 4.08799595

LOC729985 XM_929793.1 LOC729985 2 PREDICTED: Homo sapiens similar to CDC42-binding protein kinase beta (LOC729985), mRNA.0.01741244 0.03089606 4.07605543

LOC647805 XM_943032.1 LOC647805 PREDICTED: Homo sapiens hypothetical LOC647805 (LOC647805), mRNA.0.01684457 0.03015927 4.03639693

Hs.543981 HS.543981 5 nk37c05.s1 NCI_CGAP_GC2 Homo sapiens cDNA clone IMAGE:1015688 3, mRNA sequence0.00725466 0.01553263 4.01667

GLYCTK NM_145262.2 GLYCTK 3 Homo sapiens glycerate kinase (GLYCTK), mRNA.HBeAgBP4A; HBEBP2; HBEBP4; GLYCTK10.01565669 0.02850677 3.9877064

Hs.131087 HS.131087 3 BX111162 Soares_testis_NHT Homo sapiens cDNA clone IMAGp998E074158, mRNA sequence0.01634831 0.02949917 3.96577053

PLA2G15 NM_012320.3 PLA2G15 16 Homo sapiens phospholipase A2, group XV (PLA2G15), mRNA.DKFZp564A0122; ACS; LPLA2; LLPL0.00038579 0.0015798 3.9435196

Hs.254752 HS.254752 3 xv32c11.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2814836 3 similar to contains L1.t1 L1 repetitive element ;, mRNA sequence0.00118819 0.00377028 3.93982273

LOC642367 XR_038808.1 LOC642367 PREDICTED: Homo sapiens misc_RNA (LOC642367), miscRNA.0.02898728 0.04596349 3.93922817

LOC100133598XM_001721691.1LOC100133598 PREDICTED: Homo sapiens hypothetical LOC100133598 (LOC100133598), mRNA.0.01480368 0.02727813 3.90883715
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NFRKB NM_006165.2 NFRKB 11 Homo sapiens nuclear factor related to kappaB binding protein (NFRKB), mRNA.DKFZp547B20130.01646381 0.0296485 3.90638421

MSI2 NM_170721.1 MSI2 17 Homo sapiens musashi homolog 2 (Drosophila) (MSI2), transcript variant 2, mRNA.FLJ36569; MSI2H; MGC32450.00242518 0.00655805 3.87432132

MPV17L2 NM_032683.1 MPV17L2 19 Homo sapiens MPV17 mitochondrial membrane protein-like 2 (MPV17L2), nuclear gene encoding mitochondrial protein, mRNA.MGC110861; MGC129720.00306155 0.00786038 3.83411529

NASP NM_172164.1 NASP 1 Homo sapiens nuclear autoantigenic sperm protein (histone-binding) (NASP), transcript variant 1, mRNA.MGC20372; MGC2297; DKFZp547F162; PRO1999; FLJ35510; FLJ31599; MGC19722; FLB75272.75E-05 0.00023469 3.82867332

ABCF3 NM_018358.1 ABCF3 3 Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 3 (ABCF3), mRNA.EST201864; FLJ111980.00159433 0.00475761 3.82339276

SNORA72 NR_002581.1 SNORA72 8 Homo sapiens small nucleolar RNA, H/ACA box 72 (SNORA72), small nucleolar RNA.RNU72; U72 0.00303697 0.00781757 3.82155553

SPAG1 NM_172218.1 SPAG1 8 Homo sapiens sperm associated antigen 1 (SPAG1), transcript variant 2, mRNA.HSD-3.8; TPIS; FLJ32920; SP750.00105179 0.00342549 3.814681

APOLD1 NM_030817.1 APOLD1 12 Homo sapiens apolipoprotein L domain containing 1 (APOLD1), mRNA.VERGE; DKFZP434F0318; FLJ251380.00054471 0.00206339 3.81189575

ZNF563 NM_145276.1 ZNF563 19 Homo sapiens zinc finger protein 563 (ZNF563), mRNA.FLJ34797 0.00945655 0.01921364 3.80094031

FANCA NM_000135.2 FANCA 16 Homo sapiens Fanconi anemia, complementation group A (FANCA), transcript variant 1, mRNA.FAA; FA; FA1; MGC75158; FACA; FAH; FA-H; FANCH0.01650161 0.02970673 3.73963347

NRIP3 NM_020645.1 NRIP3 11 Homo sapiens nuclear receptor interacting protein 3 (NRIP3), mRNA.NY-SAR-105; C11orf140.00641427 0.01408858 3.72085462

Hs.526528 HS.526528 16 qq08e04.x1 Soares_NhHMPu_S1 Homo sapiens cDNA clone IMAGE:1931934 3, mRNA sequence0.01003338 0.02013716 3.71311228

MMP23B NM_006983.1 MMP23B 1 Homo sapiens matrix metallopeptidase 23B (MMP23B), mRNA.MIFR-1; MIFR; MMP220.01171389 0.02274956 3.69908137

LOC645015 XM_928077.1 LOC645015 11 PREDICTED: Homo sapiens similar to beta-1,4-mannosyltransferase (LOC645015), mRNA.0.01099613 0.02165355 3.67920442

VPREB3 NM_013378.1 VPREB3 22 Homo sapiens pre-B lymphocyte gene 3 (VPREB3), mRNA.8HS20; N27C7-20.00299153 0.00772806 3.67447362

ZNF670 NM_033213.2 ZNF670 1 Homo sapiens zinc finger protein 670 (ZNF670), mRNA.FLJ12606; MGC124660.02261837 0.03795806 3.66819998

GPER NM_001505.1 GPER 7 Homo sapiens G protein-coupled estrogen receptor 1 (GPER), transcript variant 3, mRNA.LyGPR; DRY12; GPCR-Br; LERGU; MGC99678; GPR30; CEPR; CMKRL2; FEG-1; LERGU20.0052263 0.01197038 3.6391281

LOC143188 NM_001025447.1LOC143188 10 PREDICTED: Homo sapiens hypothetical protein LOC143188 (LOC143188), misc RNA.0.0005249 0.00200232 3.63791621

MGC11082 XR_079560.1 MGC11082 PREDICTED: Homo sapiens hypothetical LOC84777 (MGC11082), miscRNA.0.00415467 0.00997195 3.63534877

Hs.47702 HS.47702 5 BX111257 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGp998B19536, mRNA sequence0.0320988 0.04961594 3.62881826

C14orf147 NM_138288.2 C14ORF147 14 Homo sapiens chromosome 14 open reading frame 147 (C14orf147), mRNA.MGC24447 2.12E-05 0.00019455 3.61296147

LOC649136 XM_943597.1 LOC649136 PREDICTED: Homo sapiens hypothetical LOC649136 (LOC649136), mRNA.0.01582888 0.02872405 3.61018578

Hs.549914 HS.549914 xd29a02.x1 NCI_CGAP_Ov23 Homo sapiens cDNA clone IMAGE:2595146 3, mRNA sequence0.01381367 0.02582607 3.58840165

LOC653127 XM_931760.1 LOC653127 17 PREDICTED: Homo sapiens similar to GTPase activating Rap/RanGAP domain-like 4, transcript variant 2 (LOC653127), mRNA.0.00174426 0.00510273 3.58388574

EZH1 NM_001991.2 EZH1 17 Homo sapiens enhancer of zeste homolog 1 (Drosophila) (EZH1), mRNA.KIAA0388 0.01396208 0.02605871 3.54478807

LOC440421 XM_934895.1 LOC440421 17 PREDICTED: Homo sapiens similar to keratin 17, transcript variant 3 (LOC440421), mRNA.0.02550151 0.04172694 3.53225371

LOC145814 XM_927974.1 LOC145814 15 PREDICTED: Homo sapiens hypothetical protein LOC145814, transcript variant 2 (LOC145814), mRNA.0.02324897 0.03880065 3.52636382

Hs.575696 HS.575696 HESC3_16_C05.g1_A036 Human embryonic stem cells Homo sapiens cDNA clone IMAGE:7476876 5, mRNA sequence0.00773713 0.01635937 3.51543851

LOC100133033XR_038070.1 LOC100133033 9 PREDICTED: Homo sapiens misc_RNA (LOC100133033), miscRNA.0.01312813 0.02482194 3.50502585

LOC642267 XM_930705.1 LOC642267 11 PREDICTED: Homo sapiens similar to hypothetical protein LOC284701, transcript variant 2 (LOC642267), mRNA.0.00293727 0.00762414 3.50199625

LOC642946 XM_931870.1 LOC642946 1 PREDICTED: Homo sapiens hypothetical protein LOC642945, transcript variant 2 (LOC642946), mRNA.0.00042623 0.00170995 3.50147125

Hs.559766 HS.559766 1 UI-E-EJ0-ahv-o-12-0-UI.s2 UI-E-EJ0 Homo sapiens cDNA clone UI-E-EJ0-ahv-o-12-0-UI 3, mRNA sequence0.02096931 0.03577621 3.49521811

Hs.211930 HS.211930 PREDICTED: Homo sapiens hypothetical LOC389801 (LOC389801), mRNA0.00932704 0.01900023 3.49009672

LOC652684 XM_942287.1 LOC652684 PREDICTED: Homo sapiens similar to CG6723-PA (LOC652684), mRNA.0.0198617 0.03428478 3.47497788

DDX60 NM_017631.3 DDX60 4 Homo sapiens DEAD (Asp-Glu-Ala-Asp) box polypeptide 60 (DDX60), mRNA.FLJ20035; FLJ107870.0178476 0.03149337 3.42205812

GUCY1B2 NM_004129.2 GUCY1B2 13 Homo sapiens guanylate cyclase 1, soluble, beta 2 (GUCY1B2), mRNA.GC-SB2 0.02176435 0.03683197 3.37506083

NSD1 NM_022455.3 NSD1 5 Homo sapiens nuclear receptor binding SET domain protein 1 (NSD1), transcript variant 2, mRNA.DKFZp666C163; SOTOS; FLJ44628; FLJ22263; STO; ARA2670.00038628 0.00158122 3.36332427

Hs.570966 HS.570966 5 602424629F1 NIH_MGC_14 Homo sapiens cDNA clone IMAGE:4562766 5, mRNA sequence1.15E-05 0.00012147 3.31357554

CTRL NM_001907.1 CTRL 16 Homo sapiens chymotrypsin-like (CTRL), mRNA.CTRL1; MGC70821 2.27E-05 0.00020389 3.31286207

Hs.565987 HS.565987 3 UI-H-EI1-aza-j-19-0-UI.s1 NCI_CGAP_EI1 Homo sapiens cDNA clone IMAGE:5846130 3, mRNA sequence0.00937376 0.01907039 3.30010584

C1orf203 NR_024125.1 C1ORF203 Homo sapiens chromosome 1 open reading frame 203 (C1orf203), non-coding RNA.0.00913502 0.01866856 3.29773463

Hs.579870 HS.579870 19 QV4-OT0035-090300-133-h10 OT0035 Homo sapiens cDNA, mRNA sequence0.01346146 0.02532441 3.28614165

OR2Y1 NM_001001657.1OR2Y1 5 Homo sapiens olfactory receptor, family 2, subfamily Y, member 1 (OR2Y1), mRNA.OR5-2 0.00816922 0.0170934 3.27083718

Hs.282470 HS.282470 AV651250 GLC Homo sapiens cDNA clone GLCCNH01 3, mRNA sequence0.01999191 0.03443298 3.27019237

LRIG1 NM_015541.2 LRIG1 3 Homo sapiens leucine-rich repeats and immunoglobulin-like domains 1 (LRIG1), mRNA.LIG-1; LIG1; DKFZP586O16240.00073981 0.00261133 3.27018977

REP15 NM_001029874.1REP15 12 Homo sapiens RAB15 effector protein (REP15), mRNA.0.0105419 0.02092974 3.229586

LOC650062 XM_939151.1 LOC650062 PREDICTED: Homo sapiens similar to SET domain and mariner transposase fusion gene (LOC650062), mRNA.0.00748468 0.01593407 3.19253754

LOC643432 XM_932844.1 LOC643432 6 PREDICTED: Homo sapiens hypothetical protein LOC643432, transcript variant 1 (LOC643432), mRNA.0.00859087 0.01777714 3.1910758

LRRC8C NM_032270.2 LRRC8C 1 Homo sapiens leucine rich repeat containing 8 family, member C (LRRC8C), mRNA.AD158; FAD158; DKFZp586J1119; MGC1385510.00359868 0.00893137 3.18693013

SNORA5C NR_002991.1 SNORA5C 7 Homo sapiens small nucleolar RNA, H/ACA box 5C (SNORA5C), small nucleolar RNA.ACA5c 0.03136709 0.04868574 3.16825917

LOC100131894XM_001722860.1LOC100131894 PREDICTED: Homo sapiens hypothetical protein LOC100131894 (LOC100131894), mRNA.0.00159586 0.00476087 3.16083155

TRAF3IP1 NM_015650.2 TRAF3IP1 2 Homo sapiens TNF receptor-associated factor 3 interacting protein 1 (TRAF3IP1), mRNA.MIP-T3; DKFZp434F124; MIPT30.00078777 0.00272832 3.15403776

LOC100132804XR_039272.1 LOC100132804 PREDICTED: Homo sapiens misc_RNA (LOC100132804), miscRNA.0.01508783 0.02767503 3.15134207

LOC100129908XM_001726037.1LOC100129908 6 PREDICTED: Homo sapiens hypothetical protein LOC100129908 (LOC100129908), mRNA.0.01905657 0.0331424 3.14592425

HAUS5 NM_015302.1 HAUS5 19 Homo sapiens HAUS augmin-like complex, subunit 5 (HAUS5), mRNA. XM_9458980.00851996 0.01765732 3.14212902

TMEM150B XM_209187.5 TMEM150B 19 Homo sapiens transmembrane protein 150B (TMEM150B), mRNA.0.00515481 0.01184158 3.13954391

LOC732172 Hs.515479 LOC732172 PREDICTED: Homo sapiens hypothetical protein LOC732172 (LOC732172), mRNA.0.01851227 0.03238754 3.13371849

TIGD2 NM_145715.1 TIGD2 4 Homo sapiens tigger transposable element derived 2 (TIGD2), mRNA.DKFZp667D13220.01079839 0.02133761 3.13040174

LOC644632 XM_001714993.1LOC644632 9 PREDICTED: Homo sapiens similar to Ribosome biogenesis protein BMS1 homolog (LOC644632), mRNA.0.00389918 0.00950781 3.12452515

Hs.544713 HS.544713 6 zt62c04.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:726918 3, mRNA sequence0.02511266 0.04119613 3.11133937

LOC643342 XR_016301.2 LOC643342 9 PREDICTED: Homo sapiens misc_RNA (LOC643342), miscRNA.0.00621742 0.0137479 3.09741352

UCN NM_003353.2 UCN 2 Homo sapiens urocortin (UCN), mRNA.MGC129974; UROC; UI; MGC1299750.00488063 0.01137522 3.09278804

MORN4 NM_178832.2 MORN4 10 Homo sapiens MORN repeat containing 4 (MORN4), transcript variant 1, mRNA.bA548K23.4; FLJ25925; RP11-548K23.40.00536728 0.01221349 3.06626257

BCL2A1 NM_004049.2 BCL2A1 15 Homo sapiens BCL2-related protein A1 (BCL2A1), mRNA.GRS; ACC-1; HBPA1; BFL1; ACC-2; BCL2L50.03186964 0.0493038 3.05704455

KLK10 NM_145888.1 KLK10 19 Homo sapiens kallikrein-related peptidase 10 (KLK10), transcript variant 1, mRNA.NES1; PRSSL1 0.02337192 0.03896396 3.05192046

LOC653060 XM_925779.1 LOC653060 9 PREDICTED: Homo sapiens similar to Contactin-associated protein-like 3 precursor (Cell recognition molecule Caspr3) (LOC653060), mRNA.0.00797873 0.01674316 3.04362216

NPAL3 NM_020448.2 NPAL3 1 Homo sapiens NIPA-like domain containing 3 (NPAL3), mRNA.RP3-462O23.3; DKFZp686E22155; DJ462O23.21.81E-06 3.45E-05 3.03800288

LOC649765 XM_938835.1 LOC649765 PREDICTED: Homo sapiens similar to testis specific protein, Y-linked 1 (LOC649765), mRNA.0.00137654 0.00423442 3.03037322

Hs.550193 HS.550193 5 Human unidentified mRNA, partial sequence0.00046754 0.00183107 3.02809482

LOC648283 XR_038536.1 LOC648283 PREDICTED: Homo sapiens misc_RNA (LOC648283), miscRNA.0.03001879 0.04714512 3.01256329
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BBS7 NM_018190.2 BBS7 4 Homo sapiens Bardet-Biedl syndrome 7 (BBS7), transcript variant 1, mRNA.FLJ10715; BBS2L10.00076108 0.00265963 2.99989269

FAM75B NM_001098807.1FAM75B 9 Homo sapiens family with sequence similarity 75, member B (FAM75B), mRNA.C9orf36B; bA388B24.20.02965782 0.04669967 2.97634139

FRZB NM_001463.2 FRZB 2 Homo sapiens frizzled-related protein (FRZB), mRNA.FRZB-1; FRZB-PEN; SRFP3; FRP-3; FZRB; hFIZ; FRITZ; SFRP3; FRE; FRZB10.00628943 0.01386762 2.96751005

HDAC7 NM_001098416.2HDAC7 12 Homo sapiens histone deacetylase 7 (HDAC7), transcript variant 4, mRNA.DKFZP586J0917; FLJ99588; HDAC7A; HD7A0.0149432 0.02747465 2.96106029

FLJ27365 NM_207477.1 FLJ27365 22 Homo sapiens FLJ27365 protein (FLJ27365), mRNA.0.02141652 0.0363793 2.95325953

L3MBTL4 NM_173464.1 L3MBTL4 Homo sapiens l(3)mbt-like 4 (Drosophila) (L3MBTL4), mRNA.HsT1031 0.02636408 0.04277128 2.94295393

INPP5A XM_936595.1 INPP5A PREDICTED: Homo sapiens inositol polyphosphate-5-phosphatase, 40kDa (INPP5A), mRNA.0.01678386 0.03010514 2.94176438

RBMY2FP NR_002193.1 RBMY2FP Y Homo sapiens RNA binding motif protein, Y-linked, family 2, member F pseudogene (RBMY2FP), non-coding RNA.MGC26641 0.0303487 0.04750536 2.94014777

TINAG NM_014464.2 TINAG 6 Homo sapiens tubulointerstitial nephritis antigen (TINAG), mRNA.TIN1; TIN-AG; TIN20.00681095 0.01481911 2.92018459

SNORD53 NR_002741.1 SNORD53 2 Homo sapiens small nucleolar RNA, C/D box 53 (SNORD53), small nucleolar RNA.RNU53; U53 0.00260617 0.00693872 2.91025097

TAS2R49 NM_176889.1 TAS2R49 Homo sapiens taste receptor, type 2, member 49 (TAS2R49), mRNA.MGC119118; MGC119120; MGC119119; MGC119121; T2R56; T2R49; MGC1346370.0084823 0.01759267 2.89862969

LOC644781 XM_496584.2 LOC644781 9 PREDICTED: Homo sapiens similar to hypothetical gene supported by AK127288; AY343901 (LOC644781), mRNA.0.03160718 0.04897445 2.89309816

LOC652353 XM_941781.1 LOC652353 PREDICTED: Homo sapiens similar to Sorbitol dehydrogenase (L-iditol 2-dehydrogenase) (LOC652353), mRNA.0.00037118 0.00153385 2.88488682

LOC648665 XR_042388.1 LOC648665 PREDICTED: Homo sapiens misc_RNA (LOC648665), miscRNA.0.00982333 0.01980703 2.8765322

Hs.130590 HS.130590 X BX105859 Soares_testis_NHT Homo sapiens cDNA clone IMAGp998I034111, mRNA sequence0.00367265 0.00908797 2.86960573

DCDC1 NM_181807.1 DCDC1 11 Homo sapiens doublecortin domain containing 1 (DCDC1), mRNA.0.03195273 0.04942532 2.84898083

Hs.561633 HS.561633 6 UI-E-EJ0-ahn-g-14-0-UI.s1 UI-E-EJ0 Homo sapiens cDNA clone UI-E-EJ0-ahn-g-14-0-UI 3, mRNA sequence0.00399275 0.00966871 2.8434246

LOC641823 XM_935705.1 LOC641823 PREDICTED: Homo sapiens similar to SH3 domain binding protein CR16, transcript variant 1 (LOC641823), mRNA.0.02023565 0.03476464 2.84247027

Hs.170534 HS.170534 4 BX094716 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGp998J225334, mRNA sequence0.00315612 0.00805937 2.84040957

LOC390531 XM_496025.2 LOC390531 15 PREDICTED: Homo sapiens similar to Ig heavy chain V-I region HG3 precursor (LOC390531), mRNA.0.01324094 0.02497875 2.81946855

C1orf124 NM_032018.4 C1ORF124 1 Homo sapiens chromosome 1 open reading frame 124 (C1orf124), transcript variant 1, mRNA.DKFZP547N043; PRO4323; DDDL1880; dJ876B10.3; RP5-876B10.30.00702969 0.01515846 2.81906119

LOC650823 XM_939912.1 LOC650823 PREDICTED: Homo sapiens hypothetical LOC650823 (LOC650823), mRNA.0.00076008 0.00265956 2.81468342

LOC653194 XM_926449.1 LOC653194 6 PREDICTED: Homo sapiens similar to chromosome 6 open reading frame 148 (LOC653194), mRNA.0.01055822 0.02094684 2.81060011

DNAJC30 NM_032317.2 DNAJC30 7 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 30 (DNAJC30), mRNA.MGC12943 0.00605628 0.01347382 2.79969013

LOC100190939NR_024458.1 LOC100190939 13 Homo sapiens hypothetical LOC100190939 (LOC100190939), non-coding RNA.0.00692279 0.01498743 2.79573134

LBX2 NM_001009812.1LBX2 2 Homo sapiens ladybird homeobox 2 (LBX2), mRNA.LP3727 0.01766096 0.03124013 2.78802406

TSPAN1 NM_005727.2 TSPAN1 1 Homo sapiens tetraspanin 1 (TSPAN1), mRNA.NET-1; 9030418M05Rik; TSPAN-1; RP11-322N21.10.00820678 0.01714887 2.78426557

LOC646825 XM_929783.1 LOC646825 19 PREDICTED: Homo sapiens similar to zinc finger protein 91 (LOC646825), mRNA.0.00302433 0.00779427 2.77503038

LOC649853 XM_941281.1 LOC649853 PREDICTED: Homo sapiens similar to HLA class I histocompatibility antigen, A-29 alpha chain precursor (MHC class I antigen A*29) (Aw-19), transcript variant 1 (LOC649853), mRNA.0.02673258 0.04318859 2.7641932

LOC643397 XM_938878.1 LOC643397 2 PREDICTED: Homo sapiens similar to Microtubule-associated protein RP/EB family member 1 (APC-binding protein EB1) (End-binding protein 1) (EB1) (LOC643397), mRNA.0.01383495 0.02585695 2.76375599

PROK2 NM_021935.2 PROK2 3 Homo sapiens prokineticin 2 (PROK2), mRNA.PK2; BV8; MIT1; KAL40.00988977 0.01991884 2.74731952

RFXDC2 NM_022841.2 RFXDC2 Homo sapiens regulatory factor X domain containing 2 (RFXDC2), mRNA.MGC131836; FLJ21104; FLJ129940.002272 0.00621654 2.73203978

Hs.555595 HS.555595 Human (clone xip8) mRNA sequence0.01982771 0.03424242 2.73196304

FAM90A16 XM_496952.4 FAM90A16 8 PREDICTED: Homo sapiens family with sequence similarity 90, member A16 (FAM90A16), mRNA.0.01732998 0.03078493 2.72893953

LOC647904 XM_936965.1 LOC647904 PREDICTED: Homo sapiens similar to protein expressed in prostate, ovary, testis, and placenta 2 isoform a (LOC647904), mRNA.0.02804676 0.04484511 2.72342605

Hs.583098 HS.583098 7 DB305811 BRAWH3 Homo sapiens cDNA clone BRAWH3035687 3, mRNA sequence0.03058597 0.04782165 2.72171259

ZNF124 NM_003431.2 ZNF124 1 Homo sapiens zinc finger protein 124 (ZNF124), mRNA.MGC117046; HZF16; HZF-160.02144306 0.0364073 2.72101895

LOC645487 XM_932932.1 LOC645487 20 PREDICTED: Homo sapiens hypothetical protein LOC645487 (LOC645487), mRNA.0.00260866 0.00694364 2.71686947

LOC648153 XM_937206.1 LOC648153 PREDICTED: Homo sapiens similar to ARP3 actin-related protein 3 homolog B (LOC648153), mRNA.0.00396394 0.00962683 2.70807587

TMEM70 NM_017866.3 TMEM70 8 Homo sapiens transmembrane protein 70 (TMEM70), transcript variant 1, mRNA.FLJ20533 0.00232243 0.00633061 2.70434087

GABRG2 NM_198904.1 GABRG2 5 Homo sapiens gamma-aminobutyric acid (GABA) A receptor, gamma 2 (GABRG2), transcript variant 1, mRNA.ECA2; GEFSP3; CAE20.00092385 0.00309315 2.68520989

LOC651371 XM_944620.1 LOC651371 PREDICTED: Homo sapiens hypothetical protein LOC651371 (LOC651371), mRNA.0.02142888 0.03638892 2.67142336

Hs.581554 HS.581554 3 DB114688 THYMU2 Homo sapiens cDNA clone THYMU2020054 5, mRNA sequence0.01021042 0.02040957 2.66886238

Hs.539123 HS.539123 12 zu74b05.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:743697 3, mRNA sequence0.00421899 0.01009067 2.66168203

LOC731444 XM_925913.1 LOC731444 PREDICTED: Homo sapiens similar to ATPase, Class II, type 9B (LOC731444), mRNA.0.00983826 0.01982978 2.65637017

ZNF502 NM_033210.3 ZNF502 3 Homo sapiens zinc finger protein 502 (ZNF502), mRNA.FLJ14855; FLJ125150.01259764 0.02407018 2.64306672

LOC642761 XM_926183.1 LOC642761 16 PREDICTED: Homo sapiens hypothetical protein LOC642761 (LOC642761), mRNA.0.02023647 0.03476054 2.63526272

ALB NM_000477.3 ALB 4 Homo sapiens albumin (ALB), mRNA.PRO1341; DKFZp779N1935; PRO0903; PRO08830.01538004 0.02811138 2.61818047

GMIP NM_016573.1 GMIP 19 Homo sapiens GEM interacting protein (GMIP), mRNA.0.01496863 0.02751211 2.61176325

LOC100133555XR_038272.1 LOC100133555 PREDICTED: Homo sapiens misc_RNA (LOC100133555), miscRNA.0.02742788 0.04405648 2.60231155

LOC646706 XM_929652.1 LOC646706 19 PREDICTED: Homo sapiens similar to vomeronasal 2, receptor, 14 isoform 1 (LOC646706), mRNA.0.01267497 0.02417968 2.58848658

SNX1 NM_003099.3 SNX1 15 Homo sapiens sorting nexin 1 (SNX1), transcript variant 1, mRNA.SNX1A; Vps5; HsT17379; MGC86647.86E-05 0.00048926 2.57296311

LOC642369 XM_925901.1 LOC642369 11 PREDICTED: Homo sapiens hypothetical protein LOC642369 (LOC642369), mRNA.0.02955378 0.04660339 2.57057111

Hs.523235 HS.523235 10 nq82a06.s1 NCI_CGAP_Co9 Homo sapiens cDNA clone IMAGE:1158802 3, mRNA sequence0.03124978 0.04855219 2.56184343

LOC643121 XM_926493.1 LOC643121 9 PREDICTED: Homo sapiens hypothetical protein LOC643121 (LOC643121), mRNA.0.00720891 0.01545904 2.55345176

Hs.571950 HS.571950 ym35h10.s1 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGE:50369 3, mRNA sequence0.02068838 0.03538023 2.54259913

LOC653392 XM_929544.1 LOC653392 7 PREDICTED: Homo sapiens similar to huntingtin interacting protein 1 (LOC653392), mRNA.0.01865751 0.03259441 2.53653487

Hs.579715 HS.579715 19 DA717721 NT2RI2 Homo sapiens cDNA clone NT2RI2025693 5, mRNA sequence0.01559589 0.02841512 2.53638848

FUZ NM_025129.3 FUZ 19 Homo sapiens fuzzy homolog (Drosophila) (FUZ), mRNA.FLJ22688; FY 0.0201429 0.03463814 2.52664769

Hs.562197 HS.562197 1 602137688F1 NIH_MGC_83 Homo sapiens cDNA clone IMAGE:4274180 5, mRNA sequence0.02943518 0.04646355 2.52109665

LOC729858 XR_037908.1 LOC729858 PREDICTED: Homo sapiens misc_RNA (LOC729858), miscRNA.0.00198619 0.00561257 2.51710664

SMARCD3 NM_003078.3 SMARCD3 7 Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily d, member 3 (SMARCD3), transcript variant 2, mRNA.Rsc6p; BAF60C; CRACD3; MGC1110100.00134363 0.004152 2.51522691

CIZ1 NM_012127.2 CIZ1 9 Homo sapiens CDKN1A interacting zinc finger protein 1 (CIZ1), transcript variant 1, mRNA.LSFR1; ZNF356 0.0150075 0.02757422 2.50467042

LOC650796 XM_939881.1 LOC650796 PREDICTED: Homo sapiens hypothetical protein LOC650796 (LOC650796), mRNA.0.02721239 0.04376858 2.50403596

LOC643896 NM_001101386.1LOC643896 2 Homo sapiens similar to cAMP-regulated phosphoprotein 19 (LOC643896), mRNA.0.00392408 0.00955781 2.49830475

MIR25 NR_029498.1 MIR25 Homo sapiens microRNA 25 (MIR25), microRNA.0.01945444 0.03371566 2.4833448

INHBE NM_031479.3 INHBE 12 Homo sapiens inhibin, beta E (INHBE), mRNA.MGC4638 0.01318144 0.02490107 2.47949634

SCG5 NM_003020.1 SCG5 15 Homo sapiens secretogranin V (7B2 protein) (SCG5), mRNA.SgV; 7B2; P7B2; SGNE10.01472589 0.02717164 2.47597686

FIGNL1 NM_001042762.1FIGNL1 7 Homo sapiens fidgetin-like 1 (FIGNL1), transcript variant 1, mRNA.1.70E-06 3.33E-05 2.4728347

LOC647246 XM_930292.1 LOC647246 1 PREDICTED: Homo sapiens similar to PTPRF interacting protein alpha 2 (LOC647246), mRNA.0.03095773 0.04822254 2.45705324
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CLVS2 NM_001010852.2CLVS2 6 Homo sapiens clavesin 2 (CLVS2), mRNA.C6orf213; C6orf212; bA160A10.4; MGC1205720.00785618 0.0165499 2.44862752

LOC645349 XM_928390.1 LOC645349 1 PREDICTED: Homo sapiens hypothetical protein LOC645349 (LOC645349), mRNA.0.0013118 0.00407333 2.44645901

Hs.580480 HS.580480 2 DA584132 HLUNG2 Homo sapiens cDNA clone HLUNG2003908 5, mRNA sequence0.00623222 0.01377782 2.44340985

TINAGL1 NM_022164.1 TINAGL1 1 Homo sapiens tubulointerstitial nephritis antigen-like 1 (TINAGL1), mRNA.LIECG3; LCN7; TINAGRP; ARG10.02431655 0.04021797 2.44297112

DAPK3 NM_001348.1 DAPK3 19 Homo sapiens death-associated protein kinase 3 (DAPK3), mRNA.FLJ36473; ZIPK; ZIP0.00020935 0.00099704 2.44075272

KIR2DL1 NM_014218.1 KIR2DL1 19 Homo sapiens killer cell immunoglobulin-like receptor, two domains, long cytoplasmic tail, 1 (KIR2DL1), mRNA.KIR-K65; CL-42; KIR-K3; NKAT1; KIR-K64; CD158A; NKAT; KIR-K9; KIR221; 47.11; p58.10.00753443 0.01602117 2.43843473

LOC653879 XM_936226.1 LOC653879 PREDICTED: Homo sapiens similar to Complement C3 precursor (LOC653879), mRNA.0.02153308 0.03654302 2.4311844

LOC554207 XR_040106.1 LOC554207 PREDICTED: Homo sapiens hypothetical LOC554207 (LOC554207), miscRNA.0.0128051 0.02438083 2.42391283

Hs.541100 HS.541100 18 ov43g05.x1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1640120 3, mRNA sequence0.03148709 0.0488023 2.41967186

KRTDAP NM_207392.1 KRTDAP 19 Homo sapiens keratinocyte differentiation-associated protein (KRTDAP), mRNA.MGC163373; UNQ467; KDAP2.78E-05 0.00023646 2.41011239

Hs.307606 HS.307606 5 BX094636 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGp998I163903, mRNA sequence0.01903609 0.0331386 2.40931577

BATF3 NM_018664.1 BATF3 1 Homo sapiens basic leucine zipper transcription factor, ATF-like 3 (BATF3), mRNA.JUNDM1; SNFT; BATF30.01763372 0.03120209 2.40160722

SLC22A15 NM_018420.1 SLC22A15 1 Homo sapiens solute carrier family 22 (organic cation transporter), member 15 (SLC22A15), mRNA.FLIPT1; DKFZp761G0313; PRO346860.02030867 0.03485702 2.40011132

SEMA4A NM_022367.2 SEMA4A 1 Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4A (SEMA4A), mRNA.RP11-54H19.2; RP35; SEMB; SEMAB; FLJ12287; CORD100.0032727 0.00827349 2.400043

Hs.478682 HS.478682 3 Homo sapiens cDNA FLJ31090 fis, clone IMR3210001020.00209593 0.00584066 2.39555363

KLF10 NM_005655.1 KLF10 8 Homo sapiens Kruppel-like factor 10 (KLF10), transcript variant 1, mRNA.TIEG; EGRA; TIEG10.00693778 0.0150109 2.39264487

CECR6 NM_031890.2 CECR6 22 Homo sapiens cat eye syndrome chromosome region, candidate 6 (CECR6), mRNA.0.00121139 0.00382603 2.39126784

SALL4 NM_020436.2 SALL4 20 Homo sapiens sal-like 4 (Drosophila) (SALL4), mRNA.MGC133050; DRRS; ZNF797; HSAL4; dJ1112F19.10.00133655 0.00413481 2.39115368

Hs.362932 HS.362932 5 Homo sapiens cDNA FLJ25030 fis, clone CBL026310.00696699 0.01505014 2.38200362

LOC100129076XM_001720999.1LOC100129076 PREDICTED: Homo sapiens similar to FP17469 (LOC100129076), mRNA.0.00692479 0.01498878 2.37401641

LOC647836 XM_936893.1 LOC647836 PREDICTED: Homo sapiens similar to wingless-type MMTV integration site family, member 7B precursor (LOC647836), mRNA.0.03004808 0.04717066 2.37019478

CXCL17 NM_198477.1 CXCL17 19 Homo sapiens chemokine (C-X-C motif) ligand 17 (CXCL17), mRNA.UNQ473; VCC-1; MGC138300; Dcip1; VCC10.03203656 0.04953384 2.35754354

KRT18P44 XM_001720462.1KRT18P44 PREDICTED: Homo sapiens keratin 18 pseudogene 44 (KRT18P44), mRNA.0.00170182 0.00500416 2.35565737

LOC642515 XM_926011.1 LOC642515 9 PREDICTED: Homo sapiens similar to NG5 protein (LOC642515), mRNA.0.02981617 0.04688787 2.34844861

Hs.22347 HS.22347 PREDICTED: Homo sapiens hypothetical LOC389182 (LOC389182), mRNA0.02941389 0.04645693 2.3417627

TTTY5 NR_001541.1 TTTY5 Y Homo sapiens testis-specific transcript, Y-linked 5 (non-protein coding) (TTTY5), non-coding RNA.TTY5 0.00248359 0.0066745 2.33734837

Hs.550118 HS.550118 1 oy41f08.s1 Soares_parathyroid_tumor_NbHPA Homo sapiens cDNA clone IMAGE:1668423 3, mRNA sequence0.01190502 0.02304252 2.33659509

NMT2 NM_004808.2 NMT2 10 Homo sapiens N-myristoyltransferase 2 (NMT2), mRNA.0.02405178 0.03988323 2.33567714

Hs.553290 HS.553290 X HESC3_84_D06.g1_A036 Human embryonic stem cells Homo sapiens cDNA clone IMAGE:7483454 5, mRNA sequence0.01678784 0.0301073 2.32551405

XK NM_021083.2 XK X Homo sapiens X-linked Kx blood group (McLeod syndrome) (XK), mRNA.XKR1; KX; X1k 0.00975558 0.01969235 2.32275888

LOC401778 XM_377343.3 LOC401778 14 PREDICTED: Homo sapiens similar to SERTA domain containing 4 (LOC401778), mRNA.0.02339946 0.03899791 2.32085121

FLJ44290 NM_198564.1 FLJ44290 3 Homo sapiens FLJ44290 protein (FLJ44290), mRNA.0.01669511 0.02999049 2.31777619

ZNF586 NM_017652.2 ZNF586 19 Homo sapiens zinc finger protein 586 (ZNF586), mRNA.FLJ20070 0.02837844 0.04523568 2.31615143

Hs.538979 HS.538979 11 Homo sapiens RAG1 mRNA, exon 1A and partial sequence0.02256648 0.03788268 2.31046199

NOD1 NM_006092.1 NOD1 7 Homo sapiens nucleotide-binding oligomerization domain containing 1 (NOD1), mRNA.NLRC1; CARD4; CLR7.10.00288722 0.00752657 2.29560996

PTPRE NM_130435.2 PTPRE 10 Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), transcript variant 2, mRNA.DKFZp313F1310; PTPE; HPTPE; R-PTP-EPSILON0.01083729 0.02139504 2.28556539

GRRP1 NM_024869.1 GRRP1 1 Homo sapiens glycine/arginine rich protein 1 (GRRP1), mRNA.RP11-96L14.5; FLJ140500.02059193 0.03524301 2.27214391

Hs.142570 HS.142570 3 Homo sapiens clone 24629 mRNA sequence0.01208514 0.02329159 2.26383239

LOC100128974XR_037834.1 LOC100128974 PREDICTED: Homo sapiens misc_RNA (LOC100128974), miscRNA.0.00301579 0.00777963 2.2562146

Hs.158036 HS.158036 5 BX118491 NCI_CGAP_Brn23 Homo sapiens cDNA clone IMAGp998K174954, mRNA sequence0.01351667 0.0254063 2.25522897

LOC651617 XM_940799.1 LOC651617 PREDICTED: Homo sapiens similar to phospholipase D family, member 5 (LOC651617), mRNA.0.00971445 0.01962755 2.25487258

Hs.558286 HS.558286 9 AV730797 HTF Homo sapiens cDNA clone HTFAAE05 5, mRNA sequence0.0153081 0.02800344 2.2450642

CYorf15A NM_001005852.1CYORF15A Y Homo sapiens chromosome Y open reading frame 15A (CYorf15A), mRNA.MGC131732; FLJ332160.00244532 0.00660103 2.2377583

LOC284296 NM_175908.3 LOC284296 19 Homo sapiens hypothetical protein LOC284296 (LOC284296), mRNA.0.00893024 0.01834319 2.22602094

UPK1B NM_006952.3 UPK1B 3 Homo sapiens uroplakin 1B (UPK1B), mRNA.UPIB; UPK1; TSPAN200.01810712 0.03185822 2.22376963

LOC642035 XM_936105.1 LOC642035 PREDICTED: Homo sapiens hypothetical protein LOC642035 (LOC642035), mRNA.0.00056247 0.00211739 2.20797477

Hs.197017 HS.197017 8 wa17h04.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2298391 3, mRNA sequence0.01127186 0.02206855 2.20653466

RANBP9 NM_005493.2 RANBP9 6 Homo sapiens RAN binding protein 9 (RANBP9), mRNA.RANBPM 0.01000816 0.02011628 2.20187615

LOC100133913XM_001716272.1LOC100133913 PREDICTED: Homo sapiens hypothetical protein LOC100133913 (LOC100133913), mRNA.0.02493281 0.04100012 2.1949821

Hs.382669 HS.382669 21 Homo sapiens cDNA clone IMAGE:48286320.02462723 0.04058973 2.184632

LOC643234 XM_931426.1 LOC643234 6 PREDICTED: Homo sapiens hypothetical protein LOC643234 (LOC643234), mRNA.0.02580095 0.04209017 2.17998404

Hs.555260 HS.555260 X 17000532215901 GRN_ES Homo sapiens cDNA 5, mRNA sequence0.01154288 0.02250592 2.17873139

ETAA1 NM_019002.2 ETAA1 2 Homo sapiens Ewing tumor-associated antigen 1 (ETAA1), mRNA.ETAA16; FLJ226470.01098304 0.0216317 2.17572529

LOC441795 XM_937553.1 LOC441795 17 PREDICTED: Homo sapiens similar to high-mobility group box 3 (LOC441795), mRNA.0.03152748 0.04885793 2.17145015

FAM65B NM_015864.2 FAM65B 6 Homo sapiens family with sequence similarity 65, member B (FAM65B), transcript variant 2, mRNA.FAM65B; KIAA0386; DIFF48; DIFF40; PL480.0275981 0.04427103 2.17083204

HIST2H2AA4 NM_001040874.1HIST2H2AA4 1 Homo sapiens histone cluster 2, H2aa4 (HIST2H2AA4), mRNA.H2A/R 3.64E-06 5.60E-05 2.16062377

Hs.207074 HS.207074 9 Homo sapiens, clone IMAGE:5194137, mRNA0.03079395 0.04805695 2.15416991

CD82 NM_002231.3 CD82 11 Homo sapiens CD82 molecule (CD82), transcript variant 1, mRNA.SAR2; TSPAN27; GR15; ST6; KAI1; 4F9; C33; IA4; R20.00058208 0.00218063 2.14983026

FLJ10120 XM_941652.1 FLJ10120 PREDICTED: Homo sapiens hypothetical protein FLJ10120 (FLJ10120), misc RNA.0.02914429 0.0461384 2.14958385

SNAP23 NM_003825.2 SNAP23 15 Homo sapiens synaptosomal-associated protein, 23kDa (SNAP23), transcript variant 1, mRNA.SNAP23A; SNAP23B; HsT170160.00020404 0.00097601 2.14678495

Hs.377660 HS.377660 11 Homo sapiens cDNA FLJ26242 fis, clone DMC007700.02712704 0.04367655 2.14666783

BCAP29 NM_001008407.1BCAP29 7 Homo sapiens B-cell receptor-associated protein 29 (BCAP29), transcript variant 4, mRNA.DKFZp686M2086; BAP290.01058529 0.02098138 2.14560781

BLOC1S2 NM_001001342.1BLOC1S2 10 Homo sapiens biogenesis of lysosomal organelles complex-1, subunit 2 (BLOC1S2), transcript variant 2, mRNA.RP11-316M21.4; FLJ30135; MGC10120; BLOS20.02095563 0.03576411 2.14360333

OPHN1 NM_002547.1 OPHN1 X Homo sapiens oligophrenin 1 (OPHN1), mRNA.OPN1; MRX60 0.02401677 0.03983126 2.14333403

CCBL2 NM_001008661.1CCBL2 1 Homo sapiens cysteine conjugate-beta lyase 2 (CCBL2), transcript variant 1, mRNA.DKFZp547N1117; RBM1; RP11-82K18.3; MGC9398; RP4-531M19.2; RBMXL1; DKFZp667D0223; KAT30.00090262 0.00303611 2.13718522

SRR NM_021947.1 SRR 17 Homo sapiens serine racemase (SRR), mRNA.ILV1; ISO1 0.01687886 0.03020076 2.13301812

LCMT2 NM_014793.3 LCMT2 15 Homo sapiens leucine carboxyl methyltransferase 2 (LCMT2), mRNA.TYW4; PPM2; KIAA0547; MGC95340.01241101 0.02380987 2.12632929

EPM2AIP1 NM_014805.2 EPM2AIP1 3 Homo sapiens EPM2A (laforin) interacting protein 1 (EPM2AIP1), mRNA.FLJ11207; KIAA07660.000325 0.00138512 2.12416783

B4GALNT1 NM_001478.2 B4GALNT1 12 Homo sapiens beta-1,4-N-acetyl-galactosaminyl transferase 1 (B4GALNT1), mRNA.GALGT; GALNACT0.0012421 0.00389811 2.11959051

C3orf17 NM_001025072.2C3ORF17 3 Homo sapiens chromosome 3 open reading frame 17 (C3orf17), transcript variant 2, mRNA.DKFZP434F20210.02566574 0.04193254 2.11705191
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Hs.565917 HS.565917 UI-H-BI3-alg-g-11-0-UI.s1 NCI_CGAP_Sub5 Homo sapiens cDNA clone IMAGE:2736956 3, mRNA sequence0.02834766 0.04519988 2.11610291

TREM2 NM_018965.1 TREM2 6 Homo sapiens triggering receptor expressed on myeloid cells 2 (TREM2), mRNA.Trem2a; Trem2c; TREM-2; Trem2b0.0300733 0.04719662 2.11451944

C8orf44 NM_019607.1 C8ORF44 8 Homo sapiens chromosome 8 open reading frame 44 (C8orf44), mRNA.FLJ11267 0.02512937 0.0412111 2.11052125

LOC100128816XM_001732864.1LOC100128816 PREDICTED: Homo sapiens ACAH3104 (LOC100128816), mRNA.0.00119844 0.00379618 2.10625769

LOC728975 XR_042006.1 LOC728975 PREDICTED: Homo sapiens misc_RNA (LOC728975), miscRNA.0.02532033 0.04146795 2.10018907

LOC100134794XM_001718809.1LOC100134794 7 PREDICTED: Homo sapiens similar to keratin 8 (LOC100134794), mRNA.0.01557702 0.02839025 2.0948003

LOC648329 XM_937382.1 LOC648329 PREDICTED: Homo sapiens hypothetical protein LOC648329 (LOC648329), mRNA.0.00656012 0.01437117 2.08604968

EXOC1 NM_018261.3 EXOC1 4 Homo sapiens exocyst complex component 1 (EXOC1), transcript variant 1, mRNA.SEC3L1; Sec3p; SEC3; FLJ10893; BM-1020.00041886 0.00168847 2.08458462

SELE NM_000450.1 SELE 1 Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA.LECAM2; ESEL; ELAM; CD62E; ELAM10.0081804 0.01710691 2.08274485

LOC727787 XM_925796.1 LOC727787 19 PREDICTED: Homo sapiens similar to Killer cell immunoglobulin-like receptor 3DL2 precursor (MHC class I NK cell receptor) (Natural killer-associated transcript 4) (NKAT-4) (p70 natural killer cell receptor clone CL-5) (CD158k antigen) (LOC727787), mRNA.0.02636376 0.04277714 2.08112452

LOC388820 XR_042089.1 LOC388820 21 PREDICTED: Homo sapiens misc_RNA (LOC388820), miscRNA.0.02920823 0.0462127 2.08020605

SLC45A4 NM_001080431.1SLC45A4 8 Homo sapiens solute carrier family 45, member 4 (SLC45A4), mRNA.KIAA1126 0.01194035 0.02310267 2.06671375

GRB10 NM_005311.3 GRB10 7 Homo sapiens growth factor receptor-bound protein 10 (GRB10), transcript variant 1, mRNA.RSS; GRB-IR; IRBP; KIAA0207; Grb-10; MEG10.00383174 0.00938124 2.06501611

SNX19 NM_014758.1 SNX19 11 Homo sapiens sorting nexin 19 (SNX19), mRNA.CHET8; DKFZp667I205; KIAA02540.00574367 0.01289714 2.06125332

PRSS22 NM_022119.3 PRSS22 16 Homo sapiens protease, serine, 22 (PRSS22), mRNA.hBSSP-4; MGC9599; BSSP-4; SP001LA0.00621129 0.01373993 2.05665751

BCL7A NM_020993.3 BCL7A 12 Homo sapiens B-cell CLL/lymphoma 7A (BCL7A), transcript variant 1, mRNA.BCL7 0.00352048 0.00878745 2.05312809

FGGY NM_018291.3 FGGY 1 Homo sapiens FGGY carbohydrate kinase domain containing (FGGY), transcript variant 2, mRNA.FLJ10986; RP11-242B9.10.00395433 0.00961208 2.05151093

CENTB2 NM_012287.3 CENTB2 3 Homo sapiens centaurin, beta 2 (CENTB2), mRNA.KIAA0041; CNT-B2; ACAP20.01889285 0.03293143 2.0514402

YPEL3 NM_031477.3 YPEL3 16 Homo sapiens yippee-like 3 (Drosophila) (YPEL3), transcript variant 1, mRNA.MGC10500 0.00541674 0.01229001 2.04694296

ZNF48 NM_152652.1 ZNF48 16 Homo sapiens zinc finger protein 48 (ZNF48), mRNA.DKFZp762K013; MGC43952; FLJ317510.00149672 0.00453734 2.0461887

LOC388381 XM_936648.1 LOC388381 PREDICTED: Homo sapiens hypothetical LOC388381 (LOC388381), mRNA.0.03065365 0.04787237 2.03526438

Hs.548645 HS.548645 2 xj40e04.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2659710 3, mRNA sequence0.02042456 0.03503932 2.0351405

MYOG NM_002479.3 MYOG 1 Homo sapiens myogenin (myogenic factor 4) (MYOG), mRNA.MYF4; MYOGENIN0.00792109 0.01665114 2.03448259

FLJ43276 NM_207382.1 FLJ43276 15 Homo sapiens FLJ43276 protein (FLJ43276), mRNA.0.00121639 0.00383736 2.03351633

Hs.209583 HS.209583 9 UI-H-BW1-anz-d-01-0-UI.s1 NCI_CGAP_Sub7 Homo sapiens cDNA clone IMAGE:3083952 3, mRNA sequence0.02643196 0.04283664 2.02932544

FLJ30092 XM_933560.1 FLJ30092 12 PREDICTED: Homo sapiens AF-1 specific protein phosphatase, transcript variant 3 (FLJ30092), mRNA.0.02251785 0.03781858 2.02400043

C20orf133 NM_080676.4 C20ORF133 20 Homo sapiens chromosome 20 open reading frame 133 (C20orf133), transcript variant 3, mRNA.RP11-189J1.1; dJ631M13.50.01166908 0.02270311 2.02353072

SRPK2 NM_182692.1 SRPK2 7 Homo sapiens SFRS protein kinase 2 (SRPK2), transcript variant 1, mRNA.FLJ36101; SFRSK20.019465 0.03372858 2.01813017

LOC400891 NM_001013675.1LOC400891 22 Homo sapiens similar to chromosome 14 open reading frame 166B (LOC400891), mRNA.0.00619105 0.0137119 2.01169532

NUBP2 NM_012225.1 NUBP2 16 Homo sapiens nucleotide binding protein 2 (MinD homolog, E. coli) (NUBP2), mRNA.CFD1; NUBP1 0.00434712 0.01034023 2.00875806

NOS2 NM_000625.4 NOS2 17 Homo sapiens nitric oxide synthase 2, inducible (NOS2), mRNA.0.03002174 0.04713613 2.00858245

PHF8 NM_015107.1 PHF8 X Homo sapiens PHD finger protein 8 (PHF8), mRNA.ZNF422; MRXSSD; DKFZp686E0868; JHDM1F; KIAA11110.01353904 0.02542635 1.9953009

NCRNA00094 NR_015427.1 NCRNA00094 Homo sapiens non-protein coding RNA 94 (NCRNA00094), non-coding RNA.0.01734065 0.03079885 1.99267138

Hs.545238 HS.545238 8 ty84b12.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2285759 3, mRNA sequence0.01505545 0.02762963 1.9913146

Hs.520750 HS.520750 7 UI-E-EJ0-ahs-a-06-0-UI.s1 UI-E-EJ0 Homo sapiens cDNA clone UI-E-EJ0-ahs-a-06-0-UI 3, mRNA sequence0.00356023 0.0088582 1.98980643

ATP6V1C1 NM_001695.3 ATP6V1C1 8 Homo sapiens ATPase, H+ transporting, lysosomal 42kDa, V1 subunit C1 (ATP6V1C1), mRNA.VATC; FLJ20057; ATP6D; Vma5; ATP6C9.11E-05 0.00054241 1.98439782

SLC30A6 NM_017964.2 SLC30A6 2 Homo sapiens solute carrier family 30 (zinc transporter), member 6 (SLC30A6), mRNA.MGC45055; FLJ31101; ZNT60.01177905 0.02285569 1.98151684

LOC728448 NR_003929.2 LOC728448 1 Homo sapiens peptidylprolyl isomerase E pseudogene (LOC728448), non-coding RNA.0.01800524 0.03173034 1.97868175

LOC654202 XM_946257.1 LOC654202 PREDICTED: Homo sapiens similar to PR domain containing 2, with ZNF domain, transcript variant 2 (LOC654202), mRNA.0.02454376 0.04048287 1.97814515

Hs.565209 HS.565209 19 Homo sapiens cDNA FLJ34894 fis, clone NT2NE20179820.00093007 0.00310823 1.97396409

CALHM1 NM_001001412.3CALHM1 10 Homo sapiens calcium homeostasis modulator 1 (CALHM1), mRNA.0.02786074 0.04462646 1.97393935

OPN3 NM_001030011.1OPN3 1 Homo sapiens opsin 3 (encephalopsin, panopsin) (OPN3), transcript variant 2, mRNA.ECPN 0.01731632 0.03076569 1.97337429

CEP97 NM_024548.2 CEP97 3 Homo sapiens centrosomal protein 97kDa (CEP97), mRNA.FLJ26462; FLJ23047; 2810403B08Rik; LRRIQ20.02904878 0.04604085 1.96968668

ATP8B2 NM_001005855.1ATP8B2 1 Homo sapiens ATPase, class I, type 8B, member 2 (ATP8B2), transcript variant 2, mRNA.ATPID; DKFZp434M0219; KIAA11370.03112711 0.04840312 1.96438347

ZNF215 NM_013250.1 ZNF215 11 Homo sapiens zinc finger protein 215 (ZNF215), mRNA.BAZ2 0.00037892 0.00155694 1.96166751

CYorf15B NM_032576.2 CYORF15B Y Homo sapiens chromosome Y open reading frame 15B (CYorf15B), mRNA.0.02849204 0.04536354 1.9592881

C11orf24 NM_022338.2 C11ORF24 11 Homo sapiens chromosome 11 open reading frame 24 (C11orf24), mRNA.DM4E3 0.00382641 0.00937242 1.95770841

ZNF74 NM_003426.1 ZNF74 22 Homo sapiens zinc finger protein 74 (ZNF74), transcript variant 2, transcribed RNA.Zfp520; ZNF520; Cos520.00408446 0.00983819 1.95739361

POLR2J NM_006234.4 POLR2J 7 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J, 13.3kDa (POLR2J), mRNA.RPB11; MGC71910; hRPB14; RPB11m; RPB11A; POLR2J10.00045305 0.00178525 1.95569475

LOC389203 XM_371691.4 LOC389203 PREDICTED: Homo sapiens hypothetical gene supported by BC032431 (LOC389203), mRNA.0.00985623 0.01985495 1.95347848

LOC653081 XM_925877.1 LOC653081 1 PREDICTED: Homo sapiens similar to similar to RPL23AP7 protein (LOC653081), mRNA.0.01451557 0.02688857 1.95208414

TBC1D9 NM_015130.1 TBC1D9 4 Homo sapiens TBC1 domain family, member 9 (with GRAM domain) (TBC1D9), mRNA.KIAA0882; MDR10.00161064 0.00479704 1.94839711

SFRP1 NM_003012.3 SFRP1 8 Homo sapiens secreted frizzled-related protein 1 (SFRP1), mRNA.FRP; FrzA; SARP2; FRP1; FRP-10.01285266 0.02443714 1.94479891

Hs.103173 HS.103173 12 BX100504 Soares_fetal_heart_NbHH19W Homo sapiens cDNA clone IMAGp998D19788, mRNA sequence0.03061284 0.04783614 1.94448552

ACSM2B NM_182617.2 ACSM2B 16 Homo sapiens acyl-CoA synthetase medium-chain family member 2B (ACSM2B), nuclear gene encoding mitochondrial protein, mRNA.HYST1046; HXMA; ACSM20.01713232 0.03052362 1.94272592

FLJ35776 XM_942115.1 FLJ35776 18 Homo sapiens hypothetical protein LOC649446 (FLJ35776), mRNA.0.01815638 0.03190356 1.93901068

SAP18 NM_005870.3 SAP18 13 Homo sapiens Sin3A-associated protein, 18kDa (SAP18), mRNA.SAP18p; MGC27131; 2HOR02024.53E-05 0.00033532 1.93042514

MGC22014 XM_942026.1 MGC22014 PREDICTED: Homo sapiens hypothetical protein MGC22014 (MGC22014), mRNA.0.00885606 0.01823217 1.92842523

CNR1 NM_016083.3 CNR1 6 Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 1, mRNA.CNR; CANN6; CB1A; CB1; CB1K5; CB-R0.00744202 0.0158619 1.92699877

LOC100130827XR_042474.1 LOC100130827 PREDICTED: Homo sapiens misc_RNA (LOC100130827), miscRNA.0.02280379 0.03820435 1.92688631

LOC645812 XM_928801.1 LOC645812 17 PREDICTED: Homo sapiens similar to wingless-type MMTV integration site family, member 9B precursor (LOC645812), mRNA.0.01613585 0.02920307 1.92228411

LOC401152 NM_001001701.1LOC401152 4 Homo sapiens HCV F-transactivated protein 1 (LOC401152), mRNA.0.01234654 0.02370291 1.91942186

Hs.547160 HS.547160 8 Homo sapiens, clone IMAGE:5245578, mRNA0.01704255 0.03041354 1.91816629

Hs.382309 HS.382309 6 Homo sapiens cDNA clone IMAGE:48283300.00297109 0.00769172 1.91734344

Hs.534437 HS.534437 14 Homo sapiens T cell antigen receptor alpha chain (TCRVA2) mRNA, complete cds0.01993638 0.03438092 1.91581435

LOC642072 XM_936152.1 LOC642072 PREDICTED: Homo sapiens similar to HLA class II histocompatibility antigen, DRB1-4 beta chain precursor (MHC class I antigen DRB1*4) (DR-4) (DR4) (LOC642072), mRNA.0.00277881 0.00730706 1.9070235

LOC642076 XM_001717499.1LOC642076 6 PREDICTED: Homo sapiens similar to hCG1789038 (LOC642076), mRNA.0.0017735 0.005166 1.90430933

LOC100129550NR_024618.1 LOC100129550 3 Homo sapiens hypothetical LOC100129550 (LOC100129550), non-coding RNA.0.00250347 0.00671131 1.90394613

VPS18 NM_020857.2 VPS18 15 Homo sapiens vacuolar protein sorting 18 homolog (S. cerevisiae) (VPS18), mRNA.KIAA1475; PEP30.00022166 0.00103791 1.9031413

LOC643047 XM_926417.1 LOC643047 5 PREDICTED: Homo sapiens similar to Beta-glucuronidase precursor (LOC643047), mRNA.0.01798603 0.03170675 1.90137343
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SPTLC2 NM_004863.2 SPTLC2 14 Homo sapiens serine palmitoyltransferase, long chain base subunit 2 (SPTLC2), mRNA.SPT2; KIAA0526; LCB20.0282175 0.04505182 1.9007225

RNU1F1 NR_004402.1 RNU1F1 14 Homo sapiens RNA, U1F1 small nuclear (RNU1F1), small nuclear RNA.U1F; HSD7 0.00013832 0.00072587 1.89833244

LOC646717 XM_929666.1 LOC646717 22 PREDICTED: Homo sapiens hypothetical protein LOC646717 (LOC646717), mRNA.0.02436444 0.04027878 1.89815908

ATRN NM_139322.1 ATRN 20 Homo sapiens attractin (ATRN), transcript variant 1, mRNA.DPPT-L; MGC126754; MGCA; KIAA05480.02253278 0.03783781 1.89712402

EDEM3 NM_025191.2 EDEM3 1 Homo sapiens ER degradation enhancer, mannosidase alpha-like 3 (EDEM3), mRNA.C1orf22 0.0097638 0.01970162 1.89684479

EPHX1 NM_000120.2 EPHX1 1 Homo sapiens epoxide hydrolase 1, microsomal (xenobiotic) (EPHX1), mRNA.EPOX; MEH; EPHX 4.73E-05 0.00034593 1.89432896

C10orf26 NM_017787.3 C10ORF26 10 Homo sapiens chromosome 10 open reading frame 26 (C10orf26), transcript variant 1, mRNA.MGC125648; FLJ20367; FLJ20154; OPAL10.00085637 0.0029139 1.89358804

POLR3D NM_001722.2 POLR3D 8 Homo sapiens polymerase (RNA) III (DNA directed) polypeptide D, 44kDa (POLR3D), mRNA.RPC53; BN51T; TSBN51; RPC40.00372185 0.00919087 1.89269157

Hs.400131 HS.400131 21 UI-E-EJ0-air-c-22-0-UI.r1 UI-E-EJ0 Homo sapiens cDNA clone UI-E-EJ0-air-c-22-0-UI 5, mRNA sequence0.01832799 0.03214794 1.8899152

C5orf41 NM_153607.1 C5ORF41 5 Homo sapiens chromosome 5 open reading frame 41 (C5orf41), mRNA.DKFZp686G2059; DKFZp313F23190.02178095 0.03684859 1.88717864

LOC729198 XR_016035.1 LOC729198 PREDICTED: Homo sapiens misc_RNA (LOC729198), miscRNA.0.02250474 0.03780823 1.88472172

RPL23AP53 NR_003572.2 RPL23AP53 8 Homo sapiens ribosomal protein L23a pseudogene 53 (RPL23AP53), non-coding RNA.0.00062971 0.00230893 1.88214255

Hs.574069 HS.574069 12 ou17h07.s1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:1626589 3, mRNA sequence0.01431433 0.0265883 1.88022764

LOC641999 XM_936046.1 LOC641999 PREDICTED: Homo sapiens hypothetical protein LOC641999 (LOC641999), mRNA.0.02434633 0.04025498 1.87632609

LOC728066 XR_000634.1 LOC728066 2 PREDICTED: Homo sapiens hypothetical protein LOC728066 (LOC728066), mRNA.0.00383621 0.00939008 1.87536953

PAFAH2 NM_000437.2 PAFAH2 1 Homo sapiens platelet-activating factor acetylhydrolase 2, 40kDa (PAFAH2), mRNA.HSD-PLA2; FLJ260250.007925 0.01665614 1.86099267

TOX4 NM_014828.1 TOX4 14 Homo sapiens TOX high mobility group box family member 4 (TOX4), mRNA.KIAA0737; LCP1; C14orf920.01167835 0.02271301 1.86072516

KBTBD9 XM_940375.1 KBTBD9 2 PREDICTED: Homo sapiens kelch repeat and BTB (POZ) domain containing 9 (KBTBD9), mRNA.7.00E-05 0.00045174 1.86002971

Hs.538716 HS.538716 11 ob56a07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:1335348 3, mRNA sequence0.01286557 0.02445313 1.85654558

ARSD NM_009589.2 ARSD X Homo sapiens arylsulfatase D (ARSD), transcript variant 1, mRNA.0.00593623 0.01325014 1.85370193

LOC642216 XM_942785.1 LOC642216 PREDICTED: Homo sapiens hypothetical protein LOC642216 (LOC642216), mRNA.0.02603774 0.04239373 1.84697401

HIST2H2AC NM_003517.2 HIST2H2AC 1 Homo sapiens histone cluster 2, H2ac (HIST2H2AC), mRNA.H2AFQ; MGC74460; H2A; H2A/q; H2A-GL1012.15E-05 0.0001966 1.84690348

IGHMBP2 NM_002180.1 IGHMBP2 11 Homo sapiens immunoglobulin mu binding protein 2 (IGHMBP2), mRNA.SMARD1; SMUBP2; HMN6; CATF1; FLJ41171; HCSA; FLJ342200.01827932 0.03208846 1.84081788

LOC728452 XM_932756.1 LOC728452 5 PREDICTED: Homo sapiens similar to nuclear pore membrane protein 121 (LOC728452), mRNA.0.00525332 0.01201959 1.83911816

SLC48A1 NM_017842.2 SLC48A1 12 Homo sapiens solute carrier family 48 (heme transporter), member 1 (SLC48A1), mRNA.0.00078649 0.00272476 1.83258048

OS9 NM_006812.2 OS9 12 Homo sapiens amplified in osteosarcoma (OS9), transcript variant 1, mRNA.0.00268531 0.0071059 1.82184894

LOC151457 XR_038833.1 LOC151457 PREDICTED: Homo sapiens misc_RNA (LOC151457), miscRNA.0.02317727 0.03870476 1.81978651

LOC650737 XM_944786.1 LOC650737 PREDICTED: Homo sapiens hypothetical protein LOC650737, transcript variant 1 (LOC650737), mRNA.0.00084884 0.00289191 1.81496461

LCAP XM_927025.1 LCAP X Homo sapiens lung carcinoma-associated protein (LCAP), mRNA.0.00402997 0.00973932 1.81197182

SMARCA2 NM_003070.3 SMARCA2 9 Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 2 (SMARCA2), transcript variant 1, mRNA.Sth1p; SNF2L2; SWI2; FLJ36757; SNF2; BAF190; MGC74511; BRM; hBRM; SNF2LA; hSNF2a5.87E-05 0.00039855 1.81100252

LOC654069 XM_945683.1 LOC654069 PREDICTED: Homo sapiens similar to R3H domain protein KIAA1002, transcript variant 2 (LOC654069), mRNA.0.00065434 0.00237996 1.80487173

CYB561D2 NM_007022.3 CYB561D2 3 Homo sapiens cytochrome b-561 domain containing 2 (CYB561D2), mRNA.TSP10; 101F6 0.00071324 0.0025398 1.80439801

LOC653313 XM_926835.1 LOC653313 X PREDICTED: Homo sapiens similar to paraneoplastic antigen MA3 (LOC653313), mRNA.0.00636442 0.0139989 1.8016586

RNF187 XM_047499.9 RNF187 1 PREDICTED: Homo sapiens ring finger protein 187 (RNF187), mRNA.0.01103789 0.02172005 1.80102323

ZFAND3 NM_021943.1 ZFAND3 6 Homo sapiens zinc finger, AN1-type domain 3 (ZFAND3), mRNA.FLJ13222; TEX270.00066314 0.00239673 1.79902144

LOC441066 XM_496741.2 LOC441066 5 PREDICTED: Homo sapiens similar to Beta-glucuronidase precursor (LOC441066), mRNA.0.01957693 0.0338847 1.79321976

NCRNA00081 NR_024142.1 NCRNA00081 10 Homo sapiens non-protein coding RNA 81 (NCRNA00081), non-coding RNA.0.02530374 0.04145953 1.78897713

SH3BP2 NM_003023.2 SH3BP2 4 Homo sapiens SH3-domain binding protein 2 (SH3BP2), mRNA.CRPM; CRBM; RES4-23; 3BP2; FLJ420790.01587833 0.02879934 1.78602705

Hs.530910 HS.530910 12 BX094949 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGp998F07269, mRNA sequence0.03088396 0.04815594 1.78381134

FAM8A1 NM_016255.1 FAM8A1 6 Homo sapiens family with sequence similarity 8, member A1 (FAM8A1), mRNA.FLJ23721; AHCP 7.84E-05 0.00048879 1.7745717

MANEA XM_938989.1 MANEA PREDICTED: Homo sapiens mannosidase, endo-alpha (MANEA), mRNA.6.26E-05 0.0004167 1.77400597

Hs.538134 HS.538134 1 7b56d05.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3232233 3, mRNA sequence0.00756652 0.01607367 1.77392373

PHACTR1 NM_030948.1 PHACTR1 6 Homo sapiens phosphatase and actin regulator 1 (PHACTR1), mRNA.RPEL; MGC126577; KIAA1733; MGC126575; RPEL1; dJ257A7.20.00172451 0.00505721 1.76781147

ZADH2 NM_175907.3 ZADH2 18 Homo sapiens zinc binding alcohol dehydrogenase domain containing 2 (ZADH2), mRNA.MGC45594 0.00116325 0.00372048 1.76751003

RHPN1 NM_052924.1 RHPN1 8 Homo sapiens rhophilin, Rho GTPase binding protein 1 (RHPN1), mRNA.ODF5; RHPN; KIAA19290.00221487 0.00608626 1.76444068

WDFY3 NM_178583.1 WDFY3 4 Homo sapiens WD repeat and FYVE domain containing 3 (WDFY3), transcript variant 2, mRNA.ALFY; KIAA0993; ZFYVE25; MGC164610.02943802 0.04646128 1.75792914

SRA1 NM_001035235.2SRA1 5 Homo sapiens steroid receptor RNA activator 1 (SRA1), mRNA.MGC87674; SRA; SRAP; pp7684; STRAA10.00060392 0.00224696 1.74861595

LACTB NM_171846.1 LACTB 15 Homo sapiens lactamase, beta (LACTB), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.FLJ14902; G24; MRPL560.00080267 0.00276846 1.73802004

LOC162073 NM_001034841.1LOC162073 16 Homo sapiens hypothetical protein LOC162073 (LOC162073), mRNA.MGC126798; MGC1268000.00378455 0.00929502 1.73683139

KIAA0895 NM_015314.1 KIAA0895 7 Homo sapiens KIAA0895 (KIAA0895), transcript variant 2, mRNA.0.02268008 0.03802053 1.7355615

FLJ20489 NM_017842.1 FLJ20489 12 Homo sapiens hypothetical protein FLJ20489 (FLJ20489), mRNA.0.0049684 0.01152049 1.7327118

TRAPPC6A NM_024108.1 TRAPPC6A 19 Homo sapiens trafficking protein particle complex 6A (TRAPPC6A), mRNA.MGC2650; TRS33; HSPC2890.00220582 0.00606907 1.73201311

C7orf54 NM_014411.2 C7ORF54 7 Homo sapiens chromosome 7 open reading frame 54 (C7orf54), mRNA.NSG-X; NAG8; MGC1383460.00863605 0.01786043 1.72794906

IMPACT NM_018439.1 IMPACT 18 Homo sapiens Impact homolog (mouse) (IMPACT), mRNA.MGC33718 0.01420862 0.02644619 1.72304175

LOC730347 XM_926614.1 LOC730347 PREDICTED: Homo sapiens similar to rho guanine nucleotide exchange factor 5 (LOC730347), mRNA.0.0016585 0.00489932 1.72213041

CCRK NM_012119.3 CCRK 9 Homo sapiens cell cycle related kinase (CCRK), transcript variant 2, mRNA.p42; CDCH 0.00487934 0.01137466 1.71725528

LOC642864 XM_926255.1 LOC642864 1 PREDICTED: Homo sapiens hypothetical protein LOC642864 (LOC642864), mRNA.0.02662751 0.04306365 1.71133115

SLC26A2 NM_000112.2 SLC26A2 5 Homo sapiens solute carrier family 26 (sulfate transporter), member 2 (SLC26A2), mRNA.DTDST; MSTP157; MST153; D5S1708; DTD; EDM40.00339323 0.0085089 1.70894291

LOC390748 XM_372648.3 LOC390748 PREDICTED: Homo sapiens similar to poly(A)binding protein nuclear-like 1 (LOC390748), mRNA.0.01196046 0.02312923 1.69940578

LLGL2 XM_946153.1 LLGL2 PREDICTED: Homo sapiens lethal giant larvae homolog 2 (Drosophila), transcript variant 10 (LLGL2), mRNA.0.00248058 0.00666969 1.69855032

RFTN1 NM_015150.1 RFTN1 3 Homo sapiens raftlin, lipid raft linker 1 (RFTN1), mRNA.PIG9; RAFTLIN; KIAA0084; MGC141678; PIB10; MGC44480; MIG2; FLJ238660.00016783 0.00084014 1.69531945

RIN3 NM_024832.3 RIN3 14 Homo sapiens Ras and Rab interactor 3 (RIN3), mRNA.FLJ11700; FLJ22439; DKFZp762H16130.02251119 0.03781323 1.69202139

TAGLN NM_001001522.1TAGLN 11 Homo sapiens transgelin (TAGLN), transcript variant 1, mRNA.TAGLN1; WS3-10; SM22; DKFZp686P11128; SMCC0.01200179 0.02318853 1.6911224

NOS2A NM_153292.1 NOS2A 17 Homo sapiens nitric oxide synthase 2A (inducible, hepatocytes) (NOS2A), transcript variant 2, mRNA.HEP-NOS; INOS; NOS; NOS20.00065951 0.00239076 1.69101095

OR8J3 NM_001004064.1OR8J3 11 Homo sapiens olfactory receptor, family 8, subfamily J, member 3 (OR8J3), mRNA.OR11-173 0.00638207 0.01402919 1.68461921

NR1H2 NM_007121.2 NR1H2 19 Homo sapiens nuclear receptor subfamily 1, group H, member 2 (NR1H2), mRNA.NER; LXR-b; UNR; RIP15; NER-I; LXRB0.01408764 0.02623899 1.68340729

C1orf210 NM_182517.1 C1ORF210 1 Homo sapiens chromosome 1 open reading frame 210 (C1orf210), mRNA.MGC52423 0.03214714 0.04968361 1.68212384

ZNF532 NM_018181.4 ZNF532 18 Homo sapiens zinc finger protein 532 (ZNF532), mRNA.FLJ10697 0.00011225 0.00062691 1.67473926

RHBDL3 NM_138328.2 RHBDL3 17 Homo sapiens rhomboid, veinlet-like 3 (Drosophila) (RHBDL3), mRNA.RHBDL4; FLJ45582; MGC119300; MGC119301; VRHO1.49E-05 0.00014806 1.67327025

SIRT7 NM_016538.1 SIRT7 17 Homo sapiens sirtuin (silent mating type information regulation 2 homolog) 7 (S. cerevisiae) (SIRT7), mRNA.SIR2L7; MGC126840; MGC1268425.14E-05 0.00036435 1.67168432
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RNF121 NM_018320.3 RNF121 11 Homo sapiens ring finger protein 121 (RNF121), transcript variant 1, mRNA.FLJ11099 0.00062643 0.00230079 1.66955193

Hs.426929 HS.426929 21 UI-H-FG0-bcw-h-18-0-UI.s1 NCI_CGAP_EN1_2 Homo sapiens cDNA clone UI-H-FG0-bcw-h-18-0-UI 3, mRNA sequence0.01222063 0.02349856 1.66306201

Hs.550111 HS.550111 1 AV647906 GLC Homo sapiens cDNA clone GLCBDC04 3, mRNA sequence0.02647956 0.04288181 1.65906355

OMG NM_002544.3 OMG 17 Homo sapiens oligodendrocyte myelin glycoprotein (OMG), mRNA.OMGP 0.0062469 0.01379906 1.6590172

Hs.154336 HS.154336 9 Homo sapiens clone 24583 mRNA sequence0.00286748 0.00747871 1.6559357

LOC400304 XM_375152.3 LOC400304 15 PREDICTED: Homo sapiens similar to Golgi autoantigen, golgin subfamily A member 2 (Golgi matrix protein GM130), transcript variant 1 (LOC400304), mRNA.2.14E-05 0.00019603 1.6543417

HEXDC NM_173620.1 HEXDC 17 Homo sapiens hexosaminidase (glycosyl hydrolase family 20, catalytic domain) containing (HEXDC), mRNA.FLJ23825 0.00018171 0.00089601 1.65319353

LOC649800 XM_938870.1 LOC649800 PREDICTED: Homo sapiens similar to BTG3 associated nuclear protein isoform a (LOC649800), mRNA.0.03045128 0.04763847 1.65298299

RELL1 NM_001085400.1RELL1 4 Homo sapiens RELT-like 1 (RELL1), transcript variant 1, mRNA.MGC50583; FLJ217781.57E-05 0.00015398 1.64956797

WWTR1 NM_015472.3 WWTR1 3 Homo sapiens WW domain containing transcription regulator 1 (WWTR1), mRNA.TAZ; DKFZP586I14190.02716114 0.04371202 1.64869429

RCADH5 XM_001714398.1RCADH5 6 PREDICTED: Homo sapiens similar to Alcohol dehydrogenase class III chi chain (Glutathione-dependent formaldehyde dehydrogenase) (FDH) (RCADH5), mRNA.0.00686452 0.01489689 1.64774414

LOC100128274XM_001725558.1LOC100128274 9 PREDICTED: Homo sapiens hypothetical protein LOC100128274 (LOC100128274), mRNA.0.00783582 0.01651661 1.64268504

LOC728969 XM_001132928.1LOC728969 1 PREDICTED: Homo sapiens similar to heparan sulfate 6-O-sulfotransferase 1 (LOC728969), mRNA.0.00035628 0.00148867 1.64195409

C20orf91 XM_945481.1 C20ORF91 PREDICTED: Homo sapiens chromosome 20 open reading frame 91, transcript variant 5 (C20orf91), mRNA.0.0019579 0.00554993 1.63945999

DST NM_020388.2 DST 6 Homo sapiens dystonin (DST), transcript variant 1eB, mRNA.CATX-15; KIAA0465; KIAA1470; D6S1101; DMH; BPA; BP240; MACF2; BPAG1; DKFZp564B2416; FLJ467910.01149534 0.02243738 1.63674817

SLC31A2 NM_001860.1 SLC31A2 9 Homo sapiens solute carrier family 31 (copper transporters), member 2 (SLC31A2), mRNA.hCTR2; CTR2; COPT20.00492293 0.01143701 1.63223931

TRAK1 NM_014965.2 TRAK1 3 Homo sapiens trafficking protein, kinesin binding 1 (TRAK1), mRNA.OIP106 0.01494401 0.02747149 1.63108685

FCAMR NM_032029.2 FCAMR Homo sapiens Fc receptor, IgA, IgM, high affinity (FCAMR), mRNA.FCA/MR; FKSG870.01575029 0.02861487 1.63006347

LOC644624 XM_934133.1 LOC644624 4 PREDICTED: Homo sapiens hypothetical protein LOC644624, transcript variant 2 (LOC644624), mRNA.0.0019238 0.00547757 1.61890298

LAMA2 NM_000426.3 LAMA2 6 Homo sapiens laminin, alpha 2 (LAMA2), transcript variant 1, mRNA.LAMM 0.02235179 0.03762107 1.61167339

ING3 NM_198267.1 ING3 7 Homo sapiens inhibitor of growth family, member 3 (ING3), transcript variant 3, mRNA.FLJ20089; p47ING3; ING2; Eaf40.01565636 0.02851094 1.61032379

THAP4 NM_015963.4 THAP4 2 Homo sapiens THAP domain containing 4 (THAP4), mRNA.CGI-36 0.00589343 0.01317354 1.60973498

UAP1L1 NM_207309.1 UAP1L1 9 Homo sapiens UDP-N-acteylglucosamine pyrophosphorylase 1-like 1 (UAP1L1), mRNA.RP11-229P13.180.02450351 0.04043489 1.60311836

CXorf40A NM_178124.3 CXORF40A X Homo sapiens chromosome X open reading frame 40A (CXorf40A), mRNA.EOLA1; CXorf400.00137172 0.00422319 1.60228214

H2AFJ NM_177925.1 H2AFJ 12 Homo sapiens H2A histone family, member J (H2AFJ), transcript variant 1, mRNA.FLJ10903; MGC9216.92E-05 0.00044735 1.59411955

ZNF574 NM_022752.3 ZNF574 19 Homo sapiens zinc finger protein 574 (ZNF574), mRNA.FP972; FLJ220590.02590504 0.04221562 1.58982104

CBLB NM_170662.3 CBLB 3 Homo sapiens Cas-Br-M (murine) ecotropic retroviral transforming sequence b (CBLB), mRNA.DKFZp779F1443; FLJ41152; DKFZp779A0729; FLJ36865; RNF56; Nbla00127; DKFZp686J102230.00166129 0.00490355 1.58855683

HIST1H1C NM_005319.3 HIST1H1C 6 Homo sapiens histone cluster 1, H1c (HIST1H1C), mRNA.MGC3992; H1F2; H1.22.55E-06 4.37E-05 1.58713972

HBEGF NM_001945.1 HBEGF 5 Homo sapiens heparin-binding EGF-like growth factor (HBEGF), mRNA.DTS; DTSF; HEGFL; DTR5.00E-05 0.00035794 1.58324586

ERI3 NM_024066.1 ERI3 1 Homo sapiens ERI1 exoribonuclease family member 3 (ERI3), mRNA.MGC2683; PINT1; FLJ229430.00912021 0.01864882 1.58187541

FAM176A NM_001135032.1FAM176A 2 Homo sapiens family with sequence similarity 176, member A (FAM176A), transcript variant 1, mRNA.0.00206068 0.00577202 1.58165997

ARHGAP23 XM_930977.1 ARHGAP23 17 PREDICTED: Homo sapiens Rho GTPase activating protein 23, transcript variant 1 (ARHGAP23), mRNA.0.00467693 0.01097104 1.58015526

AASDH NM_181806.2 AASDH 4 Homo sapiens aminoadipate-semialdehyde dehydrogenase (AASDH), mRNA.LYS2; ACSF4; NRPS1098; NRPS9980.02025783 0.03479173 1.57639435

RANBP6 NM_012416.2 RANBP6 9 Homo sapiens RAN binding protein 6 (RANBP6), transcript variant 1, mRNA.0.02354259 0.03919438 1.57093123

UBE2L3 NM_003347.2 UBE2L3 22 Homo sapiens ubiquitin-conjugating enzyme E2L 3 (UBE2L3), transcript variant 2, mRNA.L-UBC; UBCH7; E2-F1; UbcM40.00014642 0.00075992 1.56763049

SPOPL NM_001001664.1SPOPL 2 Homo sapiens speckle-type POZ protein-like (SPOPL), mRNA.0.0004431 0.00175686 1.56243589

OR52E6 NM_001005167.1OR52E6 11 Homo sapiens olfactory receptor, family 52, subfamily E, member 6 (OR52E6), mRNA.OR11-58 0.02634106 0.04275308 1.56076747

Hs.19339 HS.19339 3 Homo sapiens cDNA clone IMAGE:52631772.82E-06 4.67E-05 1.55922165

LOC643201 XM_932165.1 LOC643201 5 PREDICTED: Homo sapiens hypothetical protein LOC643200, transcript variant 2 (LOC643201), mRNA.0.00309735 0.00792421 1.55868516

RGS11 NM_183337.1 RGS11 16 Homo sapiens regulator of G-protein signaling 11 (RGS11), transcript variant 1, mRNA.RS11 0.03146957 0.04878906 1.55821082

GCC2 NM_014635.3 GCC2 2 Homo sapiens GRIP and coiled-coil domain containing 2 (GCC2), transcript variant 2, mRNA.KIAA0336; GCC1850.00261143 0.00694932 1.55744195

LOC100134241XM_001717424.1LOC100134241 PREDICTED: Homo sapiens hypothetical protein LOC100134241 (LOC100134241), mRNA.0.00135517 0.00418052 1.55628243

PI4KAP1 XM_942088.1 PI4KAP1 22 Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha pseudogene 1 (PI4KAP1), non-coding RNA.FLJ39405 0.00191329 0.00545766 1.5490082

LQK1 XR_041452.1 LQK1 1 PREDICTED: Homo sapiens misc_RNA (LQK1), miscRNA.0.00060664 0.00225399 1.54848434

GMPPB NM_021971.1 GMPPB 3 Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 2, mRNA.KIAA1851 0.00081039 0.00279064 1.54521484

LOC728686 XR_038523.1 LOC728686 PREDICTED: Homo sapiens misc_RNA (LOC728686), miscRNA.0.00211973 0.00589187 1.54135197

KIAA1468 NM_020854.2 KIAA1468 18 Homo sapiens KIAA1468 (KIAA1468), mRNA.HsT885; HsT3308; FLJ338410.00045688 0.00179644 1.52829578

ELMOD2 NM_153702.1 ELMOD2 4 Homo sapiens ELMO/CED-12 domain containing 2 (ELMOD2), mRNA.MGC10084; 9830169G11Rik0.00390268 0.00951421 1.52419832

BET1 NM_005868.3 BET1 7 Homo sapiens blocked early in transport 1 homolog (S. cerevisiae) (BET1), mRNA.HBET1; DKFZp781C04250.01113882 0.02185533 1.52332714

ETFDH NM_004453.1 ETFDH 4 Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), nuclear gene encoding mitochondrial protein, mRNA.MADD; ETFQO 4.17E-05 0.00031666 1.52237142

ELL2 NM_012081.3 ELL2 Homo sapiens elongation factor, RNA polymerase II, 2 (ELL2), mRNA.0.00265307 0.00703773 1.51277128

Hs.483906 HS.483906 Homo sapiens mRNA; cDNA DKFZp667L2214 (from clone DKFZp667L2214)0.00409017 0.00984977 1.51200318

Hs.130036 HS.130036 14 Homo sapiens cDNA FLJ42306 fis, clone TRACH20016460.00012243 0.00066497 1.50802131

GXYLT1 XM_290597.6 GXYLT1 12 Homo sapiens glucoside xylosyltransferase 1 (GXYLT1), transcript variant 2, mRNA.FLJ43151 0.00338549 0.0084993 1.50788763

LOC643035 XM_931999.1 LOC643035 1 PREDICTED: Homo sapiens similar to CG33096-PB, isoform B, transcript variant 3 (LOC643035), mRNA.0.00135031 0.0041679 1.50359716

ATP13A3 XM_931948.1 ATP13A3 3 PREDICTED: Homo sapiens ATPase type 13A3, transcript variant 2 (ATP13A3), mRNA.0.03033027 0.04748334 1.49814233

GPR83 NM_016540.2 GPR83 11 Homo sapiens G protein-coupled receptor 83 (GPR83), mRNA.GPR72; GIR 0.02878567 0.04571049 1.49696426

GBA NM_001005742.1GBA 1 Homo sapiens glucosidase, beta; acid (includes glucosylceramidase) (GBA), transcript variant 3, mRNA.GCB; GBA1; GLUC 7.40E-05 0.00046849 1.49642971

LOC390387 XR_000589.1 LOC390387 13 PREDICTED: Homo sapiens similar to Striatin (LOC390387), misc RNA.0.02790548 0.04467179 1.49419422

KIAA1715 NM_030650.1 KIAA1715 2 Homo sapiens KIAA1715 (KIAA1715), mRNA.LNP; MGC102862; DKFZp686G1442; Ul; ulnaless0.00338026 0.00848814 1.49327861

LOC729101 NM_144981.1 LOC729101 11 PREDICTED: Homo sapiens misc_RNA (LOC729101), miscRNA.0.00093133 0.0031115 1.49263348

GMCL1 NM_178439.3 GMCL1 2 Homo sapiens germ cell-less homolog 1 (Drosophila) (GMCL1), mRNA.GCL1; BTBD13; GCL0.00023348 0.00107658 1.49260357

Hs.572219 HS.572219 CM3-MT0357-260101-690-b10 MT0357 Homo sapiens cDNA, mRNA sequence4.02E-05 0.0003072 1.49061739

LOC100131831XM_001726599.1LOC100131831 PREDICTED: Homo sapiens hypothetical protein LOC100131831 (LOC100131831), mRNA.0.002214 0.00608542 1.48797361

GNPDA2 NM_138335.1 GNPDA2 4 Homo sapiens glucosamine-6-phosphate deaminase 2 (GNPDA2), mRNA.SB52 0.00787252 0.01657469 1.4861147

LYSMD4 NM_152449.2 LYSMD4 15 Homo sapiens LysM, putative peptidoglycan-binding, domain containing 4 (LYSMD4), mRNA.MGC99501; FLJ330080.00016572 0.00083341 1.48315109

CBY1 NM_015373.3 CBY1 22 Homo sapiens chibby homolog 1 (Drosophila) (CBY1), transcript variant 1, mRNA.PGEA1; arb1; HS508I15A; PIGEA14; C22orf2; CBY; PIGEA-140.0003762 0.00154928 1.4779896

GOLGA8G NM_001012420.2GOLGA8G 15 Homo sapiens golgi autoantigen, golgin subfamily a, 8G (GOLGA8G), mRNA.DKFZp434K052 0.0104196 0.02073618 1.47520902

LOC645236 XM_928275.1 LOC645236 7 PREDICTED: Homo sapiens similar to similar to RPL23AP7 protein (LOC645236), mRNA.0.00680645 0.01481525 1.46850257

ZNF419 NM_024691.2 ZNF419 19 Homo sapiens zinc finger protein 419 (ZNF419), transcript variant 6, mRNA.ZNF419A; FLJ232330.00463513 0.01089887 1.46810409
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SH3BP5L NM_030645.1 SH3BP5L 1 Homo sapiens SH3-binding domain protein 5-like (SH3BP5L), mRNA.FLJ33845; KIAA17200.00015897 0.00080845 1.4671723

PINX1 NM_017884.3 PINX1 8 Homo sapiens PIN2-interacting protein 1 (PINX1), mRNA.LPTS; MGC8850; FLJ20565; LPTL0.01242033 0.02381933 1.46478653

GFOD1 NM_018988.1 GFOD1 6 Homo sapiens glucose-fructose oxidoreductase domain containing 1 (GFOD1), mRNA.0.00366345 0.00907141 1.46283134

TGOLN2 NM_006464.2 TGOLN2 2 Homo sapiens trans-golgi network protein 2 (TGOLN2), mRNA.TGN51; MGC14722; TGN48; TGN38; TGN46; TTGN23.12E-05 0.00025616 1.46140091

IGFALS NM_004970.1 IGFALS 16 Homo sapiens insulin-like growth factor binding protein, acid labile subunit (IGFALS), mRNA.ALS 0.00411933 0.00990681 1.45952752

Hs.534680 HS.534680 PREDICTED: Homo sapiens hypothetical LOC389089 (LOC389089), mRNA0.01030225 0.02055533 1.45851057

B9D2 NM_030578.2 B9D2 19 Homo sapiens B9 protein domain 2 (B9D2), mRNA.MGC4093; ICIS-10.01301499 0.02467241 1.45834392

GOSR2 NM_054022.2 GOSR2 17 Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript variant A, mRNA.GS27; MEMBRIN; Bos10.02416665 0.04002486 1.45762225

C16orf93 NM_001014979.1C16ORF93 16 Homo sapiens chromosome 16 open reading frame 93 (C16orf93), mRNA.MGC104706 0.00020299 0.00097183 1.45626814

LOC646300 XM_929241.1 LOC646300 PREDICTED: Homo sapiens similar to alpha 3 type VI collagen isoform 1 precursor (LOC646300), mRNA.0.02267907 0.03802471 1.45407006

C4orf48 NM_001141936.1C4ORF48 4 Homo sapiens chromosome 4 open reading frame 48 (C4orf48), mRNA.0.00023377 0.00107701 1.45238441

POU2F1 NM_002697.2 POU2F1 1 Homo sapiens POU class 2 homeobox 1 (POU2F1), mRNA.OCT1; OTF1 0.02838204 0.04523479 1.44921995

SCARNA14 NR_004388.1 SCARNA14 15 Homo sapiens small Cajal body-specific RNA 14 (SCARNA14), guide RNA.U100 0.00023289 0.00107475 1.44572323

Hs.107418 HS.107418 5 Homo sapiens cDNA FLJ41853 fis, clone NT2RI30041610.00083547 0.00285712 1.44130813

SNORA49 NR_002979.2 SNORA49 12 Homo sapiens small nucleolar RNA, H/ACA box 49 (SNORA49), small nucleolar RNA.0.0310446 0.04832323 1.43779572

IFRD1 NM_001550.2 IFRD1 7 Homo sapiens interferon-related developmental regulator 1 (IFRD1), transcript variant 1, mRNA.PC4; TIS7 0.00122283 0.00384875 1.43657559

CXorf40B NM_001013845.1CXORF40B X Homo sapiens chromosome X open reading frame 40B (CXorf40B), mRNA.0.0002102 0.00099931 1.43400578

SUV420H1 NM_016028.4 SUV420H1 11 Homo sapiens suppressor of variegation 4-20 homolog 1 (Drosophila) (SUV420H1), transcript variant 2, mRNA.MGC21161; MGC703; MGC118906; KMT5B; CGI-85; CGI85; MGC1189090.01451716 0.02688693 1.43300989

FLVCR2 NM_017791.1 FLVCR2 14 Homo sapiens feline leukemia virus subgroup C cellular receptor family, member 2 (FLVCR2), mRNA.FLVCR2; C14orf58; FLJ20371; CCT0.02938254 0.04641416 1.42914279

C18orf32 NM_001035005.2C18ORF32 18 Homo sapiens chromosome 18 open reading frame 32 (C18orf32), mRNA.FLJ23458 0.00013898 0.00072829 1.42790326

Hs.570988 HS.570988 5 Homo sapiens primary neuroblastoma cDNA, clone:Nbla10111, full insert sequence0.00048042 0.00187006 1.42497501

RGPD4 XM_935060.1 RGPD4 2 PREDICTED: Homo sapiens RANBP2-like and GRIP domain containing 4, transcript variant 4 (RGPD4), mRNA.0.03161427 0.04897148 1.424474

Hs.193557 HS.193557 1 Homo sapiens cDNA FLJ32401 fis, clone SKMUS20003390.00488411 0.01137845 1.42406513

BLCAP NM_006698.2 BLCAP 20 Homo sapiens bladder cancer associated protein (BLCAP), mRNA.BC10 0.00101896 0.00334563 1.42342679

KIAA1539 NM_025182.2 KIAA1539 9 Homo sapiens KIAA1539 (KIAA1539), mRNA.P1.11659_5; FLJ11560; RP11-182N22.6; bA182N22.60.02839157 0.04524334 1.42063815

WDR37 NM_014023.3 WDR37 10 Homo sapiens WD repeat domain 37 (WDR37), mRNA.KIAA0982; RP11-529L18.2; FLJ403540.00027527 0.00121809 1.42001247

SLC35C2 NM_173073.2 SLC35C2 20 Homo sapiens solute carrier family 35, member C2 (SLC35C2), transcript variant 2, mRNA.FLJ37039; BA394O2.1; OVCOV1; MGC39183; CGI-15; C20orf5; MGC32079; MGC206330.01543062 0.0281754 1.41584451

JAK1 NM_002227.1 JAK1 1 Homo sapiens Janus kinase 1 (JAK1), mRNA.JAK1B; JAK1A; JTK30.02418077 0.04004215 1.41159672

C12orf23 NM_152261.1 C12ORF23 12 Homo sapiens chromosome 12 open reading frame 23 (C12orf23), mRNA.FLJ13959; MGC17943; FLJ117210.02503427 0.04109234 1.40902839

TRAK2 NM_015049.1 TRAK2 2 Homo sapiens trafficking protein, kinesin binding 2 (TRAK2), mRNA.KIAA0549; GRIF1; ALS2CR3; OIP98; GRIF-1; CALS-C0.00038693 0.00158325 1.40623936

MORN2 NM_194270.1 MORN2 2 Homo sapiens MORN repeat containing 2 (MORN2), mRNA.MGC126131; BLOCK27; MGC126132; MOPT; MGC1261300.00046962 0.00183722 1.40505531

SEMG2 NM_003008.2 SEMG2 20 Homo sapiens semenogelin II (SEMG2), mRNA.SGII 0.01615652 0.02923074 1.40392446

C10orf32 NM_144591.1 C10ORF32 10 Homo sapiens chromosome 10 open reading frame 32 (C10orf32), mRNA.RP11-753C18.6; DKFZp686B2219; MGC27171; CYT19; AS3MT; FLJ407520.00036966 0.00152987 1.40245197

CD163L1 NM_174941.4 CD163L1 12 Homo sapiens CD163 molecule-like 1 (CD163L1), mRNA.M160; CD163B 0.00065027 0.00236915 1.40192976

ZFAND6 NM_019006.2 ZFAND6 15 Homo sapiens zinc finger, AN1-type domain 6 (ZFAND6), mRNA.ZA20D3; AWP1; ZFAND5B2.81E-05 0.00023824 1.40029971

ARFIP1 NM_001025593.1ARFIP1 4 Homo sapiens ADP-ribosylation factor interacting protein 1 (ARFIP1), transcript variant 2, mRNA.MGC117369; HSU525210.00242403 0.00655658 1.39784126

BTBD10 NM_032320.4 BTBD10 11 Homo sapiens BTB (POZ) domain containing 10 (BTBD10), mRNA.MGC13007; GMRP-1; GMRP11.52E-05 0.00015033 1.39531472

MPPE1 NM_023075.3 MPPE1 18 Homo sapiens metallophosphoesterase 1 (MPPE1), mRNA.0.00418384 0.01003089 1.38822292

CLEC11A NM_002975.2 CLEC11A 19 Homo sapiens C-type lectin domain family 11, member A (CLEC11A), mRNA.LSLCL; P47; SCGF; CLECSF30.00159394 0.00475774 1.38765351

FAM116A NM_152678.1 FAM116A PREDICTED: Homo sapiens family with sequence similarity 116, member A (FAM116A), mRNA.0.00011858 0.00065184 1.38632227

LOC440225 XR_042392.1 LOC440225 PREDICTED: Homo sapiens misc_RNA (LOC440225), miscRNA.0.0230238 0.03848988 1.3853943

LPCAT1 NM_024830.3 LPCAT1 5 Homo sapiens lysophosphatidylcholine acyltransferase 1 (LPCAT1), mRNA.FLJ12443; PFAAP3; lpcat; LPCAT1; AYTL20.00552599 0.01249355 1.38485712

VPS13B NM_152564.3 VPS13B 8 Homo sapiens vacuolar protein sorting 13 homolog B (yeast) (VPS13B), transcript variant 1, mRNA.COH1; DKFZp313I0811; CHS1; KIAA05320.00875342 0.01805164 1.384662

RPS4Y2 NM_001039567.2RPS4Y2 Y Homo sapiens ribosomal protein S4, Y-linked 2 (RPS4Y2), mRNA.RPS4Y2P 0.00453201 0.01071435 1.38374614

MED14 NM_004229.3 MED14 X Homo sapiens mediator complex subunit 14 (MED14), mRNA. XM_942921CXorf4; CRSP150; DRIP150; EXLM1; CRSP2; MGC104513; RGR1; TRAP170; CSRP0.01974416 0.03410897 1.38284976

TMEM185A NM_032508.1 TMEM185A X Homo sapiens transmembrane protein 185A (TMEM185A), mRNA.FAM11A; MGC118845; CXorf13; MGC1188440.01020177 0.02039603 1.38206406

LOC730820 NM_030759.1 LOC730820 PREDICTED: Homo sapiens similar to nuclear receptor binding factor 2 (LOC730820), mRNA.0.000122 0.00066427 1.37659998

ENPP4 NM_014936.3 ENPP4 6 Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative function) (ENPP4), mRNA.KIAA0879; NPP40.00378326 0.00929395 1.37516752

TYROBP NM_003332.2 TYROBP 19 Homo sapiens TYRO protein tyrosine kinase binding protein (TYROBP), transcript variant 1, mRNA.DAP12; KARAP; PLOSL0.02963792 0.04668187 1.37295058

DIRC2 NM_032839.1 DIRC2 3 Homo sapiens disrupted in renal carcinoma 2 (DIRC2), mRNA.FLJ14784; RCC4 2.32E-05 0.00020654 1.37126427

GDPD1 NM_182569.1 GDPD1 17 Homo sapiens glycerophosphodiester phosphodiesterase domain containing 1 (GDPD1), mRNA.FLJ27503; UGPQ; FLJ37451; MGC35046; GDE40.03127647 0.04857282 1.36959251

PRRG1 NM_000950.1 PRRG1 X Homo sapiens proline rich Gla (G-carboxyglutamic acid) 1 (PRRG1), mRNA.PRGP1 0.00411209 0.00989379 1.36781811

FER NM_005246.1 FER 5 Homo sapiens fer (fps/fes related) tyrosine kinase (FER), mRNA.TYK3 0.00019285 0.00093524 1.36671756

HADHA NM_000182.3 HADHA 2 Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), alpha subunit (HADHA), nuclear gene encoding mitochondrial protein, mRNA.LCHAD; MGC1728; HADH; TP-ALPHA; MTPA; GBP0.01893868 0.03299544 1.36667171

TRIM5 NM_033092.1 TRIM5 11 Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant gamma, mRNA.RNF88; TRIM5alpha0.01242348 0.02382117 1.366139

LOC643558 XM_932319.1 LOC643558 7 PREDICTED: Homo sapiens similar to General transcription factor II-I (GTFII-I) (TFII-I) (Bruton tyrosine kinase-associated protein 135) (BTK-associated protein 135) (BAP-135), transcript variant 5 (LOC643558), mRNA.0.01815225 0.03190662 1.36412766

C17orf95 NM_001080510.2C17ORF95 17 Homo sapiens chromosome 17 open reading frame 95 (C17orf95), mRNA.0.0001143 0.00063507 1.3637091

LYRM5 NM_001001660.1LYRM5 12 Homo sapiens LYR motif containing 5 (LYRM5), mRNA.0.02247201 0.03777077 1.36301703

SNRK NM_017719.3 SNRK 3 Homo sapiens SNF related kinase (SNRK), mRNA.HSNFRK; DKFZp779A1866; FLJ20224; KIAA00960.00018337 0.00090175 1.36163592

LOC644799 XM_934554.1 LOC644799 20 PREDICTED: Homo sapiens hypothetical protein LOC644799, transcript variant 1 (LOC644799), mRNA.7.17E-07 1.85E-05 1.36147303

C1GALT1C1 NM_001011551.1C1GALT1C1 X Homo sapiens C1GALT1-specific chaperone 1 (C1GALT1C1), transcript variant 1, mRNA.MGC19947; C1GALT2; HSPC067; C1Gal-T2; COSMC; c38h2-l10.00046002 0.00180489 1.35857489

C1orf66 NM_015997.2 C1ORF66 1 Homo sapiens chromosome 1 open reading frame 66 (C1orf66), mRNA.CGI-41 0.00141455 0.00433416 1.35691148

NFKB2 NM_001077494.1NFKB2 10 Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 (p49/p100) (NFKB2), transcript variant 1, mRNA.LYT10; LYT-10 0.01339246 0.02522517 1.35467472

MPV17 NM_002437.3 MPV17 2 Homo sapiens MpV17 mitochondrial inner membrane protein (MPV17), nuclear gene encoding mitochondrial protein, mRNA.SYM1 1.28E-05 0.00013163 1.35377465

FBXO8 NM_012180.2 FBXO8 4 Homo sapiens F-box protein 8 (FBXO8), mRNA.FBS; FBX8; DC100.00358864 0.00891257 1.35273916

RRM2 NM_001034.1 RRM2 2 Homo sapiens ribonucleotide reductase M2 polypeptide (RRM2), mRNA.RR2M; R2 6.77E-05 0.00044203 1.35242597

PTRH1 NM_001002913.1PTRH1 9 Homo sapiens peptidyl-tRNA hydrolase 1 homolog (S. cerevisiae) (PTRH1), mRNA.MGC51999; PTH1; C9orf1150.00217226 0.00599799 1.35217513

SLC31A1 NM_001859.2 SLC31A1 9 Homo sapiens solute carrier family 31 (copper transporters), member 1 (SLC31A1), mRNA.hCTR1; COPT1; MGC75487; CTR10.00433778 0.01032253 1.35146899

PKD2 NM_000297.2 PKD2 4 Homo sapiens polycystic kidney disease 2 (autosomal dominant) (PKD2), mRNA.PC2; PKD4; APKD2; MGC138468; MGC1384660.01536616 0.02809073 1.35071112

AYP1p1 XR_001434.1 AYP1P1 PREDICTED: Homo sapiens AYP1 pseudogene 1 (AYP1p1), misc RNA.0.01656608 0.02980304 1.34771462



 2.0 ACL-Dependent Upreg

ITPK1 NM_014216.3 ITPK1 14 Homo sapiens inositol 1,3,4-triphosphate 5/6 kinase (ITPK1), mRNA.ITRPK1 0.00506335 0.01168829 1.34747288

LOC647346 XM_942836.1 LOC647346 PREDICTED: Homo sapiens similar to Alcohol dehydrogenase class III chi chain (Glutathione-dependent formaldehyde dehydrogenase) (FDH), transcript variant 2 (LOC647346), mRNA.0.0004053 0.0016405 1.34498487

LOC255783 XR_001409.1 LOC255783 19 Homo sapiens hypothetical protein LOC255783 (LOC255783), non-coding RNA.0.00011006 0.00061913 1.34423389

CHIC2 NM_012110.2 CHIC2 4 Homo sapiens cysteine-rich hydrophobic domain 2 (CHIC2), mRNA.BTL; MGC21173 8.90E-05 0.00053488 1.34248508

OKL38 NM_013370.2 OKL38 16 Homo sapiens pregnancy-induced growth inhibitor (OKL38), transcript variant 1, mRNA.BDGI 0.00022485 0.00104922 1.34121959

ABHD15 NM_198147.1 ABHD15 17 Homo sapiens abhydrolase domain containing 15 (ABHD15), mRNA.0.02835806 0.04520983 1.33753537

ELOVL1 NM_022821.2 ELOVL1 1 Homo sapiens elongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 1 (ELOVL1), mRNA.CGI-88; Ssc1 0.02005858 0.03453139 1.33619648

PNPLA2 NM_020376.2 PNPLA2 11 Homo sapiens patatin-like phospholipase domain containing 2 (PNPLA2), mRNA.PEDF-R; FP17548; TTS2; TTS-2.2; ATGL; DKFZp667M109; 1110001C14Rik0.00061675 0.00227756 1.33519208

SEPHS2 NM_012248.2 SEPHS2 16 Homo sapiens selenophosphate synthetase 2 (SEPHS2), mRNA.SPS2 0.00103348 0.00338105 1.33252618

CPVL NM_031311.3 CPVL 7 Homo sapiens carboxypeptidase, vitellogenic-like (CPVL), transcript variant 1, mRNA.HVLP; MGC100290.00018377 0.00090129 1.3316905

IRX1 NM_024337.3 IRX1 5 Homo sapiens iroquois homeobox 1 (IRX1), mRNA.IRX-5 0.02866817 0.04557719 1.33090083

MOAP1 NM_022151.4 MOAP1 14 Homo sapiens modulator of apoptosis 1 (MOAP1), mRNA.MAP-1; PNMA4 0.00037278 0.00153867 1.33017793

NRBF2 NM_030759.3 NRBF2 10 Homo sapiens nuclear receptor binding factor 2 (NRBF2), mRNA.COPR2; COPR1; NRBF-2; FLJ30395; DKFZp564C16640.00879915 0.01813563 1.3278175

APITD1 NM_198544.2 APITD1 1 Homo sapiens apoptosis-inducing, TAF9-like domain 1 (APITD1), transcript variant B, mRNA.MGC32686; CENP-S; CENPS0.00237444 0.00644492 1.32668452

UBAP2 NM_018449.2 UBAP2 9 Homo sapiens ubiquitin associated protein 2 (UBAP2), mRNA.FLJ22435; KIAA1491; FLJ46567; bA176F3.5; FLJ439470.00371119 0.00917081 1.32636668

NAP1L6 XR_017709.1 NAP1L6 PREDICTED: Homo sapiens misc_RNA (NAP1L6), miscRNA.0.00795727 0.01671104 1.32606448

DHRS7B NM_015510.3 DHRS7B 17 Homo sapiens dehydrogenase/reductase (SDR family) member 7B (DHRS7B), mRNA.MGC8916; CGI-93; DKFZp566O0847.33E-05 0.00046551 1.32534104

OXR1 NM_181354.3 OXR1 8 Homo sapiens oxidation resistance 1 (OXR1), mRNA.FLJ10125; FLJ42450; FLJ38829; FLJ41673; FLJ45656; Nbla003079.09E-06 0.00010424 1.32487223

SAMD4B NM_018028.2 SAMD4B 19 Homo sapiens sterile alpha motif domain containing 4B (SAMD4B), mRNA.FLJ10211; SMGB; MGC998320.02636264 0.04278173 1.32228323

SLC12A2 NM_001046.2 SLC12A2 5 Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), member 2 (SLC12A2), mRNA.NKCC1; BSC2; MGC104233; BSC0.00021232 0.0010072 1.32225281

LOC92659 NR_015454.1 LOC92659 17 Homo sapiens hypothetical LOC92659 (LOC92659), non-coding RNA.0.00178842 0.00519276 1.31890986

UGCGL2 NM_020121.2 UGCGL2 13 Homo sapiens UDP-glucose ceramide glucosyltransferase-like 2 (UGCGL2), mRNA.MGC87276; FLJ11485; MGC150689; HUGT2; MGC117360; FLJ108730.00092131 0.00308752 1.31815403

PTPRA NM_002836.2 PTPRA 20 Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), transcript variant 1, mRNA.HPTPalpha; RPTPA; LRP; HLPR; PTPRL2; R-PTP-alpha; HPTPA; PTPA; HEPTP0.00065411 0.00237992 1.31603809

PLK2 NM_006622.1 PLK2 5 Homo sapiens polo-like kinase 2 (Drosophila) (PLK2), mRNA.SNK 0.02303493 0.03850256 1.31590728

CBX4 NM_003655.2 CBX4 17 Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4), mRNA.NBP16; PC2; hPC20.00054102 0.0020523 1.31519575

FES NM_002005.2 FES 15 Homo sapiens feline sarcoma oncogene (FES), mRNA.FPS 0.00012118 0.0006618 1.31110329

ABCD3 NM_002858.2 ABCD3 1 Homo sapiens ATP-binding cassette, sub-family D (ALD), member 3 (ABCD3), mRNA.ABC43; PXMP1; PMP700.00990263 0.01993733 1.30749569

ALG6 NM_013339.2 ALG6 1 Homo sapiens asparagine-linked glycosylation 6 homolog (S. cerevisiae, alpha-1,3-glucosyltransferase) (ALG6), mRNA.8.87E-05 0.00053408 1.30623955

LOC283267 NR_015451.1 LOC283267 11 Homo sapiens hypothetical LOC283267 (LOC283267), non-coding RNA.0.00241388 0.00653239 1.30485166

MCFD2 NM_139279.3 MCFD2 2 Homo sapiens multiple coagulation factor deficiency 2 (MCFD2), mRNA.DKFZp686G21263; LMAN1IP; F5F8D; SDNSF0.00453867 0.01072543 1.30274514

KIDINS220 NM_020738.1 KIDINS220 2 Homo sapiens kinase D-interacting substrate of 220 kDa (KIDINS220), mRNA.ARMS; MGC1634820.00060161 0.00223992 1.3025845

ZNF45 NM_003425.2 ZNF45 19 Homo sapiens zinc finger protein 45 (ZNF45), mRNA.KOX5; ZNF13 0.02628043 0.0427057 1.30246368

CLCN3 NM_001829.2 CLCN3 4 Homo sapiens chloride channel 3 (CLCN3), transcript variant e, mRNA.ClC-3; CLC3 0.00450244 0.01066068 1.29461919

ELAVL1 NM_001419.2 ELAVL1 19 Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 1 (Hu antigen R) (ELAVL1), mRNA.MelG; HUR; ELAV1; Hua0.00093667 0.00312262 1.29441868

IDH3G NM_004135.2 IDH3G X Homo sapiens isocitrate dehydrogenase 3 (NAD+) gamma (IDH3G), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.H-IDHG 0.0003824 0.00156829 1.29119558

FOXO4 NM_005938.1 FOXO4 X Homo sapiens forkhead box O4 (FOXO4), mRNA.AFX1; AFX; FOXO4; MGC120490; MLLT70.01555959 0.02836799 1.29117693

LOC648740 NR_024438.2 LOC648740 1 Homo sapiens ACTB pseudogene (LOC648740), non-coding RNA.0.00397177 0.0096394 1.29094574

PIK3C3 NM_002647.2 PIK3C3 18 Homo sapiens phosphoinositide-3-kinase, class 3 (PIK3C3), mRNA.MGC61518; Vps340.01126424 0.02206557 1.29049793

MPHOSPH8 NM_017520.2 MPHOSPH8 13 Homo sapiens M-phase phosphoprotein 8 (MPHOSPH8), mRNA.TWA3; FLJ35237; HSMPP8; mpp80.00089097 0.00300158 1.29030663

UBL3 NM_007106.2 UBL3 13 Homo sapiens ubiquitin-like 3 (UBL3), mRNA.DKFZP434K151; PNSC1; HCG-1; FLJ320180.00508181 0.01172095 1.29017705

POLR2J2 NM_032959.4 POLR2J2 7 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J2 (POLR2J2), mRNA.MGC54043; MGC105050; RPB11b1; HRPB11B2.83E-05 0.00023887 1.28831789

GCLC NM_001498.2 GCLC 6 Homo sapiens glutamate-cysteine ligase, catalytic subunit (GCLC), mRNA.GCS; GLCLC; GLCL0.01173596 0.02278021 1.28779545

CHTF18 NM_022092.1 CHTF18 16 Homo sapiens CTF18, chromosome transmission fidelity factor 18 homolog (S. cerevisiae) (CHTF18), mRNA.Ctf18; C321D2.4; C16orf41; C321D2.3; CHL12; RUVBL; C321D2.20.00066881 0.00241244 1.28771418

OXSM NM_017897.1 OXSM 3 Homo sapiens 3-oxoacyl-ACP synthase, mitochondrial (OXSM), nuclear gene encoding mitochondrial protein, mRNA.FLJ20604; FASN2D; KS0.00135242 0.00417322 1.28647062

QSOX1 NM_002826.4 QSOX1 1 Homo sapiens quiescin Q6 sulfhydryl oxidase 1 (QSOX1), transcript variant 1, mRNA.QSCN6; FLJ34858; Q6; QSOX10.00031155 0.0013399 1.28631058

SERINC3 NM_198941.1 SERINC3 20 Homo sapiens serine incorporator 3 (SERINC3), transcript variant 2, mRNA.TMS-1; TDE; SBBI99; DIFF33; TDE1; AIGP10.00635637 0.01398684 1.28620917

C12orf62 NM_032901.2 C12ORF62 12 Homo sapiens chromosome 12 open reading frame 62 (C12orf62), mRNA.MGC14288 0.00156017 0.00468524 1.28541508

TUSC2 NM_007275.1 TUSC2 3 Homo sapiens tumor suppressor candidate 2 (TUSC2), mRNA.FUS1; C3orf11; PDAP2; PAP0.02352236 0.0391667 1.28463975

GPC2 NM_152742.1 GPC2 7 Homo sapiens glypican 2 (GPC2), mRNA.FLJ38962; DKFZp547M1090.00538672 0.0122449 1.28411371

SSR2 NM_003145.2 SSR2 1 Homo sapiens signal sequence receptor, beta (translocon-associated protein beta) (SSR2), mRNA.HSD25; DKFZp686F19123; TRAPB; TLAP1.79E-05 0.00017075 1.28404394

RAB8B NM_016530.2 RAB8B 15 Homo sapiens RAB8B, member RAS oncogene family (RAB8B), mRNA.FLJ38125 0.0032107 0.00815467 1.28263652

ANTXR1 NM_032208.1 ANTXR1 2 Homo sapiens anthrax toxin receptor 1 (ANTXR1), transcript variant 1, mRNA.ATR; FLJ21776; FLJ11298; TEM8; FLJ106010.00132956 0.00411789 1.28099894

DOPEY2 NM_005128.2 DOPEY2 21 Homo sapiens dopey family member 2 (DOPEY2), mRNA.C21orf5 0.01190359 0.02304797 1.28080618

RIOK3 NM_003831.2 RIOK3 18 Homo sapiens RIO kinase 3 (yeast) (RIOK3), transcript variant 1, mRNA.DKFZp779L1370; SUDD5.38E-05 0.0003767 1.28079073

C7orf43 NM_018275.3 C7ORF43 7 Homo sapiens chromosome 7 open reading frame 43 (C7orf43), mRNA.FLJ10925; DKFZp761G07120.01028039 0.02052302 1.27957625

RHBDF1 NM_022450.2 RHBDF1 16 Homo sapiens rhomboid 5 homolog 1 (Drosophila) (RHBDF1), mRNA.gene -90; gene -89; C16orf8; FLJ22357; EGFR-RS; hDist1; Dist1; FLJ22350.00019645 0.0009493 1.27702298

GOLGA7 NM_016099.2 GOLGA7 8 Homo sapiens golgi autoantigen, golgin subfamily a, 7 (GOLGA7), transcript variant 1, mRNA.MGC4876; GOLGA3AP1; GCP16; MGC21096; HSPC0410.00018245 0.00089846 1.27398774

CRBN NM_016302.2 CRBN 3 Homo sapiens cereblon (CRBN), mRNA.MGC27358; DKFZp781K0715; MRT2A0.01106401 0.02174781 1.27362982

LOC641992 XM_935770.1 LOC641992 PREDICTED: Homo sapiens similar to cell division cycle 42 (LOC641992), mRNA.0.01204746 0.02325196 1.27354055

MYCBP2 NM_015057.2 MYCBP2 13 Homo sapiens MYC binding protein 2 (MYCBP2), mRNA.FLJ21597; PAM; FLJ13826; FLJ10106; FLJ21646; DKFZp686M08244; KIAA09160.00474371 0.01110852 1.27285765

INSIG2 NM_016133.2 INSIG2 2 Homo sapiens insulin induced gene 2 (INSIG2), mRNA.MGC26273 0.00092604 0.00309666 1.27272611

TSNAX NM_005999.2 TSNAX 1 Homo sapiens translin-associated factor X (TSNAX), mRNA.TRAX 0.00051281 0.00196446 1.26977985

M160 NM_174941.3 M160 12 Homo sapiens scavenger receptor cysteine-rich type 1 protein M160 (M160), mRNA.CD163B 0.00068772 0.00246917 1.26829943

UFM1 NM_016617.1 UFM1 13 Homo sapiens ubiquitin-fold modifier 1 (UFM1), mRNA.bA131P10.1; C13orf20; BM-0020.00047166 0.00184323 1.26718461

STAT1 NM_139266.1 STAT1 2 Homo sapiens signal transducer and activator of transcription 1, 91kDa (STAT1), transcript variant alpha, mRNA.ISGF-3; STAT91; DKFZp686B041003.08E-05 0.00025363 1.26607674

POLR3B NM_018082.3 POLR3B 12 Homo sapiens polymerase (RNA) III (DNA directed) polypeptide B (POLR3B), mRNA.RPC2; FLJ103880.01366489 0.02561401 1.26490003

FTSJ3 NM_017647.2 FTSJ3 17 Homo sapiens FtsJ homolog 3 (E. coli) (FTSJ3), mRNA.FLJ20062; EPCS30.00533511 0.012153 1.2644231

RIC8B NM_018157.1 RIC8B 12 Homo sapiens resistance to inhibitors of cholinesterase 8 homolog B (C. elegans) (RIC8B), mRNA.hSyn; FLJ10620; MGC39476; RIC80.01487264 0.02737271 1.26115194

DLEU2 XM_934422.1 DLEU2 13 Homo sapiens deleted in lymphocytic leukemia 2 (non-protein coding) (DLEU2), non-coding RNA.MGC88287; 1B4; LEU2; DLB2; RFP2OS; TRIM13OS; BCMSUN0.00355318 0.00884672 1.26087136

ASF1A NM_014034.1 ASF1A 6 Homo sapiens ASF1 anti-silencing function 1 homolog A (S. cerevisiae) (ASF1A), mRNA.DKFZP547E2110; CIA; dJ329L24.20.00163734 0.00485793 1.26052319



 2.0 ACL-Dependent Upreg

HTRA2 NM_013247.4 HTRA2 2 Homo sapiens HtrA serine peptidase 2 (HTRA2), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.PARK13; OMI; PRSS250.01373572 0.02572459 1.26030946

TCTN3 NM_015631.4 TCTN3 Homo sapiens tectonic family member 3 (TCTN3), mRNA.0.01086174 0.02143162 1.26006192

DBT Hs.444093 DBT 1 Homo sapiens dihydrolipoamide branched chain transacylase E2 (DBT), nuclear gene encoding mitochondrial protein, mRNA.BCATE2; MGC9061; E2B; E20.00313193 0.00800136 1.25977202

ACAA1 NM_001607.2 ACAA1 3 Homo sapiens acetyl-Coenzyme A acyltransferase 1 (peroxisomal 3-oxoacyl-Coenzyme A thiolase) (ACAA1), nuclear gene encoding mitochondrial protein, mRNA.THIO; ACAA; PTHIO0.0016103 0.00479736 1.25916673

C2orf42 NM_017880.1 C2ORF42 2 Homo sapiens chromosome 2 open reading frame 42 (C2orf42), mRNA.FLJ20558 0.00951579 0.01930874 1.25862152

ETS1 NM_005238.2 ETS1 11 Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) (ETS1), mRNA.FLJ10768; ETS-1; EWSR20.00103378 0.003381 1.25740206

MGC72104 NM_207350.1 MGC72104 20 Homo sapiens similar to FRG1 protein (FSHD region gene 1 protein) (MGC72104), mRNA.0.00254417 0.00679864 1.25723815

COQ10A NM_144576.2 COQ10A 12 Homo sapiens coenzyme Q10 homolog A (S. cerevisiae) (COQ10A), transcript variant 1, mRNA.FLJ32452 0.00730584 0.01562375 1.254739

FAM131A NM_144635.3 FAM131A 3 Homo sapiens family with sequence similarity 131, member A (FAM131A), mRNA.MGC21688; PRO1378; FLAT715; C3orf400.00532861 0.01214075 1.25300072

TMEM184C NM_018241.2 TMEM184C 4 Homo sapiens transmembrane protein 184C (TMEM184C), mRNA.0.00831619 0.01734747 1.25287524

MNAT1 NM_002431.2 MNAT1 14 Homo sapiens menage a trois homolog 1, cyclin H assembly factor (Xenopus laevis) (MNAT1), mRNA.MAT1; RNF66 0.00051241 0.00196432 1.25237434

AFTPH NM_017657.3 AFTPH 2 Homo sapiens aftiphilin (AFTPH), transcript variant 2, mRNA.MGC33965; FLJ23793; Nbla10388; FLJ200800.0086494 0.01788124 1.25197068

USP9X NM_004652.3 USP9X X Homo sapiens ubiquitin specific peptidase 9, X-linked (USP9X), transcript variant 4, mRNA.DFFRX; FAF 0.00199078 0.00562408 1.25149627

SASH1 NM_015278.3 SASH1 6 Homo sapiens SAM and SH3 domain containing 1 (SASH1), mRNA.RP3-323M4.1; dJ323M4; dJ323M4.1; KIAA0790; SH3D6A0.01712648 0.03052322 1.25144464

EXTL2 NM_001033025.1EXTL2 1 Homo sapiens exostoses (multiple)-like 2 (EXTL2), transcript variant 2, mRNA.EXTR2 0.00347677 0.00869432 1.25124003

FAM190B NM_018999.2 FAM190B 10 Homo sapiens family with sequence similarity 190, member B (FAM190B), mRNA.FLJ14262; Gcap14; FLJ25809; bA486O22.10.01744285 0.03092983 1.25102247

SIL1 NM_001037633.1SIL1 5 Homo sapiens SIL1 homolog, endoplasmic reticulum chaperone (S. cerevisiae) (SIL1), transcript variant 1, mRNA.MSS; BAP; ULG50.01092833 0.02153956 1.24843522

C14orf129 NM_016472.3 C14ORF129 14 Homo sapiens chromosome 14 open reading frame 129 (C14orf129), mRNA.HSPC210; GSKIP; MGC49450.00037374 0.00154206 1.24767917

UNC5A NM_133369.2 UNC5A 5 Homo sapiens unc-5 homolog A (C. elegans) (UNC5A), mRNA.UNC5H1; FLJ16449; KIAA19760.00439314 0.01043371 1.24682734

SELK NM_021237.3 SELK 3 Homo sapiens selenoprotein K (SELK), mRNA.HSPC297; MGC17057; HSPC0300.00077779 0.00270152 1.24681193

C1orf52 NM_198077.1 C1ORF52 1 Homo sapiens chromosome 1 open reading frame 52 (C1orf52), mRNA.RP11-234D19.1; gm117; FLJ449820.00012208 0.00066435 1.24571612

AFF4 NM_014423.2 AFF4 5 Homo sapiens AF4/FMR2 family, member 4 (AFF4), mRNA.AF5Q31; MGC75036; MCEF0.016414 0.02958822 1.24500073

ULK1 XM_942125.1 ULK1 PREDICTED: Homo sapiens unc-51-like kinase 1 (C. elegans) (ULK1), mRNA.0.0001555 0.0007938 1.24256291

TRAPPC6B NM_001079537.1TRAPPC6B 14 Homo sapiens trafficking protein particle complex 6B (TRAPPC6B), transcript variant 1, mRNA.0.00812754 0.01703242 1.24225374

HIST1H2BK NM_080593.1 HIST1H2BK 6 Homo sapiens histone cluster 1, H2bk (HIST1H2BK), mRNA.MGC131989; H2BFT; H2BFAiii; H2B/S7.58E-06 9.24E-05 1.24197257

LOC648399 XM_926857.1 LOC648399 PREDICTED: Homo sapiens similar to Ornithine aminotransferase, mitochondrial precursor (Ornithine--oxo-acid aminotransferase) (LOC648399), mRNA.0.00077875 0.00270399 1.24089433

APAF1 NM_181869.1 APAF1 12 Homo sapiens apoptotic peptidase activating factor 1 (APAF1), transcript variant 1, mRNA.CED4; DKFZp781B11450.02046538 0.0350872 1.24089298

SLC30A3 NM_003459.4 SLC30A3 2 Homo sapiens solute carrier family 30 (zinc transporter), member 3 (SLC30A3), mRNA.ZNT3 2.88E-05 0.00024208 1.23975706

KIAA0556 NM_015202.1 KIAA0556 16 Homo sapiens KIAA0556 (KIAA0556), mRNA.0.0097626 0.01970287 1.23949559

PPP1R7 NM_002712.1 PPP1R7 2 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 7 (PPP1R7), mRNA.SDS22 0.00607009 0.01349903 1.23816582

PRKD2 NM_016457.3 PRKD2 19 Homo sapiens protein kinase D2 (PRKD2), mRNA.HSPC187; PKD20.01613191 0.02920079 1.23807506

FAM89B NM_152832.1 FAM89B 11 Homo sapiens family with sequence similarity 89, member B (FAM89B), transcript variant 3, mRNA.MTVR1 2.27E-05 0.00020414 1.23774616

C3orf31 NM_138807.2 C3ORF31 3 Homo sapiens chromosome 3 open reading frame 31 (C3orf31), mRNA.MGC16471; DKFZp434E05190.01366253 0.025614 1.2370609

AGGF1 NM_018046.3 AGGF1 5 Homo sapiens angiogenic factor with G patch and FHA domains 1 (AGGF1), mRNA.VG5Q; FLJ10283; HUS84971; GPATCH7; HSU84971; GPATC70.01563817 0.0284826 1.23661217

CPSF3L NM_017871.3 CPSF3L 1 Homo sapiens cleavage and polyadenylation specific factor 3-like (CPSF3L), mRNA.RC68; RC-68; INTS11; FLJ13294; CPSF73L; FLJ20542; INT110.00144622 0.00441257 1.23614578

CYB5R4 NM_016230.2 CYB5R4 6 Homo sapiens cytochrome b5 reductase 4 (CYB5R4), mRNA.RP4-676J13.1; dJ676J13.1; NCB5OR0.01173131 0.02277932 1.23397328

EIF4G3 NM_003760.2 EIF4G3 1 Homo sapiens eukaryotic translation initiation factor 4 gamma, 3 (EIF4G3), mRNA.eIF4GII 0.0026132 0.00695234 1.2338019

CENTG2 NM_014914.2 CENTG2 2 Homo sapiens centaurin, gamma 2 (CENTG2), mRNA.GGAP1; MGC71657; KIAA1099; AGAP17.35E-05 0.00046603 1.23310663

PIGF NM_173074.1 PIGF 2 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class F (PIGF), transcript variant 2, mRNA.MGC32646; MGC331360.0072506 0.01553007 1.23302203

STYXL1 NM_016086.2 STYXL1 7 Homo sapiens serine/threonine/tyrosine interacting-like 1 (STYXL1), mRNA.MK-STYX; DUSP240.0010026 0.00329589 1.23301696

TOM1 NM_005488.1 TOM1 22 Homo sapiens target of myb1 (chicken) (TOM1), mRNA.FLJ33404 0.01903314 0.03313877 1.23228562

MTF2 NM_007358.1 MTF2 1 Homo sapiens metal response element binding transcription factor 2 (MTF2), mRNA.dJ976O13.2; PCL2; M96; RP5-976O13.10.00851579 0.01765877 1.2317048

KIAA0090 NM_015047.1 KIAA0090 1 Homo sapiens KIAA0090 (KIAA0090), mRNA.RP1-43E13.1 0.00040059 0.0016257 1.23118971

SCOC NM_032547.1 SCOC 4 Homo sapiens short coiled-coil protein (SCOC), mRNA.HRIHFB2072; SCOCO0.00027547 0.0012185 1.23094918

PMAIP1 NM_021127.1 PMAIP1 18 Homo sapiens phorbol-12-myristate-13-acetate-induced protein 1 (PMAIP1), mRNA.APR; NOXA 0.0002953 0.00128167 1.23081721

PURB NM_033224.3 PURB 7 Homo sapiens purine-rich element binding protein B (PURB), mRNA.MGC126786; MGC126784; PURBETA0.0005038 0.00194298 1.23056609

AP4E1 NM_007347.3 AP4E1 15 Homo sapiens adaptor-related protein complex 4, epsilon 1 subunit (AP4E1), mRNA.DKFZp686L121670.02260112 0.03793497 1.22982318

BICD2 NM_001003800.1BICD2 9 Homo sapiens bicaudal D homolog 2 (Drosophila) (BICD2), transcript variant 1, mRNA.bA526D8.1; KIAA06990.01281139 0.02438427 1.22884212

GATAD2B NM_020699.1 GATAD2B 1 Homo sapiens GATA zinc finger domain containing 2B (GATAD2B), mRNA.MGC138285; P66beta; RP11-216N14.6; KIAA1150; FLJ37346; MGC1382570.00616449 0.01366144 1.22778438

POLG2 NM_007215.2 POLG2 17 Homo sapiens polymerase (DNA directed), gamma 2, accessory subunit (POLG2), mRNA.POLB; MTPOLB; POLGB; PEOA4; HP550.01390647 0.02596383 1.22776418

C12orf5 NM_020375.1 C12ORF5 12 Homo sapiens chromosome 12 open reading frame 5 (C12orf5), mRNA.TIGAR 0.01905643 0.03314746 1.22715164

CRIPT NM_014171.3 CRIPT 2 Homo sapiens cysteine-rich PDZ-binding protein (CRIPT), mRNA.HSPC139 3.35E-05 0.00026884 1.22440226

L2HGDH NM_024884.1 L2HGDH 14 Homo sapiens L-2-hydroxyglutarate dehydrogenase (L2HGDH), mRNA.FLJ12618; C14orf1600.01453712 0.02691014 1.22420152

RAB11FIP5 NM_015470.1 RAB11FIP5 2 Homo sapiens RAB11 family interacting protein 5 (class I) (RAB11FIP5), mRNA.RIP11; pp75; KIAA0857; GAF1; DKFZP434H0180.00013916 0.00072884 1.22405215

CAMSAP1L1 NM_203459.1 CAMSAP1L1 1 Homo sapiens calmodulin regulated spectrin-associated protein 1-like 1 (CAMSAP1L1), mRNA.KIAA1078; MGC150681; MGC150680; RP11-93N17.10.01726928 0.0307022 1.22338269

ITGB3BP NM_014288.3 ITGB3BP 1 Homo sapiens integrin beta 3 binding protein (beta3-endonexin) (ITGB3BP), mRNA.HSU37139; CENPR; NRIF3; TAP20; CENP-R0.01455062 0.02693055 1.22291936

ACTR1B NM_005735.2 ACTR1B 2 Homo sapiens ARP1 actin-related protein 1 homolog B, centractin beta (yeast) (ACTR1B), mRNA.CTRN2; ARP1B 0.00023494 0.00108055 1.22216162

LHPP NM_022126.2 LHPP 10 Homo sapiens phospholysine phosphohistidine inorganic pyrophosphate phosphatase (LHPP), mRNA.MGC142189; MGC142191; MGC1172513.02E-05 0.00024976 1.22086815

SUPT4H1 NM_003168.1 SUPT4H1 17 Homo sapiens suppressor of Ty 4 homolog 1 (S. cerevisiae) (SUPT4H1), mRNA.SPT4H; SUPT4H 8.44E-05 0.00051353 1.22022195

UTP14C NM_021645.4 UTP14C 13 Homo sapiens UTP14, U3 small nucleolar ribonucleoprotein, homolog C (yeast) (UTP14C), mRNA.UTP14B; KIAA0266; MGC104971; 2700066J21Rik0.00402257 0.0097236 1.21902501

TM2D1 NM_032027.2 TM2D1 1 Homo sapiens TM2 domain containing 1 (TM2D1), mRNA.BBP 0.00010831 0.00061114 1.21887847

VPS25 NM_032353.2 VPS25 17 Homo sapiens vacuolar protein sorting 25 homolog (S. cerevisiae) (VPS25), mRNA.MGC10540; FAP20; EAP20; DERP90.00787112 0.01657817 1.21887788

LMF2 NM_033200.1 LMF2 22 Homo sapiens lipase maturation factor 2 (LMF2), mRNA.TMEM153; TMEM112B0.00395428 0.00961412 1.21716964

Hs.542428 HS.542428 20 xc76e10.x1 NCI_CGAP_Ov32 Homo sapiens cDNA clone IMAGE:2590218 3, mRNA sequence0.02015988 0.03465637 1.21666699

ANKRD54 NM_138797.1 ANKRD54 22 Homo sapiens ankyrin repeat domain 54 (ANKRD54), mRNA.0.00637284 0.01401174 1.21654377

VRK1 NM_003384.2 VRK1 14 Homo sapiens vaccinia related kinase 1 (VRK1), mRNA.MGC142070; MGC138280; MGC1174010.00064994 0.00236874 1.21619508

TNFAIP8L1 NM_152362.1 TNFAIP8L1 19 Homo sapiens tumor necrosis factor, alpha-induced protein 8-like 1 (TNFAIP8L1), mRNA.MGC17791 0.02748033 0.04411465 1.21569741

ACN9 NM_020186.1 ACN9 7 Homo sapiens ACN9 homolog (S. cerevisiae) (ACN9), mRNA.DC11 7.99E-05 0.00049449 1.21533822

MFF NM_020194.4 MFF 2 Homo sapiens mitochondrial fission factor (MFF), nuclear gene encoding mitochondrial protein, mRNA.MGC110913; GL004; DKFZp666J1680.00193134 0.00549471 1.21431507

C1orf122 NM_198446.1 C1ORF122 1 Homo sapiens chromosome 1 open reading frame 122 (C1orf122), mRNA.ALAESM; FLJ454590.00104605 0.00341088 1.21219888



 2.0 ACL-Dependent Upreg

WRB NM_004627.2 WRB 21 Homo sapiens tryptophan rich basic protein (WRB), mRNA.CHD5 0.00106179 0.00345185 1.21105418

PGM3 NM_015599.1 PGM3 6 Homo sapiens phosphoglucomutase 3 (PGM3), mRNA.AGM1; PAGM; DKFZp434B1870.00301733 0.00778175 1.21089348

GPAM NM_020918.2 GPAM 10 Homo sapiens glycerol-3-phosphate acyltransferase, mitochondrial (GPAM), nuclear gene encoding mitochondrial protein, mRNA.GPAT1; MGC26846; KIAA1560; RP11-426E5.20.00322846 0.00819405 1.21087972

NKIRAS1 NM_020345.3 NKIRAS1 3 Homo sapiens NFKB inhibitor interacting Ras-like 1 (NKIRAS1), mRNA.KBRAS1; kappaB-Ras10.00013038 0.00069701 1.21073002

KIAA0913 NM_015037.1 KIAA0913 10 Homo sapiens KIAA0913 (KIAA0913), mRNA.FLJ34302 0.00012438 0.00067287 1.21019469

TUBG2 NM_016437.1 TUBG2 17 Homo sapiens tubulin, gamma 2 (TUBG2), mRNA.MGC131994 0.01131032 0.02212394 1.20781777

BRD7P2 XR_039198.1 BRD7P2 PREDICTED: Homo sapiens misc_RNA (BRD7P2), miscRNA.0.00283418 0.00740428 1.20750486

NANS NM_018946.2 NANS 9 Homo sapiens N-acetylneuraminic acid synthase (sialic acid synthase) (NANS), mRNA.SAS 0.00120322 0.00380688 1.20650896

TRIM66 NM_014818.1 TRIM66 11 Homo sapiens tripartite motif-containing 66 (TRIM66), mRNA.0.02198833 0.03711854 1.20609079

MEF2D NM_005920.2 MEF2D 1 Homo sapiens myocyte enhancer factor 2D (MEF2D), mRNA.DKFZp686I15360.00071854 0.00255618 1.20601636

ZNF557 NM_001044387.1ZNF557 19 Homo sapiens zinc finger protein 557 (ZNF557), transcript variant 2, mRNA.MGC4054 0.0255454 0.04177361 1.20553767

LOC552889 NM_001136262.1LOC552889 12 Homo sapiens hypothetical protein LOC552889 (LOC552889), mRNA.0.0087303 0.01801079 1.20536037

C14orf142 NM_032490.3 C14ORF142 14 Homo sapiens chromosome 14 open reading frame 142 (C14orf142), mRNA.MGC133207; MGC104244; PNAS-1270.0316102 0.04897215 1.20459373

STT3B NM_178862.1 STT3B 3 Homo sapiens STT3, subunit of the oligosaccharyltransferase complex, homolog B (S. cerevisiae) (STT3B), mRNA.STT3-B; SIMP; FLJ901060.01867032 0.03261154 1.20406478

CABC1 NM_020247.3 CABC1 1 Homo sapiens chaperone, ABC1 activity of bc1 complex homolog (S. pombe) (CABC1), nuclear gene encoding mitochondrial protein, mRNA.MGC4849; COQ8; ADCK30.00037434 0.00154337 1.20396387

CCNC NM_001013399.1CCNC 6 Homo sapiens cyclin C (CCNC), transcript variant 2, mRNA.CycC 0.00010342 0.00059282 1.20375961

LOC93622 NM_138699.2 LOC93622 PREDICTED: Homo sapiens hypothetical protein BC006130 (LOC93622), misc RNA.0.00577345 0.01295598 1.20218623

LRRC58 NM_001099678.1LRRC58 3 Homo sapiens leucine rich repeat containing 58 (LRRC58), mRNA.0.00212474 0.00590277 1.20181585

BIK NM_001197.3 BIK 22 Homo sapiens BCL2-interacting killer (apoptosis-inducing) (BIK), mRNA.NBK; BIP1; BP4 0.00323836 0.00820766 1.20050287

RNF216 NM_019011.4 RNF216 7 Homo sapiens ring finger protein 216 (RNF216), transcript variant 1, mRNA.ZIN; UBCE7IP1; U7I10.00707234 0.01522928 1.20045896

CD46 NM_172358.1 CD46 1 Homo sapiens CD46 molecule, complement regulatory protein (CD46), transcript variant m, mRNA.TLX; MCP; TRA2.10; MGC26544; MIC100.00727034 0.015557 1.1991108

Hs.279842 HS.279842 1 Homo sapiens HSPC157 protein, mRNA (cDNA clone IMAGE:6672800), partial cds0.00744264 0.01586012 1.19890606

TMEM9 NM_016456.2 TMEM9 1 Homo sapiens transmembrane protein 9 (TMEM9), mRNA.TMEM9A 0.00126846 0.00396938 1.19831834

CBARA1 NM_006077.1 CBARA1 10 Homo sapiens calcium binding atopy-related autoantigen 1 (CBARA1), mRNA.CALC; EFHA3; DKFZp564C246; FLJ126840.02127175 0.03621262 1.19828135

PPHLN1 NM_201438.1 PPHLN1 12 Homo sapiens periphilin 1 (PPHLN1), transcript variant 5, mRNA.HSPC206; HSPC232; MGC487860.00205984 0.00577264 1.19796644

AKAP11 NM_016248.2 AKAP11 13 Homo sapiens A kinase (PRKA) anchor protein 11 (AKAP11), mRNA.PRKA11; AKAP220; DKFZp781I12161; KIAA0629; FLJ113040.009013 0.01847827 1.19442176

LRRC1 NM_025168.1 LRRC1 6 Homo sapiens leucine rich repeat containing 1 (LRRC1), mRNA.dJ523E19.1; LANO; FLJ11834; FLJ107750.01081521 0.02136308 1.19421132

FAM188A NM_024948.2 FAM188A 10 Homo sapiens family with sequence similarity 188, member A (FAM188A), mRNA.DERP5; MST126; my042; FLJ13397; MSTP126; CARP; RP11-394I23.10.00013369 0.00070805 1.19333884

TMEM42 NM_144638.1 TMEM42 3 Homo sapiens transmembrane protein 42 (TMEM42), mRNA.MGC29956 0.02469221 0.04067216 1.19257532

ACAD8 NM_014384.1 ACAD8 11 Homo sapiens acyl-Coenzyme A dehydrogenase family, member 8 (ACAD8), mRNA.ACAD-8 0.01218251 0.02344184 1.19255651

SDCBP NM_001007067.1SDCBP 8 Homo sapiens syndecan binding protein (syntenin) (SDCBP), transcript variant 2, mRNA.MDA-9; SYCL; TACIP18; ST10.00087629 0.00296498 1.19150824

C4orf34 NM_174921.1 C4ORF34 4 Homo sapiens chromosome 4 open reading frame 34 (C4orf34), mRNA.FLJ13289 3.31E-05 0.00026687 1.19116468

MRPL10 NM_145255.2 MRPL10 17 Homo sapiens mitochondrial ribosomal protein L10 (MRPL10), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.MGC17973; RPML8; MRP-L80.00093325 0.003116 1.1897294

UBE4A NM_004788.2 UBE4A 11 Homo sapiens ubiquitination factor E4A (UFD2 homolog, yeast) (UBE4A), mRNA.UFD2; KIAA0126; UBOX2; MGC133315; E40.00010728 0.00060817 1.18963545

CORO1B NM_020441.2 CORO1B 11 Homo sapiens coronin, actin binding protein, 1B (CORO1B), transcript variant 1, mRNA.CORONIN-2; DKFZP762I1660.00497667 0.01152983 1.18939474

ASB1 NM_016114.3 ASB1 2 Homo sapiens ankyrin repeat and SOCS box-containing 1 (ASB1), mRNA.MGC11165; KIAA1146; ASB-10.00725315 0.01553245 1.1883512

WBP1 NM_012477.2 WBP1 2 Homo sapiens WW domain binding protein 1 (WBP1), mRNA.MGC15305; WBP-10.00830248 0.0173222 1.18825215

CCDC84 NM_198489.1 CCDC84 11 Homo sapiens coiled-coil domain containing 84 (CCDC84), mRNA.DLNB14 0.00117394 0.00374147 1.18821543

DFFA NM_004401.2 DFFA 1 Homo sapiens DNA fragmentation factor, 45kDa, alpha polypeptide (DFFA), transcript variant 1, mRNA.DFF-45; ICAD; DFF10.00124554 0.00390552 1.18801058

OSBPL2 NM_144498.1 OSBPL2 20 Homo sapiens oxysterol binding protein-like 2 (OSBPL2), transcript variant 2, mRNA.MGC4307; KIAA0772; ORP2; MGC8342; FLJ20223; ORP-20.02370659 0.03941306 1.18729383

FAM53C NM_016605.1 FAM53C 5 Homo sapiens family with sequence similarity 53, member C (FAM53C), mRNA.C5orf6 0.00011312 0.00062949 1.18566566

HERPUD1 NM_001010990.1HERPUD1 16 Homo sapiens homocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-like domain member 1 (HERPUD1), transcript variant 3, mRNA.Mif1; SUP; HERP; KIAA00250.00011931 0.00065456 1.18559429

LOC728602 XR_039532.1 LOC728602 PREDICTED: Homo sapiens misc_RNA (LOC728602), partial miscRNA.0.00966072 0.01954443 1.18482355

LOC100134537XR_039501.1 LOC100134537 7 PREDICTED: Homo sapiens misc_RNA (LOC100134537), miscRNA.5.95E-05 0.000401 1.18458512

C14orf109 NM_015676.1 C14ORF109 14 Homo sapiens chromosome 14 open reading frame 109 (C14orf109), transcript variant 2, mRNA.DKFZP564F11230.00235261 0.00639844 1.18436702

CCNH NM_001239.2 CCNH 5 Homo sapiens cyclin H (CCNH), mRNA.p34; CAK; p37 0.01515628 0.02776309 1.18313387

GMPPA NM_013335.2 GMPPA 2 Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), transcript variant 2, mRNA.0.00044817 0.00177115 1.18290622

HDHD1A NM_012080.3 HDHD1A X Homo sapiens haloacid dehalogenase-like hydrolase domain containing 1A (HDHD1A), mRNA.DXF68S1E; GS1; FAM16AX0.02235107 0.03762569 1.18288009

LOC650832 XM_939919.1 LOC650832 PREDICTED: Homo sapiens similar to mitogen-activated protein kinase kinase 3 isoform A (LOC650832), mRNA.0.01108017 0.02177564 1.18230806

C5orf37 NM_152408.1 C5ORF37 5 Homo sapiens chromosome 5 open reading frame 37 (C5orf37), mRNA.MGC120443; MGC120444; FLJ35779; MGC1204420.00191425 0.00545752 1.18224607

RNF167 NM_015528.1 RNF167 17 Homo sapiens ring finger protein 167 (RNF167), mRNA.5730408C10Rik; DKFZP566H073; LP22540.00631673 0.01391654 1.18165266

HOXA10 NM_018951.2 HOXA10 7 Homo sapiens homeobox A10 (HOXA10), transcript variant 1, mRNA.MGC12859; PL; HOX1H; HOX1; HOX1.80.01534188 0.02806051 1.18086959

EIF2B3 NM_020365.2 EIF2B3 1 Homo sapiens eukaryotic translation initiation factor 2B, subunit 3 gamma, 58kDa (EIF2B3), mRNA.EIF-2B; EIF2Bgamma0.01896648 0.03303858 1.18013662

STAG3L2 NM_001013739.1STAG3L2 7 Homo sapiens stromal antigen 3-like 2 (STAG3L2), mRNA.MGC131759 0.00391417 0.0095358 1.17951366

GOLGA8B NM_001023567.1GOLGA8B Homo sapiens golgi autoantigen, golgin subfamily a, 8B (GOLGA8B), mRNA.KIAA0855; GOLGA50.00037389 0.00154211 1.1790267

UNC45A NM_017979.1 UNC45A 15 Homo sapiens unc-45 homolog A (C. elegans) (UNC45A), transcript variant 3, mRNA.FLJ10043; SMAP-1; GC-UNC45; IRO0397000.00762746 0.01617784 1.17841427

REEP6 NM_138393.1 REEP6 19 Homo sapiens receptor accessory protein 6 (REEP6), mRNA.FLJ25383; DP1L1; C19orf32; TB2L10.00067045 0.00241672 1.17753753

ARIH1 NM_005744.2 ARIH1 15 Homo sapiens ariadne homolog, ubiquitin-conjugating enzyme E2 binding protein, 1 (Drosophila) (ARIH1), mRNA.ARI; HHARI; UBCH7BP; HARI0.01948829 0.03376356 1.17749667

KLHL9 NM_018847.1 KLHL9 9 Homo sapiens kelch-like 9 (Drosophila) (KLHL9), mRNA.RP11-380P16.6; FLJ218150.00074366 0.00262235 1.17660932

LOC100134108XM_001713975.1LOC100134108 PREDICTED: Homo sapiens similar to succinate dehydrogenase complex, subunit A, flavoprotein (Fp) (LOC100134108), mRNA.0.00257542 0.00686694 1.17644559

AKTIP NM_022476.2 AKTIP 16 Homo sapiens AKT interacting protein (AKTIP), transcript variant 2, mRNA.FTS; FT1 0.00028818 0.00126032 1.17613152

COG2 NM_007357.1 COG2 1 Homo sapiens component of oligomeric golgi complex 2 (COG2), mRNA.LDLC 0.02530419 0.04145402 1.17554682

PROCR NM_006404.3 PROCR 20 Homo sapiens protein C receptor, endothelial (EPCR) (PROCR), mRNA.CCCA; EPCR; CCD41; MGC23024; CD201; bA42O4.20.00951212 0.01930489 1.17470002

C4orf27 NM_017867.1 C4ORF27 4 Homo sapiens chromosome 4 open reading frame 27 (C4orf27), mRNA.FLJ20534 0.00306322 0.00786093 1.17464049

CMC1 NM_182523.1 CMC1 3 Homo sapiens COX assembly mitochondrial protein homolog (S. cerevisiae) (CMC1), nuclear gene encoding mitochondrial protein, mRNA.DKFZp779D0833; MGC615710.00686357 0.0148978 1.17436425

C1orf63 NM_207035.1 C1ORF63 1 Homo sapiens chromosome 1 open reading frame 63 (C1orf63), transcript variant 1, mRNA.RP3-465N24.4; NPD014; DJ465N24.2.10.00380845 0.00933475 1.17380433

LOC100131785XR_039574.1 LOC100131785 7 PREDICTED: Homo sapiens misc_RNA (LOC100131785), miscRNA.0.01168918 0.02272594 1.1737666

SPTAN1 NM_003127.1 SPTAN1 9 Homo sapiens spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) (SPTAN1), mRNA.FLJ44613; (ALPHA)II-SPECTRIN0.00398965 0.00966983 1.17313397

RAB11FIP2 NM_014904.1 RAB11FIP2 10 Homo sapiens RAB11 family interacting protein 2 (class I) (RAB11FIP2), mRNA.Rab11-FIP2; KIAA0941; nRip110.00781428 0.01648721 1.17300115

ZWINT NM_001005414.1ZWINT 10 Homo sapiens ZW10 interactor (ZWINT), transcript variant 4, mRNA.MGC117174; KNTC2AP; HZwint-10.01711211 0.0305026 1.17124129
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PIP4K2A NM_005028.4 PIP4K2A 10 Homo sapiens phosphatidylinositol-5-phosphate 4-kinase, type II, alpha (PIP4K2A), mRNA.PIP5KII-alpha; PIP5K2A; PIPK; FLJ13267; PIP5KIIA4.33E-06 6.30E-05 1.17102948

C5orf21 NM_032042.3 C5ORF21 5 Homo sapiens chromosome 5 open reading frame 21 (C5orf21), mRNA.DKFZP564D172 0.00536842 0.01221351 1.16988943

HSF2 NM_004506.2 HSF2 6 Homo sapiens heat shock transcription factor 2 (HSF2), mRNA.MGC117376; MGC75048; MGC1561960.02065071 0.03533248 1.16988861

C2orf44 NM_025203.1 C2ORF44 2 Homo sapiens chromosome 2 open reading frame 44 (C2orf44), mRNA.FLJ21945; PP3840.00062995 0.00230903 1.16981835

ZSWIM7 NM_001042697.1ZSWIM7 17 Homo sapiens zinc finger, SWIM-type containing 7 (ZSWIM7), transcript variant 1, mRNA.SWS1 0.0231275 0.03863946 1.16939972

DNAJB2 NM_006736.5 DNAJB2 2 Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 2 (DNAJB2), transcript variant 2, mRNA.HSPF3; HSJ1 0.00419082 0.01004319 1.16861699

MYO9B NM_004145.2 MYO9B 19 Homo sapiens myosin IXB (MYO9B), mRNA.MYR5; CELIAC4 0.00834019 0.01738085 1.16786972

THOC2 NM_020449.1 THOC2 X Homo sapiens THO complex 2 (THOC2), mRNA.CXorf3; dJ506G2.1; THO20.00565066 0.01272247 1.16774386

LOC648852 XM_940430.1 LOC648852 PREDICTED: Homo sapiens hypothetical protein LOC648852 (LOC648852), mRNA.0.00527142 0.01204327 1.1677301

SPNS1 NM_032038.1 SPNS1 16 Homo sapiens spinster homolog 1 (Drosophila) (SPNS1), mRNA.SPINL; FLJ38358; HSpin1; PP2030; nrs; LAT; SPIN10.00312999 0.00799829 1.16728478

GDF15 NM_004864.1 GDF15 19 Homo sapiens growth differentiation factor 15 (GDF15), mRNA.PTGFB; GDF-15; PDF; NAG-1; MIC1; PLAB; MIC-19.77E-06 0.0001096 1.16702898

DGKQ NM_001347.2 DGKQ 4 Homo sapiens diacylglycerol kinase, theta 110kDa (DGKQ), mRNA.DAGK7; DAGK4; DAGK0.00052997 0.00202023 1.16560771

SDSL NM_138432.2 SDSL 12 Homo sapiens serine dehydratase-like (SDSL), mRNA.SDS-RS1 0.00713531 0.01534056 1.16503945

PMM1 NM_002676.1 PMM1 22 Homo sapiens phosphomannomutase 1 (PMM1), mRNA.Sec53 0.0013362 0.00413492 1.16450647

HDAC3 NM_003883.2 HDAC3 5 Homo sapiens histone deacetylase 3 (HDAC3), mRNA.RPD3; HD3; RPD3-24.78E-05 0.00034785 1.16390005

BIRC2 NM_001166.3 BIRC2 11 Homo sapiens baculoviral IAP repeat-containing 2 (BIRC2), mRNA.API1; Hiap-2; MIHB; RNF48; HIAP2; cIAP10.00671295 0.01464106 1.16369584

ARPC4 NM_005718.3 ARPC4 3 Homo sapiens actin related protein 2/3 complex, subunit 4, 20kDa (ARPC4), transcript variant 1, mRNA.ARC20; p20-Arc; MGC135440.0011881 0.0037711 1.16329368

GLRX NM_002064.1 GLRX 5 Homo sapiens glutaredoxin (thioltransferase) (GLRX), mRNA.GRX; GRX1; MGC1174074.13E-05 0.00031442 1.16280169

SLC30A7 NM_133496.3 SLC30A7 1 Homo sapiens solute carrier family 30 (zinc transporter), member 7 (SLC30A7), mRNA.ZnT-7; ZNT7; ZnTL2; DKFZp686M03680.00152307 0.00459671 1.16277682

ENO2 NM_001975.2 ENO2 12 Homo sapiens enolase 2 (gamma, neuronal) (ENO2), mRNA.NSE 7.66E-05 0.00048009 1.16209643

LMO4 NM_006769.2 LMO4 1 Homo sapiens LIM domain only 4 (LMO4), mRNA.0.00021249 0.00100581 1.16194977

PDCD6IP NM_013374.3 PDCD6IP 3 Homo sapiens programmed cell death 6 interacting protein (PDCD6IP), mRNA.MGC17003; Alix; DRIP4; AIP1; HP950.02501141 0.04107964 1.16194584

LOC728153 XM_926814.1 LOC728153 5 PREDICTED: Homo sapiens similar to FAM133B protein, transcript variant 1 (LOC728153), mRNA.0.03109321 0.04838502 1.16186007

KLHDC5 NM_020782.1 KLHDC5 12 Homo sapiens kelch domain containing 5 (KLHDC5), mRNA.MGC131714; KIAA13400.00073056 0.00258707 1.16179293

PIGM NM_145167.1 PIGM 1 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class M (PIGM), mRNA.MGC29896 0.01540947 0.02815096 1.16105883

MCL1 NM_021960.3 MCL1 1 Homo sapiens myeloid cell leukemia sequence 1 (BCL2-related) (MCL1), transcript variant 1, mRNA.MCL1L; MGC104264; MGC1839; TM; MCL1S; EAT0.00333678 0.00839835 1.16005817

KIAA1751 XM_933934.1 KIAA1751 1 PREDICTED: Homo sapiens KIAA1751, transcript variant 2 (KIAA1751), mRNA.0.00720957 0.01545437 1.15974143

LMAN2L NM_030805.1 LMAN2L 2 Homo sapiens lectin, mannose-binding 2-like (LMAN2L), mRNA.MGC11139; VIPL; DKFZp564L24230.0004743 0.00185022 1.15948859

PGS1 NM_024419.3 PGS1 17 Homo sapiens phosphatidylglycerophosphate synthase 1 (PGS1), mRNA.DKFZP762M186; MGC1319600.00051747 0.00197813 1.15948743

UCHL3 NM_006002.3 UCHL3 13 Homo sapiens ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) (UCHL3), mRNA.UCH-L3 0.00074866 0.00263316 1.15912552

ARL1 NM_001177.3 ARL1 12 Homo sapiens ADP-ribosylation factor-like 1 (ARL1), mRNA.ARFL1 0.00199204 0.00562618 1.15887767

TSPYL1 NM_003309.1 TSPYL1 6 Homo sapiens TSPY-like 1 (TSPYL1), mRNA.TSPYL 0.0001236 0.00066964 1.15861277

HELZ NM_014877.2 HELZ 17 Homo sapiens helicase with zinc finger (HELZ), mRNA.DKFZp586G1924; MGC163454; KIAA0054; DHRC; DRHC; HUMORF50.0292227 0.04622886 1.15698895

EXOC2 NM_018303.4 EXOC2 6 Homo sapiens exocyst complex component 2 (EXOC2), mRNA.Sec5p; FLJ11026; SEC5L1; SEC50.02479681 0.04081972 1.15679241

DCAF7 NM_005828.2 DCAF7 17 Homo sapiens DDB1 and CUL4 associated factor 7 (DCAF7), mRNA.AN11; HAN11 6.51E-05 0.00042972 1.15647822

SLC39A3 NM_213568.1 SLC39A3 19 Homo sapiens solute carrier family 39 (zinc transporter), member 3 (SLC39A3), transcript variant 2, mRNA.ZIP3 0.00625509 0.01381153 1.15592778

EAPP NM_018453.3 EAPP 14 Homo sapiens E2F-associated phosphoprotein (EAPP), mRNA.FLJ20578; MGC4957; BM036; EAPP; C14orf110.00082392 0.0028265 1.15555705

KATNA1 NM_007044.2 KATNA1 6 Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNA1), mRNA.0.01263736 0.02413334 1.15502362

Hs.497591 HS.497591 14 Homo sapiens cDNA FLJ41846 fis, clone NT2RI30031620.01480396 0.02727402 1.15497054

PEA15 NM_003768.2 PEA15 1 Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA15), mRNA.HUMMAT1H; PEA-15; PED; MAT1; MAT1H; HMAT10.00014468 0.00075379 1.15331249

HNRNPH2 NM_001032393.1HNRNPH2 X Homo sapiens heterogeneous nuclear ribonucleoprotein H2 (H') (HNRNPH2), transcript variant 2, mRNA.HNRPH'; FTP3; hnRNPH'0.01767617 0.03125178 1.1528432

MRPS31 NM_005830.2 MRPS31 13 Homo sapiens mitochondrial ribosomal protein S31 (MRPS31), nuclear gene encoding mitochondrial protein, mRNA.MRP-S31; IMOGN380.0024057 0.00651349 1.15273165

MFAP1 NM_005926.2 MFAP1 15 Homo sapiens microfibrillar-associated protein 1 (MFAP1), mRNA.0.00400213 0.00968495 1.15260919

SLC4A5 NM_133478.2 SLC4A5 2 Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 5 (SLC4A5), transcript variant c, mRNA.NBC4; MGC1296620.0202179 0.03473963 1.15149891

MKRN2 NM_014160.3 MKRN2 3 Homo sapiens makorin ring finger protein 2 (MKRN2), mRNA.HSPC070; RNF620.00213035 0.00591383 1.15052773

UNC84A NM_025154.2 UNC84A 7 Homo sapiens unc-84 homolog A (C. elegans) (UNC84A), mRNA.KIAA0810; SUN1; FLJ12407; MGC1766490.00116541 0.00372302 1.14994461

BTG1 NM_001731.1 BTG1 12 Homo sapiens B-cell translocation gene 1, anti-proliferative (BTG1), mRNA.9.30E-05 0.00054938 1.14955056

STX2 NM_001980.2 STX2 12 Homo sapiens syntaxin 2 (STX2), transcript variant 2, mRNA.MGC51014; STX2C; STX2A; EPM; STX2B; EPIM0.00266091 0.00705337 1.14937154

HRASLS3 NM_007069.1 HRASLS3 11 Homo sapiens HRAS-like suppressor 3 (HRASLS3), mRNA.HREV107-3; HREV107; H-REV107-1; MGC1187540.01009166 0.02022799 1.14917307

PRKCSH NM_001001329.1PRKCSH 19 Homo sapiens protein kinase C substrate 80K-H (PRKCSH), transcript variant 2, mRNA.G19P1; AGE-R2; PLD1; PCLD0.00118741 0.00377112 1.14858168

KATNB1 NM_005886.1 KATNB1 16 Homo sapiens katanin p80 (WD repeat containing) subunit B 1 (KATNB1), mRNA.KAT 0.00214634 0.00595214 1.1468054

BRP44 NM_015415.1 BRP44 1 Homo sapiens brain protein 44 (BRP44), transcript variant 2, mRNA.MGC125752; DKFZP564B167; MGC1257530.00109308 0.00353559 1.14639231

CDC7 NM_003503.2 CDC7 1 Homo sapiens cell division cycle 7 homolog (S. cerevisiae) (CDC7), mRNA.HsCDC7; MGC126237; CDC7L1; huCDC7; MGC126238; Hsk1; MGC1173610.0007237 0.00257033 1.1463311

KBTBD11 NM_014867.1 KBTBD11 8 Homo sapiens kelch repeat and BTB (POZ) domain containing 11 (KBTBD11), mRNA.KIAA0711; KLHDC7C0.01043328 0.0207558 1.14583397

STX5 NM_003164.2 STX5 11 Homo sapiens syntaxin 5 (STX5), mRNA.STX5A; SED5 0.00185735 0.00533448 1.14559975

DBNL NM_014063.5 DBNL 7 Homo sapiens drebrin-like (DBNL), transcript variant 1, mRNA.SH3P7; HIP-55; ABP10.00019091 0.00092789 1.14539488

WDR33 NM_001006623.1WDR33 2 Homo sapiens WD repeat domain 33 (WDR33), transcript variant 3, mRNA.WDC146; FLJ112940.02239664 0.03769072 1.14521597

LOC730432 XM_936257.1 LOC730432 PREDICTED: Homo sapiens similar to serine/threonine/tyrosine interacting protein, transcript variant 1 (LOC730432), mRNA.0.00045664 0.00179681 1.1448213

STX6 NM_005819.4 STX6 1 Homo sapiens syntaxin 6 (STX6), mRNA.0.00493091 0.01145312 1.14480629

LOC646567 XM_940087.1 LOC646567 1 PREDICTED: Homo sapiens similar to HSPC307 (LOC646567), mRNA.0.00045162 0.0017822 1.14462999

C2orf30 NM_015701.2 C2ORF30 2 Homo sapiens chromosome 2 open reading frame 30 (C2orf30), mRNA.CL24936; CL25084; XTP3TPB0.00545589 0.01237109 1.14460379

HSD17B10 NM_004493.2 HSD17B10 X Homo sapiens hydroxysteroid (17-beta) dehydrogenase 10 (HSD17B10), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.HCD2; ABAD; ERAB; MHBD; SCHAD; 17b-HSD10; HADH20.01148923 0.02242948 1.14393676

YIPF3 NM_015388.2 YIPF3 6 Homo sapiens Yip1 domain family, member 3 (YIPF3), mRNA.FinGER3; dJ337H4.3; KLIP1; DKFZP566C243; RP3-337H4.3; C6orf1090.00037497 0.0015454 1.14319436

SH3GL1 NM_003025.2 SH3GL1 19 Homo sapiens SH3-domain GRB2-like 1 (SH3GL1), mRNA.SH3P8; MGC111371; CNSA1; EEN; SH3D2B0.03008467 0.04719403 1.14290009

RNF123 NM_022064.2 RNF123 3 Homo sapiens ring finger protein 123 (RNF123), mRNA.KPC1; DKFZp686C2222; FP1477; FLJ12565; MGC1635040.00461997 0.01087029 1.14250306

CCDC45 NM_138363.1 CCDC45 17 Homo sapiens coiled-coil domain containing 45 (CCDC45), mRNA.DKFZp667E18240.00651707 0.01428549 1.14187043

LOC642333 XM_939884.1 LOC642333 PREDICTED: Homo sapiens similar to M-phase phosphoprotein, mpp8 (LOC642333), mRNA.0.0061304 0.01359421 1.14122899

ZNF526 NM_133444.1 ZNF526 19 Homo sapiens zinc finger protein 526 (ZNF526), mRNA.KIAA1951; MGC4267; DKFZp762O0590.02993254 0.04702326 1.14116704

DPM1 NM_003859.1 DPM1 20 Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 1, catalytic subunit (DPM1), mRNA.MPDS; CDGIE 3.01E-05 0.00024969 1.14115909

CHEK2 NM_007194.3 CHEK2 22 Homo sapiens CHK2 checkpoint homolog (S. pombe) (CHEK2), transcript variant 1, mRNA.HuCds1; CHK2; LFS2; RAD53; CDS1; PP14250.030648 0.04787042 1.14094938
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ATP6V1A NM_001690.2 ATP6V1A 3 Homo sapiens ATPase, H+ transporting, lysosomal 70kDa, V1 subunit A (ATP6V1A), mRNA.VA68; Vma1; HO68; ATP6V1A1; VPP2; ATP6A10.000133 0.00070682 1.1406916

Hs.579631 HS.579631 19 AGENCOURT_10229596 NIH_MGC_141 Homo sapiens cDNA clone IMAGE:6563923 5, mRNA sequence9.43E-05 0.00055566 1.14067797

FLJ40722 XM_945696.1 FLJ40722 PREDICTED: Homo sapiens hypothetical protein FLJ40722, transcript variant 4 (FLJ40722), mRNA.0.020848 0.03562517 1.14064692

TMEM55B NM_144568.1 TMEM55B 14 Homo sapiens transmembrane protein 55B (TMEM55B), mRNA.DKFZp434M0519; MGC26684; C14orf90.00864809 0.01788194 1.1397438

COPE NM_199444.1 COPE 19 Homo sapiens coatomer protein complex, subunit epsilon (COPE), transcript variant 3, mRNA.FLJ13241; epsilon-COP0.0001186 0.00065162 1.13933747

EAF1 NM_033083.5 EAF1 3 Homo sapiens ELL associated factor 1 (EAF1), mRNA.0.00866802 0.01791633 1.13886453

RNF31 NM_017999.3 RNF31 14 Homo sapiens ring finger protein 31 (RNF31), mRNA.FLJ23501; MGC19975; FLJ10111; ZIBRA0.02196127 0.03708438 1.13837305

LOC644310 XM_927480.1 LOC644310 PREDICTED: Homo sapiens similar to ubiquinol-cytochrome c reductase complex (LOC644310), mRNA.0.00833981 0.0173834 1.13817534

ITGAV NM_002210.2 ITGAV 2 Homo sapiens integrin, alpha V (vitronectin receptor, alpha polypeptide, antigen CD51) (ITGAV), mRNA.CD51; DKFZp686A08142; VNRA; MSK80.0056591 0.0127362 1.1379286

MAGEB6B XM_373340.1 MAGEB6B X PREDICTED: Homo sapiens melanoma antigen family B, 6B pseudogene (MAGEB6B), mRNA.0.00332732 0.00837649 1.13767304

SWAP70 NM_015055.1 SWAP70 11 Homo sapiens SWAP switching B-cell complex 70kDa subunit (SWAP70), mRNA.HSPC321; FLJ39540; KIAA0640; SWAP-700.00778587 0.01644962 1.13706968

MRPS33 NM_016071.2 MRPS33 7 Homo sapiens mitochondrial ribosomal protein S33 (MRPS33), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.FLJ21123; CGI-139; PTD003; MRP-S330.00158753 0.00474381 1.13688817

GGCT NM_024051.2 GGCT 7 Homo sapiens gamma-glutamyl cyclotransferase (GGCT), mRNA.FLJ11717; MGC3077; CRF210.00037661 0.00155038 1.13618368

LOC100133662XM_001713618.1LOC100133662 PREDICTED: Homo sapiens hypothetical protein LOC100133662 (LOC100133662), mRNA.0.00495498 0.0114992 1.13596075

C2orf56 NM_144736.3 C2ORF56 2 Homo sapiens chromosome 2 open reading frame 56 (C2orf56), transcript variant 3, mRNA.PRO1853 0.03137067 0.04868434 1.13557216

ZSWIM1 NM_080603.3 ZSWIM1 20 Homo sapiens zinc finger, SWIM-type containing 1 (ZSWIM1), mRNA.C20orf162 0.01743213 0.03092091 1.13504236

ITM2B NM_021999.2 ITM2B 13 Homo sapiens integral membrane protein 2B (ITM2B), mRNA.E3-16; BRICD2B; FBD; E25B; BRI; BRI2; ABRI0.00018229 0.00089845 1.13502726

HSPC171 NM_014187.1 HSPC171 Homo sapiens HSPC171 protein (HSPC171), mRNA.0.00417101 0.01000453 1.13460347

BCDIN3D NM_181708.1 BCDIN3D 12 Homo sapiens BCDIN3 domain containing (BCDIN3D), mRNA.0.02067029 0.03535485 1.13451092

C19orf60 NM_001100419.1C19ORF60 19 Homo sapiens chromosome 19 open reading frame 60 (C19orf60), transcript variant 2, mRNA.FLJ20850; FLJ37391; FLJ30108; FLJ346060.00077554 0.00269456 1.13436751

NECAP1 NM_015509.2 NECAP1 12 Homo sapiens NECAP endocytosis associated 1 (NECAP1), mRNA.DKFZP566B183; MGC1319000.00032286 0.00137817 1.13399284

C14orf179 NM_052873.1 C14ORF179 14 Homo sapiens chromosome 14 open reading frame 179 (C14orf179), mRNA.FLJ32173; MGC160280.02687092 0.04336697 1.13353863

PGRMC2 NM_006320.1 PGRMC2 4 Homo sapiens progesterone receptor membrane component 2 (PGRMC2), mRNA.DG6; PMBP 0.00137879 0.00424016 1.13326139

C6orf173 NM_001012507.1C6ORF173 6 Homo sapiens chromosome 6 open reading frame 173 (C6orf173), mRNA.DKFZp686L1553; CUG20.00111667 0.00359479 1.13323736

OCEL1 NM_024578.1 OCEL1 19 Homo sapiens occludin/ELL domain containing 1 (OCEL1), mRNA.S863-9; FLJ22709; FWP0090.00716728 0.01538798 1.13322298

RNF126 NM_194460.1 RNF126 19 Homo sapiens ring finger protein 126 (RNF126), mRNA.MGC14317; MGC1022; FLJ205520.01737062 0.03083697 1.1324994

SYAP1 NM_032796.2 SYAP1 X Homo sapiens synapse associated protein 1, SAP47 homolog (Drosophila) (SYAP1), mRNA.FLJ14495; DKFZp686K221; PRO3113; FLJ441850.00844188 0.01754568 1.13241402

AP3D1 NM_003938.4 AP3D1 19 Homo sapiens adaptor-related protein complex 3, delta 1 subunit (AP3D1), transcript variant 2, mRNA.hBLVR; ADTD 0.00837004 0.01742302 1.13143856

CLPTM1 NM_001294.1 CLPTM1 19 Homo sapiens cleft lip and palate associated transmembrane protein 1 (CLPTM1), mRNA.0.00023102 0.00106932 1.13106664

LOC728499 XM_928299.1 LOC728499 5 PREDICTED: Homo sapiens similar to Nuclear envelope pore membrane protein POM 121 (Pore membrane protein of 121 kDa) (P145) (LOC728499), mRNA.0.01015659 0.02033938 1.13066744

C7orf26 NM_024067.2 C7ORF26 7 Homo sapiens chromosome 7 open reading frame 26 (C7orf26), mRNA.MGC2718 0.00303981 0.00781933 1.12978727

DENND5A NM_015213.2 DENND5A 11 Homo sapiens DENN/MADD domain containing 5A (DENND5A), mRNA.FLJ33829; FLJ22354; FLJ43455; KIAA10910.00487405 0.01136477 1.12973168

MCOLN2 NM_153259.2 MCOLN2 1 Homo sapiens mucolipin 2 (MCOLN2), mRNA.TRP-ML2; TRPML2; FLJ366910.00580226 0.01300454 1.12971389

AP1G1 NM_001128.5 AP1G1 16 Homo sapiens adaptor-related protein complex 1, gamma 1 subunit (AP1G1), transcript variant 2, mRNA.MGC18255; ADTG; CLAPG10.03017171 0.04730326 1.12848151

PSMC4 NM_006503.2 PSMC4 19 Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 4 (PSMC4), transcript variant 1, mRNA.MIP224; MGC23214; TBP7; MGC13687; S6; MGC85700.00463527 0.01089684 1.1282691

UBLCP1 NM_145049.1 UBLCP1 5 Homo sapiens ubiquitin-like domain containing CTD phosphatase 1 (UBLCP1), mRNA.MGC10067; FLJ25267; CPUB10.00522212 0.01196585 1.12826749

DCP2 NM_152624.4 DCP2 5 Homo sapiens DCP2 decapping enzyme homolog (S. cerevisiae) (DCP2), mRNA.NUDT20; FLJ332450.00049207 0.00190584 1.12720645

TMEM118 NM_032814.1 TMEM118 Homo sapiens transmembrane protein 118 (TMEM118), mRNA.FLJ14627 0.00187348 0.00536803 1.12700892

Hs.545976 HS.545976 X xm52h06.x1 NCI_CGAP_GC6 Homo sapiens cDNA clone IMAGE:2687867 3, mRNA sequence0.02316693 0.03869938 1.12579133

PI4K2B NM_018323.2 PI4K2B 4 Homo sapiens phosphatidylinositol 4-kinase type 2 beta (PI4K2B), mRNA.FLJ11105; PIK42B; PI4KIIB0.03140908 0.04873003 1.125045

NDFIP2 NM_019080.1 NDFIP2 13 Homo sapiens Nedd4 family interacting protein 2 (NDFIP2), mRNA.FLJ25842; N4wbp5a; KIAA11650.00021686 0.00102072 1.12495081

LRPAP1 NM_002337.1 LRPAP1 4 Homo sapiens low density lipoprotein receptor-related protein associated protein 1 (LRPAP1), mRNA.MGC138272; A2MRAP; RAP; HBP44; A2RAP; MRAP0.00307918 0.00788886 1.12452443

CHSY1 NM_014918.3 CHSY1 15 Homo sapiens chondroitin sulfate synthase 1 (CHSY1), mRNA.CSS1; KIAA09900.00028745 0.00125816 1.1237411

RTN4IP1 NM_032730.3 RTN4IP1 6 Homo sapiens reticulon 4 interacting protein 1 (RTN4IP1), nuclear gene encoding mitochondrial protein, mRNA.NIMP; MGC129340.01295023 0.02457965 1.12365814

OAT NM_000274.1 OAT 10 Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene encoding mitochondrial protein, mRNA.HOGA; DKFZp781A111550.0001154 0.00063985 1.12331909

LOC646966 XR_038853.1 LOC646966 PREDICTED: Homo sapiens misc_RNA (LOC646966), miscRNA.0.00902166 0.01848557 1.12301604

TMEM60 NM_032936.2 TMEM60 7 Homo sapiens transmembrane protein 60 (TMEM60), mRNA.MGC74482; C7orf35; DC320.00117242 0.0037399 1.12259113

SPPL2A NM_032802.2 SPPL2A 15 Homo sapiens signal peptide peptidase-like 2A (SPPL2A), mRNA.PSL2; IMP3 0.00245873 0.00663065 1.12231602

FRG1 NM_004477.2 FRG1 4 Homo sapiens FSHD region gene 1 (FRG1), mRNA.FSG1; FRG1A 0.00197031 0.00557784 1.12192969

PLRG1 NM_002669.2 PLRG1 4 Homo sapiens pleiotropic regulator 1 (PRL1 homolog, Arabidopsis) (PLRG1), mRNA.MGC110980; PRL10.00030114 0.00130235 1.12159953

CAPRIN2 NM_023925.3 CAPRIN2 12 Homo sapiens caprin family member 2 (CAPRIN2), transcript variant 2, mRNA.MGC134848; MGC102894; MGC134847; FLJ11391; caprin-2; C1QDC1; EEG-1; FLJ22569; EEG10.0247597 0.04077098 1.12157366

SRP54 NM_003136.2 SRP54 14 Homo sapiens signal recognition particle 54kDa (SRP54), mRNA.0.00024593 0.00111691 1.12013989

M6PR NM_002355.2 M6PR 12 Homo sapiens mannose-6-phosphate receptor (cation dependent) (M6PR), mRNA.SMPR; FLJ32994; CD-MPR; MPR460.00960744 0.019462 1.11903697

ACTR1A NM_005736.2 ACTR1A 10 Homo sapiens ARP1 actin-related protein 1 homolog A, centractin alpha (yeast) (ACTR1A), mRNA.ARP1 0.00149611 0.00453676 1.1189017

SIVA NM_006427.2 SIVA 14 Homo sapiens CD27-binding (Siva) protein (SIVA), transcript variant 1, mRNA.CD27BP 3.18E-05 0.00025936 1.11847663

VAMP7 NM_005638.3 VAMP7 XY Homo sapiens vesicle-associated membrane protein 7 (VAMP7), mRNA.TI-VAMP; VAMP7; VAMP-7; SYBL10.00934033 0.01902017 1.11838797

COQ2 NM_015697.5 COQ2 4 Homo sapiens coenzyme Q2 homolog, prenyltransferase (yeast) (COQ2), mRNA.CL640; FLJ260720.01458619 0.02695964 1.11835755

NPLOC4 NM_017921.1 NPLOC4 17 Homo sapiens nuclear protein localization 4 homolog (S. cerevisiae) (NPLOC4), mRNA.FLJ20657; FLJ23742; NPL4; KIAA14990.00467554 0.01097016 1.11829464

TFB1M NM_016020.1 TFB1M 6 Homo sapiens transcription factor B1, mitochondrial (TFB1M), mRNA.CGI75; mtTFB; CGI-750.00598754 0.01334548 1.11828445

MRPS11 NM_176805.1 MRPS11 15 Homo sapiens mitochondrial ribosomal protein S11 (MRPS11), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.HCC-2; FLJ22512; FLJ234060.00198328 0.0056058 1.1178573

ATP1B1 NM_001001787.1ATP1B1 1 Homo sapiens ATPase, Na+/K+ transporting, beta 1 polypeptide (ATP1B1), transcript variant 2, mRNA.MGC1798; ATP1B0.00050417 0.00194233 1.11780239

LOC100134648XM_001724681.1LOC100134648 7 PREDICTED: Homo sapiens similar to hCG2024106, transcript variant 2 (LOC100134648), mRNA.0.02656275 0.04298451 1.11763869

FOXO3 NM_001455.2 FOXO3 6 Homo sapiens forkhead box O3 (FOXO3), transcript variant 1, mRNA.FOXO2; FKHRL1; AF6q21; DKFZp781A0677; MGC12739; FKHRL1P2; MGC31925; FOXO3A0.01164192 0.02266649 1.11700369

CNIH NM_005776.2 CNIH 14 Homo sapiens cornichon homolog (Drosophila) (CNIH), mRNA.CNIH1; CNIL; TGAM77; MGC1171560.00018743 0.00091508 1.11633703

BCL2L12 NM_052842.2 BCL2L12 19 Homo sapiens BCL2-like 12 (proline rich) (BCL2L12), transcript variant 3, mRNA.MGC120315; MGC120314; MGC1203137.74E-05 0.00048406 1.1163352

YIF1A NM_020470.1 YIF1A 11 Homo sapiens Yip1 interacting factor homolog A (S. cerevisiae) (YIF1A), mRNA.FinGER7; 54TM; YIF1P; YIF10.01054913 0.02093643 1.11616509

ARIH2 NM_006321.1 ARIH2 3 Homo sapiens ariadne homolog 2 (Drosophila) (ARIH2), mRNA.FLJ10938; TRIAD1; FLJ33921; ARI20.00030347 0.00131034 1.11559026

KIAA0355 NM_014686.2 KIAA0355 19 Homo sapiens KIAA0355 (KIAA0355), mRNA.0.0314866 0.0488085 1.11530262

LOC347376 XM_937928.1 LOC347376 PREDICTED: Homo sapiens similar to H3 histone, family 3B (LOC347376), mRNA.0.01170062 0.02273192 1.11454241

LOC389517 NM_001032389.1LOC389517 Homo sapiens similar to Williams Beuren syndrome chromosome region 19 (LOC389517), mRNA.0.00209119 0.00583195 1.11440177
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RP11-529I10.4NM_015448.1 RP11-529I10.4 10 Homo sapiens deleted in a mouse model of primary ciliary dyskinesia (RP11-529I10.4), mRNA.DKFZP566F084 0.01212146 0.0233409 1.11426901

ANKMY2 NM_020319.1 ANKMY2 7 Homo sapiens ankyrin repeat and MYND domain containing 2 (ANKMY2), mRNA.DKFZP564O043; ZMYND200.02158609 0.03660441 1.11402439

C16orf80 NM_013242.2 C16ORF80 16 Homo sapiens chromosome 16 open reading frame 80 (C16orf80), mRNA.EVORF; GTL3 0.01002675 0.02013129 1.11387162

ELP3 NM_018091.3 ELP3 8 Homo sapiens elongation protein 3 homolog (S. cerevisiae) (ELP3), mRNA.FLJ10422; KAT9 0.0173474 0.0308058 1.11383359

ZNF330 NM_014487.2 ZNF330 4 Homo sapiens zinc finger protein 330 (ZNF330), mRNA.NOA36; HSA65910.01792649 0.03162745 1.11342283

RNGTT NM_003800.1 RNGTT 6 Homo sapiens RNA guanylyltransferase and 5'-phosphatase (RNGTT), mRNA.HCE1; hCAP; CAP1A; HCE; DKFZp686J20310.00543611 0.01232881 1.1126038

PMP22 NM_153321.1 PMP22 17 Homo sapiens peripheral myelin protein 22 (PMP22), transcript variant 2, mRNA.CMT1A; GAS-3; DSS; CMT1E; MGC20769; HMSNIA; HNPP; Sp1100.0083459 0.01738942 1.11228351

GLA NM_000169.1 GLA X Homo sapiens galactosidase, alpha (GLA), mRNA.GALA 0.00109863 0.00355144 1.11133838

ZDHHC7 NM_017740.1 ZDHHC7 16 Homo sapiens zinc finger, DHHC-type containing 7 (ZDHHC7), mRNA.ZNF370; FLJ10792; FLJ202790.00053378 0.00202978 1.1111273

BRD7 NM_013263.2 BRD7 16 Homo sapiens bromodomain containing 7 (BRD7), mRNA.CELTIX1; NAG4; BP750.00552873 0.01249714 1.10956156

DCTN5 NM_032486.2 DCTN5 16 Homo sapiens dynactin 5 (p25) (DCTN5), mRNA.MGC3248; p25 0.02548632 0.04170838 1.10928042

TUSC4 NM_006545.4 TUSC4 3 Homo sapiens tumor suppressor candidate 4 (TUSC4), mRNA.NPR2L; NPRL2 0.00111535 0.00359158 1.10904703

PRPF19 NM_014502.3 PRPF19 11 Homo sapiens PRP19/PSO4 pre-mRNA processing factor 19 homolog (S. cerevisiae) (PRPF19), mRNA.NMP200; PRP19; hPSO4; UBOX4; SNEV; PSO40.01874733 0.03270927 1.10894358

TMEM14D XM_928242.2 TMEM14D 10 PREDICTED: Homo sapiens transmembrane protein 14D (TMEM14D), mRNA.0.00023083 0.00106889 1.10838485

CBWD5 NM_001024916.2CBWD5 9 Homo sapiens COBW domain containing 5 (CBWD5), mRNA.FLJ40320; DC36; MGC167043; MGC44166; FLJ348560.01889911 0.03293179 1.10818658

BTAF1 NM_003972.2 BTAF1 10 Homo sapiens BTAF1 RNA polymerase II, B-TFIID transcription factor-associated, 170kDa (Mot1 homolog, S. cerevisiae) (BTAF1), mRNA.TAF172; KIAA0940; TAF(II)170; TAFII170; MOT1; MGC1384060.01939764 0.03364404 1.10800461

LOC728324 XR_015322.2 LOC728324 PREDICTED: Homo sapiens misc_RNA (LOC728324), miscRNA.0.00182064 0.00525824 1.10784138

RAP2A NM_021033.4 RAP2A 13 Homo sapiens RAP2A, member of RAS oncogene family (RAP2A), mRNA.RAP2; K-REV; KREV; RbBP-300.00999778 0.02009912 1.10766847

KRT10 NM_000421.2 KRT10 17 Homo sapiens keratin 10 (epidermolytic hyperkeratosis; keratosis palmaris et plantaris) (KRT10), mRNA.K10; KPP; CK10 0.0166831 0.02997387 1.10701099

TMED9 NM_017510.3 TMED9 5 Homo sapiens transmembrane emp24 protein transport domain containing 9 (TMED9), mRNA.HSGP25L2G 0.00050391 0.00194271 1.10666257

SERBP1 NM_001018068.1SERBP1 1 Homo sapiens SERPINE1 mRNA binding protein 1 (SERBP1), transcript variant 3, mRNA.CGI-55; FLJ90489; DKFZp564M2423; CHD3IP; PAIRBP1; PAI-RBP1; HABP4L0.02058038 0.03525099 1.10589446

G6PD NM_000402.2 G6PD X Homo sapiens glucose-6-phosphate dehydrogenase (G6PD), transcript variant 1, mRNA.G6PD1 0.0185051 0.03239064 1.10569747

LOC727808 XR_041978.1 LOC727808 PREDICTED: Homo sapiens hypothetical protein LOC727808 (LOC727808), miscRNA.0.02684969 0.04334558 1.10494414

LOC644330 XM_946163.1 LOC644330 19 PREDICTED: Homo sapiens similar to tropomyosin 3 isoform 2 (LOC644330), mRNA.0.01091523 0.02151763 1.10445345

CSNK1E NM_001894.4 CSNK1E 22 Homo sapiens casein kinase 1, epsilon (CSNK1E), transcript variant 2, mRNA.MGC10398; HCKIE0.02908739 0.04608189 1.10424218

RAD51C NM_058216.1 RAD51C 17 Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 1, mRNA.MGC104277; RAD51L20.00105416 0.00343217 1.10419877

CXXC1 NM_014593.2 CXXC1 18 Homo sapiens CXXC finger 1 (PHD domain) (CXXC1), mRNA.SPP1; HsT2645; 5830420C16Rik; hCGBP; CGBP; 2410002I16Rik; PHF18; PCCX1; CFP10.00141448 0.00433518 1.10387526

PNPLA6 NM_006702.2 PNPLA6 19 Homo sapiens patatin-like phospholipase domain containing 6 (PNPLA6), mRNA.sws; NTE 0.00490576 0.01141177 1.10337657

OCRL NM_001587.3 OCRL X Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant b, mRNA.NPHL2; OCRL1; LOCR; INPP5F0.02295206 0.03839947 1.10223763

CCBE1 NM_133459.1 CCBE1 18 Homo sapiens collagen and calcium binding EGF domains 1 (CCBE1), mRNA.FLJ30681; MGC508610.00889467 0.0182805 1.10204469

PRIM1 NM_000946.2 PRIM1 12 Homo sapiens primase, DNA, polypeptide 1 (49kDa) (PRIM1), mRNA.MGC12308; p490.00122036 0.00384766 1.10191497

LOC100134304XM_001720739.1LOC100134304 PREDICTED: Homo sapiens similar to hCG1983233 (LOC100134304), mRNA.0.00161187 0.00479939 1.10184675

ANKIB1 NM_019004.1 ANKIB1 7 Homo sapiens ankyrin repeat and IBR domain containing 1 (ANKIB1), mRNA.DKFZP434A0225; KIAA1386; FLJ331230.01477489 0.02723431 1.10148872

FGFRL1 NM_001004358.1FGFRL1 4 Homo sapiens fibroblast growth factor receptor-like 1 (FGFRL1), transcript variant 3, mRNA.FGFR5; FHFR 0.03199761 0.04948065 1.10130464

DYNLT1 NM_006519.1 DYNLT1 6 Homo sapiens dynein, light chain, Tctex-type 1 (DYNLT1), mRNA.tctex-1; CW-1; MGC111571; TCTEL14.03E-05 0.0003079 1.10040298

GAPVD1 NM_015635.2 GAPVD1 9 Homo sapiens GTPase activating protein and VPS9 domains 1 (GAPVD1), mRNA.MGC138848; DKFZP434C212; KIAA1521; RAP6; MGC1388470.01227235 0.02357297 1.09956153

C3orf26 NM_032359.2 C3ORF26 3 Homo sapiens chromosome 3 open reading frame 26 (C3orf26), mRNA.MGC4308 0.00683507 0.01485076 1.09915093

TNFRSF12A NM_016639.1 TNFRSF12A 16 Homo sapiens tumor necrosis factor receptor superfamily, member 12A (TNFRSF12A), mRNA.CD266; TWEAKR; FN140.00308847 0.00790707 1.09852594

SERTAD1 NM_013376.1 SERTAD1 19 Homo sapiens SERTA domain containing 1 (SERTAD1), mRNA.TRIP-Br1; SEI1 0.00516348 0.01185648 1.09806015

TAF10 NM_006284.2 TAF10 11 Homo sapiens TAF10 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 30kDa (TAF10), mRNA.TAF2H; TAF2A; TAFII300.00217522 0.00600311 1.09774745

R3HCC1 XM_114618.6 R3HCC1 PREDICTED: Homo sapiens R3H domain and coiled-coil containing 1 (R3HCC1), mRNA.0.01337366 0.02519851 1.09698657

PHPT1 NM_014172.2 PHPT1 9 Homo sapiens phosphohistidine phosphatase 1 (PHPT1), mRNA.bA216L13.10; CGI-202; PHP14; HSPC141; RP11-216L13.10; DKFZp564M1730.01629669 0.02943534 1.09633259

CD81 NM_004356.3 CD81 11 Homo sapiens CD81 molecule (CD81), mRNA.S5.7; TAPA1; TSPAN280.00022884 0.00106104 1.09600019

RAB3IP NM_175624.1 RAB3IP 12 Homo sapiens RAB3A interacting protein (rabin3) (RAB3IP), transcript variant beta 1, mRNA.MGC71495; RABIN3; FLJ22548; FLJ146600.00767916 0.01626211 1.09488921

HLA-E NM_005516.4 HLA-E 6 Homo sapiens major histocompatibility complex, class I, E (HLA-E), mRNA.DKFZp686P19218; EA2.1; MHC; HLA-6.2; EA1.20.01196046 0.02312512 1.0946491

LASS6 NM_203463.1 LASS6 2 Homo sapiens LAG1 homolog, ceramide synthase 6 (LASS6), mRNA.CerS6; MGC129950; MGC1299490.00029231 0.00127175 1.09406565

G3BP2 NM_012297.3 G3BP2 4 Homo sapiens GTPase activating protein (SH3 domain) binding protein 2 (G3BP2), transcript variant 2, mRNA.0.0120278 0.0232264 1.09364577

FEZ2 NM_005102.2 FEZ2 2 Homo sapiens fasciculation and elongation protein zeta 2 (zygin II) (FEZ2), transcript variant 1, mRNA.MGC117372; HUM3CL0.00285154 0.00744428 1.09358565

COPA NM_004371.2 COPA 1 Homo sapiens coatomer protein complex, subunit alpha (COPA), transcript variant 2, mRNA.FLJ26320; HEP-COP0.00112017 0.00360389 1.09301466

THEM2 NM_018473.2 THEM2 6 Homo sapiens thioesterase superfamily member 2 (THEM2), mRNA.HT012; PNAS-27; MGC49610.01157951 0.02256115 1.0930051

CDCA4 NM_017955.2 CDCA4 14 Homo sapiens cell division cycle associated 4 (CDCA4), transcript variant 13, mRNA.MGC19517; FLJ20764; HEPP0.00793593 0.01667589 1.09277591

H3F3B NM_005324.3 H3F3B 17 Homo sapiens H3 histone, family 3B (H3.3B) (H3F3B), mRNA.H3F3A; H3.3B 0.00060675 0.00225365 1.09174355

KLHL8 NM_020803.3 KLHL8 4 Homo sapiens kelch-like 8 (Drosophila) (KLHL8), mRNA.FLJ46304; KIAA13780.01886959 0.03290144 1.09125881

LRPPRC NM_133259.2 LRPPRC 2 Homo sapiens leucine-rich PPR-motif containing (LRPPRC), mRNA.GP130; CLONE-23970; LRP130; LSFC0.02523635 0.04136782 1.09024592

CGGBP1 NM_003663.3 CGGBP1 3 Homo sapiens CGG triplet repeat binding protein 1 (CGGBP1), transcript variant 2, mRNA.CGGBP; p20-CGGBP0.008355 0.01739838 1.08984115

RAB2B NM_032846.2 RAB2B 14 Homo sapiens RAB2B, member RAS oncogene family (RAB2B), mRNA.FLJ14824 0.00426114 0.01017357 1.08949344

RARS NM_002887.3 RARS 5 Homo sapiens arginyl-tRNA synthetase (RARS), mRNA.ArgRS; DALRD1; MGC86410.00048601 0.00188573 1.08925876

FNBP1 NM_015033.2 FNBP1 9 Homo sapiens formin binding protein 1 (FNBP1), mRNA.FBP17; MGC126804; KIAA05540.01261355 0.02409634 1.08913095

POLB NM_002690.1 POLB 8 Homo sapiens polymerase (DNA directed), beta (POLB), mRNA.MGC125976 0.00407787 0.0098245 1.08828576

EFHA1 NM_152726.1 EFHA1 13 Homo sapiens EF-hand domain family, member A1 (EFHA1), mRNA.FLJ34588; FLJ25016; 1110008L20Rik0.00114975 0.00368381 1.08824951

CCNF NM_001761.1 CCNF 16 Homo sapiens cyclin F (CCNF), mRNA.FBX1; FBXO1 0.00627081 0.01384343 1.08696355

TRAPPC4 NM_016146.1 TRAPPC4 11 Homo sapiens trafficking protein particle complex 4 (TRAPPC4), mRNA.SBDN; CGI-104; HSPC172; TRS23; PTD0090.01767075 0.03124727 1.0869418

C19orf53 NM_014047.1 C19ORF53 19 Homo sapiens chromosome 19 open reading frame 53 (C19orf53), mRNA.HSPC023 0.00065068 0.00236983 1.08663254

LOC644774 XM_927868.1 LOC644774 X PREDICTED: Homo sapiens similar to Phosphoglycerate kinase 1 (LOC644774), mRNA.0.02686525 0.04336425 1.08562401

COX7A2L NM_004718.2 COX7A2L 2 Homo sapiens cytochrome c oxidase subunit VIIa polypeptide 2 like (COX7A2L), nuclear gene encoding mitochondrial protein, mRNA.EB1; COX7RP; COX7AR; SIG810.00030108 0.0013026 1.08515653

C15orf24 NM_020154.2 C15ORF24 15 Homo sapiens chromosome 15 open reading frame 24 (C15orf24), mRNA.C11orf3; HT022; ORF1-FL10.00176184 0.00514169 1.08459624

C18orf8 NM_013326.2 C18ORF8 18 Homo sapiens chromosome 18 open reading frame 8 (C18orf8), mRNA.HsT2591; MIC1; FLJ234530.00467176 0.01096365 1.08421326

ACBD3 NM_022735.3 ACBD3 1 Homo sapiens acyl-Coenzyme A binding domain containing 3 (ACBD3), mRNA.GOLPH1; PAP7; GOCAP1; GCP600.00673542 0.01467533 1.08402387

POFUT1 NM_015352.1 POFUT1 20 Homo sapiens protein O-fucosyltransferase 1 (POFUT1), transcript variant 1, mRNA.O-Fuc-T; O-FUT; FUT12; O-FucT-1; MGC2482; KIAA01800.0213496 0.03631672 1.08389239

RNF181 NM_016494.3 RNF181 2 Homo sapiens ring finger protein 181 (RNF181), mRNA.HSPC238 0.00130618 0.00405819 1.08374212
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CHP NM_007236.3 CHP 15 Homo sapiens calcium binding protein P22 (CHP), mRNA.SLC9A1BP 0.0013653 0.00420701 1.08193798

LOC100132547XR_039468.1 LOC100132547 12 PREDICTED: Homo sapiens misc_RNA (LOC100132547), miscRNA.0.02193039 0.03704374 1.08125047

HNRNPA0 NM_006805.3 HNRNPA0 5 Homo sapiens heterogeneous nuclear ribonucleoprotein A0 (HNRNPA0), mRNA.hnRNPA0 0.01675092 0.03007085 1.08105974

SUCLG1 NM_003849.1 SUCLG1 2 Homo sapiens succinate-CoA ligase, alpha subunit (SUCLG1), mRNA.FLJ21114; SUCLA10.00178109 0.00517839 1.08057242

MYL12A NM_006471.2 MYL12A 18 Homo sapiens myosin, light chain 12A, regulatory, non-sarcomeric (MYL12A), mRNA.MLCB; MRLC3 0.00054432 0.00206264 1.08049457

UTP6 NM_018428.2 UTP6 17 Homo sapiens UTP6, small subunit (SSU) processome component, homolog (yeast) (UTP6), mRNA.HCA66; C17orf400.00403296 0.00974221 1.08027346

LOC647673 XM_936731.1 LOC647673 PREDICTED: Homo sapiens similar to Translationally-controlled tumor protein (TCTP) (p23) (Histamine-releasing factor) (HRF) (Fortilin) (LOC647673), mRNA.0.00193102 0.00549523 1.08023453

ALCAM NM_001627.2 ALCAM 3 Homo sapiens activated leukocyte cell adhesion molecule (ALCAM), mRNA.CD166; FLJ38514; MEMD; MGC717330.01386212 0.02588994 1.08022312

VPS37C NM_017966.4 VPS37C 11 Homo sapiens vacuolar protein sorting 37 homolog C (S. cerevisiae) (VPS37C), mRNA.FLJ20847 0.00682119 0.01483544 1.08017808

PDXP NM_020315.3 PDXP 22 Homo sapiens pyridoxal (pyridoxine, vitamin B6) phosphatase (PDXP), mRNA.CIN; FLJ32703; PLP; dJ37E16.50.00192236 0.00547634 1.08012136

LOC100130932XM_001726578.1LOC100130932 PREDICTED: Homo sapiens similar to Sm protein G (LOC100130932), mRNA.0.0138317 0.02585534 1.0800607

DAP3 NM_033657.1 DAP3 1 Homo sapiens death associated protein 3 (DAP3), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.MGC126059; MGC126058; bMRP-10; MRP-S29; DKFZp686G12159; DAP-3; MRPS290.00224761 0.00616066 1.07984405

SAPS3 NM_018312.3 SAPS3 11 Homo sapiens SAPS domain family, member 3 (SAPS3), mRNA.MGC125712; SAPL; SAP190; SAPLa; DKFZp781E2374; C11orf23; PP6R3; DKFZp781O2362; KIAA1558; FLJ11058; MGC125711; DKFZp781E17107; FLJ430650.00683081 0.01485041 1.07877744

CD2BP2 NM_006110.1 CD2BP2 16 Homo sapiens CD2 (cytoplasmic tail) binding protein 2 (CD2BP2), mRNA.FWP010; LIN1; Snu400.00785194 0.01654418 1.07869169

WDYHV1 NM_018024.1 WDYHV1 8 Homo sapiens WDYHV motif containing 1 (WDYHV1), mRNA.FLJ10204 0.02822163 0.04504519 1.07837922

MMGT1 XM_932381.1 MMGT1 X Homo sapiens membrane magnesium transporter 1 (MMGT1), mRNA.0.01156092 0.02253706 1.07720216

RPUSD3 NM_173659.2 RPUSD3 3 Homo sapiens RNA pseudouridylate synthase domain containing 3 (RPUSD3), mRNA.FLJ34707; MGC297840.01815265 0.03190217 1.07696426

CCNK NM_003858.2 CCNK 14 Homo sapiens cyclin K (CCNK), transcript variant 2, mRNA.CPR4; MGC91130.01958601 0.03388963 1.0766535

LOC100131718XR_038705.1 LOC100131718 PREDICTED: Homo sapiens misc_RNA (LOC100131718), miscRNA.0.02495298 0.04100847 1.07584356

COX7C NM_001867.2 COX7C 5 Homo sapiens cytochrome c oxidase subunit VIIc (COX7C), nuclear gene encoding mitochondrial protein, mRNA.0.00163226 0.00484815 1.07577668

LOC654121 XM_942442.1 LOC654121 PREDICTED: Homo sapiens similar to C49H3.3 (LOC654121), mRNA.0.00227132 0.00621625 1.07539836

TMEM9B NM_020644.1 TMEM9B 11 Homo sapiens TMEM9 domain family, member B (TMEM9B), mRNA.C11orf15 0.01781215 0.03145125 1.07524954

NDUFA8 NM_014222.2 NDUFA8 9 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8, 19kDa (NDUFA8), nuclear gene encoding mitochondrial protein, mRNA.CI-19KD; PGIV; MGC793; CI-PGIV0.00036953 0.00153052 1.07507377

LOC401206 XM_376420.3 LOC401206 5 PREDICTED: Homo sapiens similar to 40S ribosomal protein S25 (LOC401206), mRNA.0.01402077 0.02613683 1.0743299

RAB5B NM_002868.2 RAB5B 12 Homo sapiens RAB5B, member RAS oncogene family (RAB5B), mRNA.0.00940153 0.01910901 1.07406218

C21orf55 NM_017833.2 C21ORF55 21 Homo sapiens chromosome 21 open reading frame 55 (C21orf55), mRNA.C21orf78 0.01404674 0.02617177 1.07346626

TMEM181 XM_941693.1 TMEM181 6 Homo sapiens transmembrane protein 181 (TMEM181), mRNA.KIAA1423; GPR1780.00816446 0.01708673 1.07229477

ZDHHC8 NM_013373.2 ZDHHC8 22 Homo sapiens zinc finger, DHHC-type containing 8 (ZDHHC8), mRNA.ZNF378; ZDHHCL10.00294582 0.00764086 1.0722763

MBTPS1 NM_201268.1 MBTPS1 16 Homo sapiens membrane-bound transcription factor peptidase, site 1 (MBTPS1), mRNA.MGC138712; KIAA0091; SKI-1; S1P; MGC138711; PCSK80.01802105 0.03174789 1.07217133

TMEM14A NM_014051.2 TMEM14A 6 Homo sapiens transmembrane protein 14A (TMEM14A), mRNA.C6orf73; PTD0110.00434085 0.01032756 1.07184933

ASCC2 NM_032204.3 ASCC2 22 Homo sapiens activating signal cointegrator 1 complex subunit 2 (ASCC2), mRNA.ASC1p100 0.02908651 0.04608721 1.07160642

TOMM70A NM_014820.3 TOMM70A 3 Homo sapiens translocase of outer mitochondrial membrane 70 homolog A (S. cerevisiae) (TOMM70A), nuclear gene encoding mitochondrial protein, mRNA.FLJ90470 0.01993132 0.03437765 1.07146474

LOC100128084XM_001719793.1LOC100128084 PREDICTED: Homo sapiens hypothetical protein LOC100128084 (LOC100128084), mRNA.0.01405335 0.0261796 1.07028624

LOC100130308XR_036947.1 LOC100130308 PREDICTED: Homo sapiens misc_RNA (LOC100130308), miscRNA.0.02502161 0.04108399 1.07008754

LOC255167 NR_024424.1 LOC255167 5 Homo sapiens hypothetical LOC255167 (LOC255167), non-coding RNA.0.01907644 0.03316103 1.06983326

KCNH6 NM_030779.2 KCNH6 17 Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), member 6 (KCNH6), transcript variant 1, mRNA.HERG2; ERG2; Kv11.20.007989 0.01676148 1.06939771

OSTC NM_021227.2 OSTC 4 Homo sapiens oligosaccharyltransferase complex subunit (OSTC), mRNA.0.00140389 0.00431002 1.06864128

RALA NM_005402.2 RALA 7 Homo sapiens v-ral simian leukemia viral oncogene homolog A (ras related) (RALA), mRNA.MGC48949; RAL0.00591629 0.01321105 1.06832988

SLC30A9 NM_006345.3 SLC30A9 4 Homo sapiens solute carrier family 30 (zinc transporter), member 9 (SLC30A9), mRNA.C4orf1; HUEL; ZNT9; GAC630.01199305 0.02317575 1.06796881

ETFA NM_000126.1 ETFA 15 Homo sapiens electron-transfer-flavoprotein, alpha polypeptide (glutaric aciduria II) (ETFA), nuclear gene encoding mitochondrial protein, mRNA.GA2; MADD; EMA0.00651169 0.01427946 1.06765879

BUD31 NM_003910.2 BUD31 7 Homo sapiens BUD31 homolog (S. cerevisiae) (BUD31), mRNA.MGC111202; YCR063W; EDG-2; EDG2; G100.00460648 0.01085263 1.06751516

GOT1 NM_002079.1 GOT1 10 Homo sapiens glutamic-oxaloacetic transaminase 1, soluble (aspartate aminotransferase 1) (GOT1), mRNA.GIG18 0.00282443 0.00738592 1.06681783

MRPL17 NM_022061.2 MRPL17 11 Homo sapiens mitochondrial ribosomal protein L17 (MRPL17), nuclear gene encoding mitochondrial protein, mRNA.RPML26; MRP-L26; RPL17L0.00952684 0.01932395 1.06670347

UBXN1 NM_015853.3 UBXN1 11 Homo sapiens UBX domain protein 1 (UBXN1), mRNA.2B28 0.00718425 0.01541833 1.06666194

KLHDC3 NM_057161.2 KLHDC3 6 Homo sapiens kelch domain containing 3 (KLHDC3), mRNA.RP1-20C7.3; hPEAS; hPeas; dJ20C7.3; PEAS0.02191241 0.03702489 1.06662515

DHCR24 NM_014762.2 DHCR24 1 Homo sapiens 24-dehydrocholesterol reductase (DHCR24), mRNA.Nbla03646; seladin-1; SELADIN1; KIAA00180.02897393 0.04594902 1.06614878

RPS28 NM_001031.4 RPS28 19 Homo sapiens ribosomal protein S28 (RPS28), mRNA.0.00018254 0.00089808 1.06467517

ARF4 NM_001660.2 ARF4 3 Homo sapiens ADP-ribosylation factor 4 (ARF4), mRNA.ARF2 0.0043289 0.01030365 1.0646237

PGRMC1 NM_006667.2 PGRMC1 X Homo sapiens progesterone receptor membrane component 1 (PGRMC1), mRNA.HPR6.6; MPR 0.00772477 0.01633641 1.06413575

IL18 NM_001562.2 IL18 11 Homo sapiens interleukin 18 (interferon-gamma-inducing factor) (IL18), mRNA.MGC12320; IL-18; IL1F4; IGIF; IL-1g0.00690207 0.01496045 1.06391629

LOC90586 XR_000544.1 LOC90586 17 PREDICTED: Homo sapiens AOC3 pseudogene (LOC90586), misc RNA.0.0296071 0.04664685 1.06308904

YWHAB NM_139323.2 YWHAB 20 Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, beta polypeptide (YWHAB), transcript variant 2, mRNA.KCIP-1; HS1; GW1280.00439646 0.0104393 1.06303605

EIF2B2 NM_014239.2 EIF2B2 14 Homo sapiens eukaryotic translation initiation factor 2B, subunit 2 beta, 39kDa (EIF2B2), mRNA.EIF-2Bbeta; EIF2B0.02815325 0.04498229 1.06281011

SPOP NM_001007228.1SPOP 17 Homo sapiens speckle-type POZ protein (SPOP), transcript variant 1, mRNA.TEF2 0.01248976 0.02391029 1.06244346

SCAP NM_012235.2 SCAP 3 Homo sapiens SREBF chaperone (SCAP), mRNA.KIAA0199 0.01286355 0.02445357 1.06181606

PFDN6 NM_014260.2 PFDN6 6 Homo sapiens prefoldin subunit 6 (PFDN6), mRNA.HKE2; PFD6; H2-KE2; KE-2; MGC707440.01455606 0.02693602 1.06130862

ADIPOR1 NM_015999.2 ADIPOR1 1 Homo sapiens adiponectin receptor 1 (ADIPOR1), mRNA.ACDCR1; TESBP1A; CGI-45; PAQR1; FLJ42464; FLJ25385; CGI450.01255265 0.02399686 1.06099887

C7orf30 NM_138446.1 C7ORF30 7 Homo sapiens chromosome 7 open reading frame 30 (C7orf30), mRNA.0.00685079 0.01487896 1.06080655

MIR1978 NR_031742.1 MIR1978 Homo sapiens microRNA 1978 (MIR1978), microRNA.0.00357951 0.00889597 1.06031774

MMADHC NM_015702.2 MMADHC 2 Homo sapiens methylmalonic aciduria (cobalamin deficiency) cblD type, with homocystinuria (MMADHC), nuclear gene encoding mitochondrial protein, mRNA.0.02120818 0.03612137 1.06011511

PGK1 NM_000291.2 PGK1 X Homo sapiens phosphoglycerate kinase 1 (PGK1), mRNA.MGC117307; MIG10; MGC8947; PGKA; MGC1421280.00741419 0.01581811 1.06006824

POLR1D NM_015972.1 POLR1D 13 Homo sapiens polymerase (RNA) I polypeptide D, 16kDa (POLR1D), transcript variant 1, mRNA.MGC9850; RPAC2; RPA16; RPA9; POLR1C; FLJ20616; RPO1-30.00555588 0.01255067 1.05995458

LOC730187 XR_042419.1 LOC730187 PREDICTED: Homo sapiens misc_RNA (LOC730187), miscRNA.0.00306292 0.00786202 1.05968165

ANKRD30B NM_001029862.1ANKRD30B 18 Homo sapiens ankyrin repeat domain 30B (ANKRD30B), mRNA.NY-BR-1.1 0.02427962 0.04018134 1.05941043

LOC100134364XM_001713810.1LOC100134364 PREDICTED: Homo sapiens hypothetical protein LOC100134364 (LOC100134364), mRNA.0.00833658 0.01738 1.0589539

RPL38 NM_001035258.1RPL38 17 Homo sapiens ribosomal protein L38 (RPL38), transcript variant 2, mRNA.0.00326336 0.00825564 1.05872638

PRDX2 NM_181738.1 PRDX2 19 Homo sapiens peroxiredoxin 2 (PRDX2), nuclear gene encoding mitochondrial protein, transcript variant 3, mRNA.TDPX1; MGC4104; TSA; PRP; PRX2; NKEFB; PRXII0.02105008 0.03590273 1.05852652

ODC1 NM_002539.1 ODC1 2 Homo sapiens ornithine decarboxylase 1 (ODC1), mRNA.0.00397998 0.00965284 1.05810539

CD151 NM_004357.3 CD151 11 Homo sapiens CD151 molecule (Raph blood group) (CD151), transcript variant 4, mRNA.TSPAN24; MER2; GP27; SFA1; PETA-3; RAPH0.02655903 0.0429849 1.05723587

COX7A2 NM_001865.2 COX7A2 6 Homo sapiens cytochrome c oxidase subunit VIIa polypeptide 2 (liver) (COX7A2), mRNA.MGC118950; MGC118952; COX7AL; MGC126875; COX7AL1; MGC126877; MGC118951; COXVIIa-L0.00339085 0.00850489 1.05706505
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ARF1 NM_001024228.1ARF1 1 Homo sapiens ADP-ribosylation factor 1 (ARF1), transcript variant 2, mRNA.0.01927261 0.03348061 1.05698267

CREB1 NM_134442.2 CREB1 2 Homo sapiens cAMP responsive element binding protein 1 (CREB1), transcript variant B, mRNA.MGC9284; CREB0.00837235 0.01742449 1.05690652

LOC650276 XM_939363.1 LOC650276 PREDICTED: Homo sapiens similar to 60S ribosomal protein L7 (LOC650276), mRNA.0.00511608 0.01177252 1.05647097

COX17 NM_005694.1 COX17 3 Homo sapiens COX17 cytochrome c oxidase assembly homolog (S. cerevisiae) (COX17), nuclear gene encoding mitochondrial protein, mRNA.MGC117386; MGC1043970.00157051 0.00470719 1.05592005

ATP6V1F NM_004231.2 ATP6V1F 7 Homo sapiens ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F (ATP6V1F), mRNA.Vma7; MGC126038; ATP6S14; MGC126037; MGC117321; VATF0.00419107 0.01004157 1.05580451

CALM2 NM_001743.3 CALM2 2 Homo sapiens calmodulin 2 (phosphorylase kinase, delta) (CALM2), mRNA.PHKD; CAMII; PHKD20.00155074 0.00466208 1.05516852

RHEB NM_005614.2 RHEB 7 Homo sapiens Ras homolog enriched in brain (RHEB), mRNA.MGC111559; RHEB20.01684431 0.03016377 1.05503308

LOC390466 XM_372521.1 LOC390466 14 PREDICTED: Homo sapiens similar to SMT3 suppressor of mif two 3 homolog 2 (LOC390466), mRNA.0.00601276 0.01338522 1.05503177

ARL6IP1 NM_015161.1 ARL6IP1 16 Homo sapiens ADP-ribosylation factor-like 6 interacting protein 1 (ARL6IP1), mRNA.ARMER; AIP1; KIAA0069; ARL6IP0.0079675 0.01672929 1.0548774

SEPW1 NM_003009.2 SEPW1 19 Homo sapiens selenoprotein W, 1 (SEPW1), mRNA.selW 0.01690378 0.03022047 1.05413509

ARPC5 NM_005717.2 ARPC5 1 Homo sapiens actin related protein 2/3 complex, subunit 5, 16kDa (ARPC5), mRNA.ARC16; dJ127C7.3; p16-Arc0.01254857 0.02399751 1.05387428

FAM98A NM_015475.3 FAM98A 2 Homo sapiens family with sequence similarity 98, member A (FAM98A), mRNA.DKFZp686O03192; DKFZP564F05220.01933291 0.03355319 1.05305721

CHCHD9 XM_928381.1 CHCHD9 9 PREDICTED: Homo sapiens coiled-coil-helix-coiled-coil-helix domain containing 9 (CHCHD9), mRNA.0.01051361 0.0208812 1.0528787

LOC642975 XR_036988.1 LOC642975 PREDICTED: Homo sapiens misc_RNA (LOC642975), miscRNA.0.02058845 0.03524261 1.0528017

DYNC1LI2 NM_006141.2 DYNC1LI2 16 Homo sapiens dynein, cytoplasmic 1, light intermediate chain 2 (DYNC1LI2), mRNA.DNCLI2; LIC2 0.02267216 0.03801898 1.05261997

ARPC3 NM_005719.2 ARPC3 12 Homo sapiens actin related protein 2/3 complex, subunit 3, 21kDa (ARPC3), mRNA.p21-Arc; ARC21 0.0276091 0.04428214 1.05246151

ALKBH5 NM_017758.2 ALKBH5 17 Homo sapiens alkB, alkylation repair homolog 5 (E. coli) (ALKBH5), mRNA.OFOXD1; OFOXD; FLJ203080.0037085 0.00917041 1.05202096

ROBLD3 NM_014017.2 ROBLD3 Homo sapiens roadblock domain containing 3 (ROBLD3), mRNA.0.01685688 0.03017138 1.05177699

TM9SF2 NM_004800.1 TM9SF2 13 Homo sapiens transmembrane 9 superfamily member 2 (TM9SF2), mRNA.P76; MGC117391; FLJ262870.02219019 0.03741861 1.05155928

POLR2H NM_006232.2 POLR2H 3 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide H (POLR2H), mRNA.RPB17; hsRPB8; RPABC3; RPB80.00255436 0.00682083 1.05102748

XPNPEP3 NM_022098.2 XPNPEP3 22 Homo sapiens X-prolyl aminopeptidase (aminopeptidase P) 3, putative (XPNPEP3), mRNA.APP3 0.02447373 0.04040415 1.05050636

ATP6V1G1 NM_004888.2 ATP6V1G1 9 Homo sapiens ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G1 (ATP6V1G1), mRNA.Vma10; ATP6J; ATP6GL; ATP6G1; DKFZp547P234; ATP6G0.02443148 0.04034666 1.05033197

PKM2 NM_002654.3 PKM2 15 Homo sapiens pyruvate kinase, muscle (PKM2), transcript variant 1, mRNA.OIP3; TCB; PKM; THBP1; MGC3932; PK3; CTHBP0.01811443 0.03186592 1.050203

WBP5 NM_001006614.1WBP5 X Homo sapiens WW domain binding protein 5 (WBP5), transcript variant 4, mRNA.DKFZp313K1940; TCEAL90.01889301 0.03292644 1.04998975

ENY2 NM_020189.4 ENY2 8 Homo sapiens enhancer of yellow 2 homolog (Drosophila) (ENY2), mRNA.DC6; FLJ20480; e(y)20.00788939 0.01660055 1.0498184

LOC646630 XM_929572.1 LOC646630 13 PREDICTED: Homo sapiens similar to Coiled-coil-helix-coiled-coil-helix domain containing protein 2 (HCV NS2 trans-regulated protein) (NS2TP) (LOC646630), mRNA.0.03022963 0.04735989 1.04960188

C16orf61 NM_020188.2 C16ORF61 16 Homo sapiens chromosome 16 open reading frame 61 (C16orf61), mRNA.DC13; 2310061C15Rik0.00967829 0.01957269 1.04855981

TCEB1 NM_005648.2 TCEB1 8 Homo sapiens transcription elongation factor B (SIII), polypeptide 1 (15kDa, elongin C) (TCEB1), mRNA.SIII 0.01104543 0.02173095 1.04844086

BCAP31 NM_005745.6 BCAP31 X Homo sapiens B-cell receptor-associated protein 31 (BCAP31), mRNA.DXS1357E; 6C6-AG; CDM; BAP310.01854605 0.0324414 1.04822538

DCTN2 NM_006400.3 DCTN2 12 Homo sapiens dynactin 2 (p50) (DCTN2), mRNA.DCTN50; RBP50; DYNAMITIN0.02448128 0.04041047 1.04772306

NDUFA3 NM_004542.1 NDUFA3 19 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3, 9kDa (NDUFA3), mRNA.B9 0.01664588 0.02992184 1.04689779

C8orf59 XM_929832.1 C8ORF59 8 Homo sapiens chromosome 8 open reading frame 59 (C8orf59), transcript variant 3, mRNA.0.00281001 0.00735885 1.04672082

ID1 NM_181353.1 ID1 20 Homo sapiens inhibitor of DNA binding 1, dominant negative helix-loop-helix protein (ID1), transcript variant 2, mRNA.ID 0.01001087 0.02011427 1.04649623

SLC16A3 NM_004207.2 SLC16A3 17 Homo sapiens solute carrier family 16, member 3 (monocarboxylic acid transporter 4) (SLC16A3), transcript variant 2, mRNA.MCT3; MGC138472; MGC138474; MCT40.02503986 0.04109532 1.04636396

MAGEB2 NM_002364.3 MAGEB2 X Homo sapiens melanoma antigen family B, 2 (MAGEB2), mRNA.MAGE-XP-2; MGC26438; DAM60.02210164 0.03729243 1.04634947

RPL27 NM_000988.2 RPL27 17 Homo sapiens ribosomal protein L27 (RPL27), mRNA.0.01440746 0.0267293 1.04617894

EIF3H NM_003756.1 EIF3H 8 Homo sapiens eukaryotic translation initiation factor 3, subunit H (EIF3H), mRNA.EIF3S3; eIF3h; MGC102958; eIF3-p40; eIF3-gamma0.01209874 0.0233054 1.04573808

P4HB NM_000918.2 P4HB 17 Homo sapiens prolyl 4-hydroxylase, beta polypeptide (P4HB), mRNA.GIT; DSI; PO4HB; PDIA1; PROHB; PDI; PHDB; ERBA2L; PO4DB0.02293506 0.03838286 1.04492619

LOC728481 XM_926984.1 LOC728481 1 PREDICTED: Homo sapiens similar to similar to RPL23AP7 protein (LOC728481), mRNA.0.01639025 0.02955031 1.04482253

C2orf25 NM_015702.1 C2ORF25 2 Homo sapiens chromosome 2 open reading frame 25 (C2orf25), mRNA.CL25022 0.01466359 0.02708428 1.04442334

AP2S1 NM_004069.3 AP2S1 19 Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), transcript variant AP17, mRNA.AP17; CLAPS2; AP17-DELTA0.00451189 0.01067376 1.04438779

NDUFB9 NM_005005.2 NDUFB9 8 Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9, 22kDa (NDUFB9), mRNA.DKFZp566O173; UQOR22; FLJ22885; B22; LYRM30.00600632 0.01337636 1.04382091

MRPS10 NM_018141.2 MRPS10 6 Homo sapiens mitochondrial ribosomal protein S10 (MRPS10), nuclear gene encoding mitochondrial protein, mRNA.FLJ10567; PNAS-122; MRP-S100.02247986 0.03777813 1.04320878

H3F3A XR_001222.1 H3F3A 1 Homo sapiens H3 histone, family 3A (H3F3A), mRNA.MGC87783; H3.3A; H3F3; MGC877820.01057306 0.02096479 1.04295614

PSMB7 NM_002799.2 PSMB7 9 Homo sapiens proteasome (prosome, macropain) subunit, beta type, 7 (PSMB7), mRNA.Z 0.0190383 0.03313714 1.04205781

SEC61G NM_014302.3 SEC61G 7 Homo sapiens Sec61 gamma subunit (SEC61G), transcript variant 1, mRNA.SSS1 0.00404639 0.00976381 1.04101073

LOC402175 XR_038253.1 LOC402175 PREDICTED: Homo sapiens misc_RNA (LOC402175), miscRNA.0.0147242 0.02717314 1.04097313

LOC731542 XR_015517.2 LOC731542 PREDICTED: Homo sapiens misc_RNA (LOC731542), miscRNA.0.01754553 0.03108146 1.04011539

C20orf24 NM_199485.1 C20ORF24 20 Homo sapiens chromosome 20 open reading frame 24 (C20orf24), transcript variant 2, mRNA.PNAS-11; RIP5 0.01047114 0.02081587 1.03959148

ATP5J NM_001003703.1ATP5J 21 Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, subunit F6 (ATP5J), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.ATP5A; CF6; F6; ATPM; ATP50.01120007 0.02195965 1.0387676

OAZ1 NM_004152.2 OAZ1 19 Homo sapiens ornithine decarboxylase antizyme 1 (OAZ1), mRNA.OAZ; MGC138338; AZI0.02531325 0.0414626 1.03846927

MRFAP1 NM_033296.1 MRFAP1 4 Homo sapiens Mof4 family associated protein 1 (MRFAP1), mRNA.PAM14; PGR1 0.02618943 0.04258967 1.03782127

STRAP NM_007178.2 STRAP 12 Homo sapiens serine/threonine kinase receptor associated protein (STRAP), mRNA.MAWD; PT-WD; UNRIP0.02601745 0.04237974 1.03739056

LOC402057 NM_001080499.1LOC402057 22 Homo sapiens similar to 40S ribosomal protein S17 (LOC402057), mRNA.0.029883 0.046959 1.03677349

FAM115A NM_014719.1 FAM115A 7 Homo sapiens family with sequence similarity 115, member A (FAM115A), mRNA.KIAA0738 0.01475788 0.02722143 1.03656774

LOC648729 XR_039144.1 LOC648729 8 PREDICTED: Homo sapiens misc_RNA (LOC648729), miscRNA.0.00781783 0.01649149 1.03531166
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SYMBOL SEARCH_KEY ILMN_GENE CHROMOSOMEDEFINITION SYNONYMS pval fdr fold

SMN2 NM_022875.1 SMN2 5 Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript variant a, mRNA.SMNC; BCD541; C-BCD5410.00416913 0.01000222 1428.42036

TES NM_015641.2 TES 7 Homo sapiens testis derived transcript (3 LIM domains) (TES), transcript variant 1, mRNA.DKFZP586B2022; TESS-2; MGC1146; TESTIN; TESS5.49E-07 1.57E-05 299.601935

CEND1 NM_016564.2 CEND1 11 Homo sapiens cell cycle exit and neuronal differentiation 1 (CEND1), mRNA.FLJ90066; MGC34326; BM883.42E-06 5.38E-05 242.6427

SPRYD4 NM_207344.1 SPRYD4 12 Homo sapiens SPRY domain containing 4 (SPRYD4), mRNA.DKFZp686N08770.00182229 0.0052602 171.176695

MYO19 NM_001033580.1MYO19 17 Homo sapiens myosin XIX (MYO19), transcript variant 1, mRNA.FLJ22865; MYOHD18.66E-06 0.00010071 157.288787

ABCA3 NM_001089.1 ABCA3 16 Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 3 (ABCA3), mRNA.ABC-C; EST111653; MGC72201; LBM180; ABC30.01022662 0.02043067 156.162869

CORO6 NM_032854.1 CORO6 17 Homo sapiens coronin 6 (CORO6), mRNA.FLJ14871 0.00024972 0.00112708 73.8383842

KLRC2 NM_002260.3 KLRC2 12 Homo sapiens killer cell lectin-like receptor subfamily C, member 2 (KLRC2), mRNA.NKG2-C; CD159c; NKG2C; MGC1382441.21E-07 6.06E-06 55.8551391

TM4SF18 NM_138786.1 TM4SF18 3 Homo sapiens transmembrane 4 L six family member 18 (TM4SF18), mRNA.L6D 0.00015351 0.00078733 38.1466038

ARC NM_015193.3 ARC 8 Homo sapiens activity-regulated cytoskeleton-associated protein (ARC), mRNA.KIAA0278 1.54E-06 3.11E-05 35.8661271

RNF160 NM_015565.1 RNF160 21 Homo sapiens ring finger protein 160 (RNF160), mRNA.FLJ11053; RNF160; C21orf10; KIAA0714; C21orf980.00372667 0.00920069 35.738803

DNAJC2 NM_014377.1 DNAJC2 7 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 2 (DNAJC2), transcript variant 1, mRNA.MPP11; MPHOSPH11; ZUO1; DNAJC20.00149504 0.00453732 34.9789065

FAR2 NM_018099.3 FAR2 12 Homo sapiens fatty acyl CoA reductase 2 (FAR2), mRNA.FAR2; FLJ10462 5.31E-06 7.21E-05 34.4907576

LRRC49 NM_017691.2 LRRC49 15 Homo sapiens leucine rich repeat containing 49 (LRRC49), mRNA.FLJ20156 1.17E-06 2.55E-05 30.4108136

LAMP3 NM_014398.2 LAMP3 3 Homo sapiens lysosomal-associated membrane protein 3 (LAMP3), mRNA.TSC403; DC-LAMP; CD208; LAMP; DCLAMP1.53E-07 6.83E-06 30.068582

GFPT2 NM_005110.1 GFPT2 5 Homo sapiens glutamine-fructose-6-phosphate transaminase 2 (GFPT2), mRNA.GFAT2; FLJ10380 2.98E-06 4.85E-05 29.2706824

DNA2 NM_001080449.1DNA2 10 Homo sapiens DNA replication helicase 2 homolog (yeast) (DNA2), mRNA.KIAA0083; DNA2L; MGC133297; FLJ100630.01193052 0.02308776 28.2220645

LOC285550 XR_001250.1 LOC285550 PREDICTED: Homo sapiens misc_RNA (LOC285550), miscRNA.0.01207041 0.02327972 27.4624467

SEMA3C NM_006379.2 SEMA3C 7 Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3C (SEMA3C), mRNA.SEMAE; SemE 5.61E-05 0.00038932 27.3882883

C5orf34 NM_198566.1 C5ORF34 5 Homo sapiens chromosome 5 open reading frame 34 (C5orf34), mRNA.MGC46448; FLJ323630.00199458 0.00563186 27.1011378

NEBL NM_006393.1 NEBL 10 Homo sapiens nebulette (NEBL), transcript variant 1, mRNA.MGC119747; bA56H7.1; MGC119746; LNEBL5.68E-05 0.00039189 25.9723766

C14orf45 NM_025057.1 C14ORF45 14 Homo sapiens chromosome 14 open reading frame 45 (C14orf45), mRNA.FLJ23189 0.00010398 0.0005951 25.3425883

LOC400836 XR_018904.2 LOC400836 PREDICTED: Homo sapiens misc_RNA (LOC400836), miscRNA.0.02046309 0.03509434 24.5013272

C14orf132 NM_020215.2 C14ORF132 14 Homo sapiens chromosome 14 open reading frame 132 (C14orf132), mRNA.DKFZp761F2014 5.66E-05 0.00039152 23.8023782

Hs.133261 HS.133261 Y UI-E-EJ0-aiq-m-17-0-UI.r1 UI-E-EJ0 Homo sapiens cDNA clone UI-E-EJ0-aiq-m-17-0-UI 5, mRNA sequence0.00042295 0.00169866 23.1306905

HEG1 XM_087386.8 HEG1 3 Homo sapiens HEG homolog 1 (zebrafish) (HEG1), mRNA.KIAA1237; MST112; MSTP112; HEG2.20E-05 0.00019947 23.0484594

S1PR5 NM_030760.3 S1PR5 19 Homo sapiens sphingosine-1-phosphate receptor 5 (S1PR5), mRNA.SPPR-2; SPPR-1; Edg-8; S1P5; S1PR50.01013088 0.02029911 22.1711862

Hs.505676 HS.505676 12 Homo sapiens cDNA FLJ33772 fis, clone BRSSN20001759.65E-08 5.17E-06 22.0251458

SLC36A1 NM_078483.2 SLC36A1 5 Homo sapiens solute carrier family 36 (proton/amino acid symporter), member 1 (SLC36A1), mRNA.TRAMD3; PAT1; LYAAT15.11E-07 1.50E-05 21.3909684

PGF NM_002632.4 PGF 14 Homo sapiens placental growth factor (PGF), mRNA.PGFL; PlGF-2; D12S1900; SHGC-10760; PLGF0.00099806 0.00328495 21.2031686

LOC100134301XM_001720715.1LOC100134301 PREDICTED: Homo sapiens hypothetical protein LOC100134301 (LOC100134301), mRNA.0.00449806 0.01065495 19.810088

Hs.98330 HS.98330 PREDICTED: Homo sapiens hypothetical LOC388227 (LOC388227), mRNA0.0092 0.0187837 19.5537641

TMEM166 NM_032181.1 TMEM166 2 Homo sapiens transmembrane protein 166 (TMEM166), mRNA.FLJ13391 0.00294125 0.00763263 18.082228

C12orf26 NM_032230.1 C12ORF26 12 Homo sapiens chromosome 12 open reading frame 26 (C12orf26), mRNA.FLJ22789 5.16E-08 3.62E-06 18.0372824

ZNF767 NM_024910.1 ZNF767 7 Homo sapiens zinc finger family member 767 (ZNF767), mRNA.MGC51818; FLJ12700; FLJ428700.00210371 0.00585632 17.871045

MYBBP1A NM_014520.1 MYBBP1A Homo sapiens MYB binding protein (P160) 1a (MYBBP1A), mRNA.PAP2; P160; FLJ378860.01667121 0.02995745 17.7729712

GPRIN1 NM_052899.1 GPRIN1 5 Homo sapiens G protein regulated inducer of neurite outgrowth 1 (GPRIN1), mRNA.KIAA1893; GRIN1 2.05E-05 0.00018857 17.0784829

ADPRHL1 NM_199162.1 ADPRHL1 13 Homo sapiens ADP-ribosylhydrolase like 1 (ADPRHL1), transcript variant 2, mRNA.ARH2 0.00289391 0.00753499 17.0378924

NAPEPLD NM_198990.3 NAPEPLD 7 Homo sapiens N-acyl phosphatidylethanolamine phospholipase D (NAPEPLD), mRNA.FMP30; NAPE-PLD; DKFZp781D10985.99E-06 7.86E-05 15.2429616

CHMP7 NM_152272.2 CHMP7 8 Homo sapiens CHMP family, member 7 (CHMP7), mRNA.MGC29816 0.01274389 0.02428557 15.0990651

TMEM59L NM_012109.2 TMEM59L 19 Homo sapiens transmembrane protein 59-like (TMEM59L), mRNA.BSMAP; C19orf4 5.20E-08 3.60E-06 14.5860056

KIAA0513 NM_014732.2 KIAA0513 16 Homo sapiens KIAA0513 (KIAA0513), mRNA.6.08E-05 0.0004074 14.1891901

SNORA17 NR_002958.1 SNORA17 9 Homo sapiens small nucleolar RNA, H/ACA box 17 (SNORA17), small nucleolar RNA.ACA17 0.00486337 0.01134474 13.8116369

ENPP5 NM_021572.4 ENPP5 6 Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative function) (ENPP5), mRNA.KIAA0879 1.79E-07 7.49E-06 13.1401558

SERPINE1 NM_000602.1 SERPINE1 7 Homo sapiens serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type 1), member 1 (SERPINE1), mRNA.PAI; PAI-1; PAI1; PLANH11.40E-06 2.91E-05 13.0884012

ESAM NM_138961.1 ESAM 11 Homo sapiens endothelial cell adhesion molecule (ESAM), mRNA.W117m 7.57E-08 4.47E-06 13.0582403

FAM46C NM_017709.2 FAM46C 1 Homo sapiens family with sequence similarity 46, member C (FAM46C), mRNA.FLJ20202 0.00015232 0.00078269 12.8473254

SRPX2 NM_014467.1 SRPX2 X Homo sapiens sushi-repeat-containing protein, X-linked 2 (SRPX2), mRNA.SRPUL; RESDX 0.00058466 0.00218728 12.188106

IVD NM_002225.2 IVD 15 Homo sapiens isovaleryl Coenzyme A dehydrogenase (IVD), nuclear gene encoding mitochondrial protein, mRNA.ACAD2 0.02225433 0.03750931 11.9638112

SLC22A17 NM_016609.3 SLC22A17 14 Homo sapiens solute carrier family 22, member 17 (SLC22A17), transcript variant 2, mRNA.BOIT; BOCT; hBOIT; NGALR1.87E-06 3.52E-05 11.7216818

TMTC4 NM_032813.2 TMTC4 13 Homo sapiens transmembrane and tetratricopeptide repeat containing 4 (TMTC4), transcript variant 1, mRNA.FLJ22153; FLJ146247.22E-05 0.00046045 11.4771653

CHSY3 NM_175856.4 CHSY3 5 Homo sapiens chondroitin sulfate synthase 3 (CHSY3), mRNA.CSS3; CHSY2 0.00042876 0.00171757 11.0491309

PDLIM7 NM_005451.3 PDLIM7 5 Homo sapiens PDZ and LIM domain 7 (enigma) (PDLIM7), transcript variant 1, mRNA.0.00037901 0.00155671 10.8176521

CHD5 NM_015557.1 CHD5 1 Homo sapiens chromodomain helicase DNA binding protein 5 (CHD5), mRNA.KIAA0444; DKFZp434N2313.51E-07 1.16E-05 10.7901794

OR7E156P NR_002171.1 OR7E156P 13 Homo sapiens olfactory receptor, family 7, subfamily E, member 156 pseudogene (OR7E156P), non-coding RNA.9.45E-06 0.00010694 10.4544178

BAPX1 NM_001189.2 BAPX1 4 Homo sapiens bagpipe homeobox homolog 1 (Drosophila) (BAPX1), mRNA.NKX3B; NKX3-2; MGC138171; NKX3.20.00150799 0.00456385 10.3069163

PLAT NM_000930.2 PLAT 8 Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, mRNA.T-PA; DKFZp686I03148; TPA0.0003752 0.00154575 9.71407628

KCNK13 NM_022054.2 KCNK13 14 Homo sapiens potassium channel, subfamily K, member 13 (KCNK13), mRNA.THIK-1; THIK1; K2p13.10.0136702 0.02561954 9.04309386

CRISPLD2 NM_031476.1 CRISPLD2 16 Homo sapiens cysteine-rich secretory protein LCCL domain containing 2 (CRISPLD2), mRNA.DKFZP434B044; MGC74865; CRISP11; LCRISP26.70E-10 2.70E-07 9.02096858

GINS4 NM_032336.1 GINS4 8 Homo sapiens GINS complex subunit 4 (Sld5 homolog) (GINS4), mRNA.MGC14799; SLD50.02463744 0.04060041 8.85431774

SPATA7 NM_018418.1 SPATA7 14 Homo sapiens spermatogenesis associated 7 (SPATA7), transcript variant 2, mRNA.MGC102934; DKFZp686D07199; HSD3; HSD-3.11.48E-05 0.00014714 8.70732135

COL1A1 NM_000088.2 COL1A1 17 Homo sapiens collagen, type I, alpha 1 (COL1A1), mRNA.OI4 1.91E-07 7.91E-06 8.61682613

GCNT3 NM_004751.1 GCNT3 15 Homo sapiens glucosaminyl (N-acetyl) transferase 3, mucin type (GCNT3), mRNA.C2/4GnT; GnT-M; C2GnT-M; C2GnT23.09E-06 4.97E-05 8.43108526

CPA4 NM_016352.2 CPA4 7 Homo sapiens carboxypeptidase A4 (CPA4), mRNA.CPA3 1.15E-10 9.63E-08 8.27241063

SYK NM_003177.3 SYK 9 Homo sapiens spleen tyrosine kinase (SYK), mRNA.0.00655038 0.01435274 8.16010823

PTPN9 NM_002833.2 PTPN9 PREDICTED: Homo sapiens protein tyrosine phosphatase, non-receptor type 9 (PTPN9), mRNA.0.00378674 0.00929831 8.06913959

ANKRD33 NM_182608.2 ANKRD33 12 Homo sapiens ankyrin repeat domain 33 (ANKRD33), mRNA.DKFZp686O1689; C12orf70.00092433 0.00309382 7.89601337

GULP1 NM_016315.2 GULP1 2 Homo sapiens GULP, engulfment adaptor PTB domain containing 1 (GULP1), mRNA.CED-6; FLJ31156; GULP; CED60.00216309 0.00598181 7.79134637

SNN NM_003498.3 SNN 16 Homo sapiens stannin (SNN), mRNA.1.00E-05 0.00011164 7.73602433
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WFDC3 NM_080614.1 WFDC3 20 Homo sapiens WAP four-disulfide core domain 3 (WFDC3), mRNA.WAP14; dJ447F3.30.00439248 0.01043441 7.39044882

GSTT2B NM_001080843.2GSTT2B 22 Homo sapiens glutathione S-transferase theta 2B (gene/pseudogene) (GSTT2B), mRNA.MGC87963; GSTT2P8.57E-05 0.00052031 7.3444017

USH1G NM_173477.2 USH1G 17 Homo sapiens Usher syndrome 1G (autosomal recessive) (USH1G), mRNA.ANKS4A; FLJ33924; SANS0.00790219 0.01662428 7.26541883

SMAD6 NM_005585.2 SMAD6 15 Homo sapiens SMAD family member 6 (SMAD6), transcript variant 1, mRNA.MADH6; HsT17432; MADH79.82E-05 0.00057157 7.22603314

DNER NM_139072.2 DNER 2 Homo sapiens delta/notch-like EGF repeat containing (DNER), mRNA.bet; UNQ26 1.83E-08 1.93E-06 7.03057623

METT10D NM_024086.2 METT10D 17 Homo sapiens methyltransferase 10 domain containing (METT10D), mRNA.MGC3329 0.00370866 0.00916872 7.00415784

SLC38A6 NM_153811.1 SLC38A6 14 Homo sapiens solute carrier family 38, member 6 (SLC38A6), mRNA.NAT-1; MGC1026970.00073805 0.00260679 6.99871897

AACS NM_023928.2 AACS 12 Homo sapiens acetoacetyl-CoA synthetase (AACS), mRNA.FLJ41251; SUR-5; FLJ12389; ACSF10.00523657 0.01199138 6.98855995

LOC654433 NR_015377.1 LOC654433 2 Homo sapiens hypothetical LOC654433 (LOC654433), non-coding RNA.DKFZp686E10196; DKFZp547P134; FLJ317930.02090443 0.03571036 6.90829495

Hs.20255 HS.20255 2 AV652851 GLC Homo sapiens cDNA clone GLCDEG06 3, mRNA sequence0.02240126 0.03769266 6.82101752

TCIRG1 NM_006019.2 TCIRG1 11 Homo sapiens T-cell, immune regulator 1, ATPase, H+ transporting, lysosomal V0 subunit A3 (TCIRG1), transcript variant 1, mRNA.ATP6N1C; OC-116kDa; OPTB1; ATP6V0A3; OC116; a3; Stv1; Vph1; Atp6i; TIRC79.99E-05 0.00057746 6.64110181

EFNB1 NM_004429.3 EFNB1 X Homo sapiens ephrin-B1 (EFNB1), mRNA.MGC8782; LERK2; CFNS; EFL3; CFND; EPLG2; Elk-L0.00871605 0.01798482 6.54599407

FHL1 NM_001449.3 FHL1 X Homo sapiens four and a half LIM domains 1 (FHL1), mRNA.KYO-T; SLIM1; MGC111107; XMPMA; FHL1B; bA535K18.17.11E-07 1.84E-05 6.49047286

RAB6B NM_016577.2 RAB6B 3 Homo sapiens RAB6B, member RAS oncogene family (RAB6B), mRNA.2.16E-05 0.00019705 6.280325

EGFL7 NM_016215.3 EGFL7 9 Homo sapiens EGF-like-domain, multiple 7 (EGFL7), transcript variant 2, mRNA.RP11-251M1.2; MGC111117; ZNEU10.00366183 0.00906946 6.27768864

HSD11B2 NM_000196.2 HSD11B2 16 Homo sapiens hydroxysteroid (11-beta) dehydrogenase 2 (HSD11B2), mRNA.AME1; HSD2; AME; HSD11K0.0004608 0.0018073 6.24146649

RFESD NM_173362.2 RFESD 5 Homo sapiens Rieske (Fe-S) domain containing (RFESD), mRNA.0.01708094 0.03045204 6.14194827

APLP1 NM_005166.3 APLP1 19 Homo sapiens amyloid beta (A4) precursor-like protein 1 (APLP1), transcript variant 2, mRNA.APLP 1.14E-05 0.00012148 6.13388393

LOC644517 XR_042369.1 LOC644517 4 PREDICTED: Homo sapiens misc_RNA (LOC644517), miscRNA.0.00937999 0.01907592 6.11802162

MSL1 NM_001012241.1MSL1 17 Homo sapiens male-specific lethal 1 homolog (Drosophila) (MSL1), mRNA.DKFZp686J17211; MGC1418610.00191091 0.00545372 5.99664959

LOC100131727XM_001720156.1LOC100131727 4 PREDICTED: Homo sapiens hypothetical LOC100131727 (LOC100131727), mRNA.2.51E-05 0.00021957 5.96964683

TBX18 NM_001080508.1TBX18 6 Homo sapiens T-box 18 (TBX18), mRNA.0.00583898 0.01307603 5.90195983

PRKACB NM_207578.1 PRKACB 1 Homo sapiens protein kinase, cAMP-dependent, catalytic, beta (PRKACB), transcript variant 3, mRNA.PKACB; MGC41879; MGC9320; DKFZp781I24522.86E-05 0.00024074 5.87021937

OLFML2A NM_182487.1 OLFML2A 9 Homo sapiens olfactomedin-like 2A (OLFML2A), mRNA.PRO34319; FLJ002376.35E-06 8.21E-05 5.77791161

CCDC92 NM_025140.1 CCDC92 12 Homo sapiens coiled-coil domain containing 92 (CCDC92), mRNA.FLJ22471 2.33E-05 0.00020691 5.6900378

CCNT2 NM_001241.2 CCNT2 2 Homo sapiens cyclin T2 (CCNT2), transcript variant a, mRNA.FLJ90560; MGC1348400.00278134 0.00730842 5.64458752

C22orf34 NM_198851.1 C22ORF34 22 Homo sapiens chromosome 22 open reading frame 34 (C22orf34), mRNA.0.0025641 0.00684179 5.56354331

SLC2A3 NM_006931.1 SLC2A3 12 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 3 (SLC2A3), mRNA.GLUT3; FLJ90380 2.18E-10 1.40E-07 5.55821921

ARRDC1 NM_152285.2 ARRDC1 9 Homo sapiens arrestin domain containing 1 (ARRDC1), mRNA.RP11-48C7.5; MGC405550.01722452 0.03063264 5.55125439

HNF1B NM_000458.2 HNF1B 17 Homo sapiens HNF1 homeobox B (HNF1B), transcript variant 1, mRNA.VHNF1; MODY5; HNF2; TCF2; LF-B3; FJHN; HNF1beta; LFB39.60E-06 0.00010823 5.52947109

Hs.202140 HS.202140 BX114021 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGp998F135800, mRNA sequence0.00011733 0.00064664 5.50692295

Hs.22689 HS.22689 Homo sapiens mRNA; cDNA DKFZp586O1318 (from clone DKFZp586O1318)0.00093942 0.00313083 5.49266072

SEMA6A NM_020796.2 SEMA6A 5 Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 6A (SEMA6A), mRNA.VIA; SEMAQ; SEMA; SEMA6A1; KIAA1368; HT018; sema VIa2.59E-08 2.18E-06 5.36114394

PLA2G10 NM_003561.1 PLA2G10 16 Homo sapiens phospholipase A2, group X (PLA2G10), mRNA.GXPLA2; SPLA2; MGC119919; GXSPLA2; MGC119918; MGC1333672.22E-07 8.72E-06 5.26696467

PCBP4 NM_033009.1 PCBP4 3 Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 2, mRNA.LIP4; MCG10 0.00081395 0.00280115 5.25621898

AADAC NM_001086.2 AADAC 3 Homo sapiens arylacetamide deacetylase (esterase) (AADAC), mRNA.CES5A1; DAC 0.01457969 0.0269568 5.24555874

ZNF805 NM_001023563.1ZNF805 19 Homo sapiens zinc finger protein 805 (ZNF805), mRNA.DKFZp686P081060.01321159 0.0249407 5.23391019

TGFBRAP1 NM_004257.3 TGFBRAP1 2 Homo sapiens transforming growth factor, beta receptor associated protein 1 (TGFBRAP1), mRNA.TRAP-1; TRAP1 0.00486882 0.01135501 5.22594538

GSTM1 NM_000561.2 GSTM1 1 Homo sapiens glutathione S-transferase M1 (GSTM1), transcript variant 1, mRNA.MGC26563; GSTM1-1; H-B; GSTM1b-1b; GTH4; GTM1; GSTM1a-1a; MU; MU-1; GST11.36E-06 2.85E-05 5.19292194

LOC253039 NR_024408.1 LOC253039 9 Homo sapiens hypothetical LOC253039 (LOC253039), non-coding RNA.0.01452195 0.02689121 5.14965877

PITPNA NM_006224.2 PITPNA 17 Homo sapiens phosphatidylinositol transfer protein, alpha (PITPNA), mRNA.PITPN; VIB1A; MGC996490.00043496 0.00173728 5.09667042

WDR91 NM_014149.2 WDR91 7 Homo sapiens WD repeat domain 91 (WDR91), mRNA.HSPC049 0.0069502 0.0150288 5.08394891

TCEAL5 NM_001012979.1TCEAL5 X Homo sapiens transcription elongation factor A (SII)-like 5 (TCEAL5), mRNA.0.01396271 0.02605542 5.00405666

HERC6 NM_001013005.1HERC6 4 Homo sapiens hect domain and RLD 6 (HERC6), transcript variant 1, mRNA.FLJ20637 0.00953256 0.01933195 4.80501107

FARP1 NM_001001715.1FARP1 13 Homo sapiens FERM, RhoGEF (ARHGEF) and pleckstrin domain protein 1 (chondrocyte-derived) (FARP1), transcript variant 2, mRNA.CDEP; PLEKHC2; MGC874002.69E-05 0.00023116 4.80354705

FUT4 NM_002033.2 FUT4 11 Homo sapiens fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid-specific) (FUT4), mRNA.FCT3A; ELFT; FUC-TIV; CD159.23E-05 0.00054653 4.7349845

LIMCH1 NM_014988.1 LIMCH1 4 Homo sapiens LIM and calponin homology domains 1 (LIMCH1), mRNA.DKFZp686B2470; DKFZp781I1455; DKFZp781C1754; LMO7B; DKFZp686G18243; DKFZp686G2094; MGC72127; DKFZp434I0312; DKFZp686A01247; LIMCH1A0.00500549 0.01157687 4.7182365

STAT4 NM_003151.2 STAT4 2 Homo sapiens signal transducer and activator of transcription 4 (STAT4), mRNA.2.05E-06 3.78E-05 4.6390525

BEGAIN NM_020836.2 BEGAIN 14 Homo sapiens brain-enriched guanylate kinase-associated homolog (rat) (BEGAIN), mRNA.KIAA1446; BEGAIN1.37E-07 6.48E-06 4.60036674

HPCAL4 NM_016257.2 HPCAL4 1 Homo sapiens hippocalcin like 4 (HPCAL4), mRNA.DKFZp761G122; HLP41.85E-07 7.68E-06 4.59035749

LEPR NM_002303.3 LEPR 1 Homo sapiens leptin receptor (LEPR), transcript variant 1, mRNA.OBR; CD295 0.00496647 0.01151848 4.58681266

CD40 NM_001250.3 CD40 20 Homo sapiens CD40 molecule, TNF receptor superfamily member 5 (CD40), transcript variant 1, mRNA.TNFRSF5; p50; MGC9013; Bp50; CDW400.00126919 0.00396821 4.58351723

WBSCR16 XM_933544.1 WBSCR16 7 Homo sapiens Williams-Beuren syndrome chromosome region 16 (WBSCR16), mRNA.DKFZp434D0421; MGC449310.00015786 0.00080472 4.57134682

AP2A2 NM_012305.2 AP2A2 11 Homo sapiens adaptor-related protein complex 2, alpha 2 subunit (AP2A2), mRNA.CLAPA2; HYPJ; HIP9; ADTAB0.00147942 0.00449493 4.55741113

CKMT1B NM_020990.3 CKMT1B 15 Homo sapiens creatine kinase, mitochondrial 1B (CKMT1B), nuclear gene encoding mitochondrial protein, mRNA.UMTCK; CKMT1; CKMT1.59E-08 1.86E-06 4.55436219

FLJ35767 NM_207459.1 FLJ35767 17 Homo sapiens FLJ35767 protein (FLJ35767), mRNA.3.55E-12 9.64E-09 4.54060616

BBS4 NM_033028.2 BBS4 15 Homo sapiens Bardet-Biedl syndrome 4 (BBS4), mRNA.0.00162911 0.00484277 4.53295705

PLEKHB1 NM_021200.1 PLEKHB1 11 Homo sapiens pleckstrin homology domain containing, family B (evectins) member 1 (PLEKHB1), mRNA.PHR1; PHRET1; KPL11.71E-10 1.16E-07 4.52660955

LOC649025 XM_938110.1 LOC649025 PREDICTED: Homo sapiens hypothetical protein LOC649025 (LOC649025), mRNA.1.06E-06 2.42E-05 4.4903635

HIST1H2BD NM_138720.1 HIST1H2BD 6 Homo sapiens histone cluster 1, H2bd (HIST1H2BD), transcript variant 2, mRNA.H2B.1B; HIRIP2; MGC90432; dJ221C16.6; H2B/b; H2BFB9.73E-11 8.82E-08 4.46468265

MGC18216 XM_927732.1 MGC18216 15 PREDICTED: Homo sapiens hypothetical protein MGC18216 (MGC18216), mRNA.2.98E-05 0.00024768 4.4386977

Hs.547277 HS.547277 1 zh47e08.r1 Soares_fetal_liver_spleen_1NFLS_S1 Homo sapiens cDNA clone IMAGE:415238 5, mRNA sequence0.00727475 0.01556338 4.43104276

OVOL2 NM_021220.2 OVOL2 20 Homo sapiens ovo-like 2 (Drosophila) (OVOL2), mRNA.EUROIMAGE566589; ZNF3390.00152528 0.00459955 4.39316189

METTL10 NM_212554.2 METTL10 10 Homo sapiens methyltransferase like 10 (METTL10), mRNA.0.00415177 0.00996939 4.36664432

CCNYL1 NM_152523.1 CCNYL1 2 Homo sapiens cyclin Y-like 1 (CCNYL1), mRNA.FLJ40432 2.24E-06 4.06E-05 4.35090136

DOK4 NM_018110.2 DOK4 16 Homo sapiens docking protein 4 (DOK4), mRNA.FLJ10488 0.00044171 0.0017533 4.30188056

RBMS2 NM_002898.2 RBMS2 12 Homo sapiens RNA binding motif, single stranded interacting protein 2 (RBMS2), mRNA.SCR3 0.00294977 0.00764744 4.29056221

NUDT6 NM_007083.3 NUDT6 4 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 6 (NUDT6), transcript variant 1, mRNA.ASFGF2; gfg-1; FGF-AS; bFGF; FGF2AS; FGF-2; gfg0.00157306 0.00471093 4.2808442

HLA-DRA NM_019111.3 HLA-DRA 6 Homo sapiens major histocompatibility complex, class II, DR alpha (HLA-DRA), mRNA.HLA-DRA1 2.17E-09 5.62E-07 4.26587575

CTGF NM_001901.2 CTGF 6 Homo sapiens connective tissue growth factor (CTGF), mRNA.CCN2; MGC102839; IGFBP8; NOV2; HCS241.30E-11 2.35E-08 4.24237896
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FAM13A NM_014883.2 FAM13A 4 Homo sapiens family with sequence similarity 13, member A (FAM13A), transcript variant 1, mRNA.FLJ34562; MGC1051310.00264901 0.00703211 4.22115883

HLA-DMB NM_002118.3 HLA-DMB 6 Homo sapiens major histocompatibility complex, class II, DM beta (HLA-DMB), mRNA.D6S221E; RING7 1.04E-08 1.45E-06 4.18647506

ABCC10 NM_033450.2 ABCC10 6 Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 10 (ABCC10), mRNA.MRP7; EST182763; SIMRP72.64E-05 0.00022776 4.16967341

FLJ90757 NM_001004336.1FLJ90757 17 PREDICTED: Homo sapiens hypothetical protein LOC440465 (FLJ90757), misc RNA.2.56E-07 9.35E-06 4.14697232

C9orf25 NM_147202.1 C9ORF25 9 Homo sapiens chromosome 9 open reading frame 25 (C9orf25), mRNA.bA573M23.5; FLJ390310.00159947 0.00477031 4.12466579

DIDO1 NM_080797.2 DIDO1 20 Homo sapiens death inducer-obliterator 1 (DIDO1), transcript variant 3, mRNA.dJ885L7.8; DIDO3; DATF1; MGC16140; FLJ11265; DIO1; DKFZp434P1115; C20orf158; KIAA0333; DIO-1; BYE1; DIDO20.02888778 0.04583246 4.11244684

PKP3 NM_007183.2 PKP3 11 Homo sapiens plakophilin 3 (PKP3), mRNA.0.00319358 0.00812069 4.10328299

MKS1 NM_017777.1 MKS1 17 Homo sapiens Meckel syndrome, type 1 (MKS1), mRNA.FLJ20345; MES; MKS0.0014954 0.00453712 4.10266294

HIST2H2AA3 NM_003516.2 HIST2H2AA3 1 Homo sapiens histone cluster 2, H2aa3 (HIST2H2AA3), mRNA.H2a-615; H2A; H2AFO; HIST2H2AA; H2A/q; H2A/O; H2A.21.01E-05 0.00011253 4.10158005

AMN1 NM_207337.1 AMN1 12 Homo sapiens antagonist of mitotic exit network 1 homolog (S. cerevisiae) (AMN1), mRNA.0.00012045 0.00065914 4.02545072

LOC730153 XM_001717676.1LOC730153 16 PREDICTED: Homo sapiens hypothetical LOC730153 (LOC730153), mRNA.9.49E-06 0.0001072 4.02516904

HES2 NM_019089.3 HES2 1 Homo sapiens hairy and enhancer of split 2 (Drosophila) (HES2), mRNA.6.39E-07 1.74E-05 4.02453402

FAM108A3 NM_001080422.1FAM108A3 1 Homo sapiens family with sequence similarity 108, member A3 (FAM108A3), mRNA.FAM108A2; C1orf470.00028627 0.00125551 4.01150877

SMPDL3A NM_006714.2 SMPDL3A 6 Homo sapiens sphingomyelin phosphodiesterase, acid-like 3A (SMPDL3A), mRNA.yR36GH4.1; FLJ20177; ASM3A; ASML3a0.00122115 0.00384679 4.00286932

CD47 NM_001025080.1CD47 3 Homo sapiens CD47 molecule (CD47), transcript variant 2, mRNA.OA3; MER6; IAP 5.02E-07 1.48E-05 3.97885248

GAL3ST4 NM_024637.3 GAL3ST4 7 Homo sapiens galactose-3-O-sulfotransferase 4 (GAL3ST4), mRNA.FLJ12116; GAL3ST-47.15E-05 0.00045793 3.95464472

LOC650708 XM_939796.1 LOC650708 PREDICTED: Homo sapiens similar to CG15021-PA (LOC650708), mRNA.0.00457891 0.01080173 3.94878903

HYAL3 NM_003549.2 HYAL3 3 Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA.LUCA14; Minna14; LUCA-3; LUCA32.90E-05 0.00024373 3.94449318

TMEM191B XM_938147.1 TMEM191B 22 PREDICTED: Homo sapiens transmembrane protein 191B, transcript variant 2 (TMEM191B), mRNA.0.00042988 0.00172078 3.94229095

LOC441714 XR_019458.2 LOC441714 PREDICTED: Homo sapiens misc_RNA (LOC441714), miscRNA.0.01059529 0.02099738 3.9347196

USP46 NM_022832.2 USP46 4 Homo sapiens ubiquitin specific peptidase 46 (USP46), mRNA.FLJ12552 0.00011309 0.00062964 3.89907233

LOC730323 XM_001722097.1LOC730323 7 PREDICTED: Homo sapiens hypothetical LOC730323 (LOC730323), mRNA.4.29E-05 0.00032331 3.86748262

ZMIZ2 NM_031449.3 ZMIZ2 7 Homo sapiens zinc finger, MIZ-type containing 2 (ZMIZ2), transcript variant 1, mRNA.DKFZp761I2123; KIAA1886; ZIMP7; hZIMP71.10E-07 5.68E-06 3.84869901

PRF1 NM_005041.3 PRF1 10 Homo sapiens perforin 1 (pore forming protein) (PRF1), transcript variant 1, mRNA.HPLH2; FLH2; P1; MGC65093; PFP7.03E-06 8.84E-05 3.8192034

Hs.547601 HS.547601 22 Homo sapiens full length insert cDNA clone YZ84G081.49E-06 3.04E-05 3.79013575

TMOD1 NM_003275.1 TMOD1 9 Homo sapiens tropomodulin 1 (TMOD1), mRNA.ETMOD; D9S57E; TMOD0.00095976 0.00318495 3.74763291

LOC653158 XM_926814.1 LOC653158 5 PREDICTED: Homo sapiens similar to hypothetical protein MGC40405, transcript variant 1 (LOC653158), mRNA.2.13E-05 0.00019491 3.73837159

C8orf83 NR_015339.1 C8ORF83 8 Homo sapiens chromosome 8 open reading frame 83 (C8orf83), non-coding RNA.FLJ40637; DKFZp779L10680.00276042 0.00726749 3.65721582

KIAA1804 NM_032435.1 KIAA1804 1 Homo sapiens mixed lineage kinase 4 (KIAA1804), mRNA.RP5-862P8.2; MLK4; dJ862P8.30.00985304 0.01985222 3.64128651

LOC728285 XM_937100.1 LOC728285 17 PREDICTED: Homo sapiens similar to keratin associated protein 2-4 (LOC728285), mRNA.1.79E-07 7.51E-06 3.63831131

DNAJB12 NM_001002762.1DNAJB12 10 Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 12 (DNAJB12), transcript variant 1, mRNA.DJ10; DKFZp586B20230.03135807 0.04867869 3.59746858

PTPN23 NM_015466.1 PTPN23 3 Homo sapiens protein tyrosine phosphatase, non-receptor type 23 (PTPN23), mRNA.HDPTP; KIAA1471; PTP-TD14; DKFZP564F0923; HD-PTP0.02463816 0.04059544 3.5910285

SCARNA18 NR_003139.1 SCARNA18 5 Homo sapiens small Cajal body-specific RNA 18 (SCARNA18), guide RNA.U109 7.06E-07 1.84E-05 3.58938669

GALNT2 NM_004481.2 GALNT2 1 Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 2 (GalNAc-T2) (GALNT2), mRNA.GalNAc-T2 0.00081921 0.00281478 3.57318483

GLDC NM_000170.1 GLDC 9 Homo sapiens glycine dehydrogenase (decarboxylating) (GLDC), mRNA.MGC138198; GCSP; NKH; GCE; MGC138200; HYGN12.01E-08 2.04E-06 3.56463428

Hs.21177 HS.21177 6 Homo sapiens mRNA full length insert cDNA clone EUROIMAGE 9661640.00163642 0.00485919 3.54198526

MMP11 NM_005940.3 MMP11 22 Homo sapiens matrix metallopeptidase 11 (stromelysin 3) (MMP11), mRNA.ST3; SL-3; STMY30.00108531 0.00351359 3.47504873

ZHX3 NM_015035.3 ZHX3 20 Homo sapiens zinc fingers and homeoboxes 3 (ZHX3), mRNA.KIAA0395; TIX10.00028697 0.00125758 3.46431381

NAV1 NM_020443.2 NAV1 1 Homo sapiens neuron navigator 1 (NAV1), mRNA.POMFIL3; KIAA1151; FLJ14203; FLJ12560; steerin-1; MGC14961; DKFZp781D03140.0029968 0.00773616 3.45409079

LOC644761 XR_019390.1 LOC644761 PREDICTED: Homo sapiens misc_RNA (LOC644761), miscRNA.1.38E-05 0.00013987 3.43561275

SOCS5 NM_014011.4 SOCS5 2 Homo sapiens suppressor of cytokine signaling 5 (SOCS5), transcript variant 2, mRNA.CIS6; SOCS-5; KIAA0671; CISH6; Cish50.01841299 0.03226578 3.37045041

ATG4A NM_178271.1 ATG4A X Homo sapiens ATG4 autophagy related 4 homolog A (S. cerevisiae) (ATG4A), transcript variant 3, mRNA.APG4A; AUTL2 2.17E-06 3.94E-05 3.36271284

PRICKLE1 NM_153026.1 PRICKLE1 12 Homo sapiens prickle homolog 1 (Drosophila) (PRICKLE1), mRNA.MGC138902; FLJ31627; MGC138903; RILP; FLJ319370.00034416 0.00144862 3.33910305

NKIRAS2 NM_001001349.1NKIRAS2 17 Homo sapiens NFKB inhibitor interacting Ras-like 2 (NKIRAS2), transcript variant 1, mRNA.KBRAS2; MGC74742; kappaB-Ras2; DKFZP434N15267.11E-05 0.00045685 3.32549125

Hs.576106 HS.576106 10 Homo sapiens cDNA FLJ40058 fis, clone TCOLN10001802.45E-05 0.00021499 3.3017224

KIAA0427 NM_014772.1 KIAA0427 18 Homo sapiens KIAA0427 (KIAA0427), mRNA.Gm672 4.84E-05 0.00035087 3.29783364

SERPINA5 NM_000624.3 SERPINA5 14 Homo sapiens serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 5 (SERPINA5), mRNA.PROCI; PAI3; PLANH3; PCI0.00010346 0.00059272 3.29284938

MAN2A2 NM_006122.2 MAN2A2 15 Homo sapiens mannosidase, alpha, class 2A, member 2 (MAN2A2), mRNA.MANA2X 0.0023991 0.00649723 3.27250685

PTPN18 NM_014369.2 PTPN18 2 Homo sapiens protein tyrosine phosphatase, non-receptor type 18 (brain-derived) (PTPN18), mRNA.BDP1 0.01169573 0.02273054 3.25631337

GCH1 NM_000161.2 GCH1 14 Homo sapiens GTP cyclohydrolase 1 (GCH1), transcript variant 1, mRNA.DYT5; GTP-CH-1; GTPCH1; GCH0.00612138 0.01358807 3.23188253

PIGQ NM_004204.2 PIGQ 16 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class Q (PIGQ), transcript variant 2, mRNA.GPI1; c407A10.1; hGPI1; MGC126932.18E-05 0.0001984 3.22930727

ZMAT5 NM_019103.2 ZMAT5 22 Homo sapiens zinc finger, matrin type 5 (ZMAT5), transcript variant 1, mRNA.2.25E-06 4.05E-05 3.22666927

TBC1D5 NM_014744.1 TBC1D5 3 Homo sapiens TBC1 domain family, member 5 (TBC1D5), mRNA.KIAA0210 0.01264555 0.0241405 3.2029478

TCTA NM_022171.1 TCTA 3 Homo sapiens T-cell leukemia translocation altered gene (TCTA), mRNA.6.17E-06 8.01E-05 3.19648977

KIAA0319L NM_182686.1 KIAA0319L 1 Homo sapiens KIAA0319-like (KIAA0319L), transcript variant 2, mRNA.PP791; RP4-765A10.3; KIAA1837; PKD1-like0.01301354 0.02467827 3.18046815

SNORA79 NR_003021.2 SNORA79 14 Homo sapiens small nucleolar RNA, H/ACA box 79 (SNORA79), small nucleolar RNA.ACA65 0.00011589 0.00064128 3.17770629

FLJ32810 XM_926804.1 FLJ32810 PREDICTED: Homo sapiens hypothetical protein FLJ32810, transcript variant 2 (FLJ32810), mRNA.0.00782179 0.01649665 3.14186943

LOC727773 XM_930899.1 LOC727773 2 PREDICTED: Homo sapiens similar to inhibitor of growth family, member 5, transcript variant 2 (LOC727773), mRNA.0.01017941 0.02037007 3.1387061

SLC43A3 NM_017611.2 SLC43A3 11 Homo sapiens solute carrier family 43, member 3 (SLC43A3), mRNA.FOAP-13; EEG1; PRO1659; DKFZp762A227; SEEEG-10.02385609 0.03962525 3.1273644

ZNF548 NM_152909.2 ZNF548 19 Homo sapiens zinc finger protein 548 (ZNF548), mRNA.FLJ32932 0.02648803 0.04288914 3.11575041

CR2 NM_001006658.1CR2 1 Homo sapiens complement component (3d/Epstein Barr virus) receptor 2 (CR2), transcript variant 1, mRNA.CD21; SLEB9; C3DR0.00100222 0.00329565 3.09759823

HTR7 NM_000872.3 HTR7 10 Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase-coupled) (HTR7), transcript variant a, mRNA.5-HT7 0.00020822 0.00099294 3.09675203

RAB11B NM_004218.1 RAB11B 19 Homo sapiens RAB11B, member RAS oncogene family (RAB11B), mRNA.H-YPT3; MGC1332460.01467205 0.02709529 3.09373456

FAM83B NM_001010872.1FAM83B 6 Homo sapiens family with sequence similarity 83, member B (FAM83B), mRNA.FLJ30642; MGC126677; C6orf143; MGC1384800.00128837 0.00401664 3.08547742

CD24 NM_013230.2 CD24 Y Homo sapiens CD24 molecule (CD24), mRNA.CD24A 1.43E-09 4.43E-07 3.07972204

WDHD1 NM_001008396.1WDHD1 14 Homo sapiens WD repeat and HMG-box DNA binding protein 1 (WDHD1), transcript variant 2, mRNA.AND-1 0.01168039 0.02271292 3.07597555

LOC284293 XM_209104.2 LOC284293 18 PREDICTED: Homo sapiens similar to Placental thrombin inhibitor (Cytoplasmic antiproteinase) (CAP) (Protease inhibitor 6) (PI-6) (Serpin B6) (LOC284293), mRNA.0.00072407 0.00257078 3.05427353

LOC730525 NM_199327.1 LOC730525 PREDICTED: Homo sapiens hypothetical protein LOC730525 (LOC730525), mRNA.0.00897352 0.0184147 3.05056564

MAN1A1 NM_005907.2 MAN1A1 6 Homo sapiens mannosidase, alpha, class 1A, member 1 (MAN1A1), mRNA.MAN9; HUMM3; HUMM92.32E-06 4.11E-05 3.02742586

ADAT2 NM_182503.2 ADAT2 6 Homo sapiens adenosine deaminase, tRNA-specific 2, TAD2 homolog (S. cerevisiae) (ADAT2), mRNA.TAD2; dJ20N2.1; dJ20N2; DKFZp686L1118; FLJ44213; DEADC10.00033669 0.00142435 3.01965937
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CLDN23 NM_194284.1 CLDN23 8 Homo sapiens claudin 23 (CLDN23), mRNA.CLDNL; hCG16461635.46E-06 7.38E-05 2.99737474

GDPD5 NM_030792.4 GDPD5 11 Homo sapiens glycerophosphodiester phosphodiesterase domain containing 5 (GDPD5), mRNA.PP1665; GDE2 1.11E-05 0.00011914 2.97216968

FAM43A NM_153690.4 FAM43A 3 Homo sapiens family with sequence similarity 43, member A (FAM43A), mRNA.FLJ90022 4.83E-07 1.45E-05 2.94936327

SGK NM_005627.2 SGK 6 Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA.SGK1 2.91E-09 6.88E-07 2.94834233

SUSD3 NM_145006.2 SUSD3 9 Homo sapiens sushi domain containing 3 (SUSD3), mRNA.MGC26847 7.23E-05 0.00046091 2.94542189

HIST1H4K NM_003541.2 HIST1H4K 6 Homo sapiens histone cluster 1, H4k (HIST1H4K), mRNA.dJ160A22.1; H4/d; H4FD; H4F2iii0.00348256 0.0087028 2.94130813

HOXC8 NM_022658.3 HOXC8 12 Homo sapiens homeobox C8 (HOXC8), mRNA.HOX3; HOX3A 0.00232443 0.00633448 2.93537271

KIF13B NM_015254.2 KIF13B 8 Homo sapiens kinesin family member 13B (KIF13B), mRNA.KIAA0639; GAKIN 6.29E-05 0.00041745 2.92910701

NCRNA00092 NR_024129.1 NCRNA00092 9 Homo sapiens non-protein coding RNA 92 (NCRNA00092), non-coding RNA.0.00096691 0.00320281 2.92906905

TRAPPC2P1 NR_002166.1 TRAPPC2P1 19 Homo sapiens trafficking protein particle complex 2 pseudogene 1 (TRAPPC2P1), non-coding RNA.SEDLP1; MIP-2A 0.0011014 0.00355825 2.91751475

RNFT1 NM_016125.2 RNFT1 17 Homo sapiens ring finger protein, transmembrane 1 (RNFT1), mRNA.PTD016; MGC1110901.50E-06 3.05E-05 2.90719807

OGDHL NM_018245.1 OGDHL 10 Homo sapiens oxoglutarate dehydrogenase-like (OGDHL), mRNA.4.01E-07 1.27E-05 2.90342124

PCIF1 NM_022104.3 PCIF1 20 Homo sapiens PDX1 C-terminal inhibiting factor 1 (PCIF1), mRNA.PCIF1 0.00203089 0.00571066 2.89707854

U2AF1L4 NM_144987.1 U2AF1L4 19 Homo sapiens U2 small nuclear RNA auxiliary factor 1-like 4 (U2AF1L4), transcript variant 2, mRNA.U2AF1L3; U2af26; U2AF1-RS3; U2AF1L3V1; FLJ35525; MGC33901; U2AF1RS30.000759 0.00265748 2.89509175

SH3BGRL2 NM_031469.1 SH3BGRL2 6 Homo sapiens SH3 domain binding glutamic acid-rich protein like 2 (SH3BGRL2), mRNA.FLJ90025 6.41E-08 4.15E-06 2.89178575

RUNDC3B NM_138290.1 RUNDC3B 7 Homo sapiens RUN domain containing 3B (RUNDC3B), mRNA.RPIP9; RPIB9; FLJ30671; MGC266554.38E-06 6.34E-05 2.88820909

TMEM25 NM_032780.2 TMEM25 11 Homo sapiens transmembrane protein 25 (TMEM25), mRNA.FLJ14399 0.00107812 0.00349658 2.88361746

ELOVL3 NM_152310.1 ELOVL3 10 Homo sapiens elongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 3 (ELOVL3), mRNA.CIG30; CIG-30; MGC214352.08E-07 8.40E-06 2.88053294

TMEM80 XM_938671.1 TMEM80 PREDICTED: Homo sapiens transmembrane protein 80 (TMEM80), mRNA.0.00538295 0.01224145 2.87943137

TMCO4 NM_181719.2 TMCO4 1 Homo sapiens transmembrane and coiled-coil domains 4 (TMCO4), mRNA.RP5-1056L3.6; DKFZp686C232310.01121281 0.02198066 2.87261639

HPSE NM_006665.2 HPSE 4 Homo sapiens heparanase (HPSE), mRNA.HPA; HSE1; HPSE1; HPR14.19E-05 0.00031765 2.86953755

ATP6AP1L NM_001017971.1ATP6AP1L 5 Homo sapiens ATPase, H+ transporting, lysosomal accessory protein 1-like (ATP6AP1L), mRNA.MGC138396 4.77E-06 6.67E-05 2.86946032

LFNG NM_001040168.1LFNG 7 Homo sapiens LFNG O-fucosylpeptide 3-beta-N-acetylglucosaminyltransferase (LFNG), transcript variant 2, mRNA.SCDO3 2.26E-06 4.06E-05 2.85270349

ZXDB NM_007157.3 ZXDB X Homo sapiens zinc finger, X-linked, duplicated B (ZXDB), mRNA.dJ83L6.1 0.0004213 0.00169393 2.83781999

CSPG4 NM_001897.3 CSPG4 15 Homo sapiens chondroitin sulfate proteoglycan 4 (CSPG4), mRNA.MSK16; MCSP; NG2; MCSPG; MEL-CSPG; HMW-MAA8.13E-05 0.00049856 2.83380627

CRLF1 NM_004750.2 CRLF1 19 Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA.CISS; CISS1; CLF-1; NR6; CLF1.76E-07 7.43E-06 2.83021587

SGK1 NM_005627.3 SGK1 6 Homo sapiens serum/glucocorticoid regulated kinase 1 (SGK1), transcript variant 1, mRNA.SGK 1.97E-08 2.02E-06 2.82448689

RALGPS1 NM_014636.1 RALGPS1 9 Homo sapiens Ral GEF with PH domain and SH3 binding motif 1 (RALGPS1), mRNA.KIAA0351; RALGPS1A; RP13-225O21.1; RALGEF27.93E-05 0.00049227 2.81063737

CCS XM_938909.1 CCS PREDICTED: Homo sapiens copper chaperone for superoxide dismutase (CCS), mRNA.1.07E-06 2.42E-05 2.79456126

SLC25A21 NM_030631.1 SLC25A21 14 Homo sapiens solute carrier family 25 (mitochondrial oxodicarboxylate carrier), member 21 (SLC25A21), nuclear gene encoding mitochondrial protein, mRNA.MGC126570; ODC1; ODC0.00029006 0.00126501 2.78648117

DAB2 NM_001343.1 DAB2 5 Homo sapiens disabled homolog 2, mitogen-responsive phosphoprotein (Drosophila) (DAB2), mRNA.FLJ26626; DOC2; DOC-20.00154388 0.00464532 2.78568409

XKR8 NM_018053.2 XKR8 1 Homo sapiens XK, Kell blood group complex subunit-related family, member 8 (XKR8), mRNA.XRG8; FLJ10307; RP11-460I13.30.00043511 0.00173661 2.7785914

SCARNA11 NR_003012.1 SCARNA11 12 Homo sapiens small Cajal body-specific RNA 11 (SCARNA11), guide RNA.ACA57 8.59E-09 1.30E-06 2.76318493

CHURC1 NM_145165.2 CHURC1 14 Homo sapiens churchill domain containing 1 (CHURC1), mRNA.FLJ33064; chch; My015; C14orf529.51E-08 5.22E-06 2.75953596

FOXD4L1 NM_012184.3 FOXD4L1 2 Homo sapiens forkhead box D4-like 1 (FOXD4L1), mRNA.bA395L14.1 3.58E-05 0.00028376 2.74989459

FZD3 NM_017412.2 FZD3 8 Homo sapiens frizzled homolog 3 (Drosophila) (FZD3), mRNA.hFz3; Fz-3 0.00217044 0.00599755 2.74663223

Hs.522924 HS.522924 10 Homo sapiens cDNA FLJ43160 fis, clone FCBBF20001990.00044631 0.00176703 2.74184659

TPCN2 NM_139075.1 TPCN2 Homo sapiens two pore segment channel 2 (TPCN2), mRNA.FLJ41094; TPC20.01319609 0.02492009 2.74164457

OPTN NM_001008213.1OPTN 10 Homo sapiens optineurin (OPTN), transcript variant 4, mRNA.FIP2; HYPL; NRP; TFIIIA-INTP; HIP7; GLC1E2.32E-07 8.96E-06 2.74101731

GEM NM_005261.2 GEM 8 Homo sapiens GTP binding protein overexpressed in skeletal muscle (GEM), transcript variant 1, mRNA.KIR; MGC262940.00014499 0.00075505 2.73698747

ADCK5 NM_174922.3 ADCK5 8 Homo sapiens aarF domain containing kinase 5 (ADCK5), mRNA.MGC126708; FLJ354544.95E-06 6.84E-05 2.73665522

ZNF354A NM_005649.2 ZNF354A 5 Homo sapiens zinc finger protein 354A (ZNF354A), mRNA.EZNF; TCF17; KID-1; HKL1; KID10.0023903 0.00647502 2.73321813

GALNT5 NM_014568.1 GALNT5 2 Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 5 (GalNAc-T5) (GALNT5), mRNA.MGC165041; GALNAC-T50.01731164 0.03076241 2.73226737

CA11 NM_001217.3 CA11 19 Homo sapiens carbonic anhydrase XI (CA11), mRNA.CARP2; CA-RP XI0.00014297 0.00074596 2.73094642

C7orf52 NM_198571.1 C7ORF52 7 Homo sapiens chromosome 7 open reading frame 52 (C7orf52), mRNA.FLJ39237; DKFZp547K1590.00189922 0.0054275 2.71821568

MICAL1 NM_022765.2 MICAL1 6 Homo sapiens microtubule associated monoxygenase, calponin and LIM domain containing 1 (MICAL1), mRNA.NICAL; DKFZp434B1517; FLJ21739; FLJ11937; MICAL-1; MICAL2.42E-05 0.00021305 2.70441853

C3orf59 NM_178496.2 C3ORF59 3 Homo sapiens chromosome 3 open reading frame 59 (C3orf59), mRNA.0.01349158 0.02536791 2.70356935

RELL2 NM_173828.3 RELL2 5 Homo sapiens RELT-like 2 (RELL2), mRNA.RELL2; FLJ90583; C5orf160.00036335 0.00150952 2.69686453

ETNK2 NM_018208.1 ETNK2 1 Homo sapiens ethanolamine kinase 2 (ETNK2), mRNA.FLJ10761; HMFT1716; RP11-74C13.2; EKI28.99E-05 0.00053821 2.68454981

TFAP2C NM_003222.3 TFAP2C 20 Homo sapiens transcription factor AP-2 gamma (activating enhancer binding protein 2 gamma) (TFAP2C), mRNA.AP2-GAMMA; TFAP2G; hAP-2g; ERF17.89E-07 1.95E-05 2.68173922

MTSS1 NM_014751.2 MTSS1 8 Homo sapiens metastasis suppressor 1 (MTSS1), mRNA.MIM; KIAA0429; MIMA; MIMB; FLJ446941.79E-06 3.44E-05 2.68062445

HOXC4 NM_014620.2 HOXC4 12 Homo sapiens homeobox C4 (HOXC4), transcript variant 1, mRNA.cp19; HOX3E; HOX30.00224362 0.00615128 2.67865464

MPP7 NM_173496.2 MPP7 10 Homo sapiens membrane protein, palmitoylated 7 (MAGUK p55 subfamily member 7) (MPP7), mRNA.FLJ32798; RP11-218D6.50.00044017 0.00174972 2.67778479

CD164L2 NM_207397.1 CD164L2 1 Homo sapiens CD164 sialomucin-like 2 (CD164L2), mRNA.UNQ6122 0.00499412 0.01155794 2.67485905

AMH NM_000479.2 AMH 19 Homo sapiens anti-Mullerian hormone (AMH), mRNA.MIF; MIS 8.45E-05 0.00051412 2.67447996

IFIT1 NM_001548.2 IFIT1 10 Homo sapiens interferon-induced protein with tetratricopeptide repeats 1 (IFIT1), transcript variant 2, mRNA.RNM561; IFI-56; IFI56; GARG-16; IFNAI1; G10P10.00305175 0.00784076 2.67210523

DNAJC27 NM_016544.1 DNAJC27 2 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 27 (DNAJC27), mRNA.RabJS; DKFZp434N2110.00277802 0.00730853 2.669608

FZD4 NM_012193.2 FZD4 11 Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA.FzE4; EVR1; GPCR; FZD4S; CD344; MGC34390; Fz-4; FEVR1.50E-07 6.75E-06 2.66889952

FOXD4 NM_207305.2 FOXD4 9 Homo sapiens forkhead box D4 (FOXD4), mRNA.FOXD4A; MGC105106; FREAC5; FKHL95.51E-07 1.57E-05 2.65172547

ABHD8 NM_024527.3 ABHD8 19 Homo sapiens abhydrolase domain containing 8 (ABHD8), mRNA.FLJ11743; MGC14280; MGC25123.67E-06 5.63E-05 2.62458054

MUC1 NM_001044390.1MUC1 1 Homo sapiens mucin 1, cell surface associated (MUC1), transcript variant 5, mRNA.PEMT; PUM; PEM; EMA; H23AG; MAM6; CD2270.00025145 0.00113109 2.62453331

PTPN20 XM_937744.1 PTPN20 PREDICTED: Homo sapiens protein tyrosine phosphatase, non-receptor type 20 (PTPN20), mRNA.0.0199576 0.03441205 2.61504122

KISS1R NM_032551.3 KISS1R 19 Homo sapiens KISS1 receptor (KISS1R), mRNA.HOT7T175; AXOR12; GPR541.77E-06 3.41E-05 2.61383203

CHCHD7 NM_001011670.1CHCHD7 8 Homo sapiens coiled-coil-helix-coiled-coil-helix domain containing 7 (CHCHD7), transcript variant 5, mRNA.FLJ40966; MGC22174.36E-08 3.16E-06 2.6040121

MLF1IP NM_024629.2 MLF1IP 4 Homo sapiens MLF1 interacting protein (MLF1IP), mRNA.CENPU; KLIP1; FLJ23468; CENP-50; CENP50; PBIP1; CENP-U(50); CENP-U0.00027489 0.0012169 2.60185876

LYPD6 NM_194317.2 LYPD6 2 Homo sapiens LY6/PLAUR domain containing 6 (LYPD6), mRNA.MGC52057 0.00096722 0.00320284 2.59459702

AP2A1 NM_014203.2 AP2A1 19 Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), transcript variant 1, mRNA.CLAPA1; AP2-ALPHA; ADTAA4.77E-06 6.68E-05 2.57804436

VAC14 NM_018052.3 VAC14 PREDICTED: Homo sapiens Vac14 homolog (S. cerevisiae) (VAC14), mRNA.2.46E-05 0.00021574 2.56892244

SOX12 NM_006943.2 SOX12 20 Homo sapiens SRY (sex determining region Y)-box 12 (SOX12), mRNA.SOX22 0.01128764 0.02209547 2.56882207

GPR137B NM_003272.1 GPR137B 1 Homo sapiens G protein-coupled receptor 137B (GPR137B), mRNA.TM7SF1 0.00010511 0.00059936 2.55938169
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PDK3 NM_005391.1 PDK3 X Homo sapiens pyruvate dehydrogenase kinase, isozyme 3 (PDK3), mRNA.0.00013649 0.00071801 2.5562195

PLEKHM1 NM_014798.1 PLEKHM1 PREDICTED: Homo sapiens pleckstrin homology domain containing, family M (with RUN domain) member 1 (PLEKHM1), mRNA.1.14E-05 0.00012146 2.55571002

MANEAL NM_001031740.1MANEAL 1 Homo sapiens mannosidase, endo-alpha-like (MANEAL), transcript variant 1, mRNA.RP11-109P14.3; MGC78681; FLJ314340.00093644 0.0031228 2.54273319

CHMP6 NM_024591.3 CHMP6 PREDICTED: Homo sapiens chromatin modifying protein 6 (CHMP6), mRNA.0.00606592 0.01349251 2.53437945

C4orf33 NM_173487.1 C4ORF33 4 Homo sapiens chromosome 4 open reading frame 33 (C4orf33), transcript variant 2, mRNA.FLJ33703 5.10E-05 0.00036177 2.52940546

GRAMD3 NM_023927.1 GRAMD3 5 Homo sapiens GRAM domain containing 3 (GRAMD3), mRNA.NS3TP2; FLJ213130.00013177 0.00070303 2.50516153

TMEM22 NM_025246.1 TMEM22 3 Homo sapiens transmembrane protein 22 (TMEM22), transcript variant 2, mRNA.DKFZp564K2464; MGC32950.00669585 0.01461255 2.50486752

RND3 NM_005168.3 RND3 2 Homo sapiens Rho family GTPase 3 (RND3), mRNA.RhoE; Rho8; memB; ARHE2.18E-08 2.09E-06 2.50379829

METTL9 NM_001077180.1METTL9 16 Homo sapiens methyltransferase like 9 (METTL9), transcript variant 2, mRNA.PAP1; FLJ21912; CGI-81; DREV1; DREV0.02507231 0.04114235 2.49924415

FBXO17 NM_148169.1 FBXO17 19 Homo sapiens F-box protein 17 (FBXO17), transcript variant 1, mRNA.FBXO26; MGC9379; Fbx17; FLJ11798; FBG4; FLJ252058.23E-05 0.00050383 2.49915991

LOC645448 XM_928480.1 LOC645448 9 PREDICTED: Homo sapiens similar to chromosome 9 open reading frame 36 (LOC645448), mRNA.0.02615327 0.04254359 2.49772281

NAV3 NM_014903.3 NAV3 12 Homo sapiens neuron navigator 3 (NAV3), mRNA.unc53H3; STEERIN3; POMFIL1; KIAA09380.00044776 0.0017702 2.49300285

TTC13 XM_939087.1 TTC13 1 Homo sapiens tetratricopeptide repeat domain 13 (TTC13), mRNA.FLJ22584 0.00058165 0.00217979 2.4895637

JUN NM_002228.3 JUN 1 Homo sapiens jun oncogene (JUN), mRNA.AP1; c-Jun 5.89E-10 2.46E-07 2.48565745

MCM3APAS NR_002776.1 MCM3APAS 21 Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) associated protein antisense (MCM3APAS) on chromosome 21.C21orf85; FLJ10508; MCM3APAS B0.02058691 0.03524551 2.48565365

PCBD2 NM_032151.3 PCBD2 5 Homo sapiens pterin-4 alpha-carbinolamine dehydratase/dimerization cofactor of hepatocyte nuclear factor 1 alpha (TCF1) 2 (PCBD2), mRNA.DCOH2; DCOHM0.01822336 0.03200055 2.48433052

MMP15 NM_002428.2 MMP15 16 Homo sapiens matrix metallopeptidase 15 (membrane-inserted) (MMP15), mRNA.MTMMP2; MT2-MMP; SMCP-20.00042466 0.00170489 2.48022571

LMO2 NM_005574.2 LMO2 11 Homo sapiens LIM domain only 2 (rhombotin-like 1) (LMO2), mRNA.TTG2; RBTN2; RBTNL1; RHOM20.00217149 0.00599741 2.4688272

GSTT2 NM_001080843.1GSTT2 Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA.9.26E-06 0.00010575 2.46580488

EGFR NM_201284.1 EGFR 7 Homo sapiens epidermal growth factor receptor (erythroblastic leukemia viral (v-erb-b) oncogene homolog, avian) (EGFR), transcript variant 4, mRNA.ERBB1; HER1; ERBB; mENA; PIG610.01259079 0.02406131 2.45902788

C14orf21 NM_174913.1 C14ORF21 14 Homo sapiens chromosome 14 open reading frame 21 (C14orf21), mRNA.KIAA2021 0.01638893 0.02955284 2.45277145

HCP5 NM_006674.2 HCP5 6 Homo sapiens HLA complex P5 (HCP5), mRNA.P5-1; D6S2650E 1.49E-08 1.85E-06 2.45143457

ZNF177 NM_003451.1 ZNF177 19 Homo sapiens zinc finger protein 177 (ZNF177), mRNA.PIGX 0.03088506 0.04815074 2.44413758

C11orf60 NM_020153.2 C11ORF60 11 Homo sapiens chromosome 11 open reading frame 60 (C11orf60), mRNA.C11orf2; FLJ218270.00175991 0.00513744 2.44402645

LOC100133770XM_001713840.1LOC100133770 PREDICTED: Homo sapiens similar to vacuolar protein sorting 35 (LOC100133770), mRNA.0.02003671 0.0344992 2.43378532

LOC648526 XM_937579.1 LOC648526 PREDICTED: Homo sapiens similar to epiplakin 1 (LOC648526), mRNA.2.83E-08 2.33E-06 2.42578123

TMEM2 NM_013390.1 TMEM2 9 Homo sapiens transmembrane protein 2 (TMEM2), mRNA.9.23E-06 0.0001056 2.42510952

GM2A NM_000405.3 GM2A 5 Homo sapiens GM2 ganglioside activator (GM2A), mRNA.SAP-3 0.00014998 0.00077397 2.41973344

ARL3 NM_004311.2 ARL3 10 Homo sapiens ADP-ribosylation factor-like 3 (ARL3), mRNA.ARFL3 7.09E-08 4.35E-06 2.41804124

MYO1D NM_015194.1 MYO1D 17 Homo sapiens myosin ID (MYO1D), mRNA.KIAA0727; myr4 6.87E-07 1.82E-05 2.41465752

NEU1 NM_000434.2 NEU1 6 Homo sapiens sialidase 1 (lysosomal sialidase) (NEU1), mRNA.NEU; SIAL1 3.34E-09 7.57E-07 2.40882075

LOC339352 XR_019601.2 LOC339352 PREDICTED: Homo sapiens misc_RNA (LOC339352), miscRNA.0.00021248 0.00100622 2.39954871

PNPLA8 NM_015723.2 PNPLA8 7 Homo sapiens patatin-like phospholipase domain containing 8 (PNPLA8), mRNA.IPLA2G; IPLA2(GAMMA); IPLA2-25.16E-05 0.00036487 2.39407906

SGSM1 XM_943783.1 SGSM1 22 Homo sapiens small G protein signaling modulator 1 (SGSM1), transcript variant 1, mRNA.MGC133298; RUTBC2; SGSM1; KIAA19410.0011179 0.00359766 2.39396386

TNFSF9 NM_003811.2 TNFSF9 19 Homo sapiens tumor necrosis factor (ligand) superfamily, member 9 (TNFSF9), mRNA.4-1BB-L 2.21E-05 0.00019969 2.3910442

VASH1 NM_014909.2 VASH1 14 Homo sapiens vasohibin 1 (VASH1), mRNA.KIAA1036 7.00E-07 1.83E-05 2.38741638

C9orf169 NM_199001.1 C9ORF169 Homo sapiens chromosome 9 open reading frame 169 (C9orf169), mRNA.1.86E-06 3.51E-05 2.38204588

SLC35E3 NM_018656.2 SLC35E3 12 Homo sapiens solute carrier family 35, member E3 (SLC35E3), mRNA.BLOV1 1.69E-05 0.00016367 2.37701575

MPP1 NM_002436.2 MPP1 X Homo sapiens membrane protein, palmitoylated 1, 55kDa (MPP1), mRNA.AAG12; EMP55; DXS552; DXS552E; PEMP; MRG12.78E-06 4.64E-05 2.37656247

MT1G NM_005950.1 MT1G 16 Homo sapiens metallothionein 1G (MT1G), mRNA.MT1; MT1K; MGC123868.65E-10 3.13E-07 2.37474616

JAK2 NM_004972.2 JAK2 9 Homo sapiens Janus kinase 2 (a protein tyrosine kinase) (JAK2), mRNA.JTK10 0.00656776 0.01438211 2.37101175

KCNS3 NM_002252.3 KCNS3 2 Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, member 3 (KCNS3), mRNA.MGC9481; KV9.3 6.97E-06 8.78E-05 2.36588828

MGC39900 XM_936687.1 MGC39900 PREDICTED: Homo sapiens hypothetical protein MGC39900 (MGC39900), mRNA.3.57E-08 2.73E-06 2.35524918

BMPR2 NM_001204.5 BMPR2 2 Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine kinase) (BMPR2), mRNA.BRK-3; BMPR3; BMPR-II; BMR2; TRG10; PPH1; T-ALK0.0009747 0.00322172 2.35296208

CAPN5 NM_004055.3 CAPN5 11 Homo sapiens calpain 5 (CAPN5), mRNA.HTRA3; FLJ46245; nCL-33.49E-06 5.43E-05 2.34429672

NRGN NM_006176.1 NRGN 11 Homo sapiens neurogranin (protein kinase C substrate, RC3) (NRGN), mRNA.RC3; hng 1.01E-08 1.42E-06 2.32563247

CYR61 NM_001554.3 CYR61 1 Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA.CCN1; IGFBP10; GIG15.15E-09 9.48E-07 2.31990782

CYP2R1 NM_024514.4 CYP2R1 11 Homo sapiens cytochrome P450, family 2, subfamily R, polypeptide 1 (CYP2R1), mRNA.MGC4663 1.09E-06 2.43E-05 2.31727943

CTAGE5 NM_203356.1 CTAGE5 14 Homo sapiens CTAGE family, member 5 (CTAGE5), transcript variant 4, mRNA.MEA6; MGEA; MGEA6; MGEA110.00091734 0.00307896 2.31379061

CNOT6L NM_144571.2 CNOT6L 4 Homo sapiens CCR4-NOT transcription complex, subunit 6-like (CNOT6L), mRNA.CCR4b 0.01868257 0.03262245 2.31362342

ARHGAP29 NM_004815.2 ARHGAP29 1 Homo sapiens Rho GTPase activating protein 29 (ARHGAP29), mRNA.RP11-255E17.1; PARG10.00030993 0.00133347 2.3113339

ST7OT2 NR_002331.1 ST7OT2 7 Homo sapiens ST7 overlapping transcript 2 (antisense non-coding RNA) (ST7OT2) on chromosome 7.0.02026813 0.03479843 2.31120374

LOC732371 XM_941758.1 LOC732371 PREDICTED: Homo sapiens similar to mixed lineage kinase domain-like (LOC732371), mRNA.0.00148618 0.00451294 2.31029319

ISL1 NM_002202.1 ISL1 5 Homo sapiens ISL1 transcription factor, LIM/homeodomain, (islet-1) (ISL1), mRNA.Isl-1 2.02E-05 0.00018705 2.30926991

AGTPBP1 NM_015239.1 AGTPBP1 9 Homo sapiens ATP/GTP binding protein 1 (AGTPBP1), mRNA.NNA1; KIAA1035; DKFZp686M201910.00195774 0.00555094 2.30477119

SNORA31 NR_002967.1 SNORA31 13 Homo sapiens small nucleolar RNA, H/ACA box 31 (SNORA31), small nucleolar RNA.ACA31 0.02183614 0.03693622 2.30231854

MICA NM_000247.1 MICA 6 Homo sapiens MHC class I polypeptide-related sequence A (MICA), mRNA.PERB11.1; MGC1110873.61E-07 1.19E-05 2.30019425

CORIN NM_006587.2 CORIN 4 Homo sapiens corin, serine peptidase (CORIN), mRNA.Lrp4; TMPRSS10; MGC119742; CRN; ATC23.07E-07 1.05E-05 2.29107506

C5orf5 NM_016603.1 C5ORF5 5 Homo sapiens chromosome 5 open reading frame 5 (C5orf5), mRNA.KHCHP; MGC57159; DKFZp667F249; N612.19E-05 0.00019894 2.28268903

TM2D2 NM_078473.2 TM2D2 8 Homo sapiens TM2 domain containing 2 (TM2D2), transcript variant 1, mRNA.MGC125814; BLP1; MGC1258131.44E-05 0.00014397 2.27331494

GOSR1 NM_004871.2 GOSR1 17 Homo sapiens golgi SNAP receptor complex member 1 (GOSR1), transcript variant 1, mRNA.GOS-28; GOS28; GOLIM2; P28; GOS28/P28; GS280.02331404 0.03889132 2.27310161

SORL1 NM_003105.3 SORL1 11 Homo sapiens sortilin-related receptor, L(DLR class) A repeats-containing (SORL1), mRNA.LR11; LRP9; SORLA; SorLA-1; gp2507.42E-06 9.11E-05 2.27039005

ISG20 NM_002201.4 ISG20 15 Homo sapiens interferon stimulated exonuclease gene 20kDa (ISG20), mRNA.CD25; HEM45 0.00583459 0.01306891 2.26850642

SP100 NM_001080391.1SP100 2 Homo sapiens SP100 nuclear antigen (SP100), transcript variant 1, mRNA.DKFZp686E07254; FLJ00340; FLJ345790.0003993 0.00162168 2.26581944

RN7SK NR_001445.1 RN7SK 6 Homo sapiens RNA, 7SK small nuclear (RN7SK), non-coding RNA.7SK 6.21E-08 4.07E-06 2.26554567

DIP2A NM_206889.1 DIP2A 21 Homo sapiens DIP2 disco-interacting protein 2 homolog A (Drosophila) (DIP2A), transcript variant 2, mRNA.DIP2; C21orf106 6.89E-06 8.73E-05 2.2649048

SNORD13 Hs.583806 SNORD13 8 Homo sapiens small nucleolar RNA, C/D box 13 (SNORD13), small nucleolar RNA.U13 1.94E-08 2.01E-06 2.25948218

C21orf2 NM_004928.1 C21ORF2 21 Homo sapiens chromosome 21 open reading frame 2 (C21orf2), mRNA.A2; YF5 0.00099806 0.00328594 2.25898119

SNORD3A NR_006880.1 SNORD3A 17 Homo sapiens small nucleolar RNA, C/D box 3A (SNORD3A), small nucleolar RNA.U3 3.11E-09 7.19E-07 2.2551573

CNTD2 NM_024877.1 CNTD2 19 Homo sapiens cyclin N-terminal domain containing 2 (CNTD2), mRNA.FLJ13265 0.00841028 0.01749339 2.25177548
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PCDH15 NM_033056.2 PCDH15 10 Homo sapiens protocadherin 15 (PCDH15), transcript variant C, mRNA.USH1H; DFNB23; DKFZp667A1711; USH1F0.0171901 0.03059646 2.24855177

CSPG4LYP2 NR_002194.1 CSPG4LYP2 Y Homo sapiens chondroitin sulfate proteoglycan 4-like, Y-linked pseudogene 2 (CSPG4LYP2), non-coding RNA.0.00764971 0.01621554 2.2481304

LOC652458 XM_941907.1 LOC652458 PREDICTED: Homo sapiens similar to Transcriptional regulator ATRX (ATP-dependent helicase ATRX) (X-linked helicase II) (X-linked nuclear protein) (XNP) (Znf-HX) (LOC652458), mRNA.0.02492596 0.04099506 2.24756738

C1orf53 NM_001024594.1C1ORF53 1 Homo sapiens chromosome 1 open reading frame 53 (C1orf53), mRNA.2.82E-07 1.00E-05 2.24399788

SCNN1D NM_002978.2 SCNN1D 1 Homo sapiens sodium channel, nonvoltage-gated 1, delta (SCNN1D), transcript variant 2, mRNA.SCNED; ENaCdelta; MGC149710; dNaCh; ENaCd; MGC1497110.00012581 0.00067991 2.2405168

PLD1 NM_002662.2 PLD1 3 Homo sapiens phospholipase D1, phosphatidylcholine-specific (PLD1), mRNA.0.00701176 0.0151258 2.24002821

PRPH NM_006262.3 PRPH 12 Homo sapiens peripherin (PRPH), mRNA.PRPH1; NEF4 4.91E-07 1.46E-05 2.23394371

FAM71E1 NM_138411.1 FAM71E1 19 Homo sapiens family with sequence similarity 71, member E1 (FAM71E1), mRNA.FLJ27522; FLJ437571.44E-09 4.36E-07 2.23146029

LPXN NM_004811.1 LPXN 11 Homo sapiens leupaxin (LPXN), mRNA.LDPL 0.00065524 0.00238165 2.23021922

SLC30A1 NM_021194.2 SLC30A1 1 Homo sapiens solute carrier family 30 (zinc transporter), member 1 (SLC30A1), mRNA.ZNT1; ZRC1 8.27E-06 9.79E-05 2.22328267

TBC1D2 NM_018421.2 TBC1D2 9 Homo sapiens TBC1 domain family, member 2 (TBC1D2), mRNA.FLJ10702; DKFZp761D1823; PARIS1; FLJ16244; FLJ42782; PARIS-1; TBC1D2A0.00035943 0.00149723 2.21401656

C20orf108 NM_080821.1 C20ORF108 20 Homo sapiens chromosome 20 open reading frame 108 (C20orf108), mRNA.DKFZP434A1114; dJ1167H4.1; 5A31.80E-08 1.94E-06 2.20277983

CYB5R1 NM_016243.2 CYB5R1 1 Homo sapiens cytochrome b5 reductase 1 (CYB5R1), mRNA.B5R.1; NQO3A2; humb5R22.94E-06 4.81E-05 2.19776359

FLJ10986 NM_018291.2 FLJ10986 1 Homo sapiens hypothetical protein FLJ10986 (FLJ10986), mRNA.RP11-242B9.1 6.03E-05 0.00040513 2.18621867

TMEM50A NM_014313.2 TMEM50A 1 Homo sapiens transmembrane protein 50A (TMEM50A), mRNA.SMP1; RP11-335G20.3; IFNRC3.45E-05 0.00027484 2.18406759

IRX3 NM_024336.1 IRX3 16 Homo sapiens iroquois homeobox 3 (IRX3), mRNA.IRX-1 7.86E-07 1.95E-05 2.18336742

LOC653166 XM_926309.1 LOC653166 17 PREDICTED: Homo sapiens similar to olfactory receptor, family 1, subfamily D, member 4 (LOC653166), mRNA.0.02301543 0.03848772 2.17623283

CLN5 NM_006493.1 CLN5 13 Homo sapiens ceroid-lipofuscinosis, neuronal 5 (CLN5), mRNA.FLJ90628; NCL 0.0019263 0.00548325 2.17485281

RAB24 NM_001031677.1RAB24 5 Homo sapiens RAB24, member RAS oncogene family (RAB24), transcript variant 1, mRNA.6.81E-08 4.23E-06 2.17081199

RNU4-2 NR_003137.2 RNU4-2 Homo sapiens RNA, U4 small nuclear 2 (RNU4-2), small nuclear RNA.6.11E-06 7.95E-05 2.17004348

GADD45B NM_015675.1 GADD45B 19 Homo sapiens growth arrest and DNA-damage-inducible, beta (GADD45B), mRNA.MYD118; DKFZP566B133; GADD45BETA3.89E-05 0.00029999 2.16327082

FLJ21865 NM_022759.1 FLJ21865 17 Homo sapiens endo-beta-N-acetylglucosaminidase (FLJ21865), mRNA.DKFZp434P174 0.00023438 0.00107886 2.15934264

LASS5 NM_147190.1 LASS5 12 Homo sapiens LAG1 homolog, ceramide synthase 5 (S. cerevisiae) (LASS5), mRNA.Trh4; MGC45411; FLJ253041.49E-05 0.00014784 2.14733978

DAAM1 NM_014992.1 DAAM1 14 Homo sapiens dishevelled associated activator of morphogenesis 1 (DAAM1), mRNA.FLJ41657; KIAA06667.83E-05 0.00048864 2.13318411

OSMR NM_003999.1 OSMR 5 Homo sapiens oncostatin M receptor (OSMR), mRNA.OSMRB; MGC75127; MGC150626; MGC1506270.02499031 0.04105739 2.13235242

GLDN NM_181789.1 GLDN 15 Homo sapiens gliomedin (GLDN), mRNA.CRG-L2; UNC-112; CRGL2; CLOM; FLJ23917; COLM1.73E-05 0.00016613 2.12713669

KBTBD7 NM_032138.3 KBTBD7 13 Homo sapiens kelch repeat and BTB (POZ) domain containing 7 (KBTBD7), mRNA.DKFZP434E23180.00341236 0.00855096 2.12463913

MOCS1 NM_138928.1 MOCS1 6 Homo sapiens molybdenum cofactor synthesis 1 (MOCS1), transcript variant 1, mRNA.MOCS1B; MIG11; MOCS1A; KIAA0381; MOCOD0.00060692 0.0022535 2.1219503

ZBTB42 NM_001137601.1ZBTB42 14 Homo sapiens zinc finger and BTB domain containing 42 (ZBTB42), mRNA.2.89E-05 0.0002427 2.11991552

ACAD10 NM_025247.3 ACAD10 12 Homo sapiens acyl-Coenzyme A dehydrogenase family, member 10 (ACAD10), mRNA.MGC5601 9.81E-05 0.00057148 2.11644193

TUFT1 NM_020127.1 TUFT1 1 Homo sapiens tuftelin 1 (TUFT1), mRNA.2.99E-08 2.41E-06 2.11080753

DENND1A NM_020946.1 DENND1A 9 Homo sapiens DENN/MADD domain containing 1A (DENND1A), transcript variant 1, mRNA.RP11-230L22.3; FLJ38464; KIAA1608; FAM31A0.00920736 0.01879518 2.10813785

CHD2 NM_001271.1 CHD2 15 Homo sapiens chromodomain helicase DNA binding protein 2 (CHD2), mRNA.DKFZp781D17270.00122216 0.00384776 2.10813699

Hs.326560 HS.326560 PREDICTED: Homo sapiens LOC440151 (LOC440151), mRNA0.00012167 0.00066313 2.10550767

LOC441019 XM_498969.2 LOC441019 4 PREDICTED: Homo sapiens hypothetical LOC441019 (LOC441019), mRNA.9.30E-07 2.19E-05 2.10483268

UFSP1 NM_001015072.1UFSP1 7 Homo sapiens UFM1-specific peptidase 1 (non-functional) (UFSP1), mRNA.0.00106361 0.00345571 2.10219811

ST3GAL5 NM_003896.2 ST3GAL5 2 Homo sapiens ST3 beta-galactoside alpha-2,3-sialyltransferase 5 (ST3GAL5), transcript variant 2, mRNA.SIAT9; ST3GalV; SIATGM3S1.39E-06 2.91E-05 2.09866714

PPP1R12C NM_017607.1 PPP1R12C 19 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12C (PPP1R12C), mRNA.p84; DKFZp434D04120.00020349 0.00097381 2.09550921

FAH NM_000137.1 FAH 15 Homo sapiens fumarylacetoacetate hydrolase (fumarylacetoacetase) (FAH), mRNA.0.0211219 0.03600263 2.08298813

MLF1 NM_022443.2 MLF1 3 Homo sapiens myeloid leukemia factor 1 (MLF1), mRNA.3.49E-06 5.42E-05 2.07886961

AKAP13 NM_007200.3 AKAP13 15 Homo sapiens A kinase (PRKA) anchor protein 13 (AKAP13), transcript variant 3, mRNA.HA-3; FLJ11952; BRX; FLJ43341; c-lbc; PROTO-LB; Ht31; LBC; AKAP-Lbc; PROTO-LBC4.22E-05 0.00031939 2.07804002

LOC729776 Hs.535844 LOC729776 6 PREDICTED: Homo sapiens hypothetical protein LOC729776 (LOC729776), mRNA.4.93E-05 0.00035417 2.07753427

VGF NM_003378.2 VGF 7 Homo sapiens VGF nerve growth factor inducible (VGF), mRNA.1.40E-09 4.46E-07 2.07641015

PARM1 NM_015393.2 PARM1 4 Homo sapiens prostate androgen-regulated mucin-like protein 1 (PARM1), mRNA.6.32E-09 1.06E-06 2.07347694

LOC645166 XM_001129441.2LOC645166 1 PREDICTED: Homo sapiens similar to lymphocyte-specific protein 1 (LOC645166), mRNA.5.67E-09 9.63E-07 2.07279902

ADAMTSL5 NM_213604.1 ADAMTSL5 19 Homo sapiens ADAMTS-like 5 (ADAMTSL5), mRNA.THSD6 0.00045169 0.00178183 2.07193936

FRMD3 NM_174938.3 FRMD3 9 Homo sapiens FERM domain containing 3 (FRMD3), mRNA.MGC20553; EPB41L4O; P410; 4.1O; RP11-439K3.20.01593464 0.02888701 2.0711046

CSAD NM_015989.3 CSAD 12 Homo sapiens cysteine sulfinic acid decarboxylase (CSAD), mRNA.PCAP; MGC119355; MGC119354; MGC119357; CSD3.06E-05 0.00025302 2.06746952

MYOM2 NM_003970.1 MYOM2 8 Homo sapiens myomesin (M-protein) 2, 165kDa (MYOM2), mRNA.TTNAP 0.00314204 0.0080253 2.06737739

TMEM45A NM_018004.1 TMEM45A 3 Homo sapiens transmembrane protein 45A (TMEM45A), mRNA.DERP7; FLJ10134 1.23E-05 0.00012842 2.06708011

CRIP2 NM_001312.2 CRIP2 14 Homo sapiens cysteine-rich protein 2 (CRIP2), mRNA.CRP2; CRIP; ESP1 8.63E-08 4.93E-06 2.06276132

ANGPTL4 NM_001039667.1ANGPTL4 19 Homo sapiens angiopoietin-like 4 (ANGPTL4), transcript variant 3, mRNA.HFARP; ANGPTL2; PGAR; NL2; pp1158; ARP4; FIAF2.01E-05 0.00018629 2.05643354

SUSD2 NM_019601.3 SUSD2 22 Homo sapiens sushi domain containing 2 (SUSD2), mRNA.BK65A6.2; FLJ227782.00E-05 0.00018605 2.05642799

EXPH5 NM_015065.1 EXPH5 11 Homo sapiens exophilin 5 (EXPH5), mRNA.SLAC2-B; KIAA0624; DKFZp781H0795; MGC134967; MGC1332910.00756831 0.01607433 2.05520284

LOC388588 XM_946205.1 LOC388588 1 PREDICTED: Homo sapiens hypothetical LOC388588, transcript variant 2 (LOC388588), mRNA.4.27E-05 0.00032212 2.05422335

SLC35F3 NM_173508.1 SLC35F3 1 Homo sapiens solute carrier family 35, member F3 (SLC35F3), mRNA.FLJ37712 0.00441936 0.01048682 2.0535939

SLCO1B3 NM_019844.1 SLCO1B3 12 Homo sapiens solute carrier organic anion transporter family, member 1B3 (SLCO1B3), mRNA.LST-3TM13; SLC21A8; OATP8; OATP1B3; LST30.00018009 0.00088883 2.0489564

CKMT1A NM_001015001.1CKMT1A 15 Homo sapiens creatine kinase, mitochondrial 1A (CKMT1A), nuclear gene encoding mitochondrial protein, mRNA.UMTCK; CKMT1 3.92E-08 2.92E-06 2.04783922

FAM173B NM_199133.1 FAM173B 5 Homo sapiens family with sequence similarity 173, member B (FAM173B), mRNA.FLJ20667 0.00024912 0.00112577 2.0430279

LAMB2 NM_002292.2 LAMB2 3 Homo sapiens laminin, beta 2 (laminin S) (LAMB2), mRNA.LAMS 8.40E-07 2.04E-05 2.04098489

FAM46B NM_052943.2 FAM46B 1 Homo sapiens family with sequence similarity 46, member B (FAM46B), mRNA.MGC16491; MGC20845; RP11-344H11.84.86E-07 1.46E-05 2.04089797

NHEDC2 XM_933390.1 NHEDC2 4 Homo sapiens Na+/H+ exchanger domain containing 2 (NHEDC2), mRNA.FLJ23984; NHA20.00680977 0.0148195 2.03977792

IFI6 NM_002038.2 IFI6 1 Homo sapiens interferon, alpha-inducible protein 6 (IFI6), transcript variant 3, mRNA.IFI-6-16; 6-16; IFI616; G1P3; FAM14C3.45E-10 1.70E-07 2.03308705

SLC6A9 NM_201649.2 SLC6A9 1 Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), member 9 (SLC6A9), transcript variant 2, mRNA.DKFZp547A1118; GLYT10.0070691 0.01522532 2.03206322

PTH2 NM_178449.2 PTH2 19 Homo sapiens parathyroid hormone 2 (PTH2), mRNA.0.00522577 0.01197168 2.03033397

MT1F NM_005949.1 MT1F 16 Homo sapiens metallothionein 1F (MT1F), mRNA.MT1; MGC32732 7.40E-10 2.77E-07 2.02406753

FSTL3 NM_005860.1 FSTL3 19 Homo sapiens follistatin-like 3 (secreted glycoprotein) (FSTL3), mRNA.FLRG; FSRP 0.00013592 0.00071567 2.01309602

TSPAN13 NM_014399.3 TSPAN13 7 Homo sapiens tetraspanin 13 (TSPAN13), mRNA.FLJ22934; NET-6; TM4SF133.42E-10 1.77E-07 2.01307732

EXT1 NM_000127.2 EXT1 8 Homo sapiens exostoses (multiple) 1 (EXT1), mRNA.ttv; EXT 6.38E-07 1.74E-05 2.01144263

GRIN1 NM_000832.5 GRIN1 9 Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), transcript variant NR1-1, mRNA.NMDAR1; NMDA1; NR12.50E-07 9.25E-06 2.011252
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ZNF227 NM_182490.1 ZNF227 19 Homo sapiens zinc finger protein 227 (ZNF227), mRNA.0.0131503 0.02485521 2.01024625

C14orf133 NM_022067.2 C14ORF133 14 Homo sapiens chromosome 14 open reading frame 133 (C14orf133), mRNA.FLJ12707 0.00465587 0.0109358 2.00807602

RRAGC NM_022157.2 RRAGC 1 Homo sapiens Ras-related GTP binding C (RRAGC), mRNA.FLJ13311; GTR2; RAGC0.0056393 0.01270478 2.00334488

C2orf7 NM_032319.1 C2ORF7 2 Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA.PAP21; MGC13004 2.19E-05 0.0001987 2.00103853

SECISBP2L NM_014701.2 SECISBP2L 15 Homo sapiens SECIS binding protein 2-like (SECISBP2L), mRNA.0.00074138 0.00261517 1.99985152

C7orf41 NM_152793.1 C7ORF41 7 Homo sapiens chromosome 7 open reading frame 41 (C7orf41), mRNA.FLJ25903; Ells1 9.55E-08 5.14E-06 1.9987279

LOC652097 XM_941428.1 LOC652097 PREDICTED: Homo sapiens hypothetical protein LOC652097 (LOC652097), mRNA.8.08E-07 1.99E-05 1.9953209

TRAPPC2 NM_001011658.1TRAPPC2 X Homo sapiens trafficking protein particle complex 2 (TRAPPC2), transcript variant 1, mRNA.hYP38334; TRS20; SEDT; SEDL; ZNF547L; MIP-2A0.00011634 0.0006431 1.99268645

PPIL6 NM_173672.1 PPIL6 6 Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 6 (PPIL6), mRNA.bA425D10.6; MGC41939; dJ919F19.10.00023636 0.00108434 1.98707323

ABHD6 NM_020676.4 ABHD6 3 Homo sapiens abhydrolase domain containing 6 (ABHD6), mRNA.1.64E-07 7.14E-06 1.98657809

FKBP1B NM_054033.1 FKBP1B 2 Homo sapiens FK506 binding protein 1B, 12.6 kDa (FKBP1B), transcript variant 2, mRNA.FKBP12.6; FKBP9; PPIase; PKBP1L; OTK4; FKBP1L0.00412107 0.00990443 1.98187828

HLA-DMA NM_006120.2 HLA-DMA 6 Homo sapiens major histocompatibility complex, class II, DM alpha (HLA-DMA), mRNA.HLADM; RING6; DMA; D6S222E1.94E-07 8.00E-06 1.97694213

PNPLA7 NM_152286.2 PNPLA7 9 Homo sapiens patatin-like phospholipase domain containing 7 (PNPLA7), mRNA.FLJ44279; NTE-R1; FLJ43070; C9orf111; NTEL1; FLJ31318; RP11-48C7.20.00025967 0.00116088 1.97357775

C17orf28 NM_030630.1 C17ORF28 17 Homo sapiens chromosome 17 open reading frame 28 (C17orf28), mRNA.FLJ43526; DMC10.00522115 0.01196614 1.97267921

Hs.572495 HS.572495 17 Homo sapiens cDNA clone IMAGE:52686580.02359391 0.03926779 1.97261785

KLK8 NM_144507.1 KLK8 19 Homo sapiens kallikrein-related peptidase 8 (KLK8), transcript variant 1, mRNA.NRPN; NP; HNP; TADG14; PRSS190.01633762 0.02948476 1.97226573

PPP1R13B NM_015316.1 PPP1R13B 14 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 13B (PPP1R13B), mRNA.p53BP2-like; p85; KIAA0771; ASPP11.92E-05 0.00017935 1.97035474

LOC644128 XM_927344.1 LOC644128 8 PREDICTED: Homo sapiens hypothetical protein LOC644128 (LOC644128), mRNA.0.00144175 0.00440385 1.96662666

MPP2 NM_005374.3 MPP2 17 Homo sapiens membrane protein, palmitoylated 2 (MAGUK p55 subfamily member 2) (MPP2), mRNA.DKFZp686J2189; DLG2; DKFZp686A06252; DKFZp761D07120.007357 0.01572078 1.96389491

FAM113A NM_022760.3 FAM113A 20 Homo sapiens family with sequence similarity 113, member A (FAM113A), mRNA.C20orf81; bA12M19.1; FLJ22376; DKFZp547L0549.80E-05 0.00057179 1.96309206

SUZ12P XM_934900.1 SUZ12P 17 PREDICTED: Homo sapiens suppressor of zeste 12 homolog pseudogene, transcript variant 3 (SUZ12P), mRNA.0.01052829 0.02090654 1.96158653

LOC391692 XM_373031.3 LOC391692 4 PREDICTED: Homo sapiens similar to tubulin, beta 8 (LOC391692), mRNA.0.00122056 0.00384716 1.95584796

GDE1 NM_016641.3 GDE1 16 Homo sapiens glycerophosphodiester phosphodiesterase 1 (GDE1), mRNA.GDE1; 363E6.2 1.09E-05 0.00011797 1.95475085

MEGF6 NM_001409.3 MEGF6 1 Homo sapiens multiple EGF-like-domains 6 (MEGF6), mRNA.KIAA0815; EGFL30.00206596 0.00578085 1.95338878

RPL28 NM_000991.3 RPL28 19 Homo sapiens ribosomal protein L28 (RPL28), mRNA.FLJ43307 2.89E-06 4.75E-05 1.95262261

TMEM175 NM_032326.2 TMEM175 4 Homo sapiens transmembrane protein 175 (TMEM175), mRNA.MGC4618 3.35E-08 2.62E-06 1.94642888

CAMTA1 NM_015215.1 CAMTA1 1 Homo sapiens calmodulin binding transcription activator 1 (CAMTA1), mRNA.KIAA0833 5.13E-06 7.03E-05 1.94482423

CASC5 NM_144508.2 CASC5 15 Homo sapiens cancer susceptibility candidate 5 (CASC5), transcript variant 2, mRNA.D40; AF15Q14; KIAA15700.01341211 0.02525781 1.93816519

ST7L NM_138729.2 ST7L 1 Homo sapiens suppression of tumorigenicity 7 like (ST7L), transcript variant 4, mRNA.FLJ11657; FLJ20284; STLR; ST7R0.00045485 0.00179172 1.93451205

H2AFV NM_138635.2 H2AFV 7 Homo sapiens H2A histone family, member V (H2AFV), transcript variant 2, mRNA.MGC1947; H2AV; MGC10831; FLJ26479; MGC101700.02157255 0.03659287 1.93360184

TMEM8 NM_021259.1 TMEM8 16 Homo sapiens transmembrane protein 8 (five membrane-spanning domains) (TMEM8), mRNA.M83; TMEM6 0.00022411 0.00104711 1.9331523

CDC20B NM_152623.1 CDC20B 5 Homo sapiens cell division cycle 20 homolog B (S. cerevisiae) (CDC20B), transcript variant 1, mRNA.FLJ37927; G6VTS765190.00271012 0.00715936 1.93114692

ING5 XM_941026.1 ING5 PREDICTED: Homo sapiens inhibitor of growth family, member 5 (ING5), mRNA.0.00099478 0.00327712 1.9264384

SCARNA16 NR_003013.1 SCARNA16 17 Homo sapiens small Cajal body-specific RNA 16 (SCARNA16), guide RNA.ACA47 2.29E-06 4.08E-05 1.9248001

ACTA2 NM_001613.1 ACTA2 10 Homo sapiens actin, alpha 2, smooth muscle, aorta (ACTA2), mRNA.ACTSA 2.65E-07 9.63E-06 1.92227404

HS1BP3 NM_022460.3 HS1BP3 2 Homo sapiens HCLS1 binding protein 3 (HS1BP3), mRNA.ETM2; FLJ14249; HS1-BP36.94E-07 1.83E-05 1.92051058

LOC649970 XM_939056.1 LOC649970 PREDICTED: Homo sapiens similar to creatine kinase, mitochondrial 1B precursor (LOC649970), mRNA.1.73E-08 1.92E-06 1.91799012

TLE6 NM_024760.1 TLE6 19 Homo sapiens transducin-like enhancer of split 6 (E(sp1) homolog, Drosophila) (TLE6), mRNA.FLJ14009; MGC14966; GRG60.00013295 0.00070689 1.91679311

C9orf45 NM_030814.4 C9ORF45 9 PREDICTED: Homo sapiens chromosome 9 open reading frame 45 (C9orf45), misc RNA.7.23E-05 0.00046096 1.91651372

LOC100133578XM_001714539.1LOC100133578 PREDICTED: Homo sapiens similar to acetylserotonin O-methyltransferase-like (LOC100133578), mRNA.3.59E-05 0.00028392 1.91429945

IFT20 NM_174887.2 IFT20 17 Homo sapiens intraflagellar transport 20 homolog (Chlamydomonas) (IFT20), mRNA.0.00044149 0.00175306 1.9125612

MAP3K12 NM_006301.2 MAP3K12 12 Homo sapiens mitogen-activated protein kinase kinase kinase 12 (MAP3K12), mRNA.DLK; ZPKP1; ZPK; MUK0.00011739 0.00064661 1.90555913

PTPRU NM_005704.3 PTPRU 1 Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), transcript variant 3, mRNA.GLEPP1; hPTP-J; PTPPSI; PCP-2; FMI; PTP-PI; R-PTP-PSI; PTPRO; PTP; FLJ37530; PTPU2; PTP-J2.63E-05 0.00022745 1.89845282

PPP1R14C NM_030949.1 PPP1R14C 6 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14C (PPP1R14C), mRNA.KEPI; NY-BR-81; CPI17-like1.36E-07 6.44E-06 1.89531254

NICN1 NM_032316.2 NICN1 3 Homo sapiens nicolin 1 (NICN1), mRNA.MGC12936 0.00015279 0.00078436 1.89429614

MTL5 NM_001039656.1MTL5 11 Homo sapiens metallothionein-like 5, testis-specific (tesmin) (MTL5), transcript variant 2, mRNA.TESMIN; MTLT; CXCDC20.00318236 0.00810353 1.8938739

MOSPD1 NM_019556.1 MOSPD1 X Homo sapiens motile sperm domain containing 1 (MOSPD1), mRNA.DJ473B4 1.89E-06 3.55E-05 1.88613075

UNC13B NM_006377.2 UNC13B 9 Homo sapiens unc-13 homolog B (C. elegans) (UNC13B), mRNA.hmunc13; Unc13h2; MGC133279; MUNC13; MGC133280; UNC130.01689622 0.0302169 1.8858212

C12orf4 NM_020374.2 C12ORF4 12 Homo sapiens chromosome 12 open reading frame 4 (C12orf4), mRNA.FLJ23899; FLJ211580.00882553 0.01817621 1.88262008

NEDD4L NM_015277.2 NEDD4L 18 Homo sapiens neural precursor cell expressed, developmentally down-regulated 4-like (NEDD4L), mRNA.FLJ33870; KIAA0439; RSP5; hNedd4-20.00020105 0.00096598 1.88100851

RGS22 NM_015668.2 RGS22 8 Homo sapiens regulator of G-protein signalling 22 (RGS22), mRNA.MGC102908; DKFZP434I092; PRTD-NY2; FLJ400800.02804187 0.04485048 1.86988868

MAPT NM_016841.2 MAPT 17 Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, mRNA.MTBT2; MAPTL; FTDP-17; DDPAC; MGC138549; TAU; MSTD; FLJ31424; PPND; MTBT13.99E-06 5.97E-05 1.86917589

LOC653108 XM_930914.1 LOC653108 21 PREDICTED: Homo sapiens similar to coxsackie virus and adenovirus receptor precursor (LOC653108), mRNA.0.00301889 0.00778392 1.86915953

C6orf203 NM_016487.2 C6ORF203 6 Homo sapiens chromosome 6 open reading frame 203 (C6orf203), mRNA.RP11-59I9.1; FLJ34245; PRED31; HSPC2301.25E-06 2.68E-05 1.86452202

FBXO41 Hs.23158 FBXO41 2 Homo sapiens F-box protein 41 (FBXO41), mRNA.FLJ37709; Fbx41 0.0088667 0.01824026 1.86410863

C14orf79 NM_174891.2 C14ORF79 14 Homo sapiens chromosome 14 open reading frame 79 (C14orf79), mRNA.0.00021386 0.00101143 1.8615851

TP53INP1 NM_033285.2 TP53INP1 8 Homo sapiens tumor protein p53 inducible nuclear protein 1 (TP53INP1), mRNA.TP53INP1A; Teap; p53DINP1; TP53DINP1; SIP; FLJ22139; DKFZp434M1317; TP53INP1B7.39E-08 4.44E-06 1.86104813

ULBP2 NM_025217.2 ULBP2 6 Homo sapiens UL16 binding protein 2 (ULBP2), mRNA.RAET1H; N2DL2 3.93E-07 1.26E-05 1.86073695

CYTH1 NM_017456.2 CYTH1 17 Homo sapiens cytohesin 1 (CYTH1), transcript variant 2, mRNA.FLJ41900; D17S811E; B2-1; CYTOHESIN-1; FLJ34050; SEC72.06E-05 0.00018948 1.85085847

NES NM_006617.1 NES 1 Homo sapiens nestin (NES), mRNA.FLJ21841; Nbla001703.98E-05 0.00030463 1.85014504

C5orf13 NM_004772.1 C5ORF13 5 Homo sapiens chromosome 5 open reading frame 13 (C5orf13), mRNA.PTZ17; D4S114; PRO1873; P3110.02367923 0.0393736 1.8470298

ZSWIM6 XM_035299.7 ZSWIM6 5 PREDICTED: Homo sapiens zinc finger, SWIM-type containing 6 (ZSWIM6), mRNA.6.03E-06 7.89E-05 1.84313426

ANKRD20A1 NM_001012421.1ANKRD20A1 Homo sapiens ankyrin repeat domain 20 family, member A1 (ANKRD20A1), mRNA.DKFZp434A171; ANKRD20A8.54E-06 1.00E-04 1.8424366

REEP1 NM_022912.1 REEP1 2 Homo sapiens receptor accessory protein 1 (REEP1), mRNA.SPG31; C2orf23; FLJ131105.14E-07 1.51E-05 1.8413591

LOC100131512XM_001722891.1LOC100131512 PREDICTED: Homo sapiens hypothetical protein LOC100131512 (LOC100131512), mRNA.0.00851911 0.01765891 1.84107976

TBC1D16 NM_019020.2 TBC1D16 17 Homo sapiens TBC1 domain family, member 16 (TBC1D16), mRNA.FLJ20748; MGC250620.00015195 0.00078152 1.83657301

ITFG3 NM_032039.1 ITFG3 16 Homo sapiens integrin alpha FG-GAP repeat containing 3 (ITFG3), mRNA.FLJ32603; DKFZP761D0211; gene +108; C16orf9; gs192.40E-06 4.18E-05 1.83512242

TMEM145 NM_173633.1 TMEM145 19 Homo sapiens transmembrane protein 145 (TMEM145), mRNA.FLJ90805 6.23E-05 0.00041534 1.82506686

RBM43 NM_198557.2 RBM43 2 Homo sapiens RNA binding motif protein 43 (RBM43), mRNA.0.01371286 0.0256862 1.82143986

LRRC20 NM_207119.1 LRRC20 10 Homo sapiens leucine rich repeat containing 20 (LRRC20), transcript variant 1, mRNA.FLJ10751; FLJ108445.19E-08 3.62E-06 1.81913133



 2.0 ACL-Independent Upreg

CBR4 NM_032783.3 CBR4 4 Homo sapiens carbonyl reductase 4 (CBR4), mRNA.FLJ14431 3.64E-06 5.59E-05 1.8162221

ZC3H10 NM_032786.1 ZC3H10 12 Homo sapiens zinc finger CCCH-type containing 10 (ZC3H10), mRNA.FLJ14451; ZC3HDC100.00072447 0.00257136 1.8154227

Hs.535044 HS.535044 PREDICTED: Homo sapiens similar to FLJ00290 protein (LOC441310), mRNA0.01235439 0.02371379 1.81521033

GOLPH4 NM_014498.2 GOLPH4 3 Homo sapiens golgi phosphoprotein 4 (GOLPH4), mRNA.P138; GIMPC; GPP1300.00066292 0.00239674 1.81425133

RNU1-3 NR_004408.1 RNU1-3 1 Homo sapiens RNA, U1 small nuclear 3 (RNU1-3), small nuclear RNA.U1C21 1.84E-06 3.48E-05 1.8129596

OSGEPL1 NM_022353.1 OSGEPL1 2 Homo sapiens O-sialoglycoprotein endopeptidase-like 1 (OSGEPL1), mRNA.0.00905624 0.01854243 1.81130184

FTO NM_001080432.1FTO 16 Homo sapiens fat mass and obesity associated (FTO), mRNA.KIAA1752; MGC51490.0006131 0.00226949 1.80895685

GAA NM_000152.2 GAA 17 Homo sapiens glucosidase, alpha; acid (GAA), transcript variant 1, mRNA.LYAG 1.32E-05 0.00013457 1.80519712

AMOT NM_133265.2 AMOT X Homo sapiens angiomotin (AMOT), transcript variant 2, mRNA.KIAA1071 0.00045787 0.00179837 1.80083544

CLDN14 NM_144492.1 CLDN14 21 Homo sapiens claudin 14 (CLDN14), transcript variant 1, mRNA.DFNB29 0.00156504 0.00469728 1.79919729

GPR108 NM_001080452.1GPR108 19 Homo sapiens G protein-coupled receptor 108 (GPR108), transcript variant 1, mRNA.LUSTR2; MGC143939.39E-05 0.00055395 1.79815968

CNFN NM_032488.2 CNFN 19 Homo sapiens cornifelin (CNFN), mRNA.PLAC8L2 3.96E-06 5.96E-05 1.79628625

FAM116B NM_001001794.1FAM116B Homo sapiens family with sequence similarity 116, member B (FAM116B), mRNA.MGC33692 1.29E-05 0.00013248 1.79392442

FAM13B NM_001101800.1FAM13B 5 Homo sapiens family with sequence similarity 13, member B (FAM13B), transcript variant 2, mRNA.KHCHP; MGC57159; FLJ26735; DKFZp667F249; N613.21E-07 1.08E-05 1.79246018

PHTF1 NM_006608.1 PHTF1 1 Homo sapiens putative homeodomain transcription factor 1 (PHTF1), mRNA.PHTF 4.67E-06 6.62E-05 1.7869743

LOC652850 XM_946103.1 LOC652850 PREDICTED: Homo sapiens hypothetical protein LOC652850 (LOC652850), mRNA.0.01001228 0.0201134 1.78662825

TMEM184A NM_152689.2 TMEM184A 7 Homo sapiens transmembrane protein 184A (TMEM184A), mRNA.MGC9712; FLJ240110.01676732 0.03009532 1.78424456

LPPR2 NM_022737.1 LPPR2 19 Homo sapiens lipid phosphate phosphatase-related protein type 2 (LPPR2), mRNA.FLJ13055; DKFZp761E1121; PRG-40.00087642 0.0029645 1.78362734

SNAP29 NM_004782.2 SNAP29 22 Homo sapiens synaptosomal-associated protein, 29kDa (SNAP29), mRNA.CEDNIK; SNAP-29; FLJ210515.75E-05 0.00039378 1.78321522

LOC653438 XM_929895.1 LOC653438 1 PREDICTED: Homo sapiens similar to CG33096-PB, isoform B, transcript variant 1 (LOC653438), mRNA.8.08E-05 0.0004979 1.78174362

CPLX1 NM_006651.3 CPLX1 4 Homo sapiens complexin 1 (CPLX1), mRNA.CPX-I; CPX1 0.00218486 0.00602055 1.78069981

Hs.4988 HS.4988 2 Homo sapiens mRNA; cDNA DKFZp686B24166 (from clone DKFZp686B24166)3.39E-07 1.13E-05 1.7798259

MAGEE1 NM_020932.1 MAGEE1 X Homo sapiens melanoma antigen family E, 1 (MAGEE1), mRNA.KIAA1587; HCA1; DAMAGE0.0057698 0.01295316 1.7777214

KRTAP2-2 XM_496261.2 KRTAP2-2 PREDICTED: Homo sapiens keratin associated protein 2-2 (KRTAP2-2), mRNA.0.00099762 0.0032855 1.77759191

PCYOX1L NM_024028.2 PCYOX1L 5 Homo sapiens prenylcysteine oxidase 1 like (PCYOX1L), mRNA.MGC3265 0.00028884 0.00126119 1.77626631

SCARNA9 NR_002569.1 SCARNA9 11 Homo sapiens small Cajal body-specific RNA 9 (SCARNA9), guide RNA.Z32; mgU2-19/30 8.81E-07 2.10E-05 1.77605458

KIAA1024 NM_015206.1 KIAA1024 15 Homo sapiens KIAA1024 (KIAA1024), mRNA.0.00062537 0.00229845 1.77208941

SKAP2 NM_003930.3 SKAP2 7 Homo sapiens src kinase associated phosphoprotein 2 (SKAP2), mRNA.RA70; SCAP2; SAPS; MGC33304; MGC10411; SKAP55R; PRAP; SKAP-HOM1.66E-06 3.31E-05 1.7703235

RCOR2 NM_173587.2 RCOR2 11 Homo sapiens REST corepressor 2 (RCOR2), mRNA.8.12E-05 0.0004985 1.76633871

LRRC3 NM_030891.3 LRRC3 21 Homo sapiens leucine rich repeat containing 3 (LRRC3), mRNA.C21orf102 0.01357642 0.02548335 1.7648632

ZCCHC24 NM_153367.1 ZCCHC24 10 Homo sapiens zinc finger, CCHC domain containing 24 (ZCCHC24), mRNA.FLJ90798 0.00131727 0.00408564 1.76401085

CDKN1C NM_000076.1 CDKN1C 11 Homo sapiens cyclin-dependent kinase inhibitor 1C (p57, Kip2) (CDKN1C), mRNA.BWCR; p57; BWS; KIP2; WBS0.00090814 0.0030509 1.76336403

YPEL5 NM_016061.1 YPEL5 2 Homo sapiens yippee-like 5 (Drosophila) (YPEL5), mRNA.CGI-127 6.74E-08 4.21E-06 1.76087858

NUDT7 NM_001105663.1NUDT7 16 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 7 (NUDT7), transcript variant 1, mRNA.2.20E-07 8.64E-06 1.75288795

ZDHHC11 XM_940764.1 ZDHHC11 5 Homo sapiens zinc finger, DHHC-type containing 11 (ZDHHC11), mRNA.ZNF399; FLJ131530.00107956 0.00349917 1.75106516

SLC29A4 NM_001040661.1SLC29A4 7 Homo sapiens solute carrier family 29 (nucleoside transporters), member 4 (SLC29A4), transcript variant 1, mRNA.PMAT; FLJ34923; ENT41.67E-07 7.20E-06 1.74947355

IFT52 NM_016004.2 IFT52 20 Homo sapiens intraflagellar transport 52 homolog (Chlamydomonas) (IFT52), mRNA.NGD5; CGI-53; C20orf9; dJ1028D15.17.93E-05 0.00049233 1.74860143

GLB1L2 NM_138342.2 GLB1L2 11 Homo sapiens galactosidase, beta 1-like 2 (GLB1L2), mRNA.MST114; MSTP114 7.31E-06 9.03E-05 1.74647903

LOC646786 XM_929738.1 LOC646786 6 PREDICTED: Homo sapiens similar to Afadin (AF-6 protein) (LOC646786), mRNA.0.00025359 0.00113883 1.74368531

ARL4A NM_001037164.1ARL4A 7 Homo sapiens ADP-ribosylation factor-like 4A (ARL4A), transcript variant 3, mRNA.ARL4 1.89E-05 0.00017729 1.74366772

ZNF174 NM_001032292.1ZNF174 16 Homo sapiens zinc finger protein 174 (ZNF174), transcript variant 2, mRNA.ZSCAN8 0.02168984 0.03674021 1.74357317

PBX3 NM_006195.4 PBX3 9 Homo sapiens pre-B-cell leukemia homeobox 3 (PBX3), mRNA.2.37E-06 4.15E-05 1.74328646

LOC441268 NM_001013725.1LOC441268 7 Homo sapiens hypothetical gene supported by BC044942 (LOC441268), mRNA.0.01653685 0.0297603 1.74290557

ACAA2 NM_006111.1 ACAA2 18 Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl-Coenzyme A thiolase) (ACAA2), nuclear gene encoding mitochondrial protein, mRNA.DSAEC 0.00011275 0.00062839 1.74061554

CIB2 NM_006383.2 CIB2 15 Homo sapiens calcium and integrin binding family member 2 (CIB2), mRNA.KIP2 0.0019425 0.00551779 1.74030217

DGCR14 NM_022719.1 DGCR14 22 Homo sapiens DiGeorge syndrome critical region gene 14 (DGCR14), mRNA.ES2; DGSI; DGS-I; Ese2el0.00242715 0.00656177 1.73954428

GNG7 NM_052847.1 GNG7 19 Homo sapiens guanine nucleotide binding protein (G protein), gamma 7 (GNG7), mRNA.FLJ00058 2.79E-07 9.96E-06 1.73565631

CADM4 NM_145296.1 CADM4 19 Homo sapiens cell adhesion molecule 4 (CADM4), mRNA.Necl-4; TSLL2; IGSF4C; synCAM43.60E-05 0.00028437 1.7333099

GCA NM_012198.2 GCA 2 Homo sapiens grancalcin, EF-hand calcium binding protein (GCA), mRNA.GCL 1.66E-07 7.19E-06 1.73069507

AK1 NM_000476.1 AK1 9 Homo sapiens adenylate kinase 1 (AK1), mRNA.4.75E-06 6.67E-05 1.73012192

NEURL1B NM_001142651.1NEURL1B 5 Homo sapiens neuralized homolog 1B (Drosophila) (NEURL1B), mRNA.1.34E-06 2.82E-05 1.72890925

MXRA7 NM_001008529.1MXRA7 17 Homo sapiens matrix-remodelling associated 7 (MXRA7), transcript variant 2, mRNA.TMAP1; PS1TP1; FLJ46603; FLJ414924.10E-05 0.00031258 1.72756174

LOC728229 XM_943555.1 LOC728229 22 PREDICTED: Homo sapiens hypothetical protein LOC728229, transcript variant 3 (LOC728229), mRNA.0.00288755 0.00752563 1.72733568

CGNL1 NM_032866.3 CGNL1 15 Homo sapiens cingulin-like 1 (CGNL1), mRNA.MGC138254; JACOP; KIAA1749; FLJ149578.07E-06 9.61E-05 1.72258343

FAM195B NM_207368.1 FAM195B 17 Homo sapiens family with sequence similarity 195, member B (FAM195B), transcript variant 1, mRNA.DKFZp686A17165; MGC1331844.53E-05 0.00033548 1.72054385

ABCG4 NM_022169.3 ABCG4 11 Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 4 (ABCG4), mRNA.WHITE2 0.00091902 0.0030827 1.71856019

HLA-DRB3 NM_022555.3 HLA-DRB3 6 Homo sapiens major histocompatibility complex, class II, DR beta 3 (HLA-DRB3), mRNA.MGC117330; HLA-DR3B4.05E-06 6.02E-05 1.7146002

ABHD12 NM_001042472.1ABHD12 20 Homo sapiens abhydrolase domain containing 12 (ABHD12), transcript variant 1, mRNA.DKFZP434P106; dJ965G21.2; C20orf22; ABHD12A; BEM46L20.00017589 0.00087289 1.71429654

MYLIP NM_013262.3 MYLIP 6 Homo sapiens myosin regulatory light chain interacting protein (MYLIP), mRNA.MIR 3.29E-08 2.59E-06 1.71353766

3-Sep NM_019106.4 3-Sep 22 Homo sapiens septin 3 (SEPT3), transcript variant B, mRNA.SEP3; MGC133218; bK250D10.31.94E-07 7.97E-06 1.71282114

CTSH NM_004390.2 CTSH 15 Homo sapiens cathepsin H (CTSH), transcript variant 1, mRNA.CPSB; ACC-4; MGC1519; minichain; ACC-5; DKFZp686B242577.87E-06 9.45E-05 1.7127535

SLC25A20 XM_941287.1 SLC25A20 PREDICTED: Homo sapiens solute carrier family 25 (carnitine/acylcarnitine translocase), member 20 (SLC25A20), mRNA.0.01535859 0.02808162 1.70778189

POLR3H NM_001018050.1POLR3H 22 Homo sapiens polymerase (RNA) III (DNA directed) polypeptide H (22.9kD) (POLR3H), transcript variant 3, mRNA.RPC8; MGC29654; MGC111097; KIAA16650.00012149 0.00066281 1.70453856

BEND6 NM_152731.2 BEND6 6 Homo sapiens BEN domain containing 6 (BEND6), mRNA.bA203B9.1; FLJ301620.00102598 0.0033636 1.70038856

GK5 NM_152776.1 GK5 3 Homo sapiens glycerol kinase 5 (putative) (GK5), mRNA.MGC40579; FLJ45739; FLJ335820.01271819 0.02424509 1.70008112

STAT3 NM_213662.1 STAT3 17 Homo sapiens signal transducer and activator of transcription 3 (acute-phase response factor) (STAT3), transcript variant 3, mRNA.APRF; FLJ20882; MGC160636.12E-07 1.68E-05 1.69791623

LOC643031 XM_926402.1 LOC643031 5 PREDICTED: Homo sapiens similar to NADH dehydrogenase subunit 5 (LOC643031), mRNA.7.18E-07 1.84E-05 1.69690265

F8A1 NM_012151.3 F8A1 X Homo sapiens coagulation factor VIII-associated (intronic transcript) 1 (F8A1), mRNA.DXS522E; HAP40; F8A0.0274065 0.04402865 1.6917907

VASN NM_138440.1 VASN 16 Homo sapiens vasorin (VASN), mRNA.SLITL2 1.20E-07 6.06E-06 1.68882082

TBC1D7 NM_016495.2 TBC1D7 6 Homo sapiens TBC1 domain family, member 7 (TBC1D7), mRNA.DKFZp686N2317; PIG51; FLJ32666; dJ257A7.3; TBC73.43E-06 5.39E-05 1.68840029



 2.0 ACL-Independent Upreg

RABAC1 NM_006423.1 RABAC1 19 Homo sapiens Rab acceptor 1 (prenylated) (RABAC1), mRNA.PRAF1; PRA1; YIP35.51E-06 7.42E-05 1.68834694

C11orf67 NM_024684.2 C11ORF67 11 Homo sapiens chromosome 11 open reading frame 67 (C11orf67), mRNA.FLJ21035; MGC3367; PTD0152.53E-07 9.33E-06 1.68625439

SPIRE2 NM_032451.1 SPIRE2 16 Homo sapiens spire homolog 2 (Drosophila) (SPIRE2), mRNA.MGC117166; Spir-20.00016697 0.00083818 1.68491719

RNU1G2 NR_004426.1 RNU1G2 1 Homo sapiens RNA, U1G2 small nuclear (RNU1G2), small nuclear RNA.U1D2; U1B2; HSD51.35E-07 6.43E-06 1.68308448

MPZL1 NM_024569.3 MPZL1 1 Homo sapiens myelin protein zero-like 1 (MPZL1), transcript variant 2, mRNA.PZR; PZRa; PZRb; FLJ21047; PZR1b4.36E-06 6.32E-05 1.67894263

Hs.291319 HS.291319 X Homo sapiens mRNA; cDNA DKFZp779M2422 (from clone DKFZp779M2422)0.00103939 0.00339529 1.6762746

CITED2 NM_006079.3 CITED2 6 Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 2 (CITED2), transcript variant 1, mRNA.P35SRJ; MRG1 2.39E-08 2.20E-06 1.67625415

ATXN1 NM_000332.2 ATXN1 6 Homo sapiens ataxin 1 (ATXN1), mRNA.SCA1; D6S504E; ATX11.31E-05 0.000134 1.67235785

PTPN13 NM_080684.1 PTPN13 4 Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 (Fas)-associated phosphatase) (PTPN13), transcript variant 3, mRNA.PTP1E; PNP1; PTP-BL; PTP-BAS; FAP-1; DKFZp686J1497; PTPL1; PTPLE0.0195748 0.03388642 1.67077435

MTF1 NM_005955.1 MTF1 1 Homo sapiens metal-regulatory transcription factor 1 (MTF1), mRNA.MGC23036; ZRF; MTF-15.88E-05 0.00039911 1.66986951

SCARNA8 NR_003009.1 SCARNA8 9 Homo sapiens small Cajal body-specific RNA 8 (SCARNA8), guide RNA.U92 3.26E-08 2.58E-06 1.66974182

SORT1 NM_002959.4 SORT1 1 Homo sapiens sortilin 1 (SORT1), mRNA.NT3; Gp95 2.11E-07 8.42E-06 1.66866526

LOC729495 XR_015564.1 LOC729495 22 PREDICTED: Homo sapiens similar to hCG1999863 (LOC729495), mRNA.5.28E-06 7.18E-05 1.6685761

LOC649917 XR_036859.1 LOC649917 PREDICTED: Homo sapiens misc_RNA (LOC649917), miscRNA.0.00075369 0.00264657 1.66790998

FOXO1 NM_002015.2 FOXO1 13 Homo sapiens forkhead box O1 (FOXO1), mRNA.FKHR; FKH1; FOXO1A0.00959839 0.0194473 1.66789074

SLC25A30 NM_001010875.1SLC25A30 13 Homo sapiens solute carrier family 25, member 30 (SLC25A30), mRNA.KMCP1 4.76E-05 0.00034714 1.66390084

TSPAN33 NM_178562.2 TSPAN33 7 Homo sapiens tetraspanin 33 (TSPAN33), mRNA.MGC50844; PEN0.00010466 0.00059706 1.66346107

GRPR NM_005314.2 GRPR X Homo sapiens gastrin-releasing peptide receptor (GRPR), mRNA.0.01157247 0.02255149 1.65950219

RHOU NM_021205.4 RHOU 1 Homo sapiens ras homolog gene family, member U (RHOU), mRNA.WRCH1; CDC42L1; hG28K; ARHU; FLJ10616; fJ646B12.2; DJ646B12.20.00375967 0.00925483 1.6567435

SIPA1L2 NM_020808.1 SIPA1L2 1 Homo sapiens signal-induced proliferation-associated 1 like 2 (SIPA1L2), mRNA.SPAL2; FLJ23126; KIAA1389; FLJ236325.20E-06 7.11E-05 1.65601376

FLJ22795 NM_025084.1 FLJ22795 15 Homo sapiens hypothetical protein FLJ22795 (FLJ22795), mRNA.2.83E-06 4.68E-05 1.65566573

NKX3-1 NM_006167.2 NKX3-1 8 Homo sapiens NK3 homeobox 1 (NKX3-1), mRNA.NKX3A; BAPX2; NKX3; NKX3.11.49E-06 3.04E-05 1.654928

U1SNRNPBP NM_180703.1 U1SNRNPBP 12 Homo sapiens U11/U12 snRNP 35K (U1SNRNPBP), transcript variant 4, mRNA.MGC138160; HM-10.00356662 0.00887206 1.65398078

SPRY1 NM_005841.1 SPRY1 4 Homo sapiens sprouty homolog 1, antagonist of FGF signaling (Drosophila) (SPRY1), transcript variant 1, mRNA.hSPRY1 0.0177185 0.03131133 1.65337374

APLP2 NM_001642.1 APLP2 11 Homo sapiens amyloid beta (A4) precursor-like protein 2 (APLP2), mRNA.CDEBP; APPH; APPL22.11E-07 8.45E-06 1.6527375

WIPI1 NM_017983.3 WIPI1 Homo sapiens WD repeat domain, phosphoinositide interacting 1 (WIPI1), mRNA.WIPI49; FLJ10055; Atg185.91E-06 7.78E-05 1.65154722

PEX6 NM_000287.2 PEX6 6 Homo sapiens peroxisomal biogenesis factor 6 (PEX6), mRNA.PAF-2; PAF2; PXAAA13.37E-05 0.00026933 1.65134712

MAP1LC3B NM_022818.3 MAP1LC3B 16 Homo sapiens microtubule-associated protein 1 light chain 3 beta (MAP1LC3B), mRNA.MAP1A/1BLC3 7.19E-09 1.18E-06 1.65078257

GMPR NM_006877.2 GMPR 6 Homo sapiens guanosine monophosphate reductase (GMPR), mRNA.GMPR1 6.28E-05 0.00041723 1.6488767

FAM149B1 NM_173348.1 FAM149B1 10 Homo sapiens family with sequence similarity 149, member B1 (FAM149B1), mRNA.0.0001124 0.00062738 1.64675534

TPMT NM_000367.2 TPMT 6 Homo sapiens thiopurine S-methyltransferase (TPMT), mRNA.3.40E-06 5.37E-05 1.64143147

BAMBI NM_012342.2 BAMBI 10 Homo sapiens BMP and activin membrane-bound inhibitor homolog (Xenopus laevis) (BAMBI), mRNA.NMA 5.02E-09 9.41E-07 1.64073468

IRS2 NM_003749.2 IRS2 13 Homo sapiens insulin receptor substrate 2 (IRS2), mRNA.0.00019957 0.00096013 1.63872999

SLC7A11 NM_014331.2 SLC7A11 4 Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ system) member 11 (SLC7A11), mRNA.CCBR1; xCT 0.00072294 0.00256847 1.63782858

EIF4E3 NM_173359.3 EIF4E3 3 Homo sapiens eukaryotic translation initiation factor 4E family member 3 (EIF4E3), mRNA.MGC86971; MGC398200.00014039 0.00073389 1.63701502

GALT NM_000155.2 GALT 9 Homo sapiens galactose-1-phosphate uridylyltransferase (GALT), mRNA.0.00722399 0.01547916 1.63330916

ASAP2 NM_003887.2 ASAP2 2 Homo sapiens ArfGAP with SH3 domain, ankyrin repeat and PH domain 2 (ASAP2), transcript variant 1, mRNA.5.22E-06 7.13E-05 1.63314219

SLC44A3 NM_152369.2 SLC44A3 1 Homo sapiens solute carrier family 44, member 3 (SLC44A3), mRNA.CTL3; MGC45474 6.80E-05 0.00044323 1.63296417

CBX7 NM_175709.2 CBX7 22 Homo sapiens chromobox homolog 7 (CBX7), mRNA.4.74E-05 0.00034641 1.63215705

LRRC45 NM_144999.2 LRRC45 17 Homo sapiens leucine rich repeat containing 45 (LRRC45), mRNA.MGC20806 0.00015334 0.00078682 1.63169698

POLR2L NM_021128.3 POLR2L 11 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide L, 7.6kDa (POLR2L), mRNA.hsRPB10b; RPABC5; RBP10; RPB10beta; RPB7.6; RPB10; hRPB7.68.60E-06 0.00010029 1.63076703

IRF2BP2 NM_182972.1 IRF2BP2 1 Homo sapiens interferon regulatory factor 2 binding protein 2 (IRF2BP2), transcript variant 1, mRNA.MGC72189 1.43E-05 0.00014373 1.62764386

ABL2 NM_005158.2 ABL2 1 Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, Abelson-related gene) (ABL2), transcript variant a, mRNA.FLJ31718; ABLL; ARG; FLJ22224; FLJ414410.00451781 0.01068543 1.62563416

FYCO1 NM_024513.1 FYCO1 3 Homo sapiens FYVE and coiled-coil domain containing 1 (FYCO1), mRNA.FLJ13335; RUFY3; ZFYVE7; MGC126517; MGC1265197.39E-07 1.87E-05 1.62377783

ZBTB46 NM_025224.2 ZBTB46 20 Homo sapiens zinc finger and BTB domain containing 46 (ZBTB46), mRNA.BTBD4; ZNF340; FLJ13502; RINZF; dJ583P15.8; dJ583P15.77.94E-05 0.00049255 1.62102885

SLC9A1 NM_003047.2 SLC9A1 1 Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), member 1 (SLC9A1), mRNA.APNH; FLJ42224; NHE11.35E-05 0.00013703 1.6188983

DDAH2 NM_013974.1 DDAH2 6 Homo sapiens dimethylarginine dimethylaminohydrolase 2 (DDAH2), mRNA.DDAHII; NG30; G6a; DDAH0.03013728 0.0472629 1.61772205

LOC645094 XR_039085.1 LOC645094 PREDICTED: Homo sapiens misc_RNA (LOC645094), miscRNA.3.30E-06 5.24E-05 1.61574922

RNU1A3 NR_004430.1 RNU1A3 1 Homo sapiens RNA, U1A3 small nuclear (RNU1A3), small nuclear RNA.HSD1; U1A1 8.76E-08 4.96E-06 1.61495333

C7orf36 NM_020192.1 C7ORF36 7 Homo sapiens chromosome 7 open reading frame 36 (C7orf36), mRNA.GK003 0.0001881 0.00091715 1.61424141

NAGK NM_017567.2 NAGK 2 Homo sapiens N-acetylglucosamine kinase (NAGK), mRNA.GNK; HSA242910 2.06E-07 8.37E-06 1.61239725

ZNRF3 XM_945269.1 ZNRF3 22 Homo sapiens zinc and ring finger 3 (ZNRF3), mRNA.RNF203; BK747E2.30.004244 0.01014156 1.61153941

GNGT1 NM_021955.3 GNGT1 7 Homo sapiens guanine nucleotide binding protein (G protein), gamma transducing activity polypeptide 1 (GNGT1), mRNA.GNG1 0.02676178 0.04322934 1.60948836

PLSCR4 NM_020353.1 PLSCR4 3 Homo sapiens phospholipid scramblase 4 (PLSCR4), mRNA.0.00037202 0.00153616 1.60935684

MAP2K3 NM_145109.1 MAP2K3 17 Homo sapiens mitogen-activated protein kinase kinase 3 (MAP2K3), transcript variant B, mRNA.MAPKK3; PRKMK3; MEK3; MKK30.00179339 0.00520164 1.60717072

HABP4 NM_014282.1 HABP4 9 Homo sapiens hyaluronan binding protein 4 (HABP4), mRNA.SERBP1L; IHABP4; MGC825; Ki-1/571.59E-07 6.96E-06 1.60704019

RBM20 XM_291671.6 RBM20 PREDICTED: Homo sapiens RNA binding motif protein 20 (RBM20), mRNA.0.03101346 0.0482955 1.60590629

TRIM68 NM_018073.5 TRIM68 11 Homo sapiens tripartite motif-containing 68 (TRIM68), mRNA.MGC126176; SS-56; RNF137; FLJ103690.00072479 0.00257166 1.60354723

SNORD3D NR_006882.1 SNORD3D 17 Homo sapiens small nucleolar RNA, C/D box 3D (SNORD3D), small nucleolar RNA.U3-4 4.33E-07 1.33E-05 1.60041916

B4GALNT4 NM_178537.3 B4GALNT4 11 Homo sapiens beta-1,4-N-acetyl-galactosaminyl transferase 4 (B4GALNT4), mRNA.Beta4GalNAc-T4; FLJ25045; NGalNAc-T10.00961783 0.01947579 1.60024043

KIFAP3 NM_014970.2 KIFAP3 1 Homo sapiens kinesin-associated protein 3 (KIFAP3), mRNA.SMAP; Smg-GDS; KAP3; dJ190I16.1; FLJ228187.85E-06 9.45E-05 1.59948174

CEBPA NM_004364.2 CEBPA 19 Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), mRNA.CEBP; C/EBP-alpha0.00118035 0.00375418 1.59534851

IGSF3 NM_001542.2 IGSF3 1 Homo sapiens immunoglobulin superfamily, member 3 (IGSF3), transcript variant 1, mRNA.V8; EWI-3; MGC1171643.65E-08 2.77E-06 1.59489298

ATE1 NM_007041.2 ATE1 10 Homo sapiens arginyltransferase 1 (ATE1), transcript variant 2, mRNA.MGC26724 0.00352507 0.00879487 1.59459026

TPM1 NM_001018004.1TPM1 15 Homo sapiens tropomyosin 1 (alpha) (TPM1), transcript variant 3, mRNA.TPM1-alpha; TMSA; HTM-alpha; TPM1-kappa; C15orf130.00177304 0.00516744 1.59189801

FAM105A NM_019018.1 FAM105A 5 Homo sapiens family with sequence similarity 105, member A (FAM105A), mRNA.FLJ11127 0.01503018 0.02759722 1.59098838

SEC22B NM_004892.3 SEC22B 1 Homo sapiens SEC22 vesicle trafficking protein homolog B (S. cerevisiae) (SEC22B), mRNA.SEC22L1; ERS-24 6.53E-06 8.40E-05 1.58990926

HSPA4L NM_014278.2 HSPA4L 4 Homo sapiens heat shock 70kDa protein 4-like (HSPA4L), mRNA.Osp94; APG-1 5.69E-05 0.00039179 1.5896848

ARID5B NM_032199.1 ARID5B 10 Homo sapiens AT rich interactive domain 5B (MRF1-like) (ARID5B), mRNA.MRF2; FLJ21150; RP11-341A19.18.77E-06 0.00010153 1.58936394

MT2A NM_005953.2 MT2A 16 Homo sapiens metallothionein 2A (MT2A), mRNA.MT2 7.57E-07 1.90E-05 1.58883782
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PLXNA1 NM_032242.2 PLXNA1 3 Homo sapiens plexin A1 (PLXNA1), mRNA.NOV; PLXN1; NOVP; PLEXIN-A10.00020134 0.00096648 1.58469135

PIGH NM_004569.2 PIGH 14 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class H (PIGH), mRNA.GPI-H 6.10E-06 7.94E-05 1.58327276

CDK5 NM_004935.2 CDK5 7 Homo sapiens cyclin-dependent kinase 5 (CDK5), mRNA.PSSALRE 5.70E-07 1.60E-05 1.582663

TMSB15A NM_021992.2 TMSB15A X Homo sapiens thymosin beta 15a (TMSB15A), mRNA.Tb15; TMSNB; TbNB6.98E-10 2.71E-07 1.57986181

Hs.363526 HS.363526 8 Homo sapiens cDNA clone IMAGE:48376504.34E-07 1.33E-05 1.57982965

CXorf57 NM_018015.3 CXORF57 X Homo sapiens chromosome X open reading frame 57 (CXorf57), mRNA.RP11-647M7.1; FLJ10178; FLJ141911.56E-05 0.00015342 1.57949789

GSDMB NM_018530.1 GSDMB 17 Homo sapiens gasdermin B (GSDMB), transcript variant 1, mRNA.PRO2521; PP4052 2.59E-07 9.44E-06 1.57565576

DHDH NM_014475.2 DHDH 19 Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA.HUM2DD 7.67E-05 0.00048039 1.57324699

LGMN NM_005606.5 LGMN 14 Homo sapiens legumain (LGMN), transcript variant 2, mRNA.AEP; LGMN1; PRSC12.72E-07 9.79E-06 1.57103315

UPLP NM_001114403.1UPLP Homo sapiens uroplakin-like protein (UPLP), mRNA.6.91E-07 1.82E-05 1.56997016

CTSD NM_001909.3 CTSD 11 Homo sapiens cathepsin D (CTSD), mRNA.CLN10; MGC2311; CPSD6.90E-05 0.00044665 1.56960758

TMEM30A NM_018247.2 TMEM30A 6 Homo sapiens transmembrane protein 30A (TMEM30A), mRNA.FLJ10856; C6orf67; CDC50A2.99E-06 4.87E-05 1.56950233

LOC440731 XM_933693.1 LOC440731 1 PREDICTED: Homo sapiens hypothetical LOC440731, transcript variant 2 (LOC440731), mRNA.7.28E-07 1.85E-05 1.56927924

ZDHHC18 NM_032283.1 ZDHHC18 1 Homo sapiens zinc finger, DHHC-type containing 18 (ZDHHC18), mRNA.DKFZp667O24160.02915643 0.0461509 1.56897772

SH3PXD2A NM_014631.2 SH3PXD2A 10 Homo sapiens SH3 and PX domains 2A (SH3PXD2A), mRNA.SH3MD1; FISH 1.74E-05 0.0001666 1.56581453

C11orf74 NM_138787.2 C11ORF74 11 Homo sapiens chromosome 11 open reading frame 74 (C11orf74), mRNA.FLJ38678 6.42E-07 1.73E-05 1.56533394

SOX8 NM_014587.2 SOX8 16 Homo sapiens SRY (sex determining region Y)-box 8 (SOX8), mRNA.MGC24837 1.33E-05 0.00013504 1.56527993

SLC25A29 NM_001039355.1SLC25A29 14 Homo sapiens solute carrier family 25, member 29 (SLC25A29), nuclear gene encoding mitochondrial protein, mRNA.CACL; C14orf69; FLJ389750.0128273 0.02440174 1.56366264

CSRNP2 NM_030809.1 CSRNP2 12 Homo sapiens cysteine-serine-rich nuclear protein 2 (CSRNP2), mRNA.FLJ25576; C12orf2; TAIP-12; C12orf226.44E-05 0.00042587 1.5622616

LOC402509 XM_935493.1 LOC402509 PREDICTED: Homo sapiens similar to solute carrier family 29 (nucleoside transporters), member 4 (LOC402509), mRNA.3.31E-05 0.00026689 1.56213991

GPC4 NM_001448.2 GPC4 X Homo sapiens glypican 4 (GPC4), mRNA.K-glypican 1.76E-06 3.41E-05 1.5619591

ACY1 NM_000666.1 ACY1 3 Homo sapiens aminoacylase 1 (ACY1), mRNA.ACY1D; ACYLASE0.00012061 0.00065971 1.56114094

GBF1 NM_004193.1 GBF1 10 Homo sapiens golgi-specific brefeldin A resistant guanine nucleotide exchange factor 1 (GBF1), mRNA.KIAA0248; MGC134878; FLJ21500; MGC134877; FLJ212630.00078605 0.00272412 1.56093912

Hs.551538 HS.551538 7 Homo sapiens mRNA; cDNA DKFZp761E1721 (from clone DKFZp761E1721)3.46E-06 5.41E-05 1.55971214

SYN2 NM_003178.3 SYN2 3 Homo sapiens synapsin II (SYN2), transcript variant IIb, mRNA.SYNIIa; SYNII; SYNIIb0.00387597 0.00946395 1.55851964

GLCE NM_015554.1 GLCE 15 Homo sapiens glucuronic acid epimerase (GLCE), mRNA.KIAA0836; HSEPI 1.79E-07 7.53E-06 1.55669052

PMS2L4 NR_022007.1 PMS2L4 7 Homo sapiens postmeiotic segregation increased 2-like 4 pseudogene (PMS2L4), non-coding RNA.4.79E-05 0.00034875 1.55657966

FAM108A2 XM_001724669.1FAM108A2 PREDICTED: Homo sapiens family with sequence similarity 108, member A2 (FAM108A2), mRNA.3.63E-05 0.00028589 1.55514998

LEPRE1 NM_022356.2 LEPRE1 1 Homo sapiens leucine proline-enriched proteoglycan (leprecan) 1 (LEPRE1), mRNA.P3H1; MGC117314; GROS15.80E-05 0.0003954 1.5549586

VPS16 NM_080413.1 VPS16 20 Homo sapiens vacuolar protein sorting 16 homolog (S. cerevisiae) (VPS16), transcript variant 1, mRNA.hVPS16 1.35E-05 0.00013713 1.5543275

NOXA1 NM_006647.1 NOXA1 9 Homo sapiens NADPH oxidase activator 1 (NOXA1), mRNA.MGC131800; FLJ25475; SDCCAG31; p51NOX; NY-CO-317.13E-05 0.00045711 1.55394721

HSDL1 NM_031463.3 HSDL1 16 Homo sapiens hydroxysteroid dehydrogenase like 1 (HSDL1), mRNA.MGC125994; MGC126032; MGC1259950.00033008 0.00140237 1.55201777

RAB11FIP3 NM_014700.2 RAB11FIP3 16 Homo sapiens RAB11 family interacting protein 3 (class II) (RAB11FIP3), mRNA.KIAA0665; Rab11-FIP30.00025496 0.00114359 1.55195356

SNORD83B NR_000028.1 SNORD83B 22 Homo sapiens small nucleolar RNA, C/D box 83B (SNORD83B), small nucleolar RNA.U83B; RNU83B 0.00032229 0.00137628 1.55167359

TUBB4 NM_006087.2 TUBB4 19 Homo sapiens tubulin, beta 4 (TUBB4), mRNA.TUBB5; beta-5 6.49E-07 1.74E-05 1.54697125

CLEC16A NM_015226.1 CLEC16A 16 Homo sapiens C-type lectin domain family 16, member A (CLEC16A), mRNA.KIAA0350; Gop-1; MGC1114572.30E-06 4.09E-05 1.54596864

AP1B1 NM_145730.1 AP1B1 22 Homo sapiens adaptor-related protein complex 1, beta 1 subunit (AP1B1), transcript variant 2, mRNA.CLAPB2; ADTB1; BAM22; AP105A4.60E-06 6.56E-05 1.54572638

TTYH3 NM_025250.2 TTYH3 7 Homo sapiens tweety homolog 3 (Drosophila) (TTYH3), mRNA.KIAA1691 0.00012233 0.00066474 1.54409945

TBC1D2B NM_015079.2 TBC1D2B 15 Homo sapiens TBC1 domain family, member 2B (TBC1D2B), mRNA.KIAA1055; FLJ201660.00014379 0.00074948 1.54402876

ZNF503 NM_032772.4 ZNF503 10 Homo sapiens zinc finger protein 503 (ZNF503), mRNA.5.46E-07 1.57E-05 1.54334442

CCDC3 NM_031455.2 CCDC3 10 Homo sapiens coiled-coil domain containing 3 (CCDC3), mRNA.FLJ20925; DKFZP761F241; RP11-347I22.10.00151959 0.00459384 1.54239728

PPM1H XM_939302.1 PPM1H 12 Homo sapiens protein phosphatase 1H (PP2C domain containing) (PPM1H), mRNA.KIAA1157; FLJ13253; ARHCL12.31E-05 0.0002061 1.53977854

HCCS NM_005333.2 HCCS X Homo sapiens holocytochrome c synthase (cytochrome c heme-lyase) (HCCS), mRNA.MCOPS7; DKFZp779I1858; CCHL9.98E-05 0.00057747 1.53962015

Hs.159057 HS.159057 22 Homo sapiens hypothetical protein LOC284933, mRNA (cDNA clone IMAGE:4831271)0.02241677 0.03770708 1.53895715

ADARB1 NM_001033049.1ADARB1 21 Homo sapiens adenosine deaminase, RNA-specific, B1 (RED1 homolog rat) (ADARB1), transcript variant 1, mRNA.ADAR2a; ADAR2; DRABA2; DRADA2; ADAR2a-L1; ADAR2a-L2; ADAR2g; ADAR2c; RED1; ADAR2a-L3; ADAR2b; ADAR2d0.00054144 0.00205317 1.538464

HES1 NM_005524.2 HES1 3 Homo sapiens hairy and enhancer of split 1, (Drosophila) (HES1), mRNA.HHL; FLJ20408; HRY; HES-15.63E-05 0.00038998 1.53811192

TIMP2 XM_941104.1 TIMP2 PREDICTED: Homo sapiens TIMP metallopeptidase inhibitor 2 (TIMP2), mRNA.4.28E-09 8.77E-07 1.53742597

KDM5B NM_006618.3 KDM5B 1 Homo sapiens lysine (K)-specific demethylase 5B (KDM5B), mRNA.FLJ23670; FLJ12491; RBBP2H1A; KDM5B; PLU-1; FLJ12459; FLJ10538; FLJ16281; PUT11.67E-05 0.00016187 1.53666598

DKK1 NM_012242.2 DKK1 10 Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKK1), mRNA.DKK-1; SK 2.46E-08 2.20E-06 1.53651697

NDFIP1 NM_030571.2 NDFIP1 5 Homo sapiens Nedd4 family interacting protein 1 (NDFIP1), mRNA.N4WBP5; MGC109240.01523785 0.02788902 1.5362503

TMEM98 NM_015544.2 TMEM98 17 Homo sapiens transmembrane protein 98 (TMEM98), transcript variant 1, mRNA.DKFZP564K1964 7.25E-07 1.85E-05 1.53596625

PSMA2 NM_002787.3 PSMA2 7 Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 2 (PSMA2), mRNA.HC3; MU; PSC2; PMSA24.54E-06 6.50E-05 1.53338892

RN5S9 NR_023371.1 RN5S9 1 Homo sapiens RNA, 5S ribosomal 9 (RN5S9), ribosomal RNA.4.90E-05 0.00035281 1.5325845

SNTA1 NM_003098.2 SNTA1 20 Homo sapiens syntrophin, alpha 1 (dystrophin-associated protein A1, 59kDa, acidic component) (SNTA1), mRNA.SNT1; dJ1187J4.5; TACIP10.00077469 0.00269505 1.53163563

VRK3 NM_001025778.1VRK3 19 Homo sapiens vaccinia related kinase 3 (VRK3), transcript variant 2, mRNA.0.00322977 0.00819547 1.53000087

WNT3A NM_033131.2 WNT3A 1 Homo sapiens wingless-type MMTV integration site family, member 3A (WNT3A), mRNA.MGC119419; MGC119420; MGC1194180.00151961 0.00459264 1.52974656

SLC25A44 NM_014655.1 SLC25A44 1 Homo sapiens solute carrier family 25, member 44 (SLC25A44), mRNA.FLJ90431; KIAA0446; RP11-54H19.35.74E-06 7.64E-05 1.52903718

ASMTL XM_942506.1 ASMTL PREDICTED: Homo sapiens acetylserotonin O-methyltransferase-like (ASMTL), mRNA.1.04E-06 2.39E-05 1.52803361

IDH2 NM_002168.2 IDH2 15 Homo sapiens isocitrate dehydrogenase 2 (NADP+), mitochondrial (IDH2), nuclear gene encoding mitochondrial protein, mRNA.ICD-M; IDHM; IDH; IDP; mNADP-IDH6.46E-06 8.33E-05 1.52302786

TMEM189 NM_199129.1 TMEM189 20 Homo sapiens transmembrane protein 189 (TMEM189), mRNA.UBE2V1; Kua 5.70E-07 1.60E-05 1.52143778

KCTD20 NM_173562.3 KCTD20 6 Homo sapiens potassium channel tetramerisation domain containing 20 (KCTD20), mRNA.MGC14254; dJ108K11.3; C6orf690.00051738 0.0019785 1.51951074

LOC100129668XM_001713607.1LOC100129668 6 PREDICTED: Homo sapiens hypothetical protein LOC100129668 (LOC100129668), mRNA.2.79E-09 6.73E-07 1.51865307

TMEM205 NM_198536.1 TMEM205 19 Homo sapiens transmembrane protein 205 (TMEM205), mRNA.UNQ501; MGC1108585.34E-09 9.52E-07 1.51858614

PCTP NM_021213.1 PCTP 17 Homo sapiens phosphatidylcholine transfer protein (PCTP), mRNA.STARD2 0.00015093 0.00077741 1.51774387

LOC132241 XM_379215.2 LOC132241 3 PREDICTED: Homo sapiens hypothetical protein LOC132241, transcript variant 1 (LOC132241), mRNA.0.00585521 0.01310428 1.51736004

EIF4EBP2 NM_004096.3 EIF4EBP2 10 Homo sapiens eukaryotic translation initiation factor 4E binding protein 2 (EIF4EBP2), mRNA.4EBP2 1.60E-06 3.22E-05 1.5168034

RNU1-5 NR_004400.1 RNU1-5 1 Homo sapiens RNA, U1 small nuclear 5 (RNU1-5), small nuclear RNA.HSD4 6.42E-08 4.13E-06 1.514659

KLHL29 XM_001717454.1KLHL29 2 PREDICTED: Homo sapiens kelch-like 29 (Drosophila) (KLHL29), mRNA.4.67E-06 6.60E-05 1.51434819

KIAA1602 XM_035497.14KIAA1602 12 Homo sapiens KIAA1602 (KIAA1602), mRNA.FP1193 0.00459702 0.01083975 1.51384485

TSPAN31 NM_005981.3 TSPAN31 12 Homo sapiens tetraspanin 31 (TSPAN31), mRNA.SAS 0.00396812 0.00963483 1.51369773
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CBWD3 NM_201453.2 CBWD3 9 Homo sapiens COBW domain containing 3 (CBWD3), mRNA.bA561O23.1 2.07E-05 0.00019024 1.51363966

MT1X NM_005952.2 MT1X 16 Homo sapiens metallothionein 1X (MT1X), mRNA.MT1; MT-1l 2.10E-09 5.57E-07 1.5136238

LOC649679 XM_945046.1 LOC649679 PREDICTED: Homo sapiens similar to Tubulin beta-4q chain, transcript variant 3 (LOC649679), mRNA.0.0002254 0.00105135 1.51060593

VPS13A NM_033305.2 VPS13A 9 Homo sapiens vacuolar protein sorting 13 homolog A (S. cerevisiae) (VPS13A), transcript variant A, mRNA.KIAA0986; CHAC; FLJ420300.00043912 0.00174746 1.51024376

WFS1 NM_006005.2 WFS1 4 Homo sapiens Wolfram syndrome 1 (wolframin) (WFS1), mRNA.DFNA14; DIDMOAD; WFRS; WOLFRAMIN; DFNA6; WFS; DFNA387.91E-08 4.60E-06 1.50836219

ACSL1 NM_001995.2 ACSL1 4 Homo sapiens acyl-CoA synthetase long-chain family member 1 (ACSL1), mRNA.FACL2; LACS; FACL1; ACS1; LACS2; LACS10.00085935 0.0029213 1.50783273

SLC22A18 NM_002555.3 SLC22A18 11 Homo sapiens solute carrier family 22 (organic cation transporter), member 18 (SLC22A18), transcript variant 1, mRNA.IMPT1; ORCTL2; BWSCR1A; BWR1A; ITM; TSSC5; SLC22A1L; HET; p45-BWR1A; DKFZp667A1840.0007913 0.00273621 1.50683898

TRIM21 NM_003141.3 TRIM21 11 Homo sapiens tripartite motif-containing 21 (TRIM21), mRNA.RNF81; RO52; SSA1; SSA0.00548165 0.01242172 1.50565422

Hs.491292 HS.491292 8 Homo sapiens cDNA FLJ36559 fis, clone TRACH20092910.00569813 0.01281076 1.5054764

STX12 NM_177424.1 STX12 1 Homo sapiens syntaxin 12 (STX12), mRNA.STX14; MGC51957; STX130.00016171 0.00081741 1.5045055

TTPAL NM_024331.2 TTPAL 20 Homo sapiens tocopherol (alpha) transfer protein-like (TTPAL), transcript variant 2, mRNA.DKFZp686E0870; MGC24708.48E-05 0.00051558 1.50430193

C9orf40 NM_017998.1 C9ORF40 9 Homo sapiens chromosome 9 open reading frame 40 (C9orf40), mRNA.FLJ10110; FLJ257950.00056223 0.00211796 1.50398959

Hs.371609 HS.371609 3 Homo sapiens cDNA clone IMAGE:52612137.48E-06 9.14E-05 1.50313003

RABL4 NM_006860.2 RABL4 22 Homo sapiens RAB, member of RAS oncogene family-like 4 (RABL4), mRNA.RAYL 0.00013392 0.00070891 1.50214202

COL4A5 NM_033381.1 COL4A5 X Homo sapiens collagen, type IV, alpha 5 (COL4A5), transcript variant 1, mRNA.MGC42377; ATS; MGC167109; CA54; ASLN0.00046714 0.00183018 1.49889831

FBXL2 NM_012157.2 FBXL2 3 Homo sapiens F-box and leucine-rich repeat protein 2 (FBXL2), mRNA.FBL2; FBL3; DKFZP564P06220.00018543 0.00090738 1.4988903

TNFAIP1 NM_021137.3 TNFAIP1 17 Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) (TNFAIP1), mRNA.EDP1; B61; B12; MGC23176.80E-06 8.68E-05 1.49754693

GAD1 NM_013445.3 GAD1 2 Homo sapiens glutamate decarboxylase 1 (brain, 67kDa) (GAD1), transcript variant GAD25, mRNA.SCP; FLJ45882; GAD0.01148292 0.0224212 1.49451141

HLA-B NM_005514.5 HLA-B 6 Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA.AS; HLA-B-5501; SPDA1; HLA B3.50E-08 2.72E-06 1.49229098

C15orf21 NM_001005269.1C15ORF21 15 Homo sapiens chromosome 15 open reading frame 21 (C15orf21), transcript variant 2, mRNA.D-PCa-2; FLJ394260.00062062 0.00228718 1.49063031

ZDHHC9 NM_001008222.1ZDHHC9 X Homo sapiens zinc finger, DHHC-type containing 9 (ZDHHC9), transcript variant 2, mRNA.ZNF379; CGI-89; ZDHHC10; ZNF380; DHHC9; CXorf110.0001074 0.00060826 1.48603891

UBL7 NM_032907.3 UBL7 15 Homo sapiens ubiquitin-like 7 (bone marrow stromal cell-derived) (UBL7), transcript variant 1, mRNA.TCBA1; MGC14421; BMSC-UbP0.00013854 0.00072669 1.48474918

DENND5B NM_144973.2 DENND5B 12 Homo sapiens DENN/MADD domain containing 5B (DENND5B), mRNA.FLJ41648; DKFZp686P1174; FLJ433335.88E-05 0.00039909 1.48268346

PACSIN1 NM_020804.2 PACSIN1 6 Homo sapiens protein kinase C and casein kinase substrate in neurons 1 (PACSIN1), mRNA.KIAA1379; SDPI0.01114219 0.021858 1.48118112

STRBP NM_018387.2 STRBP 9 Homo sapiens spermatid perinuclear RNA binding protein (STRBP), mRNA.DKFZp434N214; FLJ14223; SPNR; FLJ14984; MGC21529; MGC3405; FLJ113070.00106897 0.00347105 1.47948953

HERC1 NM_003922.2 HERC1 15 Homo sapiens hect (homologous to the E6-AP (UBE3A) carboxyl terminus) domain and RCC1 (CHC1)-like domain (RLD) 1 (HERC1), mRNA.p619; p532 7.99E-05 0.00049423 1.47780946

AZI1 NM_014984.1 AZI1 17 Homo sapiens 5-azacytidine induced 1 (AZI1), transcript variant 1, mRNA.AZ1; Cep131 9.32E-06 0.00010579 1.47684398

PMVK NM_006556.2 PMVK 1 Homo sapiens phosphomevalonate kinase (PMVK), mRNA.PMKASE; HUMPMKI; PMK; PMKA0.00038882 0.00158681 1.47586104

AHNAK2 NM_138420.2 AHNAK2 14 Homo sapiens AHNAK nucleoprotein 2 (AHNAK2), mRNA.KIAA2019; C14orf780.0001366 0.00071824 1.47450542

Hs.296031 HS.296031 X Homo sapiens cDNA clone IMAGE:52627345.02E-06 6.91E-05 1.4724076

TMEM120A NM_031925.1 TMEM120A 7 Homo sapiens transmembrane protein 120A (TMEM120A), mRNA.TMPIT 4.20E-05 0.00031835 1.47069155

SNORA7B XM_930024.1 SNORA7B 3 Homo sapiens small nucleolar RNA, H/ACA box 7B (SNORA7B), small nucleolar RNA.ACA7B 0.02494547 0.04100232 1.4704247

MST1 NM_020998.2 MST1 3 Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) (MST1), mRNA.HGFL; NF15S2; MSP; DNF15S2; D3F15S22.32E-05 0.00020619 1.47025906

SLC16A10 NM_018593.3 SLC16A10 6 Homo sapiens solute carrier family 16, member 10 (aromatic amino acid transporter) (SLC16A10), mRNA.TAT1; PRO0813 0.00043339 0.0017329 1.46969154

EXT2 NM_000401.2 EXT2 11 Homo sapiens exostoses (multiple) 2 (EXT2), transcript variant 1, mRNA.SOTV 2.57E-05 0.00022367 1.46955682

ENC1 NM_003633.1 ENC1 5 Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), mRNA.PIG10; NRPB; CCL28; FLJ39259; ENC-1; TP53I10; KLHL352.65E-05 0.00022899 1.46829565

GRAMD4 NM_015124.2 GRAMD4 22 Homo sapiens GRAM domain containing 4 (GRAMD4), mRNA.KIAA0767; MGC90497; MGC149847; dJ439F8.1; dA59H18.10.00706367 0.01521665 1.4678553

MYBL1 NM_001080416.1MYBL1 8 Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian)-like 1 (MYBL1), mRNA.MGC120061; MGC120059; AMYB; A-MYB0.01000866 0.02011356 1.46704921

GJB5 NM_005268.2 GJB5 1 Homo sapiens gap junction protein, beta 5, 31.1kDa (GJB5), mRNA.CX31.1 0.01002096 0.02012712 1.46612121

HSDL2 NM_032303.2 HSDL2 9 Homo sapiens hydroxysteroid dehydrogenase like 2 (HSDL2), mRNA.MGC10940; C9orf99; FLJ258557.94E-06 9.51E-05 1.46557455

PIP5K1C NM_012398.1 PIP5K1C 19 Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type I, gamma (PIP5K1C), mRNA.PIP5Kgamma; PIP5K-GAMMA; KIAA05898.99E-05 0.00053848 1.46510786

AP1S2 NM_003916.3 AP1S2 X Homo sapiens adaptor-related protein complex 1, sigma 2 subunit (AP1S2), mRNA.MGC:1902; SIGMA1B; MRX59; DC226.92E-06 8.74E-05 1.46469261

BCL6 NM_001706.2 BCL6 3 Homo sapiens B-cell CLL/lymphoma 6 (zinc finger protein 51) (BCL6), transcript variant 1, mRNA.ZBTB27; ZNF51; LAZ3; BCL6A; BCL50.00024219 0.00110409 1.46216995

BAIAP2 NM_017450.1 BAIAP2 17 Homo sapiens BAI1-associated protein 2 (BAIAP2), transcript variant 1, mRNA.IRSP53; BAP2 1.72E-05 0.00016539 1.46174474

CLYBL NM_138280.3 CLYBL 13 Homo sapiens citrate lyase beta like (CLYBL), transcript variant 1, mRNA.bA134O15.1; CLB 6.72E-06 8.61E-05 1.46166563

APBB3 NM_006051.2 APBB3 5 Homo sapiens amyloid beta (A4) precursor protein-binding, family B, member 3 (APBB3), transcript variant 3, mRNA.MGC87674; SRA; MGC150555; FE65L22.48E-07 9.21E-06 1.46084497

PLEKHB2 NM_017958.1 PLEKHB2 2 Homo sapiens pleckstrin homology domain containing, family B (evectins) member 2 (PLEKHB2), transcript variant 2, mRNA.EVT2; FLJ207830.00031224 0.00134232 1.46031236

RAPGEF2 NM_014247.2 RAPGEF2 4 Homo sapiens Rap guanine nucleotide exchange factor (GEF) 2 (RAPGEF2), mRNA. XM_944403 XM_944410 XM_944412RA-GEF; PDZGEF1; Rap-GEP; CNrasGEF; Rap GEP; PDZ-GEF14.35E-05 0.00032583 1.45850576

SMYD3 NM_022743.1 SMYD3 1 Homo sapiens SET and MYND domain containing 3 (SMYD3), mRNA.bA74P14.1; ZMYND1; ZNFN3A1; FLJ21080; MGC1043244.88E-07 1.46E-05 1.45812388

CENPT NM_025082.3 CENPT 16 Homo sapiens centromere protein T (CENPT), mRNA.FLJ13111; CENP-T; FLJ43376; C16orf560.00024825 0.0011232 1.45587515

PCOLCE2 NM_013363.2 PCOLCE2 3 Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA.PCPE2 0.00188944 0.00540523 1.45574381

LOC644988 XR_017586.2 LOC644988 17 PREDICTED: Homo sapiens misc_RNA (LOC644988), miscRNA.2.04E-05 0.00018845 1.45430299

ATP6V0D1 NM_004691.3 ATP6V0D1 16 Homo sapiens ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d1 (ATP6V0D1), mRNA.VPATPD; ATP6DV; VMA6; P39; ATP6D; VATX2.22E-05 0.00020064 1.4515846

TMEM188 NM_153261.3 TMEM188 16 Homo sapiens transmembrane protein 188 (TMEM188), mRNA.C16orf69; FLJ38101; DKFZp313D24168.92E-05 0.00053544 1.44954678

NPC1 NM_000271.1 NPC1 18 Homo sapiens Niemann-Pick disease, type C1 (NPC1), mRNA.NPC 3.14E-07 1.06E-05 1.4485801

MT1A NM_005946.2 MT1A 16 Homo sapiens metallothionein 1A (MT1A), mRNA.MTC; MT1; MGC32848; MT1S2.29E-05 0.00020479 1.44830574

MAMLD1 NM_005491.1 MAMLD1 X Homo sapiens mastermind-like domain containing 1 (MAMLD1), mRNA.CXorf6; F18; CG10.00214029 0.0059399 1.44808742

UQCR NM_006830.2 UQCR 19 Homo sapiens ubiquinol-cytochrome c reductase, 6.4kDa subunit (UQCR), mRNA.0710008D09Rik 0.017215 0.03062573 1.44761014

SNX22 NM_024798.2 SNX22 15 Homo sapiens sorting nexin 22 (SNX22), mRNA.FLJ13952 0.00540098 0.01226706 1.44694864

HSPA12A XM_945467.1 HSPA12A PREDICTED: Homo sapiens heat shock 70kDa protein 12A, transcript variant 4 (HSPA12A), mRNA.0.00058151 0.00218002 1.44655068

KIAA0672 NM_014859.3 KIAA0672 17 Homo sapiens KIAA0672 gene product (KIAA0672), mRNA.0.00035639 0.00148855 1.44642355

C7orf70 XM_935791.1 C7ORF70 7 Homo sapiens chromosome 7 open reading frame 70 (C7orf70), mRNA.1.28E-05 0.00013175 1.44594068

CDC14B NM_033332.1 CDC14B 9 Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) (CDC14B), transcript variant 3, mRNA.CDC14B3; hCDC14B; Cdc14B1; Cdc14B20.0002214 0.00103803 1.44432315

TSPAN9 NM_006675.3 TSPAN9 12 Homo sapiens tetraspanin 9 (TSPAN9), mRNA.PP1057; NET-5 2.41E-08 2.20E-06 1.44364082

LIPA NM_000235.2 LIPA 10 Homo sapiens lipase A, lysosomal acid, cholesterol esterase (LIPA), transcript variant 2, mRNA.CESD; LAL 2.38E-08 2.21E-06 1.44297485

TOR1B NM_014506.1 TOR1B 9 Homo sapiens torsin family 1, member B (torsin B) (TOR1B), mRNA.DQ1; MGC4386 0.00393005 0.00956804 1.44131155

MGC4677 XM_939115.1 MGC4677 2 Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA.MGC17532; MGC881821.63E-05 0.00015814 1.44112679

CGN NM_020770.1 CGN 1 Homo sapiens cingulin (CGN), mRNA.FLJ39281; DKFZp779N1112; KIAA13192.36E-06 4.16E-05 1.44103868

PUS3 NM_031307.2 PUS3 11 Homo sapiens pseudouridylate synthase 3 (PUS3), mRNA.FKSG32; FLJ23638; 2610020J05Rik0.00012026 0.0006584 1.44012623

BCOR NM_017745.4 BCOR X Homo sapiens BCL6 co-repressor (BCOR), transcript variant 1, mRNA.MGC131961; KIAA1575; FLJ20285; MGC71031; MCOPS2; FLJ38041; MAA2; ANOP29.98E-05 0.00057767 1.43794543



 2.0 ACL-Independent Upreg

CYTH3 NM_004227.3 CYTH3 7 Homo sapiens cytohesin 3 (CYTH3), mRNA.GRP1; ARNO3 0.00911723 0.01864623 1.43763034

EPAS1 NM_001430.3 EPAS1 2 Homo sapiens endothelial PAS domain protein 1 (EPAS1), mRNA.HLF; ECYT4; HIF2A; MOP2; PASD24.41E-05 0.00032906 1.4372422

CHKA XM_945706.1 CHKA PREDICTED: Homo sapiens choline kinase alpha, transcript variant 4 (CHKA), mRNA.1.03E-05 0.00011385 1.43698248

C18orf54 NM_173529.3 C18ORF54 18 Homo sapiens chromosome 18 open reading frame 54 (C18orf54), mRNA.MGC33382 0.00078006 0.00270678 1.43388756

SPRED2 NM_181784.1 SPRED2 2 Homo sapiens sprouty-related, EVH1 domain containing 2 (SPRED2), mRNA.MGC163164; FLJ21897; FLJ31917; Spred-23.07E-05 0.00025358 1.43284032

NME7 NM_013330.3 NME7 1 Homo sapiens non-metastatic cells 7, protein expressed in (nucleoside-diphosphate kinase) (NME7), transcript variant 1, mRNA.nm23-H7; FLJ371948.14E-06 9.65E-05 1.4322658

U2AF1L2 NM_005089.1 U2AF1L2 X Homo sapiens U2(RNU2) small nuclear RNA auxiliary factor 1-like 2 (U2AF1L2), mRNA.U2AF1RS2; U2AF1-RS20.00223459 0.0061296 1.43215271

SELM NM_080430.2 SELM 22 Homo sapiens selenoprotein M (SELM), mRNA.MGC40146; SEPM 2.23E-05 0.00020127 1.43142233

HN1 NM_016185.2 HN1 17 Homo sapiens hematological and neurological expressed 1 (HN1), transcript variant 1, mRNA.HN1A; ARM2 1.41E-08 1.79E-06 1.4304922

CCDC128 NM_152994.2 CCDC128 2 Homo sapiens coiled-coil domain containing 128 (CCDC128), mRNA.MGC111781; FLJ165660.00011727 0.00064663 1.43003479

Hs.545615 HS.545615 9 od80c09.s1 NCI_CGAP_Ov2 Homo sapiens cDNA clone IMAGE:1374256, mRNA sequence0.00222795 0.00611604 1.42766451

SUB1 NM_006713.2 SUB1 5 Homo sapiens SUB1 homolog (S. cerevisiae) (SUB1), mRNA.P15; p14; MGC102747; PC41.45E-05 0.00014531 1.4271442

LOC100130171XR_038676.1 LOC100130171 PREDICTED: Homo sapiens misc_RNA (LOC100130171), miscRNA.0.00409582 0.009859 1.42679055

ST6GALNAC6 NM_013443.3 ST6GALNAC6 9 Homo sapiens ST6 (alpha-N-acetyl-neuraminyl-2,3-beta-galactosyl-1, 3)-N-acetylgalactosaminide alpha-2,6-sialyltransferase 6 (ST6GALNAC6), mRNA.RP11-203J24.3; ST6GALNACVI; SIAT7F0.02533637 0.04148798 1.42605807

PRAF2 NM_007213.1 PRAF2 X Homo sapiens PRA1 domain family, member 2 (PRAF2), mRNA.JM4 5.15E-05 0.00036434 1.42535862

C14orf78 XM_941311.1 C14ORF78 PREDICTED: Homo sapiens chromosome 14 open reading frame 78 (C14orf78), mRNA.0.00049757 0.00192371 1.42519551

SCPEP1 NM_021626.1 SCPEP1 17 Homo sapiens serine carboxypeptidase 1 (SCPEP1), mRNA.RISC; HSCP1 8.77E-08 4.94E-06 1.42504629

CGRRF1 NM_006568.2 CGRRF1 14 Homo sapiens cell growth regulator with ring finger domain 1 (CGRRF1), mRNA.RNF197; CGR190.00018757 0.00091537 1.42495827

ID2 NM_002166.4 ID2 2 Homo sapiens inhibitor of DNA binding 2, dominant negative helix-loop-helix protein (ID2), mRNA.GIG8; MGC26389; ID2A; ID2H2.49E-08 2.20E-06 1.42478467

ZNF558 NM_144693.1 ZNF558 19 Homo sapiens zinc finger protein 558 (ZNF558), mRNA.FLJ30932 0.0042603 0.01017604 1.42478146

FAM103A1 NM_031452.2 FAM103A1 15 Homo sapiens family with sequence similarity 103, member A1 (FAM103A1), mRNA.HsT19360; C15orf18; MGC102778; MGC25604.75E-06 6.67E-05 1.42454461

C1orf97 NM_032705.2 C1ORF97 1 Homo sapiens chromosome 1 open reading frame 97 (C1orf97), mRNA.MGC14801; FLJ27348; RP11-318L16.3; FLJ273474.67E-06 6.61E-05 1.42209262

SEMA4F NM_004263.2 SEMA4F 2 Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4F (SEMA4F), mRNA.PRO2353; M-SEMA; SEMAM; m-Sema M; SEMAW; m-Sema-M6.32E-05 0.00041924 1.42166785

SMA4 NM_021652.2 SMA4 Homo sapiens SMA4 (SMA4), mRNA.MGC22265 0.00055009 0.002078 1.42004499

ADAT1 NM_012091.2 ADAT1 16 Homo sapiens adenosine deaminase, tRNA-specific 1 (ADAT1), mRNA.HADAT1 0.02155685 0.03657764 1.41986788

IPO13 NM_014652.2 IPO13 1 Homo sapiens importin 13 (IPO13), mRNA.RANBP13; KIAA0724; IMP13; KAP130.01375003 0.02573809 1.41977643

CYB5A NM_148923.2 CYB5A 18 Homo sapiens cytochrome b5 type A (microsomal) (CYB5A), transcript variant 2, mRNA.MCB5; CYB5 3.91E-07 1.25E-05 1.41943304

DFNA5 NM_004403.1 DFNA5 7 Homo sapiens deafness, autosomal dominant 5 (DFNA5), transcript variant 1, mRNA.ICERE-1 2.32E-05 0.00020632 1.41884443

C15orf57 NM_052849.2 C15ORF57 15 Homo sapiens chromosome 15 open reading frame 57 (C15orf57), transcript variant 2, mRNA.MGC20481; FLJ259151.04E-05 0.00011427 1.41825365

FAM69B XM_942503.1 FAM69B PREDICTED: Homo sapiens family with sequence similarity 69, member B (FAM69B), mRNA.0.00013999 0.00073251 1.41778296

MAST3 XM_038150.5 MAST3 19 Homo sapiens microtubule associated serine/threonine kinase 3 (MAST3), mRNA.KIAA0561 0.00013493 0.00071291 1.41713132

DDEF2 NM_003887.1 DDEF2 2 Homo sapiens development and differentiation enhancing factor 2 (DDEF2), mRNA.PAG3; Pap-alpha; SHAG1; FLJ42910; AMAP2; PAP; KIAA0400; CENTB30.00010764 0.00060836 1.4166161

KIF3B NM_004798.2 KIF3B 20 Homo sapiens kinesin family member 3B (KIF3B), mRNA.HH0048; KIAA03598.27E-06 9.78E-05 1.41654649

WDR26 NM_025160.4 WDR26 1 Homo sapiens WD repeat domain 26 (WDR26), mRNA.FLJ21016; MIP2; CDW20.00519793 0.01192801 1.4155501

PIH1D1 NM_017916.1 PIH1D1 19 Homo sapiens PIH1 domain containing 1 (PIH1D1), mRNA.NOP17; FLJ20643 5.80E-05 0.00039544 1.4141501

LOC399965 XR_036921.1 LOC399965 PREDICTED: Homo sapiens misc_RNA (LOC399965), miscRNA.2.71E-05 0.00023253 1.41371431

PRAME NM_206956.1 PRAME 22 Homo sapiens preferentially expressed antigen in melanoma (PRAME), transcript variant 4, mRNA.MAPE; OIP4 0.00374907 0.00923921 1.41365303

UBE2L6 NM_198183.1 UBE2L6 11 Homo sapiens ubiquitin-conjugating enzyme E2L 6 (UBE2L6), transcript variant 2, mRNA.UBCH8; RIG-B; MGC403314.88E-05 0.00035289 1.41355241

CPE NM_001873.1 CPE 4 Homo sapiens carboxypeptidase E (CPE), mRNA.4.55E-05 0.00033649 1.41280366

CCDC53 NM_016053.1 CCDC53 12 Homo sapiens coiled-coil domain containing 53 (CCDC53), mRNA.CGI-116 0.00016289 0.00082261 1.41214291

LMBRD1 NM_018368.2 LMBRD1 6 Homo sapiens LMBR1 domain containing 1 (LMBRD1), mRNA.bA810I22.1; RP11-810I22.1; FLJ11240; C6orf2091.65E-06 3.30E-05 1.41153551

CYB561D1 NM_182580.2 CYB561D1 1 Homo sapiens cytochrome b-561 domain containing 1 (CYB561D1), transcript variant 2, mRNA.8.33E-05 0.00050853 1.40951643

CDK2AP2 NM_005851.3 CDK2AP2 11 Homo sapiens cyclin-dependent kinase 2 associated protein 2 (CDK2AP2), mRNA.p14; FLJ10636; DOC-1R0.00087926 0.00296949 1.40861021

MAPK14 NM_139013.1 MAPK14 6 Homo sapiens mitogen-activated protein kinase 14 (MAPK14), transcript variant 2, mRNA.p38; PRKM15; PRKM14; RK; SAPK2A; CSBP1; CSPB1; p38ALPHA; Mxi2; EXIP; CSBP20.01330347 0.02507929 1.40770537

CPT2 NM_000098.1 CPT2 1 Homo sapiens carnitine palmitoyltransferase II (CPT2), nuclear gene encoding mitochondrial protein, mRNA.CPTASE; CPT1 7.58E-05 0.00047703 1.40770135

HLA-F NM_018950.1 HLA-F 6 Homo sapiens major histocompatibility complex, class I, F (HLA-F), transcript variant 1, mRNA.HLA-5.4; HLAF; CDA12; HLA-CDA124.75E-06 6.68E-05 1.40753953

IFI30 NM_006332.3 IFI30 19 Homo sapiens interferon, gamma-inducible protein 30 (IFI30), mRNA.MGC32056; IP30; GILT; IFI-305.98E-05 0.00040271 1.40724906

KDELR3 NM_016657.1 KDELR3 22 Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 3 (KDELR3), transcript variant 2, mRNA.ERD2L3 3.19E-06 5.09E-05 1.405255

TMEM132A NM_178031.2 TMEM132A 11 Homo sapiens transmembrane protein 132A (TMEM132A), transcript variant 2, mRNA.DKFZp547E212; HSPA5BP1; FLJ20539; GBP; MGC1386697.21E-06 8.94E-05 1.40463377

HIF1AN NM_017902.1 HIF1AN 10 Homo sapiens hypoxia inducible factor 1, alpha subunit inhibitor (HIF1AN), mRNA.DKFZp762F1811; FIH1; FLJ22027; FLJ206156.80E-05 0.0004433 1.40374938

PQLC3 NM_152391.2 PQLC3 2 Homo sapiens PQ loop repeat containing 3 (PQLC3), mRNA.C2orf22; MGC336026.41E-07 1.74E-05 1.40353817

DDB2 NM_000107.1 DDB2 11 Homo sapiens damage-specific DNA binding protein 2, 48kDa (DDB2), mRNA.FLJ34321 0.00056122 0.00211563 1.40102982

HADHB NM_000183.2 HADHB 2 Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), beta subunit (HADHB), nuclear gene encoding mitochondrial protein, mRNA.MGC87480; MSTP029; TP-BETA0.00010377 0.00059416 1.40030236

PCNX NM_014982.1 PCNX 14 Homo sapiens pecanex homolog (Drosophila) (PCNX), mRNA.KIAA0805; PCNXL1; KIAA0995; FLJ45663; FLJ234090.00076243 0.00266177 1.39939528

MTE NM_175621.2 MTE Homo sapiens metallothionein E (MTE), mRNA.MT1I 1.51E-09 4.31E-07 1.39885013

CSRP1 NM_004078.1 CSRP1 1 Homo sapiens cysteine and glycine-rich protein 1 (CSRP1), mRNA.CRP; CRP1; DKFZp686M148; D1S181E; CSRP; CYRP2.97E-06 4.84E-05 1.39777075

ASAP3 NM_017707.2 ASAP3 1 Homo sapiens ArfGAP with SH3 domain, ankyrin repeat and PH domain 3 (ASAP3), mRNA.CENTB6; ACAP4; FLJ20199; UPLC1; ASAP38.99E-06 0.00010331 1.3972766

C3orf39 NM_032806.4 C3ORF39 3 Homo sapiens chromosome 3 open reading frame 39 (C3orf39), mRNA.AGO61; FLJ145660.0003533 0.00147962 1.3972335

ANKDD1A NM_182703.2 ANKDD1A 15 Homo sapiens ankyrin repeat and death domain containing 1A (ANKDD1A), mRNA.MGC120306; FLJ25870; MGC120307; MGC1203053.32E-05 0.00026692 1.39686085

GRK5 NM_005308.2 GRK5 10 Homo sapiens G protein-coupled receptor kinase 5 (GRK5), mRNA.GPRK5 5.35E-05 0.000375 1.39675641

FIG4 NM_014845.4 FIG4 6 Homo sapiens FIG4 homolog (S. cerevisiae) (FIG4), mRNA.SAC3; RP1-249I4.1; hSac3; dJ249I4.1; KIAA02740.00054946 0.00207633 1.39667337

ESPN NM_031475.1 ESPN 1 Homo sapiens espin (ESPN), mRNA.DKFZP434A196; DFNB36; LP26548.12E-05 0.00049884 1.39351976

C6orf129 NM_138493.1 C6ORF129 6 Homo sapiens chromosome 6 open reading frame 129 (C6orf129), mRNA.HSPC265; MGC1316561.31E-05 0.00013428 1.3929141

SEC22A NM_012430.2 SEC22A 3 Homo sapiens SEC22 vesicle trafficking protein homolog A (S. cerevisiae) (SEC22A), mRNA.SEC22L2 0.00025755 0.0011528 1.39289077

DYNLL2 NM_080677.1 DYNLL2 17 Homo sapiens dynein, light chain, LC8-type 2 (DYNLL2), mRNA.MGC17810; DNCL1B; Dlc29.86E-07 2.28E-05 1.39269858

EVI5L NM_145245.2 EVI5L 19 Homo sapiens ecotropic viral integration site 5-like (EVI5L), mRNA.1.54E-05 0.00015187 1.39114543

PXDN NM_012293.1 PXDN 2 Homo sapiens peroxidasin homolog (Drosophila) (PXDN), mRNA. XM_935183 XM_935184 XM_936786 XM_942966 XM_942982 XM_942986 XM_942994 XM_943000D2S448E; D2S448; VPO; MG50; KIAA0230; PXN; PRG20.00091945 0.00308224 1.39094119

C10orf47 NM_153256.2 C10ORF47 10 Homo sapiens chromosome 10 open reading frame 47 (C10orf47), mRNA.MGC35403 0.0047974 0.01121009 1.39091513

GPAA1 NM_003801.2 GPAA1 8 Homo sapiens glycosylphosphatidylinositol anchor attachment protein 1 homolog (yeast) (GPAA1), mRNA.hGAA1; GAA1 3.75E-06 5.72E-05 1.39038171

CTSL2 NM_001333.2 CTSL2 9 Homo sapiens cathepsin L2 (CTSL2), mRNA.CTSV; CATL2; CTSU; MGC1259574.51E-08 3.24E-06 1.3900463
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DCUN1D3 NM_173475.1 DCUN1D3 16 Homo sapiens DCN1, defective in cullin neddylation 1, domain containing 3 (S. cerevisiae) (DCUN1D3), mRNA.MGC48972; FLJ41725; DKFZp686O0290; 44M2.41.12E-05 0.00012016 1.38977823

PTEN NM_000314.3 PTEN 10 Homo sapiens phosphatase and tensin homolog (PTEN), mRNA.MMAC1; MHAM; TEP1; BZS; PTEN1; MGC112277.40E-06 9.11E-05 1.3894274

CYP26B1 NM_019885.2 CYP26B1 2 Homo sapiens cytochrome P450, family 26, subfamily B, polypeptide 1 (CYP26B1), mRNA.CYP26A2; MGC129613; P450RAI-2; DKFZp686G06383.54E-06 5.48E-05 1.38935344

RRM2B NM_015713.3 RRM2B 8 Homo sapiens ribonucleotide reductase M2 B (TP53 inducible) (RRM2B), mRNA.DKFZp686M05248; MGC102856; p53R2; MGC421160.00018436 0.00090335 1.38882493

PRKAB2 NM_005399.3 PRKAB2 1 Homo sapiens protein kinase, AMP-activated, beta 2 non-catalytic subunit (PRKAB2), mRNA.MGC61468 0.02046353 0.03508956 1.38579381

PEX16 NM_004813.1 PEX16 11 Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, mRNA.0.00108378 0.00351075 1.38571088

FBXO2 NM_183412.2 FBXO2 1 Homo sapiens F-box protein 2 (FBXO2), mRNA.Fbs1; FBG1; FBX2; NFB425.45E-06 7.37E-05 1.38536723

DDIT4L NM_145244.2 DDIT4L 4 Homo sapiens DNA-damage-inducible transcript 4-like (DDIT4L), mRNA.Rtp801L; REDD2 1.54E-05 0.00015202 1.38461199

TMEM184B NM_012264.3 TMEM184B 22 Homo sapiens transmembrane protein 184B (TMEM184B), mRNA.DKFZp686N1150; DKFZP586A1024; FM08; DKFZp686F07174; HS5O6A; C22orf58.57E-05 0.00052017 1.38395944

LOC113386 NM_138781.2 LOC113386 19 Homo sapiens similar to envelope protein (LOC113386), mRNA.FLJ44718; FLJ464520.00269285 0.00712067 1.383894

CXADR NM_001338.3 CXADR 21 Homo sapiens coxsackie virus and adenovirus receptor (CXADR), mRNA.CAR; HCAR 8.43E-06 9.90E-05 1.38382328

ISCA2 NM_194279.1 ISCA2 14 Homo sapiens iron-sulfur cluster assembly 2 homolog (S. cerevisiae) (ISCA2), mRNA.HBLD1; ISA2; c14_55570.0051126 0.01177199 1.38371341

EPHA2 NM_004431.2 EPHA2 1 Homo sapiens EPH receptor A2 (EPHA2), mRNA.ECK 0.00020478 0.00097828 1.38327349

HLA-G NM_002127.3 HLA-G 6 Homo sapiens HLA-G histocompatibility antigen, class I, G (HLA-G), mRNA.MHC-G 0.01377624 0.02577383 1.38231549

SP4 NM_003112.3 SP4 7 Homo sapiens Sp4 transcription factor (SP4), mRNA.MGC130009; SPR-1; HF1B; MGC1300080.00303764 0.0078156 1.38212186

SLC2A8 NM_014580.3 SLC2A8 9 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 8 (SLC2A8), mRNA.GLUTX1; GLUT8 3.04E-06 4.93E-05 1.38010861

PECR NM_018441.2 PECR 2 Homo sapiens peroxisomal trans-2-enoyl-CoA reductase (PECR), mRNA.HSA250303; TERP0.02753467 0.04419536 1.37987782

GRB2 NM_002086.3 GRB2 17 Homo sapiens growth factor receptor-bound protein 2 (GRB2), transcript variant 1, mRNA.MST084; ASH; MSTP084; EGFRBP-GRB2; Grb3-30.00041721 0.00168248 1.37938487

TYSND1 NM_173555.1 TYSND1 10 Homo sapiens trypsin domain containing 1 (TYSND1), transcript variant 2, mRNA.FLJ40378; MGC34695; MGC1319340.00354041 0.00882101 1.37932504

C13orf15 NM_014059.1 C13ORF15 13 Homo sapiens chromosome 13 open reading frame 15 (C13orf15), mRNA.RGC-32; KIAA0564; bA157L14.2; MGC87338; RGC329.14E-05 0.0005429 1.37886225

PDLIM3 NM_014476.1 PDLIM3 4 Homo sapiens PDZ and LIM domain 3 (PDLIM3), mRNA.DKFZp686L0362; ALP0.00166067 0.00490307 1.37785897

SKP1 NM_006930.3 SKP1 5 Homo sapiens S-phase kinase-associated protein 1 (SKP1), transcript variant 1, mRNA.TCEB1L; MGC34403; p19A; EMC19; SKP1A; OCP-II; OCP20.00045649 0.00179688 1.37743091

Hs.294603 HS.294603 14 Homo sapiens cDNA FLJ12874 fis, clone NT2RP20037691.12E-06 2.48E-05 1.37734966

NPTN NM_012428.1 NPTN 15 Homo sapiens neuroplastin (NPTN), transcript variant beta, mRNA.SDFR1; GP55; DKFZp686L2477; np65; np55; GP65; SDR1; MGC1028051.72E-08 1.93E-06 1.37669141

DGCR2 NM_005137.1 DGCR2 22 Homo sapiens DiGeorge syndrome critical region gene 2 (DGCR2), mRNA.SEZ-12; IDD; DKFZp686I1730; KIAA0163; DGS-C; LAN3.70E-05 0.00028971 1.37557595

SYTL4 NM_080737.1 SYTL4 X Homo sapiens synaptotagmin-like 4 (granuphilin-a) (SYTL4), mRNA.DKFZp451P0116; FLJ409600.01859119 0.03249945 1.37553847

TBCE NM_003193.3 TBCE 1 Homo sapiens tubulin folding cofactor E (TBCE), transcript variant 2, mRNA.KCS; KCS1; pac2; HRD2.25E-06 4.06E-05 1.37546735

ACPL2 NM_152282.2 ACPL2 3 Homo sapiens acid phosphatase-like 2 (ACPL2), mRNA.FLJ23751 0.00016824 0.00084144 1.37468834

KRT8P9 XR_017231.2 KRT8P9 15 PREDICTED: Homo sapiens misc_RNA (KRT8P9), miscRNA.3.75E-05 0.0002927 1.37428789

YIF1B NM_001031731.1YIF1B 19 Homo sapiens Yip1 interacting factor homolog B (S. cerevisiae) (YIF1B), transcript variant 1, mRNA.FinGER8 3.58E-06 5.53E-05 1.3740809

ISCA1 NM_030940.3 ISCA1 9 Homo sapiens iron-sulfur cluster assembly 1 homolog (S. cerevisiae) (ISCA1), mRNA.hIscA; RP11-507D14.2; HBLD2; ISA1; MGC42760.00024296 0.00110667 1.37232825

LOC220686 NM_199283.4 LOC220686 22 Homo sapiens hypothetical protein LOC220686 (LOC220686), mRNA.0.00572092 0.01285138 1.37144305

MICB NM_005931.2 MICB 6 Homo sapiens MHC class I polypeptide-related sequence B (MICB), mRNA.PERB11.2 6.70E-05 0.00043879 1.37105831

PIGS NM_033198.2 PIGS 17 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class S (PIGS), mRNA.FLJ45226; DKFZp686K202160.01024288 0.0204594 1.37022086

RNF216L NR_023385.1 RNF216L 7 Homo sapiens ring finger protein 216-like (RNF216L), transcript variant 3, non-coding RNA.0.01992943 0.03437984 1.37017085

YIPF1 NM_018982.3 YIPF1 1 Homo sapiens Yip1 domain family, member 1 (YIPF1), mRNA.FinGER1; DJ167A19.17.13E-06 8.88E-05 1.36965491

SNAPIN NM_012437.3 SNAPIN 1 Homo sapiens SNAP-associated protein (SNAPIN), mRNA.SNAPAP; SNAPIN0.00053204 0.00202527 1.36942167

C6orf170 NM_152730.4 C6ORF170 6 Homo sapiens chromosome 6 open reading frame 170 (C6orf170), mRNA.bA301B7.2; FLJ30899; C6orf171; FLJ34235; bA57L9.1; dJ310J6.10.00180034 0.00520928 1.36940084

PDE6D NM_002601.2 PDE6D 2 Homo sapiens phosphodiesterase 6D, cGMP-specific, rod, delta (PDE6D), mRNA.PDED 2.66E-06 4.49E-05 1.36785023

SYNJ2BP NM_018373.1 SYNJ2BP 14 Homo sapiens synaptojanin 2 binding protein (SYNJ2BP), mRNA.Arip2; OMP25; FLJ112711.75E-06 3.41E-05 1.36756891

FGFR1OP2 NM_015633.1 FGFR1OP2 12 Homo sapiens FGFR1 oncogene partner 2 (FGFR1OP2), mRNA.DKFZp564O1863; HSPC123-like1.72E-05 0.00016529 1.36636692

CALU NM_001219.2 CALU 7 Homo sapiens calumenin (CALU), mRNA.FLJ90608 2.01E-06 3.73E-05 1.36438658

EFNA4 NM_005227.2 EFNA4 1 Homo sapiens ephrin-A4 (EFNA4), transcript variant 1, mRNA.EFL4; LERK4; MGC125826; EPLG40.00867809 0.01793031 1.36352324

ABCB6 NM_005689.1 ABCB6 2 Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 6 (ABCB6), nuclear gene encoding mitochondrial protein, mRNA.ABC; EST45597; PRP; MTABC3; ABC14; umat; FLJ224140.0022002 0.00605668 1.3626124

LOC729086 XM_001129280.2LOC729086 1 PREDICTED: Homo sapiens similar to EGFR-coamplified and overexpressed protein (LOC729086), mRNA.1.85E-05 0.00017489 1.36072184

SAR1A NM_020150.3 SAR1A 10 Homo sapiens SAR1 gene homolog A (S. cerevisiae) (SAR1A), mRNA.masra2; SARA1; SAR1; Sara3.63E-05 0.00028608 1.36030579

PSCD1 NM_017456.1 PSCD1 17 Homo sapiens pleckstrin homology, Sec7 and coiled-coil domains 1(cytohesin 1) (PSCD1), transcript variant 2, mRNA.D17S811E; B2-1; CYTOHESIN-1; SEC73.17E-06 5.06E-05 1.35810264

HEYL NM_014571.2 HEYL 1 Homo sapiens hairy/enhancer-of-split related with YRPW motif-like (HEYL), mRNA.MGC12623; HRT3 9.03E-05 0.00053997 1.35750689

GTF2B NM_001514.3 GTF2B 1 Homo sapiens general transcription factor IIB (GTF2B), mRNA.TFIIB; TF2B 3.01E-06 4.88E-05 1.3573961

GPS2 NM_004489.4 GPS2 17 Homo sapiens G protein pathway suppressor 2 (GPS2), mRNA.MGC104294; MGC119288; MGC119289; MGC119287; AMF-14.36E-05 0.00032686 1.35698947

CD164 NM_006016.3 CD164 6 Homo sapiens CD164 molecule, sialomucin (CD164), mRNA.endolyn; MGC-24; MUC-240.00524487 0.01200279 1.3568333

ELF1 NM_172373.2 ELF1 13 Homo sapiens E74-like factor 1 (ets domain transcription factor) (ELF1), mRNA.1.30E-05 0.00013368 1.35656568

BCAS4 NM_017843.3 BCAS4 20 Homo sapiens breast carcinoma amplified sequence 4 (BCAS4), transcript variant 1, mRNA.FLJ20495 0.00015379 0.00078837 1.3554668

FUCA1 NM_000147.2 FUCA1 1 Homo sapiens fucosidase, alpha-L- 1, tissue (FUCA1), mRNA.8.46E-07 2.05E-05 1.35532706

CRYZL1 NM_145858.1 CRYZL1 21 Homo sapiens crystallin, zeta (quinone reductase)-like 1 (CRYZL1), transcript variant 3, mRNA.QOH-1; 4P11 0.00623671 0.01378494 1.3551195

FBXO33 NM_203301.1 FBXO33 14 Homo sapiens F-box protein 33 (FBXO33), mRNA.c14_5247; Fbx33 3.49E-06 5.43E-05 1.35496573

JUNB NM_002229.2 JUNB 19 Homo sapiens jun B proto-oncogene (JUNB), mRNA.0.00123512 0.00388406 1.35487159

TAGLN2 NM_003564.1 TAGLN2 1 Homo sapiens transgelin 2 (TAGLN2), mRNA.KIAA0120; HA17562.55E-06 4.36E-05 1.3547915

ZCCHC14 NM_015144.1 ZCCHC14 16 Homo sapiens zinc finger, CCHC domain containing 14 (ZCCHC14), mRNA.MGC126527; BDG29; BDG-29; MGC141394.31E-06 6.29E-05 1.35463666

DNM2 NM_004945.2 DNM2 19 Homo sapiens dynamin 2 (DNM2), transcript variant 3, mRNA.CMTDI1; CMTDIB; DYNII; DYN2; DI-CMTB0.00362715 0.00899175 1.35419327

GPR177 NM_024911.4 GPR177 1 Homo sapiens G protein-coupled receptor 177 (GPR177), transcript variant 1, mRNA.FLJ23091; C1orf139; WLS; EVI; MGC131760; MRP; MGC148781.09E-05 0.00011801 1.35381232

STIM1 NM_003156.2 STIM1 11 Homo sapiens stromal interaction molecule 1 (STIM1), mRNA.GOK; D11S4896E0.02006556 0.03453793 1.35378359

C6orf85 NM_021945.4 C6ORF85 6 Homo sapiens chromosome 6 open reading frame 85 (C6orf85), mRNA.DKFZP434F011; FLJ221748.37E-05 0.00051026 1.35338213

CRABP2 NM_001878.2 CRABP2 1 Homo sapiens cellular retinoic acid binding protein 2 (CRABP2), mRNA.CRABP-II; RBP6 1.77E-08 1.92E-06 1.34983991

TMEM208 NM_014187.3 TMEM208 16 Homo sapiens transmembrane protein 208 (TMEM208), mRNA.HSPC171 0.00080224 0.00276786 1.34940169

GLIPR2 NM_022343.2 GLIPR2 9 Homo sapiens GLI pathogenesis-related 2 (GLIPR2), mRNA.GLIPR2; GAPR-1 2.72E-07 9.82E-06 1.34755133

NUDT18 NM_024815.2 NUDT18 8 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 18 (NUDT18), mRNA.FLJ22494 0.00068801 0.00246939 1.34750332

CYFIP2 NM_001037333.1CYFIP2 5 Homo sapiens cytoplasmic FMR1 interacting protein 2 (CYFIP2), transcript variant 1, mRNA.PIR121 3.97E-05 0.00030448 1.3461994

C3orf10 NM_018462.4 C3ORF10 3 Homo sapiens chromosome 3 open reading frame 10 (C3orf10), mRNA.MDS027; HSPC300; hHBrk13.97E-07 1.27E-05 1.34615093

FLJ31306 XM_001717968.1FLJ31306 14 PREDICTED: Homo sapiens hypothetical protein FLJ31306 (FLJ31306), mRNA.0.00238482 0.0064634 1.3459372



 2.0 ACL-Independent Upreg

NUAK1 NM_014840.2 NUAK1 12 Homo sapiens NUAK family, SNF1-like kinase, 1 (NUAK1), mRNA.KIAA0537; ARK50.00042685 0.00171181 1.34574508

ZCCHC17 NM_016505.2 ZCCHC17 1 Homo sapiens zinc finger, CCHC domain containing 17 (ZCCHC17), mRNA.pNO40; PS1D; HSPC251; RP11-266K22.18.05E-07 1.98E-05 1.34503351

LOC151162 NR_024275.1 LOC151162 2 Homo sapiens hypothetical LOC151162 (LOC151162), non-coding RNA.7.80E-08 4.58E-06 1.34478057

STX8 NM_004853.1 STX8 17 Homo sapiens syntaxin 8 (STX8), mRNA.CARB 1.74E-06 3.40E-05 1.34427395

LOC653344 XM_933085.1 LOC653344 15 PREDICTED: Homo sapiens similar to cis-Golgi matrix protein GM130, transcript variant 2 (LOC653344), mRNA.2.28E-06 4.08E-05 1.34385653

LOC641298 XR_041850.1 LOC641298 16 PREDICTED: Homo sapiens misc_RNA (LOC641298), miscRNA.0.00084116 0.00287205 1.3434603

COBL NM_015198.2 COBL 7 Homo sapiens cordon-bleu homolog (mouse) (COBL), mRNA.DKFZp686G13227; MGC131893; KIAA06333.01E-06 4.89E-05 1.34334578

AADACL1 NM_020792.3 AADACL1 3 Homo sapiens arylacetamide deacetylase-like 1 (AADACL1), mRNA.8.12E-05 0.00049847 1.343325

TULP4 NM_020245.3 TULP4 6 Homo sapiens tubby like protein 4 (TULP4), transcript variant 1, mRNA.RP3-442A17.1; KIAA1397; TUSP0.00291671 0.00758706 1.342796

MYEOV NM_138768.2 MYEOV 11 Homo sapiens myeloma overexpressed (in a subset of t(11;14) positive multiple myelomas) (MYEOV), mRNA.OCIM 0.00014612 0.00075873 1.3425344

JARID2 NM_004973.2 JARID2 6 Homo sapiens jumonji, AT rich interactive domain 2 (JARID2), mRNA.JMJ 1.35E-05 0.00013717 1.34186816

FLNB NM_001457.1 FLNB 3 Homo sapiens filamin B, beta (actin binding protein 278) (FLNB), mRNA.FLN1L; filamin B; FH1; DKFZp686A1668; AOI; ABP-278; SCT; TAP; TABP4.96E-07 1.47E-05 1.341791

MFGE8 NM_005928.1 MFGE8 15 Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA.HsT19888; BA46; OAcGD3S; EDIL15.73E-08 3.82E-06 1.34178306

KLRAQ1 NM_001135629.1KLRAQ1 2 Homo sapiens KLRAQ motif containing 1 (KLRAQ1), transcript variant 1, mRNA.0.03036529 0.04752448 1.34047155

RTN3 NM_201428.1 RTN3 11 Homo sapiens reticulon 3 (RTN3), transcript variant 2, mRNA.NSPLII; NSPL2; ASYIP; HAP; RTN3-A15.95E-05 0.00040109 1.33869108

DKFZp761P0423XM_291277.4 DKFZP761P0423 8 PREDICTED: Homo sapiens hypothetical protein DKFZp761P0423 (DKFZp761P0423), mRNA.0.00118712 0.00377128 1.33864223

CREG1 NM_003851.2 CREG1 1 Homo sapiens cellular repressor of E1A-stimulated genes 1 (CREG1), mRNA.CREG 1.12E-06 2.48E-05 1.33813983

PDRG1 NM_030815.2 PDRG1 20 Homo sapiens p53 and DNA-damage regulated 1 (PDRG1), mRNA.PDRG; C20orf126 9.52E-05 0.00055971 1.33768264

SLC25A4 NM_001151.2 SLC25A4 4 Homo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide translocator), member 4 (SLC25A4), nuclear gene encoding mitochondrial protein, mRNA.PEO2; ANT1; PEO3; T1; ANT1.12E-07 5.70E-06 1.33746716

GHDC NM_032484.3 GHDC 17 Homo sapiens GH3 domain containing (GHDC), mRNA.D11LGP1; LGP1 0.02226379 0.03751362 1.33669385

PANX2 NM_052839.2 PANX2 22 Homo sapiens pannexin 2 (PANX2), mRNA.hPANX2; MGC1194320.01374293 0.02572923 1.33516675

RANBP10 NM_020850.1 RANBP10 16 Homo sapiens RAN binding protein 10 (RANBP10), mRNA.KIAA1464; FLJ311650.00308697 0.00790509 1.33514519

C8orf55 NM_016647.1 C8ORF55 8 Homo sapiens chromosome 8 open reading frame 55 (C8orf55), mRNA.DSCD75 2.41E-06 4.19E-05 1.33292309

Hs.27048 HS.27048 12 Homo sapiens cDNA FLJ31750 fis, clone NT2RI20074060.00037186 0.00153604 1.33253878

CTSB NM_001908.3 CTSB 8 Homo sapiens cathepsin B (CTSB), transcript variant 1, mRNA.CPSB; APPS 0.00030129 0.00130247 1.33143142

ANKFY1 NM_020740.1 ANKFY1 17 Homo sapiens ankyrin repeat and FYVE domain containing 1 (ANKFY1), transcript variant 2, mRNA.KIAA1255; DKFZp686M19106; ANKHZN; ZFYVE140.0038564 0.00942464 1.32941103

NELF NM_015537.3 NELF 9 Homo sapiens nasal embryonic LHRH factor (NELF), mRNA.RP11-48C7.1; MGC1253696.00E-06 7.86E-05 1.32922436

SLC25A42 NM_178526.1 SLC25A42 19 Homo sapiens solute carrier family 25, member 42 (SLC25A42), mRNA.MGC26694 0.00627083 0.01384064 1.32845869

MTMR14 NM_022485.2 MTMR14 3 Homo sapiens myotubularin related protein 14 (MTMR14), transcript variant 2, mRNA.FLJ22405; C3orf29; hEDTP; FLJ903118.94E-05 0.00053591 1.32806861

RAB31 NM_006868.2 RAB31 18 Homo sapiens RAB31, member RAS oncogene family (RAB31), mRNA.Rab22B 7.53E-07 1.89E-05 1.32771284

TPST2 NM_001008566.1TPST2 22 Homo sapiens tyrosylprotein sulfotransferase 2 (TPST2), transcript variant 1, mRNA.0.00033538 0.00142048 1.32768724

ACAD11 NM_032169.3 ACAD11 3 Homo sapiens acyl-Coenzyme A dehydrogenase family, member 11 (ACAD11), mRNA.FLJ12592; MGC1506190.00028453 0.00125041 1.32710942

C9orf16 NM_024112.2 C9ORF16 9 Homo sapiens chromosome 9 open reading frame 16 (C9orf16), mRNA.EST00098; FLJ12823; MGC46390.02242956 0.03771693 1.32662478

CSAG3B NM_001080848.1CSAG3B Homo sapiens CSAG family, member 3B (CSAG3B), mRNA.CSAG2 0.01507734 0.02766045 1.32636238

EIF2S1 NM_004094.4 EIF2S1 14 Homo sapiens eukaryotic translation initiation factor 2, subunit 1 alpha, 35kDa (EIF2S1), mRNA.EIF2A; EIF-2A; EIF2; EIF-2; EIF-2alpha0.00013419 0.00070967 1.32588968

RERE NM_012102.3 RERE 1 Homo sapiens arginine-glutamic acid dipeptide (RE) repeats (RERE), transcript variant 1, mRNA.ARP; ATN1L; ARG; KIAA0458; DNB1; FLJ387750.01103668 0.0217216 1.3248253

NECAP2 NM_018090.3 NECAP2 1 Homo sapiens NECAP endocytosis associated 2 (NECAP2), mRNA.FLJ10420; RP4-798A10.11.13E-05 0.00012073 1.32390207

IGF2R NM_000876.1 IGF2R 6 Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA.M6P-R; CD222; MPRI; MPR1; CIMPR7.76E-07 1.93E-05 1.32301541

MAP3K1 XM_042066.10MAP3K1 5 Homo sapiens mitogen-activated protein kinase kinase kinase 1 (MAP3K1), mRNA.MAPKKK1; MEKK1; MEKK0.00099886 0.00328659 1.32263979

SGPL1 NM_003901.2 SGPL1 10 Homo sapiens sphingosine-1-phosphate lyase 1 (SGPL1), mRNA.KIAA1252; SPL; FLJ138110.00538827 0.01224587 1.32251271

PLOD2 NM_182943.2 PLOD2 3 Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase 2 (PLOD2), transcript variant 2, mRNA.LH2; TLH 8.76E-06 0.00010161 1.32234024

NUDCD3 NM_015332.2 NUDCD3 7 Homo sapiens NudC domain containing 3 (NUDCD3), mRNA.KIAA1068; NudCL 8.12E-05 0.00049865 1.32128271

ZBTB48 NM_005341.1 ZBTB48 1 Homo sapiens zinc finger and BTB domain containing 48 (ZBTB48), mRNA.pp9964; HKR3 0.0002372 0.0010868 1.32122434

POR NM_000941.1 POR 7 Homo sapiens P450 (cytochrome) oxidoreductase (POR), mRNA.CPR; FLJ26468; P450R; DKFZp686G04235; CYPOR7.41E-05 0.00046929 1.32042101

LOC100132535XR_038464.1 LOC100132535 PREDICTED: Homo sapiens misc_RNA (LOC100132535), miscRNA.0.00113372 0.00363996 1.31974138

ELOVL5 NM_021814.3 ELOVL5 6 Homo sapiens ELOVL family member 5, elongation of long chain fatty acids (FEN1/Elo2, SUR4/Elo3-like, yeast) (ELOVL5), mRNA.HELO1; RP3-483K16.1; dJ483K16.11.13E-05 0.00012074 1.31951822

CSRP2 NM_001321.1 CSRP2 12 Homo sapiens cysteine and glycine-rich protein 2 (CSRP2), mRNA.CRP2; LMO5; SmLIM4.00E-06 5.97E-05 1.31929439

UBN1 NM_001079514.1UBN1 16 Homo sapiens ubinuclein 1 (UBN1), transcript variant 2, mRNA.VT4; VT 1.44E-05 0.00014424 1.31917351

PVRL2 NM_001042724.1PVRL2 19 Homo sapiens poliovirus receptor-related 2 (herpesvirus entry mediator B) (PVRL2), transcript variant delta, mRNA.PVRR2; HVEB; PRR2; CD1120.00117084 0.00373816 1.31764978

LOC143666 NM_002020.1 LOC143666 11 PREDICTED: Homo sapiens hypothetical protein LOC143666 (LOC143666), mRNA.0.00217229 0.00599655 1.31753846

CDCP1 NM_022842.3 CDCP1 3 Homo sapiens CUB domain containing protein 1 (CDCP1), transcript variant 1, mRNA.SIMA135; TRASK; CD3180.00023317 0.00107557 1.31748417

TM7SF2 NM_003273.1 TM7SF2 11 Homo sapiens transmembrane 7 superfamily member 2 (TM7SF2), mRNA.ANG1; DHCR14A 2.81E-06 4.67E-05 1.31708637

TMEM50B NM_006134.4 TMEM50B 21 Homo sapiens transmembrane protein 50B (TMEM50B), mRNA.C21orf4; HCVP7TP32.39E-05 0.00021143 1.31691465

HCFC1R1 NM_001002017.1HCFC1R1 16 Homo sapiens host cell factor C1 regulator 1 (XPO1 dependent) (HCFC1R1), transcript variant 3, mRNA.MGC99622; HPIP; FLJ20568; MGC707117.81E-07 1.94E-05 1.31653474

MIDN NM_177401.4 MIDN 19 Homo sapiens midnolin (MIDN), mRNA.DKFZp547M072 0.00011134 0.00062343 1.3162217

FUK NM_145059.2 FUK 16 Homo sapiens fucokinase (FUK), mRNA.1110046B12Rik; FLJ394080.00164672 0.00487513 1.31576614

NOTCH3 NM_000435.1 NOTCH3 19 Homo sapiens Notch homolog 3 (Drosophila) (NOTCH3), mRNA.CASIL; CADASIL0.00531043 0.0121044 1.31356965

FAM127A NM_003928.1 FAM127A X Homo sapiens family with sequence similarity 127, member A (FAM127A), mRNA.CXX1; MAR8C; MART8C; MGC117411; Mar8; Mart81.04E-05 0.00011446 1.31301777

POFUT2 NM_015227.3 POFUT2 21 Homo sapiens protein O-fucosyltransferase 2 (POFUT2), transcript variant 1, mRNA.C21orf80; FUT13 8.04E-05 0.00049643 1.31203376

TBC1D20 NM_144628.2 TBC1D20 20 Homo sapiens TBC1 domain family, member 20 (TBC1D20), mRNA.FLJ45119; C20orf1400.00376195 0.00925835 1.31199171

PRKCZ NM_001033581.1PRKCZ 1 Homo sapiens protein kinase C, zeta (PRKCZ), transcript variant 2, mRNA.PKC2 0.01033939 0.02061428 1.31082523

RNF182 NM_152737.2 RNF182 6 Homo sapiens ring finger protein 182 (RNF182), mRNA.FLJ40772; MGC339930.01169511 0.0227334 1.3104843

CDK6 NM_001259.5 CDK6 7 Homo sapiens cyclin-dependent kinase 6 (CDK6), mRNA.PLSTIRE; MGC596929.48E-06 0.00010724 1.30967529

DUSP6 NM_001946.2 DUSP6 12 Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 1, mRNA.MKP3; PYST1 1.41E-07 6.60E-06 1.30882969

SCAND1 NM_033630.1 SCAND1 20 Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 2, mRNA.RAZ1; SDP1 9.09E-05 0.0005419 1.30839393

C9orf156 NM_016481.2 C9ORF156 9 Homo sapiens chromosome 9 open reading frame 156 (C9orf156), mRNA.NAP1; RP11-23B15.3; HSPC2190.01121307 0.0219772 1.30819148

HFE NM_000410.3 HFE 6 Homo sapiens hemochromatosis (HFE), transcript variant 1, mRNA.MGC103790; HFE1; HLA-H; HH; dJ221C16.10.10.03102581 0.04830089 1.30810818

NAPB NM_022080.1 NAPB 20 Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, beta (NAPB), mRNA.SNAP-BETA; MGC48335; MGC260660.01706833 0.03043455 1.30736636

ARFGAP1 NM_175609.1 ARFGAP1 20 Homo sapiens ADP-ribosylation factor GTPase activating protein 1 (ARFGAP1), transcript variant 1, mRNA.ARF1GAP; HRIHFB2281; MGC399240.00455349 0.01075344 1.30563427

ITM2C NM_001012516.1ITM2C 2 Homo sapiens integral membrane protein 2C (ITM2C), transcript variant 2, mRNA.E25; ITM3; BRI3; E25C; BRICD2C1.50E-08 1.83E-06 1.30554689
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TMEM179B NM_199337.2 TMEM179B 11 Homo sapiens transmembrane protein 179B (TMEM179B), mRNA.2.49E-05 0.00021821 1.30496777

ARL8B NM_018184.2 ARL8B 3 Homo sapiens ADP-ribosylation factor-like 8B (ARL8B), mRNA.FLJ10702; ARL10C; Gie15.25E-07 1.52E-05 1.30477946

ZDHHC12 NM_032799.4 ZDHHC12 9 Homo sapiens zinc finger, DHHC-type containing 12 (ZDHHC12), mRNA.MGC13153; MGC54050; ZNF400; FLJ145240.00016147 0.00081697 1.3036848

OSTF1 NM_012383.3 OSTF1 9 Homo sapiens osteoclast stimulating factor 1 (OSTF1), mRNA.bA235O14.1; OSF; SH3P2; FLJ205598.62E-06 0.0001004 1.30327186

TBPL1 NM_004865.2 TBPL1 6 Homo sapiens TBP-like 1 (TBPL1), mRNA.TRF2; STUD; MGC:9620; TLF; TLP; MGC:83891.28E-06 2.73E-05 1.30310957

ARID3A NM_005224.1 ARID3A 19 Homo sapiens AT rich interactive domain 3A (BRIGHT-like) (ARID3A), mRNA.E2FBP1; BRIGHT; DRIL3; DRIL10.00150758 0.0045639 1.3020249

CTGLF7 XM_001714786.1CTGLF7 10 PREDICTED: Homo sapiens centaurin, gamma-like family, member 7 (CTGLF7), mRNA.3.10E-07 1.05E-05 1.30172761

MED19 NM_153450.1 MED19 11 Homo sapiens mediator complex subunit 19 (MED19), mRNA.LCMR1 0.00029345 0.00127516 1.30153083

MXD4 NM_006454.2 MXD4 4 Homo sapiens MAX dimerization protein 4 (MXD4), mRNA.MSTP149; MAD4; MST1495.30E-05 0.00037264 1.29970182

TMEM99 Hs.562720 TMEM99 17 Homo sapiens transmembrane protein 99 (TMEM99), mRNA.MGC21518 9.99E-06 0.00011143 1.29958425

AGRN NM_198576.2 AGRN 1 Homo sapiens agrin (AGRN), mRNA.FLJ45064 0.0006454 0.00235534 1.2992451

LAMP2 NM_002294.1 LAMP2 X Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript variant LAMP2A, mRNA.CD107b; LAMP-2C; LAMPB4.61E-06 6.56E-05 1.29840511

C20orf127 NM_080757.1 C20ORF127 20 Homo sapiens chromosome 20 open reading frame 127 (C20orf127), mRNA.dJ614O4.6; MGC1189488.55E-07 2.07E-05 1.2983785

PREB NM_013388.4 PREB 2 Homo sapiens prolactin regulatory element binding (PREB), mRNA.SEC12; MGC3467 4.59E-05 0.00033861 1.29804701

CDA NM_001785.1 CDA 1 Homo sapiens cytidine deaminase (CDA), mRNA.CDD 0.00328049 0.00828547 1.29654885

NSFL1C NM_182483.1 NSFL1C 20 Homo sapiens NSFL1 (p97) cofactor (p47) (NSFL1C), transcript variant 3, mRNA.UBXD10; p47; MGC3347; dJ776F14.1; UBX10.00017694 0.00087727 1.29615142

CCND3 NM_001760.2 CCND3 6 Homo sapiens cyclin D3 (CCND3), mRNA.1.30E-07 6.32E-06 1.29607254

TMEM206 NM_018252.2 TMEM206 1 Homo sapiens transmembrane protein 206 (TMEM206), mRNA.C1orf75; RP11-384C4.5; FLJ108740.00041923 0.00168874 1.29560907

SNAP47 NM_053052.2 SNAP47 1 Homo sapiens synaptosomal-associated protein, 47kDa (SNAP47), mRNA.DKFZp686M10160; FLJ12517; IMAGE3451454; SVAP1; SNAP-470.00618917 0.01371053 1.29373514

BNIP3L NM_004331.2 BNIP3L 8 Homo sapiens BCL2/adenovirus E1B 19kDa interacting protein 3-like (BNIP3L), mRNA.BNIP3a; NIX 0.00076128 0.00265945 1.29358937

RNF4 NM_002938.2 RNF4 4 Homo sapiens ring finger protein 4 (RNF4), mRNA.RES4-26; SNURF 4.67E-05 0.00034307 1.29338152

RRAS NM_006270.2 RRAS 19 Homo sapiens related RAS viral (r-ras) oncogene homolog (RRAS), mRNA.7.00E-07 1.82E-05 1.29318591

RHOB NM_004040.2 RHOB 2 Homo sapiens ras homolog gene family, member B (RHOB), mRNA.ARH6; MST081; MSTP081; RHOH6; ARHB1.57E-07 6.95E-06 1.29308745

FERMT2 NM_006832.1 FERMT2 14 Homo sapiens fermitin family homolog 2 (Drosophila) (FERMT2), mRNA.KIND2; FLJ44462; UNC112B; PLEKHC1; FLJ34213; mig-2; UNC112; MIG24.83E-05 0.00035055 1.29307432

ATP6V1D NM_015994.2 ATP6V1D 14 Homo sapiens ATPase, H+ transporting, lysosomal 34kDa, V1 subunit D (ATP6V1D), mRNA.ATP6M; VATD; VMA82.92E-07 1.00E-05 1.29205344

TTC37 NM_014639.2 TTC37 5 Homo sapiens tetratricopeptide repeat domain 37 (TTC37), mRNA.MGC32587; TTC370.00152151 0.00459454 1.29128458

BPHL NM_004332.1 BPHL 6 Homo sapiens biphenyl hydrolase-like (serine hydrolase) (BPHL), mRNA.MGC125930; MCNAA; MGC41865; Bph-rp0.00266807 0.00706544 1.29101645

BMP4 NM_001202.2 BMP4 14 Homo sapiens bone morphogenetic protein 4 (BMP4), transcript variant 1, mRNA.BMP2B1; BMP2B; ZYME1.36E-05 0.00013748 1.29057484

SLC35A5 NM_017945.2 SLC35A5 3 Homo sapiens solute carrier family 35, member A5 (SLC35A5), mRNA.FLJ25973; DKFZp434E102; FLJ11130; FLJ207300.00621316 0.01374127 1.29047724

ASAP1 NM_018482.2 ASAP1 8 Homo sapiens ArfGAP with SH3 domain, ankyrin repeat and PH domain 1 (ASAP1), mRNA.ZG14P; AMAP1; PAG2; ASAP1; PAP; CENTB4; KIAA12494.08E-06 6.04E-05 1.29024443

TEX2 NM_018469.3 TEX2 17 Homo sapiens testis expressed 2 (TEX2), mRNA.KIAA1738; TMEM96; DKFZp781G0721; HT0083.29E-05 0.00026653 1.28947665

ADCK2 NM_052853.3 ADCK2 7 Homo sapiens aarF domain containing kinase 2 (ADCK2), mRNA.MGC20727; AARF0.00012144 0.00066291 1.28776512

C9orf58 NM_001002260.1C9ORF58 9 Homo sapiens chromosome 9 open reading frame 58 (C9orf58), transcript variant 2, mRNA.MGC29466; FLJ12783; IBA20.01424085 0.02648803 1.28651062

TMEM111 NM_018447.1 TMEM111 3 Homo sapiens transmembrane protein 111 (TMEM111), mRNA.POB 0.00104278 0.00340534 1.28604401

GRN NM_002087.2 GRN 17 Homo sapiens granulin (GRN), mRNA.PEPI; PGRN; PCDGF; GEP; GP887.86E-05 0.00048954 1.28576876

CALM1 NM_006888.2 CALM1 14 Homo sapiens calmodulin 1 (phosphorylase kinase, delta) (CALM1), mRNA.PHKD; CALML2; CAMI; DD1323.72E-07 1.21E-05 1.28546603

TUBB2A TUBB TUBB2A 6 Homo sapiens tubulin, beta 2A (TUBB2A), mRNA.TUBB; TUBB2; dJ40E16.71.23E-05 0.00012838 1.28539584

SRXN1 NM_080725.1 SRXN1 20 Homo sapiens sulfiredoxin 1 homolog (S. cerevisiae) (SRXN1), mRNA.Npn3; SRX1; C20orf139; YKL086W; dJ850E9.29.13E-07 2.17E-05 1.28444784

HCCA2 NM_053005.2 HCCA2 11 Homo sapiens HCCA2 protein (HCCA2), mRNA.MOB2 0.01033706 0.02061343 1.2842189

UROS NM_000375.1 UROS 10 Homo sapiens uroporphyrinogen III synthase (congenital erythropoietic porphyria) (UROS), mRNA.1.23E-06 2.64E-05 1.28318105

CRIPAK NM_175918.2 CRIPAK 4 Homo sapiens cysteine-rich PAK1 inhibitor (CRIPAK), mRNA.FLJ34443 0.00460254 0.01085041 1.28305861

SKIV2L NM_006929.4 SKIV2L 6 Homo sapiens superkiller viralicidic activity 2-like (S. cerevisiae) (SKIV2L), mRNA.SKIV2; DDX13; SKI2W; SKI2; 170A; HLP0.00279748 0.00733841 1.28238961

ITGA5 NM_002205.2 ITGA5 12 Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) (ITGA5), mRNA.CD49e; VLA5A; FNRA0.00062637 0.00230136 1.28081893

LSR NM_205834.2 LSR 19 Homo sapiens lipolysis stimulated lipoprotein receptor (LSR), transcript variant 2, mRNA.MGC48312; LISCH7; MGC48503; MGC106590.00111226 0.00358482 1.27946519

STK19 NM_032454.1 STK19 6 Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 1, mRNA.RP1; G11; D6S60; HLA-RP1; MGC117388; D6S60E0.00096783 0.00320292 1.2790142

ALDH2 NM_000690.2 ALDH2 12 Homo sapiens aldehyde dehydrogenase 2 family (mitochondrial) (ALDH2), nuclear gene encoding mitochondrial protein, mRNA.ALDM; ALDH-E2; ALDHI; MGC18060.00090116 0.00303213 1.27826399

SLC25A13 NM_014251.1 SLC25A13 7 Homo sapiens solute carrier family 25, member 13 (citrin) (SLC25A13), mRNA.CTLN2; ARALAR2; CITRIN0.00591062 0.01320111 1.27813662

ATP6V0E2 NM_145230.1 ATP6V0E2 7 Homo sapiens ATPase, H+ transporting V0 subunit e2 (ATP6V0E2), transcript variant 1, mRNA.ATP6V0E2L; C7orf322.88E-07 1.01E-05 1.27784003

LOC100134134XM_001720850.1LOC100134134 PREDICTED: Homo sapiens similar to peroxidasin homolog (LOC100134134), mRNA.2.45E-07 9.12E-06 1.27706577

TSTA3 NM_003313.2 TSTA3 8 Homo sapiens tissue specific transplantation antigen P35B (TSTA3), mRNA.FX; P35B 0.00495072 0.01149176 1.27455553

C12orf44 NM_021934.3 C12ORF44 12 Homo sapiens chromosome 12 open reading frame 44 (C12orf44), transcript variant 2, mRNA.FLJ11773 7.14E-06 8.88E-05 1.27432278

Hs.534061 HS.534061 17 full-length cDNA clone XCL0BB001ZD04 of Neuroblastoma of Homo sapiens (human)4.61E-06 6.56E-05 1.27355816

EPHA1 NM_005232.3 EPHA1 7 Homo sapiens EPH receptor A1 (EPHA1), mRNA.EPHT; MGC163163; EPHT1; EPH0.00068551 0.00246204 1.27338363

LOC653297 XM_926730.1 LOC653297 X PREDICTED: Homo sapiens similar to CSAG family, member 2 (LOC653297), mRNA.0.01303042 0.02468444 1.27298984

LHX2 NM_004789.3 LHX2 9 Homo sapiens LIM homeobox 2 (LHX2), mRNA.LH2; hLhx2; MGC1383900.00012943 0.00069431 1.27253659

FOXD2 NM_004474.2 FOXD2 1 Homo sapiens forkhead box D2 (FOXD2), mRNA.FREAC-9; FKHL17; FREAC90.01566607 0.02851429 1.27238592

SMAD5 NM_005903.5 SMAD5 5 Homo sapiens SMAD family member 5 (SMAD5), transcript variant 1, mRNA.Dwfc; DKFZp781O1323; MADH5; JV5-1; DKFZp781C18953.83E-05 0.00029719 1.27212038

ZFHX3 NM_006885.2 ZFHX3 16 Homo sapiens zinc finger homeobox 3 (ZFHX3), transcript variant A, mRNA.ATBF1; ZFHX3; ATBT0.0102477 0.02046528 1.27134614

ASRGL1 NM_025080.2 ASRGL1 11 Homo sapiens asparaginase like 1 (ASRGL1), mRNA.ALP1; ALP; FLJ223160.01686618 0.03018305 1.27132634

FBXL18 NM_024963.2 FBXL18 Homo sapiens F-box and leucine-rich repeat protein 18 (FBXL18), mRNA.FLJ11467; FLJ38075; Fbl185.72E-05 0.00039237 1.27131922

LOC100134424XR_038546.1 LOC100134424 PREDICTED: Homo sapiens misc_RNA (LOC100134424), miscRNA.0.02913364 0.04612827 1.26964819

PLCG1 NM_182811.1 PLCG1 20 Homo sapiens phospholipase C, gamma 1 (PLCG1), transcript variant 2, mRNA.PLC1; PLCgamma1; PLC148; PLC-II0.01678025 0.03010362 1.26875523

NDRG3 NM_022477.2 NDRG3 20 Homo sapiens NDRG family member 3 (NDRG3), transcript variant 2, mRNA.FLJ13556 4.09E-05 0.00031197 1.26848935

CYB5D2 NM_144611.2 CYB5D2 17 Homo sapiens cytochrome b5 domain containing 2 (CYB5D2), mRNA.MGC32124 0.00182912 0.00527431 1.26807314

RABEP1 NM_004703.3 RABEP1 17 Homo sapiens rabaptin, RAB GTPase binding effector protein 1 (RABEP1), transcript variant 2, mRNA.RABPT5; RAB5EP 3.14E-05 0.00025717 1.26738318

C9orf5 NM_032012.1 C9ORF5 9 Homo sapiens chromosome 9 open reading frame 5 (C9orf5), mRNA.CG2; FLJ33224; CG-2; FLJ236689.25E-05 0.00054731 1.26716419

TPRG1L NM_182752.3 TPRG1L 1 Homo sapiens tumor protein p63 regulated 1-like (TPRG1L), mRNA.RP11-46F15.3; FLJ218114.29E-07 1.33E-05 1.26715465

AXIN2 NM_004655.2 AXIN2 17 Homo sapiens axin 2 (conductin, axil) (AXIN2), mRNA.MGC126582; DKFZp781B0869; AXIL9.08E-05 0.00054135 1.26714582

C20orf46 NM_018354.1 C20ORF46 20 Homo sapiens chromosome 20 open reading frame 46 (C20orf46), mRNA.FLJ11190 3.65E-05 0.00028722 1.26631783

STAT2 NM_005419.2 STAT2 12 Homo sapiens signal transducer and activator of transcription 2, 113kDa (STAT2), mRNA.ISGF-3; STAT113; MGC59816; P1132.91E-05 0.00024377 1.26572209
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C9orf119 XM_937771.1 C9ORF119 9 Homo sapiens chromosome 9 open reading frame 119 (C9orf119), mRNA.bA395P17.9 0.0014532 0.00442639 1.26521105

RNFT2 NM_032814.3 RNFT2 12 Homo sapiens ring finger protein, transmembrane 2 (RNFT2), transcript variant 2, mRNA.FLJ14627; TMEM1180.00014144 0.00073829 1.26475321

IFNGR1 NM_000416.1 IFNGR1 6 Homo sapiens interferon gamma receptor 1 (IFNGR1), mRNA.CD119; IFNGR; FLJ457347.69E-06 9.31E-05 1.26360721

KIF1B NM_183416.2 KIF1B 1 Homo sapiens kinesin family member 1B (KIF1B), transcript variant 1, mRNA.KIAA0591; HMSNII; CMT2; FLJ23699; KIAA1448; CMT2A; MGC134844; CMT2A1; KLP0.00150281 0.00455199 1.26338138

ISG15 NM_005101.1 ISG15 1 Homo sapiens ISG15 ubiquitin-like modifier (ISG15), mRNA.G1P2; UCRP; IFI155.78E-07 1.61E-05 1.26329615

C1orf50 NM_024097.1 C1ORF50 1 Homo sapiens chromosome 1 open reading frame 50 (C1orf50), mRNA.MGC955 0.00067786 0.00243858 1.26301969

FLYWCH2 NM_138439.1 FLYWCH2 16 Homo sapiens FLYWCH family member 2 (FLYWCH2), mRNA.0.00899738 0.01845668 1.26296035

PPP1R2 NM_006241.3 PPP1R2 3 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 2 (PPP1R2), mRNA.MGC87148; IPP2 9.19E-06 0.00010519 1.26290911

TPST1 NM_003596.2 TPST1 7 Homo sapiens tyrosylprotein sulfotransferase 1 (TPST1), mRNA.0.00345224 0.00864094 1.26273594

SNAPC2 NM_003083.1 SNAPC2 19 Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kDa (SNAPC2), mRNA.PTFdelta; SNAP450.00023111 0.00106924 1.26211186

LOC728014 XM_946270.1 LOC728014 12 PREDICTED: Homo sapiens similar to huntingtin interacting protein 1 related (LOC728014), mRNA.5.05E-05 0.00036047 1.26195743

C2orf64 NM_001008215.1C2ORF64 2 Homo sapiens chromosome 2 open reading frame 64 (C2orf64), mRNA.6330578E17Rik; MGC521100.00164301 0.00486811 1.26139353

SBF1 NM_002972.1 SBF1 22 Homo sapiens SET binding factor 1 (SBF1), transcript variant 1, mRNA.DKFZp761D0422; MTMR5; MGC997001.09E-05 0.00011784 1.2606742

ID3 NM_002167.2 ID3 1 Homo sapiens inhibitor of DNA binding 3, dominant negative helix-loop-helix protein (ID3), mRNA.HEIR-1 2.52E-08 2.21E-06 1.25954736

LAPTM4A NM_014713.3 LAPTM4A 2 Homo sapiens lysosomal-associated protein transmembrane 4 alpha (LAPTM4A), mRNA.LAPTM4; KIAA0108; Mtrp; HUMORF13; MBNT0.00027948 0.00123272 1.25936679

PACSIN2 NM_007229.2 PACSIN2 22 Homo sapiens protein kinase C and casein kinase substrate in neurons 2 (PACSIN2), mRNA.SDPII 1.94E-06 3.61E-05 1.25920388

ANXA2P3 NR_001446.1 ANXA2P3 10 Homo sapiens annexin A2 pseudogene 3 (ANXA2P3), non-coding RNA.ANX2L3; LIP2; LPC2C; ANX2P30.01292384 0.02454671 1.25889736

HSPC157 NR_023919.1 HSPC157 1 Homo sapiens hypothetical LOC29092 (HSPC157), transcript variant 2, non-coding RNA.0.00174721 0.00510861 1.2586826

GGH NM_003878.1 GGH 8 Homo sapiens gamma-glutamyl hydrolase (conjugase, folylpolygammaglutamyl hydrolase) (GGH), mRNA.GH 3.10E-06 4.98E-05 1.25688918

SUPT5H NM_003169.2 SUPT5H 19 Homo sapiens suppressor of Ty 5 homolog (S. cerevisiae) (SUPT5H), mRNA.SPT5H; SPT5; FLJ341570.00010081 0.00058153 1.25601473

RNF165 NM_152470.2 RNF165 18 Homo sapiens ring finger protein 165 (RNF165), mRNA.0.02394532 0.03974308 1.25444012

MUM1 NM_032853.2 MUM1 19 Homo sapiens melanoma associated antigen (mutated) 1 (MUM1), mRNA.MGC163315; MGC131891; HSPC211; FLJ22283; FLJ14868; MUM-17.93E-06 9.51E-05 1.25418196

FLNC NM_001458.2 FLNC 7 Homo sapiens filamin C, gamma (actin binding protein 280) (FLNC), mRNA.FLN2; ABPL; ABPA; FLJ10186; ABP-280; ABP280A7.32E-06 9.03E-05 1.25379348

STX1A NM_004603.1 STX1A 7 Homo sapiens syntaxin 1A (brain) (STX1A), mRNA.HPC-1; STX1; p35-10.00033562 0.00142039 1.25285666

LPCAT3 NM_005768.5 LPCAT3 12 Homo sapiens lysophosphatidylcholine acyltransferase 3 (LPCAT3), mRNA.C3F; OACT5; nessy1.69E-05 0.00016367 1.25213054

PPIC NM_000943.4 PPIC 5 Homo sapiens peptidylprolyl isomerase C (cyclophilin C) (PPIC), mRNA.MGC3673; CYPC 0.0001476 0.0007642 1.25165056

ADD3 NM_019903.3 ADD3 10 Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 2, mRNA.ADDL 0.0002698 0.00119876 1.25150887

TOP3B NM_003935.3 TOP3B 22 Homo sapiens topoisomerase (DNA) III beta (TOP3B), mRNA.FLJ39376 0.00086508 0.00293711 1.25132046

MGMT NM_002412.2 MGMT 10 Homo sapiens O-6-methylguanine-DNA methyltransferase (MGMT), mRNA.0.0031719 0.00808258 1.25125937

CMTM3 NM_144601.2 CMTM3 16 Homo sapiens CKLF-like MARVEL transmembrane domain containing 3 (CMTM3), transcript variant 1, mRNA.BNAS2; CKLFSF3; FLJ31762; MGC519560.01423406 0.02648446 1.25039969

UBE2E2 NM_152653.1 UBE2E2 3 Homo sapiens ubiquitin-conjugating enzyme E2E 2 (UBC4/5 homolog, yeast) (UBE2E2), mRNA.UBCH8; FLJ251570.00095033 0.00315942 1.24946866

HNRPLL NM_138394.2 HNRPLL 2 Homo sapiens heterogeneous nuclear ribonucleoprotein L-like (HNRPLL), mRNA.SRRF 0.00247013 0.00665147 1.24924943

FAR1 NM_032228.4 FAR1 11 Homo sapiens fatty acyl CoA reductase 1 (FAR1), mRNA.FLJ33561; FAR1; DKFZp686P18247; FLJ22728; DKFZp686A03700.00373353 0.00920927 1.24826383

GPRC5A NM_003979.3 GPRC5A 12 Homo sapiens G protein-coupled receptor, family C, group 5, member A (GPRC5A), mRNA.RAIG1; RAI3; GPCR5A0.0037921 0.00930306 1.24783922

SLC9A3R1 NM_004252.1 SLC9A3R1 17 Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), member 3 regulator 1 (SLC9A3R1), mRNA.NHERF1; NHERF; EBP505.97E-07 1.65E-05 1.24695219

ZFP90 NM_133458.1 ZFP90 16 Homo sapiens zinc finger protein 90 homolog (mouse) (ZFP90), mRNA.ZNF756; NK10 0.00972761 0.0196505 1.24675987

GUSBL1 NM_001033523.1GUSBL1 6 Homo sapiens glucuronidase, beta-like 1 (GUSBL1), mRNA.bA239L20.5; bGLU-Lp; SMAC3L; b55C20.1; GUSBP4; bA239L20.1; SMAC3L2; SMA3-L; GUSBP20.00355491 0.008849 1.24612397

TERC NR_001566.1 TERC 3 Homo sapiens telomerase RNA component (TERC), telomerase RNA.TRC3; TR; hTR; SCARNA190.0045061 0.01066238 1.24521952

TUBB4Q NM_020040.3 TUBB4Q 4 Homo sapiens tubulin, beta polypeptide 4, member Q (TUBB4Q), mRNA.2.44E-05 0.00021485 1.2447552

Hs.14555 HS.14555 10 Homo sapiens cDNA: FLJ21513 fis, clone COL057780.00074929 0.00263451 1.24443455

C16orf56 NM_025082.1 C16ORF56 16 Homo sapiens chromosome 16 open reading frame 56 (C16orf56), mRNA.FLJ13111 0.00051011 0.00195896 1.24413872

PSMD3 NM_002809.2 PSMD3 17 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 (PSMD3), mRNA.RPN3; P58; S3 0.01018655 0.02038059 1.24398001

H1FX NM_006026.2 H1FX 3 Homo sapiens H1 histone family, member X (H1FX), mRNA.MGC8350; H1X; MGC159590.00018003 0.00088892 1.24393421

CMAS NM_018686.3 CMAS 12 Homo sapiens cytidine monophosphate N-acetylneuraminic acid synthetase (CMAS), mRNA.2.54E-06 4.35E-05 1.24347141

UCRC NM_001003684.1UCRC 22 Homo sapiens ubiquinol-cytochrome c reductase complex (7.2 kD) (UCRC), transcript variant 2, mRNA.HSPC151; HSPC051; HSPC1190.00028469 0.00125061 1.24345823

CTSA NM_000308.1 CTSA 20 Homo sapiens cathepsin A (CTSA), transcript variant 1, mRNA.NGBE; PPCA; GSL; PPGB; GLB20.00325382 0.00823534 1.24339648

SGTA NM_003021.3 SGTA 19 Homo sapiens small glutamine-rich tetratricopeptide repeat (TPR)-containing, alpha (SGTA), mRNA.hSGT; SGT 0.00432222 0.01029225 1.24306129

LZTR1 NM_006767.2 LZTR1 22 Homo sapiens leucine-zipper-like transcription regulator 1 (LZTR1), mRNA.MGC21205; TCFL2; LZTR-15.01E-06 6.90E-05 1.2430498

FLOT1 NM_005803.2 FLOT1 6 Homo sapiens flotillin 1 (FLOT1), mRNA.4.68E-05 0.00034342 1.24282622

LOC100130092XR_039545.1 LOC100130092 8 PREDICTED: Homo sapiens misc_RNA (LOC100130092), miscRNA.0.00328573 0.00829293 1.24275287

OBFC2A NM_022837.1 OBFC2A 2 Homo sapiens oligonucleotide/oligosaccharide-binding fold containing 2A (OBFC2A), mRNA.MGC111163; FLJ22833; DKFZp667M1322; FLJ136240.00033746 0.00142592 1.24225571

SMAP2 NM_022733.1 SMAP2 1 Homo sapiens small ArfGAP2 (SMAP2), mRNA.SMAP1L; RP1-228H13.35.82E-05 0.00039577 1.24153402

NUCB2 NM_005013.1 NUCB2 11 Homo sapiens nucleobindin 2 (NUCB2), mRNA.NEFA 0.00042153 0.00169423 1.24145572

CCDC50 NM_174908.2 CCDC50 3 Homo sapiens coiled-coil domain containing 50 (CCDC50), transcript variant 1, mRNA.C3orf6; DFNA44; YMER0.00035186 0.00147532 1.24132717

KRT18P28 XR_017689.1 KRT18P28 1 PREDICTED: Homo sapiens misc_RNA (KRT18P28), miscRNA.0.00338549 0.00849735 1.24131622

TESC NM_017899.1 TESC 12 Homo sapiens tescalcin (TESC), mRNA.TSC; FLJ20607 0.00028079 0.00123599 1.24114286

LAMC1 NM_002293.2 LAMC1 1 Homo sapiens laminin, gamma 1 (formerly LAMB2) (LAMC1), mRNA.LAMB2; MGC872971.10E-06 2.46E-05 1.24074076

ITGA2 NM_002203.2 ITGA2 5 Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) (ITGA2), mRNA.CD49B; VLAA2; VLA-2; BR; GPIa0.01163353 0.02265423 1.24048056

HSPA5 NM_005347.2 HSPA5 9 Homo sapiens heat shock 70kDa protein 5 (glucose-regulated protein, 78kDa) (HSPA5), mRNA.BIP; FLJ26106; MIF2; GRP783.89E-05 0.00030018 1.24022959

SNORA12 NR_002954.1 SNORA12 10 Homo sapiens small nucleolar RNA, H/ACA box 12 (SNORA12), small nucleolar RNA.U108 3.46E-07 1.16E-05 1.2398526

PPM1D NM_003620.2 PPM1D 17 Homo sapiens protein phosphatase 1D magnesium-dependent, delta isoform (PPM1D), mRNA.PP2C-DELTA; WIP10.0004802 0.00186987 1.23985196

ANKRD13A NM_033121.1 ANKRD13A 12 Homo sapiens ankyrin repeat domain 13A (ANKRD13A), mRNA.ANKRD13; NY-REN-250.01242385 0.02381348 1.23953221

C9orf69 NM_152833.2 C9ORF69 9 Homo sapiens chromosome 9 open reading frame 69 (C9orf69), mRNA.bA83N9.1 0.00671604 0.01464484 1.23949392

CPNE1 NM_003915.2 CPNE1 20 Homo sapiens copine I (CPNE1), transcript variant 3, mRNA.CPN1; COPN1; MGC11427.06E-06 8.85E-05 1.2390604

ZBTB17 NM_003443.1 ZBTB17 1 Homo sapiens zinc finger and BTB domain containing 17 (ZBTB17), mRNA.ZNF60; pHZ-67; ZNF151; MIZ-10.00469425 0.01100218 1.23777254

CSAG3A NM_203311.1 CSAG3A X Homo sapiens CSAG family, member 3A (CSAG3A), mRNA.MGC17065 0.01554137 0.0283443 1.23770814

CRK NM_016823.2 CRK 17 Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), transcript variant II, mRNA.CRKII 4.22E-05 0.00031948 1.23742015

MTIF3 NM_152912.3 MTIF3 13 Homo sapiens mitochondrial translational initiation factor 3 (MTIF3), nuclear gene encoding mitochondrial protein, mRNA.IF-3mt; IF3(mt) 9.08E-05 0.00054137 1.23602811

KIFC2 NM_145754.2 KIFC2 8 Homo sapiens kinesin family member C2 (KIFC2), mRNA.4.03E-06 6.00E-05 1.23592311

C17orf63 NM_018182.1 C17ORF63 17 Homo sapiens chromosome 17 open reading frame 63 (C17orf63), transcript variant 1, mRNA.FLJ10700 0.02415739 0.04002173 1.23563481
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NTAN1 NM_173474.2 NTAN1 16 Homo sapiens N-terminal asparagine amidase (NTAN1), mRNA.DKFZp666E058 0.00164768 0.0048753 1.23543974

Hs.374278 HS.374278 16 Homo sapiens cDNA FLJ38388 fis, clone FEBRA20044850.00921781 0.01880946 1.23470498

PTK7 NM_152880.2 PTK7 6 Homo sapiens PTK7 protein tyrosine kinase 7 (PTK7), transcript variant PTK7-2, mRNA.CCK4 0.00536405 0.01220868 1.23452407

LOC730455 NM_015027.1 LOC730455 PREDICTED: Homo sapiens similar to N-terminal Asn amidase (LOC730455), mRNA.0.00033216 0.00140959 1.23364237

RAB40B NM_006822.1 RAB40B 17 Homo sapiens RAB40B, member RAS oncogene family (RAB40B), mRNA.FLJ42385; SEC4L; RAR2.03E-05 0.00018805 1.23362123

CD9 NM_001769.2 CD9 12 Homo sapiens CD9 molecule (CD9), mRNA.MRP-1; MIC3; BTCC-1; BA2; 5H9; TSPAN29; GIG2; DRAP-27; P247.44E-05 0.00047047 1.2335332

CDKN1A NM_078467.1 CDKN1A 6 Homo sapiens cyclin-dependent kinase inhibitor 1A (p21, Cip1) (CDKN1A), transcript variant 2, mRNA.P21; MDA-6; SDI1; p21CIP1; CIP1; CDKN1; WAF1; CAP201.41E-06 2.92E-05 1.23341977

NKD2 NM_033120.2 NKD2 5 Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA.Naked2 1.95E-05 0.00018205 1.23316207

CREB3L2 NM_194071.2 CREB3L2 7 Homo sapiens cAMP responsive element binding protein 3-like 2 (CREB3L2), mRNA.MGC131709; BBF2H7; MGC710067.62E-05 0.00047872 1.23297042

STK38 NM_007271.2 STK38 6 Homo sapiens serine/threonine kinase 38 (STK38), mRNA.NDR1; NDR 0.00105457 0.00343249 1.23275593

PI4KAP2 NM_199345.2 PI4KAP2 Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide pseudogene 2 (PI4KAP2), mRNA.FLJ44912; MGC319206.08E-06 7.93E-05 1.23242492

C3orf52 NM_024616.1 C3ORF52 3 Homo sapiens chromosome 3 open reading frame 52 (C3orf52), mRNA.FLJ23186; TTMP0.01750008 0.03102118 1.23188353

CORO1C NM_014325.2 CORO1C 12 Homo sapiens coronin, actin binding protein, 1C (CORO1C), transcript variant 1, mRNA.HCRNN4; coronin-34.99E-05 0.00035774 1.23184483

LSMD1 NM_032356.3 LSMD1 17 Homo sapiens LSM domain containing 1 (LSMD1), mRNA.PFAAP2; MGC14151; MGC748371.11E-05 0.0001196 1.23174151

C16orf57 NM_024598.2 C16ORF57 16 Homo sapiens chromosome 16 open reading frame 57 (C16orf57), mRNA.FLJ13154 7.03E-06 8.84E-05 1.2317126

TMEM158 NM_015444.1 TMEM158 3 Homo sapiens transmembrane protein 158 (TMEM158), mRNA.BBP; DKFZp586E1621; RIS1; p40BBP3.71E-07 1.21E-05 1.23090534

PLEKHG4 NM_015432.2 PLEKHG4 16 Homo sapiens pleckstrin homology domain containing, family G (with RhoGef domain) member 4 (PLEKHG4), mRNA.puratrophin1; DKFZP434I216; SCA40.01659455 0.02983451 1.23087435

CKB NM_001823.3 CKB 14 Homo sapiens creatine kinase, brain (CKB), mRNA.B-CK; CKBB 2.54E-07 9.34E-06 1.23082301

INTS12 NM_020395.2 INTS12 4 Homo sapiens integrator complex subunit 12 (INTS12), mRNA.PHF22; INT12; SBBI223.84E-05 0.00029762 1.22967403

MT1E NM_175617.2 MT1E 16 Homo sapiens metallothionein 1E (functional) (MT1E), mRNA.MT1; MTD 4.75E-06 6.67E-05 1.22907924

RAB5C NM_201434.1 RAB5C 17 Homo sapiens RAB5C, member RAS oncogene family (RAB5C), transcript variant 1, mRNA.RAB5CL; RABL; MGC138857; MGC1172170.00118509 0.00376596 1.22870072

DPYSL2 NM_001386.4 DPYSL2 8 Homo sapiens dihydropyrimidinase-like 2 (DPYSL2), mRNA.DHPRP2; DRP-2; DRP2; CRMP27.98E-07 1.97E-05 1.22856304

FGFR3 NM_000142.2 FGFR3 4 Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric dwarfism) (FGFR3), transcript variant 2, mRNA.HSFGFR3EX; JTK4; CD333; ACH; CEK23.70E-05 0.00028958 1.22835762

EFNB2 NM_004093.2 EFNB2 13 Homo sapiens ephrin-B2 (EFNB2), mRNA.MGC126227; LERK5; HTKL; EPLG5; MGC126226; Htk-L; MGC1262281.05E-05 0.00011534 1.22828476

ELOF1 NM_032377.2 ELOF1 19 Homo sapiens elongation factor 1 homolog (S. cerevisiae) (ELOF1), mRNA.ELF1 0.00091374 0.00306782 1.22767556

FLJ20021 XM_028217.4 FLJ20021 4 PREDICTED: Homo sapiens hypothetical LOC90024 (FLJ20021), mRNA.0.00028879 0.00126146 1.22734962

STUB1 NM_005861.2 STUB1 16 Homo sapiens STIP1 homology and U-box containing protein 1 (STUB1), mRNA.CHIP; SDCCAG7; NY-CO-7; UBOX1; HSPABP21.17E-05 0.00012311 1.22678393

ALS2 NM_020919.2 ALS2 2 Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) (ALS2), mRNA.MGC87187; IAHSP; KIAA1563; FLJ31851; ALS2CR6; PLSJ; ALSJ0.00122175 0.00384757 1.22609398

SH3BGRL3 NM_031286.2 SH3BGRL3 1 Homo sapiens SH3 domain binding glutamic acid-rich protein like 3 (SH3BGRL3), mRNA.TIP-B1; SH3BP-10.00116962 0.00373536 1.22592147

RUNX3 NM_004350.1 RUNX3 1 Homo sapiens runt-related transcription factor 3 (RUNX3), transcript variant 2, mRNA.FLJ34510; MGC16070; PEBP2aC; CBFA3; AML20.00375374 0.00924443 1.22406782

FRMD8 NM_031904.3 FRMD8 11 Homo sapiens FERM domain containing 8 (FRMD8), mRNA.MGC31785; FKSG44; FLJ32216; FLJ903690.00329844 0.0083192 1.2232835

PINK1 NM_032409.1 PINK1 1 Homo sapiens PTEN induced putative kinase 1 (PINK1), nuclear gene encoding mitochondrial protein, mRNA.FLJ27236; PARK6; BRPK0.0017892 0.00519364 1.22305184

LOC149501 XR_017100.2 LOC149501 1 PREDICTED: Homo sapiens misc_RNA (LOC149501), miscRNA.3.50E-07 1.16E-05 1.2226984

MTMR9 NM_015458.3 MTMR9 8 Homo sapiens myotubularin related protein 9 (MTMR9), mRNA.LIP-STYX; C8orf9; DKFZp434K171; MTMR8; MGC1266720.00114199 0.00366111 1.22242139

SPIRE1 NM_020148.1 SPIRE1 18 Homo sapiens spire homolog 1 (Drosophila) (SPIRE1), transcript variant 2, mRNA.Spir-1; MGC150622; MGC1506210.0002229 0.00104235 1.22218395

IGFBP2 NM_000597.2 IGFBP2 2 Homo sapiens insulin-like growth factor binding protein 2, 36kDa (IGFBP2), mRNA.IGF-BP53; IBP2 6.63E-05 0.00043602 1.22211271

RHBDD2 NM_001040456.1RHBDD2 7 Homo sapiens rhomboid domain containing 2 (RHBDD2), transcript variant 1, mRNA.NPD007; RHBDL7 1.81E-06 3.45E-05 1.22206339

PIK4CA NM_058004.1 PIK4CA 22 Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide (PIK4CA), transcript variant 1, mRNA.pi4K230; FLJ16556; PI4K-ALPHA0.00022257 0.00104128 1.22200735

PDLIM1 NM_020992.2 PDLIM1 10 Homo sapiens PDZ and LIM domain 1 (PDLIM1), mRNA.CLP36; CLP-36; hCLIM1; CLIM1; ELFIN1.48E-05 0.00014698 1.22199004

NUDT22 NM_032344.1 NUDT22 11 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 22 (NUDT22), mRNA.MGC13045 0.0080869 0.01695379 1.2217272

C20orf3 NM_020531.2 C20ORF3 20 Homo sapiens chromosome 20 open reading frame 3 (C20orf3), mRNA.BSCv; APMAP 4.64E-05 0.00034094 1.22092371

GPR137 NM_020155.2 GPR137 11 Homo sapiens G protein-coupled receptor 137 (GPR137), mRNA.GPR137A; TM7SF1L1; C11orf40.00049253 0.00190693 1.22065834

CKLF NM_016326.2 CKLF 16 Homo sapiens chemokine-like factor (CKLF), transcript variant 5, mRNA.UCK-1; CKLF1; CKLF4; CKLF2; CKLF3; C32; HSPC2248.92E-06 0.0001028 1.22053587

CDKN3 NM_005192.2 CDKN3 14 Homo sapiens cyclin-dependent kinase inhibitor 3 (CDK2-associated dual specificity phosphatase) (CDKN3), mRNA.CDI1; KAP; MGC70625; FLJ25787; CIP2; KAP17.05E-06 8.84E-05 1.21976893

APPBP2 NM_006380.2 APPBP2 17 Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 2 (APPBP2), mRNA.PAT1; KIAA0228; HS.840840.00041593 0.00167918 1.21958531

MMD NM_012329.2 MMD 17 Homo sapiens monocyte to macrophage differentiation-associated (MMD), mRNA.PAQR11; MMA 6.78E-06 8.66E-05 1.21940646

LIMA1 NM_016357.3 LIMA1 12 Homo sapiens LIM domain and actin binding 1 (LIMA1), mRNA.SREBP3; EPLIN; FLJ38853; MGC1317260.00107167 0.00347772 1.21926236

CHMP2A NM_198426.1 CHMP2A 19 Homo sapiens chromatin modifying protein 2A (CHMP2A), transcript variant 2, mRNA.VPS2; VPS2A; CHMP2; BC-2; BC27.15E-05 0.00045786 1.2191341

Hs.475334 HS.475334 11 Human mRNA for KIAA0280 gene, partial cds0.0008472 0.00288723 1.21870035

CDH1 NM_004360.2 CDH1 16 Homo sapiens cadherin 1, type 1, E-cadherin (epithelial) (CDH1), mRNA.CDHE; Arc-1; UVO; CD324; ECAD; LCAM8.05E-06 9.61E-05 1.21855076

MAOB NM_000898.3 MAOB X Homo sapiens monoamine oxidase B (MAOB), nuclear gene encoding mitochondrial protein, mRNA.MGC26382 0.00021491 0.00101418 1.21743354

ABCB9 NM_203444.1 ABCB9 12 Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 (ABCB9), transcript variant 4, mRNA.TAPL; KIAA1520; EST1222340.00166285 0.00490549 1.21630778

RPL23AP13 NR_002229.1 RPL23AP13 2 Homo sapiens ribosomal protein L23a pseudogene 13 (RPL23AP13), non-coding RNA.DKFZp547I014 0.01354922 0.02544106 1.21626393

TIMP1 NM_003254.2 TIMP1 X Homo sapiens TIMP metallopeptidase inhibitor 1 (TIMP1), mRNA.TIMP; FLJ90373; CLGI; EPA; EPO; HCI2.12E-07 8.42E-06 1.2162416

C16orf48 NM_032140.1 C16ORF48 16 Homo sapiens chromosome 16 open reading frame 48 (C16orf48), mRNA.DAKV6410; DKFZP434A13192.32E-05 0.00020643 1.21602332

PIAS1 NM_016166.1 PIAS1 15 Homo sapiens protein inhibitor of activated STAT, 1 (PIAS1), mRNA.MGC141879; MGC141878; GU/RH-II; GBP; ZMIZ3; DDXBP10.00157503 0.00471554 1.21530674

GNPTG NM_032520.3 GNPTG 16 Homo sapiens N-acetylglucosamine-1-phosphate transferase, gamma subunit (GNPTG), mRNA.GNPTAG; LP2537; RJD90.00296131 0.00767554 1.2152728

PTTG1IP NM_004339.2 PTTG1IP 21 Homo sapiens pituitary tumor-transforming 1 interacting protein (PTTG1IP), mRNA.C21orf3; C21orf1; PBF8.58E-06 0.0001003 1.21501086

HEBP1 NM_015987.3 HEBP1 12 Homo sapiens heme binding protein 1 (HEBP1), mRNA.HBP; HEBP 9.94E-05 0.00057593 1.21453178

PRUNE NM_021222.1 PRUNE 1 Homo sapiens prune homolog (Drosophila) (PRUNE), mRNA.DRES-17; HTCD370.02596685 0.04231 1.21381093

UBTD1 NM_024954.3 UBTD1 10 Homo sapiens ubiquitin domain containing 1 (UBTD1), mRNA.FLJ11807 0.00497043 0.01152028 1.21353903

HLA-H NR_001434.1 HLA-H 6 Homo sapiens major histocompatibility complex, class I, H (pseudogene) (HLA-H), non-coding RNA.HLAHP 5.01E-05 0.00035818 1.21331877

GDI1 NM_001493.1 GDI1 X Homo sapiens GDP dissociation inhibitor 1 (GDI1), mRNA.OPHN2; MRX48; RABGD1A; GDIL; XAP-4; RABGDIA; MRX41; FLJ414114.10E-05 0.00031257 1.21276514

PRRC1 NM_130809.2 PRRC1 5 Homo sapiens proline-rich coiled-coil 1 (PRRC1), mRNA.FLJ32875 0.00032862 0.00139782 1.21225091

THYN1 NM_014174.2 THYN1 11 Homo sapiens thymocyte nuclear protein 1 (THYN1), transcript variant 1, mRNA.MY105; MGC12187; MDS012; THY28; HSPC144; THY28KD0.00069098 0.00247841 1.21213678

ATP6V0A1 NM_005177.2 ATP6V0A1 17 Homo sapiens ATPase, H+ transporting, lysosomal V0 subunit a1 (ATP6V0A1), transcript variant 3, mRNA.ATP6N1; VPP1; DKFZp781J1951; Stv1; a1; ATP6N1A; Vph11.16E-06 2.56E-05 1.21183928

SPHK2 NM_020126.3 SPHK2 19 Homo sapiens sphingosine kinase 2 (SPHK2), mRNA.0.00352761 0.0087992 1.21157995

C14orf2 NM_004894.1 C14ORF2 14 Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA.PLPM; MP68 7.30E-05 0.00046445 1.21151817

ATP6AP2 NM_005765.2 ATP6AP2 X Homo sapiens ATPase, H+ transporting, lysosomal accessory protein 2 (ATP6AP2), mRNA.ELDF10; APT6M8-9; MGC99577; XMRE; M8-9; ATP6IP2; MSTP009; MRXE; HT028; ATP6M8-93.99E-07 1.27E-05 1.21124589

FNDC3B NM_001135095.1FNDC3B 3 Homo sapiens fibronectin type III domain containing 3B (FNDC3B), transcript variant 2, mRNA.0.00023221 0.00107255 1.21049738
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ALDOC NM_005165.2 ALDOC 17 Homo sapiens aldolase C, fructose-bisphosphate (ALDOC), mRNA.ALDC 7.08E-06 8.85E-05 1.20985387

TMEM41B NM_015012.1 TMEM41B 11 Homo sapiens transmembrane protein 41B (TMEM41B), mRNA.MGC33897; KIAA0033; MGC572623.48E-06 5.44E-05 1.20917869

C5orf32 NM_032412.2 C5ORF32 5 Homo sapiens chromosome 5 open reading frame 32 (C5orf32), mRNA.ORF1-FL49 0.00029129 0.00126883 1.2089001

LYPLAL1 NM_138794.1 LYPLAL1 1 Homo sapiens lysophospholipase-like 1 (LYPLAL1), mRNA.KIAA1238 1.02E-05 0.00011292 1.20712241

RALY NM_007367.2 RALY 20 Homo sapiens RNA binding protein, autoantigenic (hnRNP-associated with lethal yellow homolog (mouse)) (RALY), transcript variant 2, mRNA.P542; MGC117312; HNRPCL24.78E-05 0.00034772 1.20677359

LOC648980 XM_941280.2 LOC648980 22 PREDICTED: Homo sapiens similar to breakpoint cluster region, transcript variant 1 (LOC648980), mRNA.0.01615506 0.02923296 1.20677042

NLGN2 NM_020795.2 NLGN2 17 Homo sapiens neuroligin 2 (NLGN2), mRNA.KIAA1366 0.00304169 0.0078186 1.20658791

C1orf115 NM_024709.2 C1ORF115 1 Homo sapiens chromosome 1 open reading frame 115 (C1orf115), mRNA.FLJ14146; RP11-322F10.40.00075448 0.00264849 1.20654264

MFSD3 NM_138431.1 MFSD3 8 Homo sapiens major facilitator superfamily domain containing 3 (MFSD3), mRNA.6.54E-06 8.40E-05 1.20622264

MAPRE2 NM_014268.1 MAPRE2 18 Homo sapiens microtubule-associated protein, RP/EB family, member 2 (MAPRE2), mRNA.RP1; EB1; EB2 0.00039611 0.00161415 1.20622196

XPR1 NM_004736.3 XPR1 1 Homo sapiens xenotropic and polytropic retrovirus receptor (XPR1), transcript variant 1, mRNA.0.00012978 0.00069548 1.20580112

INTS5 NM_030628.1 INTS5 11 Homo sapiens integrator complex subunit 5 (INTS5), mRNA.INT5; KIAA1698 0.0023749 0.00644456 1.2053578

MLXIPL NM_032994.1 MLXIPL 7 Homo sapiens MLX interacting protein-like (MLXIPL), transcript variant 2, mRNA.WS-bHLH; MIO; MONDOB; WBSCR14; CHREBP0.00197311 0.00558141 1.20523309

LOC441763 XM_930284.1 LOC441763 16 PREDICTED: Homo sapiens hypothetical LOC441763 (LOC441763), mRNA.0.00013189 0.00070297 1.20509592

MANBA NM_005908.2 MANBA 4 Homo sapiens mannosidase, beta A, lysosomal (MANBA), mRNA.MANB1 0.00171837 0.00504327 1.20451616

PSMD13 NM_002817.2 PSMD13 11 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 (PSMD13), transcript variant 2, mRNA.HSPC027; p40.50.00564616 0.01271498 1.20446329

LOC643431 XM_928128.1 LOC643431 5 PREDICTED: Homo sapiens similar to Keratin, type II cytoskeletal 8 (Cytokeratin-8) (CK-8) (Keraton-8) (K8) (LOC643431), mRNA.8.67E-05 0.00052335 1.20382065

DUSP1 NM_004417.2 DUSP1 5 Homo sapiens dual specificity phosphatase 1 (DUSP1), mRNA.HVH1; MKP1; MKP-1; PTPN10; CL1005.70E-05 0.00039187 1.20364937

SPC24 NM_182513.1 SPC24 19 Homo sapiens SPC24, NDC80 kinetochore complex component, homolog (S. cerevisiae) (SPC24), mRNA.SPBC24; FLJ908060.00222929 0.00611817 1.20351457

ANAPC11 XM_942695.1 ANAPC11 PREDICTED: Homo sapiens APC11 anaphase promoting complex subunit 11 homolog (yeast), transcript variant 8 (ANAPC11), mRNA.0.00156629 0.00469843 1.20347588

VGLL4 NM_014667.1 VGLL4 3 Homo sapiens vestigial like 4 (Drosophila) (VGLL4), mRNA.VGL-4; KIAA01210.00264489 0.0070246 1.20220659

LEP NM_000230.1 LEP 7 Homo sapiens leptin (obesity homolog, mouse) (LEP), mRNA.OB; OBS 0.00656761 0.01438468 1.20213026

AFMID NM_001010982.1AFMID 17 Homo sapiens arylformamidase (AFMID), mRNA.KF; DKFZp686F032590.0318102 0.04922586 1.20168901

DIABLO NM_138930.2 DIABLO 12 Homo sapiens diablo homolog (Drosophila) (DIABLO), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.SMAC; FLJ10537; DIABLO-S; SMAC3; FLJ250498.59E-06 0.00010024 1.20113449

ATP1B3 NM_001679.2 ATP1B3 PREDICTED: Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypeptide, transcript variant 2 (ATP1B3), mRNA.1.66E-06 3.31E-05 1.20113208

FBXO31 NM_024735.2 FBXO31 16 Homo sapiens F-box protein 31 (FBXO31), mRNA.FBX14; Fbx31; FLJ22477; DKFZP434B027; MGC15419; DKFZp434J1815; MGC9527; FBXO14; pp23867.09E-05 0.00045565 1.20110659

MTMR10 NM_017762.1 MTMR10 15 Homo sapiens myotubularin related protein 10 (MTMR10), mRNA.FLJ20313 0.00316871 0.00807824 1.20110262

SNX2 NM_003100.2 SNX2 5 Homo sapiens sorting nexin 2 (SNX2), mRNA.TRG-9; MGC5204 4.31E-05 0.00032417 1.2010261

CCDC23 NM_199342.1 CCDC23 1 Homo sapiens coiled-coil domain containing 23 (CCDC23), mRNA.6.89E-06 8.72E-05 1.19920498

FKBP11 NM_016594.1 FKBP11 12 Homo sapiens FK506 binding protein 11, 19 kDa (FKBP11), mRNA.MGC54182; FKBP190.02971203 0.04677827 1.19907976

KIAA0494 NM_014774.1 KIAA0494 1 Homo sapiens KIAA0494 (KIAA0494), mRNA.RP11-8J9.3 0.00129886 0.00404124 1.19805669

TTC1 NM_003314.1 TTC1 5 Homo sapiens tetratricopeptide repeat domain 1 (TTC1), mRNA.TPR1 0.00199535 0.00563112 1.19804761

CDC42 NM_044472.1 CDC42 1 Homo sapiens cell division cycle 42 (GTP binding protein, 25kDa) (CDC42), transcript variant 3, mRNA.CDC42Hs; G25K0.00106607 0.00346266 1.19791732

C12orf31 NM_032338.2 C12ORF31 12 Homo sapiens chromosome 12 open reading frame 31 (C12orf31), mRNA.MGC104302; MGC148170.00038004 0.00156035 1.19781384

PDIA4 NM_004911.3 PDIA4 7 Homo sapiens protein disulfide isomerase family A, member 4 (PDIA4), mRNA.ERP72; ERP70 0.02017111 0.03467019 1.19707393

FAM107B NM_031453.2 FAM107B 10 Homo sapiens family with sequence similarity 107, member B (FAM107B), mRNA.FLJ45505; C10orf45; MGC11034; MGC902610.01475844 0.02721784 1.19706054

DCTN3 NM_024348.2 DCTN3 9 Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 1, mRNA.MGC111190; DCTN22; DCTN-220.00044117 0.00175242 1.1968891

PTGR1 NM_012212.2 PTGR1 9 Homo sapiens prostaglandin reductase 1 (PTGR1), mRNA.MGC34943 0.00010737 0.0006084 1.19667316

AGPAT2 NM_001012727.1AGPAT2 9 Homo sapiens 1-acylglycerol-3-phosphate O-acyltransferase 2 (lysophosphatidic acid acyltransferase, beta) (AGPAT2), transcript variant 2, mRNA.LPAAB; LPAAT-beta; BSCL1; BSCL; 1-AGPAT20.00029789 0.0012919 1.19661911

SFRS7 NM_001031684.1SFRS7 2 Homo sapiens splicing factor, arginine/serine-rich 7, 35kDa (SFRS7), mRNA.9G8; HSSG1; AAG3; ZCRB2; RBM37; ZCCHC200.00025118 0.00113129 1.1961977

GIPC1 NM_202468.1 GIPC1 19 Homo sapiens GIPC PDZ domain containing family, member 1 (GIPC1), transcript variant 3, mRNA.IIP-1; TIP-2; GLUT1CBP; C19orf3; RGS19IP1; Hs.6454; SYNECTIIN; MGC15889; NIP; MGC3774; SEMCAP; GIPC1.31E-05 0.00013383 1.19616785

BLVRA NM_000712.3 BLVRA 7 Homo sapiens biliverdin reductase A (BLVRA), mRNA.BVRA; BLVR 2.79E-05 0.0002369 1.19587007

POMT2 NM_013382.3 POMT2 14 Homo sapiens protein-O-mannosyltransferase 2 (POMT2), mRNA.FLJ22309; DKFZp686G102540.00284109 0.00741879 1.19540743

BRSK1 NM_032430.1 BRSK1 19 Homo sapiens BR serine/threonine kinase 1 (BRSK1), mRNA.KIAA1811; FLJ430090.00250738 0.00672015 1.19510457

MFSD11 NM_024311.2 MFSD11 17 Homo sapiens major facilitator superfamily domain containing 11 (MFSD11), mRNA.ET; FLJ22196; FLJ202260.01485078 0.02734637 1.19488853

MTRF1L NM_019041.3 MTRF1L 6 Homo sapiens mitochondrial translational release factor 1-like (MTRF1L), mRNA.MGC102748 6.25E-05 0.00041614 1.19471263

RICH2 NM_014859.4 RICH2 17 Homo sapiens Rho-type GTPase-activating protein RICH2 (RICH2), mRNA.NPC-A-10; KIAA06720.00186434 0.0053475 1.19454252

HLTF NM_003071.2 HLTF 3 Homo sapiens helicase-like transcription factor (HLTF), transcript variant 1, mRNA.ZBU1; SMARCA3; HIP116; HLTF1; RNF80; HIP116A; SNF2L30.00027854 0.00122955 1.1942091

RYBP NM_012234.3 RYBP 3 Homo sapiens RING1 and YY1 binding protein (RYBP), mRNA.DEDAF; YEAF1; AAP10.00066551 0.00240292 1.19388134

GABARAPL1 NM_031412.2 GABARAPL1 12 Homo sapiens GABA(A) receptor-associated protein like 1 (GABARAPL1), mRNA.ATG8L; GEC1; APG8L; ATG80.00299087 0.00772819 1.19375746

FAM50A NM_004699.1 FAM50A X Homo sapiens family with sequence similarity 50, member A (FAM50A), mRNA.DXS9928E; 9F; XAP5; HXC-263.69E-06 5.66E-05 1.19360902

MTMR11 NM_006697.1 MTMR11 1 Homo sapiens myotubularin related protein 11 (MTMR11), transcript variant 1, mRNA.CRA; RP11-212K13.10.02127969 0.03622047 1.1930976

STX3 NM_004177.3 STX3 11 Homo sapiens syntaxin 3 (STX3), mRNA.STX3A 0.00084206 0.0028733 1.19303767

ACSL3 NM_004457.3 ACSL3 2 Homo sapiens acyl-CoA synthetase long-chain family member 3 (ACSL3), transcript variant 1, mRNA.PRO2194; FACL3; ACS30.00010149 0.00058423 1.19294095

DPYSL3 NM_001387.2 DPYSL3 5 Homo sapiens dihydropyrimidinase-like 3 (DPYSL3), mRNA.DRP3; CRMP4; ULIP; DRP-3; CRMP-48.83E-05 0.00053192 1.19292879

ZNF277 NM_021994.1 ZNF277 7 Homo sapiens zinc finger protein 277 (ZNF277), mRNA.ZNF277P; ZNF277; NRIF40.00030146 0.00130268 1.19271162

PRAGMIN NM_001080826.1PRAGMIN 8 Homo sapiens homolog of rat pragma of Rnd2 (PRAGMIN), mRNA.DKFZp761P0423 5.24E-05 0.000369 1.19216298

EGR1 NM_001964.2 EGR1 5 Homo sapiens early growth response 1 (EGR1), mRNA.G0S30; AT225; TIS8; ZNF225; NGFI-A; KROX-24; ZIF-2684.06E-06 6.03E-05 1.19198961

WDR45L NM_019613.2 WDR45L 17 Homo sapiens WDR45-like (WDR45L), mRNA.WIPI-3; WIPI3 0.00312537 0.00798836 1.19192541

LUZP1 NM_033631.2 LUZP1 1 Homo sapiens leucine zipper protein 1 (LUZP1), mRNA.KIAA0601; LUZP; FLJ356974.33E-05 0.0003249 1.19191532

AP4B1 NM_006594.1 AP4B1 1 Homo sapiens adaptor-related protein complex 4, beta 1 subunit (AP4B1), mRNA.BETA-4 0.00113519 0.0036436 1.19166525

FBXO46 XM_942691.1 FBXO46 19 PREDICTED: Homo sapiens F-box protein 46, transcript variant 5 (FBXO46), mRNA.0.02441157 0.0403383 1.19160219

PSAP NM_002778.1 PSAP 10 Homo sapiens prosaposin (PSAP), transcript variant 2, mRNA.GLBA; SAP1; MGC110993; FLJ002458.32E-07 2.03E-05 1.19157324

LOC647037 XM_930029.1 LOC647037 15 PREDICTED: Homo sapiens similar to Peptidyl-prolyl cis-trans isomerase NIMA-interacting 4 (Rotamase Pin4) (PPIase Pin4) (Parvulin 14) (Par14) (Peptidyl-prolyl cis/trans isomerase EPVH) (hPar14) (LOC647037), mRNA.0.00044614 0.00176699 1.19156716

BSCL2 NM_032667.4 BSCL2 11 Homo sapiens Bernardinelli-Seip congenital lipodystrophy 2 (seipin) (BSCL2), mRNA.SPG17; MGC4694; HMN5; GNG3LG5.00E-05 0.00035785 1.19117115

PLCG2 NM_002661.1 PLCG2 16 Homo sapiens phospholipase C, gamma 2 (phosphatidylinositol-specific) (PLCG2), mRNA.6.03E-05 0.00040493 1.1911564

SEPX1 NM_016332.2 SEPX1 16 Homo sapiens selenoprotein X, 1 (SEPX1), mRNA.MSRB1; SELR; MGC3344; HSPC270; SELX0.00013483 0.00071269 1.19051094

ACTR10 NM_018477.1 ACTR10 14 Homo sapiens actin-related protein 10 homolog (S. cerevisiae) (ACTR10), mRNA.HARP11; ACTR110.00016229 0.00081998 1.19003318

SND1 NM_014390.2 SND1 7 Homo sapiens staphylococcal nuclease and tudor domain containing 1 (SND1), mRNA.TDRD11; p100 0.00036456 0.00151225 1.18998993

MSX1 NM_002448.1 MSX1 4 Homo sapiens msh homeobox 1 (MSX1), mRNA.HOX7; HYD1 5.27E-06 7.16E-05 1.18980723
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LOC647954 XM_938141.1 LOC647954 PREDICTED: Homo sapiens misc_RNA (LOC647954), miscRNA.7.04E-05 0.0004539 1.18953871

TMEM141 NM_032928.2 TMEM141 9 Homo sapiens transmembrane protein 141 (TMEM141), mRNA.MGC14141; RP11-216L13.70.00147536 0.00448633 1.18951065

LOC340598 XM_926996.1 LOC340598 X PREDICTED: Homo sapiens similar to Keratin, type I cytoskeletal 18 (Cytokeratin-18) (CK-18) (Keratin-18) (K18) (LOC340598), mRNA.0.00421135 0.01007905 1.18938926

CLSTN1 NM_001009566.1CLSTN1 1 Homo sapiens calsyntenin 1 (CLSTN1), transcript variant 1, mRNA.CSTN1; PIK3CD; XB31alpha; KIAA0911; FLJ32258; alcalpha2; alcalpha10.00011504 0.00063854 1.18919727

AKR1B1 NM_001628.2 AKR1B1 7 Homo sapiens aldo-keto reductase family 1, member B1 (aldose reductase) (AKR1B1), mRNA.ALDR1; MGC1804; ALR2; AR; ADR1.93E-05 0.00017991 1.18865368

LLGL1 NM_004140.3 LLGL1 17 Homo sapiens lethal giant larvae homolog 1 (Drosophila) (LLGL1), mRNA.HUGL; LLGL; DLG4; HUGL1; HUGL-10.00096183 0.00319082 1.18783353

SLC1A5 NM_005628.1 SLC1A5 19 Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 (SLC1A5), mRNA.M7V1; ATBO; FLJ31068; ASCT2; AAAT; R16; M7VS1; RDRC0.00015661 0.00079868 1.18753232

ROBO3 NM_022370.2 ROBO3 11 Homo sapiens roundabout, axon guidance receptor, homolog 3 (Drosophila) (ROBO3), mRNA.HGPS; HGPPS; RBIG1; FLJ21044; RIG10.00579794 0.01299752 1.18727218

RRAGA NM_006570.4 RRAGA 9 Homo sapiens Ras-related GTP binding A (RRAGA), mRNA.RAGA; FIP-1 6.27E-06 8.13E-05 1.18602031

NAT14 NM_020378.2 NAT14 19 Homo sapiens N-acetyltransferase 14 (GCN5-related, putative) (NAT14), mRNA.KLP1 0.00252029 0.00674811 1.18464956

IL10RB NM_000628.3 IL10RB 21 Homo sapiens interleukin 10 receptor, beta (IL10RB), mRNA.IL-10R2; CRF2-4; CRFB4; CDW210B; D21S58; D21S660.00760253 0.0161344 1.18448088

FOXC1 NM_001453.1 FOXC1 6 Homo sapiens forkhead box C1 (FOXC1), mRNA.FREAC3; FKHL7; IHG1; ARA; IRID1; IGDA9.98E-07 2.31E-05 1.18387726

GNAI2 NM_002070.2 GNAI2 3 Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting activity polypeptide 2 (GNAI2), transcript variant 1, mRNA.H_LUCA16.1; GIP; GNAI2B; H_LUCA15.18.21E-05 0.00050292 1.18367428

LCOR NM_032440.1 LCOR 10 Homo sapiens ligand dependent nuclear receptor corepressor (LCOR), mRNA.FLJ38026; MLR2; KIAA1795; RP11-175O19.10.0002336 0.00107667 1.18303383

CASP3 NM_032991.2 CASP3 4 Homo sapiens caspase 3, apoptosis-related cysteine peptidase (CASP3), transcript variant beta, mRNA.CPP32B; SCA-1; CPP320.02136892 0.03632683 1.18296617

CLP1 NM_006831.1 CLP1 11 Homo sapiens CLP1, cleavage and polyadenylation factor I subunit, homolog (S. cerevisiae) (CLP1), mRNA.HEAB; hClp1 0.00250766 0.00671925 1.18231104

SSR1 NM_003144.2 SSR1 6 Homo sapiens signal sequence receptor, alpha (translocon-associated protein alpha) (SSR1), mRNA.DKFZp781N23103; TRAPA0.00017798 0.00088124 1.18210763

ALG13 NM_018466.2 ALG13 X Homo sapiens asparagine-linked glycosylation 13 homolog (S. cerevisiae) (ALG13), mRNA.YGL047W; GLT28D1; MDS0310.00281799 0.00737263 1.18198109

GSTP1 NM_000852.2 GSTP1 11 Homo sapiens glutathione S-transferase pi (GSTP1), mRNA.DFN7; GST3; PI; FAEES31.07E-06 2.42E-05 1.18180011

CLTA NM_007096.1 CLTA 9 Homo sapiens clathrin, light chain (Lca) (CLTA), transcript variant 2, mRNA.LCA 3.17E-05 0.00025919 1.18151372

TMEM49 NM_030938.2 TMEM49 17 Homo sapiens transmembrane protein 49 (TMEM49), mRNA.VMP1; DKFZP566I1330.00019329 0.00093695 1.18138619

METRN NM_024042.2 METRN 16 Homo sapiens meteorin, glial cell differentiation regulator (METRN), mRNA.c380A1.2; MGC2601; C16orf230.00457545 0.01079591 1.18130701

SAT1 NM_002970.1 SAT1 X Homo sapiens spermidine/spermine N1-acetyltransferase 1 (SAT1), mRNA.KFSD; SSAT-1; DC21; SSAT; SAT5.09E-06 6.99E-05 1.18117249

WDR54 NM_032118.2 WDR54 2 Homo sapiens WD repeat domain 54 (WDR54), mRNA.FLJ12953 5.71E-05 0.00039193 1.18002996

CERK NM_182661.1 CERK 22 Homo sapiens ceramide kinase (CERK), transcript variant 2, mRNA.KIAA1646; dA59H18.3; hCERK; dA59H18.2; FLJ23239; MGC131878; LK4; FLJ21430; DKFZp434E02110.00050553 0.00194551 1.17961469

SPATA2L NM_152339.2 SPATA2L 16 Homo sapiens spermatogenesis associated 2-like (SPATA2L), mRNA.MGC26885; C16orf76; tamo0.00020466 0.00097812 1.179572

FAM117B NM_173511.2 FAM117B 2 Homo sapiens family with sequence similarity 117, member B (FAM117B), mRNA.FLJ38771; DKFZp686H01244; FAM117B0.00280086 0.00734549 1.17874259

HINT2 NM_032593.2 HINT2 9 Homo sapiens histidine triad nucleotide binding protein 2 (HINT2), mRNA.HIT-17 0.00236646 0.00642808 1.17800371

PALM NM_002579.1 PALM 19 Homo sapiens paralemmin (PALM), transcript variant 1, mRNA.KIAA0270 0.00722872 0.01548625 1.17782193

LGALS1 NM_002305.2 LGALS1 22 Homo sapiens lectin, galactoside-binding, soluble, 1 (LGALS1), mRNA.DKFZp686E23103; GBP5.93E-07 1.65E-05 1.17763173

TSC22D2 NM_014779.2 TSC22D2 3 Homo sapiens TSC22 domain family, member 2 (TSC22D2), mRNA.KIAA0669; TILZ4a; TILZ4c; TILZ4b0.00711162 0.01530174 1.17710771

RNF20 NM_019592.5 RNF20 9 Homo sapiens ring finger protein 20 (RNF20), mRNA.BRE1A; MGC129667; MGC129668; FLJ20382; KIAA2779; FLJ111890.0001552 0.00079299 1.17631833

C17orf96 NM_001130677.1C17ORF96 17 Homo sapiens chromosome 17 open reading frame 96 (C17orf96), mRNA.0.00061207 0.00226876 1.17600624

ATOX1 NM_004045.3 ATOX1 5 Homo sapiens ATX1 antioxidant protein 1 homolog (yeast) (ATOX1), mRNA.MGC138453; MGC138455; HAH1; ATX14.85E-05 0.00035171 1.17595936

TUBA4A NM_006000.1 TUBA4A 2 Homo sapiens tubulin, alpha 4a (TUBA4A), mRNA.TUBA1; H2-ALPHA; FLJ301690.00057999 0.00217657 1.17580543

SEC11C NM_033280.1 SEC11C 18 Homo sapiens SEC11 homolog C (S. cerevisiae) (SEC11C), mRNA.SPC21; SPCS4C; SEC11L34.04E-06 6.01E-05 1.1753015

PTPN1 NM_002827.2 PTPN1 20 Homo sapiens protein tyrosine phosphatase, non-receptor type 1 (PTPN1), mRNA.PTP1B 1.58E-05 0.00015409 1.17482259

ANKRD57 NM_023016.2 ANKRD57 2 Homo sapiens ankyrin repeat domain 57 (ANKRD57), mRNA.C2orf26 0.00118392 0.00376332 1.1740701

RGS10 NM_002925.3 RGS10 10 Homo sapiens regulator of G-protein signaling 10 (RGS10), transcript variant 1, mRNA.0.00013361 0.00070796 1.17375202

TMEM14B NM_030969.2 TMEM14B 6 Homo sapiens transmembrane protein 14B (TMEM14B), mRNA.MGC1223 0.00017457 0.00086828 1.17338367

MGC61598 XM_939432.1 MGC61598 PREDICTED: Homo sapiens similar to ankyrin-repeat protein Nrarp (MGC61598), mRNA.0.00335086 0.0084221 1.17246327

EDEM2 NM_018217.1 EDEM2 20 Homo sapiens ER degradation enhancer, mannosidase alpha-like 2 (EDEM2), mRNA.FLJ10783; bA4204.1; C20orf49; C20orf310.01054575 0.02093356 1.17242651

PCYOX1 NM_016297.2 PCYOX1 2 Homo sapiens prenylcysteine oxidase 1 (PCYOX1), mRNA.KIAA0908; PCL10.00641467 0.0140866 1.17189988

FAM120B NM_032448.1 FAM120B 6 Homo sapiens family with sequence similarity 120B (FAM120B), mRNA.KIAA1838; dJ894D12.1; PGCC1; KIAA01832.00E-05 0.00018564 1.17189164

ZNF252 NR_023392.1 ZNF252 8 Homo sapiens zinc finger protein 252 (ZNF252), non-coding RNA.0.00363052 0.00899807 1.17159981

C17orf62 NM_001033046.1C17ORF62 17 Homo sapiens chromosome 17 open reading frame 62 (C17orf62), transcript variant 3, mRNA.MGC4368; FLJ00406; FLJ904690.02631085 0.04272319 1.171572

STK4 NM_006282.2 STK4 20 Homo sapiens serine/threonine kinase 4 (STK4), mRNA.DKFZp686A2068; MST1; KRS2; YSK35.13E-06 7.04E-05 1.1700161

SSTR2 NM_001050.2 SSTR2 17 Homo sapiens somatostatin receptor 2 (SSTR2), mRNA.0.02141025 0.03638002 1.16982157

Hs.413494 HS.413494 10 Homo sapiens cDNA: FLJ21333 fis, clone COL025350.00339375 0.00850826 1.16927544

PAFAH1B1 NM_000430.2 PAFAH1B1 17 Homo sapiens platelet-activating factor acetylhydrolase, isoform Ib, alpha subunit 45kDa (PAFAH1B1), mRNA.LIS2; PAFAH; MDS; LIS1; MDCR9.13E-05 0.00054248 1.16923503

CLIC4 XM_938776.1 CLIC4 1 Homo sapiens chloride intracellular channel 4 (CLIC4), nuclear gene encoding mitochondrial protein, mRNA.p64H1; CLIC4L; H1; FLJ38640; DKFZP566G223; huH10.00246427 0.00664228 1.16916346

TRAPPC5 NM_001042462.1TRAPPC5 19 Homo sapiens trafficking protein particle complex 5 (TRAPPC5), transcript variant 3, mRNA.MGC52424 0.0006061 0.00225354 1.16872045

DMAP1 NM_019100.3 DMAP1 1 Homo sapiens DNA methyltransferase 1 associated protein 1 (DMAP1), transcript variant 2, mRNA.FLJ11543; KIAA1425; DNMTAP1; DKFZp686L09142; SWC4; DNMAP1; EAF20.00065693 0.00238303 1.16832496

UBL5 NM_001048241.1UBL5 19 Homo sapiens ubiquitin-like 5 (UBL5), transcript variant 2, mRNA.HUB1; MGC131795; FLJ469171.30E-05 0.00013337 1.1681496

CACNB3 NM_000725.2 CACNB3 12 Homo sapiens calcium channel, voltage-dependent, beta 3 subunit (CACNB3), mRNA.CACNLB3 0.00012259 0.00066551 1.16785581

SOX4 NM_003107.2 SOX4 6 Homo sapiens SRY (sex determining region Y)-box 4 (SOX4), mRNA.EVI16 0.00013356 0.00070805 1.16751254

METRNL NM_001004431.1METRNL PREDICTED: Homo sapiens meteorin, glial cell differentiation regulator-like (METRNL), mRNA.0.01363961 0.02558428 1.16702302

SURF1 NM_003172.2 SURF1 9 Homo sapiens surfeit 1 (SURF1), nuclear gene encoding mitochondrial protein, mRNA.0.00179687 0.0052048 1.16639532

PAPD5 NM_022447.1 PAPD5 16 Homo sapiens PAP associated domain containing 5 (PAPD5), transcript variant 2, mRNA.FLJ40270; TRF4-20.00766849 0.016249 1.16628195

LCMT1 NM_001032391.1LCMT1 16 Homo sapiens leucine carboxyl methyltransferase 1 (LCMT1), transcript variant 2, mRNA.LCMT; PPMT1; CGI-680.00012087 0.00066077 1.16515032

FKBP1A NM_000801.2 FKBP1A 20 Homo sapiens FK506 binding protein 1A, 12kDa (FKBP1A), transcript variant 12B, mRNA.PKCI2; FKBP12C; PPIASE; PKC12; FKBP-12; FKBP1; FKBP120.00023035 0.00106756 1.16436533

INO80C NM_194281.2 INO80C 18 Homo sapiens INO80 complex subunit C (INO80C), transcript variant 2, mRNA.hIes6; FLJ381830.01557045 0.02838303 1.16434718

IER5 NM_016545.3 IER5 1 Homo sapiens immediate early response 5 (IER5), mRNA.SBBI48; MGC1027600.00179545 0.00520345 1.1632968

KCNQ2 NM_004518.2 KCNQ2 20 Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 2 (KCNQ2), transcript variant 3, mRNA.KVEBN1; KV7.2; ENB1; BFNC; EBN; KCNA11; HNSPC; EBN10.01420253 0.02643937 1.16303227

ARHGEF10 NM_014629.2 ARHGEF10 8 Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), mRNA.GEF10; DKFZp686H0726; MGC1316640.00017022 0.0008494 1.16293359

ATP6V0B NM_004047.2 ATP6V0B 1 Homo sapiens ATPase, H+ transporting, lysosomal 21kDa, V0 subunit b (ATP6V0B), transcript variant 1, mRNA.HATPL; ATP6F; VMA163.26E-05 0.00026487 1.1627471

LOC203547 NM_001017980.1LOC203547 X Homo sapiens hypothetical protein LOC203547 (LOC203547), mRNA.MGC131652; MGC125516; MGC1255140.00052479 0.00200261 1.16261813

CA2 NM_000067.1 CA2 8 Homo sapiens carbonic anhydrase II (CA2), mRNA.Car2; CA-II; CAII; CA II7.92E-05 0.00049225 1.16244299

ITGB1BP1 NM_004763.2 ITGB1BP1 2 Homo sapiens integrin beta 1 binding protein 1 (ITGB1BP1), transcript variant 1, mRNA.ICAP1B; ICAP-1alpha; ICAP1A; ICAP1; ICAP-1B; DKFZp686K08158; ICAP-1A0.00289306 0.00753457 1.16220537

CANT1 NM_138793.2 CANT1 17 Homo sapiens calcium activated nucleotidase 1 (CANT1), mRNA.SHAPY; SCAN-1 0.0001233 0.00066866 1.16195322
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CDC2L6 NM_015076.3 CDC2L6 6 Homo sapiens cell division cycle 2-like 6 (CDK8-like) (CDC2L6), mRNA.bA346C16.3; CDK11; KIAA10280.01207277 0.02327601 1.16178615

KRT18P13 XM_001726959.1KRT18P13 9 PREDICTED: Homo sapiens keratin 18 pseudogene 13 (KRT18P13), mRNA.0.00061261 0.00226997 1.16150811

EHBP1L1 NM_001099409.1EHBP1L1 11 Homo sapiens EH domain binding protein 1-like 1 (EHBP1L1), mRNA.FLJ35431; TANGERIN; DKFZp762C1860.00660911 0.0144581 1.16148959

GALK1 NM_000154.1 GALK1 17 Homo sapiens galactokinase 1 (GALK1), mRNA.GALK; GK1 1.66E-05 0.00016112 1.16117741

LEPROTL1 NM_015344.1 LEPROTL1 8 Homo sapiens leptin receptor overlapping transcript-like 1 (LEPROTL1), mRNA.HSPC112; Vps55; my0470.00097826 0.00323152 1.16102456

MYO10 NM_012334.1 MYO10 5 Homo sapiens myosin X (MYO10), mRNA.KIAA0799; MGC131988; FLJ22268; FLJ43256; FLJ21066; FLJ106390.01149604 0.02243472 1.16089548

PEPD NM_000285.1 PEPD 19 Homo sapiens peptidase D (PEPD), mRNA.PROLIDASE; MGC109056.76E-05 0.00044177 1.16078476

LRWD1 NM_152892.1 LRWD1 7 Homo sapiens leucine-rich repeats and WD repeat domain containing 1 (LRWD1), mRNA.DKFZp434K18150.00092542 0.00309651 1.1606896

DLEU1 NR_002605.1 DLEU1 13 Homo sapiens deleted in lymphocytic leukemia 1 (non-protein coding) (DLEU1), non-coding RNA.XTP6; MGC22430; DLB1; LEU1; BCMS0.02291433 0.03836588 1.16038694

SERINC2 NM_178865.3 SERINC2 1 Homo sapiens serine incorporator 2 (SERINC2), mRNA.TDE2; PRO0899; MGC90340; FKSG84; TDE2L0.02708069 0.04361484 1.15978773

TMED3 NM_007364.2 TMED3 15 Homo sapiens transmembrane emp24 protein transport domain containing 3 (TMED3), mRNA.MGC133022; C15orf22; P24B1.02E-05 0.00011258 1.15836041

KLF2 NM_016270.2 KLF2 19 Homo sapiens Kruppel-like factor 2 (lung) (KLF2), mRNA.LKLF 3.98E-06 5.98E-05 1.1579296

RNF114 NM_018683.3 RNF114 20 Homo sapiens ring finger protein 114 (RNF114), mRNA.RNF114 7.16E-05 0.00045782 1.15786938

ZNHIT1 NM_006349.2 ZNHIT1 7 Homo sapiens zinc finger, HIT type 1 (ZNHIT1), mRNA.ZNFN4A1; CG1I 4.32E-05 0.00032439 1.15722569

SDF2 NM_006923.2 SDF2 17 Homo sapiens stromal cell-derived factor 2 (SDF2), mRNA.0.00011642 0.00064326 1.15687778

TRAPPC1 NM_021210.2 TRAPPC1 17 Homo sapiens trafficking protein particle complex 1 (TRAPPC1), mRNA.BET5; MUM2 0.00078285 0.00271562 1.15625919

F11R NM_016946.3 F11R 1 Homo sapiens F11 receptor (F11R), transcript variant 1, mRNA.JAM; JAM-A; PAM-1; JAM1; JAM-1; JAMA; JCAM; KAT; CD3210.00394776 0.00960255 1.15624026

IMPA2 NM_014214.1 IMPA2 18 Homo sapiens inositol(myo)-1(or 4)-monophosphatase 2 (IMPA2), mRNA.0.00450213 0.01066227 1.15606121

ASNSD1 NM_019048.1 ASNSD1 2 Homo sapiens asparagine synthetase domain containing 1 (ASNSD1), mRNA.NBLA00058; NS3TP1; FLJ207523.31E-05 0.00026692 1.15605968

ASS1 NM_000050.3 ASS1 9 Homo sapiens argininosuccinate synthetase 1 (ASS1), transcript variant 1, mRNA.CTLN1; ASS 0.00059137 0.00220934 1.15532695

CLTB NM_001834.2 CLTB 5 Homo sapiens clathrin, light chain (Lcb) (CLTB), transcript variant 2, mRNA.LCB 0.00010876 0.00061241 1.15532235

HES6 NM_018645.3 HES6 2 Homo sapiens hairy and enhancer of split 6 (Drosophila) (HES6), mRNA.4.38E-05 0.0003277 1.1552902

PIR NM_001018109.1PIR X Homo sapiens pirin (iron-binding nuclear protein) (PIR), transcript variant 2, mRNA.0.00020551 0.00098131 1.15525392

TMC6 NM_007267.5 TMC6 17 Homo sapiens transmembrane channel-like 6 (TMC6), mRNA.LAK-4P; EVIN1; EV1; EVER10.0178449 0.03149373 1.15525368

VAT1 NM_006373.2 VAT1 17 Homo sapiens vesicle amine transport protein 1 homolog (T. californica) (VAT1), mRNA.FLJ20230; VATI 0.0002872 0.00125756 1.15452485

NDUFA11 NM_175614.2 NDUFA11 19 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 11, 14.7kDa (NDUFA11), nuclear gene encoding mitochondrial protein, mRNA.B14.7 9.93E-05 0.00057604 1.15424893

CHES1 NM_005197.2 CHES1 14 Homo sapiens checkpoint suppressor 1 (CHES1), mRNA.C14orf116; FOXN3; PRO16350.00690505 0.01496392 1.15396101

UBE3C NM_014671.1 UBE3C 7 Homo sapiens ubiquitin protein ligase E3C (UBE3C), mRNA.KIAA10; KIAA00100.00013212 0.00070318 1.15381442

C21orf58 NM_199071.2 C21ORF58 21 Homo sapiens chromosome 21 open reading frame 58 (C21orf58), transcript variant 2, mRNA.0.00767105 0.01625126 1.15333921

ENDOD1 XM_943182.1 ENDOD1 11 Homo sapiens endonuclease domain containing 1 (ENDOD1), mRNA.MGC88092; KIAA08300.02188665 0.03700437 1.15295701

Hs.508682 HS.508682 AV762101 MDS Homo sapiens cDNA clone MDSEOA03 5, mRNA sequence1.09E-06 2.45E-05 1.15283051

MAP2K1IP1 NM_021970.2 MAP2K1IP1 4 Homo sapiens mitogen-activated protein kinase kinase 1 interacting protein 1 (MAP2K1IP1), mRNA.MP1 0.00234115 0.00637204 1.15260277

MGST3 NM_004528.2 MGST3 1 Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA.GST-III 2.78E-06 4.64E-05 1.15191182

BSG NM_001728.2 BSG 19 Homo sapiens basigin (Ok blood group) (BSG), transcript variant 1, mRNA.EMMPRIN; OK; TCSF; M6; 5F7; CD1473.34E-05 0.00026866 1.15184689

LOC648638 XM_937706.1 LOC648638 PREDICTED: Homo sapiens similar to Peptidyl-prolyl cis-trans isomerase NIMA-interacting 4 (Rotamase Pin4) (PPIase Pin4) (Parvulin 14) (Par14) (Peptidyl-prolyl cis/trans isomerase EPVH) (hPar14) (LOC648638), mRNA.0.00019046 0.00092616 1.15080676

GABARAPL2 NM_007285.6 GABARAPL2 16 Homo sapiens GABA(A) receptor-associated protein-like 2 (GABARAPL2), mRNA.GEF2; GATE16; GATE-16; GEF-2; ATG80.0001404 0.00073359 1.15074478

CD99 NM_002414.3 CD99 Y Homo sapiens CD99 molecule (CD99), transcript variant 1, mRNA.MIC2; MIC2Y; MIC2X0.01167466 0.02270989 1.15067132

TSPAN5 NM_005723.2 TSPAN5 4 Homo sapiens tetraspanin 5 (TSPAN5), mRNA.TSPAN-5; TM4SF9; NET-40.00147707 0.00448903 1.15047518

SAP130 NM_024545.2 SAP130 2 Homo sapiens Sin3A-associated protein, 130kDa (SAP130), mRNA.FLJ12761 0.00206058 0.00577325 1.15047227

IFI27L2 NM_032036.2 IFI27L2 14 Homo sapiens interferon, alpha-inducible protein 27-like 2 (IFI27L2), mRNA.TLH29; MGC449130.00800496 0.01678849 1.15046296

OGFR NM_007346.2 OGFR 20 Homo sapiens opioid growth factor receptor (OGFR), mRNA.0.01353018 0.0254185 1.15036952

NR4A2 NM_006186.2 NR4A2 2 Homo sapiens nuclear receptor subfamily 4, group A, member 2 (NR4A2), transcript variant 1, mRNA.RNR1; NOT; TINUR; NURR1; HZF-30.00593203 0.01324348 1.15026153

LOC646723 NM_199187.1 LOC646723 5 PREDICTED: Homo sapiens similar to Keratin, type I cytoskeletal 18 (Cytokeratin-18) (CK-18) (Keratin-18) (K18) (LOC646723), mRNA.0.00019153 0.00093052 1.14996385

ZFPM1 NM_153813.1 ZFPM1 16 Homo sapiens zinc finger protein, multitype 1 (ZFPM1), mRNA.FOG1; ZNF408; FOG; ZNF89A0.00269271 0.00712202 1.14978702

H1F0 NM_005318.2 H1F0 22 Homo sapiens H1 histone family, member 0 (H1F0), mRNA.H1FV; MGC5241; H107.59E-06 9.25E-05 1.14940894

ARHGEF18 NM_015318.2 ARHGEF18 19 Homo sapiens rho/rac guanine nucleotide exchange factor (GEF) 18 (ARHGEF18), mRNA.KIAA0521; MGC159130.00030993 0.00133398 1.14932303

TMEM54 NM_033504.2 TMEM54 1 Homo sapiens transmembrane protein 54 (TMEM54), mRNA.BCLP; CAC1; MGC10137; CAC-10.00763891 0.01619581 1.1492294

RHOC NM_175744.3 RHOC 1 Homo sapiens ras homolog gene family, member C (RHOC), transcript variant 2, mRNA.H9; ARHC; MGC61427; MGC1448; RHOH9; ARH91.60E-06 3.22E-05 1.14910157

TUBB6 XM_940079.1 TUBB6 PREDICTED: Homo sapiens tubulin, beta 6 (TUBB6), mRNA.0.00204776 0.00575067 1.14903793

CARHSP1 NM_014316.1 CARHSP1 16 Homo sapiens calcium regulated heat stable protein 1, 24kDa (CARHSP1), transcript variant 2, mRNA.CSDC1; MGC111446; CRHSP-240.00086442 0.00293579 1.14859302

CCDC24 NM_152499.1 CCDC24 1 Homo sapiens coiled-coil domain containing 24 (CCDC24), mRNA.RP5-1198O20.2; MGC454410.00112901 0.00362699 1.14850503

SH3GLB2 NM_020145.2 SH3GLB2 9 Homo sapiens SH3-domain GRB2-like endophilin B2 (SH3GLB2), mRNA.PP9455; PP6569; KIAA18482.76E-05 0.00023522 1.14846172

MYH10 NM_005964.1 MYH10 17 Homo sapiens myosin, heavy chain 10, non-muscle (MYH10), mRNA.NMMHCB; MGC134914; MGC1349134.00E-05 0.00030611 1.14774645

SMUG1 NM_014311.1 SMUG1 12 Homo sapiens single-strand-selective monofunctional uracil-DNA glycosylase 1 (SMUG1), mRNA.UNG3; MGC104370; HMUDG; FDG0.0001897 0.00092367 1.14745462

PLEKHA1 NM_021622.3 PLEKHA1 10 Homo sapiens pleckstrin homology domain containing, family A (phosphoinositide binding specific) member 1 (PLEKHA1), transcript variant 1, mRNA.TAPP1 0.00049999 0.00193032 1.14734811

HES4 NM_021170.2 HES4 1 Homo sapiens hairy and enhancer of split 4 (Drosophila) (HES4), mRNA.1.53E-05 0.00015135 1.14589616

TMCO1 NM_019026.2 TMCO1 1 Homo sapiens transmembrane and coiled-coil domains 1 (TMCO1), mRNA.HP10122; TMCC4; RP11-466F5.7; PCIA3; PNAS-1361.26E-05 0.00013069 1.1458854

Hs.213541 HS.213541 12 Homo sapiens cDNA FLJ32080 fis, clone OCBBF20000150.00118756 0.00377051 1.14573561

HERC5 NM_016323.1 HERC5 4 Homo sapiens hect domain and RLD 5 (HERC5), mRNA.CEBP1; CEB1 0.00720913 0.01545646 1.14560189

PAPSS1 NM_005443.4 PAPSS1 4 Homo sapiens 3'-phosphoadenosine 5'-phosphosulfate synthase 1 (PAPSS1), mRNA.SK1; PAPSS; ATPSK10.00021238 0.00100661 1.14480871

PRIC285 NM_033405.2 PRIC285 20 Homo sapiens peroxisomal proliferator-activated receptor A interacting complex 285 (PRIC285), transcript variant 2, mRNA.MGC138228; PDIP-1; PDIP1alpha; KIAA1769; PDIP1beta; MGC132634; FLJ002440.00384298 0.0094024 1.14460322

SELS NM_203472.1 SELS 15 Homo sapiens selenoprotein S (SELS), transcript variant 1, mRNA.SEPS1; ADO15; MGC2553; SBBI8; VIMP; AD-015; MGC1043460.00103318 0.00338212 1.14455615

ITGB1 NM_002211.2 ITGB1 10 Homo sapiens integrin, beta 1 (fibronectin receptor, beta polypeptide, antigen CD29 includes MDF2, MSK12) (ITGB1), transcript variant 1A, mRNA.GPIIA; VLAB; MDF2; FNRB; CD29; MSK123.83E-05 0.00029716 1.14404435

LOC729843 NM_012477.2 LOC729843 2 PREDICTED: Homo sapiens similar to WW domain binding protein 1 (LOC729843), mRNA.0.00042025 0.00169221 1.14390962

PAIP2 NM_001033112.1PAIP2 5 Homo sapiens poly(A) binding protein interacting protein 2 (PAIP2), transcript variant 1, mRNA.PAIP2A; MGC720180.00013169 0.00070297 1.14370951

GMDS NM_001500.2 GMDS 6 Homo sapiens GDP-mannose 4,6-dehydratase (GMDS), mRNA.GMD 6.66E-05 0.00043729 1.14369982

CDH13 NM_001257.3 CDH13 16 Homo sapiens cadherin 13, H-cadherin (heart) (CDH13), mRNA.CDHH 0.00851736 0.01765866 1.14368144

DAD1 NM_001344.1 DAD1 14 Homo sapiens defender against cell death 1 (DAD1), mRNA.OST2 1.18E-06 2.58E-05 1.14350416

PJA2 NM_014819.2 PJA2 Homo sapiens praja 2, RING-H2 motif containing (PJA2), mRNA.KIAA0438; RNF131; Neurodap10.00016341 0.00082412 1.14326844

PERP NM_022121.2 PERP 6 Homo sapiens PERP, TP53 apoptosis effector (PERP), mRNA.THW; RP3-496H19.1; KRTCAP1; KCP1; dJ496H19.1; PIGPC19.74E-05 0.00056896 1.14319122
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CHMP4B NM_176812.3 CHMP4B 20 Homo sapiens chromatin modifying protein 4B (CHMP4B), mRNA.CTPP3; SNF7; dJ553F4.4; CHMP4A; Shax1; SNF7-2; C20orf1780.01872579 0.03268217 1.14311376

FAM64A NM_019013.1 FAM64A 17 Homo sapiens family with sequence similarity 64, member A (FAM64A), mRNA.FLJ10491; FLJ101560.00347738 0.00869386 1.14251783

ACADVL NM_000018.2 ACADVL 17 Homo sapiens acyl-Coenzyme A dehydrogenase, very long chain (ACADVL), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.ACAD6; VLCAD; LCACD0.00031256 0.00134318 1.14215139

TM7SF3 NM_016551.1 TM7SF3 12 Homo sapiens transmembrane 7 superfamily member 3 (TM7SF3), mRNA.0.01971189 0.03405863 1.14151278

ATP6V1B2 NM_001693.2 ATP6V1B2 8 Homo sapiens ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B2 (ATP6V1B2), mRNA.VATB; VPP3; ATP6B2; ATP6B1B2; Vma2; HO571.89E-05 0.00017773 1.14017314

ANKRD9 NM_152326.2 ANKRD9 14 Homo sapiens ankyrin repeat domain 9 (ANKRD9), mRNA.MGC21990 0.01557757 0.02838649 1.13959402

MRPL14 NM_032111.2 MRPL14 6 Homo sapiens mitochondrial ribosomal protein L14 (MRPL14), nuclear gene encoding mitochondrial protein, mRNA.MGC70566; RMPL32; RPML32; MRP-L322.22E-05 0.00020048 1.13957484

ATP6V0E1 NM_003945.3 ATP6V0E1 5 Homo sapiens ATPase, H+ transporting, lysosomal 9kDa, V0 subunit e1 (ATP6V0E1), mRNA.Vma21p; ATP6V0E; Vma21; ATP6H; M9.29.97E-05 0.00057752 1.13935653

CMTM6 NM_017801.2 CMTM6 3 Homo sapiens CKLF-like MARVEL transmembrane domain containing 6 (CMTM6), mRNA.FLJ20396; CKLFSF6; PRO22190.00067197 0.00242141 1.13928101

IFI27L1 NM_145249.2 IFI27L1 14 Homo sapiens interferon, alpha-inducible protein 27-like 1 (IFI27L1), transcript variant 1, mRNA.0.00378801 0.00929932 1.13927713

ATP6V0C NM_001694.2 ATP6V0C PREDICTED: Homo sapiens ATPase, H+ transporting, lysosomal 16kDa, V0 subunit c (ATP6V0C), mRNA.8.62E-05 0.00052124 1.13908979

ECGF1 NM_001953.2 ECGF1 22 Homo sapiens endothelial cell growth factor 1 (platelet-derived) (ECGF1), mRNA.TP; PDECGF; hPD-ECGF; MNGIE0.00073272 0.00259049 1.13871392

HSD17B4 NM_000414.1 HSD17B4 5 Homo sapiens hydroxysteroid (17-beta) dehydrogenase 4 (HSD17B4), mRNA.MFE-2 0.00070169 0.00250608 1.13856281

ZMIZ1 NM_020338.2 ZMIZ1 10 Homo sapiens zinc finger, MIZ-type containing 1 (ZMIZ1), mRNA.MIZ; Zimp10; FLJ13541; hZIMP10; KIAA1224; RAI170.00080148 0.00276613 1.13825633

LOC387791 XR_037721.1 LOC387791 PREDICTED: Homo sapiens misc_RNA (LOC387791), miscRNA.0.01357684 0.02547972 1.13788018

LOC643336 XM_001718563.1LOC643336 PREDICTED: Homo sapiens similar to hCG1985303 (LOC643336), mRNA.0.00229206 0.00625881 1.13775866

ANXA5 NM_001154.2 ANXA5 4 Homo sapiens annexin A5 (ANXA5), mRNA.PP4; ANX5; ENX2 2.71E-06 4.54E-05 1.13774364

MSRB2 NM_012228.2 MSRB2 10 Homo sapiens methionine sulfoxide reductase B2 (MSRB2), mRNA.CBS-1; PILB; MSRB; CGI-131; CBS1; MGC261040.00227803 0.00622833 1.13754787

TK1 NM_003258.1 TK1 Homo sapiens thymidine kinase 1, soluble (TK1), mRNA.TK2 4.93E-06 6.84E-05 1.13723719

ZNF622 NM_033414.2 ZNF622 5 Homo sapiens zinc finger protein 622 (ZNF622), mRNA.MGC17552; ZPR9; MGC24850.00247434 0.00666116 1.13665283

ADIPOR2 NM_024551.2 ADIPOR2 12 Homo sapiens adiponectin receptor 2 (ADIPOR2), mRNA.MGC4640; ACDCR2; PAQR2; FLJ214324.99E-05 0.0003574 1.1366379

SLC2A1 NM_006516.1 SLC2A1 1 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 1 (SLC2A1), mRNA.MGC141895; MGC141896; GLUT; GLUT14.53E-06 6.50E-05 1.13620492

EFR3A NM_015137.1 EFR3A 8 Homo sapiens EFR3 homolog A (S. cerevisiae) (EFR3A), mRNA.KIAA0143; DKFZp781J05620.00028139 0.00123709 1.13614911

GNS NM_002076.2 GNS 12 Homo sapiens glucosamine (N-acetyl)-6-sulfatase (Sanfilippo disease IIID) (GNS), mRNA.G6S; MGC21274 5.17E-05 0.00036503 1.13573194

PRKCA NM_002737.2 PRKCA 17 Homo sapiens protein kinase C, alpha (PRKCA), mRNA.MGC129901; MGC129900; PRKACA; PKCA; AAG6; PKC-alpha0.00697776 0.01506741 1.13512072

C9orf46 NM_018465.1 C9ORF46 9 Homo sapiens chromosome 9 open reading frame 46 (C9orf46), mRNA.FLJ39176; FLJ14688; AD025; MDS0300.00625177 0.013807 1.13488809

LOC399748 XR_018212.1 LOC399748 PREDICTED: Homo sapiens misc_RNA (LOC399748), miscRNA.0.00017973 0.00088826 1.13475055

WDR41 NM_018268.2 WDR41 5 Homo sapiens WD repeat domain 41 (WDR41), mRNA.MSTP048; FLJ109040.00338902 0.00850227 1.13470863

PITPNM1 NM_004910.1 PITPNM1 11 Homo sapiens phosphatidylinositol transfer protein, membrane-associated 1 (PITPNM1), mRNA.NIR2; PITPNM; RDGBA1; FLJ44997; RDGB1; RDGB; Rd9; DRES90.00073199 0.0025896 1.13445366

PRDX1 NM_181696.1 PRDX1 1 Homo sapiens peroxiredoxin 1 (PRDX1), transcript variant 2, mRNA.MSP23; PAG; PAGB; PAGA; PRX1; NKEFA; TDPX23.07E-06 4.96E-05 1.13398854

TMEM160 NM_017854.1 TMEM160 19 Homo sapiens transmembrane protein 160 (TMEM160), mRNA.FLJ20512 0.00037799 0.00155371 1.13367783

GPSM2 NM_013296.3 GPSM2 1 Homo sapiens G-protein signalling modulator 2 (AGS3-like, C. elegans) (GPSM2), mRNA.Pins; LGN 0.00422434 0.01009679 1.13276568

MRPL40 NM_003776.2 MRPL40 22 Homo sapiens mitochondrial ribosomal protein L40 (MRPL40), nuclear gene encoding mitochondrial protein, mRNA.NLVCF; URIM; MGC9400; FLJ41774; MRP-L220.00374319 0.009231 1.13275612

NCBP2 NM_007362.3 NCBP2 3 Homo sapiens nuclear cap binding protein subunit 2, 20kDa (NCBP2), transcript variant 1, mRNA.PIG55; CBP20; NIP1; CBC20.00012212 0.00066424 1.13239385

Hs.57079 HS.57079 10 Homo sapiens cDNA FLJ13267 fis, clone OVARC10009640.00054683 0.00206711 1.1314287

HIBADH NM_152740.2 HIBADH 7 Homo sapiens 3-hydroxyisobutyrate dehydrogenase (HIBADH), mRNA.MGC40361; NS5ATP10.0001661 0.00083493 1.13076647

PQLC1 NM_025078.3 PQLC1 18 Homo sapiens PQ loop repeat containing 1 (PQLC1), mRNA.FLJ22378 0.00016474 0.00083042 1.1305664

NT5DC2 NM_022908.1 NT5DC2 3 Homo sapiens 5'-nucleotidase domain containing 2 (NT5DC2), mRNA.FLJ12442 0.00847668 0.01758438 1.13036029

ASF1B NM_018154.2 ASF1B 19 Homo sapiens ASF1 anti-silencing function 1 homolog B (S. cerevisiae) (ASF1B), mRNA.FLJ10604; CIA-II0.00070059 0.00250297 1.13031236

EIF1B NM_005875.2 EIF1B 3 Homo sapiens eukaryotic translation initiation factor 1B (EIF1B), mRNA.GC20 0.00023255 0.00107366 1.13002701

ECHDC2 NM_018281.1 ECHDC2 1 Homo sapiens enoyl Coenzyme A hydratase domain containing 2 (ECHDC2), mRNA.FLJ10948 0.00399952 0.00968294 1.12998996

EIF4E2 NM_004846.2 EIF4E2 2 Homo sapiens eukaryotic translation initiation factor 4E family member 2 (EIF4E2), mRNA.EIF4EL3; 4E-LP; 4EHP; IF4e0.00699808 0.01510229 1.12969018

TRAPPC3 NM_014408.3 TRAPPC3 1 Homo sapiens trafficking protein particle complex 3 (TRAPPC3), mRNA.BET3 0.0003526 0.00147728 1.12892447

MAN2B2 NM_015274.1 MAN2B2 4 Homo sapiens mannosidase, alpha, class 2B, member 2 (MAN2B2), mRNA.KIAA0935 0.00181109 0.00523761 1.1289174

LOC346887 XM_943533.1 LOC346887 PREDICTED: Homo sapiens similar to solute carrier family 16 (monocarboxylic acid transporters), member 14 (LOC346887), mRNA.0.00112132 0.00360653 1.12886999

PIN1 NM_006221.2 PIN1 19 Homo sapiens peptidylprolyl cis/trans isomerase, NIMA-interacting 1 (PIN1), mRNA.UBL5; DOD 5.15E-05 0.00036428 1.12880269

SH3BP4 NM_014521.1 SH3BP4 2 Homo sapiens SH3-domain binding protein 4 (SH3BP4), mRNA.BOG25; TTP 0.00247955 0.00667023 1.12844563

CDR2L NM_014603.1 CDR2L 17 Homo sapiens cerebellar degeneration-related protein 2-like (CDR2L), mRNA.HUMPPA 0.00027955 0.0012325 1.12766198

FOS NM_005252.2 FOS 14 Homo sapiens v-fos FBJ murine osteosarcoma viral oncogene homolog (FOS), mRNA.c-fos 6.20E-05 0.00041343 1.12732852

CHD7 NM_017780.2 CHD7 8 Homo sapiens chromodomain helicase DNA binding protein 7 (CHD7), mRNA.FLJ20361; KIAA1416; FLJ20357; IS30.00566734 0.01274947 1.12721251

SEC13 NM_001136232.1SEC13 3 Homo sapiens SEC13 homolog (S. cerevisiae) (SEC13), transcript variant 2, mRNA.0.00055598 0.00209733 1.12714291

PTRF NM_012232.2 PTRF 17 Homo sapiens polymerase I and transcript release factor (PTRF), mRNA.FKSG13 0.00011371 0.00063243 1.12671291

CYB5R3 NM_007326.2 CYB5R3 22 Homo sapiens cytochrome b5 reductase 3 (CYB5R3), transcript variant S, mRNA.DIA1; B5R 3.85E-05 0.00029849 1.12669692

FLJ40504 NM_173624.1 FLJ40504 17 Homo sapiens hypothetical protein FLJ40504 (FLJ40504), mRNA.MGC138233; MGC1382317.07E-06 8.84E-05 1.12597771

UBE2N NM_003348.3 UBE2N 12 Homo sapiens ubiquitin-conjugating enzyme E2N (UBC13 homolog, yeast) (UBE2N), mRNA.MGC8489; MGC131857; UbcH-ben; UBC130.00051203 0.00196427 1.12597194

SNF8 NM_007241.2 SNF8 17 Homo sapiens SNF8, ESCRT-II complex subunit, homolog (S. cerevisiae) (SNF8), mRNA.VPS22; EAP30; Dot30.00695908 0.01503902 1.12563073

LOC642489 XM_925989.1 LOC642489 6 PREDICTED: Homo sapiens similar to FK506-binding protein 1A (LOC642489), mRNA.9.63E-05 0.0005638 1.12545034

APRT NM_000485.2 APRT 16 Homo sapiens adenine phosphoribosyltransferase (APRT), transcript variant 1, mRNA.MGC125857; AMP; MGC125856; DKFZp686D13177; MGC1299610.00023732 0.00108691 1.12512352

JUP NM_021991.1 JUP 17 Homo sapiens junction plakoglobin (JUP), transcript variant 2, mRNA.PKGB; CTNNG; ARVD12; PDGB; DPIII; DP30.00216183 0.00597982 1.12372822

C20orf111 NM_016470.6 C20ORF111 20 Homo sapiens chromosome 20 open reading frame 111 (C20orf111), mRNA.dJ1183I21.1; HSPC207; Perit10.00144576 0.00441238 1.12340506

SGCE NM_003919.1 SGCE 7 Homo sapiens sarcoglycan, epsilon (SGCE), transcript variant 3, mRNA.DYT11; ESG 0.00713921 0.01534591 1.12327039

GTF2H5 NM_207118.1 GTF2H5 6 Homo sapiens general transcription factor IIH, polypeptide 5 (GTF2H5), mRNA.C6orf175; TTD; TGF2H5; TTDA; TFB5; TTD-A; bA120J8.23.59E-05 0.00028384 1.12253468

LYRM1 NM_020424.2 LYRM1 16 Homo sapiens LYR motif containing 1 (LYRM1), mRNA.A211C6.1 7.83E-05 0.00048878 1.12211593

LLPH NM_032338.3 LLPH 12 Homo sapiens LLP homolog, long-term synaptic facilitation (Aplysia) (LLPH), mRNA.0.00070456 0.00251302 1.12120126

GMFB NM_004124.2 GMFB 14 Homo sapiens glia maturation factor, beta (GMFB), mRNA.GMF 0.00120662 0.0038154 1.12107194

LOC653506 XM_927769.1 LOC653506 17 PREDICTED: Homo sapiens similar to meteorin, glial cell differentiation regulator-like (LOC653506), mRNA.0.00057894 0.00217413 1.1210077

DHX40 XM_942276.1 DHX40 PREDICTED: Homo sapiens DEAH (Asp-Glu-Ala-His) box polypeptide 40, transcript variant 2 (DHX40), mRNA.0.00755029 0.01604233 1.12097422

LITAF NM_004862.2 LITAF 16 Homo sapiens lipopolysaccharide-induced TNF factor (LITAF), mRNA.MGC125274; MGC116701; CMT1C; MGC116700; SIMPLE; TP53I7; FLJ38636; PIG7; MGC125276; MGC116698; MGC1252756.59E-05 0.00043444 1.12048926

UBR4 NM_020765.1 UBR4 1 Homo sapiens ubiquitin protein ligase E3 component n-recognin 4 (UBR4), mRNA.KIAA1307; FLJ41863; ZUBR1; RBAF600; p600; RP5-1126H10.1; KIAA04620.0006607 0.0023927 1.11968915

LOC100008588NR_003286.1 LOC100008588 Homo sapiens 18S ribosomal RNA (LOC100008588), non-coding RNA.2.02E-05 0.00018663 1.11881959
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COMMD6 NM_203497.1 COMMD6 13 Homo sapiens COMM domain containing 6 (COMMD6), transcript variant 1, mRNA.Acrg 1.90E-05 0.00017834 1.11850908

SNHG9 NR_003142.2 SNHG9 16 Homo sapiens small nucleolar RNA host gene 9 (non-protein coding) (SNHG9), non-coding RNA.DKFZp686N06141 7.54E-05 0.00047552 1.11839396

MIF4GD NM_020679.2 MIF4GD 17 Homo sapiens MIF4G domain containing (MIF4GD), mRNA.SLIP1; MIFD; MGC45027; AD0230.01903971 0.03313428 1.11829092

ARHGEF3 NM_019555.1 ARHGEF3 3 Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), mRNA.DKFZP434F2429; XPLN; GEF3; MGC118905; STA30.00310528 0.00794263 1.11822554

FBXO21 NM_033624.2 FBXO21 12 Homo sapiens F-box protein 21 (FBXO21), transcript variant 1, mRNA.FBX21; MGC26682; FLJ90233; DKFZp434G058; KIAA08750.01795364 0.03165994 1.11743389

PPP1CB NM_206876.1 PPP1CB 2 Homo sapiens protein phosphatase 1, catalytic subunit, beta isoform (PPP1CB), transcript variant 3, mRNA.PP-1B; PPP1CD; MGC36720.02962437 0.04666729 1.11721081

GNA11 NM_002067.1 GNA11 19 Homo sapiens guanine nucleotide binding protein (G protein), alpha 11 (Gq class) (GNA11), mRNA.GNA-11 0.00466184 0.0109451 1.11719918

TUBB2C NM_006088.5 TUBB2C 9 Homo sapiens tubulin, beta 2C (TUBB2C), mRNA.TUBB2 2.99E-05 0.0002485 1.11668987

TUBB3 NM_006086.2 TUBB3 16 Homo sapiens tubulin, beta 3 (TUBB3), mRNA.TUBB4; MC1R; beta-46.57E-05 0.0004337 1.11614403

SLC4A2 NM_003040.2 SLC4A2 7 Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte membrane protein band 3-like 1) (SLC4A2), mRNA.HKB3; NBND3; EPB3L1; AE2; BND3L0.00738003 0.0157576 1.11559276

SCARB2 NM_005506.2 SCARB2 4 Homo sapiens scavenger receptor class B, member 2 (SCARB2), mRNA.CD36L2; HLGP85; SR-BII; LIMPII0.00023544 0.00108149 1.11530422

PCMT1 NM_005389.1 PCMT1 6 Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase (PCMT1), mRNA.1.19E-05 0.0001247 1.11493833

EHD1 NM_006795.2 EHD1 11 Homo sapiens EH-domain containing 1 (EHD1), mRNA.PAST1; PAST; HPAST1; FLJ42622; FLJ44618; H-PAST0.01140281 0.02227678 1.11449859

C7orf50 NM_032350.3 C7ORF50 7 Homo sapiens chromosome 7 open reading frame 50 (C7orf50), mRNA.MGC11257; YCR016W0.00016901 0.00084487 1.11419985

LOC100133565XM_001724542.1LOC100133565 PREDICTED: Homo sapiens similar to hCG23738 (LOC100133565), mRNA.0.00024473 0.00111286 1.11394147

CENPE NM_001813.2 CENPE 4 Homo sapiens centromere protein E, 312kDa (CENPE), mRNA.KIF10 0.01076426 0.02127792 1.11380997

ARL2 NM_001667.1 ARL2 11 Homo sapiens ADP-ribosylation factor-like 2 (ARL2), mRNA.ARFL2 0.00094928 0.00315788 1.11347778

SREBF1 NM_004176.3 SREBF1 17 Homo sapiens sterol regulatory element binding transcription factor 1 (SREBF1), transcript variant 2, mRNA.SREBP1 0.00794693 0.01669578 1.11345568

MRLC2 NM_033546.2 MRLC2 18 Homo sapiens myosin regulatory light chain MRLC2 (MRLC2), mRNA.MLC-B 1.11E-05 0.00011961 1.1133582

DYNLRB1 NM_014183.2 DYNLRB1 20 Homo sapiens dynein, light chain, roadblock-type 1 (DYNLRB1), mRNA.BLP; ROBLD1; BITH; DNLC2A; DNCL2A0.00098733 0.00325554 1.11275688

LOC648390 XR_037845.1 LOC648390 2 PREDICTED: Homo sapiens misc_RNA (LOC648390), miscRNA.0.00029677 0.00128753 1.11272196

NCOA4 NM_005437.1 NCOA4 10 Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA.RFG; ARA70; DKFZp762E1112; PTC3; ELE10.00017512 0.00086982 1.11181972

CHMP1A NM_002768.1 CHMP1A 16 Homo sapiens chromatin modifying protein 1A (CHMP1A), transcript variant 2, mRNA.CHMP1A; CHMP1; PCOLN3; KIAA0047; PRSM10.00320844 0.00815276 1.11127757

GCAT NM_014291.2 GCAT 22 Homo sapiens glycine C-acetyltransferase (2-amino-3-ketobutyrate coenzyme A ligase) (GCAT), nuclear gene encoding mitochondrial protein, mRNA.MGC23053; KBL0.00047005 0.00183826 1.11081643

HSBP1 NM_001537.2 HSBP1 16 Homo sapiens heat shock factor binding protein 1 (HSBP1), mRNA.DKFZp686D1664; NPC-A-13; DKFZp686O242000.00018834 0.00091745 1.11009565

LOC644743 XM_945181.1 LOC644743 1 PREDICTED: Homo sapiens hypothetical LOC644743 (LOC644743), mRNA.3.79E-05 0.00029522 1.10983916

GLO1 NM_006708.1 GLO1 6 Homo sapiens glyoxalase I (GLO1), mRNA.GLYI; GLOD1 4.94E-05 0.00035468 1.10957503

KRT8 NM_002273.2 KRT8 12 Homo sapiens keratin 8 (KRT8), mRNA.CYK8; KO; K8; K2C8; CK8; CARD20.0006213 0.00228893 1.10952443

C21orf24 NM_001001789.1C21ORF24 21 Homo sapiens chromosome 21 open reading frame 24 (C21orf24), mRNA.0.00096983 0.00320854 1.10922791

GAMT NM_138924.1 GAMT 19 Homo sapiens guanidinoacetate N-methyltransferase (GAMT), transcript variant 2, mRNA.TP53I2; PIG2 0.00173425 0.00507889 1.10918851

RAP1GAP NM_002885.1 RAP1GAP 1 Homo sapiens RAP1 GTPase activating protein (RAP1GAP), mRNA.KIAA0474; Rap1GAP1; RAP1GA1; rap1GAPII0.01476572 0.02722665 1.10869231

HMG20B NM_006339.1 HMG20B 19 Homo sapiens high-mobility group 20B (HMG20B), mRNA.SMARCE1r; FLJ26127; HMGX2; pp8857; PP7706; BRAF35; SOXL; BRAF250.00029336 0.00127528 1.10839944

NBL1 NM_182744.1 NBL1 1 Homo sapiens neuroblastoma, suppression of tumorigenicity 1 (NBL1), transcript variant 1, mRNA.D1S1733E; NO3; DAND1; DAN; NB; MGC89720.00050403 0.00194246 1.10821403

UBE1 NM_153280.1 UBE1 X Homo sapiens ubiquitin-activating enzyme E1 (UBE1), transcript variant 2, mRNA.UBA1A; A1S9; A1ST; UBE1X; MGC4781; A1S9T; UBA1; GXP10.00205693 0.00576746 1.10790738

TST NM_003312.4 TST 22 Homo sapiens thiosulfate sulfurtransferase (rhodanese) (TST), nuclear gene encoding mitochondrial protein, mRNA.MGC19578; RDS0.00014549 0.00075652 1.10765819

TALDO1 XM_938697.1 TALDO1 PREDICTED: Homo sapiens transaldolase 1 (TALDO1), mRNA.9.40E-05 0.00055404 1.10763626

SOX9 NM_000346.2 SOX9 17 Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dysplasia, autosomal sex-reversal) (SOX9), mRNA.CMPD1; CMD1; SRA10.00087936 0.00296891 1.10715419

RPA3 NM_002947.3 RPA3 7 Homo sapiens replication protein A3, 14kDa (RPA3), mRNA.REPA3 0.00027642 0.00122168 1.105592

CCND1 NM_053056.1 CCND1 11 Homo sapiens cyclin D1 (CCND1), mRNA.PRAD1; D11S287E; BCL1; U21B315.09E-05 0.00036167 1.10465962

CHMP5 NM_016410.2 CHMP5 9 Homo sapiens chromatin modifying protein 5 (CHMP5), mRNA.C9orf83; SNF7DC2; CGI-34; PNAS-2; HSPC1770.00022362 0.00104529 1.10458323

MGC71993 NM_001004333.1MGC71993 Homo sapiens similar to DNA segment, Chr 11, Brigham & Womens Genetics 0434 expressed (MGC71993), mRNA.0.00129577 0.00403622 1.10404461

FAM104A NM_032837.1 FAM104A 17 Homo sapiens family with sequence similarity 104, member A (FAM104A), mRNA.FLJ14775 0.00101921 0.00334546 1.10397839

HEXB NM_000521.2 HEXB 5 Homo sapiens hexosaminidase B (beta polypeptide) (HEXB), mRNA.ENC-1AS 9.23E-05 0.00054659 1.10299323

CTNNBL1 NM_030877.3 CTNNBL1 20 Homo sapiens catenin, beta like 1 (CTNNBL1), mRNA.C20orf33; NAP; P14L; NYD-SP19; dJ633O20.1; PP8304; FLJ211080.0061261 0.01359299 1.10274245

HMGB3 NM_005342.2 HMGB3 X Homo sapiens high-mobility group box 3 (HMGB3), mRNA.MGC90319; HMG4; HMG2A0.01437905 0.02668116 1.10255412

GUSB NM_000181.1 GUSB 7 Homo sapiens glucuronidase, beta (GUSB), mRNA.MPS7; FLJ394450.01508944 0.02767332 1.10193542

AP1M1 NM_032493.2 AP1M1 19 Homo sapiens adaptor-related protein complex 1, mu 1 subunit (AP1M1), mRNA.MU-1A; CLAPM2; CLTNM; AP470.00277812 0.00730702 1.10173593

C17orf61 NM_152766.2 C17ORF61 17 Homo sapiens chromosome 17 open reading frame 61 (C17orf61), mRNA.MGC40107 5.93E-05 0.00040059 1.10109429

MAN1B1 NM_016219.2 MAN1B1 9 Homo sapiens mannosidase, alpha, class 1B, member 1 (MAN1B1), mRNA.MANA-ER 0.00742117 0.01582988 1.10107754

RAB26 NM_014353.4 RAB26 16 Homo sapiens RAB26, member RAS oncogene family (RAB26), mRNA.V46133 0.00749892 0.01595503 1.10041738

CALR NM_004343.2 CALR 19 Homo sapiens calreticulin (CALR), mRNA.FLJ26680; cC1qR; RO; SSA0.00245167 0.00661489 1.10005082

CAPZA2 NM_006136.2 CAPZA2 7 Homo sapiens capping protein (actin filament) muscle Z-line, alpha 2 (CAPZA2), mRNA.CAPZ; CAPPA2 0.00076054 0.00265943 1.099826

TOMM20 NM_014765.2 TOMM20 1 Homo sapiens translocase of outer mitochondrial membrane 20 homolog (yeast) (TOMM20), nuclear gene encoding mitochondrial protein, mRNA.0.00023753 0.00108695 1.09958195

RNASEK NM_001004333.3RNASEK 17 Homo sapiens ribonuclease, RNase K (RNASEK), mRNA.MGC71993 0.0005845 0.00218743 1.0995481

COX6A1 NM_004373.2 COX6A1 12 Homo sapiens cytochrome c oxidase subunit VIa polypeptide 1 (COX6A1), nuclear gene encoding mitochondrial protein, mRNA.COX6AL; COX6A; MGC1045000.00030921 0.00133143 1.09952378

PRCP NM_005040.2 PRCP 11 Homo sapiens prolylcarboxypeptidase (angiotensinase C) (PRCP), transcript variant 1, mRNA.HUMPCP; PCP; MGC22020.00019283 0.00093557 1.09862052

TBCB NM_001281.2 TBCB 19 Homo sapiens tubulin folding cofactor B (TBCB), mRNA.CG22; MGC14625; CKAPI; CKAP10.00128235 0.00400478 1.09799134

TMEM66 NM_016127.4 TMEM66 8 Homo sapiens transmembrane protein 66 (TMEM66), mRNA.FLJ22274; FOAP-7; MGC8721; HSPC035; XTP30.00019392 0.00093919 1.09673776

BLVRB NM_000713.1 BLVRB Homo sapiens biliverdin reductase B (flavin reductase (NADPH)) (BLVRB), mRNA.BVRB; MGC117413; FLR0.02923122 0.04623562 1.09670248

TMEM59 NM_004872.3 TMEM59 1 Homo sapiens transmembrane protein 59 (TMEM59), mRNA.FLJ42977; C1orf8; HSPC0010.0013039 0.00405457 1.09635372

DYNC1H1 NM_001376.2 DYNC1H1 14 Homo sapiens dynein, cytoplasmic 1, heavy chain 1 (DYNC1H1), mRNA.DNECL; DNCH1; HL-3; DYHC; Dnchc1; KIAA0325; DNCL; p22; DHC1a; DHC10.00088783 0.00299285 1.0961894

LOC374395 NM_199337.1 LOC374395 11 Homo sapiens similar to RIKEN cDNA 1810059G22 (LOC374395), mRNA.0.00020995 0.00099858 1.09592365

SIVA1 NM_021709.2 SIVA1 14 Homo sapiens SIVA1, apoptosis-inducing factor (SIVA1), transcript variant 2, mRNA.SIVA; CD27BP; Siva-2; Siva-10.00011219 0.00062689 1.09504844

ADRM1 NM_175573.1 ADRM1 20 Homo sapiens adhesion regulating molecule 1 (ADRM1), transcript variant 2, mRNA.Rpn13; GP110; MGC295360.00029802 0.00129192 1.09503706

APEH NM_001640.3 APEH 3 Homo sapiens N-acylaminoacyl-peptide hydrolase (APEH), mRNA.D3S48E; APH; ACPH; OPH; MGC2178; DNF15S2; D3F15S20.00058675 0.00219434 1.0947027

LOC401115 XM_937968.1 LOC401115 PREDICTED: Homo sapiens hypothetical gene supported by BC038466; BC062790 (LOC401115), mRNA.5.13E-05 0.00036378 1.09447772

AMZ2 NM_016627.4 AMZ2 17 Homo sapiens archaelysin family metallopeptidase 2 (AMZ2), transcript variant 2, mRNA.0.00148398 0.00450751 1.09441215

RING1 NM_002931.3 RING1 6 Homo sapiens ring finger protein 1 (RING1), mRNA.RNF1 4.89E-05 0.00035234 1.09421485

SERPINE2 NM_006216.2 SERPINE2 2 Homo sapiens serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type 1), member 2 (SERPINE2), mRNA.PI7; GDN; PNI; PN13.88E-05 0.00030035 1.09400396

COPB2 NM_004766.1 COPB2 3 Homo sapiens coatomer protein complex, subunit beta 2 (beta prime) (COPB2), mRNA.beta'-COP 0.00353049 0.0088003 1.09392939
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LOC643384 XR_016363.2 LOC643384 4 PREDICTED: Homo sapiens hypothetical LOC643384 (LOC643384), mRNA.0.02380998 0.0395668 1.0934836

MAD2L2 NM_006341.2 MAD2L2 1 Homo sapiens MAD2 mitotic arrest deficient-like 2 (yeast) (MAD2L2), mRNA.REV7; MAD2B 0.00022446 0.00104831 1.09256864

NOSIP NM_015953.3 NOSIP 19 Homo sapiens nitric oxide synthase interacting protein (NOSIP), mRNA.CGI-25 4.58E-05 0.00033804 1.09252003

COMMD3 NM_012071.2 COMMD3 10 Homo sapiens COMM domain containing 3 (COMMD3), mRNA.C10orf8; DKFZp686K0399; BUP; FLJ454710.00048356 0.00187689 1.09243197

GYG1 NM_004130.2 GYG1 3 Homo sapiens glycogenin 1 (GYG1), mRNA.GYG 0.00325087 0.00822979 1.09207143

MGC40489 XM_935208.1 MGC40489 17 PREDICTED: Homo sapiens hypothetical protein MGC40489 (MGC40489), misc RNA.0.02277362 0.03815968 1.09155475

AIF1L NM_031426.2 AIF1L 9 Homo sapiens allograft inflammatory factor 1-like (AIF1L), transcript variant 1, mRNA.MGC29466; FLJ12783; IBA20.00040509 0.00164089 1.09120209

RPS4Y1 NM_001008.3 RPS4Y1 Y Homo sapiens ribosomal protein S4, Y-linked 1 (RPS4Y1), mRNA.RPS4Y; MGC119100; MGC50700.00083748 0.00286219 1.09106901

UBB NM_018955.2 UBB 17 Homo sapiens ubiquitin B (UBB), mRNA.FLJ25987; MGC83850.00205884 0.00577135 1.0908861

HLA-A NM_002116.5 HLA-A 6 Homo sapiens major histocompatibility complex, class I, A (HLA-A), mRNA.3.14E-05 0.00025723 1.09078742

SDHAF2 NM_017841.1 SDHAF2 11 Homo sapiens succinate dehydrogenase complex assembly factor 2 (SDHAF2), mRNA.FLJ20487 0.00233223 0.00635095 1.09069116

RAB10 NM_016131.2 RAB10 2 Homo sapiens RAB10, member RAS oncogene family (RAB10), mRNA.0.00035749 0.00149201 1.09065941

CENPB NM_001810.5 CENPB 20 Homo sapiens centromere protein B, 80kDa (CENPB), mRNA.0.01861233 0.03252594 1.0906379

ATP5D NM_001687.4 ATP5D 19 Homo sapiens ATP synthase, H+ transporting, mitochondrial F1 complex, delta subunit (ATP5D), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.0.00146677 0.00446273 1.09061038

CYCSL1 NR_001561.1 CYCSL1 6 Homo sapiens cytochrome c, somatic-like 1 (CYCSL1) on chromosome 6.HS11; bA513I15.3; HCP150.00092306 0.00309243 1.09029625

LOC642934 XM_931177.1 LOC642934 PREDICTED: Homo sapiens hypothetical LOC642934 (LOC642934), mRNA.0.02245801 0.03775308 1.09023253

YTHDF1 NM_017798.2 YTHDF1 20 Homo sapiens YTH domain family, member 1 (YTHDF1), mRNA.C20orf21; FLJ203910.01085332 0.0214189 1.09022014

SLC35B2 NM_178148.1 SLC35B2 6 Homo sapiens solute carrier family 35, member B2 (SLC35B2), mRNA.UGTrel4; SLL; PAPST10.00698467 0.01507935 1.09011636

NDUFB3 NM_002491.1 NDUFB3 2 Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3, 12kDa (NDUFB3), mRNA.B12 6.90E-05 0.00044649 1.09009229

C1orf41 NM_016126.1 C1ORF41 1 Homo sapiens chromosome 1 open reading frame 41 (C1orf41), mRNA.HSPCO34; PP250.02380006 0.03955636 1.08983202

RHOQ NM_012249.2 RHOQ 2 Homo sapiens ras homolog gene family, member Q (RHOQ), mRNA.ARHQ; RASL7A; TC10; TC10A0.01712888 0.03052248 1.08946984

NXN NM_022463.3 NXN 17 Homo sapiens nucleoredoxin (NXN), mRNA.TRG-4; FLJ126140.00455779 0.01076126 1.08853867

GTF2A2 NM_004492.1 GTF2A2 15 Homo sapiens general transcription factor IIA, 2, 12kDa (GTF2A2), mRNA.TF2A2; HsT18745; TFIIA0.00026291 0.00117245 1.08818099

UNC84B NM_015374.1 UNC84B 22 Homo sapiens unc-84 homolog B (C. elegans) (UNC84B), mRNA.KIAA0668; MGC133055; SUN2; MGC1330560.00279365 0.00733014 1.08746864

POMP NM_015932.2 POMP 13 Homo sapiens proteasome maturation protein (POMP), mRNA.UMP1; HSPC014; PNAS-110; C13orf120.00085504 0.0029112 1.08728415

GPT2 NM_133443.1 GPT2 16 Homo sapiens glutamic pyruvate transaminase (alanine aminotransferase) 2 (GPT2), mRNA.ALT2 0.01312483 0.02482003 1.08708639

CALM3 NM_005184.2 CALM3 19 Homo sapiens calmodulin 3 (phosphorylase kinase, delta) (CALM3), mRNA.PHKD; PHKD3 8.10E-05 0.0004987 1.08695011

CAPZB NM_004930.2 CAPZB 1 Homo sapiens capping protein (actin filament) muscle Z-line, beta (CAPZB), mRNA.CAPB; MGC104401; MGC129749; MGC129750; CAPZ; CAPPB0.00750705 0.01596919 1.08674283

TCEB2 NM_007108.2 TCEB2 16 Homo sapiens transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B) (TCEB2), transcript variant 1, mRNA.SIII 0.00029165 0.00126991 1.08667259

OCIAD2 NM_152398.2 OCIAD2 4 Homo sapiens OCIA domain containing 2 (OCIAD2), transcript variant 2, mRNA.DKFZp686C03164; MGC454160.00094073 0.00313326 1.08647946

VKORC1 NM_024006.4 VKORC1 16 Homo sapiens vitamin K epoxide reductase complex, subunit 1 (VKORC1), transcript variant 1, mRNA.MST134; EDTP308; IMAGE3455200; VKCFD2; FLJ00289; MST576; MGC2694; VKOR0.00049176 0.00190533 1.08636043

PTP4A2 XM_944909.1 PTP4A2 PREDICTED: Homo sapiens protein tyrosine phosphatase type IVA, member 2, transcript variant 6 (PTP4A2), mRNA.0.00292787 0.00761246 1.08620914

LAMP1 NM_005561.2 LAMP1 13 Homo sapiens lysosomal-associated membrane protein 1 (LAMP1), mRNA.LGP120; LAMPA; CD107a0.00016292 0.00082238 1.08608652

TMEM106C NM_024056.2 TMEM106C 12 Homo sapiens transmembrane protein 106C (TMEM106C), mRNA.MGC5576; MGC1112100.00078934 0.00273202 1.08535716

KPNA2 XM_930156.1 KPNA2 17 Homo sapiens karyopherin alpha 2 (RAG cohort 1, importin alpha 1) (KPNA2), mRNA. XM_001133262 XM_001133265 XM_001133267 XM_001133271RCH1; IPOA1; SRP1alpha; QIP20.00529516 0.01208479 1.08491053

PSMD1 NM_002807.2 PSMD1 2 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 1 (PSMD1), mRNA.S1; MGC133041; P112; MGC1330400.00180279 0.005215 1.08377217

COX6C NM_004374.2 COX6C 8 Homo sapiens cytochrome c oxidase subunit VIc (COX6C), mRNA.0.00358218 0.00890057 1.08374247

CDC37 NM_007065.3 CDC37 19 Homo sapiens cell division cycle 37 homolog (S. cerevisiae) (CDC37), mRNA.P50CDC37 0.00021942 0.00103052 1.08370578

LDLR NM_000527.2 LDLR 19 Homo sapiens low density lipoprotein receptor (familial hypercholesterolemia) (LDLR), mRNA.FHC; FH 0.00049851 0.00192599 1.08301626

FAM46A NM_017633.1 FAM46A 6 Homo sapiens family with sequence similarity 46, member A (FAM46A), mRNA.XTP11; C6orf37; FLJ20037; FLJ314950.00870381 0.01796638 1.08238008

CCDC130 NM_030818.2 CCDC130 19 Homo sapiens coiled-coil domain containing 130 (CCDC130), mRNA.MGC10471 0.00573305 0.01287597 1.08234288

TXNDC12 NM_015913.2 TXNDC12 1 Homo sapiens thioredoxin domain containing 12 (endoplasmic reticulum) (TXNDC12), mRNA.AGR1; ERP19; TLP19; hAG-1; ERP180.00117456 0.00374235 1.08222321

FAM83D NM_030919.1 FAM83D 20 Homo sapiens family with sequence similarity 83, member D (FAM83D), mRNA.C20orf129; FLJ38341; dJ616B8.30.01344445 0.02530556 1.08213893

LOC644914 XM_001128558.2LOC644914 PREDICTED: Homo sapiens similar to H3 histone, family 3B (LOC644914), mRNA.0.00124346 0.00390011 1.08205161

LMTK3 XM_936372.1 LMTK3 PREDICTED: Homo sapiens lemur tyrosine kinase 3 (LMTK3), mRNA.0.00061694 0.00227747 1.08132563

CISD1 NM_018464.2 CISD1 10 Homo sapiens CDGSH iron sulfur domain 1 (CISD1), mRNA.C10orf70; MDS029; mitoNEET; ZCD1; MGC146840.00118102 0.00375522 1.0798685

ANXA2P1 NR_001562.1 ANXA2P1 4 Homo sapiens annexin A2 pseudogene 1 (ANXA2P1) on chromosome 4.LPC2A; ANX2L1; ANX2P10.00056239 0.00211783 1.07982167

PPP2R2A NM_002717.2 PPP2R2A 8 Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B, alpha isoform (PPP2R2A), mRNA.MGC52248; FLJ26613; PR55A; B55A; PR52A0.01517886 0.02779041 1.07965765

CFD NM_001928.2 CFD 19 Homo sapiens complement factor D (adipsin) (CFD), mRNA.DF; ADN; PFD 0.00051581 0.00197388 1.07837273

C16orf58 NM_022744.1 C16ORF58 16 Homo sapiens chromosome 16 open reading frame 58 (C16orf58), mRNA.FLJ13868 0.01307108 0.0247442 1.07752048

LOC124512 XM_940962.1 LOC124512 PREDICTED: Homo sapiens hypothetical protein LOC124512 (LOC124512), mRNA.0.00306887 0.00787171 1.07730712

NDUFA4 NM_002489.2 NDUFA4 7 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4, 9kDa (NDUFA4), nuclear gene encoding mitochondrial protein, mRNA.FLJ27440; MGC126843; CI-MLRQ; MLRQ; MGC126845; MGC1044220.00044288 0.00175663 1.07696064

SF3B14 NM_016047.3 SF3B14 2 Homo sapiens splicing factor 3B, 14 kDa subunit (SF3B14), mRNA.Ht006; SF3B14a; SAP14; CGI-110; HSPC175; P140.00122085 0.00384697 1.07658743

PDXK NM_003681.3 PDXK 21 Homo sapiens pyridoxal (pyridoxine, vitamin B6) kinase (PDXK), mRNA.PKH; MGC52346; FLJ31940; MGC15873; C21orf97; DKFZp566A071; MGC31754; PRED79; FLJ37311; PNK; C21orf1240.01636112 0.02951737 1.07649174

MLEC NM_014730.2 MLEC 12 Homo sapiens malectin (MLEC), mRNA.0.00336038 0.00844407 1.07596231

COX4I1 NM_001861.2 COX4I1 16 Homo sapiens cytochrome c oxidase subunit IV isoform 1 (COX4I1), mRNA.MGC72016; COXIV; COX40.00064223 0.00234849 1.07557995

TERF2 NM_005652.2 TERF2 16 Homo sapiens telomeric repeat binding factor 2 (TERF2), mRNA.TRBF2; TRF2 0.01879481 0.03278157 1.07530157

SAMM50 NM_015380.3 SAMM50 22 Homo sapiens sorting and assembly machinery component 50 homolog (S. cerevisiae) (SAMM50), mRNA.OMP85; TOB55; YNL026W; CGI-51; SAM50; TRG-30.00953613 0.01933557 1.07517915

CCNI NM_006835.2 CCNI 4 Homo sapiens cyclin I (CCNI), mRNA.CYC1; CYI 0.00053246 0.00202619 1.07515218

TYK2 NM_003331.3 TYK2 19 Homo sapiens tyrosine kinase 2 (TYK2), mRNA.JTK1 0.02979995 0.04687594 1.07431628

NUCB1 NM_006184.3 NUCB1 19 Homo sapiens nucleobindin 1 (NUCB1), mRNA.DKFZp686A15286; NUC; FLJ404710.00292836 0.00761192 1.0731799

CNN3 NM_001839.2 CNN3 1 Homo sapiens calponin 3, acidic (CNN3), mRNA.0.00396392 0.00962895 1.07301083

MGEA5 NM_012215.1 MGEA5 10 Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), mRNA.MEA5; FLJ23355; NCOAT; FLJ11229; KIAA06790.00250929 0.00672196 1.07251388

LOC440926 NR_002315.1 LOC440926 2 Homo sapiens H3 histone, family 3A pseudogene (LOC440926), non-coding RNA.0.00818028 0.01710994 1.07231477

EDF1 NM_003792.2 EDF1 9 Homo sapiens endothelial differentiation-related factor 1 (EDF1), transcript variant alpha, mRNA.EDF-1; MBF1; MGC90580.00162643 0.00483613 1.071926

MRPL33 NM_004891.2 MRPL33 2 Homo sapiens mitochondrial ribosomal protein L33 (MRPL33), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.C2orf1; RPL33L; MGC23922; MGC111093; MGC136940.00067435 0.00242836 1.07026884

TIPARP NM_015508.2 TIPARP 3 Homo sapiens TCDD-inducible poly(ADP-ribose) polymerase (TIPARP), mRNA.PARP-7; PARP-1; FLJ40466; DDF1; DKFZp686P1838; DKFZp686N0351; PARP7; DKFZP434J2140.02432945 0.04023318 1.06904664

RPS23 NM_001025.4 RPS23 5 Homo sapiens ribosomal protein S23 (RPS23), mRNA.FLJ35016 0.01944897 0.03371155 1.06874925

SLC44A1 NM_080546.2 SLC44A1 9 Homo sapiens solute carrier family 44, member 1 (SLC44A1), mRNA.RP11-287A8.1; CHTL1; CD92; CDW92; CTL10.02228701 0.0375411 1.06849487

PSMB1 NM_002793.2 PSMB1 6 Homo sapiens proteasome (prosome, macropain) subunit, beta type, 1 (PSMB1), mRNA.FLJ25321; KIAA1838; HC5; PSC5; PMSB10.02137031 0.03632352 1.06806618
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MARCKSL1 NM_023009.4 MARCKSL1 1 Homo sapiens MARCKS-like 1 (MARCKSL1), mRNA.F52; MACMARCKS; MLP; MLP1; MRP0.00567416 0.01276217 1.06804815

C19orf22 NM_138774.2 C19ORF22 19 Homo sapiens chromosome 19 open reading frame 22 (C19orf22), mRNA.MGC16353 0.03123889 0.04855611 1.06797541

LOC729279 XR_039753.1 LOC729279 PREDICTED: Homo sapiens misc_RNA (LOC729279), miscRNA.0.01122415 0.021991 1.06761798

DENR NM_003677.3 DENR 12 Homo sapiens density-regulated protein (DENR), mRNA.DRP; DRP1; SMAP-30.00768925 0.01627078 1.06743582

TXNDC17 NM_032731.2 TXNDC17 17 Homo sapiens thioredoxin domain containing 17 (TXNDC17), mRNA.TRP14; MGC14353; TXNL50.00038788 0.00158418 1.06646262

DNAJB6 NM_005494.2 DNAJB6 7 Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), transcript variant 2, mRNA.DKFZp566D0824; HSJ-2; MGC117297; HSJ2; MRJ; HHDJ1; FLJ42837; MSJ-1; DnaJ; MGC11520.02081365 0.03557207 1.06564079

PRDX4 NM_006406.1 PRDX4 X Homo sapiens peroxiredoxin 4 (PRDX4), mRNA.PRX-4; AOE37-20.00797177 0.01673178 1.06449293

DCXR NM_016286.2 DCXR 17 Homo sapiens dicarbonyl/L-xylulose reductase (DCXR), mRNA.P34H; HCRII; HCR2; KIDCR; DCR0.00587733 0.01314568 1.06420788

LOC730288 XM_001126276.1LOC730288 7 PREDICTED: Homo sapiens similar to 40S ribosomal protein S28 (LOC730288), mRNA.0.00405702 0.00978076 1.06351234

LTA4H NM_000895.1 LTA4H 12 Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA.0.01050981 0.02088129 1.06265

SNX3 NM_152828.2 SNX3 6 Homo sapiens sorting nexin 3 (SNX3), transcript variant 3, mRNA.SDP3; MGC17570; SNX3A0.00209188 0.00583088 1.06221951

RPL11 NM_000975.2 RPL11 1 Homo sapiens ribosomal protein L11 (RPL11), mRNA.GIG34 0.00293562 0.00762348 1.06138031

ACTN4 NM_004924.3 ACTN4 19 Homo sapiens actinin, alpha 4 (ACTN4), mRNA.DKFZp686K23158; FSGS1; FSGS0.02093285 0.03573084 1.06096883

RAC1 NM_198829.1 RAC1 7 Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding protein Rac1) (RAC1), transcript variant Rac1c, mRNA.MGC111543; MIG5; TC-25; p21-Rac10.01089363 0.02147896 1.06010718

FLJ35390 NR_024416.1 FLJ35390 7 Homo sapiens hypothetical LOC255031 (FLJ35390), transcript variant 1, non-coding RNA.0.0283122 0.04515659 1.06006962

GLG1 NM_012201.4 GLG1 16 Homo sapiens golgi apparatus protein 1 (GLG1), mRNA.CFR-1; FLJ23319; MG160; FLJ23967; MG-160; ESL-10.00245079 0.00661414 1.05999532

JUND NM_005354.2 JUND 19 Homo sapiens jun D proto-oncogene (JUND), mRNA.0.00359468 0.00892347 1.05944043

CAP1 NM_006367.2 CAP1 1 Homo sapiens CAP, adenylate cyclase-associated protein 1 (yeast) (CAP1), mRNA.CAP1-PEN; CAP 0.00125019 0.0039167 1.05880848

TMBIM6 NM_003217.1 TMBIM6 12 Homo sapiens transmembrane BAX inhibitor motif containing 6 (TMBIM6), transcript variant 1, mRNA.BI-1; TMBIM6 0.00122504 0.00385346 1.05823603

LOC646942 XR_016892.2 LOC646942 7 PREDICTED: Homo sapiens misc_RNA (LOC646942), miscRNA.0.02292538 0.03837257 1.05814482

SLC20A1 NM_005415.3 SLC20A1 2 Homo sapiens solute carrier family 20 (phosphate transporter), member 1 (SLC20A1), mRNA.Glvr-1; PiT-1; FLJ41426; GLVR1; PIT1; DKFZp686J23970.00728235 0.01557657 1.05766527

RPS10 NM_001014.3 RPS10 6 Homo sapiens ribosomal protein S10 (RPS10), mRNA.MGC88819 0.01444315 0.02677723 1.05744572

ANXA2 NM_001002858.1ANXA2 15 Homo sapiens annexin A2 (ANXA2), transcript variant 1, mRNA.P36; LPC2D; ANX2L4; ANX2; PAP-IV; CAL1H; LIP2; LPC20.00051156 0.00196314 1.05704989

NDUFA12 NM_018838.3 NDUFA12 12 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 12 (NDUFA12), mRNA.DAP13; B17.2 0.00707296 0.01522761 1.05653109

CST3 NM_000099.2 CST3 20 Homo sapiens cystatin C (CST3), mRNA.MGC117328 0.00797013 0.01673157 1.05468991

PTPLAD1 XM_941966.1 PTPLAD1 15 Homo sapiens protein tyrosine phosphatase-like A domain containing 1 (PTPLAD1), mRNA.B-IND1; HSPC121; FLJ903760.01146235 0.02238505 1.05418763

C20orf43 NM_016407.1 C20ORF43 20 Homo sapiens chromosome 20 open reading frame 43 (C20orf43), mRNA.HSPC164; SHUJUN-3; CDAO50.00647841 0.01420935 1.05399831

EMD NM_000117.1 EMD X Homo sapiens emerin (Emery-Dreifuss muscular dystrophy) (EMD), mRNA.STA; EDMD 0.01682393 0.03015213 1.05395856

MAPRE1 NM_012325.1 MAPRE1 20 Homo sapiens microtubule-associated protein, RP/EB family, member 1 (MAPRE1), mRNA.EB1; MGC129946; MGC1173740.01207469 0.02327558 1.05308134

KIAA0174 NM_014761.2 KIAA0174 16 Homo sapiens KIAA0174 (KIAA0174), mRNA.MGC117220 0.01220353 0.02346982 1.05172262

UBA1 NM_003334.3 UBA1 X Homo sapiens ubiquitin-like modifier activating enzyme 1 (UBA1), transcript variant 1, mRNA.UBA1A; A1S9; A1ST; UBE1X; MGC4781; A1S9T; UBE1; GXP10.00846559 0.01757816 1.05167964

CDKN2AIPNL NM_080656.1 CDKN2AIPNL 5 Homo sapiens CDKN2A interacting protein N-terminal like (CDKN2AIPNL), mRNA.MGC13017 0.00165632 0.00489419 1.05089434

LOC730740 XM_930111.1 LOC730740 PREDICTED: Homo sapiens similar to H3 histone, family 3B (LOC730740), mRNA.0.00560856 0.01265128 1.04984224

LY6E NM_002346.1 LY6E 8 Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mRNA.TSA-1; RIGE; RIG-E; SCA2; SCA-20.01722213 0.0306334 1.04889312

PPP6C NM_002721.3 PPP6C 9 Homo sapiens protein phosphatase 6, catalytic subunit (PPP6C), mRNA.0.0250094 0.04108256 1.04839667

SHFM1 NM_006304.1 SHFM1 7 Homo sapiens split hand/foot malformation (ectrodactyly) type 1 (SHFM1), mRNA.SHSF1; DSS1; SHFD1; Shfdg1; ECD; SEM10.00856116 0.0177258 1.04815334

RHOA NM_001664.2 RHOA 3 Homo sapiens ras homolog gene family, member A (RHOA), mRNA.RHO12; RHOH12; ARHA; ARH120.00732811 0.01566521 1.04560153

SDF2L1 NM_022044.2 SDF2L1 22 Homo sapiens stromal cell-derived factor 2-like 1 (SDF2L1), mRNA.0.01955479 0.03386797 1.04554829

RAC2 NM_002872.3 RAC2 22 Homo sapiens ras-related C3 botulinum toxin substrate 2 (rho family, small GTP binding protein Rac2) (RAC2), mRNA.Gx; EN-7; HSPC0220.02337614 0.03896501 1.04386127

CDK5RAP3 NM_176096.1 CDK5RAP3 17 Homo sapiens CDK5 regulatory subunit associated protein 3 (CDK5RAP3), mRNA.MST016; LZAP; HSF-27; IC53; C53; OK/SW-cl.1140.03137469 0.04868363 1.04329345

DSTN NM_006870.3 DSTN 20 Homo sapiens destrin (actin depolymerizing factor) (DSTN), transcript variant 1, mRNA.ACTDP; bA462D18.2; ADF0.0295414 0.04659738 1.04265939

FAT1 NM_005245.3 FAT1 4 Homo sapiens FAT tumor suppressor homolog 1 (Drosophila) (FAT1), mRNA.ME5; hFat1; CDHF7; FAT10.00934072 0.01901742 1.04105619

FSCN1 NM_003088.2 FSCN1 7 Homo sapiens fascin homolog 1, actin-bundling protein (Strongylocentrotus purpuratus) (FSCN1), mRNA.FLJ38511; SNL; p550.02978239 0.04686188 1.04020723
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SYMBOL SEARCH_KEY ILMN_GENE CHROMOSOMEDEFINITION SYNONYMS pval fdr fold

PKD1 NM_001009944.1PKD1 16 Homo sapiens polycystic kidney disease 1 (autosomal dominant) (PKD1), transcript variant 1, mRNA.PBP 0.00572608 0.00714255 2070.63461

SLC6A17 NM_001010898.1SLC6A17 1 Homo sapiens solute carrier family 6, member 17 (SLC6A17), mRNA.NTT4 0.01889508 0.01961958 539.914666

TFPT NM_013342.1 TFPT 19 Homo sapiens TCF3 (E2A) fusion partner (in childhood Leukemia) (TFPT), mRNA.FB1; amida 0.00816312 0.00965663 206.548416

Hs.578356 HS.578356 14 602135270F1 NIH_MGC_81 Homo sapiens cDNA clone IMAGE:4290208 5, mRNA sequence0.03070181 0.02953055 182.272487

Hs.579070 HS.579070 17 DA481142 ERLTF1 Homo sapiens cDNA clone ERLTF1000182 5, mRNA sequence0.02354257 0.02373736 110.482964

SNORA3 NR_002580.1 SNORA3 11 Homo sapiens small nucleolar RNA, H/ACA box 3 (SNORA3), small nucleolar RNA.ACA3 0.0140754 0.01527679 107.323154

TBC1D17 NM_024682.1 TBC1D17 19 Homo sapiens TBC1 domain family, member 17 (TBC1D17), mRNA.FLJ12168 0.03491822 0.03286553 74.9703446

Hs.545780 HS.545780 9 zu71d08.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:743439 3 similar to contains MER22.t2 MER22 repetitive element ;, mRNA sequence5.562E-05 0.00014874 71.0740275

LOC649864 XM_941341.1 LOC649864 PREDICTED: Homo sapiens similar to HLA class I histocompatibility antigen, A-29 alpha chain precursor (MHC class I antigen A*29) (Aw-19), transcript variant 1 (LOC649864), mRNA.0.00315162 0.00426601 48.0965134

LOC647288 XR_038777.1 LOC647288 PREDICTED: Homo sapiens misc_RNA (LOC647288), miscRNA.0.05105879 0.0451057 46.7779845

LOC647363 XM_942814.1 LOC647363 PREDICTED: Homo sapiens hypothetical protein LOC647363 (LOC647363), mRNA.0.01540184 0.0165001 43.8504206

LOC388955 NR_003131.1 LOC388955 2 Homo sapiens PX19 protein pseudogene (LOC388955), non-coding RNA.0.01426772 0.01546831 40.367799

ICOSLG NM_015259.4 ICOSLG 21 Homo sapiens inducible T-cell co-stimulator ligand (ICOSLG), mRNA.ICOSL; B7RP1; LICOS; B7RP-1; KIAA0653; GL50; ICOS-L; CD275; B7H2; B7-H20.01436674 0.01555068 39.6512769

SLC9A6 NM_006359.1 SLC9A6 X Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), member 6 (SLC9A6), transcript variant 1, mRNA.KIAA0267; NHE60.00021053 0.00043782 35.3033191

Hs.571376 HS.571376 7 602538817F1 NIH_MGC_59 Homo sapiens cDNA clone IMAGE:4659749 5, mRNA sequence0.03375145 0.03193521 30.0202541

LOC727963 XR_015173.2 LOC727963 15 PREDICTED: Homo sapiens similar to elongation factor Tu GTP binding domain containing 1 (LOC727963), mRNA.0.01153397 0.01294437 25.3742771

GPATCH8 NM_001002909.1GPATCH8 17 Homo sapiens G patch domain containing 8 (GPATCH8), mRNA.GPATC8; KIAA05530.01472505 0.01587779 24.5188503

LOC100134098XM_001721056.1LOC100134098 PREDICTED: Homo sapiens similar to hCG2007960 (LOC100134098), mRNA.0.00535582 0.00674009 23.6376268

C2orf18 NM_017877.2 C2ORF18 2 Homo sapiens chromosome 2 open reading frame 18 (C2orf18), mRNA.FLJ20555 0.01435741 0.01554442 21.6635072

Hs.580813 HS.580813 20 DB075090 TESTI4 Homo sapiens cDNA clone TESTI4018860 5, mRNA sequence0.0266306 0.02630975 20.7678518

Hs.540658 HS.540658 16 Homo sapiens mRNA; cDNA DKFZp434F0535 (from clone DKFZp434F0535)0.0215649 0.02199865 19.1764818

MIR1253 NR_031654.1 MIR1253 Homo sapiens microRNA 1253 (MIR1253), microRNA.0.02972954 0.02879105 18.522036

Hs.137598 HS.137598 9 qe03b09.x1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1737881 3, mRNA sequence0.03015995 0.02914675 18.2185916

Hs.529962 HS.529962 6 EST389173 MAGE resequences, MAGO Homo sapiens cDNA, mRNA sequence0.03642624 0.03407291 16.2303945

SNORD100 NR_002435.1 SNORD100 6 Homo sapiens small nucleolar RNA, C/D box 100 (SNORD100), small nucleolar RNA.HBII-429 0.04573991 0.04123736 16.0777375

LOC649571 XM_938642.1 LOC649571 PREDICTED: Homo sapiens similar to Cysteine-rich protein 1 (Cysteine-rich intestinal protein) (CRIP) (LOC649571), mRNA.0.00234601 0.00331998 15.2634442

HERPUD2 NM_022373.3 HERPUD2 7 Homo sapiens HERPUD family member 2 (HERPUD2), mRNA.FLJ22313 0.04185702 0.03825557 14.7798438

TRADD NM_003789.2 TRADD 16 Homo sapiens TNFRSF1A-associated via death domain (TRADD), mRNA.MGC11078; Hs.898620.01997281 0.02058758 14.5443689

LOC643995 XM_934412.1 LOC643995 17 PREDICTED: Homo sapiens similar to Importin alpha-2 subunit (Karyopherin alpha-2 subunit) (SRP1-alpha) (RAG cohort protein 1), transcript variant 4 (LOC643995), mRNA.0.03114175 0.02987838 14.113115

Hs.581028 HS.581028 22 DA778026 OCBBF2 Homo sapiens cDNA clone OCBBF2012580 5, mRNA sequence0.01329081 0.01457306 13.8583804

SNORD21 NR_000006.8 SNORD21 1 Homo sapiens small nucleolar RNA, C/D box 21 (SNORD21), small nucleolar RNA.U21; RNU21 0.00176497 0.00260529 13.8028712

HELQ NM_133636.1 HELQ 4 Homo sapiens helicase, POLQ-like (HELQ), mRNA.MGC20604 0.01391068 0.0151317 13.5312231

39334 NM_144710.2 39334 2 Homo sapiens septin 10 (SEPT10), transcript variant 2, mRNA.FLJ11619 0.00884333 0.01034552 13.5024655

Hs.540229 HS.540229 15 oy61c12.s1 NCI_CGAP_Brn23 Homo sapiens cDNA clone IMAGE:1670326 3, mRNA sequence0.02288124 0.02316105 13.3824892

IRF5 NM_002200.3 IRF5 7 Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 7, mRNA.0.05132745 0.04528832 13.2069999

CASP7 NM_033338.4 CASP7 10 Homo sapiens caspase 7, apoptosis-related cysteine peptidase (CASP7), transcript variant delta, mRNA.ICE-LAP3; CMH-1; MCH30.00711018 0.00857639 12.2878893

LOC100129243XM_001719341.1LOC100129243 PREDICTED: Homo sapiens similar to hCG1994130 (LOC100129243), mRNA.0.05012536 0.04440181 12.1144362

NCRNA00087 NR_024493.1 NCRNA00087 X Homo sapiens non-protein coding RNA 87 (NCRNA00087), non-coding RNA.0.04877685 0.04346178 11.8578577

LOC644322 XM_933391.1 LOC644322 9 PREDICTED: Homo sapiens similar to Ribosome biogenesis protein BMS1 homolog, transcript variant 2 (LOC644322), mRNA.0.00977568 0.01125615 11.2546727

LOC730012 NM_153832.1 LOC730012 1 PREDICTED: Homo sapiens similar to G protein-coupled receptor 161 (LOC730012), mRNA.0.00389283 0.00512617 11.0719156

Hs.134848 HS.134848 14 BX103634 Soares_NSF_F8_9W_OT_PA_P_S1 Homo sapiens cDNA clone IMAGp998O213969, mRNA sequence0.01237429 0.01371898 11.0438767

LOC641825 XM_935575.1 LOC641825 PREDICTED: Homo sapiens hypothetical protein LOC641825 (LOC641825), mRNA.0.0009029 0.00147304 10.9715461

Hs.544632 HS.544632 6 oa80h04.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:1318615 3, mRNA sequence0.0163013 0.01732198 10.8372286

RLTPR NM_001013838.1RLTPR 16 Homo sapiens RGD motif, leucine rich repeats, tropomodulin domain and proline-rich containing (RLTPR), mRNA.LRRC16C 0.03057934 0.02944503 10.7077921

LOC644760 XM_932354.1 LOC644760 5 PREDICTED: Homo sapiens hypothetical protein LOC644760 (LOC644760), mRNA.0.03814796 0.03543407 10.6790649

GULP1 NM_016315.2 GULP1 2 Homo sapiens GULP, engulfment adaptor PTB domain containing 1 (GULP1), mRNA.CED-6; FLJ31156; GULP; CED60.00019421 0.00041069 10.6484087

POPDC3 NM_022361.3 POPDC3 6 Homo sapiens popeye domain containing 3 (POPDC3), mRNA.MGC22671; bA355M14.1; POP30.00016339 0.00035662 10.4427051

C3orf62 NM_198562.1 C3ORF62 3 Homo sapiens chromosome 3 open reading frame 62 (C3orf62), mRNA.FLJ43654; MGC62079; MGC61663; MGC233810.03310898 0.03140861 10.2215487

ELK3 NM_005230.2 ELK3 12 Homo sapiens ELK3, ETS-domain protein (SRF accessory protein 2) (ELK3), mRNA.SAP2; NET; ERP 0.0041305 0.00539944 9.85887195

Hs.566420 HS.566420 5 UI-H-BW1-aoa-a-06-0-UI.s1 NCI_CGAP_Sub7 Homo sapiens cDNA clone IMAGE:3083819 3, mRNA sequence0.04983014 0.04419831 9.50570238

Hs.128463 HS.128463 6 BX102609 NCI_CGAP_Lu5 Homo sapiens cDNA clone IMAGp998K053948, mRNA sequence0.00865537 0.01015541 9.46984705

Hs.444550 HS.444550 20 ql44b06.x1 NCI_CGAP_Co8 Homo sapiens cDNA clone IMAGE:1875155 3, mRNA sequence0.01454831 0.01571039 9.30438255

Hs.569175 HS.569175 12 DA697821 NT2NE2 Homo sapiens cDNA clone NT2NE2019092 5, mRNA sequence0.00149225 0.00225858 9.19478217

LOC100134688XR_036950.1 LOC100134688 7 PREDICTED: Homo sapiens misc_RNA (LOC100134688), miscRNA.0.02487528 0.02487528 9.00573928

NAGS NM_153006.2 NAGS 17 Homo sapiens N-acetylglutamate synthase (NAGS), mRNA.ARGA; MGC133025; AGAS0.00960302 0.01109081 8.88473812

Hs.486010 HS.486010 Homo sapiens mRNA; cDNA DKFZp686M0742 (from clone DKFZp686M0742)0.00987628 0.01135559 8.75066698

Hs.403584 HS.403584 3 UI-H-FE1-bei-a-08-0-UI.s2 NCI_CGAP_FE1 Homo sapiens cDNA clone UI-H-FE1-bei-a-08-0-UI 3, mRNA sequence0.03963943 0.03657549 8.31174432

LOC100133981XM_001717614.1LOC100133981 PREDICTED: Homo sapiens hypothetical protein LOC100133981 (LOC100133981), mRNA.0.00660411 0.00805792 8.15412379

C2orf48 NM_182626.1 C2ORF48 2 Homo sapiens chromosome 2 open reading frame 48 (C2orf48), mRNA.FLJ25102 0.0287633 0.02798505 8.0209665

LOC100130179XR_039527.1 LOC100130179 PREDICTED: Homo sapiens misc_RNA (LOC100130179), miscRNA.0.00694761 0.00840573 7.73433636

PLEKHA9 NM_015899.1 PLEKHA9 12 Homo sapiens pleckstrin homology domain containing, family A (phosphoinositide binding specific) member 9 (PLEKHA9), mRNA.FLJ14156 0.03103378 0.02980086 7.61163004

RNF122 NM_024787.2 RNF122 8 Homo sapiens ring finger protein 122 (RNF122), mRNA.MGC126622; FLJ125260.00300664 0.0040925 7.50353611

Hs.521794 HS.521794 8 ha32c07.x1 NCI_CGAP_Kid12 Homo sapiens cDNA clone IMAGE:2875404 3, mRNA sequence0.00599605 0.0074307 7.49092887

CASP9 NM_001229.2 CASP9 1 Homo sapiens caspase 9, apoptosis-related cysteine peptidase (CASP9), transcript variant beta, mRNA.ICE-LAP6; MCH6; APAF3; CASPASE-9c; APAF-30.02340794 0.02362877 7.43365309

SNORD88B NR_003068.1 SNORD88B 19 Homo sapiens small nucleolar RNA, C/D box 88B (SNORD88B), small nucleolar RNA.HBII-180B 0.02286726 0.02314958 7.29362247

GRIN2C NM_000835.3 GRIN2C 17 Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2C (GRIN2C), mRNA.NR2C; NMDAR2C0.00415172 0.00541749 7.21344598

LOC100129342XM_001718736.1LOC100129342 1 PREDICTED: Homo sapiens hypothetical protein LOC100129342 (LOC100129342), mRNA.0.01344061 0.01471157 7.10843191

LOC644075 XM_930109.1 LOC644075 1 PREDICTED: Homo sapiens hypothetical protein LOC644075 (LOC644075), mRNA.0.03360003 0.03180566 7.05711843

KIAA0889 NM_152257.1 KIAA0889 20 Homo sapiens KIAA0889 protein (KIAA0889), mRNA.dJ469A13.6.1 0.00153014 0.00230479 6.89188188
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LOC730027 XM_496044.2 LOC730027 15 PREDICTED: Homo sapiens similar to cis-Golgi matrix protein GM130 (LOC730027), mRNA.0.01527846 0.01639193 6.76706003

LOC643888 XM_943421.1 LOC643888 X PREDICTED: Homo sapiens hypothetical LOC643888 (LOC643888), mRNA.0.02524625 0.02517452 6.74533017

LOC100134122XM_001721523.1LOC100134122 PREDICTED: Homo sapiens hypothetical protein LOC100134122 (LOC100134122), mRNA.0.00199059 0.00288256 6.68875088

Hs.131259 HS.131259 2 BX111229 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGp998N054125, mRNA sequence0.01594685 0.01699061 6.68586712

LOC644641 XM_929614.1 LOC644641 11 PREDICTED: Homo sapiens hypothetical protein LOC644641 (LOC644641), mRNA.0.01779918 0.01865385 6.66890391

GLYCTK NM_145262.2 GLYCTK 3 Homo sapiens glycerate kinase (GLYCTK), mRNA.HBeAgBP4A; HBEBP2; HBEBP4; GLYCTK10.0003203 0.00062051 6.65586762

CNTROB NM_053051.1 CNTROB 17 Homo sapiens centrobin, centrosomal BRCA2 interacting protein (CNTROB), transcript variant 1, mRNA.PP1221; LIP8 0.00393319 0.0051731 6.61974048

ERLIN2 NM_001003791.1ERLIN2 8 Homo sapiens ER lipid raft associated 2 (ERLIN2), transcript variant 3, mRNA.C8orf2; MGC87072; Erlin-2; SPFH20.00078551 0.00131203 6.5178497

Hs.146561 HS.146561 7 BX106374 Soares_fetal_heart_NbHH19W Homo sapiens cDNA clone IMAGp998H194335, mRNA sequence0.01164422 0.01304806 6.5121135

Hs.42612 HS.42612 2 AGENCOURT_7782569 NIH_MGC_67 Homo sapiens cDNA clone IMAGE:6137082 5, mRNA sequence0.00651921 0.00797874 6.40162671

Hs.573047 HS.573047 4 BX110921 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGp998C02389, mRNA sequence0.00086067 0.00141468 6.38244255

SNORD46 NR_000024.1 SNORD46 1 Homo sapiens small nucleolar RNA, C/D box 46 (SNORD46), small nucleolar RNA.U46; RNU40; RNU46; U400.00714703 0.00861493 6.36334855

Hs.151334 HS.151334 9 im52e03.y1 HR85 islet Homo sapiens cDNA clone IMAGE:6038860 5, mRNA sequence0.00840618 0.0099041 6.22978488

Hs.436323 HS.436323 9 UI-CF-FN0-afr-k-06-0-UI.s1 UI-CF-FN0 Homo sapiens cDNA clone UI-CF-FN0-afr-k-06-0-UI 3, mRNA sequence0.02230449 0.02264255 6.17677691

LOC152024 XM_944430.1 LOC152024 PREDICTED: Homo sapiens misc_RNA (LOC152024), miscRNA.0.00230768 0.00327578 6.09015557

AACS NM_023928.2 AACS 12 Homo sapiens acetoacetyl-CoA synthetase (AACS), mRNA.FLJ41251; SUR-5; FLJ12389; ACSF10.01261751 0.01394634 6.08230614

Hs.545519 HS.545519 8 UI-H-FG0-bcu-e-06-0-UI.s1 NCI_CGAP_EN1_2 Homo sapiens cDNA clone UI-H-FG0-bcu-e-06-0-UI 3, mRNA sequence0.00034167 0.00065555 5.96754648

WTIP XM_059037.7 WTIP 19 PREDICTED: Homo sapiens Wilms tumor 1 interacting protein (WTIP), mRNA.0.02332932 0.02356025 5.88115184

LOC392145 XM_373214.1 LOC392145 7 PREDICTED: Homo sapiens similar to Mtr3 (mRNA transport regulator 3)-homolog (LOC392145), mRNA.0.03058741 0.02944957 5.73939217

MYADML NM_207329.1 MYADML 2 Homo sapiens myeloid-associated differentiation marker-like (MYADML), non-coding RNA.0.0053721 0.00675865 5.61305872

Hs.569596 HS.569596 K-EST0070164 S22SNU16 Homo sapiens cDNA clone S22SNU16-3-G04 5, mRNA sequence0.02377138 0.02392956 5.59130189

PPP1R14A NM_033256.1 PPP1R14A 19 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14A (PPP1R14A), mRNA.CPI-17; CPI17; PPP1INL0.02448044 0.02456724 5.56206309

FDXR NM_024417.1 FDXR 17 Homo sapiens ferredoxin reductase (FDXR), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.ADXR 0.00461939 0.00592638 5.52059781

LOC643772 XM_927061.1 LOC643772 9 PREDICTED: Homo sapiens similar to Contactin-associated protein-like 3 precursor (Cell recognition molecule Caspr3) (LOC643772), mRNA.0.00026571 0.00053117 5.45748224

HOXA2 NM_006735.3 HOXA2 7 Homo sapiens homeobox A2 (HOXA2), mRNA.HOX1K 0.00058964 0.00103285 5.39389326

Hs.538367 HS.538367 10 nv82g01.s1 NCI_CGAP_Br4 Homo sapiens cDNA clone IMAGE:1236336, mRNA sequence0.05687727 0.0494247 5.3862541

TGFBRAP1 NM_004257.3 TGFBRAP1 2 Homo sapiens transforming growth factor, beta receptor associated protein 1 (TGFBRAP1), mRNA.TRAP-1; TRAP1 0.00513212 0.0064921 5.18727762

LOC100133811XM_001718754.1LOC100133811 PREDICTED: Homo sapiens similar to HLA class II histocompatibility antigen, DRB1-4 beta chain (LOC100133811), partial mRNA.0.00025131 0.00050771 5.15667577

Hs.569304 HS.569304 13 DA193949 BRAMY3 Homo sapiens cDNA clone BRAMY3018101 5, mRNA sequence0.00179165 0.00263978 5.12486296

Hs.544487 HS.544487 6 naa41b05.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:3258944 3, mRNA sequence0.05747237 0.04981847 5.08682667

Hs.554608 HS.554608 17 HSC0QD082 normalized infant brain cDNA Homo sapiens cDNA clone c-0qd08 3, mRNA sequence0.02999034 0.02899242 5.06755413

LRRC40 NM_017768.3 LRRC40 1 Homo sapiens leucine rich repeat containing 40 (LRRC40), mRNA.FLJ20331; RP4-677H15.1; dJ677H15.10.00183511 0.00269207 5.04295728

Hs.258266 HS.258266 16 K-EST0220612 L18POOL1n1 Homo sapiens cDNA clone L18POOL1n1-33-F12 5, mRNA sequence0.03489487 0.0328506 5.03983175

Hs.541438 HS.541438 2 DKFZp434K0419_r1 434 (synonym: htes3) Homo sapiens cDNA clone DKFZp434K0419 5, mRNA sequence0.00597212 0.00740523 5.02233885

Hs.573575 HS.573575 X AU310952 human 4S neuroblastoma cDNA Homo sapiens cDNA clone Nbla-24676 3, mRNA sequence0.05241723 0.04607843 5.00483058

LOC100133222XM_001724568.1LOC100133222 PREDICTED: Homo sapiens similar to mCG146274 (LOC100133222), mRNA.0.00375115 0.00495895 4.96822213

MIR635 NR_030365.1 MIR635 Homo sapiens microRNA 635 (MIR635), microRNA.0.02112979 0.02160755 4.9509712

SNORA14B NR_002956.1 SNORA14B 1 Homo sapiens small nucleolar RNA, H/ACA box 14B (SNORA14B), small nucleolar RNA.ACA14b 0.0058528 0.00727579 4.93727989

NPNT NM_001033047.1NPNT 4 Homo sapiens nephronectin (NPNT), mRNA.EGFL6L; POEM 0.03275811 0.03114985 4.90595452

Hs.555181 HS.555181 2 AGENCOURT_6411402 NIH_MGC_71 Homo sapiens cDNA clone IMAGE:5530423 5, mRNA sequence0.0031211 0.004226 4.86773964

Hs.558271 HS.558271 6 H.sapiens mRNA for CD58 T3 protein0.00628991 0.00774564 4.8668187

SNORA59B NR_003022.1 SNORA59B 17 Homo sapiens small nucleolar RNA, H/ACA box 59B (SNORA59B), small nucleolar RNA.ACA59 0.0004671 0.00084923 4.84675189

Hs.569298 HS.569298 13 ov70a09.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1642648 3, mRNA sequence0.00605941 0.00750074 4.83995775

Hs.125056 HS.125056 1 Homo sapiens cDNA FLJ36663 fis, clone UTERU20028260.04596906 0.04138866 4.80894431

C17orf37 NM_032339.3 C17ORF37 17 Homo sapiens chromosome 17 open reading frame 37 (C17orf37), mRNA.RDX12; MGC14832; XTP4; C35; ORB30.00863936 0.0101407 4.78065743

Hs.190092 HS.190092 1 BX116001 Soares_testis_NHT Homo sapiens cDNA clone IMAGp998K071782, mRNA sequence0.02677299 0.02642365 4.77676938

PLCH1 NM_014996.1 PLCH1 3 Homo sapiens phospholipase C, eta 1 (PLCH1), mRNA.DKFZp434C1372; PLCeta1; PLCL3; MGC1171520.0128342 0.01414308 4.73845491

GNAQ NM_002072.2 GNAQ 9 Homo sapiens guanine nucleotide binding protein (G protein), q polypeptide (GNAQ), mRNA.GAQ; G-ALPHA-q0.00319792 0.0043167 4.73154763

LOC642954 XM_927104.1 LOC642954 5 PREDICTED: Homo sapiens hypothetical LOC642954, transcript variant 5 (LOC642954), mRNA.0.03101551 0.02978983 4.63307752

Hs.540741 HS.540741 17 op63a09.s1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:1581496 3, mRNA sequence0.04653211 0.04180552 4.60492934

C17orf56 NM_144679.1 C17ORF56 17 Homo sapiens chromosome 17 open reading frame 56 (C17orf56), mRNA.FLJ31528 0.04214397 0.03847775 4.58487639

Hs.563805 HS.563805 1 UI-H-BI3-akn-d-04-0-UI.s1 NCI_CGAP_Sub5 Homo sapiens cDNA clone IMAGE:2734879 3, mRNA sequence0.00335929 0.00450748 4.57477065

SEMA3A NM_006080.1 SEMA3A 7 Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3A (SEMA3A), mRNA.SEMAIII; SEMAD; MGC133243; SEMA1; Hsema-III; Hsema-I; SemD; sema III; coll-1; SEMAL0.00069885 0.00118625 4.53040188

DHODH NM_001361.3 DHODH 16 Homo sapiens dihydroorotate dehydrogenase (DHODH), nuclear gene encoding mitochondrial protein, mRNA.DHOdehase 0.00016665 0.00036202 4.52139122

PRG2 NM_002728.4 PRG2 11 Homo sapiens proteoglycan 2, bone marrow (natural killer cell activator, eosinophil granule major basic protein) (PRG2), mRNA.MGC14537; MBP; BMPG; MBP10.01906587 0.01977819 4.44975882

LOC390561 XM_931039.1 LOC390561 15 PREDICTED: Homo sapiens similar to hect domain and RLD 2 (LOC390561), mRNA.0.05621057 0.04893258 4.39754066

Hs.149244 HS.149244 17 DB336496 TESTI2 Homo sapiens cDNA clone TESTI2007437 3, mRNA sequence0.00808274 0.00957057 4.32907396

LMX1B NM_002316.1 LMX1B 9 Homo sapiens LIM homeobox transcription factor 1, beta (LMX1B), mRNA.LMX1.2; MGC142051; NPS1; MGC1383250.00161994 0.0024193 4.29836542

LOC652185 XM_941547.1 LOC652185 PREDICTED: Homo sapiens similar to SH3-containing GRB2-like protein 1 (SH3 domain protein 2B) (Extra eleven-nineteen leukemia fusion gene) (EEN) (EEN fusion partner of MLL) (LOC652185), mRNA.0.00689587 0.00835119 4.27924281

Hs.563438 HS.563438 7 UI-H-EI0-ayi-c-19-0-UI.s1 NCI_CGAP_EI0 Homo sapiens cDNA clone IMAGE:5839050 3, mRNA sequence0.05280997 0.04636329 4.27702064

Hs.545507 HS.545507 wt60c01.x1 NCI_CGAP_Pan1 Homo sapiens cDNA clone IMAGE:2511840 3, mRNA sequence0.04887148 0.04352399 4.27420133

VN1R5 NM_173858.1 VN1R5 1 Homo sapiens vomeronasal 1 receptor 5 (gene/pseudogene) (VN1R5), mRNA.V1RL5 0.01578863 0.01684248 4.26166617

LOC643339 XM_931493.1 LOC643339 12 PREDICTED: Homo sapiens hypothetical LOC643339 (LOC643339), mRNA.0.02706444 0.02664834 4.23772931

LOC285484 XM_938853.1 LOC285484 PREDICTED: Homo sapiens hypothetical protein LOC285484 (LOC285484), mRNA.0.00157219 0.00235761 4.12272798

Hs.539990 HS.539990 14 yy43f04.s1 Soares melanocyte 2NbHM Homo sapiens cDNA clone IMAGE:274015 3, mRNA sequence0.00320237 0.00432137 4.09984945

Hs.47702 HS.47702 5 BX111257 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGp998B19536, mRNA sequence0.01590552 0.01695275 4.07399032

LOC100130552XM_001721348.1LOC100130552 PREDICTED: Homo sapiens similar to hCG1782906 (LOC100130552), mRNA.0.02040547 0.02097195 4.06982318

LOC100129580XM_001716089.1LOC100129580 PREDICTED: Homo sapiens hypothetical protein LOC100129580 (LOC100129580), mRNA.0.01317771 0.01446712 4.06065239

Hs.349049 HS.349049 15 603630012F1 NIH_MGC_41 Homo sapiens cDNA clone IMAGE:5443634 5, mRNA sequence0.01062286 0.012081 4.05283957

Hs.130455 HS.130455 7 BX118075 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGp998N163901, mRNA sequence0.05609214 0.04884403 4.01280069
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LOC402562 XM_939955.1 LOC402562 PREDICTED: Homo sapiens similar to Heterogeneous nuclear ribonucleoprotein A1 (Helix-destabilizing protein) (Single-strand binding protein) (hnRNP core protein A1) (HDP-1) (Topoisomerase-inhibitor suppressed) (LOC402562), mRNA.0.02872687 0.02796201 4.00004336

MIR300 NR_030582.1 MIR300 Homo sapiens microRNA 300 (MIR300), microRNA.0.00245092 0.0034407 3.99348996

DMXL2 NM_015263.1 DMXL2 15 Homo sapiens Dmx-like 2 (DMXL2), mRNA.KIAA0856; FLJ26672; RC30.02010989 0.02071184 3.98842904

LOC646762 XM_929714.1 LOC646762 7 PREDICTED: Homo sapiens hypothetical protein LOC646762 (LOC646762), mRNA.0.03606159 0.03379666 3.9673496

ATG16L2 NM_033388.1 ATG16L2 11 Homo sapiens ATG16 autophagy related 16-like 2 (S. cerevisiae) (ATG16L2), mRNA.FLJ00012; WDR800.0044259 0.00570568 3.96313865

FAM38B NM_022068.1 FAM38B 18 Homo sapiens family with sequence similarity 38, member B (FAM38B), mRNA.HsT748; FLJ23144; FLJ234030.03037871 0.02930652 3.95819825

LOC643130 XM_926504.1 LOC643130 21 PREDICTED: Homo sapiens similar to N-acetylated-alpha-linked acidic dipeptidase II (NAALADase II) (LOC643130), mRNA.0.00941035 0.0109085 3.92207598

PROKR2 NM_144773.2 PROKR2 20 Homo sapiens prokineticin receptor 2 (PROKR2), mRNA.PKR2; GPR73L1; GPR73b; KAL3; dJ680N4.3; GPRg20.04842171 0.04320676 3.89453034

LOC553158 NM_181334.3 LOC553158 22 Homo sapiens PRR5-ARHGAP8 fusion (LOC553158), mRNA.0.01127798 0.01270093 3.87792603

Hs.545116 HS.545116 7 UI-CF-DU1-adm-j-21-0-UI.s1 UI-CF-DU1 Homo sapiens cDNA clone UI-CF-DU1-adm-j-21-0-UI 3, mRNA sequence0.05228741 0.04598734 3.87458191

LOC402693 XM_938753.1 LOC402693 PREDICTED: Homo sapiens similar to tubulin, beta, 2 (LOC402693), mRNA.0.00027338 0.0005428 3.8484447

SLC35B3 NM_015948.2 SLC35B3 6 Homo sapiens solute carrier family 35, member B3 (SLC35B3), mRNA.PAPST2; C6orf196; CGI-190.03875234 0.03588528 3.8450054

ZNF507 NM_014910.2 ZNF507 19 Homo sapiens zinc finger protein 507 (ZNF507), mRNA.0.03460956 0.03262752 3.84222691

LOC100129543XM_001715065.1LOC100129543 PREDICTED: Homo sapiens hypothetical protein LOC100129543 (LOC100129543), mRNA.0.00120478 0.00188594 3.83286101

ZNF83 NM_018300.2 ZNF83 19 Homo sapiens zinc finger protein 83 (ZNF83), mRNA.MGC33853; FLJ90585; HPF1; FLJ11015; ZNF816B; FLJ148763.7119E-05 0.00010752 3.83061914

LOC100133669XM_001720809.1LOC100133669 PREDICTED: Homo sapiens similar to hCG1994695 (LOC100133669), mRNA.0.00498841 0.0063368 3.81985177

CHRNA2 NM_000742.1 CHRNA2 8 Homo sapiens cholinergic receptor, nicotinic, alpha 2 (neuronal) (CHRNA2), mRNA.0.00386512 0.00509274 3.77352581

CCDC64B NM_001103175.1CCDC64B 16 Homo sapiens coiled-coil domain containing 64B (CCDC64B), mRNA.MGC158069 0.01773817 0.01860991 3.7092534

LOC554203 XR_001081.1 LOC554203 X PREDICTED: Homo sapiens hypothetical LOC554203 (LOC554203), misc RNA.0.020827 0.02134269 3.69220936

Hs.560106 HS.560106 BX103457 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGp998G12127, mRNA sequence0.03904981 0.03611501 3.68865075

BAK1 NM_001188.2 BAK1 6 Homo sapiens BCL2-antagonist/killer 1 (BAK1), mRNA.MGC3887; BCL2L7; CDN1; BAK; BAK-LIKE; MGC1172550.00538778 0.00677449 3.66831854

ERAP2 NM_022350.1 ERAP2 5 Homo sapiens endoplasmic reticulum aminopeptidase 2 (ERAP2), mRNA.LRAP; FLJ23633; FLJ23807; FLJ23701; L-RAP; ERAP20.0162234 0.01724965 3.66469485

LOC131909 XR_041879.1 LOC131909 PREDICTED: Homo sapiens misc_RNA (LOC131909), miscRNA.7.1101E-06 2.9111E-05 3.65363406

EDEM3 NM_025191.2 EDEM3 1 Homo sapiens ER degradation enhancer, mannosidase alpha-like 3 (EDEM3), mRNA.C1orf22 4.989E-06 2.2356E-05 3.63137645

MAN2C1 NM_006715.2 MAN2C1 15 Homo sapiens mannosidase, alpha, class 2C, member 1 (MAN2C1), mRNA.MAN6A8; DKFZp686E23167; MANA1; MANA; MGC879790.02605861 0.02583191 3.61818989

ZNF271 NM_006629.3 ZNF271 18 Homo sapiens zinc finger protein 271 (ZNF271), mRNA.HZF7; ZNFEB 0.00020676 0.00043162 3.59614867

LOC121792 XM_938662.1 LOC121792 PREDICTED: Homo sapiens similar to futsch CG3064-PB (LOC121792), mRNA.0.00570886 0.00712511 3.59549803

RABGAP1L NM_014857.2 RABGAP1L 1 Homo sapiens RAB GTPase activating protein 1-like (RABGAP1L), transcript variant 2, mRNA.TBC1D18; EVI5; DKFZp686E1450; HHL; RP1-102G20.10.03347899 0.03171503 3.56844502

MOGAT3 NM_178176.2 MOGAT3 7 Homo sapiens monoacylglycerol O-acyltransferase 3 (MOGAT3), mRNA.DGAT2L7; MGC119204; MGC119203; DC7; MGAT30.03978378 0.03667397 3.54851333

C1orf203 NR_024125.1 C1ORF203 Homo sapiens chromosome 1 open reading frame 203 (C1orf203), non-coding RNA.0.00520639 0.00657278 3.54542905

Hs.564097 HS.564097 10 UI-H-DT0-aub-e-14-0-UI.s1 NCI_CGAP_DT0 Homo sapiens cDNA clone IMAGE:5867125 3, mRNA sequence0.04290687 0.03904832 3.51088197

LOC644264 XM_927442.1 LOC644264 17 PREDICTED: Homo sapiens similar to fetal Alzheimer antigen isoform 2 (LOC644264), mRNA.0.01342935 0.01470291 3.50580057

RASA2 NM_006506.2 RASA2 3 Homo sapiens RAS p21 protein activator 2 (RASA2), mRNA.GAP1M 0.00689157 0.00834829 3.49682676

LOC644094 XM_931995.1 LOC644094 1 PREDICTED: Homo sapiens hypothetical protein LOC644094 (LOC644094), mRNA.0.01065686 0.01211025 3.49179944

LOC646869 XM_943845.1 LOC646869 PREDICTED: Homo sapiens hypothetical LOC646869 (LOC646869), mRNA.0.00084333 0.0013906 3.47612177

LOC652271 XM_941686.1 LOC652271 PREDICTED: Homo sapiens similar to N-acylsphingosine amidohydrolase 2 (LOC652271), mRNA.0.0037412 0.00494804 3.46790367

Hs.543109 HS.543109 3 we81d02.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2347491 3, mRNA sequence0.00022558 0.00046341 3.46081825

LOC100134815XM_001714669.1LOC100134815 7 PREDICTED: Homo sapiens hypothetical protein LOC100134815 (LOC100134815), mRNA.0.05518458 0.04819724 3.4516513

DTYMK NM_012145.2 DTYMK 2 Homo sapiens deoxythymidylate kinase (thymidylate kinase) (DTYMK), mRNA.CDC8; TYMK; FLJ44192; TMPK0.01376998 0.01500842 3.40969601

Hs.492496 HS.492496 8 UI-E-EJ0-ahm-h-09-0-UI.s1 UI-E-EJ0 Homo sapiens cDNA clone UI-E-EJ0-ahm-h-09-0-UI 3, mRNA sequence0.02720937 0.02677001 3.3740499

SMPD4 NM_017751.1 SMPD4 2 Homo sapiens sphingomyelin phosphodiesterase 4, neutral membrane (neutral sphingomyelinase-3) (SMPD4), transcript variant 1, mRNA.KIAA1418; FLJ20756; FLJ20297; NSMASE3; nSMase-30.00434603 0.00562006 3.37144843

AACSL XM_376454.3 AACSL 5 PREDICTED: Homo sapiens acetoacetyl-CoA synthetase-like (AACSL), mRNA.0.00773696 0.00921087 3.35463829

Hs.526748 HS.526748 2 UI-CF-FN0-afr-k-03-18-UI.s18 UI-CF-FN0 Homo sapiens cDNA clone UI-CF-FN0-afr-k-03-18-UI 3, mRNA sequence0.04468666 0.04044571 3.35451174

ZNF561 NM_152289.1 ZNF561 19 Homo sapiens zinc finger protein 561 (ZNF561), mRNA.MGC45408 0.05644801 0.04911492 3.3496148

EZH1 NM_001991.2 EZH1 17 Homo sapiens enhancer of zeste homolog 1 (Drosophila) (EZH1), mRNA.KIAA0388 0.02060772 0.02114267 3.34486436

UBE2DNL NR_024062.1 UBE2DNL X Homo sapiens ubiquitin-conjugating enzyme E2D N-terminal like pseudogene (UBE2DNL), non-coding RNA.0.01551869 0.01659691 3.34217851

LOC149086 XM_097580.5 LOC149086 1 PREDICTED: Homo sapiens hypothetical protein LOC149086 (LOC149086), mRNA.0.00615779 0.00761178 3.32534199

COL9A3 NM_001853.2 COL9A3 20 Homo sapiens collagen, type IX, alpha 3 (COL9A3), mRNA.EDM3; FLJ90759; MED; IDD; DJ885L7.4.10.04731818 0.04239021 3.32487068

LOC139116 XM_066484.1 LOC139116 X PREDICTED: Homo sapiens similar to testis expressed sequence 13A (LOC139116), mRNA.0.0159754 0.01701483 3.32217846

INSL5 NM_005478.3 INSL5 1 Homo sapiens insulin-like 5 (INSL5), mRNA.PRO182; UNQ156; MGC126697; MGC1266950.03416964 0.03225785 3.31631402

XAGE1E XM_931959.1 XAGE1E X Homo sapiens X antigen family, member 1E (XAGE1E), transcript variant 2, mRNA.0.05312395 0.04660629 3.31419285

LOC730041 XR_042440.1 LOC730041 PREDICTED: Homo sapiens similar to ras homolog gene family, member Q (LOC730041), partial miscRNA.0.00280615 0.00385127 3.30614214

L3MBTL4 NM_173464.1 L3MBTL4 Homo sapiens l(3)mbt-like 4 (Drosophila) (L3MBTL4), mRNA.HsT1031 0.0118837 0.01326222 3.30110309

LOC654346 XM_934665.1 LOC654346 17 PREDICTED: Homo sapiens similar to galectin 9 short isoform, transcript variant 2 (LOC654346), mRNA.0.0308394 0.02964015 3.29283458

LOC653701 XM_929047.1 LOC653701 19 PREDICTED: Homo sapiens similar to Complement C3 precursor (LOC653701), mRNA.0.04308042 0.03919406 3.28611279

LOC642456 XM_925964.1 LOC642456 1 PREDICTED: Homo sapiens hypothetical protein LOC642456 (LOC642456), mRNA.0.01705433 0.01801959 3.27063025

OSBPL11 NM_022776.3 OSBPL11 3 Homo sapiens oxysterol binding protein-like 11 (OSBPL11), mRNA.FLJ13164; FLJ13012; TCCCIA00292; ORP-11; OSBP12; ORP110.02378557 0.02393836 3.27038537

Hs.571151 HS.571151 6 AV705309 ADB Homo sapiens cDNA clone ADBBWE05 5, mRNA sequence0.02954444 0.02864975 3.26688455

Hs.154948 HS.154948 5 BX106991 NCI_CGAP_GC4 Homo sapiens cDNA clone IMAGp998C124026, mRNA sequence0.00154539 0.00232498 3.26630676

LOC415056 NR_024369.1 LOC415056 9 Homo sapiens hypothetical LOC415056 (LOC415056), non-coding RNA.0.02465411 0.02471608 3.2661256

Hs.527885 HS.527885 12 BX106259 Soares_testis_NHT Homo sapiens cDNA clone IMAGp998B211926, mRNA sequence0.05235525 0.04603316 3.26298087

NAIF1 NM_197956.3 NAIF1 9 Homo sapiens nuclear apoptosis inducing factor 1 (NAIF1), mRNA.0.0361206 0.03384474 3.25860924

Hs.539161 HS.539161 12 zl70b11.s1 Stratagene colon (#937204) Homo sapiens cDNA clone IMAGE:509949 3, mRNA sequence0.01748404 0.0184005 3.24059223

LOC728208 XR_040782.1 LOC728208 PREDICTED: Homo sapiens misc_RNA (LOC728208), miscRNA.0.03415933 0.03225158 3.23152307

LOC339483 XR_040225.1 LOC339483 PREDICTED: Homo sapiens misc_RNA (LOC339483), miscRNA.0.02486936 0.02487503 3.22290247

LOC649120 XM_938201.1 LOC649120 PREDICTED: Homo sapiens similar to T-box 1 isoform C (LOC649120), mRNA.0.05659438 0.04920812 3.22081536

FLJ32255 XM_943636.1 FLJ32255 PREDICTED: Homo sapiens hypothetical protein LOC643977, transcript variant 2 (FLJ32255), mRNA.0.03379324 0.03196097 3.19669383

Hs.575322 HS.575322 UI-E-DX0-ags-g-08-0-UI.s1 UI-E-DX0 Homo sapiens cDNA clone UI-E-DX0-ags-g-08-0-UI 3, mRNA sequence0.01922802 0.01992755 3.19466488

LOC100134320XM_001715596.1LOC100134320 PREDICTED: Homo sapiens hypothetical protein LOC100134320 (LOC100134320), mRNA.0.01453598 0.01570287 3.17865105

Hs.22381 HS.22381 2 602419370F1 NIH_MGC_93 Homo sapiens cDNA clone IMAGE:4526368 5, mRNA sequence0.03543403 0.03330457 3.17598592
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FLJ33534 NM_182586.1 FLJ33534 2 Homo sapiens hypothetical protein FLJ33534 (FLJ33534), mRNA.0.0364418 0.03408382 3.17462816

Hs.570107 HS.570107 2 UI-E-DW1-ahc-b-12-0-UI.s1 UI-E-DW1 Homo sapiens cDNA clone UI-E-DW1-ahc-b-12-0-UI 3, mRNA sequence0.02141684 0.0218756 3.1686954

LOC648689 XM_937764.1 LOC648689 PREDICTED: Homo sapiens hypothetical protein LOC648689 (LOC648689), mRNA.0.00351927 0.00469629 3.16330077

LOC648615 XM_937684.1 LOC648615 PREDICTED: Homo sapiens hypothetical protein LOC648615 (LOC648615), mRNA.0.00976945 0.01125488 3.1426042

LOC647311 XM_930382.1 LOC647311 14 PREDICTED: Homo sapiens hypothetical protein LOC647311 (LOC647311), mRNA.0.04302904 0.03915138 3.11391059

Hs.554507 HS.554507 9 Homo sapiens primary neuroblastoma cDNA, clone:Nbla10527, full insert sequence0.03294133 0.03127323 3.10368704

SNORD17 NR_003045.1 SNORD17 20 Homo sapiens small nucleolar RNA, C/D box 17 (SNORD17), small nucleolar RNA.HBI-43 0.00213579 0.00306651 3.10312093

PRO0628 NR_002764.1 PRO0628 20 Homo sapiens hypothetical LOC29053 (PRO0628), non-coding RNA.0.03331976 0.03158807 3.09116378

C1orf161 NM_152367.1 C1ORF161 1 Homo sapiens chromosome 1 open reading frame 161 (C1orf161), mRNA.FLJ38716; RP5-1185H19.10.00901192 0.0105147 3.0904345

LOC643432 XM_932844.1 LOC643432 6 PREDICTED: Homo sapiens hypothetical protein LOC643432, transcript variant 1 (LOC643432), mRNA.0.01101321 0.01245391 3.08943399

LOC649641 XM_942147.1 LOC649641 PREDICTED: Homo sapiens hypothetical protein LOC649641 (LOC649641), mRNA.0.03111332 0.0298609 3.08716777

LOC644631 XM_932272.1 LOC644631 4 PREDICTED: Homo sapiens hypothetical protein LOC644631 (LOC644631), mRNA.0.00517526 0.00653914 3.08499098

Hs.412918 HS.412918 Y Homo sapiens cDNA FLJ32550 fis, clone SPLEN10000560.05535547 0.04830322 3.08154348

Hs.544713 HS.544713 6 zt62c04.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:726918 3, mRNA sequence0.02702227 0.02661579 3.07618289

LOC100129002XM_001719528.1LOC100129002 PREDICTED: Homo sapiens hypothetical protein LOC100129002 (LOC100129002), mRNA.0.00051957 0.00092884 3.07453978

LOC653043 XM_925787.1 LOC653043 9 PREDICTED: Homo sapiens similar to cell recognition molecule CASPR3 (LOC653043), mRNA.0.00051695 0.00092528 3.06482997

FLJ16331 NM_001004326.1FLJ16331 11 Homo sapiens FLJ16331 protein (FLJ16331), mRNA.0.01767151 0.01854885 3.06058272

Hs.559121 HS.559121 1 BX116710 Soares_testis_NHT Homo sapiens cDNA clone IMAGp998D133559, mRNA sequence0.0297075 0.02877925 3.06017962

LOC731835 Hs.569307 LOC731835 PREDICTED: Homo sapiens hypothetical protein LOC731835 (LOC731835), mRNA.0.03022762 0.02919929 3.05419221

LOC644168 XM_927369.1 LOC644168 PREDICTED: Homo sapiens similar to paired related homeobox protein-like 1 (LOC644168), mRNA.0.04847134 0.04324664 3.05086924

Hs.574008 HS.574008 12 Homo sapiens unknown mRNA 0.01280786 0.01412116 3.03591789

ZNF563 NM_145276.1 ZNF563 19 Homo sapiens zinc finger protein 563 (ZNF563), mRNA.FLJ34797 0.04103887 0.03761361 3.03271216

LOC653799 XM_930003.1 LOC653799 22 PREDICTED: Homo sapiens similar to brain protein 239-like (LOC653799), mRNA.0.01155614 0.01296096 3.01954309

LOC729669 XM_001130489.1LOC729669 PREDICTED: Homo sapiens hypothetical LOC729669 (LOC729669), mRNA.0.04669469 0.04191296 3.01037118

ZNF586 NM_017652.2 ZNF586 19 Homo sapiens zinc finger protein 586 (ZNF586), mRNA.FLJ20070 0.00323375 0.00435702 3.00449752

LOC653234 XM_934219.1 LOC653234 10 PREDICTED: Homo sapiens similar to centaurin, gamma-like family, member 1 (LOC653234), mRNA.0.01071825 0.01216426 2.98978507

LOC728119 Hs.221513 LOC728119 PREDICTED: Homo sapiens hypothetical LOC728119 (LOC728119), mRNA.0.04041974 0.03713148 2.97219998

Hs.542544 HS.542544 21 xj38e12.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2659534 3, mRNA sequence0.04001798 0.03684729 2.95122391

Hs.540121 HS.540121 14 EST7714 human nasopharynx Homo sapiens cDNA, mRNA sequence0.04104576 0.037616 2.94977316

LOC649107 XM_943581.1 LOC649107 PREDICTED: Homo sapiens hypothetical protein LOC649107 (LOC649107), mRNA.0.00233808 0.00331037 2.94960696

CCT6B NM_006584.2 CCT6B 17 Homo sapiens chaperonin containing TCP1, subunit 6B (zeta 2) (CCT6B), mRNA.TSA303; Cctz2; TCP-1-zeta-2; CCTZ-2; CCT-zeta-20.03023808 0.02920618 2.93779723

LOC653060 XM_925779.1 LOC653060 9 PREDICTED: Homo sapiens similar to Contactin-associated protein-like 3 precursor (Cell recognition molecule Caspr3) (LOC653060), mRNA.0.01061288 0.01207279 2.9359974

NT5M NM_020201.3 NT5M 17 Homo sapiens 5',3'-nucleotidase, mitochondrial (NT5M), nuclear gene encoding mitochondrial protein, mRNA.dNT-2; dNT2; mdN0.00440999 0.00569018 2.93593326

KRT15 NM_002275.2 KRT15 17 Homo sapiens keratin 15 (KRT15), mRNA.K1CO; K15; CK151.272E-05 4.6042E-05 2.91285088

KRTAP10-3 NM_198696.2 KRTAP10-3 21 Homo sapiens keratin associated protein 10-3 (KRTAP10-3), mRNA.KAP10.3; KAP18.3; KRTAP18.3; KRTAP18-3; KAP18-3; KRTAP10.30.05413962 0.04743095 2.91020304

Hs.127279 HS.127279 17 UI-H-FT1-bkc-b-11-0-UI.s1 NCI_CGAP_FT1 Homo sapiens cDNA clone UI-H-FT1-bkc-b-11-0-UI 3, mRNA sequence0.03284341 0.0312039 2.90021704

LOC389267 XM_371726.2 LOC389267 5 PREDICTED: Homo sapiens similar to Mucin-4 (Tracheobronchial mucin) (LOC389267), mRNA.0.05058152 0.04472911 2.89434414

Hs.574140 HS.574140 14 UI-E-EJ0-aip-b-05-0-UI.s1 UI-E-EJ0 Homo sapiens cDNA clone UI-E-EJ0-aip-b-05-0-UI 3, mRNA sequence0.0204813 0.0210351 2.88770595

TSN NM_004622.2 TSN 2 Homo sapiens translin (TSN), mRNA.REHF-1; TRSLN; BCLF-10.01472788 0.0158789 2.88560852

HIST1H2AD NM_021065.2 HIST1H2AD 6 Homo sapiens histone cluster 1, H2ad (HIST1H2AD), mRNA.H2AFG; H2A/g; H2A.3; HIST1H3D0.04652321 0.04180609 2.87963927

ZNF12 NM_016265.2 ZNF12 7 Homo sapiens zinc finger protein 12 (ZNF12), transcript variant 1, mRNA.HZF11; ZNF325; KOX3; GIOT-30.01799807 0.0188263 2.86346721

LOC645781 XM_933141.1 LOC645781 19 PREDICTED: Homo sapiens similar to mCG141871 (LOC645781), mRNA.0.01382242 0.01505623 2.86239556

Hs.562197 HS.562197 1 602137688F1 NIH_MGC_83 Homo sapiens cDNA clone IMAGE:4274180 5, mRNA sequence0.01146031 0.01287487 2.86148773

Hs.285193 HS.285193 15 Homo sapiens cDNA clone IMAGE:6166085, partial cds0.02486409 0.0248726 2.8542481

Hs.399823 HS.399823 16 AGENCOURT_7906098 NIH_MGC_82 Homo sapiens cDNA clone IMAGE:6104875 5, mRNA sequence0.01531163 0.01641949 2.83566387

Hs.539599 HS.539599 13 hv29g09.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3174880 3, mRNA sequence0.0270973 0.02667771 2.83011081

OR2Y1 NM_001001657.1OR2Y1 5 Homo sapiens olfactory receptor, family 2, subfamily Y, member 1 (OR2Y1), mRNA.OR5-2 0.0235971 0.02377868 2.82997904

EHHADH NM_001966.2 EHHADH 3 Homo sapiens enoyl-Coenzyme A, hydratase/3-hydroxyacyl Coenzyme A dehydrogenase (EHHADH), mRNA.ECHD; LBFP; LBP; PBFE; MGC1205860.01481035 0.01595017 2.8293226

LOC652350 XM_941778.1 LOC652350 PREDICTED: Homo sapiens similar to SLIT-ROBO Rho GTPase-activating protein 2 (srGAP2) (Formin-binding protein 2) (LOC652350), mRNA.0.02354959 0.02373899 2.82773775

Hs.538703 HS.538703 11 yj18b03.s1 Soares placenta Nb2HP Homo sapiens cDNA clone IMAGE:149069 3, mRNA sequence0.04031652 0.03705218 2.81975465

Hs.576601 HS.576601 10 DB297320 BRACE2 Homo sapiens cDNA clone BRACE2016602 3, mRNA sequence0.00244631 0.00343533 2.81677551

Hs.583098 HS.583098 7 DB305811 BRAWH3 Homo sapiens cDNA clone BRAWH3035687 3, mRNA sequence0.02437926 0.0244713 2.81456393

MIR517B NR_030205.1 MIR517B Homo sapiens microRNA 517b (MIR517B), microRNA.0.03301637 0.0313343 2.81439711

LOC646103 XM_373058.2 LOC646103 5 PREDICTED: Homo sapiens similar to TBP-associated factor 11 (LOC646103), mRNA.0.02895623 0.02815091 2.81391109

LOC100129908XM_001726037.1LOC100129908 6 PREDICTED: Homo sapiens hypothetical protein LOC100129908 (LOC100129908), mRNA.0.03956358 0.03651702 2.81068162

Hs.129094 HS.129094 1 BX093818 NCI_CGAP_Lu5 Homo sapiens cDNA clone IMAGp998K184065, mRNA sequence0.05194167 0.04573369 2.80585206

LOC644655 XM_927761.1 LOC644655 1 PREDICTED: Homo sapiens similar to poly (ADP-ribose) polymerase family, member 8 (LOC644655), mRNA.0.00136655 0.00209765 2.80078513

AQP12B NM_001102467.1AQP12B 2 Homo sapiens aquaporin 12B (AQP12B), mRNA.INSSA3; MGC1494730.01006993 0.01153742 2.80041191

DCDC1 NM_181807.1 DCDC1 11 Homo sapiens doublecortin domain containing 1 (DCDC1), mRNA.0.03627043 0.0339525 2.79271064

C3orf41 XM_934359.1 C3ORF41 3 PREDICTED: Homo sapiens chromosome 3 open reading frame 41, transcript variant 5 (C3orf41), mRNA.0.03177572 0.03041014 2.79234761

TMEM150B XM_209187.5 TMEM150B 19 Homo sapiens transmembrane protein 150B (TMEM150B), mRNA.0.01357494 0.01482715 2.78439393

LOC150223 NM_001017965.1LOC150223 22 Homo sapiens hypothetical protein LOC150223 (LOC150223), transcript variant 2, mRNA.0.02553214 0.02540186 2.77626259

IL4I1 NM_172374.1 IL4I1 19 Homo sapiens interleukin 4 induced 1 (IL4I1), transcript variant 2, mRNA.FIG1 0.00585033 0.00727477 2.77582743

LOC649396 XM_938466.1 LOC649396 PREDICTED: Homo sapiens hypothetical LOC649396 (LOC649396), mRNA.0.00984694 0.01132631 2.77297827

LOC729766 Hs.216363 LOC729766 1 PREDICTED: Homo sapiens hypothetical LOC729766 (LOC729766), mRNA.0.01774925 0.01861708 2.76740045

KCTD17 NM_024681.1 KCTD17 22 Homo sapiens potassium channel tetramerisation domain containing 17 (KCTD17), mRNA.FLJ12242 0.00273582 0.00377067 2.76527777

CCDC135 NM_032269.3 CCDC135 16 Homo sapiens coiled-coil domain containing 135 (CCDC135), mRNA.DKFZp434I099; C16orf500.05175371 0.04561397 2.75649163

LOC100133036XM_001716764.1LOC100133036 9 PREDICTED: Homo sapiens hypothetical protein LOC100133036 (LOC100133036), mRNA.0.01423599 0.01543771 2.75463247

TEKT4 NM_144705.2 TEKT4 2 Homo sapiens tektin 4 (TEKT4), mRNA.MGC27019 0.00305236 0.00414701 2.7543932

Hs.569340 HS.569340 14 DA483022 FCBBF1 Homo sapiens cDNA clone FCBBF1000024 5, mRNA sequence0.0137157 0.01496041 2.75349109
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LOC648403 XM_937452.1 LOC648403 PREDICTED: Homo sapiens similar to Ral guanine nucleotide dissociation stimulator (RalGEF) (RalGDS) (LOC648403), mRNA.0.02770465 0.02716288 2.75275138

LOC344328 XR_038996.1 LOC344328 PREDICTED: Homo sapiens misc_RNA (LOC344328), miscRNA.0.03249927 0.03095403 2.74738531

LOC100129890XM_001719878.1LOC100129890 PREDICTED: Homo sapiens similar to hCG1750329 (LOC100129890), mRNA.0.00816192 0.00965652 2.74720946

LOC647726 XM_929571.1 LOC647726 PREDICTED: Homo sapiens similar to Zinc finger protein 551 (Zinc finger protein KOX23) (LOC647726), mRNA.0.01756833 0.01846485 2.73606544

Hs.582537 HS.582537 5 DKFZp686N20145_r1 686 (synonym: hlcc3) Homo sapiens cDNA clone DKFZp686N20145 5, mRNA sequence0.0320648 0.03061667 2.73115695

Hs.541726 HS.541726 2 UI-CF-DU1-adj-b-02-0-UI.s1 UI-CF-DU1 Homo sapiens cDNA clone UI-CF-DU1-adj-b-02-0-UI 3, mRNA sequence0.00128787 0.00199502 2.72351604

LOC100129532XM_001722760.1LOC100129532 PREDICTED: Homo sapiens hypothetical LOC100129532 (LOC100129532), mRNA.0.01914197 0.01985245 2.71967264

LOC653392 XM_929544.1 LOC653392 7 PREDICTED: Homo sapiens similar to huntingtin interacting protein 1 (LOC653392), mRNA.0.01097226 0.01241241 2.71217847

LOC388820 XR_042089.1 LOC388820 21 PREDICTED: Homo sapiens misc_RNA (LOC388820), miscRNA.0.00268096 0.00370962 2.70815076

MRPS36 NM_033281.5 MRPS36 5 Homo sapiens mitochondrial ribosomal protein S36 (MRPS36), nuclear gene encoding mitochondrial protein, mRNA.MRP-S36; MGC22896; DC470.04052907 0.03720076 2.707026

CLK2P XM_935713.1 CLK2P 7 Homo sapiens CDC-like kinase 2, pseudogene (CLK2P) on chromosome 7.0.0236529 0.02381849 2.70676106

LOC441958 XM_928605.1 LOC441958 13 PREDICTED: Homo sapiens hypothetical LOC441958 (LOC441958), mRNA.0.00584004 0.00726404 2.70567659

LOC645165 XM_928202.1 LOC645165 6 PREDICTED: Homo sapiens hypothetical protein LOC645165 (LOC645165), mRNA.0.01344762 0.01471557 2.70436389

Hs.544465 HS.544465 6 RST2825 Athersys RAGE Library Homo sapiens cDNA, mRNA sequence0.02869008 0.0279386 2.70276709

LOC100132770XM_001720334.1LOC100132770 9 PREDICTED: Homo sapiens similar to methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1-like (LOC100132770), mRNA.0.00154673 0.00232619 2.69850567

LOC645804 XR_037755.1 LOC645804 PREDICTED: Homo sapiens misc_RNA (LOC645804), miscRNA.0.01232025 0.01366944 2.69469194

Hs.565987 HS.565987 3 UI-H-EI1-aza-j-19-0-UI.s1 NCI_CGAP_EI1 Homo sapiens cDNA clone IMAGE:5846130 3, mRNA sequence0.03862843 0.03579698 2.69224467

Hs.571950 HS.571950 ym35h10.s1 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGE:50369 3, mRNA sequence0.01347337 0.01474006 2.68766182

LOC441453 XR_041341.1 LOC441453 11 PREDICTED: Homo sapiens misc_RNA (LOC441453), miscRNA.0.00918448 0.01069046 2.67245772

Hs.148886 HS.148886 11 qj94h02.x1 NCI_CGAP_Kid3 Homo sapiens cDNA clone IMAGE:1867155 3, mRNA sequence0.02181004 0.02219711 2.66629748

Hs.164030 HS.164030 12 UI-E-EO0-ahx-p-21-0-UI.r1 UI-E-EO0 Homo sapiens cDNA clone UI-E-EO0-ahx-p-21-0-UI 5, mRNA sequence0.04738346 0.04244002 2.66448948

KIR2DL1 NM_014218.1 KIR2DL1 19 Homo sapiens killer cell immunoglobulin-like receptor, two domains, long cytoplasmic tail, 1 (KIR2DL1), mRNA.KIR-K65; CL-42; KIR-K3; NKAT1; KIR-K64; CD158A; NKAT; KIR-K9; KIR221; 47.11; p58.10.00331023 0.00445049 2.66081062

Hs.574671 HS.574671 2 AV645572 GLC Homo sapiens cDNA clone GLCABG03 3, mRNA sequence0.00575048 0.00716279 2.65807744

HAUS5 NM_015302.1 HAUS5 19 Homo sapiens HAUS augmin-like complex, subunit 5 (HAUS5), mRNA. XM_9458980.02978926 0.02883934 2.64905092

NOX5 NM_024505.2 NOX5 15 Homo sapiens NADPH oxidase, EF-hand calcium binding domain 5 (NOX5), mRNA.NOX5A; MGC149777; NOX5B; MGC1497760.03045381 0.0293596 2.64895332

LOC642228 XM_936381.1 LOC642228 PREDICTED: Homo sapiens hypothetical protein LOC642228 (LOC642228), mRNA.0.03021386 0.02918921 2.64751279

Hs.574069 HS.574069 12 ou17h07.s1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:1626589 3, mRNA sequence0.00030765 0.00060052 2.64508562

ZNF367 NM_153695.2 ZNF367 9 Homo sapiens zinc finger protein 367 (ZNF367), mRNA.ZFF29; CDC14B; FLJ339700.03291306 0.03125316 2.64489858

ZNF124 NM_003431.2 ZNF124 1 Homo sapiens zinc finger protein 124 (ZNF124), mRNA.MGC117046; HZF16; HZF-160.02654998 0.02625079 2.64030563

Hs.575696 HS.575696 HESC3_16_C05.g1_A036 Human embryonic stem cells Homo sapiens cDNA clone IMAGE:7476876 5, mRNA sequence0.05364979 0.0470488 2.63736138

Hs.538299 HS.538299 10 ob97f11.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:1339341 3, mRNA sequence0.05505929 0.04810218 2.63718402

LOC647836 XM_936893.1 LOC647836 PREDICTED: Homo sapiens similar to wingless-type MMTV integration site family, member 7B precursor (LOC647836), mRNA.0.01329222 0.01457278 2.63609466

CA13 NM_198584.1 CA13 8 Homo sapiens carbonic anhydrase XIII (CA13), mRNA.MGC59868; CAXIII; FLJ379950.00234964 0.00332458 2.63169041

LOC729810 XR_040841.1 LOC729810 1 PREDICTED: Homo sapiens misc_RNA (LOC729810), miscRNA.0.04246671 0.03872406 2.63048216

Hs.333693 HS.333693 2 RST32057 Athersys RAGE Library Homo sapiens cDNA, mRNA sequence0.04596728 0.04139131 2.61880583

TMEM105 NM_178520.2 TMEM105 17 Homo sapiens transmembrane protein 105 (TMEM105), mRNA.FLJ38792 0.05606048 0.0488213 2.6072419

MIR373 NR_029866.1 MIR373 Homo sapiens microRNA 373 (MIR373), microRNA.0.02550677 0.02538525 2.60500989

LOC643246 XM_926608.1 LOC643246 12 PREDICTED: Homo sapiens similar to microtubule-associated proteins 1A/1B light chain 3 (LOC643246), mRNA.0.01522745 0.0163412 2.59854921

LOC728257 XR_015365.2 LOC728257 PREDICTED: Homo sapiens misc_RNA (LOC728257), miscRNA.0.00082538 0.00136819 2.59820643

LOC731642 XR_039391.1 LOC731642 PREDICTED: Homo sapiens misc_RNA (LOC731642), miscRNA.0.04108701 0.03763807 2.5956838

LOC652876 XM_942592.1 LOC652876 PREDICTED: Homo sapiens similar to ATPase, Ca++ transporting, fast twitch 1 isoform b (LOC652876), mRNA.0.0340591 0.0321708 2.59484549

OR4C15 NM_001001920.1OR4C15 11 Homo sapiens olfactory receptor, family 4, subfamily C, member 15 (OR4C15), mRNA.OR11-127; OR11-1340.00616814 0.00762243 2.58894762

Hs.570139 HS.570139 2 DA266249 BRCAN2 Homo sapiens cDNA clone BRCAN2019653 5, mRNA sequence0.04393485 0.03986394 2.58562599

Hs.395787 HS.395787 7 BX106738 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGp998L0383, mRNA sequence0.04569091 0.04120165 2.5830175

MIR9-1 NR_029691.1 MIR9-1 Homo sapiens microRNA 9-1 (MIR9-1), microRNA.0.04293053 0.03906581 2.57379747

Hs.117869 HS.117869 14 K-EST0222744 L17N670205n1 Homo sapiens cDNA clone L17N670205n1-23-H08 5, mRNA sequence0.04754597 0.0425682 2.56992706

VGLL1 NM_016267.2 VGLL1 X Homo sapiens vestigial like 1 (Drosophila) (VGLL1), mRNA.VGL1; TDU 0.02380979 0.02395449 2.56874589

SNORD53 NR_002741.1 SNORD53 2 Homo sapiens small nucleolar RNA, C/D box 53 (SNORD53), small nucleolar RNA.RNU53; U53 0.00838608 0.00988706 2.55939644

LOC731444 XM_925913.1 LOC731444 PREDICTED: Homo sapiens similar to ATPase, Class II, type 9B (LOC731444), mRNA.0.0135632 0.01481802 2.55509058

OR11H4 NM_001004479.1OR11H4 14 Homo sapiens olfactory receptor, family 11, subfamily H, member 4 (OR11H4), mRNA.OR14-36 0.01751927 0.01842432 2.55144372

LOC643397 XM_938878.1 LOC643397 2 PREDICTED: Homo sapiens similar to Microtubule-associated protein RP/EB family member 1 (APC-binding protein EB1) (End-binding protein 1) (EB1) (LOC643397), mRNA.0.02530296 0.02521388 2.54967823

DKFZp686O1327XM_379141.3 DKFZP686O1327 PREDICTED: Homo sapiens hypothetical gene supported by BC043549; BX648102 (DKFZp686O1327), mRNA.0.04904525 0.04365659 2.54312964

Hs.543093 HS.543093 3 UI-1-BC0-afw-h-09-0-UI.s1 NCI_CGAP_Pl1 Homo sapiens cDNA clone UI-1-BC0-afw-h-09-0-UI 3, mRNA sequence0.05743081 0.0497972 2.53276325

REP15 NM_001029874.1REP15 12 Homo sapiens RAB15 effector protein (REP15), mRNA.0.05444236 0.0476201 2.53249681

LOC652789 XM_942448.1 LOC652789 PREDICTED: Homo sapiens similar to integrin alpha X precursor (LOC652789), mRNA.0.03555002 0.03340643 2.52052227

LOC642515 XM_926011.1 LOC642515 9 PREDICTED: Homo sapiens similar to NG5 protein (LOC642515), mRNA.0.01770922 0.01858399 2.51483006

Hs.128035 HS.128035 X qf54c05.x1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1753832 3, mRNA sequence0.02477797 0.02480341 2.51162347

CIZ1 NM_012127.2 CIZ1 9 Homo sapiens CDKN1A interacting zinc finger protein 1 (CIZ1), transcript variant 1, mRNA.LSFR1; ZNF356 0.01492095 0.01605155 2.50645786

Hs.430335 HS.430335 X QV0-HT0398-210100-096-c03 HT0398 Homo sapiens cDNA, mRNA sequence0.05098431 0.04505805 2.5054305

SUPT6H NM_003170.3 SUPT6H 17 Homo sapiens suppressor of Ty 6 homolog (S. cerevisiae) (SUPT6H), mRNA.MGC87943; SPT6H; KIAA0162; SPT6; emb-50.00083575 0.00138096 2.50242594

Hs.565908 HS.565908 3 UI-E-EO1-aiv-l-12-0-UI.s1 UI-E-EO1 Homo sapiens cDNA clone UI-E-EO1-aiv-l-12-0-UI 3, mRNA sequence0.00492132 0.00626428 2.49691608

PCIF1 NM_022104.3 PCIF1 20 Homo sapiens PDX1 C-terminal inhibiting factor 1 (PCIF1), mRNA.PCIF1 0.00815384 0.00964825 2.49572125

Hs.126963 HS.126963 16 wq04a09.x1 NCI_CGAP_Kid12 Homo sapiens cDNA clone IMAGE:2470264 3, mRNA sequence0.01340024 0.01467653 2.49037895

Hs.543759 HS.543759 4 wy86a10.x1 Soares_NSF_F8_9W_OT_PA_P_S1 Homo sapiens cDNA clone IMAGE:2555418 3, mRNA sequence0.02797921 0.0273984 2.48631626

Hs.562917 HS.562917 BX118281 NCI_CGAP_CLL1 Homo sapiens cDNA clone IMAGp998I204974, mRNA sequence0.01878103 0.01951732 2.48479056

Hs.572624 HS.572624 19 hz27a12.x1 NCI_CGAP_GC6 Homo sapiens cDNA clone IMAGE:3209182 3, mRNA sequence0.02465197 0.02471676 2.47471674

ZNF345 NM_003419.2 ZNF345 19 Homo sapiens zinc finger protein 345 (ZNF345), mRNA.HZF10 0.0275961 0.02708066 2.4692362

Hs.560098 HS.560098 12 AGENCOURT_7543948 NIH_MGC_92 Homo sapiens cDNA clone IMAGE:6067074 5, mRNA sequence0.04414613 0.04002254 2.46722717

SNORA52 NR_002585.1 SNORA52 11 Homo sapiens small nucleolar RNA, H/ACA box 52 (SNORA52), small nucleolar RNA.ACA52 0.01828039 0.0190716 2.46217044

Hs.98458 HS.98458 4 BX118817 Soares_testis_NHT Homo sapiens cDNA clone IMAGp998L041862, mRNA sequence0.011084 0.01252266 2.45965951
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MIP NM_012064.2 MIP 12 Homo sapiens major intrinsic protein of lens fiber (MIP), mRNA.AQP0; LIM1; MP26; MIP260.00959865 0.01108722 2.45187368

MUC2 NM_002457.2 MUC2 11 Homo sapiens mucin 2, oligomeric mucus/gel-forming (MUC2), mRNA.SMUC; MLP 0.01857599 0.0193363 2.44869449

TNFSF4 NM_003326.2 TNFSF4 1 Homo sapiens tumor necrosis factor (ligand) superfamily, member 4 (tax-transcriptionally activated glycoprotein 1, 34kDa) (TNFSF4), mRNA.TXGP1; OX4OL; CD252; CD134L; OX-40L; GP340.02501738 0.02499459 2.44675706

LOC647527 XM_942881.1 LOC647527 PREDICTED: Homo sapiens hypothetical protein LOC647527 (LOC647527), mRNA.0.00706412 0.00852435 2.43969208

SNORA1 NR_003026.1 SNORA1 11 Homo sapiens small nucleolar RNA, H/ACA box 1 (SNORA1), small nucleolar RNA.ACA1 0.02792568 0.02734903 2.4315587

LOC641944 XM_935704.1 LOC641944 PREDICTED: Homo sapiens hypothetical protein LOC641944 (LOC641944), mRNA.0.02851574 0.02779968 2.4305605

LOC644827 XM_932427.1 LOC644827 PREDICTED: Homo sapiens hypothetical LOC644827 (LOC644827), mRNA.0.03631971 0.03398774 2.4302268

LOC652614 XM_942149.1 LOC652614 PREDICTED: Homo sapiens similar to MHC class I antigen (LOC652614), mRNA.0.00251448 0.00351083 2.4269879

NOS2 NM_000625.4 NOS2 17 Homo sapiens nitric oxide synthase 2, inducible (NOS2), mRNA.0.00544787 0.00683829 2.42368882

MIR1471 NR_031717.1 MIR1471 Homo sapiens microRNA 1471 (MIR1471), microRNA.0.03055682 0.02943304 2.40966623

RGL2 NM_004761.2 RGL2 6 Homo sapiens ral guanine nucleotide dissociation stimulator-like 2 (RGL2), mRNA.HKE1.5; RAB2L; KE1.50.00477544 0.00610339 2.39776885

Hs.147255 HS.147255 BX103599 NCI_CGAP_GC6 Homo sapiens cDNA clone IMAGp998O184766, mRNA sequence0.01009828 0.01156235 2.39637504

LOC100132494XM_001722666.1LOC100132494 1 PREDICTED: Homo sapiens similar to PDE4DIP protein (LOC100132494), mRNA.0.00435377 0.00562841 2.39296456

Hs.573956 HS.573956 11 BX417275 Homo sapiens PLACENTA Homo sapiens cDNA clone CS0DE007YI01 5-PRIME, mRNA sequence0.01598562 0.01702364 2.39057997

Hs.552826 HS.552826 1 Homo sapiens cDNA FLJ37460 fis, clone BRAWH20112860.01177618 0.01317071 2.39007679

LOC649703 XM_943857.1 LOC649703 PREDICTED: Homo sapiens hypothetical protein LOC649703 (LOC649703), mRNA.0.05752894 0.04986258 2.38729006

CYSLTR2 NM_020377.2 CYSLTR2 13 Homo sapiens cysteinyl leukotriene receptor 2 (CYSLTR2), mRNA.PSEC0146; HG57; KPG_011; CYSLT2; GPCR; HPN321; hGPCR21; CYSLT2R0.01802592 0.01885094 2.38076688

IRF6 NM_006147.2 IRF6 1 Homo sapiens interferon regulatory factor 6 (IRF6), mRNA.VWS; LPS; PIT; OFC6; PPS0.0080183 0.00950711 2.37694226

Hs.574968 HS.574968 wm07h02.x1 NCI_CGAP_Ut4 Homo sapiens cDNA clone IMAGE:2435283 3, mRNA sequence0.02696103 0.02656441 2.37583779

NR6A1 NM_033334.2 NR6A1 9 Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), transcript variant 2, mRNA.NR61; GCNF; GCNF1; RTR0.05221103 0.04593398 2.37344967

FLJ44290 NM_198564.1 FLJ44290 3 Homo sapiens FLJ44290 protein (FLJ44290), mRNA.0.01370323 0.01495239 2.37241028

Hs.518008 HS.518008 3 zt57d01.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:726433 3, mRNA sequence0.02221518 0.02256755 2.36563544

LOC646330 XR_017189.2 LOC646330 1 PREDICTED: Homo sapiens misc_RNA (LOC646330), miscRNA.0.05150176 0.04542385 2.36538103

Hs.495112 HS.495112 14 Human TCR variable region Va30 subfamily gene (VA30, JA, CA segments), 5 end0.0078774 0.00935901 2.36537353

TLX3 NM_021025.2 TLX3 5 Homo sapiens T-cell leukemia homeobox 3 (TLX3), mRNA.RNX; MGC29804; HOX11L20.00643197 0.00788406 2.35985847

Hs.555595 HS.555595 Human (clone xip8) mRNA sequence0.05436411 0.04757538 2.35503886

AASDH NM_181806.2 AASDH 4 Homo sapiens aminoadipate-semialdehyde dehydrogenase (AASDH), mRNA.LYS2; ACSF4; NRPS1098; NRPS9989.655E-05 0.00023298 2.3544393

Hs.136788 HS.136788 5 ac76f10.x5 Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE:868555 3, mRNA sequence0.01245707 0.01379158 2.35209226

IFI44 NM_006417.2 IFI44 1 Homo sapiens interferon-induced protein 44 (IFI44), mRNA.p44; MTAP44 0.02740031 0.02692165 2.34272231

Hs.137293 HS.137293 1 zb53f02.y5 Soares_fetal_lung_NbHL19W Homo sapiens cDNA clone IMAGE:307323 5, mRNA sequence0.03843 0.03565829 2.34129091

LOC642243 XM_936390.1 LOC642243 PREDICTED: Homo sapiens similar to hydrocephalus inducing (LOC642243), mRNA.0.01902407 0.01973716 2.33963992

Hs.545428 HS.545428 8 nac37g08.x1 Lupski_sciatic_nerve Homo sapiens cDNA clone IMAGE:3395534 3, mRNA sequence0.03908986 0.03614061 2.3385835

LOC648289 XM_937347.1 LOC648289 PREDICTED: Homo sapiens hypothetical protein LOC648289 (LOC648289), mRNA.0.01458415 0.01574328 2.33225777

RIMBP3B NM_001128635.1RIMBP3B 22 Homo sapiens RIMS binding protein 3B (RIMBP3B), mRNA.0.01858023 0.01933843 2.32769849

PPAPDC2 NM_203453.2 PPAPDC2 9 Homo sapiens phosphatidic acid phosphatase type 2 domain containing 2 (PPAPDC2), mRNA.bA6J24.6; FLJ46512; FLJ90191; PSDP; MGC154830.00151152 0.00228184 2.32229549

LOC648665 XR_042388.1 LOC648665 PREDICTED: Homo sapiens misc_RNA (LOC648665), miscRNA.0.04856244 0.04331912 2.31265625

LOC644403 XM_932168.1 LOC644403 X PREDICTED: Homo sapiens hypothetical LOC644403 (LOC644403), mRNA.0.05022882 0.04447549 2.30894472

LOC100128516XR_038051.1 LOC100128516 PREDICTED: Homo sapiens misc_RNA (LOC100128516), miscRNA.0.00732888 0.00880388 2.30725124

LOC647704 XM_936765.1 LOC647704 PREDICTED: Homo sapiens similar to keratinocytes proline-rich protein (LOC647704), mRNA.0.05694134 0.04945588 2.30123334

ZNF608 NM_020747.1 ZNF608 5 Homo sapiens zinc finger protein 608 (ZNF608), mRNA.NY-REN-36; DKFZp781C0723; MGC1668510.04781489 0.04278277 2.30002097

CXCL13 NM_006419.1 CXCL13 4 Homo sapiens chemokine (C-X-C motif) ligand 13 (B-cell chemoattractant) (CXCL13), mRNA.SCYB13; ANGIE; BCA1; ANGIE2; BCA-1; BLR1L; BLC0.01964797 0.02030283 2.29896855

Hs.334998 HS.334998 13 qd61b01.x1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1733929 3, mRNA sequence0.0421059 0.038459 2.29878569

LOC650407 XM_944179.1 LOC650407 PREDICTED: Homo sapiens hypothetical protein LOC650407 (LOC650407), mRNA.0.03054201 0.02942523 2.29852132

LOC647246 XM_930292.1 LOC647246 1 PREDICTED: Homo sapiens similar to PTPRF interacting protein alpha 2 (LOC647246), mRNA.0.04952948 0.04398499 2.29370169

LOC645487 XM_932932.1 LOC645487 20 PREDICTED: Homo sapiens hypothetical protein LOC645487 (LOC645487), mRNA.0.01276704 0.01408146 2.29246125

Hs.552427 HS.552427 17 Homo sapiens mRNA; cDNA DKFZp686C1250 (from clone DKFZp686C1250)0.01928154 0.01997358 2.28801126

LOC652148 XM_945224.1 LOC652148 PREDICTED: Homo sapiens hypothetical LOC652148 (LOC652148), mRNA.0.00070811 0.00119895 2.28772797

LOC646082 XM_929042.1 LOC646082 22 PREDICTED: Homo sapiens similar to Cysteine-rich protein 1 (Cysteine-rich intestinal protein) (CRIP) (LOC646082), mRNA.0.01696812 0.01794363 2.28600115

PTPRQ XM_926134.1 PTPRQ 12 PREDICTED: Homo sapiens protein tyrosine phosphatase, receptor type, Q (PTPRQ), mRNA.0.01950703 0.02016669 2.28294201

LOC645052 XM_928103.1 LOC645052 1 PREDICTED: Homo sapiens similar to poly (ADP-ribose) polymerase family, member 8 (LOC645052), mRNA.0.01351984 0.0147817 2.28123419

LOC728690 XM_001715625.1LOC728690 PREDICTED: Homo sapiens hypothetical protein LOC728690 (LOC728690), mRNA.0.0459273 0.0413638 2.28120866

MANEA XM_938989.1 MANEA PREDICTED: Homo sapiens mannosidase, endo-alpha (MANEA), mRNA.1.0134E-06 6.7718E-06 2.28068917

Hs.444152 HS.444152 13 we92b05.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2348529 3, mRNA sequence0.02751075 0.02701503 2.28009464

RESP18 NM_001007089.1RESP18 Homo sapiens regulated endocrine-specific protein 18 (RESP18), mRNA.0.02722849 0.02678583 2.27993462

FLJ36492 NM_182568.2 FLJ36492 17 Homo sapiens hypothetical protein FLJ36492 (FLJ36492), mRNA.MGC126634 0.02210538 0.02247943 2.27914884

BGLAP NM_199173.2 BGLAP 1 Homo sapiens bone gamma-carboxyglutamate (gla) protein (osteocalcin) (BGLAP), mRNA.BGP; PMF1 0.03122947 0.02994943 2.27422421

TFR2 NM_003227.2 TFR2 7 Homo sapiens transferrin receptor 2 (TFR2), mRNA.HFE3; MGC126368; TFRC20.02551123 0.02538681 2.27389335

LSAMP NM_002338.2 LSAMP 3 Homo sapiens limbic system-associated membrane protein (LSAMP), mRNA.LAMP 0.03276722 0.03115513 2.27095444

LOC645320 XM_939804.1 LOC645320 PREDICTED: Homo sapiens hypothetical LOC645320 (LOC645320), mRNA.0.00360388 0.0047859 2.2662823

Hs.567192 HS.567192 X xp82e07.x1 NCI_CGAP_Ov40 Homo sapiens cDNA clone IMAGE:2746884 3 similar to contains element MER12 repetitive element ;, mRNA sequence0.03585649 0.03363319 2.26466052

LOC731186 Hs.538470 LOC731186 PREDICTED: Homo sapiens hypothetical protein LOC731186 (LOC731186), mRNA.0.04790358 0.04284465 2.26018802

GPR21 NM_005294.1 GPR21 9 Homo sapiens G protein-coupled receptor 21 (GPR21), mRNA.0.0379926 0.0352935 2.25968821

LOC650759 XM_944798.1 LOC650759 PREDICTED: Homo sapiens similar to Bcl-2-associated transcription factor 1 (Btf), transcript variant 2 (LOC650759), mRNA.0.02801734 0.02742655 2.2590368

LOC648657 XM_943417.1 LOC648657 PREDICTED: Homo sapiens hypothetical LOC648657 (LOC648657), mRNA.0.00851792 0.01001692 2.25634071

Hs.158036 HS.158036 5 BX118491 NCI_CGAP_Brn23 Homo sapiens cDNA clone IMAGp998K174954, mRNA sequence0.01348701 0.01475131 2.25578515

Hs.542001 HS.542001 2 yz88g11.s1 Soares_multiple_sclerosis_2NbHMSP Homo sapiens cDNA clone IMAGE:290180 3, mRNA sequence0.04061391 0.03727084 2.25573916

Hs.583323 HS.583323 7 UI-CF-FN0-aew-k-13-0-UI.s1 UI-CF-FN0 Homo sapiens cDNA clone UI-CF-FN0-aew-k-13-0-UI 3, mRNA sequence0.04325921 0.03932004 2.25493365

Hs.493947 HS.493947 9 Homo sapiens cDNA FLJ41455 fis, clone BRSTN20122840.04926837 0.04381075 2.25486557

PISRT1 NR_027070.1 PISRT1 3 Homo sapiens polled intersex syndrome regulated transcript 1 (non-protein coding RNA) (PISRT1), non-coding RNA.0.02659627 0.02629064 2.25371271

HSPA7 NR_024151.1 HSPA7 1 Homo sapiens heat shock 70kDa protein 7 (HSP70B) (HSPA7), non-coding RNA.0.04610539 0.04148587 2.24877187
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LOC645478 XM_932922.1 LOC645478 16 PREDICTED: Homo sapiens hypothetical LOC645478 (LOC645478), mRNA.0.02472804 0.02477321 2.24831147

LOC146053 XM_933251.1 LOC146053 15 PREDICTED: Homo sapiens similar to ribosomal protein S3a, transcript variant 4 (LOC146053), mRNA.0.0370523 0.03456271 2.24544148

SLC22A15 NM_018420.1 SLC22A15 1 Homo sapiens solute carrier family 22 (organic cation transporter), member 15 (SLC22A15), mRNA.FLIPT1; DKFZp761G0313; PRO346860.03400154 0.0321268 2.24367894

OPHN1 NM_002547.1 OPHN1 X Homo sapiens oligophrenin 1 (OPHN1), mRNA.OPN1; MRX60 0.01659918 0.01758315 2.23869156

FLJ43276 NM_207382.1 FLJ43276 15 Homo sapiens FLJ43276 protein (FLJ43276), mRNA.0.00036203 0.00068726 2.23250852

LOC100129550NR_024618.1 LOC100129550 3 Homo sapiens hypothetical LOC100129550 (LOC100129550), non-coding RNA.0.00033371 0.00064281 2.22067389

C8orf17 NM_020237.1 C8ORF17 8 Homo sapiens chromosome 8 open reading frame 17 (C8orf17), mRNA.MOST-1 0.01875243 0.01949222 2.21770618

Hs.409403 HS.409403 2 xr75a07.x2 NCI_CGAP_Ov26 Homo sapiens cDNA clone IMAGE:2765940 3, mRNA sequence0.02188224 0.02226801 2.21740144

OAZ3 NM_016178.1 OAZ3 1 Homo sapiens ornithine decarboxylase antizyme 3 (OAZ3), mRNA.TISP15; OAZ-t 0.02735921 0.02688729 2.21302537

SLFN14 NM_001129820.1SLFN14 17 Homo sapiens schlafen family member 14 (SLFN14), mRNA.0.01807096 0.01889129 2.21007712

Hs.564805 HS.564805 15 602976638F1 NIH_MGC_12 Homo sapiens cDNA clone IMAGE:5115800 5, mRNA sequence0.00454167 0.00584119 2.20612788

HOXB3 NM_002146.3 HOXB3 17 Homo sapiens homeobox B3 (HOXB3), mRNA.HOX2; HOX2G; Hox-2.70.03349557 0.03172389 2.20554181

CASRL1 XM_293581.5 CASRL1 3 PREDICTED: Homo sapiens calcium-sensing receptor like 1 (CASRL1), mRNA.0.02446392 0.02455347 2.20251375

LOC651169 XM_942515.1 LOC651169 PREDICTED: Homo sapiens hypothetical protein LOC651169 (LOC651169), mRNA.0.02409413 0.02422112 2.20169069

VPS54 NM_016516.2 VPS54 2 Homo sapiens vacuolar protein sorting 54 homolog (S. cerevisiae) (VPS54), transcript variant 1, mRNA.hVps54L; HCC8; SLP-8p; VPS54L0.0237525 0.02391331 2.20156052

LOC340274 XR_017256.2 LOC340274 7 PREDICTED: Homo sapiens misc_RNA (LOC340274), miscRNA.0.0267591 0.02641291 2.20106629

CALHM1 NM_001001412.3CALHM1 10 Homo sapiens calcium homeostasis modulator 1 (CALHM1), mRNA.0.01037326 0.01183857 2.19969767

LOC644981 XM_932554.1 LOC644981 X PREDICTED: Homo sapiens hypothetical protein LOC644981 (LOC644981), mRNA.0.01647692 0.01747685 2.19883345

FLJ90680 NM_207475.1 FLJ90680 22 Homo sapiens FLJ90680 protein (FLJ90680), mRNA.0.05703915 0.04951143 2.19878739

ALB NM_000477.3 ALB 4 Homo sapiens albumin (ALB), mRNA.PRO1341; DKFZp779N1935; PRO0903; PRO08830.05462146 0.04775772 2.19831143

LOC392364 XM_928878.1 LOC392364 9 PREDICTED: Homo sapiens similar to nuclear pore membrane protein 121 (LOC392364), mRNA.0.0138989 0.01512451 2.19554963

SYCE2 NM_001105578.1SYCE2 19 Homo sapiens synaptonemal complex central element protein 2 (SYCE2), mRNA.CESC1 0.04912078 0.04370608 2.19382388

PHC3 NM_024947.2 PHC3 3 Homo sapiens polyhomeotic homolog 3 (Drosophila) (PHC3), mRNA.FLJ12729; HPH3; EDR3; DKFZp313K1221; FLJ12967; MGC881440.00011958 0.00027581 2.19149786

LOC644457 XM_929445.1 LOC644457 3 PREDICTED: Homo sapiens hypothetical protein LOC644457 (LOC644457), mRNA.0.04602031 0.04143056 2.18854448

Hs.538859 HS.538859 11 HSU48640 Human fetal brain QBoqin Homo sapiens cDNA clone HFBEST-22, mRNA sequence0.02956029 0.02866195 2.1857295

Hs.201858 HS.201858 3 BX097814 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGp998J213713, mRNA sequence0.05456086 0.04770949 2.1838544

KCNH4 NM_012285.1 KCNH4 17 Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), member 4 (KCNH4), mRNA.Kv12.3; ELK1; BEC20.01361637 0.01486685 2.1823626

LOC147645 XM_937000.1 LOC147645 PREDICTED: Homo sapiens hypothetical protein LOC147645 (LOC147645), mRNA.0.05337741 0.04681929 2.1803202

C4orf10 NR_015453.1 C4ORF10 4 Homo sapiens chromosome 4 open reading frame 10 (C4orf10), non-coding RNA.0.03265662 0.03107692 2.17689385

LOC100133459XM_001720054.1LOC100133459 PREDICTED: Homo sapiens hypothetical protein LOC100133459 (LOC100133459), partial mRNA.0.03853296 0.03572738 2.17328996

Hs.144714 HS.144714 10 BX095676 Soares_testis_NHT Homo sapiens cDNA clone IMAGp998I154418, mRNA sequence0.02731389 0.02684876 2.17033371

CFC1 NM_032545.2 CFC1 2 Homo sapiens cripto, FRL-1, cryptic family 1 (CFC1), mRNA.CRYPTIC; MGC133213; HTX20.00318536 0.0043057 2.16907563

GPR89C XM_936805.1 GPR89C 1 Homo sapiens G protein-coupled receptor 89C (GPR89C), mRNA.0.00225833 0.00321509 2.15978454

Hs.552282 HS.552282 8 Homo sapiens mRNA; cDNA DKFZp313P0125 (from clone DKFZp313P0125)0.02167525 0.02208811 2.15835627

ZNF502 NM_033210.3 ZNF502 3 Homo sapiens zinc finger protein 502 (ZNF502), mRNA.FLJ14855; FLJ125150.05703377 0.04951166 2.15448741

LOC642744 XM_926179.1 LOC642744 14 PREDICTED: Homo sapiens similar to Ribosome biogenesis protein BMS1 homolog (LOC642744), mRNA.0.00269965 0.00372784 2.15086391

TEP1 NM_007110.3 TEP1 14 Homo sapiens telomerase-associated protein 1 (TEP1), mRNA.VAULT2; TLP1; TROVE1; TP1; p2400.05108581 0.04512503 2.15043655

ANKZF1 NM_018089.1 ANKZF1 2 Homo sapiens ankyrin repeat and zinc finger domain containing 1 (ANKZF1), transcript variant 2, mRNA.ZNF744; FLJ13144; FLJ104150.00017226 0.00037209 2.1464585

LOC646334 XM_929268.1 LOC646334 3 PREDICTED: Homo sapiens similar to ATP synthase, H+ transporting, mitochondrial F0 complex, subunit f, isoform 2 (LOC646334), mRNA.0.00027018 0.00053766 2.14596915

LOC642183 XM_936339.1 LOC642183 PREDICTED: Homo sapiens similar to Polypeptide N-acetylgalactosaminyltransferase 9 (Protein-UDP acetylgalactosaminyltransferase 9) (UDP-GalNAc:polypeptide N-acetylgalactosaminyltransferase 9) (Polypeptide GalNAc transferase 9) (GalNAc-T9) (pp-GaNTase 9) (LOC642183), mRNA.0.04174454 0.0381647 2.14434791

Hs.538716 HS.538716 11 ob56a07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:1335348 3, mRNA sequence0.00269167 0.00371859 2.13376846

CD207 NM_015717.1 CD207 2 Homo sapiens CD207 molecule, langerin (CD207), mRNA.CLEC4K; LANGERIN0.01241054 0.01375396 2.13339537

Hs.516049 HS.516049 2 ho44f09.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:3040265 3, mRNA sequence0.04616807 0.04152523 2.13123471

LOC153328 NM_145282.1 LOC153328 5 Homo sapiens similar to CG4995 gene product (LOC153328), mRNA.0.03114266 0.02987598 2.13105179

MARK1 NM_018650.2 MARK1 1 Homo sapiens MAP/microtubule affinity-regulating kinase 1 (MARK1), mRNA.KIAA1477; MGC126512; MGC126513; MARK0.02519777 0.02513761 2.12710514

LIMK1 NM_002314.2 LIMK1 7 Homo sapiens LIM domain kinase 1 (LIMK1), mRNA.LIMK 0.04833233 0.04315334 2.12489255

C7orf54 NM_014411.2 C7ORF54 7 Homo sapiens chromosome 7 open reading frame 54 (C7orf54), mRNA.NSG-X; NAG8; MGC1383460.00060957 0.00106055 2.11908648

TEKT2 NM_014466.2 TEKT2 1 Homo sapiens tektin 2 (testicular) (TEKT2), mRNA.h-tektin-t; TEKTB10.03236846 0.03086295 2.11002194

Hs.584144 HS.584144 9 ty82e09.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2285608 3, mRNA sequence0.04487478 0.04057831 2.10939277

ATP6V1G2 NM_130463.2 ATP6V1G2 6 Homo sapiens ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G2 (ATP6V1G2), transcript variant 1, mRNA.NG38; ATP6G2; VMA10; ATP6G0.00093734 0.00152216 2.10636272

LOC440491 XM_498696.2 LOC440491 PREDICTED: Homo sapiens hypothetical LOC440491 (LOC440491), mRNA.0.04013238 0.03693324 2.10612585

LOC285908 NM_181722.2 LOC285908 7 Homo sapiens hypothetical protein LOC285908 (LOC285908), mRNA.0.00226402 0.0032211 2.08996021

BATF3 NM_018664.1 BATF3 1 Homo sapiens basic leucine zipper transcription factor, ATF-like 3 (BATF3), mRNA.JUNDM1; SNFT; BATF30.05112665 0.04515201 2.08757805

C2orf89 NM_001080824.1C2ORF89 2 Homo sapiens chromosome 2 open reading frame 89 (C2orf89), mRNA.FLJ46467 0.0059502 0.00738118 2.08492504

LOC643313 XM_933038.1 LOC643313 1 PREDICTED: Homo sapiens similar to hypothetical protein LOC284701, transcript variant 3 (LOC643313), mRNA.0.03819814 0.03546942 2.0798921

U1SNRNPBP NM_180703.1 U1SNRNPBP 12 Homo sapiens U11/U12 snRNP 35K (U1SNRNPBP), transcript variant 4, mRNA.MGC138160; HM-10.0001176 0.0002724 2.07818525

SEMA4A NM_022367.2 SEMA4A 1 Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4A (SEMA4A), mRNA.RP11-54H19.2; RP35; SEMB; SEMAB; FLJ12287; CORD100.01398349 0.01519771 2.07410966

LOC100128857XR_038035.1 LOC100128857 2 PREDICTED: Homo sapiens misc_RNA (LOC100128857), miscRNA.0.01114099 0.01256925 2.07295977

DCAF10 NM_024345.3 DCAF10 9 Homo sapiens DDB1 and CUL4 associated factor 10 (DCAF10), mRNA.MGC131781; MGC10765; FLJ232010.0006398 0.00110395 2.07195484

LOC646825 XM_929783.1 LOC646825 19 PREDICTED: Homo sapiens similar to zinc finger protein 91 (LOC646825), mRNA.0.04026766 0.03701503 2.05846432

ZNF707 NM_173831.2 ZNF707 8 Homo sapiens zinc finger protein 707 (ZNF707), transcript variant 1, mRNA.0.00786688 0.00934778 2.05593287

TNS1 NM_022648.3 TNS1 2 Homo sapiens tensin 1 (TNS1), mRNA.TNS; MGC885840.02808948 0.02747265 2.0501462

LOC728670 XM_932235.1 LOC728670 12 PREDICTED: Homo sapiens similar to NUAK family, SNF1-like kinase, 1 (LOC728670), mRNA.0.04945945 0.04394504 2.04425688

Hs.539159 HS.539159 12 wm19e03.x1 NCI_CGAP_Ut4 Homo sapiens cDNA clone IMAGE:2436412 3, mRNA sequence0.0148081 0.0159497 2.04206094

LOC388255 XM_370973.3 LOC388255 16 PREDICTED: Homo sapiens similar to Ig heavy chain V-III region VH26 precursor (LOC388255), mRNA.0.03966791 0.03659407 2.03769546

LOC727726 XM_937616.1 LOC727726 10 PREDICTED: Homo sapiens similar to poly (ADP-ribose) glycohydrolase (LOC727726), mRNA.0.01821353 0.01901314 2.03739572

SH3BP2 NM_003023.2 SH3BP2 4 Homo sapiens SH3-domain binding protein 2 (SH3BP2), mRNA.CRPM; CRBM; RES4-23; 3BP2; FLJ420790.00356728 0.00474592 2.03657098

CCDC22 NM_014008.1 CCDC22 X Homo sapiens coiled-coil domain containing 22 (CCDC22), mRNA.JM1; CXorf37 0.00317329 0.00429138 2.03293011

BLOC1S2 NM_001001342.1BLOC1S2 10 Homo sapiens biogenesis of lysosomal organelles complex-1, subunit 2 (BLOC1S2), transcript variant 2, mRNA.RP11-316M21.4; FLJ30135; MGC10120; BLOS20.03270974 0.0311106 2.03245879

FZD3 NM_017412.2 FZD3 8 Homo sapiens frizzled homolog 3 (Drosophila) (FZD3), mRNA.hFz3; Fz-3 0.03466103 0.03267253 2.02462063



 5.0 ACL-Dependent Upreg

CRBN NM_016302.2 CRBN 3 Homo sapiens cereblon (CRBN), mRNA.MGC27358; DKFZp781K0715; MRT2A7.8924E-07 5.6436E-06 2.02345241

LOC100129427XM_001714883.1LOC100129427 7 PREDICTED: Homo sapiens hypothetical protein LOC100129427 (LOC100129427), mRNA.0.03763017 0.03503471 2.02229834

LOC645836 XM_928820.1 LOC645836 8 PREDICTED: Homo sapiens similar to deubiquitinating enzyme 3 (LOC645836), mRNA.0.00656366 0.00802194 2.0216774

LOC650494 XM_944224.1 LOC650494 PREDICTED: Homo sapiens hypothetical protein LOC650494 (LOC650494), mRNA.0.05073388 0.04484125 2.01619277

FAM134C NM_178126.2 FAM134C 17 Homo sapiens family with sequence similarity 134, member C (FAM134C), mRNA.FLJ33806 0.00578781 0.00720418 2.0146562

LOC648972 XM_938049.1 LOC648972 PREDICTED: Homo sapiens similar to XAGE-3 protein (LOC648972), mRNA.0.05026331 0.04449256 2.01345508

LOC650140 XM_942374.1 LOC650140 PREDICTED: Homo sapiens hypothetical protein LOC650139, transcript variant 1 (LOC650140), mRNA.0.04680654 0.04199188 2.01109506

LOC651315 XM_940450.1 LOC651315 PREDICTED: Homo sapiens similar to patched domain containing 3 (LOC651315), mRNA.0.03583105 0.0336201 2.00553409

SEC14L2 NM_012429.1 SEC14L2 22 Homo sapiens SEC14-like 2 (S. cerevisiae) (SEC14L2), mRNA.KIAA1658; MGC65053; TAP1; KIAA1186; TAP; C22orf6; SPF0.00432827 0.00560121 1.99287681

LOC652404 XM_945472.1 LOC652404 PREDICTED: Homo sapiens hypothetical protein LOC652404 (LOC652404), mRNA.0.00422686 0.00549592 1.98927503

CLVS2 NM_001010852.2CLVS2 6 Homo sapiens clavesin 2 (CLVS2), mRNA.C6orf213; C6orf212; bA160A10.4; MGC1205720.04613039 0.04149985 1.98494308

Hs.197017 HS.197017 8 wa17h04.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2298391 3, mRNA sequence0.02942552 0.02854389 1.98278656

LOC643937 XM_927195.1 LOC643937 9 PREDICTED: Homo sapiens hypothetical protein LOC643937 (LOC643937), mRNA.0.05431378 0.04754555 1.97938346

ACSM2B NM_182617.2 ACSM2B 16 Homo sapiens acyl-CoA synthetase medium-chain family member 2B (ACSM2B), nuclear gene encoding mitochondrial protein, mRNA.HYST1046; HXMA; ACSM20.01475607 0.01590538 1.97239827

EPHX1 NM_000120.2 EPHX1 1 Homo sapiens epoxide hydrolase 1, microsomal (xenobiotic) (EPHX1), mRNA.EPOX; MEH; EPHX2.4627E-05 7.7363E-05 1.97121476

PHF8 NM_015107.1 PHF8 X Homo sapiens PHD finger protein 8 (PHF8), mRNA.ZNF422; MRXSSD; DKFZp686E0868; JHDM1F; KIAA11110.01570807 0.01676674 1.96553086

Hs.526484 HS.526484 15 UI-CF-EN1-ael-m-17-18-UI.s18 UI-CF-EN1 Homo sapiens cDNA clone UI-CF-EN1-ael-m-17-18-UI 3, mRNA sequence0.05434957 0.0475674 1.96546698

KIAA1545 XM_495939.2 KIAA1545 12 PREDICTED: Homo sapiens KIAA1545 protein (KIAA1545), mRNA.0.00792899 0.00941266 1.96540796

LOC652773 XM_942415.1 LOC652773 PREDICTED: Homo sapiens similar to Shwachman-Bodian-Diamond syndrome (predicted) (LOC652773), mRNA.0.02711162 0.02668582 1.9620027

LOC642468 XM_931123.1 LOC642468 4 PREDICTED: Homo sapiens hypothetical protein LOC642467, transcript variant 2 (LOC642468), mRNA.0.04502418 0.04070082 1.96073148

RAD51L3 NM_002878.2 RAD51L3 17 Homo sapiens RAD51-like 3 (S. cerevisiae) (RAD51L3), transcript variant 1, mRNA.R51H3; Trad; HsTRAD; RAD51D0.00248611 0.00348063 1.96019093

LOC441086 XM_499003.2 LOC441086 5 PREDICTED: Homo sapiens hypothetical gene supported by BC039003 (LOC441086), mRNA.0.02908065 0.02826247 1.95897757

ANKRD21 NM_174981.2 ANKRD21 21 Homo sapiens ankyrin repeat domain 21 (ANKRD21), mRNA.POTE-21; POTE21; POTE0.02082687 0.02134505 1.95703244

LOC651881 XM_942713.1 LOC651881 PREDICTED: Homo sapiens hypothetical protein LOC651881 (LOC651881), mRNA.0.01046933 0.01193114 1.95171305

MGC12760 XM_930480.1 MGC12760 1 PREDICTED: Homo sapiens hypothetical protein MGC12760, transcript variant 2 (MGC12760), mRNA.0.04759048 0.04259936 1.95128764

LOC401305 XM_376573.3 LOC401305 7 PREDICTED: Homo sapiens similar to beta-1,4-mannosyltransferase (LOC401305), mRNA.0.00068246 0.00116405 1.94006432

LOC651113 XM_942507.1 LOC651113 PREDICTED: Homo sapiens hypothetical protein LOC651113 (LOC651113), mRNA.0.04508692 0.04074074 1.93639123

LOC641765 XM_927822.1 LOC641765 7 PREDICTED: Homo sapiens similar to General transcription factor II-I repeat domain-containing protein 1 (GTF2I repeat domain-containing protein 1) (Muscle TFII-I repeat domain-containing protein 1) (General transcription factor III) (Slow-muscle-fiber enhancer binding pro... (LOC641765), mRNA.0.01922969 0.01992692 1.93560239

Hs.583755 HS.583755 8 Homo sapiens cDNA FLJ31059 fis, clone HSYRA20008320.04714016 0.04226094 1.93298672

LOC730286 XR_038094.1 LOC730286 7 PREDICTED: Homo sapiens misc_RNA (LOC730286), miscRNA.0.00188507 0.00275338 1.93185723

KLHL1 NM_020866.1 KLHL1 13 Homo sapiens kelch-like 1 (Drosophila) (KLHL1), mRNA.MRP2; KIAA1490; FLJ300470.05297729 0.04648692 1.93184671

THAP4 NM_015963.4 THAP4 2 Homo sapiens THAP domain containing 4 (THAP4), mRNA.CGI-36 0.00039411 0.00073918 1.93006419

ZNF215 NM_013250.1 ZNF215 11 Homo sapiens zinc finger protein 215 (ZNF215), mRNA.BAZ2 0.00051563 0.0009233 1.9206771

UNC13A XM_937931.1 UNC13A PREDICTED: Homo sapiens unc-13 homolog A (C. elegans) (UNC13A), mRNA.0.00832196 0.00982202 1.91518577

CEP76 NM_024899.2 CEP76 18 Homo sapiens centrosomal protein 76kDa (CEP76), mRNA.C18orf9; FLJ12542; HsT17050.00723926 0.00870696 1.9151486

LOC651137 XM_945836.1 LOC651137 PREDICTED: Homo sapiens similar to T-complex protein 10A homolog, transcript variant 3 (LOC651137), mRNA.0.03567771 0.03349773 1.90562748

LOC728070 XM_926169.1 LOC728070 16 PREDICTED: Homo sapiens similar to chromosome 16 open reading frame 54 (LOC728070), mRNA.0.03759142 0.03500978 1.90477138

LOC646307 XM_929245.1 LOC646307 1 PREDICTED: Homo sapiens hypothetical protein LOC646307 (LOC646307), mRNA.0.02169116 0.02209919 1.9024811

C7orf29 NM_138434.2 C7ORF29 7 Homo sapiens chromosome 7 open reading frame 29 (C7orf29), mRNA.0.04478726 0.04052005 1.90156204

SLC26A2 NM_000112.2 SLC26A2 5 Homo sapiens solute carrier family 26 (sulfate transporter), member 2 (SLC26A2), mRNA.DTDST; MSTP157; MST153; D5S1708; DTD; EDM40.00072771 0.00122882 1.90063575

SELE NM_000450.1 SELE 1 Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA.LECAM2; ESEL; ELAM; CD62E; ELAM10.02053729 0.02108274 1.89997429

Hs.443534 HS.443534 4 BX117171 NCI_CGAP_Co3 Homo sapiens cDNA clone IMAGp998J142299, mRNA sequence0.03720706 0.03469232 1.89993085

LOC652541 XM_942032.1 LOC652541 PREDICTED: Homo sapiens hypothetical protein LOC652541 (LOC652541), mRNA.0.00770858 0.00918331 1.89803229

NCRNA00094 NR_015427.1 NCRNA00094 Homo sapiens non-protein coding RNA 94 (NCRNA00094), non-coding RNA.0.02776323 0.02721727 1.89454939

Hs.444939 HS.444939 1 AV744922 CB Homo sapiens cDNA clone CBMAJE08 5, mRNA sequence0.004359 0.0056335 1.89398636

LOC645113 XM_930333.1 LOC645113 22 PREDICTED: Homo sapiens hypothetical protein LOC645113 (LOC645113), mRNA.0.03658477 0.03419931 1.89211639

FLJ30092 XM_933560.1 FLJ30092 12 PREDICTED: Homo sapiens AF-1 specific protein phosphatase, transcript variant 3 (FLJ30092), mRNA.0.04027025 0.03701353 1.89207629

LOC654115 XM_939598.1 LOC654115 PREDICTED: Homo sapiens similar to mitochondrial isoleucine tRNA synthetase (LOC654115), mRNA.0.03312829 0.03142353 1.89117114

LOC100131507XR_038156.1 LOC100131507 PREDICTED: Homo sapiens misc_RNA (LOC100131507), miscRNA.0.02294435 0.0232169 1.89097324

CPXM1 NM_019609.3 CPXM1 20 Homo sapiens carboxypeptidase X (M14 family), member 1 (CPXM1), mRNA.CPX1; CPXM 0.02539273 0.02528897 1.88648652

ZNF292 XM_943726.1 ZNF292 6 Homo sapiens zinc finger protein 292 (ZNF292), mRNA.bA393I2.3; KIAA0530; ZFP292; FLJ13564; Zn-15; FLJ41479; ZN-16; Nbla003650.0246312 0.02469876 1.88632386

LOC650028 XM_939119.1 LOC650028 PREDICTED: Homo sapiens similar to voltage-gated sodium channel type V alpha isoform b (LOC650028), mRNA.0.02801824 0.02742437 1.88298078

SULT6B1 NM_001032377.1SULT6B1 2 Homo sapiens sulfotransferase family, cytosolic, 6B, member 1 (SULT6B1), mRNA.0.01737102 0.01830351 1.88131443

GNRH1 NM_000825.2 GNRH1 8 Homo sapiens gonadotropin-releasing hormone 1 (luteinizing-releasing hormone) (GNRH1), transcript variant 1, mRNA.LHRH; LNRH; GRH; GNRH0.04088599 0.03750091 1.87978881

DCD NM_053283.1 DCD 12 Homo sapiens dermcidin (DCD), mRNA.MGC71930; DCD-1; PIF; HCAP; DSEP; AIDD0.02933098 0.02846163 1.87827962

NIT1 NM_005600.1 NIT1 1 Homo sapiens nitrilase 1 (NIT1), mRNA.MGC57670 0.02799152 0.02740433 1.87792449

Hs.540255 HS.540255 15 DB299844 BRACE3 Homo sapiens cDNA clone BRACE3027682 3, mRNA sequence0.03915389 0.036196 1.87329577

LOC651617 XM_940799.1 LOC651617 PREDICTED: Homo sapiens similar to phospholipase D family, member 5 (LOC651617), mRNA.0.0492771 0.04381408 1.87249943

MIR614 NR_030345.1 MIR614 Homo sapiens microRNA 614 (MIR614), microRNA.0.00149729 0.00226504 1.87062951

SPTLC2 NM_004863.2 SPTLC2 14 Homo sapiens serine palmitoyltransferase, long chain base subunit 2 (SPTLC2), mRNA.SPT2; KIAA0526; LCB20.03277659 0.03116067 1.86926718

GBP4 NM_052941.2 GBP4 1 Homo sapiens guanylate binding protein 4 (GBP4), mRNA.Mpa2 0.04719944 0.04230111 1.8691309

Hs.224854 HS.224854 12 UI-H-EU0-azt-h-09-0-UI.s1 NCI_CGAP_Car1 Homo sapiens cDNA clone IMAGE: 5853368 3, mRNA sequence0.02875244 0.02798379 1.8666695

ZNF155 NM_198089.1 ZNF155 19 Homo sapiens zinc finger protein 155 (ZNF155), transcript variant 1, mRNA.MGC161655; pHZ-960.0527372 0.0463133 1.86592476

CPT1B NM_152247.1 CPT1B Homo sapiens carnitine palmitoyltransferase 1B (muscle) (CPT1B), nuclear gene encoding mitochondrial protein, transcript variant 4, mRNA.CPT1-M; KIAA1670; M-CPT10.00427874 0.0055494 1.86555622

C15orf32 NM_153040.1 C15ORF32 15 Homo sapiens chromosome 15 open reading frame 32 (C15orf32), mRNA.FLJ32831; MGC129837; MGC1298360.0194376 0.02011149 1.85852652

LOC400509 XM_942431.1 LOC400509 PREDICTED: Homo sapiens similar to FLJ12363 protein (LOC400509), mRNA.0.05124026 0.04523414 1.85815099

MGC22014 XM_942026.1 MGC22014 PREDICTED: Homo sapiens hypothetical protein MGC22014 (MGC22014), mRNA.0.01352228 0.01478068 1.85493099

Hs.540722 HS.540722 17 ti70d10.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2137363 3, mRNA sequence0.01021662 0.01168109 1.85406207

LOC647920 XM_943115.1 LOC647920 PREDICTED: Homo sapiens hypothetical protein LOC647920 (LOC647920), mRNA.0.04213908 0.03847729 1.85064714

WDFY3 NM_178583.1 WDFY3 4 Homo sapiens WD repeat and FYVE domain containing 3 (WDFY3), transcript variant 2, mRNA.ALFY; KIAA0993; ZFYVE25; MGC164610.01818589 0.01900012 1.84411604
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FLJ25169 NM_152568.1 FLJ25169 8 Homo sapiens hypothetical protein FLJ25169 (FLJ25169), mRNA.0.03984502 0.03671885 1.83927664

FBXW2 NM_012164.2 FBXW2 9 Homo sapiens F-box and WD-40 domain protein 2 (FBXW2), mRNA.FBW2; Fwd2; Md60.00055021 0.00097645 1.83661898

PIK3R4 NM_014602.1 PIK3R4 3 Homo sapiens phosphoinositide-3-kinase, regulatory subunit 4, p150 (PIK3R4), mRNA.MGC102700; p150; VPS150.04560075 0.04115842 1.83549627

KDM6B NM_001080424.1KDM6B 17 Homo sapiens lysine (K)-specific demethylase 6B (KDM6B), mRNA.KIAA0346 0.04718088 0.04228879 1.8353512

GEN1 NM_182625.2 GEN1 2 Homo sapiens Gen homolog 1, endonuclease (Drosophila) (GEN1), mRNA.FLJ40869; DKFZp781F0986; Gen0.01550153 0.01658866 1.83290452

P76 NM_173542.2 P76 12 Homo sapiens mannose-6-phosphate protein p76 (P76), mRNA.0.02718795 0.02675194 1.82944999

Hs.171169 HS.171169 8 AGENCOURT_13640441 NIH_MGC_186 Homo sapiens cDNA clone IMAGE:30323435 5, mRNA sequence0.02964106 0.0287244 1.82941974

LOC283514 NM_198849.1 LOC283514 13 Homo sapiens similar to seven in absentia 2 (LOC283514), mRNA.0.05603399 0.04880308 1.82721749

CD2 NM_001767.2 CD2 1 Homo sapiens CD2 molecule (CD2), mRNA.SRBC; T11 0.03636319 0.03402118 1.82673823

Hs.545589 HS.545589 Human small nuclear RNA U6atac, partial sequence0.0373925 0.03484301 1.82606229

Hs.540335 HS.540335 15 UI-H-ED1-axx-k-12-0-UI.s1 NCI_CGAP_ED1 Homo sapiens cDNA clone IMAGE:5835011 3, mRNA sequence0.00199704 0.00289 1.82104365

CHTF8 NM_001002847.1CHTF8 16 Homo sapiens CTF8, chromosome transmission fidelity factor 8 homolog (S. cerevisiae) (CHTF8), transcript variant 2, mRNA.FLJ20400; DERPC0.01990303 0.0205277 1.81962574

ZNF519 XM_940357.1 ZNF519 PREDICTED: Homo sapiens zinc finger protein 519 (ZNF519), mRNA.0.04562427 0.04116694 1.81890116

TRIM60 NM_152620.2 TRIM60 4 Homo sapiens tripartite motif-containing 60 (TRIM60), mRNA.RNF33; RNF129; FLJ35882; MGC1193250.00644199 0.00789414 1.81727515

CEP170 NM_014812.1 CEP170 1 Homo sapiens centrosomal protein 170kDa (CEP170), transcript variant alpha, mRNA.FAM68A; KAB; KIAA04700.02448263 0.02456663 1.81585023

CORO2B NM_006091.1 CORO2B 15 Homo sapiens coronin, actin binding protein, 2B (CORO2B), mRNA.KIAA0925; CLIPINC0.0362308 0.03392264 1.8058752

CYP2C18 NM_000772.1 CYP2C18 10 Homo sapiens cytochrome P450, family 2, subfamily C, polypeptide 18 (CYP2C18), mRNA.CYP2C17; DKFZp686I24235; CPCI; CYP2C; P450-6B/29C; P450IIC170.03473916 0.03273562 1.80573199

MUC6 XM_939286.1 MUC6 11 Homo sapiens mucin 6, oligomeric mucus/gel-forming (MUC6), mRNA.MUC6 mucin 0.00415104 0.00541822 1.8020731

MED23 NM_015979.2 MED23 6 Homo sapiens mediator complex subunit 23 (MED23), transcript variant 2, mRNA.MED23; DKFZp434H0117; CRSP3; DRIP130; CRSP133; CRSP130; SUR20.00086001 0.00141412 1.79914697

EPB41L1 NM_177996.1 EPB41L1 20 Homo sapiens erythrocyte membrane protein band 4.1-like 1 (EPB41L1), transcript variant 2, mRNA.KIAA0338; 4.1N; DKFZp686H17242; MGC110720.01747274 0.01839302 1.79886778

Hs.401073 HS.401073 5 UI-H-FL1-bgw-g-15-0-UI.s1 NCI_CGAP_FL1 Homo sapiens cDNA clone UI-H-FL1-bgw-g-15-0-UI 3, mRNA sequence0.02730782 0.02684581 1.79519641

ACVR1C NM_145259.1 ACVR1C 2 Homo sapiens activin A receptor, type IC (ACVR1C), mRNA.ACVRLK7; ALK7 0.02905351 0.02823922 1.78724616

SIL1 NM_001037633.1SIL1 5 Homo sapiens SIL1 homolog, endoplasmic reticulum chaperone (S. cerevisiae) (SIL1), transcript variant 1, mRNA.MSS; BAP; ULG5 3.193E-06 1.5909E-05 1.78590075

TRAPPC6A NM_024108.1 TRAPPC6A 19 Homo sapiens trafficking protein particle complex 6A (TRAPPC6A), mRNA.MGC2650; TRS33; HSPC2890.00143708 0.00218943 1.78284679

LOC131691 XM_001721978.1LOC131691 PREDICTED: Homo sapiens similar to peptidyl-Pro cis trans isomerase (LOC131691), mRNA.0.02592155 0.02570185 1.78172206

DDX49 NM_019070.3 DDX49 19 Homo sapiens DEAD (Asp-Glu-Ala-Asp) box polypeptide 49 (DDX49), mRNA.FLJ10432; R27090_20.00153734 0.00231485 1.77165307

OR8J3 NM_001004064.1OR8J3 11 Homo sapiens olfactory receptor, family 8, subfamily J, member 3 (OR8J3), mRNA.OR11-173 0.00331319 0.00445379 1.76681058

SPG20 NM_015087.3 SPG20 13 Homo sapiens spastic paraplegia 20 (Troyer syndrome) (SPG20), mRNA.TAHCCP1; KIAA0610; SPARTIN0.03703608 0.03455493 1.76508119

LYRM5 NM_001001660.1LYRM5 12 Homo sapiens LYR motif containing 5 (LYRM5), mRNA.0.00026549 0.00053109 1.76200918

WDFY4 NM_020945.1 WDFY4 10 Homo sapiens WDFY family member 4 (WDFY4), mRNA.0.0384725 0.03569018 1.75826248

LOC654069 XM_945683.1 LOC654069 PREDICTED: Homo sapiens similar to R3H domain protein KIAA1002, transcript variant 2 (LOC654069), mRNA.0.00100642 0.00161639 1.75546061

C6 NM_000065.1 C6 5 Homo sapiens complement component 6 (C6), mRNA.0.05263242 0.04623517 1.75476199

CLEC4E NM_014358.1 CLEC4E 12 Homo sapiens C-type lectin domain family 4, member E (CLEC4E), mRNA.CLECSF9; MINCLE0.03441041 0.03247117 1.7537305

LOC652353 XM_941781.1 LOC652353 PREDICTED: Homo sapiens similar to Sorbitol dehydrogenase (L-iditol 2-dehydrogenase) (LOC652353), mRNA.0.05536544 0.04830712 1.75258786

TBC1D13 NM_018201.2 TBC1D13 9 Homo sapiens TBC1 domain family, member 13 (TBC1D13), mRNA.RP11-545E17.5; FLJ107430.00968297 0.01116845 1.74843295

AMDHD2 NM_015944.2 AMDHD2 16 Homo sapiens amidohydrolase domain containing 2 (AMDHD2), mRNA.CGI-14 0.00282364 0.00387225 1.7465431

CA4 NM_000717.2 CA4 17 Homo sapiens carbonic anhydrase IV (CA4), mRNA.Car4; CAIV; RP170.03341735 0.0316669 1.73713059

ZNF75D NM_007131.2 ZNF75D X Homo sapiens zinc finger protein 75D (ZNF75D), mRNA.MGC126327; ZNF75D; D8C6; ZNF820.02679427 0.0264387 1.73413913

LOC100130233XR_038429.1 LOC100130233 PREDICTED: Homo sapiens misc_RNA (LOC100130233), miscRNA.0.02691553 0.02653149 1.73121745

TBKBP1 NM_014726.1 TBKBP1 17 Homo sapiens TBK1 binding protein 1 (TBKBP1), mRNA.ProSAPiP2; KIAA07750.02172951 0.02212798 1.73035614

Hs.445277 HS.445277 2 UI-H-EZ1-bcb-b-23-0-UI.s1 NCI_CGAP_Ch2 Homo sapiens cDNA clone UI-H-EZ1-bcb-b-23-0-UI 3, mRNA sequence0.04967211 0.04407596 1.72240388

DGCR11 NR_024157.1 DGCR11 22 Homo sapiens DiGeorge syndrome critical region gene 11 (DGCR11), non-coding RNA.0.02872314 0.02796458 1.71745349

KIAA0527 XM_940465.1 KIAA0527 PREDICTED: Homo sapiens KIAA0527 protein (KIAA0527), mRNA.0.00882646 0.01032716 1.71376665

LOC647876 XM_943078.1 LOC647876 PREDICTED: Homo sapiens hypothetical protein LOC647876 (LOC647876), mRNA.0.04167068 0.03810511 1.71241901

LOC727732 NM_031862.1 LOC727732 17 PREDICTED: Homo sapiens similar to neighbor of BRCA1 gene 1, transcript variant 1 (LOC727732), mRNA.0.04883018 0.04350046 1.70859636

MLLT1 NM_005934.2 MLLT1 19 Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 1 (MLLT1), mRNA.ENL; YEATS1; LTG190.04503998 0.04070672 1.70858005

Hs.550285 HS.550285 12 7i71a09.y1 NCI_CGAP_Brn20 Homo sapiens cDNA clone IMAGE:3340120 5, mRNA sequence0.03863532 0.03579581 1.70402548

UBE2S NM_014501.2 UBE2S 19 Homo sapiens ubiquitin-conjugating enzyme E2S (UBE2S), mRNA.E2EPF; E2-EPF; EPF50.04517082 0.04080395 1.69004552

USP14 NM_001037334.1USP14 18 Homo sapiens ubiquitin specific peptidase 14 (tRNA-guanine transglycosylase) (USP14), transcript variant 2, mRNA.TGT 0.00105842 0.00168939 1.68613425

FBXW5 NM_178226.1 FBXW5 9 Homo sapiens F-box and WD-40 domain protein 5 (FBXW5), transcript variant 3, mRNA.RP11-229P13.10; DKFZP434B205; Fbw5; MGC209620.0274276 0.02694545 1.67927565

YJEFN3 NM_198537.1 YJEFN3 19 Homo sapiens YjeF N-terminal domain containing 3 (YJEFN3), nuclear gene encoding mitochondrial protein, mRNA.MGC138490 0.04562448 0.0411629 1.67867055

EFCAB4A NM_173584.2 EFCAB4A 11 Homo sapiens EF-hand calcium binding domain 4A (EFCAB4A), mRNA.MGC45840; FLJ46033; MGC888580.04587419 0.04132445 1.678475

LOC646048 XR_017059.2 LOC646048 19 PREDICTED: Homo sapiens similar to cytoskeletal beta actin (LOC646048), mRNA.0.04016633 0.03694898 1.67114252

HINFP NM_015517.3 HINFP 11 Homo sapiens histone H4 transcription factor (HINFP), transcript variant 1, mRNA.ZNF743; HiNF-P; DKFZP434F1620.00195442 0.00284002 1.66698561

LOC100129478XM_001723250.1LOC100129478 PREDICTED: Homo sapiens hypothetical protein LOC100129478 (LOC100129478), mRNA.0.02807265 0.0274715 1.66593168

REV3L NM_002912.1 REV3L 6 Homo sapiens REV3-like, catalytic subunit of DNA polymerase zeta (yeast) (REV3L), mRNA.POLZ; REV3 0.02781776 0.02726464 1.66426596

INPP5K NM_130766.2 INPP5K 17 Homo sapiens inositol polyphosphate-5-phosphatase K (INPP5K), transcript variant 2, mRNA.0.0283302 0.02764952 1.66348376

SPNS3 NM_182538.3 SPNS3 17 Homo sapiens spinster homolog 3 (Drosophila) (SPNS3), mRNA.MGC29671 0.05018784 0.04444817 1.6620928

LOC100134329XM_001713828.1LOC100134329 PREDICTED: Homo sapiens hypothetical protein LOC100134329 (LOC100134329), mRNA.0.04817389 0.04303815 1.65800009

ZFAND3 NM_021943.1 ZFAND3 6 Homo sapiens zinc finger, AN1-type domain 3 (ZFAND3), mRNA.FLJ13222; TEX270.00241603 0.00340151 1.65604744

DKFZP434L187XM_496054.2 DKFZP434L187 15 PREDICTED: Homo sapiens DKFZP434L187 protein (DKFZP434L187), mRNA.0.04611615 0.0414913 1.65263614

FLJ39739 XM_936515.1 FLJ39739 PREDICTED: Homo sapiens FLJ39739 protein (FLJ39739), mRNA.0.01058991 0.01205291 1.65066422

TRAPPC6B NM_001079537.1TRAPPC6B 14 Homo sapiens trafficking protein particle complex 6B (TRAPPC6B), transcript variant 1, mRNA.8.1181E-06 3.2244E-05 1.64730997

Hs.566740 HS.566740 UI-H-BW1-anr-b-09-0-UI.s1 NCI_CGAP_Sub7 Homo sapiens cDNA clone IMAGE:3083104 3, mRNA sequence0.03878766 0.03591041 1.64464648

PGAP3 NM_033419.3 PGAP3 17 Homo sapiens post-GPI attachment to proteins 3 (PGAP3), mRNA.CAB2; AGLA546; PP1498; MGC9753; PGAP30.03589705 0.03366403 1.63967203

BLCAP NM_006698.2 BLCAP 20 Homo sapiens bladder cancer associated protein (BLCAP), mRNA.BC10 5.4322E-05 0.00014611 1.63330773

LOC642856 XM_926250.1 LOC642856 X PREDICTED: Homo sapiens hypothetical protein LOC642856 (LOC642856), mRNA.0.04375424 0.03972061 1.62413966

SLC35A2 NM_001032289.1SLC35A2 X Homo sapiens solute carrier family 35 (UDP-galactose transporter), member A2 (SLC35A2), transcript variant 2, mRNA.UGALT; UGT2; UGT1; UGT; UGTL; UGAT2.007E-05 6.6127E-05 1.61809652

AGER NM_001136.3 AGER 6 Homo sapiens advanced glycosylation end product-specific receptor (AGER), transcript variant 1, mRNA.MGC22357; RAGE0.02146237 0.02191189 1.61628244

LOC100129539XR_037837.1 LOC100129539 PREDICTED: Homo sapiens misc_RNA (LOC100129539), miscRNA.0.02031966 0.020896 1.61450014
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LOC730262 XM_371302.3 LOC730262 1 PREDICTED: Homo sapiens similar to peptidylprolyl isomerase A (cyclophilin A)-like 4 (LOC730262), mRNA.0.00440553 0.00568526 1.60755197

CCDC40 XM_934511.1 CCDC40 17 PREDICTED: Homo sapiens coiled-coil domain containing 40, transcript variant 4 (CCDC40), mRNA.0.02241805 0.02274467 1.60161433

LAMA2 NM_000426.3 LAMA2 6 Homo sapiens laminin, alpha 2 (LAMA2), transcript variant 1, mRNA.LAMM 0.02496745 0.02495607 1.59667485

UNKL NM_001037125.1UNKL 16 Homo sapiens unkempt homolog (Drosophila)-like (UNKL), transcript variant 2, mRNA.MGC5179; ZC3HDC5L; FLJ12623; KIAA0734; ZC3H5L; C16orf28; FLJ233600.05072596 0.04483876 1.59437981

LOC644624 XM_934133.1 LOC644624 4 PREDICTED: Homo sapiens hypothetical protein LOC644624, transcript variant 2 (LOC644624), mRNA.0.00256819 0.00357501 1.59096221

CCDC71 NM_022903.2 CCDC71 3 Homo sapiens coiled-coil domain containing 71 (CCDC71), mRNA.FLJ13629; FLJ128000.00439008 0.005667 1.59025374

RNU6ATAC NR_023344.1 RNU6ATAC 9 Homo sapiens RNA, U6atac small nuclear (U12-dependent splicing) (RNU6ATAC), small nuclear RNA.0.02670162 0.02636507 1.58813161

IL2RA NM_000417.1 IL2RA 10 Homo sapiens interleukin 2 receptor, alpha (IL2RA), mRNA.CD25; IL2R; IDDM10; TCGFR0.05707241 0.0495305 1.58627632

Hs.580000 HS.580000 2 ho33b03.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3039149 3, mRNA sequence0.04949363 0.0439576 1.58187643

Hs.534809 HS.534809 7 TC121268 Human fetal brain, large insert, pCMV expression library Homo sapiens cDNA clone TC121268 5 similar to PREDICTED: Homo sapiens hypothetical LOC401433 (LOC401433), mRNA sequence0.04680003 0.04199033 1.58074253

ARHGAP23 XM_930977.1 ARHGAP23 17 PREDICTED: Homo sapiens Rho GTPase activating protein 23, transcript variant 1 (ARHGAP23), mRNA.0.0047312 0.00605301 1.57899684

PATE2 NM_212555.1 PATE2 11 Homo sapiens prostate and testis expressed 2 (PATE2), mRNA.UNQ3112 0.00460359 0.0059113 1.57759702

GCDH NM_013976.2 GCDH 19 Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.GCD; ACAD5 0.00574161 0.00715479 1.57439259

KLHL18 NM_025010.2 KLHL18 3 Homo sapiens kelch-like 18 (Drosophila) (KLHL18), mRNA.FLJ13703; KIAA07950.00507364 0.00643111 1.57236817

VAC14 NM_018052.3 VAC14 PREDICTED: Homo sapiens Vac14 homolog (S. cerevisiae) (VAC14), mRNA.0.01843866 0.01921159 1.57193786

LOC642602 XM_926081.1 LOC642602 8 PREDICTED: Homo sapiens similar to spermatogenesis and centriole associated 1 (LOC642602), mRNA.0.04665646 0.04189151 1.56785625

ALOX15 NM_001140.3 ALOX15 17 Homo sapiens arachidonate 15-lipoxygenase (ALOX15), mRNA.15-LOX2 0.00494673 0.00628932 1.56566842

FCAMR NM_032029.2 FCAMR Homo sapiens Fc receptor, IgA, IgM, high affinity (FCAMR), mRNA.FCA/MR; FKSG870.02652811 0.02623804 1.56236774

TAS1R2 NM_152232.1 TAS1R2 1 Homo sapiens taste receptor, type 1, member 2 (TAS1R2), mRNA.T1R2; GPR71; TR20.04825829 0.04310039 1.56102972

NSUN5B NM_148980.1 NSUN5B 7 Homo sapiens NOP2/Sun domain family, member 5B (NSUN5B), transcript variant 1, mRNA.WBSCR20B; MGC1298019.0121E-06 3.4957E-05 1.55908775

CD200R1 NM_138940.2 CD200R1 3 Homo sapiens CD200 receptor 1 (CD200R1), transcript variant 3, mRNA.HCRTR2; CD200R; MOX2R; OX2R0.04282695 0.03899176 1.55635985

SCARNA14 NR_004388.1 SCARNA14 15 Homo sapiens small Cajal body-specific RNA 14 (SCARNA14), guide RNA.U100 4.5643E-05 0.00012693 1.55237521

JAGN1 NM_032492.3 JAGN1 3 Homo sapiens jagunal homolog 1 (Drosophila) (JAGN1), mRNA.0.02449414 0.02457536 1.55110378

OPN5 NM_181744.2 OPN5 6 Homo sapiens opsin 5 (OPN5), transcript variant 1, mRNA.PGR12; TMEM13; GPR1360.04870712 0.0434261 1.5485414

AYP1p1 XR_001434.1 AYP1P1 PREDICTED: Homo sapiens AYP1 pseudogene 1 (AYP1p1), misc RNA.0.00123088 0.00192063 1.54805442

LOC728452 XM_932756.1 LOC728452 5 PREDICTED: Homo sapiens similar to nuclear pore membrane protein 121 (LOC728452), mRNA.0.04202297 0.03839125 1.54365736

Hs.576292 HS.576292 1 602658226F2 NCI_CGAP_Skn3 Homo sapiens cDNA clone IMAGE:4801470 5, mRNA sequence0.03670206 0.03427974 1.54254998

FUBP1 NM_003902.3 FUBP1 1 Homo sapiens far upstream element (FUSE) binding protein 1 (FUBP1), mRNA.FBP; FUBP 0.03349159 0.03172355 1.53881777

LOC440225 XR_042392.1 LOC440225 PREDICTED: Homo sapiens misc_RNA (LOC440225), miscRNA.0.00415681 0.00542171 1.53643979

RAB15 NM_198686.1 RAB15 14 Homo sapiens RAB15, member RAS onocogene family (RAB15), mRNA.0.02272957 0.02302081 1.5359365

LOC641772 XM_935895.1 LOC641772 PREDICTED: Homo sapiens hypothetical protein LOC641772, transcript variant 2 (LOC641772), mRNA.0.05128761 0.04526682 1.53347607

Hs.560357 HS.560357 te46f04.x1 Soares_NhHMPu_S1 Homo sapiens cDNA clone IMAGE:2089759 3, mRNA sequence0.04965741 0.04406737 1.53345098

AFF1 NM_005935.1 AFF1 4 Homo sapiens AF4/FMR2 family, member 1 (AFF1), mRNA.MLLT2; MGC134969; AF4-MLL; MLL/AF4; PBM1; AF4; AF-40.04965218 0.04406719 1.53287097

GTF2E1 NM_005513.1 GTF2E1 3 Homo sapiens general transcription factor IIE, polypeptide 1 (alpha subunit, 56kD) (GTF2E1), mRNA.TFIIE-A; FE 0.00026887 0.00053566 1.5323097

SLC48A1 NM_017842.2 SLC48A1 12 Homo sapiens solute carrier family 48 (heme transporter), member 1 (SLC48A1), mRNA.0.01207061 0.01344516 1.52692385

KRT23 NM_015515.3 KRT23 17 Homo sapiens keratin 23 (histone deacetylase inducible) (KRT23), mRNA.MGC26158; CK23; DKFZP434G032; K23; HAIK10.02116478 0.0216408 1.52418451

TBC1D3G NM_001040282.1TBC1D3G 17 Homo sapiens TBC1 domain family, member 3G (TBC1D3G), mRNA.0.00405408 0.00531299 1.52028098

LOC642897 NM_182749.1 LOC642897 11 PREDICTED: Homo sapiens misc_RNA (LOC642897), miscRNA.0.00121055 0.00189396 1.51594157

SSSCA1 NM_006396.1 SSSCA1 11 Homo sapiens Sjogren syndrome/scleroderma autoantigen 1 (SSSCA1), mRNA.p27 0.02976926 0.02882316 1.51074952

LOC339240 NR_001443.1 LOC339240 17 Homo sapiens keratin pseudogene (LOC339240), non-coding RNA.0.04420828 0.04007474 1.50643393

LOC390387 XR_000589.1 LOC390387 13 PREDICTED: Homo sapiens similar to Striatin (LOC390387), misc RNA.0.025426 0.02531061 1.5048964

LOC100134634XM_001726406.1LOC100134634 7 PREDICTED: Homo sapiens hypothetical protein LOC100134634 (LOC100134634), mRNA.0.00403748 0.00529282 1.50178392

LGALS8 NM_201544.1 LGALS8 1 Homo sapiens lectin, galactoside-binding, soluble, 8 (LGALS8), transcript variant 3, mRNA.Gal-8; PCTA-1; Po66-CBP; PCTA10.0539404 0.04727531 1.50045802

ELOVL1 NM_022821.2 ELOVL1 1 Homo sapiens elongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 1 (ELOVL1), mRNA.CGI-88; Ssc1 0.0023843 0.00336495 1.49777161

LOC100131139XR_037336.1 LOC100131139 PREDICTED: Homo sapiens misc_RNA (LOC100131139), miscRNA.0.02469849 0.02474926 1.49490604

FAM21B XM_932746.1 FAM21B 10 PREDICTED: Homo sapiens family with sequence similarity 21, member B, transcript variant 3 (FAM21B), mRNA.0.02872666 0.02796491 1.49448764

SC5DL NM_006918.3 SC5DL 11 Homo sapiens sterol-C5-desaturase (ERG3 delta-5-desaturase homolog, S. cerevisiae)-like (SC5DL), transcript variant 1, mRNA.ERG3; SC5D; S5DES1.15E-05 4.2483E-05 1.4937828

TRIM13 NM_213590.1 TRIM13 13 Homo sapiens tripartite motif-containing 13 (TRIM13), transcript variant 3, mRNA.RNF77; CAR; LEU5; RFP2; TRIM13; DLEU50.00118409 0.0018582 1.48878558

MIR761 NR_031580.1 MIR761 Homo sapiens microRNA 761 (MIR761), microRNA.0.01799472 0.01882504 1.48868918

TBCC NM_003192.1 TBCC 6 Homo sapiens tubulin folding cofactor C (TBCC), mRNA.CFC 0.01519071 0.01630975 1.48558297

RABGEF1 NM_014504.1 RABGEF1 7 Homo sapiens RAB guanine nucleotide exchange factor (GEF) 1 (RABGEF1), mRNA.rabex-5; FLJ32302; RABEX50.03561148 0.03344986 1.48320997

LOC728686 XR_038523.1 LOC728686 PREDICTED: Homo sapiens misc_RNA (LOC728686), miscRNA.0.00431325 0.00558425 1.48146637

NBPF3 XM_939326.1 NBPF3 PREDICTED: Homo sapiens neuroblastoma breakpoint family, member 3 (NBPF3), mRNA.0.01114977 0.01257592 1.48133734

TAF7 NM_005642.2 TAF7 5 Homo sapiens TAF7 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 55kDa (TAF7), mRNA.TAFII55; TAF2F 6.2691E-05 0.00016322 1.48089101

CD55 NM_000574.2 CD55 1 Homo sapiens CD55 molecule, decay accelerating factor for complement (Cromer blood group) (CD55), mRNA.CR; TC; DAF 0.0095454 0.01103879 1.48026196

DNAJB9 NM_012328.1 DNAJB9 7 Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 9 (DNAJB9), mRNA.MSTP049; MDG1; DKFZP564F1862; MST049; ERdj40.00085388 0.00140562 1.47774779

Hs.159057 HS.159057 22 Homo sapiens hypothetical protein LOC284933, mRNA (cDNA clone IMAGE:4831271)0.03845232 0.03567523 1.47456609

UBAP2 NM_018449.2 UBAP2 9 Homo sapiens ubiquitin associated protein 2 (UBAP2), mRNA.FLJ22435; KIAA1491; FLJ46567; bA176F3.5; FLJ439470.00031717 0.0006154 1.47364217

DNAL1 NM_031427.1 DNAL1 14 Homo sapiens dynein, axonemal, light chain 1 (DNAL1), mRNA.C14orf168; MGC124350.02703285 0.02662322 1.47224637

ZNF136 XM_936978.1 ZNF136 PREDICTED: Homo sapiens zinc finger protein 136 (clone pHZ-20) (ZNF136), mRNA.0.05542295 0.04833326 1.47154592

HDAC6 NM_006044.2 HDAC6 X Homo sapiens histone deacetylase 6 (HDAC6), mRNA.FLJ16239; JM21; HD60.00233178 0.00330304 1.47126173

PGM5P2 NR_002836.1 PGM5P2 9 Homo sapiens phosphoglucomutase 5 pseudogene 2 (PGM5P2) on chromosome 9.0.03577004 0.03357004 1.46959175

FAM63A NM_018379.2 FAM63A 1 Homo sapiens family with sequence similarity 63, member A (FAM63A), transcript variant 1, mRNA.RP11-316M1.5; FLJ43504; FLJ112800.00764763 0.00912557 1.46922375

LOC653557 XM_001725908.1LOC653557 16 PREDICTED: Homo sapiens hypothetical LOC653557 (LOC653557), mRNA.0.0080092 0.0094976 1.46602472

TARBP2 NM_134324.2 TARBP2 12 Homo sapiens TAR (HIV-1) RNA binding protein 2 (TARBP2), transcript variant 2, mRNA.TRBP1; TRBP; TRBP20.00026577 0.00053118 1.45991209

POLR3B NM_018082.3 POLR3B 12 Homo sapiens polymerase (RNA) III (DNA directed) polypeptide B (POLR3B), mRNA.RPC2; FLJ103880.00052617 0.00093967 1.45479005

DOLK NM_014908.3 DOLK 9 Homo sapiens dolichol kinase (DOLK), mRNA.SEC59; DK; KIAA1094; DK1; TMEM150.01156312 0.01296547 1.45054116

CTNND1 XM_943087.1 CTNND1 PREDICTED: Homo sapiens catenin (cadherin-associated protein), delta 1, transcript variant 3 (CTNND1), mRNA.0.04052407 0.03720395 1.44791033

LOC643558 XM_932319.1 LOC643558 7 PREDICTED: Homo sapiens similar to General transcription factor II-I (GTFII-I) (TFII-I) (Bruton tyrosine kinase-associated protein 135) (BTK-associated protein 135) (BAP-135), transcript variant 5 (LOC643558), mRNA.0.00656465 0.00802092 1.4441617

ABCC6 NM_001079528.1ABCC6 16 Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 6 (ABCC6), transcript variant 2, mRNA.MOATE; EST349056; ARA; PXE1; ABC34; PXE; MLP1; MRP60.00209289 0.00301329 1.4441585
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LOC642335 XM_943378.1 LOC642335 PREDICTED: Homo sapiens hypothetical LOC642335 (LOC642335), mRNA.0.04751005 0.04254038 1.44148312

ZNF513 NM_144631.4 ZNF513 2 Homo sapiens zinc finger protein 513 (ZNF513), mRNA.FLJ32203; HMFT06560.03274707 0.03114272 1.44134611

LOC399753 XM_930593.1 LOC399753 10 PREDICTED: Homo sapiens hypothetical gene supported by AK093334; AL833330; BC020871; BC032492, transcript variant 2 (LOC399753), mRNA.0.04246192 0.03872775 1.4411751

LOC440261 XM_496059.2 LOC440261 15 PREDICTED: Homo sapiens hypothetical LOC440261, transcript variant 1 (LOC440261), mRNA.0.02515172 0.02510023 1.44085588

BIRC6 NM_016252.2 BIRC6 2 Homo sapiens baculoviral IAP repeat-containing 6 (BIRC6), mRNA.FLJ13726; KIAA1289; BRUCE; APOLLON; FLJ137860.00825791 0.00975692 1.44018242

CD59 NM_203329.1 CD59 11 Homo sapiens CD59 molecule, complement regulatory protein (CD59), transcript variant 2, mRNA.MIN2; PROTECTIN; MIN3; 16.3A5; MSK21; EJ16; EL32; G344; MIC11; MIN1; MGC2354; EJ30; p18-200.03035324 0.02929806 1.43958466

C12orf76 NM_207435.1 C12ORF76 12 Homo sapiens chromosome 12 open reading frame 76 (C12orf76), mRNA.FLJ11385 0.00288592 0.00394839 1.43547261

PC NM_000920.2 PC 11 Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial protein, transcript variant 3, mRNA.PCB 0.0491416 0.04372018 1.41269675

PBX4 NM_025245.1 PBX4 19 Homo sapiens pre-B-cell leukemia homeobox 4 (PBX4), mRNA.0.00202596 0.00292798 1.41111531

HPS5 NM_181507.1 HPS5 11 Homo sapiens Hermansky-Pudlak syndrome 5 (HPS5), transcript variant 1, mRNA.KIAA1017; AIBP630.03798091 0.03529011 1.41072316

LIN52 NM_001024674.1LIN52 14 Homo sapiens lin-52 homolog (C. elegans) (LIN52), mRNA.C14orf46; c14_55490.0522497 0.04596339 1.40547516

RALGAPA1 NM_194301.2 RALGAPA1 14 Homo sapiens Ral GTPase activating protein, alpha subunit 1 (catalytic) (RALGAPA1), transcript variant 1, mRNA.TULIP1; GRIPE; DKFZp667F074; KIAA0884; DKFZp566D1330.00083795 0.00138407 1.40484245

RNF31 NM_017999.3 RNF31 14 Homo sapiens ring finger protein 31 (RNF31), mRNA.FLJ23501; MGC19975; FLJ10111; ZIBRA2.127E-05 6.9172E-05 1.40143884

ADORA3 NM_000677.2 ADORA3 1 Homo sapiens adenosine A3 receptor (ADORA3), transcript variant 2, mRNA.AD026; RP11-552M11.7; A3AR; bA552M11.50.0418502 0.03825333 1.40134131

CYP4V2 NM_207352.2 CYP4V2 4 Homo sapiens cytochrome P450, family 4, subfamily V, polypeptide 2 (CYP4V2), mRNA.BCD; MGC43534; CYP4AH10.01477043 0.01591889 1.40076628

HIST1H2BK NM_080593.1 HIST1H2BK 6 Homo sapiens histone cluster 1, H2bk (HIST1H2BK), mRNA.MGC131989; H2BFT; H2BFAiii; H2B/S1.0431E-07 1.4234E-06 1.40024646

FXR2 NM_004860.2 FXR2 17 Homo sapiens fragile X mental retardation, autosomal homolog 2 (FXR2), mRNA.FMR1L2 0.00791583 0.00940085 1.39951118

FAAH NM_001441.1 FAAH 1 Homo sapiens fatty acid amide hydrolase (FAAH), mRNA.FAAH-1; MGC138146; MGC1028230.03158227 0.03025471 1.39943362

ZNF533 NM_152520.3 ZNF533 2 Homo sapiens zinc finger protein 533 (ZNF533), mRNA.FLJ25270 0.01234377 0.01369034 1.39840182

PRDM1 NM_182907.1 PRDM1 6 Homo sapiens PR domain containing 1, with ZNF domain (PRDM1), transcript variant 2, mRNA.MGC118922; BLIMP1; PRDI-BF1; MGC118925; MGC118924; MGC1189230.01308907 0.0143842 1.39820502

UPRT NM_145052.1 UPRT X Homo sapiens uracil phosphoribosyltransferase (FUR1) homolog (S. cerevisiae) (UPRT), mRNA.RP11-311P8.3; DKFZp781E1243; FUR1; MGC239370.0363225 0.03398673 1.39688135

WHSC1L1 NM_017778.2 WHSC1L1 8 Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), transcript variant short, mRNA.pp14328; DKFZp667H044; NSD3; FLJ20353; MGC126766; MGC1420290.01211529 0.01348466 1.3930027

FAM153B NM_001079529.2FAM153B 5 Homo sapiens family with sequence similarity 153, member B (FAM153B), mRNA.DKFZp434D115 0.01951784 0.02017549 1.39280428

LOC100132740XM_001722108.1LOC100132740 7 PREDICTED: Homo sapiens hypothetical protein LOC100132740 (LOC100132740), mRNA.0.01549586 0.01658462 1.38267523

MBTD1 NM_017643.1 MBTD1 17 Homo sapiens mbt domain containing 1 (MBTD1), mRNA.SA49P01; FLJ42067; MGC126785; FLJ200550.01245349 0.01378936 1.37951715

SLC35C1 NM_018389.3 SLC35C1 11 Homo sapiens solute carrier family 35, member C1 (SLC35C1), mRNA.FLJ14841; FUCT1; FLJ113200.00011319 0.0002642 1.37542824

NFKB2 NM_001077494.1NFKB2 10 Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 (p49/p100) (NFKB2), transcript variant 1, mRNA.LYT10; LYT-10 0.01040395 0.01187052 1.37278006

Hs.562875 HS.562875 FNPANH10 FNP Homo sapiens cDNA, mRNA sequence0.03887484 0.03596835 1.36711809

PSG3 NM_021016.2 PSG3 19 Homo sapiens pregnancy specific beta-1-glycoprotein 3 (PSG3), mRNA.0.04241913 0.03869676 1.36302617

STAG3L3 NM_001013739.2STAG3L3 7 Homo sapiens stromal antigen 3-like 3 (STAG3L3), mRNA.0.00187057 0.00273585 1.36286165

PTPRA NM_002836.2 PTPRA 20 Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), transcript variant 1, mRNA.HPTPalpha; RPTPA; LRP; HLPR; PTPRL2; R-PTP-alpha; HPTPA; PTPA; HEPTP0.00024873 0.00050307 1.36210198

LOC678655 NR_015382.1 LOC678655 12 Homo sapiens hypothetical locus LOC678655 (LOC678655), non-coding RNA.0.05252098 0.04615576 1.361678

PTPRK NM_002844.2 PTPRK 6 Homo sapiens protein tyrosine phosphatase, receptor type, K (PTPRK), mRNA.DKFZp779N1045; DKFZp686C2268; R-PTP-kappa0.0002901 0.00057122 1.36072459

STYXL1 NM_016086.2 STYXL1 7 Homo sapiens serine/threonine/tyrosine interacting-like 1 (STYXL1), mRNA.MK-STYX; DUSP244.1356E-05 0.00011709 1.35999637

SLC35C2 NM_173073.2 SLC35C2 20 Homo sapiens solute carrier family 35, member C2 (SLC35C2), transcript variant 2, mRNA.FLJ37039; BA394O2.1; OVCOV1; MGC39183; CGI-15; C20orf5; MGC32079; MGC206330.0298171 0.02885674 1.359662

CIR1 NM_004882.3 CIR1 2 Homo sapiens corepressor interacting with RBPJ, 1 (CIR1), mRNA.0.02364152 0.02381524 1.35942825

ATG4B NM_013325.4 ATG4B 2 Homo sapiens ATG4 autophagy related 4 homolog B (S. cerevisiae) (ATG4B), transcript variant 1, mRNA.AUTL1; MGC1353; APG4B0.00020869 0.00043493 1.35815459

CD46 NM_172358.1 CD46 1 Homo sapiens CD46 molecule, complement regulatory protein (CD46), transcript variant m, mRNA.TLX; MCP; TRA2.10; MGC26544; MIC100.00016636 0.00036157 1.35508152

IMMP2L NM_032549.1 IMMP2L 7 Homo sapiens IMP2 inner mitochondrial membrane peptidase-like (S. cerevisiae) (IMMP2L), nuclear gene encoding mitochondrial protein, mRNA.IMP2 0.00116533 0.00183368 1.35392919

CENTG3 NM_031946.3 CENTG3 7 Homo sapiens centaurin, gamma 3 (CENTG3), mRNA.MRIP-1; AGAP3 0.00293357 0.00400609 1.35367088

TTC32 NM_001008237.1TTC32 2 Homo sapiens tetratricopeptide repeat domain 32 (TTC32), mRNA.0.01530648 0.01641597 1.35342867

UNC5A NM_133369.2 UNC5A 5 Homo sapiens unc-5 homolog A (C. elegans) (UNC5A), mRNA.UNC5H1; FLJ16449; KIAA19760.00043616 0.0008038 1.35256671

LOC729021 NM_198284.1 LOC729021 4 PREDICTED: Homo sapiens hypothetical protein LOC729021 (LOC729021), mRNA.0.00075773 0.00127216 1.35144991

EMILIN2 NM_032048.2 EMILIN2 18 Homo sapiens elastin microfibril interfacer 2 (EMILIN2), mRNA.FLJ33200; FOAP-10; EMILIN-20.00079071 0.00131945 1.34583327

SPINLW1 NM_181502.1 SPINLW1 20 Homo sapiens serine peptidase inhibitor-like, with Kunitz and WAP domains 1 (eppin) (SPINLW1), transcript variant 2, mRNA.EPPIN; dJ461P17.2; EPPIN2; EPPIN3; WAP7; WFDC7; EPPIN10.01137108 0.012791 1.34433819

LOC791120 NR_015357.1 LOC791120 Homo sapiens hypothetical LOC791120 (LOC791120), non-coding RNA.MGC149135 0.00069992 0.00118784 1.34215016

CASP3 NM_032991.2 CASP3 4 Homo sapiens caspase 3, apoptosis-related cysteine peptidase (CASP3), transcript variant beta, mRNA.CPP32B; SCA-1; CPP320.00058736 0.00102987 1.33971971

CYorf14 NR_001544.1 CYORF14 Y Homo sapiens chromosome Y open reading frame 14 (CYorf14), non-coding RNA.PRO2834 0.03837929 0.03561501 1.33908275

CRTC2 NM_181715.1 CRTC2 1 Homo sapiens CREB regulated transcription coactivator 2 (CRTC2), mRNA.RP11-422P24.6; TORC20.03623059 0.03392606 1.33795155

LPCAT1 NM_024830.3 LPCAT1 5 Homo sapiens lysophosphatidylcholine acyltransferase 1 (LPCAT1), mRNA.FLJ12443; PFAAP3; lpcat; LPCAT1; AYTL20.01139842 0.01281847 1.33641466

PLA2G2D NM_012400.2 PLA2G2D 1 Homo sapiens phospholipase A2, group IID (PLA2G2D), mRNA.SPLASH; sPLA2S0.03278398 0.03116094 1.33578169

SELO NM_031454.1 SELO 22 Homo sapiens selenoprotein O (SELO), mRNA.MGC131879 0.01663158 0.01761535 1.33423376

TMEM63B NM_018426.1 TMEM63B 6 Homo sapiens transmembrane protein 63B (TMEM63B), mRNA.DKFZp686N2275; C6orf110; RP3-421H19.20.0006809 0.00116162 1.3340739

SIN3B NM_015260.1 SIN3B 19 Homo sapiens SIN3 homolog B, transcription regulator (yeast) (SIN3B), mRNA.KIAA0700 0.00635083 0.00779877 1.33389346

ABCB9 NM_203444.1 ABCB9 12 Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 (ABCB9), transcript variant 4, mRNA.TAPL; KIAA1520; EST1222348.1537E-05 0.00020295 1.33079739

RNMT NM_003799.1 RNMT 18 Homo sapiens RNA (guanine-7-) methyltransferase (RNMT), mRNA.RG7MT1; KIAA0398; MET; hCMT1c; DKFZp686H12520.00014419 0.00032135 1.3296692

WASH2P NR_024077.2 WASH2P 2 Homo sapiens WAS protein family homolog 2 pseudogene (WASH2P), non-coding RNA.0.01136494 0.01278901 1.3248881

IRX1 NM_024337.3 IRX1 5 Homo sapiens iroquois homeobox 1 (IRX1), mRNA.IRX-5 0.0310762 0.02983179 1.32465454

PPOX NM_000309.2 PPOX 1 Homo sapiens protoporphyrinogen oxidase (PPOX), nuclear gene encoding mitochondrial protein, mRNA.MGC8485; VP; PPO; V290M0.00034366 0.0006585 1.32429249

MLL NM_005933.2 MLL 11 Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila) (MLL), mRNA.TRX1; HRX; CXXC7; HTRX1; FLJ11783; KMT2A; MLL/GAS7; ALL-1; MLL1A0.0435591 0.03956803 1.32239149

FAM107B NM_031453.2 FAM107B 10 Homo sapiens family with sequence similarity 107, member B (FAM107B), mRNA.FLJ45505; C10orf45; MGC11034; MGC902610.00084229 0.00138967 1.32097328

TMEM115 NM_007024.4 TMEM115 3 Homo sapiens transmembrane protein 115 (TMEM115), mRNA.PL6 9.9689E-05 0.00023931 1.320784

RSPH3 NM_031924.3 RSPH3 6 Homo sapiens radial spoke 3 homolog (Chlamydomonas) (RSPH3), mRNA.dJ111C20.1; RSHL2; RSP30.0008113 0.00134868 1.32073649

APAF1 NM_181869.1 APAF1 12 Homo sapiens apoptotic peptidase activating factor 1 (APAF1), transcript variant 1, mRNA.CED4; DKFZp781B11450.00517652 0.00653979 1.31454524

RIPK1 NM_003804.3 RIPK1 6 Homo sapiens receptor (TNFRSF)-interacting serine-threonine kinase 1 (RIPK1), mRNA.RIP; FLJ39204; RIP10.02915724 0.02832123 1.30878841

LOC147727 NR_024333.1 LOC147727 19 Homo sapiens hypothetical LOC147727 (LOC147727), non-coding RNA.0.03528434 0.03318877 1.30853736

EDEM1 NM_014674.1 EDEM1 3 Homo sapiens ER degradation enhancer, mannosidase alpha-like 1 (EDEM1), mRNA.KIAA0212; EDEM0.03397965 0.03211304 1.30701328

GATAD2B NM_020699.1 GATAD2B 1 Homo sapiens GATA zinc finger domain containing 2B (GATAD2B), mRNA.MGC138285; P66beta; RP11-216N14.6; KIAA1150; FLJ37346; MGC1382570.0009924 0.00159708 1.30646265

CTDP1 NM_004715.3 CTDP1 18 Homo sapiens CTD (carboxy-terminal domain, RNA polymerase II, polypeptide A) phosphatase, subunit 1 (CTDP1), transcript variant FCP1a, mRNA.CCFDN; FCP1 0.05018924 0.04444493 1.30581489

DLK2 NM_023932.2 DLK2 6 Homo sapiens delta-like 2 homolog (Drosophila) (DLK2), transcript variant 2, mRNA.MGC2487; EGFL9; MGC1110550.02168521 0.0220957 1.3038177
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OSBPL2 NM_144498.1 OSBPL2 20 Homo sapiens oxysterol binding protein-like 2 (OSBPL2), transcript variant 2, mRNA.MGC4307; KIAA0772; ORP2; MGC8342; FLJ20223; ORP-20.00169218 0.00251094 1.30378044

PICK1 NM_012407.3 PICK1 22 Homo sapiens protein interacting with PRKCA 1 (PICK1), transcript variant 1, mRNA.MGC15204; PRKCABP0.00042145 0.00078211 1.30330339

C4orf41 NM_199053.1 C4ORF41 4 Homo sapiens chromosome 4 open reading frame 41 (C4orf41), transcript variant 1, mRNA.FLJ12716 0.02270208 0.02299827 1.30309392

FAM76B NM_144664.3 FAM76B 11 Homo sapiens family with sequence similarity 76, member B (FAM76B), mRNA.MGC33371 0.0339528 0.03209458 1.29982457

NCOA3 NM_006534.2 NCOA3 20 Homo sapiens nuclear receptor coactivator 3 (NCOA3), transcript variant 1, mRNA.CAGH16; TNRC14; pCIP; ACTR; AIB-1; CTG26; MGC141848; TRAM-1; TNRC16; AIB1; SRC3; SRC-1; RAC30.00758142 0.00905642 1.29463274

LOC100134241XM_001717424.1LOC100134241 PREDICTED: Homo sapiens hypothetical protein LOC100134241 (LOC100134241), mRNA.0.0395425 0.03650525 1.29340086

LSM8 NM_016200.2 LSM8 7 Homo sapiens LSM8 homolog, U6 small nuclear RNA associated (S. cerevisiae) (LSM8), mRNA.YJR022W 0.01323597 0.014522 1.29312624

C9orf130 XM_939697.1 C9ORF130 PREDICTED: Homo sapiens chromosome 9 open reading frame 130 (C9orf130), mRNA.0.00026111 0.0005245 1.29192375

ZNF302 XM_927060.1 ZNF302 19 Homo sapiens zinc finger protein 302 (ZNF302), transcript variant 2, mRNA.HSD16; ZNF327; MST154; ZNF135L; ZNF140L; MSTP1540.00894835 0.01045304 1.29012138

RAB11FIP2 NM_014904.1 RAB11FIP2 10 Homo sapiens RAB11 family interacting protein 2 (class I) (RAB11FIP2), mRNA.Rab11-FIP2; KIAA0941; nRip110.00030079 0.00058975 1.28841645

IFNAR1 NM_000629.2 IFNAR1 21 Homo sapiens interferon (alpha, beta and omega) receptor 1 (IFNAR1), mRNA.IFNBR; IFN-alpha-REC; IFNAR; IFRC; AVP0.04225624 0.03856821 1.28778849

TUBD1 NM_016261.2 TUBD1 17 Homo sapiens tubulin, delta 1 (TUBD1), mRNA.FLJ12709; TUBD0.02915094 0.02831824 1.28334987

MCAT NM_173467.3 MCAT 22 Homo sapiens malonyl CoA:ACP acyltransferase (mitochondrial) (MCAT), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.MCT; MT; FASN2C; fabD; MGC478380.00156953 0.00235442 1.27830511

C14orf102 NM_199043.1 C14ORF102 14 Homo sapiens chromosome 14 open reading frame 102 (C14orf102), transcript variant 2, mRNA.FLJ14051; FLJ100080.00066502 0.00113851 1.27699495

RPS4Y2 NM_001039567.2RPS4Y2 Y Homo sapiens ribosomal protein S4, Y-linked 2 (RPS4Y2), mRNA.RPS4Y2P 0.02459489 0.02466799 1.27569441

CDC42SE1 NM_001038707.1CDC42SE1 1 Homo sapiens CDC42 small effector 1 (CDC42SE1), transcript variant 1, mRNA.SCIP1; SPEC1 0.0006456 0.00111112 1.27100483

LOC100130835XR_038851.1 LOC100130835 11 PREDICTED: Homo sapiens misc_RNA (LOC100130835), miscRNA.0.01238735 0.01372999 1.2683503

ABCA7 NM_019112.2 ABCA7 19 Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 (ABCA7), mRNA.ABCA-SSN; ABCX; FLJ400250.00652186 0.00797975 1.26820978

VPS33B NM_018668.2 VPS33B 15 Homo sapiens vacuolar protein sorting 33 homolog B (yeast) (VPS33B), mRNA.FLJ14848 0.0002066 0.0004314 1.26812565

ECD NM_007265.1 ECD 10 Homo sapiens ecdysoneless homolog (Drosophila) (ECD), mRNA.GCR2; HSGT1 0.00429883 0.00556969 1.26622946

C12orf62 NM_032901.2 C12ORF62 12 Homo sapiens chromosome 12 open reading frame 62 (C12orf62), mRNA.MGC14288 0.00244437 0.00343315 1.26586784

OAZ2 NM_002537.2 OAZ2 15 Homo sapiens ornithine decarboxylase antizyme 2 (OAZ2), mRNA.AZ2 0.02824443 0.02759958 1.26576772

LOC648705 XM_937787.1 LOC648705 PREDICTED: Homo sapiens hypothetical protein LOC648705 (LOC648705), mRNA.0.02040781 0.02096945 1.26321363

NFE2L1 NM_003204.1 NFE2L1 17 Homo sapiens nuclear factor (erythroid-derived 2)-like 1 (NFE2L1), mRNA.FLJ00380; TCF11; LCR-F1; NRF10.00013094 0.00029732 1.26292952

COX15 NM_004376.3 COX15 10 Homo sapiens COX15 homolog, cytochrome c oxidase assembly protein (yeast) (COX15), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.0.01056037 0.01202865 1.2628013

GOLGB1 NM_004487.1 GOLGB1 3 Homo sapiens golgin B1, golgi integral membrane protein (GOLGB1), mRNA.GOLIM1; GCP372; GCP; GIANTIN9.7155E-05 0.00023425 1.26105665

Hs.542428 HS.542428 20 xc76e10.x1 NCI_CGAP_Ov32 Homo sapiens cDNA clone IMAGE:2590218 3, mRNA sequence0.00798737 0.00947428 1.26077479

RCOR3 NM_018254.2 RCOR3 1 Homo sapiens REST corepressor 3 (RCOR3), mRNA.FLJ10876; RP11-318L16.1; FLJ162980.00479853 0.00612664 1.2601393

LOC440928 XM_942885.1 LOC440928 PREDICTED: Homo sapiens hypothetical LOC440928 (LOC440928), mRNA.0.0092354 0.01073832 1.25768985

CDS1 NM_001263.2 CDS1 4 Homo sapiens CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 1 (CDS1), mRNA.CDS 0.00087017 0.00142788 1.25581025

RC3H2 NM_018835.1 RC3H2 9 Homo sapiens ring finger and CCCH-type zinc finger domains 2 (RC3H2), mRNA.MGC52176; MNAB; FLJ20301; FLJ20713; RNF1640.04829553 0.04312487 1.25523079

HMOX1 NM_002133.1 HMOX1 22 Homo sapiens heme oxygenase (decycling) 1 (HMOX1), mRNA.HO-1; bK286B100.00738998 0.00886514 1.25494871

OR5D16 NM_001005496.1OR5D16 11 Homo sapiens olfactory receptor, family 5, subfamily D, member 16 (OR5D16), mRNA.OR11-154 0.02841502 0.02771688 1.25119984

NSUN5C NM_145645.1 NSUN5C 7 Homo sapiens NOP2/Sun domain family, member 5C (NSUN5C), transcript variant 1, mRNA.WBSCR20B; NOL1R2; DKFZp434K058; MGC15057; MGC129801; DKFZp666P104; FLJ11626; WBSCR20C0.00288881 0.00395111 1.24586702

LOC100134424XR_038546.1 LOC100134424 PREDICTED: Homo sapiens misc_RNA (LOC100134424), miscRNA.0.04361117 0.03961122 1.24408494

STARD3 NM_006804.2 STARD3 17 Homo sapiens StAR-related lipid transfer (START) domain containing 3 (STARD3), mRNA.es64; FLJ41370; MLN64; CAB10.01600347 0.01703646 1.24295686

SNAPC1 NM_003082.2 SNAPC1 14 Homo sapiens small nuclear RNA activating complex, polypeptide 1, 43kDa (SNAPC1), mRNA.SNAP43; PTFgamma0.0487757 0.04346516 1.24233756

GTF2H4 NM_001517.4 GTF2H4 6 Homo sapiens general transcription factor IIH, polypeptide 4, 52kDa (GTF2H4), mRNA.TFIIH 0.00219057 0.00313183 1.24116152

KCTD10 NM_031954.3 KCTD10 12 Homo sapiens potassium channel tetramerisation domain containing 10 (KCTD10), mRNA.MSTP028; FLJ41739; ULRO610.02878113 0.02799619 1.24066668

LOC100128510XM_001715759.1LOC100128510 PREDICTED: Homo sapiens hypothetical protein LOC100128510 (LOC100128510), mRNA.0.01430944 0.01550395 1.23912415

STAG3L2 NM_001013739.1STAG3L2 7 Homo sapiens stromal antigen 3-like 2 (STAG3L2), mRNA.MGC131759 0.00066195 0.00113393 1.23684064

ZSWIM1 NM_080603.3 ZSWIM1 20 Homo sapiens zinc finger, SWIM-type containing 1 (ZSWIM1), mRNA.C20orf162 0.00064397 0.00110896 1.23681588

SGSH NM_000199.2 SGSH 17 Homo sapiens N-sulfoglucosamine sulfohydrolase (sulfamidase) (SGSH), mRNA.HSS; MPS3A; SFMD0.00516374 0.0065274 1.23576371

C10orf32 NM_144591.1 C10ORF32 10 Homo sapiens chromosome 10 open reading frame 32 (C10orf32), mRNA.RP11-753C18.6; DKFZp686B2219; MGC27171; CYT19; AS3MT; FLJ407520.01106752 0.01250727 1.23253167

LOC729375 NR_024252.1 LOC729375 3 Homo sapiens family with sequence similarity 86, member A pseudogene (LOC729375), non-coding RNA.0.01216569 0.01352874 1.2302602

PRDM16 NM_022114.2 PRDM16 1 Homo sapiens PR domain containing 16 (PRDM16), transcript variant 1, mRNA.PFM13; MEL1; KIAA16750.04562735 0.04116126 1.23011249

ALG5 NM_013338.3 ALG5 13 Homo sapiens asparagine-linked glycosylation 5 homolog (S. cerevisiae, dolichyl-phosphate beta-glucosyltransferase) (ALG5), mRNA.bA421P11.2; RP11-421P11.20.00055635 0.00098614 1.22929215

EAF1 NM_033083.5 EAF1 3 Homo sapiens ELL associated factor 1 (EAF1), mRNA.0.00037324 0.00070623 1.22904515

LYRM2 NM_020466.3 LYRM2 6 Homo sapiens LYR motif containing 2 (LYRM2), transcript variant 1, mRNA.DJ122O8.2; FLJ21130; MGC1042530.01924633 0.01994182 1.2279413

TRIP4 NM_016213.3 TRIP4 15 Homo sapiens thyroid hormone receptor interactor 4 (TRIP4), mRNA.HsT17391 0.00395392 0.00519647 1.22744028

FAM91A1 NM_144963.1 FAM91A1 8 Homo sapiens family with sequence similarity 91, member A1 (FAM91A1), mRNA.DKFZp666B104; FLJ237900.01422311 0.01542566 1.22393908

SATB2 NM_015265.1 SATB2 2 Homo sapiens SATB homeobox 2 (SATB2), mRNA.MGC119474; MGC119477; KIAA1034; FLJ21474; FLJ320760.01319446 0.0144837 1.22063894

SH2B3 NM_005475.1 SH2B3 12 Homo sapiens SH2B adaptor protein 3 (SH2B3), mRNA.LNK 0.00070023 0.0011879 1.21995313

MC1R NM_002386.2 MC1R 16 Homo sapiens melanocortin 1 receptor (alpha melanocyte stimulating hormone receptor) (MC1R), mRNA.SHEP1; MSH-R; MGC143370.04014123 0.03693751 1.21994492

C9orf156 NM_016481.2 C9ORF156 9 Homo sapiens chromosome 9 open reading frame 156 (C9orf156), mRNA.NAP1; RP11-23B15.3; HSPC2190.04999503 0.04431768 1.21945028

Hs.14555 HS.14555 10 Homo sapiens cDNA: FLJ21513 fis, clone COL057780.00153697 0.00231469 1.21941601

OSBPL7 NM_145798.2 OSBPL7 17 Homo sapiens oxysterol binding protein-like 7 (OSBPL7), transcript variant 1, mRNA.MGC71150; ORP70.01651437 0.0175081 1.21910289

PIM2 NM_006875.2 PIM2 X Homo sapiens pim-2 oncogene (PIM2), mRNA.0.00970001 0.01118222 1.21858942

VPS37A NM_152415.1 VPS37A 8 Homo sapiens vacuolar protein sorting 37 homolog A (S. cerevisiae) (VPS37A), mRNA.HCRP1; FLJ32642; FLJ426160.00288828 0.00395101 1.21740759

AGK NM_018238.2 AGK 7 Homo sapiens acylglycerol kinase (AGK), mRNA.MULK; FLJ10842 0.0110434 0.01248162 1.2171387

ZGPAT NM_181484.1 ZGPAT 20 Homo sapiens zinc finger, CCCH-type with G patch domain (ZGPAT), transcript variant 2, mRNA.ZC3H9; ZC3HDC9; RP4-583P15.3; GPATC6; MGC44880; KIAA1847; GPATCH60.03998566 0.03682525 1.21655434

LOC148413 NR_015434.1 LOC148413 1 Homo sapiens hypothetical LOC148413 (LOC148413), non-coding RNA.0.00199693 0.00289031 1.21649032

PPFIA1 NM_003626.2 PPFIA1 11 Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide (PTPRF), interacting protein (liprin), alpha 1 (PPFIA1), transcript variant 2, mRNA.MGC26800; FLJ41337; LIPRIN; LIP1; FLJ42630; FLJ43474; LIP.10.00048404 0.00087603 1.21538071

ZNF295 NM_020727.3 ZNF295 21 Homo sapiens zinc finger protein 295 (ZNF295), transcript variant 1, mRNA.ZBTB21; DKFZp781N19740.02272023 0.023014 1.21526475

SLC4A5 NM_133478.2 SLC4A5 2 Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 5 (SLC4A5), transcript variant c, mRNA.NBC4; MGC1296620.00333687 0.00448014 1.21266318

MDM2 NM_006879.2 MDM2 12 Homo sapiens Mdm2 p53 binding protein homolog (mouse) (MDM2), transcript variant MDM2, mRNA.hdm2; HDMX; MGC712210.04949063 0.04396828 1.21252261

KIAA0355 NM_014686.2 KIAA0355 19 Homo sapiens KIAA0355 (KIAA0355), mRNA.0.00113314 0.00178816 1.21238922

KLHL24 NM_017644.3 KLHL24 3 Homo sapiens kelch-like 24 (Drosophila) (KLHL24), mRNA.FLJ25796; KRIP6; DRE10.03883942 0.03593937 1.21208782

ADO NM_032804.5 ADO 10 Homo sapiens 2-aminoethanethiol (cysteamine) dioxygenase (ADO), mRNA.FLJ14547; DKFZp564C0460.0015722 0.00235723 1.21196806

SCNM1 NM_024041.2 SCNM1 1 Homo sapiens sodium channel modifier 1 (SCNM1), mRNA.MGC3180 0.03788192 0.03521678 1.21092057
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GPT2 NM_133443.1 GPT2 16 Homo sapiens glutamic pyruvate transaminase (alanine aminotransferase) 2 (GPT2), mRNA.ALT2 3.8118E-05 0.00010962 1.2107004

SEC23IP NM_007190.2 SEC23IP 10 Homo sapiens SEC23 interacting protein (SEC23IP), mRNA.P125; MSTP053 0.00054233 0.0009648 1.20426981

AUP1 NM_012103.2 AUP1 2 Homo sapiens ancient ubiquitous protein 1 (AUP1), transcript variant 1, mRNA.0.00666831 0.00812495 1.20344189

RHOT2 NM_138769.1 RHOT2 16 Homo sapiens ras homolog gene family, member T2 (RHOT2), nuclear gene encoding mitochondrial protein, mRNA.C16orf39; ARHT2; RASL; MIRO-20.01281152 0.01412342 1.20224166

COQ10A NM_144576.2 COQ10A 12 Homo sapiens coenzyme Q10 homolog A (S. cerevisiae) (COQ10A), transcript variant 1, mRNA.FLJ32452 0.0234462 0.02366467 1.20137883

NR1H3 NM_005693.1 NR1H3 11 Homo sapiens nuclear receptor subfamily 1, group H, member 3 (NR1H3), mRNA.LXR-a; LXRA; RLD-10.02024356 0.0208324 1.20100676

COMMD2 NM_016094.2 COMMD2 3 Homo sapiens COMM domain containing 2 (COMMD2), mRNA.HSPC042; MGC576110.01750434 0.01841303 1.20004284

MSTO1 NM_018116.2 MSTO1 1 Homo sapiens misato homolog 1 (Drosophila) (MSTO1), mRNA.LST005; DKFZp686B1757; RP11-29H23.3; FLJ10504; DKFZp686I01261; MST0.00406235 0.00532066 1.19660948

PDCD10 NM_145860.1 PDCD10 3 Homo sapiens programmed cell death 10 (PDCD10), transcript variant 2, mRNA.TFAR15; MGC24477; CCM3; MGC12120.00766757 0.00914563 1.19590746

IWS1 NM_017969.1 IWS1 2 Homo sapiens IWS1 homolog (S. cerevisiae) (IWS1), mRNA.MGC126376; FLJ32319; FLJ14655; MGC126375; FLJ10006; DKFZp761G01230.00102038 0.00163582 1.19502992

NSUN5 NM_148956.1 NSUN5 7 Homo sapiens NOL1/NOP2/Sun domain family, member 5 (NSUN5), transcript variant 1, mRNA.p120; FLJ10267; WBSCR20; p120 (NOL1); MGC986; WBSCR20A; (NOL1); NOL1R; NSUN5A0.00058866 0.00103154 1.19438835

EXTL3 NM_001440.2 EXTL3 8 Homo sapiens exostoses (multiple)-like 3 (EXTL3), mRNA.KIAA0519; REGR; REG; RPR; botv; EXTR1; DKFZp686C23420.0029336 0.0040055 1.19025615

CDC42BPB NM_006035.2 CDC42BPB 14 Homo sapiens CDC42 binding protein kinase beta (DMPK-like) (CDC42BPB), mRNA.KIAA1124; MRCKB0.00749859 0.00897213 1.1900792

ATXN7L3 Hs.512651 ATXN7L3 17 Homo sapiens ataxin 7-like 3 (ATXN7L3), transcript variant 2, mRNA.DKFZp761G2113 0.000956 0.00154645 1.18755218

TPR NM_005807.2 TPR 1 Homo sapiens translocated promoter region (to activated MET oncogene) (TPR), mRNA.0.00196074 0.00284638 1.18564098

Hs.542993 HS.542993 3 xj89b12.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2664383 3, mRNA sequence0.03198787 0.03056983 1.18291951

ANKIB1 NM_019004.1 ANKIB1 7 Homo sapiens ankyrin repeat and IBR domain containing 1 (ANKIB1), mRNA.DKFZP434A0225; KIAA1386; FLJ331230.00043838 0.00080654 1.18168139

C19orf6 NM_001033026.1C19ORF6 19 Homo sapiens chromosome 19 open reading frame 6 (C19orf6), transcript variant 1, mRNA.R32184_3; ASBABP1; MGC40220.00021133 0.00043929 1.18130471

MVP NM_017458.2 MVP 16 Homo sapiens major vault protein (MVP), transcript variant 1, mRNA.LRP; VAULT1 0.01501782 0.01614388 1.18061759

SDSL NM_138432.2 SDSL 12 Homo sapiens serine dehydratase-like (SDSL), mRNA.SDS-RS1 0.00428683 0.00555742 1.1806013

C1orf63 NM_207035.1 C1ORF63 1 Homo sapiens chromosome 1 open reading frame 63 (C1orf63), transcript variant 1, mRNA.RP3-465N24.4; NPD014; DJ465N24.2.10.00309684 0.00419899 1.17991813

GOLT1B NM_016072.2 GOLT1B 12 Homo sapiens golgi transport 1 homolog B (S. cerevisiae) (GOLT1B), mRNA.GOT1; YMR292W; CGI-1410.01093054 0.0123684 1.17921238

FLJ25363 XM_001720720.1FLJ25363 PREDICTED: Homo sapiens similar to hypothetical protein FLJ25976 (FLJ25363), mRNA.0.00630505 0.00775666 1.17903624

TUG1 NR_002323.1 TUG1 22 Homo sapiens taurine upregulated 1 (non-protein coding) (TUG1), non-coding RNA.MGC46067; FLJ206186.9179E-05 0.00017706 1.17897948

C11orf73 NM_016401.2 C11ORF73 11 Homo sapiens chromosome 11 open reading frame 73 (C11orf73), mRNA.L7RN6; HSPC179; HSPC1380.00893675 0.01044367 1.17890161

TMUB2 NM_024107.2 TMUB2 17 Homo sapiens transmembrane and ubiquitin-like domain containing 2 (TMUB2), transcript variant 1, mRNA.MGC3123; FP26530.01262083 0.01394826 1.1780431

WSB1 NM_134264.2 WSB1 17 Homo sapiens WD repeat and SOCS box-containing 1 (WSB1), transcript variant 2, mRNA.WSB-1; SWIP1 0.00096204 0.00155421 1.17474755

GGPS1 NM_004837.2 GGPS1 1 Homo sapiens geranylgeranyl diphosphate synthase 1 (GGPS1), transcript variant 2, mRNA.GGPPS1; GGPPS0.01725781 0.01820171 1.17223122

ENTPD6 NM_001247.1 ENTPD6 20 Homo sapiens ectonucleoside triphosphate diphosphohydrolase 6 (putative function) (ENTPD6), mRNA.DKFZp781K21102; dJ738P15.3; DKFZp781G2277; FLJ36711; CD39L2; NTPDase-6; IL6ST2; IL-6SAG0.00977711 0.01125631 1.1718254

IDH3A NM_005530.2 IDH3A 15 Homo sapiens isocitrate dehydrogenase 3 (NAD+) alpha (IDH3A), nuclear gene encoding mitochondrial protein, mRNA.0.02171111 0.02211439 1.17175873

TTC5 NM_138376.1 TTC5 14 Homo sapiens tetratricopeptide repeat domain 5 (TTC5), mRNA.Strap 0.01989357 0.02052036 1.17134031

PNKP NM_007254.2 PNKP 19 Homo sapiens polynucleotide kinase 3'-phosphatase (PNKP), mRNA.PNK 0.00067377 0.0011508 1.17129526

DLEU1 NR_002605.1 DLEU1 13 Homo sapiens deleted in lymphocytic leukemia 1 (non-protein coding) (DLEU1), non-coding RNA.XTP6; MGC22430; DLB1; LEU1; BCMS0.01784743 0.01869548 1.16933874

STX5 NM_003164.2 STX5 11 Homo sapiens syntaxin 5 (STX5), mRNA.STX5A; SED5 0.0007 0.00118773 1.16872911

TMEM181 XM_941693.1 TMEM181 6 Homo sapiens transmembrane protein 181 (TMEM181), mRNA.KIAA1423; GPR1782.4929E-05 7.8088E-05 1.16835491

GPN2 NM_018066.3 GPN2 1 Homo sapiens GPN-loop GTPase 2 (GPN2), mRNA.FLJ10349 0.00341222 0.00456663 1.16813298

PEX19 NM_002857.2 PEX19 1 Homo sapiens peroxisomal biogenesis factor 19 (PEX19), mRNA.D1S2223E; PXF; PMPI; HK33; PXMP1; PMP10.04837413 0.04318627 1.16660921

ZMYND19 NM_138462.2 ZMYND19 9 Homo sapiens zinc finger, MYND-type containing 19 (ZMYND19), mRNA.MIZIP; RP11-48C7.40.00117375 0.00184396 1.16652375

LOC440341 XM_932044.1 LOC440341 16 PREDICTED: Homo sapiens similar to nuclear pore complex interacting protein, transcript variant 4 (LOC440341), mRNA.0.00050746 0.0009107 1.16248531

LOC389517 NM_001032389.1LOC389517 Homo sapiens similar to Williams Beuren syndrome chromosome region 19 (LOC389517), mRNA.0.00019709 0.00041478 1.16133571

YTHDF3 NM_152758.3 YTHDF3 8 Homo sapiens YTH domain family, member 3 (YTHDF3), mRNA.FLJ31657 0.04891802 0.0435566 1.15532696

KPNA1 NM_002264.1 KPNA1 3 Homo sapiens karyopherin alpha 1 (importin alpha 5) (KPNA1), mRNA.SRP1; RCH2; NPI-1; IPOA50.01110123 0.0125389 1.15390471

ZNF800 NM_176814.3 ZNF800 7 Homo sapiens zinc finger protein 800 (ZNF800), mRNA.MGC130033; MGC130032; FLJ433010.04963563 0.04405695 1.15334375

TYW1B XR_015176.2 TYW1B 7 PREDICTED: Homo sapiens misc_RNA (TYW1B), miscRNA.0.01887318 0.01959916 1.15328819

LOC100132564XM_001713808.1LOC100132564 12 PREDICTED: Homo sapiens hypothetical protein LOC100132564 (LOC100132564), mRNA.0.00011006 0.00025847 1.15148329

LRRFIP1 NM_004735.2 LRRFIP1 2 Homo sapiens leucine rich repeat (in FLII) interacting protein 1 (LRRFIP1), mRNA.MGC10947; GCF2; MGC119739; FLIIAP1; FLAP-1; GCF-2; HUFI-1; TRIP; MGC1197380.01354327 0.01480178 1.14946826

KIAA2013 NM_138346.1 KIAA2013 1 Homo sapiens KIAA2013 (KIAA2013), mRNA.MGC33867; RP5-1077B9.10.00038716 0.00072801 1.14942812

UAP1 NM_003115.3 UAP1 1 Homo sapiens UDP-N-acteylglucosamine pyrophosphorylase 1 (UAP1), mRNA.AGX1; AgX; SPAG20.00402029 0.00527659 1.14511318

USP8 NM_005154.2 USP8 15 Homo sapiens ubiquitin specific peptidase 8 (USP8), mRNA.KIAA0055; FLJ34456; MGC129718; UBPY; HumORF80.01118744 0.01261192 1.14490156

C5orf15 NM_020199.1 C5ORF15 5 Homo sapiens chromosome 5 open reading frame 15 (C5orf15), mRNA.HTGN29; KCT2 0.00021269 0.00044118 1.14204716

KRT19 NM_002276.3 KRT19 17 Homo sapiens keratin 19 (KRT19), mRNA.K19; CK19; MGC15366; K1CS0.00079519 0.00132516 1.14176088

PNO1 NM_020143.2 PNO1 2 Homo sapiens partner of NOB1 homolog (S. cerevisiae) (PNO1), mRNA.KHRBP1 0.05563373 0.04850261 1.14146245

TM2D3 NM_025141.2 TM2D3 15 Homo sapiens TM2 domain containing 3 (TM2D3), transcript variant 1, mRNA.BLP2 0.00062274 0.00107982 1.13971991

C4orf14 NM_032313.2 C4ORF14 4 Homo sapiens chromosome 4 open reading frame 14 (C4orf14), mRNA.mAtNOS1; hAtNOS1; MGC32326.1992E-05 0.00016169 1.13867938

KCNQ2 NM_004518.2 KCNQ2 20 Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 2 (KCNQ2), transcript variant 3, mRNA.KVEBN1; KV7.2; ENB1; BFNC; EBN; KCNA11; HNSPC; EBN10.03149737 0.03018655 1.13683502

SPOP NM_001007228.1SPOP 17 Homo sapiens speckle-type POZ protein (SPOP), transcript variant 1, mRNA.TEF2 7.7757E-05 0.00019515 1.13650988

DYNC1H1 NM_001376.2 DYNC1H1 14 Homo sapiens dynein, cytoplasmic 1, heavy chain 1 (DYNC1H1), mRNA.DNECL; DNCH1; HL-3; DYHC; Dnchc1; KIAA0325; DNCL; p22; DHC1a; DHC16.9944E-05 0.00017871 1.13643062

MGC52000 NM_198943.1 MGC52000 2 Homo sapiens CXYorf1-related protein (MGC52000), mRNA.CXYorf1; MGC904090.00138424 0.00212109 1.13600162

RAB2B NM_032846.2 RAB2B 14 Homo sapiens RAB2B, member RAS oncogene family (RAB2B), mRNA.FLJ14824 0.00027202 0.00054034 1.13581347

ACVR1 NM_001105.2 ACVR1 2 Homo sapiens activin A receptor, type I (ACVR1), mRNA.ALK2; SKR1; FOP; ACTRI; ACVRLK20.00708883 0.00855182 1.13490362

NPIP NM_006985.1 NPIP 16 Homo sapiens nuclear pore complex interacting protein (NPIP), mRNA.0.03228552 0.0308006 1.13473901

FBXL12 NM_017703.1 FBXL12 19 Homo sapiens F-box and leucine-rich repeat protein 12 (FBXL12), mRNA.Fbl12; FLJ201880.04022918 0.03698741 1.13446138

SLC30A9 NM_006345.3 SLC30A9 4 Homo sapiens solute carrier family 30 (zinc transporter), member 9 (SLC30A9), mRNA.C4orf1; HUEL; ZNT9; GAC630.0001583 0.00034759 1.13420505

EAPP NM_018453.3 EAPP 14 Homo sapiens E2F-associated phosphoprotein (EAPP), mRNA.FLJ20578; MGC4957; BM036; EAPP; C14orf110.00229855 0.00326494 1.13290095

KPNA4 NM_002268.3 KPNA4 3 Homo sapiens karyopherin alpha 4 (importin alpha 3) (KPNA4), mRNA.MGC12217; MGC26703; SRP3; QIP1; IPOA30.00378531 0.00499885 1.13202241

LOC728138 XM_001128282.2LOC728138 16 PREDICTED: Homo sapiens hypothetical LOC728138 (LOC728138), mRNA.0.00447727 0.00576598 1.13157923

POLR3C NM_006468.5 POLR3C 1 Homo sapiens polymerase (RNA) III (DNA directed) polypeptide C (62kD) (POLR3C), mRNA.RPC62; RPC3 0.00898616 0.01048884 1.1315777

KIAA0528 NM_014802.1 KIAA0528 12 Homo sapiens KIAA0528 (KIAA0528), mRNA.DKFZp779N20440.01018554 0.01165314 1.13035063

PMPCA NM_015160.1 PMPCA 9 Homo sapiens peptidase (mitochondrial processing) alpha (PMPCA), nuclear gene encoding mitochondrial protein, mRNA.Alpha-MPP; KIAA0123; MGC104197; INPP5E0.00041352 0.00076967 1.13033706

LOC440348 NM_001018059.2LOC440348 16 Homo sapiens similar to nuclear pore complex interacting protein (LOC440348), mRNA.A-761H5.4 0.01596269 0.01700543 1.12965557
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LOC729148 XM_372205.4 LOC729148 X PREDICTED: Homo sapiens similar to lethal (2) k00619 CG4775-PA (LOC729148), mRNA.0.00371545 0.00491843 1.1293886

GOLGA5 NM_005113.2 GOLGA5 14 Homo sapiens golgi autoantigen, golgin subfamily a, 5 (GOLGA5), mRNA.RFG5; ret-II; GOLIM50.01259088 0.01392216 1.12880455

FOXJ3 NM_014947.3 FOXJ3 1 Homo sapiens forkhead box J3 (FOXJ3), mRNA.MGC165036; MGC1766860.0055932 0.00699768 1.12625525

RAB3GAP1 NM_012233.1 RAB3GAP1 2 Homo sapiens RAB3 GTPase activating protein subunit 1 (catalytic) (RAB3GAP1), mRNA.RAB3GAP; RAB3GAP130; P130; DKFZp434A012; KIAA0066; WARBM10.00735216 0.00882823 1.12522912

APEX2 NM_014481.2 APEX2 X Homo sapiens APEX nuclease (apurinic/apyrimidinic endonuclease) 2 (APEX2), nuclear gene encoding mitochondrial protein, mRNA.XTH2; APEXL2; APE20.00246521 0.00345689 1.12442942

YIPF6 NM_173834.2 YIPF6 X Homo sapiens Yip1 domain family, member 6 (YIPF6), mRNA.RP13-253K9.1; FinGER6; MGC214160.00028871 0.00056887 1.12418159

BRPF1 NM_001003694.1BRPF1 3 Homo sapiens bromodomain and PHD finger containing, 1 (BRPF1), transcript variant 1, mRNA.BR140 0.00477034 0.00609776 1.12402693

MRPL53 NM_053050.2 MRPL53 2 Homo sapiens mitochondrial ribosomal protein L53 (MRPL53), nuclear gene encoding mitochondrial protein, mRNA.MGC20402; FLJ907280.03629794 0.03397462 1.12366819

CHUK NM_001278.3 CHUK 10 Homo sapiens conserved helix-loop-helix ubiquitous kinase (CHUK), mRNA.NFKBIKA; IKK1; IKKA; IKBKA; IKK-alpha; TCF160.01060633 0.01206847 1.12173273

PARP4 NM_006437.2 PARP4 13 Homo sapiens poly (ADP-ribose) polymerase family, member 4 (PARP4), mRNA.p193; PARPL; PH5P; ADPRTL1; VPARP; VAULT37.722E-05 0.00019402 1.1204985

BIVM NM_017693.2 BIVM 13 Homo sapiens basic, immunoglobulin-like variable motif containing (BIVM), mRNA.MGC133326 0.01272785 0.0140506 1.12007108

PAN2 NM_014871.2 PAN2 12 Homo sapiens PAN2 polyA specific ribonuclease subunit homolog (S. cerevisiae) (PAN2), mRNA.PAN2; hPAN2; FLJ39360; KIAA0710; USP520.02941535 0.02853718 1.11953527

C1orf128 NM_020362.2 C1ORF128 1 Homo sapiens chromosome 1 open reading frame 128 (C1orf128), mRNA.TXNL1CL; HT014; RP5-886K2.40.00204729 0.00295492 1.11946392

Hs.348514 HS.348514 4 Homo sapiens, clone IMAGE:4052238, mRNA, partial cds0.00060805 0.00105833 1.11934115

HDHD2 NM_032124.3 HDHD2 18 Homo sapiens haloacid dehalogenase-like hydrolase domain containing 2 (HDHD2), mRNA.3110052N05Rik; DKFZP564D13780.03252605 0.03097618 1.11552672

Hs.545976 HS.545976 X xm52h06.x1 NCI_CGAP_GC6 Homo sapiens cDNA clone IMAGE:2687867 3, mRNA sequence0.03529711 0.03319722 1.11397844

GORASP2 NM_015530.3 GORASP2 2 Homo sapiens golgi reassembly stacking protein 2, 55kDa (GORASP2), mRNA.GOLPH6; p59; FLJ13139; DKFZP434D156; GRS2; GRASP550.00242457 0.00341026 1.11300835

LOC728457 XR_037027.1 LOC728457 7 PREDICTED: Homo sapiens misc_RNA (LOC728457), miscRNA.0.04337862 0.03941632 1.11099838

EDC4 NM_014329.3 EDC4 16 Homo sapiens enhancer of mRNA decapping 4 (EDC4), mRNA.HEDLS; RCD-8; Ge-10.00101582 0.00162939 1.11034311

LOC728734 XM_930180.1 LOC728734 16 PREDICTED: Homo sapiens similar to kidney-specific protein (KS), transcript variant 3 (LOC728734), mRNA.0.03096947 0.02974887 1.11020796

MBTPS1 NM_201268.1 MBTPS1 16 Homo sapiens membrane-bound transcription factor peptidase, site 1 (MBTPS1), mRNA.MGC138712; KIAA0091; SKI-1; S1P; MGC138711; PCSK80.00171223 0.00253726 1.11005402

LOC643336 XM_001718563.1LOC643336 PREDICTED: Homo sapiens similar to hCG1985303 (LOC643336), mRNA.0.01059988 0.01206269 1.10534684

KIAA0194 XM_940209.1 KIAA0194 PREDICTED: Homo sapiens KIAA0194 protein (KIAA0194), mRNA.0.00482646 0.00615872 1.10441278

C17orf90 XM_941327.1 C17ORF90 17 Homo sapiens chromosome 17 open reading frame 90 (C17orf90), mRNA.MGC104712 0.00512052 0.0064821 1.10318753

PFDN6 NM_014260.2 PFDN6 6 Homo sapiens prefoldin subunit 6 (PFDN6), mRNA.HKE2; PFD6; H2-KE2; KE-2; MGC707440.00067731 0.00115595 1.10280717

MRPL21 NM_181513.1 MRPL21 11 Homo sapiens mitochondrial ribosomal protein L21 (MRPL21), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.MGC62013 0.00097481 0.00157196 1.10240467

HERPUD1 NM_001010990.1HERPUD1 16 Homo sapiens homocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-like domain member 1 (HERPUD1), transcript variant 3, mRNA.Mif1; SUP; HERP; KIAA00250.00659694 0.00805252 1.10133981

POLR2B NM_000938.1 POLR2B 4 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide B, 140kDa (POLR2B), mRNA.RPB2; hsRPB2; hRPB140; POL2RB0.00277512 0.00381764 1.10111513

C17orf70 NM_025161.3 C17ORF70 17 Homo sapiens chromosome 17 open reading frame 70 (C17orf70), mRNA.FAAP100; FLJ30151; FLJ221750.00466857 0.00597986 1.09936308

C1orf55 NM_152608.2 C1ORF55 1 Homo sapiens chromosome 1 open reading frame 55 (C1orf55), mRNA.dJ671D7.1; FLJ35382; RP4-671D7.10.04635922 0.0416758 1.0988338

ERCC1 NM_001983.2 ERCC1 19 Homo sapiens excision repair cross-complementing rodent repair deficiency, complementation group 1 (includes overlapping antisense sequence) (ERCC1), transcript variant 2, mRNA.UV20; COFS4 0.04249447 0.03874535 1.09851929

KIAA0907 NM_014949.2 KIAA0907 1 Homo sapiens KIAA0907 (KIAA0907), mRNA.RP11-336K24.1 0.03969145 0.03659655 1.09851736

LOC100130516XM_001720343.1LOC100130516 PREDICTED: Homo sapiens hypothetical protein LOC100130516 (LOC100130516), mRNA.0.02405924 0.02419159 1.09795741

DUS1L NM_022156.3 DUS1L 17 Homo sapiens dihydrouridine synthase 1-like (S. cerevisiae) (DUS1L), mRNA.DUS1; PP3111 0.03120424 0.02993178 1.09746416

SRP19 NM_003135.1 SRP19 5 Homo sapiens signal recognition particle 19kDa (SRP19), mRNA.0.0112831 0.01270507 1.09633688

EXOC7 NM_015219.2 EXOC7 17 Homo sapiens exocyst complex component 7 (EXOC7), transcript variant 1, mRNA.Exo70p; 2-5-3p; DKFZp686J04253; FLJ40965; EXO70; YJL085W; FLJ46415; EXOC1; EX0700.00239069 0.00337288 1.09612317

CCDC90B NM_021825.3 CCDC90B 11 Homo sapiens coiled-coil domain containing 90B (CCDC90B), mRNA.MDS011; MGC104239; MDS0250.02154192 0.02198288 1.09523532

KIAA1598 NM_018330.3 KIAA1598 10 Homo sapiens KIAA1598 (KIAA1598), mRNA.shootin1; shootin-1; MGC40476; DKFZp686A04390.00268552 0.00371242 1.09440149

LOC728888 XM_930046.1 LOC728888 16 PREDICTED: Homo sapiens similar to Protein KIAA0220 (LOC728888), mRNA.0.00111678 0.00176743 1.09429977

UBP1 NM_014517.2 UBP1 3 Homo sapiens upstream binding protein 1 (LBP-1a) (UBP1), mRNA.LBP-1B; LBP1A; LBP1B; LBP-1a; DKFZp686L17450.00544109 0.00683173 1.09396302

LOC100132547XR_039468.1 LOC100132547 12 PREDICTED: Homo sapiens misc_RNA (LOC100132547), miscRNA.0.01120043 0.01262332 1.09339884

C22orf30 NM_173566.2 C22ORF30 22 Homo sapiens chromosome 22 open reading frame 30 (C22orf30), mRNA.0.03717838 0.03467295 1.09310584

NAT9 NM_015654.3 NAT9 17 Homo sapiens N-acetyltransferase 9 (GCN5-related, putative) (NAT9), mRNA.EBSP; DKFZP564C1030.02996391 0.02897645 1.0928495

CCDC28A NM_015439.2 CCDC28A 6 Homo sapiens coiled-coil domain containing 28A (CCDC28A), mRNA.C6orf80; CCRL1AP; MGC131913; DKFZp586D06230.05437277 0.0475782 1.092709

GOT1 NM_002079.1 GOT1 10 Homo sapiens glutamic-oxaloacetic transaminase 1, soluble (aspartate aminotransferase 1) (GOT1), mRNA.GIG18 0.00038236 0.00072101 1.09028629

PICALM NM_007166.2 PICALM 11 Homo sapiens phosphatidylinositol binding clathrin assembly protein (PICALM), transcript variant 1, mRNA.LAP; CALM; CLTH0.02410124 0.02422548 1.08898847

CETN2 NM_004344.1 CETN2 X Homo sapiens centrin, EF-hand protein, 2 (CETN2), mRNA.CEN2; CALT 0.00407496 0.00533558 1.08859135

VIL2 NM_003379.3 VIL2 6 Homo sapiens villin 2 (ezrin) (VIL2), mRNA.MGC1584; CVL; FLJ26216; DKFZp762H157; CVIL0.00094871 0.00153777 1.08819633

INTS9 NM_018250.1 INTS9 8 Homo sapiens integrator complex subunit 9 (INTS9), mRNA.RC74; FLJ10871; RC-74; CPSF2L0.01247596 0.01381076 1.08817455

STK36 NM_015690.2 STK36 2 Homo sapiens serine/threonine kinase 36, fused homolog (Drosophila) (STK36), mRNA.FU; DKFZp434N0223; KIAA12780.02654647 0.02625028 1.08778743

LOC647954 XM_938141.1 LOC647954 PREDICTED: Homo sapiens misc_RNA (LOC647954), miscRNA.0.01113539 0.01256616 1.08755028

CCDC6 NM_005436.2 CCDC6 10 Homo sapiens coiled-coil domain containing 6 (CCDC6), mRNA.TST1; TPC; PTC; H4; D10S170; FLJ322860.00437096 0.00564647 1.08715384

SNRPB2 NM_003092.3 SNRPB2 20 Homo sapiens small nuclear ribonucleoprotein polypeptide B'' (SNRPB2), transcript variant 1, mRNA.MGC45309; MGC248070.00017978 0.00038445 1.08642399

SEC16A NM_014866.1 SEC16A 9 Homo sapiens SEC16 homolog A (S. cerevisiae) (SEC16A), mRNA.RP11-413M3.10; SEC16L; KIAA0310; p2500.02504225 0.02501659 1.08617524

TSPAN3 NM_198902.1 TSPAN3 15 Homo sapiens tetraspanin 3 (TSPAN3), transcript variant 1, mRNA.TM4-A; TSPAN-3; TM4SF80.00150275 0.00227134 1.08604781

CLINT1 NM_014666.2 CLINT1 5 Homo sapiens clathrin interactor 1 (CLINT1), mRNA.KIAA0171; EPSINR; CLINT; ENTH; EPNR; EPN40.00628711 0.00774436 1.08601543

LOC728791 XR_015547.2 LOC728791 PREDICTED: Homo sapiens misc_RNA (LOC728791), miscRNA.0.02966925 0.02874536 1.08577371

COPA NM_004371.2 COPA 1 Homo sapiens coatomer protein complex, subunit alpha (COPA), transcript variant 2, mRNA.FLJ26320; HEP-COP0.00192733 0.00280577 1.08555195

RPS6KB1 NM_003161.2 RPS6KB1 17 Homo sapiens ribosomal protein S6 kinase, 70kDa, polypeptide 1 (RPS6KB1), mRNA.p70-alpha; p70-S6K; STK14A; S6K1; p70(S6K)-alpha; PS6K; S6K0.02053598 0.02108386 1.08487272

MRPS10 NM_018141.2 MRPS10 6 Homo sapiens mitochondrial ribosomal protein S10 (MRPS10), nuclear gene encoding mitochondrial protein, mRNA.FLJ10567; PNAS-122; MRP-S100.00043231 0.00079754 1.08475298

LOC441131 XR_038026.1 LOC441131 PREDICTED: Homo sapiens misc_RNA (LOC441131), miscRNA.0.03646138 0.0340985 1.08472333

LOC100132247NM_001135865.1LOC100132247 16 Homo sapiens similar to Uncharacterized protein KIAA0220 (LOC100132247), mRNA.0.00773961 0.00921277 1.08449955

PWP1 NM_007062.1 PWP1 12 Homo sapiens PWP1 homolog (S. cerevisiae) (PWP1), mRNA.IEF-SSP-9502 0.00166922 0.0024819 1.0844735

PRPF4 NM_004697.3 PRPF4 9 Homo sapiens PRP4 pre-mRNA processing factor 4 homolog (yeast) (PRPF4), mRNA.HPRP4P; PRP4; HPRP4; Prp4p0.00141181 0.00215655 1.08403269

LOC100130308XR_036947.1 LOC100130308 PREDICTED: Homo sapiens misc_RNA (LOC100130308), miscRNA.0.01074321 0.01218471 1.08365797

RRP7A NM_015703.3 RRP7A 22 Homo sapiens ribosomal RNA processing 7 homolog A (S. cerevisiae) (RRP7A), mRNA.MGC150422; BK126B4.3; MGC1504230.00953666 0.01103014 1.0830585

QDPR NM_000320.1 QDPR 4 Homo sapiens quinoid dihydropteridine reductase (QDPR), mRNA.FLJ42391; DHPR; PKU20.00353011 0.00470789 1.08250623

VAMP3 NM_004781.3 VAMP3 1 Homo sapiens vesicle-associated membrane protein 3 (cellubrevin) (VAMP3), mRNA.CEB 0.02867174 0.02792384 1.08125545

LOC643384 XR_016363.2 LOC643384 4 PREDICTED: Homo sapiens hypothetical LOC643384 (LOC643384), mRNA.0.04282176 0.03899514 1.08117177

AGPAT2 NM_001012727.1AGPAT2 9 Homo sapiens 1-acylglycerol-3-phosphate O-acyltransferase 2 (lysophosphatidic acid acyltransferase, beta) (AGPAT2), transcript variant 2, mRNA.LPAAB; LPAAT-beta; BSCL1; BSCL; 1-AGPAT20.04375893 0.03972076 1.08111592
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SAMM50 NM_015380.3 SAMM50 22 Homo sapiens sorting and assembly machinery component 50 homolog (S. cerevisiae) (SAMM50), mRNA.OMP85; TOB55; YNL026W; CGI-51; SAM50; TRG-30.00657341 0.00802938 1.08055218

PRDX2 NM_181738.1 PRDX2 19 Homo sapiens peroxiredoxin 2 (PRDX2), nuclear gene encoding mitochondrial protein, transcript variant 3, mRNA.TDPX1; MGC4104; TSA; PRP; PRX2; NKEFB; PRXII0.00418843 0.00545646 1.07976317

CTGLF3 NM_001077665.1CTGLF3 Homo sapiens centaurin, gamma-like family, member 3 (CTGLF3), mRNA.bA324H6.1 0.02830695 0.02764527 1.07846494

GTF2F2 NM_004128.1 GTF2F2 13 Homo sapiens general transcription factor IIF, polypeptide 2, 30kDa (GTF2F2), mRNA.TF2F2; BTF4; RAP30; TFIIF0.00320815 0.00432851 1.07837902

DUSP5 NM_004419.3 DUSP5 10 Homo sapiens dual specificity phosphatase 5 (DUSP5), mRNA.HVH3; DUSP 0.0032326 0.00435614 1.07830461

ADM NM_001124.1 ADM 11 Homo sapiens adrenomedullin (ADM), mRNA.AM 0.00026213 0.00052582 1.07826729

EIF3G NM_003755.2 EIF3G 19 Homo sapiens eukaryotic translation initiation factor 3, subunit G (EIF3G), mRNA.EIF3S4; EIF3-P42; eIF3-delta; eIF3-p44; eIF3g0.00074011 0.00124735 1.07826155

POLRMT NM_005035.2 POLRMT 19 Homo sapiens polymerase (RNA) mitochondrial (DNA directed) (POLRMT), nuclear gene encoding mitochondrial protein, mRNA.h-mtRPOL; MTRPOL; APOLMT0.04772477 0.04271084 1.07747976

ROBLD3 NM_014017.2 ROBLD3 Homo sapiens roadblock domain containing 3 (ROBLD3), mRNA.0.00185095 0.00271032 1.07690525

RFNG NM_002917.1 RFNG 17 Homo sapiens RFNG O-fucosylpeptide 3-beta-N-acetylglucosaminyltransferase (RFNG), mRNA.0.05168737 0.04556466 1.07647932

PMPCB NM_004279.1 PMPCB 7 Homo sapiens peptidase (mitochondrial processing) beta (PMPCB), nuclear gene encoding mitochondrial protein, mRNA.Beta-MPP; MPP11; MPPP52; MPPB0.00632178 0.00777397 1.07638927

DERL1 NM_024295.3 DERL1 8 Homo sapiens Der1-like domain family, member 1 (DERL1), mRNA.DER-1; FLJ42092; MGC3067; FLJ13784; PRO2577; DER10.04095056 0.03754836 1.07554711

TYK2 NM_003331.3 TYK2 19 Homo sapiens tyrosine kinase 2 (TYK2), mRNA.JTK1 0.02813641 0.02751548 1.07532464

ANAPC4 NM_013367.2 ANAPC4 4 Homo sapiens anaphase promoting complex subunit 4 (ANAPC4), mRNA.APC4 0.04404154 0.03994423 1.07460041

LOC100134364XM_001713810.1LOC100134364 PREDICTED: Homo sapiens hypothetical protein LOC100134364 (LOC100134364), mRNA.0.00212833 0.00305779 1.07452625

LOC647340 NM_005174.2 LOC647340 PREDICTED: Homo sapiens similar to ATP synthase, H+ transporting, mitochondrial F1 complex, gamma subunit isoform H (heart) precursor (LOC647340), mRNA.0.000652 0.00112016 1.07401547

CPSF3 NM_016207.2 CPSF3 2 Homo sapiens cleavage and polyadenylation specific factor 3, 73kDa (CPSF3), mRNA.CPSF; CPSF73; CPSF-730.01537291 0.01647715 1.07221212

TSG101 NM_006292.2 TSG101 11 Homo sapiens tumor susceptibility gene 101 (TSG101), mRNA.VPS23; TSG10 0.01623662 0.01725953 1.07107848

NRD1 NM_002525.1 NRD1 1 Homo sapiens nardilysin (N-arginine dibasic convertase) (NRD1), mRNA.hNRD2; hNRD1 0.00562831 0.00703759 1.07054504

PCID2 NM_018386.1 PCID2 13 Homo sapiens PCI domain containing 2 (PCID2), mRNA.MGC16774; FLJ11305; F10; RP11-98F14.60.00053022 0.00094537 1.0695762

NIPA2 NM_030922.5 NIPA2 15 Homo sapiens non imprinted in Prader-Willi/Angelman syndrome 2 (NIPA2), transcript variant 1, mRNA.MGC5466 0.03062644 0.02947744 1.06876046

LOC440353 NR_002603.1 LOC440353 16 Homo sapiens nuclear pore complex interacting protein pseudogene (LOC440353), non-coding RNA.0.00304178 0.00413584 1.06716371

PIGY NM_032906.2 PIGY 4 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class Y (PIGY), transcript variant 2, mRNA.MGC14156; PIG-Y0.00094037 0.00152623 1.06710004

COQ10B NM_025147.2 COQ10B 2 Homo sapiens coenzyme Q10 homolog B (S. cerevisiae) (COQ10B), mRNA.FLJ13448 0.02687237 0.02650682 1.06668323

STT3A NM_152713.2 STT3A 11 Homo sapiens STT3, subunit of the oligosaccharyltransferase complex, homolog A (S. cerevisiae) (STT3A), mRNA.STT3-A; TMC; ITM1; FLJ27038; MGC90420.00207038 0.00298431 1.0665211

GRSF1 NM_002092.2 GRSF1 4 Homo sapiens G-rich RNA sequence binding factor 1 (GRSF1), transcript variant 2, mRNA.FLJ13125 0.02982298 0.02885925 1.06607448

ZNF598 NM_178167.2 ZNF598 16 Homo sapiens zinc finger protein 598 (ZNF598), mRNA.FLJ00086; DKFZp762F1350.05036138 0.04456588 1.06556778

SLC16A3 NM_004207.2 SLC16A3 17 Homo sapiens solute carrier family 16, member 3 (monocarboxylic acid transporter 4) (SLC16A3), transcript variant 2, mRNA.MCT3; MGC138472; MGC138474; MCT40.00483718 0.00616971 1.06407096

PSMB7 NM_002799.2 PSMB7 9 Homo sapiens proteasome (prosome, macropain) subunit, beta type, 7 (PSMB7), mRNA.Z 0.00204006 0.00294497 1.06312632

ATP6V1G1 NM_004888.2 ATP6V1G1 9 Homo sapiens ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G1 (ATP6V1G1), mRNA.Vma10; ATP6J; ATP6GL; ATP6G1; DKFZp547P234; ATP6G0.00822406 0.00972217 1.06286938

ODC1 NM_002539.1 ODC1 2 Homo sapiens ornithine decarboxylase 1 (ODC1), mRNA.0.00248294 0.00347731 1.06282805

LOC646630 XM_929572.1 LOC646630 13 PREDICTED: Homo sapiens similar to Coiled-coil-helix-coiled-coil-helix domain containing protein 2 (HCV NS2 trans-regulated protein) (NS2TP) (LOC646630), mRNA.0.01062853 0.01208589 1.06198905

SS18L2 NM_016305.1 SS18L2 3 Homo sapiens synovial sarcoma translocation gene on chromosome 18-like 2 (SS18L2), mRNA.KIAA-iso 0.00108033 0.00171873 1.06123087

LOC728324 XR_015322.2 LOC728324 PREDICTED: Homo sapiens misc_RNA (LOC728324), miscRNA.0.03626138 0.03394764 1.06084753

COPS5 NM_006837.2 COPS5 8 Homo sapiens COP9 constitutive photomorphogenic homolog subunit 5 (Arabidopsis) (COPS5), mRNA.MGC3149; SGN5; CSN5; JAB1; MOV-340.00279753 0.00384185 1.06060903

EIF3M NM_006360.3 EIF3M 11 Homo sapiens eukaryotic translation initiation factor 3, subunit M (EIF3M), mRNA.FLJ29030; GA17; hfl-B5; eIF3m; PCID1; B50.00250314 0.0034989 1.06030094

ZRANB2 NM_005455.3 ZRANB2 1 Homo sapiens zinc finger, RAN-binding domain containing 2 (ZRANB2), transcript variant 2, mRNA.DKFZp686J1831; DKFZp686N09117; ZIS2; ZIS1; FLJ41119; ZIS; ZNF2650.04058167 0.03724515 1.05949369

MAGED1 NM_006986.3 MAGED1 X Homo sapiens melanoma antigen family D, 1 (MAGED1), transcript variant 2, mRNA.NRAGE; DLXIN-10.01819567 0.01900128 1.05866839

COPB1 NM_016451.3 COPB1 11 Homo sapiens coatomer protein complex, subunit beta 1 (COPB1), mRNA.DKFZp761K102; COPB; FLJ103410.01028586 0.01174953 1.05815764

FAM39DP XM_925777.1 FAM39DP Homo sapiens family with sequence similarity 39, member D pseudogene (FAM39DP) on chromosome 15.FLJ25222 0.04686205 0.04202879 1.058003

YWHAG NM_012479.2 YWHAG 7 Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, gamma polypeptide (YWHAG), mRNA.14-3-3GAMMA 0.02217016 0.02253226 1.05599778

EIF3E NM_001568.1 EIF3E 8 Homo sapiens eukaryotic translation initiation factor 3, subunit E (EIF3E), mRNA.eIF3e; INT6; eIF3-p46; EIF3S6; EIF3-P480.00159469 0.00238728 1.05584006

LOC650276 XM_939363.1 LOC650276 PREDICTED: Homo sapiens similar to 60S ribosomal protein L7 (LOC650276), mRNA.0.00696153 0.00841909 1.05344976

VPS26A NM_001035260.1VPS26A 10 Homo sapiens vacuolar protein sorting 26 homolog A (S. pombe) (VPS26A), transcript variant 2, mRNA.PEP8A; Hbeta58; VPS26; HB58; FLJ129300.02346872 0.02367923 1.05287272

ANAPC5 NM_016237.3 ANAPC5 12 Homo sapiens anaphase promoting complex subunit 5 (ANAPC5), mRNA.APC5; PDL-108 0.02051489 0.02106714 1.0524925

CYBA NM_000101.2 CYBA 16 Homo sapiens cytochrome b-245, alpha polypeptide (CYBA), mRNA.0.00669417 0.00815192 1.05213034

MMADHC NM_015702.2 MMADHC 2 Homo sapiens methylmalonic aciduria (cobalamin deficiency) cblD type, with homocystinuria (MMADHC), nuclear gene encoding mitochondrial protein, mRNA.0.03956246 0.03651983 1.0519155

TIMM23 NM_006327.2 TIMM23 10 Homo sapiens translocase of inner mitochondrial membrane 23 homolog (yeast) (TIMM23), nuclear gene encoding mitochondrial protein, mRNA.PRO1197; TIMM23B; MGC22767; TIM230.005002 0.00635223 1.05138759

C2orf25 NM_015702.1 C2ORF25 2 Homo sapiens chromosome 2 open reading frame 25 (C2orf25), mRNA.CL25022 0.00725915 0.0087249 1.05088862

LOC613037 NR_002473.1 LOC613037 16 Homo sapiens nuclear pore complex interacting protein pseudogene (LOC613037), non-coding RNA.0.03968891 0.03659805 1.04951081

LOC730187 XR_042419.1 LOC730187 PREDICTED: Homo sapiens misc_RNA (LOC730187), miscRNA.0.01113578 0.01256498 1.04738709

CIRBP NM_001280.1 CIRBP 19 Homo sapiens cold inducible RNA binding protein (CIRBP), mRNA.CIRP 0.03181567 0.03044173 1.04734685

SNRNP70 NM_003089.4 SNRNP70 19 Homo sapiens small nuclear ribonucleoprotein 70kDa (U1) (SNRNP70), mRNA.U1AP; RPU1; U1RNP; RNPU1Z; U170K0.01258321 0.01391544 1.04702552

SQSTM1 NM_003900.3 SQSTM1 5 Homo sapiens sequestosome 1 (SQSTM1), mRNA.OSIL; p62B; p60; ZIP3; PDB3; p62; A1700.00736956 0.00884548 1.04693055

OAZ1 NM_004152.2 OAZ1 19 Homo sapiens ornithine decarboxylase antizyme 1 (OAZ1), mRNA.OAZ; MGC138338; AZI0.01056494 0.01203229 1.04618851

PTS NM_000317.1 PTS 11 Homo sapiens 6-pyruvoyltetrahydropterin synthase (PTS), mRNA.PTPS 0.04992846 0.04426762 1.04613313

PPP2CA NM_002715.2 PPP2CA 5 Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subunit, alpha isoform (PPP2CA), mRNA.PP2CA; RP-C; PP2Ac0.00545054 0.00684066 1.04493802

GDI2 NM_001494.2 GDI2 10 Homo sapiens GDP dissociation inhibitor 2 (GDI2), mRNA.FLJ37352; FLJ16452; RABGDIB0.04084562 0.0374678 1.04458815

RPRC1 NM_018067.2 RPRC1 1 Homo sapiens arginine/proline rich coiled-coil 1 (RPRC1), mRNA.PARCC1; FLJ103500.0145892 0.01574485 1.04438436

DNAJA2 NM_005880.2 DNAJA2 16 Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 2 (DNAJA2), mRNA.RDJ2; DNAJ; DJA2; DNJ3; HIRIP4; PRO3015; CPR30.03922449 0.0362498 1.04391893

IMMT NM_006839.1 IMMT 2 Homo sapiens inner membrane protein, mitochondrial (mitofilin) (IMMT), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.PIG4; P87/89; P89; DKFZp779P1653; MGC111146; P87; HMP0.01857269 0.01933517 1.04339125

HGS NM_004712.3 HGS 17 Homo sapiens hepatocyte growth factor-regulated tyrosine kinase substrate (HGS), mRNA.HRS; ZFYVE8 0.04313096 0.03923191 1.04300477

RPL36AL NM_001001.3 RPL36AL 14 Homo sapiens ribosomal protein L36a-like (RPL36AL), mRNA.RPL36A; MGC1115740.0064155 0.00786607 1.04285031

NDUFS4 NM_002495.1 NDUFS4 5 Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 4, 18kDa (NADH-coenzyme Q reductase) (NDUFS4), mRNA.AQDQ 0.01537776 0.01648033 1.04270528

ETF1 NM_004730.1 ETF1 5 Homo sapiens eukaryotic translation termination factor 1 (ETF1), mRNA.ERF; TB3-1; RF1; D5S1995; ERF1; SUP45L1; MGC1110660.02561652 0.02546559 1.0425116

POLR1D NM_015972.1 POLR1D 13 Homo sapiens polymerase (RNA) I polypeptide D, 16kDa (POLR1D), transcript variant 1, mRNA.MGC9850; RPAC2; RPA16; RPA9; POLR1C; FLJ20616; RPO1-30.0303764 0.02930751 1.04250266

RAB7A NM_004637.5 RAB7A 3 Homo sapiens RAB7A, member RAS oncogene family (RAB7A), mRNA.PSN; CMT2B; FLJ20819; PRO2706; RAB70.05104921 0.04510178 1.04242241

NDUFV2 NM_021074.1 NDUFV2 18 Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2, 24kDa (NDUFV2), mRNA.0.05294456 0.0464675 1.04222941

RPL5 NM_000969.3 RPL5 1 Homo sapiens ribosomal protein L5 (RPL5), mRNA.MSTP030; MGC1173390.0187531 0.0194906 1.04211065

ZDHHC6 NM_022494.1 ZDHHC6 10 Homo sapiens zinc finger, DHHC-type containing 6 (ZDHHC6), mRNA.ZNF376; FLJ219520.02759703 0.02707855 1.04195934



 5.0 ACL-Dependent Upreg

C19orf70 NM_205767.1 C19ORF70 19 Homo sapiens chromosome 19 open reading frame 70 (C19orf70), mRNA.0.04096913 0.03755753 1.04134116

NDUFA2 NM_002488.3 NDUFA2 5 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2, 8kDa (NDUFA2), mRNA.B8; CD14 0.04150921 0.03798121 1.03893941

AKR1A1 NM_153326.1 AKR1A1 1 Homo sapiens aldo-keto reductase family 1, member A1 (aldehyde reductase) (AKR1A1), transcript variant 2, mRNA.ALR; ALDR1; MGC1380; MGC12529; DD30.04604736 0.04145065 1.03826435

EBNA1BP2 NM_006824.1 EBNA1BP2 1 Homo sapiens EBNA1 binding protein 2 (EBNA1BP2), mRNA.P40; NOBP; EBP20.01882269 0.01955598 1.03823325

CHCHD2 NM_016139.2 CHCHD2 7 Homo sapiens coiled-coil-helix-coiled-coil-helix domain containing 2 (CHCHD2), mRNA.C7orf17 0.02156902 0.02199774 1.03753911

FABP5L2 XM_001721172.1FABP5L2 PREDICTED: Homo sapiens fatty acid binding protein 5-like 2 (FABP5L2), mRNA.0.04201737 0.03839013 1.03351211

YWHAH NM_003405.3 YWHAH 22 Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, eta polypeptide (YWHAH), mRNA.YWHA1 0.03979099 0.03667677 1.03203572

SNRPD2 NM_177542.1 SNRPD2 19 Homo sapiens small nuclear ribonucleoprotein D2 polypeptide 16.5kDa (SNRPD2), transcript variant 2, mRNA.SMD2; SNRPD1 0.03106476 0.02982407 1.0310281

LOC442454 XM_928047.1 LOC442454 X Homo sapiens ubiquinol-cytochrome c reductase binding protein pseudogene (LOC442454), non-coding RNA.0.03309484 0.03139859 1.02739771

55



 5.0 ACL-Indepen Upreg

SYMBOL SEARCH_KEY ILMN_GENE CHROMOSOMEDEFINITION SYNONYMS pval fdr fold

ATP2B1 NM_001001323.1ATP2B1 12 Homo sapiens ATPase, Ca++ transporting, plasma membrane 1 (ATP2B1), transcript variant 2, mRNA.PMCA1; PMCA1kb0.00093674 0.00152146 706.059201

CEND1 NM_016564.2 CEND1 11 Homo sapiens cell cycle exit and neuronal differentiation 1 (CEND1), mRNA.FLJ90066; MGC34326; BM881.3794E-07 1.7022E-06 352.769537

ABCA3 NM_001089.1 ABCA3 16 Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 3 (ABCA3), mRNA.ABC-C; EST111653; MGC72201; LBM180; ABC30.00020194 0.00042287 288.410347

ZNF219 NM_016423.1 ZNF219 14 Homo sapiens zinc finger protein 219 (ZNF219), mRNA.ZFP219 0.01314166 0.01443477 259.453513

SLMO2 NM_016045.2 SLMO2 20 Homo sapiens slowmo homolog 2 (Drosophila) (SLMO2), mRNA.C20orf45; PRELID3B; dJ543J19.50.02480467 0.02482447 242.393802

SPRYD4 NM_207344.1 SPRYD4 12 Homo sapiens SPRY domain containing 4 (SPRYD4), mRNA.DKFZp686N0877 0.0006274 0.00108641 200.768846

ARV1 NM_022786.1 ARV1 1 Homo sapiens ARV1 homolog (S. cerevisiae) (ARV1), mRNA.0.00075081 0.00126247 188.445374

MYO19 NM_001033580.1MYO19 17 Homo sapiens myosin XIX (MYO19), transcript variant 1, mRNA.FLJ22865; MYOHD12.1689E-06 1.1893E-05 185.588421

LOC128322 XM_060943.1 LOC128322 PREDICTED: Homo sapiens similar to nuclear transport factor 2 (LOC128322), mRNA.0.00192334 0.00280229 185.116231

FAS NM_152871.1 FAS 10 Homo sapiens Fas (TNF receptor superfamily, member 6) (FAS), transcript variant 3, mRNA.CD95; APT1; FASTM; FAS1; APO-1; ALPS1A; TNFRSF60.00157518 0.00236128 173.718915

TES NM_015641.2 TES 7 Homo sapiens testis derived transcript (3 LIM domains) (TES), transcript variant 1, mRNA.DKFZP586B2022; TESS-2; MGC1146; TESTIN; TESS0.0001178 0.00027278 155.684411

GRHL2 NM_024915.1 GRHL2 8 Homo sapiens grainyhead-like 2 (Drosophila) (GRHL2), mRNA.DFNA28; BOM; MGC149294; MGC149295; FLJ13782; FLJ11172; TFCP2L35.0791E-06 2.2598E-05 143.832684

CORO6 NM_032854.1 CORO6 17 Homo sapiens coronin 6 (CORO6), mRNA.FLJ14871 8.8631E-05 0.00021771 84.6526229

LOC100131452XM_001723489.1LOC100131452 15 PREDICTED: Homo sapiens hypothetical protein LOC100131452 (LOC100131452), mRNA.0.00028804 0.00056793 77.7988979

EFR3B NM_014971.1 EFR3B 2 Homo sapiens EFR3 homolog B (S. cerevisiae) (EFR3B), mRNA.0.00775581 0.0092283 69.4176191

RSF1 NM_016578.3 RSF1 11 Homo sapiens remodeling and spacing factor 1 (RSF1), mRNA.HBXAP; p325; RSF-1; XAP83.4393E-06 1.6905E-05 64.5770184

KLRC2 NM_002260.3 KLRC2 12 Homo sapiens killer cell lectin-like receptor subfamily C, member 2 (KLRC2), mRNA.NKG2-C; CD159c; NKG2C; MGC1382445.3929E-08 8.9616E-07 61.1618319

WNT10B NM_003394.2 WNT10B 12 Homo sapiens wingless-type MMTV integration site family, member 10B (WNT10B), mRNA.WNT-12 5.0591E-05 0.00013802 58.8049003

LOC652669 XM_942246.1 LOC652669 PREDICTED: Homo sapiens similar to SLIT-ROBO Rho GTPase-activating protein 2 (srGAP2) (Formin-binding protein 2) (LOC652669), mRNA.0.00115367 0.00181762 53.4012134

ARC NM_015193.3 ARC 8 Homo sapiens activity-regulated cytoskeleton-associated protein (ARC), mRNA.KIAA0278 6.9377E-08 1.0642E-06 50.923036

DNAJC2 NM_014377.1 DNAJC2 7 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 2 (DNAJC2), transcript variant 1, mRNA.MPP11; MPHOSPH11; ZUO1; DNAJC20.00011913 0.00027507 49.6327792

LRRC49 NM_017691.2 LRRC49 15 Homo sapiens leucine rich repeat containing 49 (LRRC49), mRNA.FLJ20156 1.7172E-08 4.4314E-07 48.7774929

DNAJC1 NM_022365.2 DNAJC1 10 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 1 (DNAJC1), mRNA.MGC131954; ERdj1; DNAJL1; HTJ10.00018601 0.00039583 48.7160439

GFPT2 NM_005110.1 GFPT2 5 Homo sapiens glutamine-fructose-6-phosphate transaminase 2 (GFPT2), mRNA.GFAT2; FLJ103807.6327E-08 1.1293E-06 44.3158228

DNA2 NM_001080449.1DNA2 10 Homo sapiens DNA replication helicase 2 homolog (yeast) (DNA2), mRNA.KIAA0083; DNA2L; MGC133297; FLJ100630.00105542 0.0016849 42.0813673

PKNOX1 NM_004571.3 PKNOX1 21 Homo sapiens PBX/knotted 1 homeobox 1 (PKNOX1), mRNA.PREP1; pkonx1c 8.2101E-05 0.00020418 39.927133

UTS2 NM_006786.2 UTS2 1 Homo sapiens urotensin 2 (UTS2), transcript variant 2, mRNA.UCN2; PRO1068; U-II; UII1.3E-06 8.124E-06 39.433322

TM4SF18 NM_138786.1 TM4SF18 3 Homo sapiens transmembrane 4 L six family member 18 (TM4SF18), mRNA.L6D 0.00014357 0.00032019 38.480313

SCFD2 NM_152540.3 SCFD2 4 Homo sapiens sec1 family domain containing 2 (SCFD2), mRNA.STXBP1L1; FLJ21060; FLJ395140.01214633 0.01351064 37.7367237

C14orf132 NM_020215.2 C14ORF132 14 Homo sapiens chromosome 14 open reading frame 132 (C14orf132), mRNA.DKFZp761F20141.4071E-06 8.6517E-06 36.8344284

FAR2 NM_018099.3 FAR2 12 Homo sapiens fatty acyl CoA reductase 2 (FAR2), mRNA.FAR2; FLJ10462 3.381E-06 1.6656E-05 36.3573977

Hs.98330 HS.98330 PREDICTED: Homo sapiens hypothetical LOC388227 (LOC388227), mRNA0.00014798 0.00032837 36.1176854

KAT2B NM_003884.4 KAT2B 3 Homo sapiens K(lysine) acetyltransferase 2B (KAT2B), mRNA.KAT2B; P; P/CAF; CAF0.01982909 0.02047069 35.7887167

MGC42630 NM_175923.3 MGC42630 9 Homo sapiens hypothetical protein MGC42630 (MGC42630), mRNA.0.00692435 0.00838221 35.4247189

SEMA3C NM_006379.2 SEMA3C 7 Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3C (SEMA3C), mRNA.SEMAE; SemE 6.7352E-06 2.8033E-05 35.355159

HEG1 XM_087386.8 HEG1 3 Homo sapiens HEG homolog 1 (zebrafish) (HEG1), mRNA.KIAA1237; MST112; MSTP112; HEG5.5864E-07 4.4237E-06 35.2615246

RCC1 NM_001269.3 RCC1 1 Homo sapiens regulator of chromosome condensation 1 (RCC1), transcript variant 3, mRNA.RCC1-I; CHC1 9.1519E-07 6.2782E-06 33.3697987

C9orf82 NM_024828.2 C9ORF82 9 Homo sapiens chromosome 9 open reading frame 82 (C9orf82), mRNA.RP11-337A23.1; FLJ136578.6889E-05 0.00021427 32.309599

LOC100134301XM_001720715.1LOC100134301 PREDICTED: Homo sapiens hypothetical protein LOC100134301 (LOC100134301), mRNA.0.0001546 0.00034109 32.1068769

FLJ20674 NM_019086.2 FLJ20674 12 Homo sapiens hypothetical protein FLJ20674 (FLJ20674), mRNA.0.00254578 0.00354889 30.4961551

NEBL NM_006393.1 NEBL 10 Homo sapiens nebulette (NEBL), transcript variant 1, mRNA.MGC119747; bA56H7.1; MGC119746; LNEBL1.5169E-05 5.2982E-05 30.4831912

SLC36A1 NM_078483.2 SLC36A1 5 Homo sapiens solute carrier family 36 (proton/amino acid symporter), member 1 (SLC36A1), mRNA.TRAMD3; PAT1; LYAAT12.5877E-08 5.7479E-07 29.7143137

MYBBP1A NM_014520.1 MYBBP1A Homo sapiens MYB binding protein (P160) 1a (MYBBP1A), mRNA.PAP2; P160; FLJ378860.00089528 0.00146306 28.7663913

CARD8 NM_014959.1 CARD8 19 Homo sapiens caspase recruitment domain family, member 8 (CARD8), mRNA.NDPP1; CARDINAL; TUCAN; KIAA0955; MGC57162; DKFZp779L0366; DACAR0.00049743 0.00089619 28.516217

CHAF1A NM_005483.2 CHAF1A 19 Homo sapiens chromatin assembly factor 1, subunit A (p150) (CHAF1A), mRNA.MGC71229; CAF1B; CAF1P150; CAF1; CAF-1; P1500.0093934 0.01089173 27.7138869

KRT222 NM_152349.1 KRT222 17 Homo sapiens keratin 222 (KRT222), mRNA.KA21; MGC455622.8546E-05 8.6815E-05 27.2410844

CHRNA10 NM_020402.2 CHRNA10 11 Homo sapiens cholinergic receptor, nicotinic, alpha 10 (CHRNA10), mRNA.0.00645842 0.00790985 26.9797719

C14orf45 NM_025057.1 C14ORF45 14 Homo sapiens chromosome 14 open reading frame 45 (C14orf45), mRNA.FLJ23189 6.8323E-05 0.00017528 26.7130657

GPRIN1 NM_052899.1 GPRIN1 5 Homo sapiens G protein regulated inducer of neurite outgrowth 1 (GPRIN1), mRNA.KIAA1893; GRIN14.3444E-07 3.7115E-06 26.4904376

LOC644739 XM_929457.1 LOC644739 X PREDICTED: Homo sapiens similar to Wiskott-Aldrich syndrome protein family member 4 (WASP-family protein member 4), transcript variant 1 (LOC644739), mRNA.0.00014722 0.00032701 26.4618875

ALDH3B1 NM_001030010.1ALDH3B1 11 Homo sapiens aldehyde dehydrogenase 3 family, member B1 (ALDH3B1), transcript variant 1, mRNA.FLJ26433; ALDH7; ALDH43.996E-05 0.00011372 26.3981689

LOC100133930XM_001716439.1LOC100133930 PREDICTED: Homo sapiens similar to D-2-hydroxyglutarate dehydrogenase, mitochondrial (LOC100133930), mRNA.0.0301343 0.02912839 26.0966311

CD109 NM_133493.1 CD109 6 Homo sapiens CD109 molecule (CD109), mRNA.FLJ38569; DKFZp762L1111; FLJ41966; CPAMD7; RP11-525G3.14.2921E-06 2.001E-05 25.5174359

PSORS1C1 NM_014068.1 PSORS1C1 6 Homo sapiens psoriasis susceptibility 1 candidate 1 (PSORS1C1), mRNA.C6orf16; SEEK1; MGC1325300.00572496 0.00714216 25.099895

Hs.505676 HS.505676 12 Homo sapiens cDNA FLJ33772 fis, clone BRSSN20001752.9875E-08 6.1822E-07 25.0326825

CCAR1 NM_018237.2 CCAR1 10 Homo sapiens cell division cycle and apoptosis regulator 1 (CCAR1), mRNA.RP11-437A18.1; MGC44628; CARP-1; CARP10.00553443 0.00693404 24.7111943

SNCG NM_003087.1 SNCG 10 Homo sapiens synuclein, gamma (breast cancer-specific protein 1) (SNCG), mRNA.BCSG1; SR 2.8047E-07 2.7404E-06 23.9373623

LAMP3 NM_014398.2 LAMP3 3 Homo sapiens lysosomal-associated membrane protein 3 (LAMP3), mRNA.TSC403; DC-LAMP; CD208; LAMP; DCLAMP1.2239E-06 7.7927E-06 23.8372707

PGF NM_002632.4 PGF 14 Homo sapiens placental growth factor (PGF), mRNA.PGFL; PlGF-2; D12S1900; SHGC-10760; PLGF0.0004367 0.00080445 23.7781933

LOC442442 XM_001719899.1LOC442442 X PREDICTED: Homo sapiens 60S ribosomal protein L14-like (LOC442442), mRNA.0.01305254 0.01435305 23.5118872

APOBEC3B NM_004900.3 APOBEC3B 22 Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3B (APOBEC3B), mRNA.FLJ21201; APOBEC1L; ARCD3; DJ742C19.2; PHRBNL; ARP4; bK150C2.20.00035238 0.00067242 23.1769613

ESCO2 NM_001017420.2ESCO2 8 Homo sapiens establishment of cohesion 1 homolog 2 (S. cerevisiae) (ESCO2), mRNA.EFO2; RBS; 2410004I17Rik0.00283525 0.00388573 22.2939653

KIAA0513 NM_014732.2 KIAA0513 16 Homo sapiens KIAA0513 (KIAA0513), mRNA.1.3622E-06 8.4348E-06 21.9958975

CHMP7 NM_152272.2 CHMP7 8 Homo sapiens CHMP family, member 7 (CHMP7), mRNA.MGC29816 0.00141484 0.00216004 21.6198299

IL1RAPL1 NM_014271.2 IL1RAPL1 X Homo sapiens interleukin 1 receptor accessory protein-like 1 (IL1RAPL1), mRNA.MRX34; IL1RAPL; OPHN4; MRX21; TIGIRR-2; IL1R80.00061608 0.00106997 20.6423458

TXNRD2 NM_145748.1 TXNRD2 22 Homo sapiens thioredoxin reductase 2 (TXNRD2), nuclear gene encoding mitochondrial protein, transcript variant 3, mRNA.TRXR2; TR3; SELZ; TR; TR-BETA0.00373793 0.00494445 20.4563356

TBC1D22A NM_014346.1 TBC1D22A 22 Homo sapiens TBC1 domain family, member 22A (TBC1D22A), mRNA.C22orf4; HSC79E0210.00024801 0.00050198 20.3598266

HM13 NM_030789.2 HM13 20 Homo sapiens histocompatibility (minor) 13 (HM13), transcript variant 2, mRNA.MSTP086; H13; IMPAS; SPP; IMP1; PSL3; PSENL3; dJ324O17.10.00022022 0.00045389 19.8688203

FAM149A NM_015398.1 FAM149A 4 Homo sapiens family with sequence similarity 149, member A (FAM149A), transcript variant 1, mRNA.DKFZP564J102; MSTP119; MST1190.01400581 0.0152182 19.4231751
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LOC400836 XR_018904.2 LOC400836 PREDICTED: Homo sapiens misc_RNA (LOC400836), miscRNA.0.05615251 0.04888689 19.3470847

IVD NM_002225.2 IVD 15 Homo sapiens isovaleryl Coenzyme A dehydrogenase (IVD), nuclear gene encoding mitochondrial protein, mRNA.ACAD2 0.00133159 0.00205224 19.1944749

CHSY3 NM_175856.4 CHSY3 5 Homo sapiens chondroitin sulfate synthase 3 (CHSY3), mRNA.CSS3; CHSY2 4.3874E-06 2.0346E-05 19.0984257

SLC6A16 NM_014037.2 SLC6A16 19 Homo sapiens solute carrier family 6, member 16 (SLC6A16), mRNA.NTT5 0.01002731 0.0114991 18.7097528

TFAP2E NM_178548.2 TFAP2E 1 Homo sapiens transcription factor AP-2 epsilon (activating enhancer binding protein 2 epsilon) (TFAP2E), mRNA.MGC49007; AP2E0.01395272 0.0151699 18.4810522

FAM164A NM_016010.1 FAM164A 8 Homo sapiens family with sequence similarity 164, member A (FAM164A), mRNA.CGI-62 0.00011231 0.00026257 18.4012626

ENPP5 NM_021572.4 ENPP5 6 Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative function) (ENPP5), mRNA.KIAA0879 8.0287E-09 2.7844E-07 18.2869775

C12orf26 NM_032230.1 C12ORF26 12 Homo sapiens chromosome 12 open reading frame 26 (C12orf26), mRNA.FLJ22789 4.72E-08 8.1683E-07 18.2096942

PROM2 NM_144707.1 PROM2 2 Homo sapiens prominin 2 (PROM2), mRNA.PROM-2; MGC1387140.0034044 0.00455685 17.8902811

METTL4 NM_022840.2 METTL4 18 Homo sapiens methyltransferase like 4 (METTL4), mRNA.MGC117235; FLJ23017; HsT6610.00059863 0.00104525 17.8322154

Hs.444999 HS.444999 15 BX114974 NCI_CGAP_Kid3 Homo sapiens cDNA clone IMAGp998C023886, mRNA sequence0.03630364 0.03397633 17.5035544

FER1L4 NR_001442.1 FER1L4 Homo sapiens fer-1-like 4 (C. elegans) (FER1L4) on chromosome 20.dJ309K20.1; FLJ22613; bA563A22B.1; C20orf124; FLJ134590.00015498 0.00034158 16.900433

Hs.435263 HS.435263 13 NISC_gj03f04.y1 NCI_CGAP_Pr28 Homo sapiens cDNA clone IMAGE:3270678 5, mRNA sequence0.00042564 0.00078771 16.6932189

ZNF286C NR_024508.1 ZNF286C Homo sapiens zinc finger 286C pseudogene (ZNF286C), non-coding RNA.0.03053365 0.02942041 16.5551732

FAM46C NM_017709.2 FAM46C 1 Homo sapiens family with sequence similarity 46, member C (FAM46C), mRNA.FLJ20202 1.9675E-05 6.5168E-05 16.4130436

TMEM59L NM_012109.2 TMEM59L 19 Homo sapiens transmembrane protein 59-like (TMEM59L), mRNA.BSMAP; C19orf41.7463E-08 4.4801E-07 16.3777779

GPD2 NM_000408.2 GPD2 2 Homo sapiens glycerol-3-phosphate dehydrogenase 2 (mitochondrial) (GPD2), mRNA.mGPDH; GDH2 0.00097004 0.0015654 16.0001875

SPATA7 NM_018418.1 SPATA7 14 Homo sapiens spermatogenesis associated 7 (SPATA7), transcript variant 2, mRNA.MGC102934; DKFZp686D07199; HSD3; HSD-3.15.2265E-08 8.7848E-07 15.9695991

TMEM166 NM_032181.1 TMEM166 2 Homo sapiens transmembrane protein 166 (TMEM166), mRNA.FLJ13391 0.00705533 0.00851609 15.6843596

C5orf34 NM_198566.1 C5ORF34 5 Homo sapiens chromosome 5 open reading frame 34 (C5orf34), mRNA.MGC46448; FLJ323630.04052337 0.0372072 15.5290521

BAPX1 NM_001189.2 BAPX1 4 Homo sapiens bagpipe homeobox homolog 1 (Drosophila) (BAPX1), mRNA.NKX3B; NKX3-2; MGC138171; NKX3.27.7386E-05 0.00019433 15.1145035

SRPX2 NM_014467.1 SRPX2 X Homo sapiens sushi-repeat-containing protein, X-linked 2 (SRPX2), mRNA.SRPUL; RESDX 0.00011727 0.00027176 14.9544541

LOC648982 XM_938059.1 LOC648982 PREDICTED: Homo sapiens hypothetical protein LOC648982 (LOC648982), mRNA.0.0016732 0.00248614 14.7331505

SERPINE1 NM_000602.1 SERPINE1 7 Homo sapiens serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type 1), member 1 (SERPINE1), mRNA.PAI; PAI-1; PAI1; PLANH15.8326E-07 4.557E-06 14.3894131

HMGA2 NM_001015886.1HMGA2 12 Homo sapiens high mobility group AT-hook 2 (HMGA2), transcript variant 3, mRNA.HMGI-C; HMGIC; LIPO; BABL0.00011945 0.00027565 14.3200071

SIM2 NM_005069.2 SIM2 21 Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant SIM2, mRNA.MGC119447; SIM0.01984316 0.02047558 13.8241474

PARVB NM_001003828.1PARVB 22 Homo sapiens parvin, beta (PARVB), transcript variant 1, mRNA.CGI-56 0.04820748 0.04306378 13.7448996

MYOM3 NM_152372.2 MYOM3 1 Homo sapiens myomesin family, member 3 (MYOM3), mRNA.RP11-293P20.1; MGC71483; FLJ359611.2126E-06 7.7493E-06 13.6549151

SLC22A17 NM_016609.3 SLC22A17 14 Homo sapiens solute carrier family 22, member 17 (SLC22A17), transcript variant 2, mRNA.BOIT; BOCT; hBOIT; NGALR4.5853E-07 3.8389E-06 13.6399151

LOC643233 XM_926592.1 LOC643233 PREDICTED: Homo sapiens similar to CG5327-PA (LOC643233), mRNA.2.9993E-06 1.5203E-05 13.5465192

IRF4 NM_002460.1 IRF4 6 Homo sapiens interferon regulatory factor 4 (IRF4), mRNA.MUM1; LSIRF 0.01038344 0.01184866 13.3726437

ZNF564 NM_144976.2 ZNF564 19 Homo sapiens zinc finger protein 564 (ZNF564), mRNA.MGC26914 8.9958E-05 0.0002201 13.3310864

BEND3 NM_001080450.1BEND3 6 Homo sapiens BEN domain containing 3 (BEND3), mRNA.RP11-59I9.2 3.7839E-05 0.0001091 13.0614762

CCDC18 NM_206886.2 CCDC18 1 Homo sapiens coiled-coil domain containing 18 (CCDC18), mRNA.dJ717I23.1; NY-SAR-41; RP4-717I23.10.00014063 0.0003151 12.9338726

CRISPLD2 NM_031476.1 CRISPLD2 16 Homo sapiens cysteine-rich secretory protein LCCL domain containing 2 (CRISPLD2), mRNA.DKFZP434B044; MGC74865; CRISP11; LCRISP22.1789E-11 1.2745E-08 12.7507643

Hs.372654 HS.372654 10 Homo sapiens cDNA: FLJ23004 fis, clone LNG003910.00121244 0.0018959 12.6478666

PDLIM7 NM_005451.3 PDLIM7 5 Homo sapiens PDZ and LIM domain 7 (enigma) (PDLIM7), transcript variant 1, mRNA.0.00011449 0.00026681 12.5509172

SYK NM_003177.3 SYK 9 Homo sapiens spleen tyrosine kinase (SYK), mRNA.0.00034039 0.00065338 12.3612003

NAPEPLD NM_198990.3 NAPEPLD 7 Homo sapiens N-acyl phosphatidylethanolamine phospholipase D (NAPEPLD), mRNA.FMP30; NAPE-PLD; DKFZp781D10983.9715E-05 0.0001131 12.2718662

FGFR1OP NM_007045.2 FGFR1OP 6 Homo sapiens FGFR1 oncogene partner (FGFR1OP), transcript variant 1, mRNA.FOP 0.00039413 0.00073906 12.1980126

TMX4 NM_021156.2 TMX4 20 Homo sapiens thioredoxin-related transmembrane protein 4 (TMX4), mRNA.DJ971N18.2; KIAA11621.5501E-05 5.395E-05 12.0419008

TCIRG1 NM_006019.2 TCIRG1 11 Homo sapiens T-cell, immune regulator 1, ATPase, H+ transporting, lysosomal V0 subunit A3 (TCIRG1), transcript variant 1, mRNA.ATP6N1C; OC-116kDa; OPTB1; ATP6V0A3; OC116; a3; Stv1; Vph1; Atp6i; TIRC74.3684E-07 3.7248E-06 11.9423821

Hs.573264 HS.573264 6 BX104737 Soares_fetal_heart_NbHH19W Homo sapiens cDNA clone IMAGp998J084400, mRNA sequence0.00926852 0.01076542 11.7992145

LOC100128476XM_001715688.1LOC100128476 PREDICTED: Homo sapiens hypothetical protein LOC100128476 (LOC100128476), mRNA.0.00339548 0.0045463 11.7967963

UNC5C NM_003728.2 UNC5C 4 Homo sapiens unc-5 homolog C (C. elegans) (UNC5C), mRNA.UNC5H3 0.03269158 0.03110006 11.7476916

ESAM NM_138961.1 ESAM 11 Homo sapiens endothelial cell adhesion molecule (ESAM), mRNA.W117m 2.4191E-07 2.4652E-06 11.5522497

LOC648605 XM_939593.1 LOC648605 PREDICTED: Homo sapiens similar to Trimethyllysine dioxygenase, mitochondrial precursor (Epsilon-trimethyllysine 2-oxoglutarate dioxygenase) (TML-alpha-ketoglutarate dioxygenase) (TML hydroxylase) (TML dioxygenase) (TMLD), transcript variant 1 (LOC648605), mRNA.0.02607306 0.02584039 11.4855277

VPS39 NM_015289.2 VPS39 15 Homo sapiens vacuolar protein sorting 39 homolog (S. cerevisiae) (VPS39), mRNA.VAM6; FLJ46546; hVam6p; FLJ21681; TLP; KIAA07700.00355224 0.00473165 11.4198255

DYNC2H1 NM_001080463.1DYNC2H1 11 Homo sapiens dynein, cytoplasmic 2, heavy chain 1 (DYNC2H1), mRNA.DYH1B; FLJ11756; DNCH2; DHC1b; hdhc11; DHC21.3372E-05 4.7851E-05 11.3437187

SMAD6 NM_005585.2 SMAD6 15 Homo sapiens SMAD family member 6 (SMAD6), transcript variant 1, mRNA.MADH6; HsT17432; MADH72.0183E-06 1.1294E-05 11.0701901

PTPN9 NM_002833.2 PTPN9 PREDICTED: Homo sapiens protein tyrosine phosphatase, non-receptor type 9 (PTPN9), mRNA.0.00039315 0.00073755 10.9901801

MIR185 NR_029706.1 MIR185 Homo sapiens microRNA 185 (MIR185), microRNA.0.00112321 0.00177632 10.9671117

CHD5 NM_015557.1 CHD5 1 Homo sapiens chromodomain helicase DNA binding protein 5 (CHD5), mRNA.KIAA0444; DKFZp434N2313.0425E-07 2.9111E-06 10.9522789

HSH2D NM_032855.2 HSH2D 19 Homo sapiens hematopoietic SH2 domain containing (HSH2D), mRNA.HSH2; ALX; FLJ148862.8362E-06 1.4587E-05 10.8056892

CAMK2D NM_172115.1 CAMK2D 4 Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II delta (CAMK2D), transcript variant 3, mRNA.MGC44911; CAMKD1.4602E-08 4.0289E-07 10.771715

CPA4 NM_016352.2 CPA4 7 Homo sapiens carboxypeptidase A4 (CPA4), mRNA.CPA3 8.5609E-12 6.8284E-09 10.7106561

Hs.539841 HS.539841 14 ny62f03.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:1282877 3, mRNA sequence0.03937341 0.03636828 10.659012

LOC653717 XM_496034.2 LOC653717 PREDICTED: Homo sapiens similar to hect domain and RLD 2, transcript variant 1 (LOC653717), mRNA.0.00331605 0.00445627 10.6327877

WFDC3 NM_080614.1 WFDC3 20 Homo sapiens WAP four-disulfide core domain 3 (WFDC3), mRNA.WAP14; dJ447F3.30.00030735 0.00060033 10.5857317

ZNF121 NM_001008727.1ZNF121 19 Homo sapiens zinc finger protein 121 (ZNF121), mRNA.ZNF20; ZHC32; D19S2040.00664883 0.00810347 10.4954896

ZNF57 NM_173480.1 ZNF57 19 Homo sapiens zinc finger protein 57 (ZNF57), mRNA.ZNF424 0.00646084 0.00791171 10.3508134

ZNF767 NM_024910.1 ZNF767 7 Homo sapiens zinc finger family member 767 (ZNF767), mRNA.MGC51818; FLJ12700; FLJ428700.04441184 0.04023433 10.2495774

TMTC4 NM_032813.2 TMTC4 13 Homo sapiens transmembrane and tetratricopeptide repeat containing 4 (TMTC4), transcript variant 1, mRNA.FLJ22153; FLJ146240.0002013 0.00042183 10.1463738

GUSBL2 NM_206910.1 GUSBL2 6 Homo sapiens glucuronidase, beta-like 2 (GUSBL2), transcript variant 3, mRNA.b55C20.2; SMA3-L; SMAC3L; C6orf216; FLJ135490.00018384 0.00039189 10.120938

FAM125B NM_001011703.1FAM125B 9 Homo sapiens family with sequence similarity 125, member B (FAM125B), transcript variant 2, mRNA.FLJ00001; C9orf280.00081461 0.00135341 10.0530604

B3GNT5 NM_032047.3 B3GNT5 3 Homo sapiens UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 5 (B3GNT5), mRNA.beta3Gn-T5; B3GN-T50.00010305 0.00024582 9.94863162

Hs.202140 HS.202140 BX114021 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGp998F135800, mRNA sequence4.3252E-07 3.706E-06 9.93997546

KIAA1333 NM_017769.2 KIAA1333 14 Homo sapiens KIAA1333 (KIAA1333), mRNA.G2E3; FLJ203330.00012493 0.00028628 9.915314

LOC253039 NR_024408.1 LOC253039 9 Homo sapiens hypothetical LOC253039 (LOC253039), non-coding RNA.0.00011829 0.00027355 9.85117779

GCNT3 NM_004751.1 GCNT3 15 Homo sapiens glucosaminyl (N-acetyl) transferase 3, mucin type (GCNT3), mRNA.C2/4GnT; GnT-M; C2GnT-M; C2GnT27.7134E-07 5.5337E-06 9.75446535
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SNORA17 NR_002958.1 SNORA17 9 Homo sapiens small nucleolar RNA, H/ACA box 17 (SNORA17), small nucleolar RNA.ACA17 0.03346592 0.03170608 9.66888467

MIR330 NR_029886.1 MIR330 Homo sapiens microRNA 330 (MIR330), microRNA.0.02525996 0.02518533 9.46127135

LOC100132510XM_001725190.1LOC100132510 PREDICTED: Homo sapiens similar to hCG1979388 (LOC100132510), mRNA.0.00508233 0.00644025 9.35323663

ARL17P1 NM_016632.1 ARL17P1 17 Homo sapiens ADP-ribosylation factor-like 17 pseudogene 1 (ARL17P1), mRNA.ARF1P2; ARL17A0.02622443 0.02597574 9.31566395

FBN3 NM_032447.3 FBN3 19 Homo sapiens fibrillin 3 (FBN3), mRNA.KIAA1776 0.0035907 0.00477056 9.30737146

NPHP4 NM_015102.2 NPHP4 1 Homo sapiens nephronophthisis 4 (NPHP4), mRNA.KIAA0673; SLSN40.00042839 0.00079181 9.21609185

NFRKB NM_006165.2 NFRKB 11 Homo sapiens nuclear factor related to kappaB binding protein (NFRKB), mRNA.DKFZp547B20131.6622E-05 5.7104E-05 9.17241839

GINS4 NM_032336.1 GINS4 8 Homo sapiens GINS complex subunit 4 (Sld5 homolog) (GINS4), mRNA.MGC14799; SLD50.02068172 0.02121115 9.16581111

CCDC92 NM_025140.1 CCDC92 12 Homo sapiens coiled-coil domain containing 92 (CCDC92), mRNA.FLJ22471 2.6539E-07 2.6193E-06 9.00288285

PKP3 NM_007183.2 PKP3 11 Homo sapiens plakophilin 3 (PKP3), mRNA.3.1486E-06 1.5741E-05 8.89068786

MSL1 NM_001012241.1MSL1 17 Homo sapiens male-specific lethal 1 homolog (Drosophila) (MSL1), mRNA.DKFZp686J17211; MGC1418618.3142E-05 0.00020648 8.78980295

LOC652051 XM_945171.1 LOC652051 PREDICTED: Homo sapiens hypothetical protein LOC652051 (LOC652051), mRNA.0.00163561 0.00243979 8.73917199

STARD8 NM_014725.2 STARD8 X Homo sapiens StAR-related lipid transfer (START) domain containing 8 (STARD8), mRNA.DKFZp686H1668; KIAA0189; STARTGAP3; DLC30.02511461 0.02508031 8.69428169

SLIT2 NM_004787.1 SLIT2 4 Homo sapiens slit homolog 2 (Drosophila) (SLIT2), mRNA.Slit-2; SLIL3; FLJ144205.6292E-05 0.00015022 8.56699675

CDCA1 NM_145697.1 CDCA1 1 Homo sapiens cell division cycle associated 1 (CDCA1), transcript variant 1, mRNA.NUF2R 5.3672E-07 4.3046E-06 8.35236575

HIST2H2AA3 NM_003516.2 HIST2H2AA3 1 Homo sapiens histone cluster 2, H2aa3 (HIST2H2AA3), mRNA.H2a-615; H2A; H2AFO; HIST2H2AA; H2A/q; H2A/O; H2A.26.6205E-09 2.4103E-07 8.26992603

SNORA28 NR_002964.1 SNORA28 14 Homo sapiens small nucleolar RNA, H/ACA box 28 (SNORA28), small nucleolar RNA.ACA28 0.01037209 0.01184033 8.22959911

Hs.20255 HS.20255 2 AV652851 GLC Homo sapiens cDNA clone GLCDEG06 3, mRNA sequence0.00771627 0.00918998 8.21601755

DNER NM_139072.2 DNER 2 Homo sapiens delta/notch-like EGF repeat containing (DNER), mRNA.bet; UNQ26 3.7859E-09 1.7483E-07 8.2018858

PLA2G15 NM_012320.3 PLA2G15 16 Homo sapiens phospholipase A2, group XV (PLA2G15), mRNA.DKFZp564A0122; ACS; LPLA2; LLPL3.1879E-07 3.0011E-06 8.1116058

COL1A1 NM_000088.2 COL1A1 17 Homo sapiens collagen, type I, alpha 1 (COL1A1), mRNA.OI4 3.7769E-07 3.3405E-06 8.03860365

LOC100131727XM_001720156.1LOC100131727 4 PREDICTED: Homo sapiens hypothetical LOC100131727 (LOC100131727), mRNA.1.423E-06 8.713E-06 8.03483836

METT10D NM_024086.2 METT10D 17 Homo sapiens methyltransferase 10 domain containing (METT10D), mRNA.MGC3329 0.0014689 0.00223055 7.96871658

PITPNA NM_006224.2 PITPNA 17 Homo sapiens phosphatidylinositol transfer protein, alpha (PITPNA), mRNA.PITPN; VIB1A; MGC996497.8816E-06 3.1534E-05 7.88777975

GSTT2B NM_001080843.2GSTT2B 22 Homo sapiens glutathione S-transferase theta 2B (gene/pseudogene) (GSTT2B), mRNA.MGC87963; GSTT2P4.5319E-05 0.00012615 7.88761379

FRYL XM_945291.1 FRYL 4 Homo sapiens FRY-like (FRYL), mRNA.FLJ16177; KIAA0826; DKFZp686E2059.7371E-07 6.5921E-06 7.84493206

ZNF805 NM_001023563.1ZNF805 19 Homo sapiens zinc finger protein 805 (ZNF805), mRNA.DKFZp686P081060.00081945 0.00135965 7.77046773

BBS4 NM_033028.2 BBS4 15 Homo sapiens Bardet-Biedl syndrome 4 (BBS4), mRNA.1.5392E-05 5.3635E-05 7.65156816

PPP1R9A XM_934519.1 PPP1R9A 7 PREDICTED: Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 9A, transcript variant 3 (PPP1R9A), mRNA.0.01628951 0.01731155 7.64746935

BMP8B NM_001720.3 BMP8B 1 Homo sapiens bone morphogenetic protein 8b (BMP8B), mRNA.BMP8; MGC131757; OP25.978E-05 0.00015713 7.63107548

LOC731954 XR_015662.2 LOC731954 PREDICTED: Homo sapiens similar to supervillin (LOC731954), mRNA.0.00019597 0.00041323 7.5849759

WDR91 NM_014149.2 WDR91 7 Homo sapiens WD repeat domain 91 (WDR91), mRNA.HSPC049 0.00038023 0.00071776 7.44967611

FUT4 NM_002033.2 FUT4 11 Homo sapiens fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid-specific) (FUT4), mRNA.FCT3A; ELFT; FUC-TIV; CD151.0906E-06 7.1622E-06 7.44398891

SNN NM_003498.3 SNN 16 Homo sapiens stannin (SNN), mRNA.1.4733E-05 5.1789E-05 7.42421272

EFNB1 NM_004429.3 EFNB1 X Homo sapiens ephrin-B1 (EFNB1), mRNA.MGC8782; LERK2; CFNS; EFL3; CFND; EPLG2; Elk-L0.00385178 0.00507745 7.41413873

ANKRD33 NM_182608.2 ANKRD33 12 Homo sapiens ankyrin repeat domain 33 (ANKRD33), mRNA.DKFZp686O1689; C12orf70.0015796 0.0023671 7.35775681

Hs.22689 HS.22689 Homo sapiens mRNA; cDNA DKFZp586O1318 (from clone DKFZp586O1318)8.7031E-05 0.0002145 7.24577563

RNF217 NM_152553.2 RNF217 6 Homo sapiens ring finger protein 217 (RNF217), mRNA.C6orf172; MGC26996; dJ84N20.1; IBRDC14.2641E-05 0.00011992 7.20066061

WDR62 NM_173636.3 WDR62 19 Homo sapiens WD repeat domain 62 (WDR62), transcript variant 1, mRNA.FLJ33298; DKFZp686G1024; DKFZP434J046; MGC166976; C19orf140.01305667 0.01435579 7.19185915

GALNT14 NM_024572.2 GALNT14 2 Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 14 (GalNAc-T14) (GALNT14), mRNA.FLJ12691; GalNac-T14; GalNac-T10; GALNT15; FLJ139770.01882893 0.01956015 7.04835545

DNAJB12 NM_001002762.1DNAJB12 10 Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 12 (DNAJB12), transcript variant 1, mRNA.DJ10; DKFZp586B20230.00024034 0.00048927 6.96784569

USH1G NM_173477.2 USH1G 17 Homo sapiens Usher syndrome 1G (autosomal recessive) (USH1G), mRNA.ANKS4A; FLJ33924; SANS0.01028938 0.01175202 6.96041596

LOC100129293XR_038229.1 LOC100129293 PREDICTED: Homo sapiens misc_RNA (LOC100129293), miscRNA.0.00717661 0.00864226 6.95201803

KIAA1881 Hs.567652 KIAA1881 PREDICTED: Homo sapiens KIAA1881 (KIAA1881), mRNA.0.00067522 0.00115306 6.93751

C1orf151 NM_001032363.1C1ORF151 1 Homo sapiens chromosome 1 open reading frame 151 (C1orf151), mRNA.RP5-1056L3.2; FLJ369990.0153799 0.01648061 6.87931272

WBSCR16 XM_933544.1 WBSCR16 7 Homo sapiens Williams-Beuren syndrome chromosome region 16 (WBSCR16), mRNA.DKFZp434D0421; MGC449312.98E-06 1.5148E-05 6.87305569

LOC729887 XR_040889.1 LOC729887 PREDICTED: Homo sapiens hypothetical protein LOC729887 (LOC729887), miscRNA.3.6767E-05 0.00010678 6.85236562

LOC100130387XM_001718474.1LOC100130387 PREDICTED: Homo sapiens similar to hCG2042422 (LOC100130387), mRNA.0.02215857 0.0225257 6.81851108

PRRT1 NM_030651.2 PRRT1 6 Homo sapiens proline-rich transmembrane protein 1 (PRRT1), mRNA.C6orf31; NG5 0.04930172 0.04382708 6.81052714

LOC649445 XM_001720790.1LOC649445 14 PREDICTED: Homo sapiens similar to high mobility group nucleosomal binding domain 2, transcript variant 1 (LOC649445), mRNA.0.01599762 0.01703229 6.78360876

MIR599 NR_030329.1 MIR599 Homo sapiens microRNA 599 (MIR599), microRNA.0.00222432 0.00317491 6.74764556

STXBP4 NM_178509.5 STXBP4 17 Homo sapiens syntaxin binding protein 4 (STXBP4), mRNA.MGC149829; MGC50337; Synip; FLJ164960.05446143 0.04763204 6.71624867

C9orf25 NM_147202.1 C9ORF25 9 Homo sapiens chromosome 9 open reading frame 25 (C9orf25), mRNA.bA573M23.5; FLJ390311.9468E-05 6.4676E-05 6.6978486

USP33 NM_201626.1 USP33 1 Homo sapiens ubiquitin specific peptidase 33 (USP33), transcript variant 1, mRNA.MGC16868; KIAA1097; VDU10.00503996 0.00639304 6.69063635

BMP1 NM_006129.2 BMP1 8 Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1-3, mRNA.PCOLC; FLJ44432; TLD; PCP0.00019576 0.00041297 6.67932013

HIST1H2BD NM_138720.1 HIST1H2BD 6 Homo sapiens histone cluster 1, H2bd (HIST1H2BD), transcript variant 2, mRNA.H2B.1B; HIRIP2; MGC90432; dJ221C16.6; H2B/b; H2BFB1.1582E-12 2.5405E-09 6.66888487

PLAT NM_000930.2 PLAT 8 Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, mRNA.T-PA; DKFZp686I03148; TPA0.00599047 0.00742588 6.65706053

LOC649025 XM_938110.1 LOC649025 PREDICTED: Homo sapiens hypothetical protein LOC649025 (LOC649025), mRNA.1.8609E-08 4.6918E-07 6.55751183

RBMS2 NM_002898.2 RBMS2 12 Homo sapiens RNA binding motif, single stranded interacting protein 2 (RBMS2), mRNA.SCR3 8.1774E-05 0.00020343 6.51319423

LOC651511 XM_940673.1 LOC651511 PREDICTED: Homo sapiens similar to Nicotinamide phosphoribosyltransferase (NAmPRTase) (Nampt) (Pre-B cell enhancing factor) (Pre-B-cell colony-enhancing factor 1) (LOC651511), mRNA.0.05188647 0.04569885 6.44612849

LRIG1 NM_015541.2 LRIG1 3 Homo sapiens leucine-rich repeats and immunoglobulin-like domains 1 (LRIG1), mRNA.LIG-1; LIG1; DKFZP586O16247.656E-07 5.5061E-06 6.43712141

ZNF763 NM_001012753.1ZNF763 19 Homo sapiens zinc finger protein 763 (ZNF763), mRNA.ZNF; ZNF440L 0.01776285 0.01862689 6.42515313

SEMA6A NM_020796.2 SEMA6A 5 Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 6A (SEMA6A), mRNA.VIA; SEMAQ; SEMA; SEMA6A1; KIAA1368; HT018; sema VIa3.8E-09 1.7456E-07 6.41690518

FLJ36848 NM_001001521.1FLJ36848 2 PREDICTED: Homo sapiens hypothetical LOC647115 (FLJ36848), mRNA.0.00617864 0.00763111 6.40779642

LOC646010 XM_933332.1 LOC646010 19 PREDICTED: Homo sapiens hypothetical protein LOC646010 (LOC646010), mRNA.0.00584928 0.0072745 6.40159592

ABCF3 NM_018358.1 ABCF3 3 Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 3 (ABCF3), mRNA.EST201864; FLJ111981.3248E-05 4.7521E-05 6.39679309

MSI2 NM_170721.1 MSI2 17 Homo sapiens musashi homolog 2 (Drosophila) (MSI2), transcript variant 2, mRNA.FLJ36569; MSI2H; MGC32452.7648E-05 8.4819E-05 6.35792698

LIFR NM_002310.3 LIFR 5 Homo sapiens leukemia inhibitory factor receptor alpha (LIFR), mRNA.CD118; STWS; SJS2; SWS0.00048295 0.00087459 6.35593575

FAM75B NM_001098807.1FAM75B 9 Homo sapiens family with sequence similarity 75, member B (FAM75B), mRNA.C9orf36B; bA388B24.26.3536E-05 0.00016493 6.3455582

LOC441714 XR_019458.2 LOC441714 PREDICTED: Homo sapiens misc_RNA (LOC441714), miscRNA.0.00024756 0.00050128 6.32363836
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RAB6B NM_016577.2 RAB6B 3 Homo sapiens RAB6B, member RAS oncogene family (RAB6B), mRNA.2.2915E-05 7.3297E-05 6.24191083

TMLHE NM_018196.1 TMLHE X Homo sapiens trimethyllysine hydroxylase, epsilon (TMLHE), mRNA.FLJ10727; BBOX2; XAP130; TMLH0.02513346 0.02509057 6.23455227

LEPR NM_002303.3 LEPR 1 Homo sapiens leptin receptor (LEPR), transcript variant 1, mRNA.OBR; CD295 0.00047661 0.00086561 6.16800463

Hs.550799 HS.550799 1 UI-CF-FN0-afv-g-21-0-UI.s1 UI-CF-FN0 Homo sapiens cDNA clone UI-CF-FN0-afv-g-21-0-UI 3, mRNA sequence0.00956841 0.01105521 6.15205744

CD40 NM_001250.3 CD40 20 Homo sapiens CD40 molecule, TNF receptor superfamily member 5 (CD40), transcript variant 1, mRNA.TNFRSF5; p50; MGC9013; Bp50; CDW409.5707E-05 0.00023146 6.14811729

PLA2G10 NM_003561.1 PLA2G10 16 Homo sapiens phospholipase A2, group X (PLA2G10), mRNA.GXPLA2; SPLA2; MGC119919; GXSPLA2; MGC119918; MGC1333674.4709E-08 7.8771E-07 6.12747105

SNORD110 NR_003078.1 SNORD110 20 Homo sapiens small nucleolar RNA, C/D box 110 (SNORD110), small nucleolar RNA.HBII-55 0.05249264 0.04613547 6.08835605

HPCAL4 NM_016257.2 HPCAL4 1 Homo sapiens hippocalcin like 4 (HPCAL4), mRNA.DKFZp761G122; HLP49.2204E-09 3.076E-07 6.05055664

LOC100131294XM_001718622.1LOC100131294 12 PREDICTED: Homo sapiens similar to RAB13 protein (LOC100131294), mRNA.0.00484709 0.00617966 6.03872699

Hs.548302 HS.548302 8 AU253506 human favorable neuroblastoma cDNA Homo sapiens cDNA clone Nbla04221 3, mRNA sequence0.00136423 0.00209444 6.01821306

C6orf57 NM_145267.2 C6ORF57 6 Homo sapiens chromosome 6 open reading frame 57 (C6orf57), mRNA.MGC104225 0.01740453 0.01833441 6.01383718

LIMCH1 NM_014988.1 LIMCH1 4 Homo sapiens LIM and calponin homology domains 1 (LIMCH1), mRNA.DKFZp686B2470; DKFZp781I1455; DKFZp781C1754; LMO7B; DKFZp686G18243; DKFZp686G2094; MGC72127; DKFZp434I0312; DKFZp686A01247; LIMCH1A0.00079457 0.00132439 5.98301762

SLC2A3 NM_006931.1 SLC2A3 12 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 3 (SLC2A3), mRNA.GLUT3; FLJ903801.0018E-10 2.6635E-08 5.97173311

FANCA NM_000135.2 FANCA 16 Homo sapiens Fanconi anemia, complementation group A (FANCA), transcript variant 1, mRNA.FAA; FA; FA1; MGC75158; FACA; FAH; FA-H; FANCH0.00047984 0.00087021 5.95398424

FAM114A1 NM_138389.1 FAM114A1 4 Homo sapiens family with sequence similarity 114, member A1 (FAM114A1), mRNA.Noxp20 0.00055976 0.00099158 5.93347503

OR7E156P NR_002171.1 OR7E156P 13 Homo sapiens olfactory receptor, family 7, subfamily E, member 156 pseudogene (OR7E156P), non-coding RNA.0.0013128 0.00202755 5.8893548

MIR21 NR_029493.1 MIR21 Homo sapiens microRNA 21 (MIR21), microRNA.0.0002339 0.0004785 5.88869256

RFESD NM_173362.2 RFESD 5 Homo sapiens Rieske (Fe-S) domain containing (RFESD), mRNA.0.02211434 0.02248594 5.86342029

HYAL3 NM_003549.2 HYAL3 3 Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA.LUCA14; Minna14; LUCA-3; LUCA35.0339E-07 4.1124E-06 5.79452373

KIAA1345 XM_944553.1 KIAA1345 PREDICTED: Homo sapiens KIAA1345 protein, transcript variant 8 (KIAA1345), mRNA.0.00514558 0.00650725 5.73708669

LOC646783 XM_929735.1 LOC646783 6 PREDICTED: Homo sapiens hypothetical protein LOC646783 (LOC646783), mRNA.0.03376734 0.03194336 5.71702588

BEGAIN NM_020836.2 BEGAIN 14 Homo sapiens brain-enriched guanylate kinase-associated homolog (rat) (BEGAIN), mRNA.KIAA1446; BEGAIN1.3305E-08 3.7658E-07 5.69579329

TMPRSS12 NM_182559.1 TMPRSS12 12 Homo sapiens transmembrane protease, serine 12 (TMPRSS12), mRNA.MGC57341 0.00923424 0.0107384 5.68579985

HERC6 NM_001013005.1HERC6 4 Homo sapiens hect domain and RLD 6 (HERC6), transcript variant 1, mRNA.FLJ20637 0.00294139 0.00401364 5.68176992

OVOL2 NM_021220.2 OVOL2 20 Homo sapiens ovo-like 2 (Drosophila) (OVOL2), mRNA.EUROIMAGE566589; ZNF3390.000162 0.00035429 5.67619492

MGC18216 XM_927732.1 MGC18216 15 PREDICTED: Homo sapiens hypothetical protein MGC18216 (MGC18216), mRNA.2.4445E-06 1.3038E-05 5.66452105

C7orf63 NM_024788.2 C7ORF63 7 Homo sapiens chromosome 7 open reading frame 63 (C7orf63), mRNA.0.00257554 0.0035841 5.66331899

DOK4 NM_018110.2 DOK4 16 Homo sapiens docking protein 4 (DOK4), mRNA.FLJ10488 3.8067E-05 0.00010954 5.57664102

CPNE7 NM_153636.1 CPNE7 16 Homo sapiens copine VII (CPNE7), transcript variant 1, mRNA.MGC34192 8.9401E-05 0.00021911 5.51598997

SERPINA3 NM_001085.4 SERPINA3 14 Homo sapiens serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 3 (SERPINA3), mRNA.GIG24; GIG25; AACT; MGC88254; ACT0.00953552 0.01103173 5.45879871

RNF207 NM_207396.2 RNF207 1 Homo sapiens ring finger protein 207 (RNF207), mRNA.FLJ46380; FLJ32096; C1orf1880.04108039 0.03763986 5.44131869

APOLD1 NM_030817.1 APOLD1 12 Homo sapiens apolipoprotein L domain containing 1 (APOLD1), mRNA.VERGE; DKFZP434F0318; FLJ251381.7446E-05 5.9261E-05 5.42789136

LOC730323 XM_001722097.1LOC730323 7 PREDICTED: Homo sapiens hypothetical LOC730323 (LOC730323), mRNA.1.219E-06 7.773E-06 5.42357353

GPR101 NM_054021.1 GPR101 X Homo sapiens G protein-coupled receptor 101 (GPR101), mRNA.GPCR6 0.03787916 0.03521794 5.41191556

MPV17L2 NM_032683.1 MPV17L2 19 Homo sapiens MPV17 mitochondrial membrane protein-like 2 (MPV17L2), nuclear gene encoding mitochondrial protein, mRNA.MGC110861; MGC129720.00015042 0.00033287 5.40862294

ZMIZ2 NM_031449.3 ZMIZ2 7 Homo sapiens zinc finger, MIZ-type containing 2 (ZMIZ2), transcript variant 1, mRNA.DKFZp761I2123; KIAA1886; ZIMP7; hZIMP72.4551E-09 1.4265E-07 5.3837727

FAM13A NM_014883.2 FAM13A 4 Homo sapiens family with sequence similarity 13, member A (FAM13A), transcript variant 1, mRNA.FLJ34562; MGC1051310.00034848 0.00066599 5.36346119

CCNT2 NM_001241.2 CCNT2 2 Homo sapiens cyclin T2 (CCNT2), transcript variant a, mRNA.FLJ90560; MGC1348400.00426689 0.0055373 5.32378201

FLJ90757 NM_001004336.1FLJ90757 17 PREDICTED: Homo sapiens hypothetical protein LOC440465 (FLJ90757), misc RNA.1.6115E-08 4.2461E-07 5.31520982

TCEAL5 NM_001012979.1TCEAL5 X Homo sapiens transcription elongation factor A (SII)-like 5 (TCEAL5), mRNA.0.00954681 0.01103752 5.31467064

ARHGAP11A NM_014783.2 ARHGAP11A 15 Homo sapiens Rho GTPase activating protein 11A (ARHGAP11A), transcript variant 1, mRNA.GAP (1-12); KIAA0013; MGC707400.00084812 0.00139693 5.30945423

CKMT1B NM_020990.3 CKMT1B 15 Homo sapiens creatine kinase, mitochondrial 1B (CKMT1B), nuclear gene encoding mitochondrial protein, mRNA.UMTCK; CKMT1; CKMT2.9036E-09 1.5164E-07 5.30545549

IFIT2 NM_001547.3 IFIT2 10 Homo sapiens interferon-induced protein with tetratricopeptide repeats 2 (IFIT2), mRNA.GARG-39; G10P2; cig42; ISG-54K; IFI-54; IFI54; ISG540.01281892 0.0141298 5.28744922

LOC728285 XM_937100.1 LOC728285 17 PREDICTED: Homo sapiens similar to keratin associated protein 2-4 (LOC728285), mRNA.2.6393E-09 1.4294E-07 5.25771889

FGD1 NM_004463.2 FGD1 X Homo sapiens FYVE, RhoGEF and PH domain containing 1 (FGD1), mRNA.ZFYVE3; AAS; FGDY0.00529683 0.00667544 5.24660641

WDR7 NM_015285.2 WDR7 18 Homo sapiens WD repeat domain 7 (WDR7), transcript variant 1, mRNA.TRAG; KIAA05410.02347994 0.02368783 5.15521096

TIFA NM_052864.2 TIFA 4 Homo sapiens TRAF-interacting protein with forkhead-associated domain (TIFA), mRNA.MGC20791; T2BP0.02962078 0.02870791 5.12560502

LOC650034 XM_939124.1 LOC650034 PREDICTED: Homo sapiens similar to uncharacterized protein family UPF0227 member RGD1359682 (LOC650034), mRNA.0.00247345 0.00346622 5.1143714

LOC100132011XM_001714758.1LOC100132011 17 PREDICTED: Homo sapiens hypothetical protein LOC100132011 (LOC100132011), mRNA.0.04427502 0.04011866 5.11284577

HSD11B2 NM_000196.2 HSD11B2 16 Homo sapiens hydroxysteroid (11-beta) dehydrogenase 2 (HSD11B2), mRNA.AME1; HSD2; AME; HSD11K0.00232162 0.0032929 5.11100898

C8orf83 NR_015339.1 C8ORF83 8 Homo sapiens chromosome 8 open reading frame 83 (C8orf83), non-coding RNA.FLJ40637; DKFZp779L10680.00014238 0.00031828 5.09368003

SNORD60 NR_002736.1 SNORD60 16 Homo sapiens small nucleolar RNA, C/D box 60 (SNORD60), small nuclear RNA.RNU60; U60 0.00433126 0.00560344 5.08022792

METTL10 NM_212554.2 METTL10 10 Homo sapiens methyltransferase like 10 (METTL10), mRNA.0.00130851 0.00202306 5.05425706

ZHX3 NM_015035.3 ZHX3 20 Homo sapiens zinc fingers and homeoboxes 3 (ZHX3), mRNA.KIAA0395; TIX1 6.0425E-06 2.5774E-05 5.03765692

AP2A2 NM_012305.2 AP2A2 11 Homo sapiens adaptor-related protein complex 2, alpha 2 subunit (AP2A2), mRNA.CLAPA2; HYPJ; HIP9; ADTAB0.00064292 0.00110782 5.02852474

TCTA NM_022171.1 TCTA 3 Homo sapiens T-cell leukemia translocation altered gene (TCTA), mRNA.3.5077E-08 6.9005E-07 5.01314508

CTGF NM_001901.2 CTGF 6 Homo sapiens connective tissue growth factor (CTGF), mRNA.CCN2; MGC102839; IGFBP8; NOV2; HCS242.0752E-12 3.6415E-09 4.974264

LOC100129708XR_036903.1 LOC100129708 PREDICTED: Homo sapiens misc_RNA (LOC100129708), miscRNA.0.00456548 0.00586924 4.9726037

Hs.547277 HS.547277 1 zh47e08.r1 Soares_fetal_liver_spleen_1NFLS_S1 Homo sapiens cDNA clone IMAGE:415238 5, mRNA sequence0.00316223 0.00427773 4.96603274

CCNYL1 NM_152523.1 CCNYL1 2 Homo sapiens cyclin Y-like 1 (CCNYL1), mRNA.FLJ40432 5.3667E-07 4.3081E-06 4.96432108

GSTM1 NM_000561.2 GSTM1 1 Homo sapiens glutathione S-transferase M1 (GSTM1), transcript variant 1, mRNA.MGC26563; GSTM1-1; H-B; GSTM1b-1b; GTH4; GTM1; GSTM1a-1a; MU; MU-1; GST12.2425E-06 1.2206E-05 4.95197011

LOC643802 XM_001719265.1LOC643802 16 PREDICTED: Homo sapiens similar to M-phase phosphoprotein 10 (U3 small nucleolar ribonucleoprotein) (LOC643802), mRNA.0.00630599 0.00775673 4.94711275

TDRD3 NM_030794.1 TDRD3 13 Homo sapiens tudor domain containing 3 (TDRD3), mRNA.RP11-459E2.1; FLJ210070.04582454 0.04129244 4.94345037

PRKACB NM_207578.1 PRKACB 1 Homo sapiens protein kinase, cAMP-dependent, catalytic, beta (PRKACB), transcript variant 3, mRNA.PKACB; MGC41879; MGC9320; DKFZp781I24520.00014751 0.00032757 4.93986525

STAT4 NM_003151.2 STAT4 2 Homo sapiens signal transducer and activator of transcription 4 (STAT4), mRNA.1.0514E-06 6.9573E-06 4.9383387

SOCS6 NM_004232.2 SOCS6 18 Homo sapiens suppressor of cytokine signaling 6 (SOCS6), mRNA.STATI4; SOCS4; SSI4; HSPC060; STAI4; CIS40.04235494 0.03865026 4.93215982

PIGQ NM_004204.2 PIGQ 16 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class Q (PIGQ), transcript variant 2, mRNA.GPI1; c407A10.1; hGPI1; MGC126931.8872E-07 2.0724E-06 4.92374625

LOC653158 XM_926814.1 LOC653158 5 PREDICTED: Homo sapiens similar to hypothetical protein MGC40405, transcript variant 1 (LOC653158), mRNA.1.1356E-06 7.3695E-06 4.89934466

XRCC4 NM_022406.1 XRCC4 5 Homo sapiens X-ray repair complementing defective repair in Chinese hamster cells 4 (XRCC4), transcript variant 2, mRNA.0.00631389 0.00776536 4.8910086

LOC651745 XM_944901.1 LOC651745 PREDICTED: Homo sapiens hypothetical protein LOC651745 (LOC651745), mRNA.0.00093938 0.00152519 4.87610121
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SNORD96B NR_004379.1 SNORD96B X Homo sapiens small nucleolar RNA, C/D box 96B (SNORD96B), small nucleolar RNA.U96b 0.00322164 0.00434471 4.87029099

NAV1 NM_020443.2 NAV1 1 Homo sapiens neuron navigator 1 (NAV1), mRNA.POMFIL3; KIAA1151; FLJ14203; FLJ12560; steerin-1; MGC14961; DKFZp781D03140.00013657 0.00030734 4.85334717

ZNF706 NM_001042511.1ZNF706 8 Homo sapiens zinc finger protein 706 (ZNF706), transcript variant 3, mRNA.PNAS-113; HSPC038; PNAS-1060.00078851 0.00131628 4.8412078

MRM1 NM_024864.3 MRM1 17 Homo sapiens mitochondrial rRNA methyltransferase 1 homolog (S. cerevisiae) (MRM1), nuclear gene encoding mitochondrial protein, mRNA.FLJ22578 0.02574401 0.02555759 4.81965309

SMPDL3A NM_006714.2 SMPDL3A 6 Homo sapiens sphingomyelin phosphodiesterase, acid-like 3A (SMPDL3A), mRNA.yR36GH4.1; FLJ20177; ASM3A; ASML3a0.00023806 0.00048541 4.79678357

HLA-DMB NM_002118.3 HLA-DMB 6 Homo sapiens major histocompatibility complex, class II, DM beta (HLA-DMB), mRNA.D6S221E; RING72.2038E-09 1.3428E-07 4.79387233

SCG5 NM_003020.1 SCG5 15 Homo sapiens secretogranin V (7B2 protein) (SCG5), mRNA.SgV; 7B2; P7B2; SGNE13.0298E-05 9.0761E-05 4.76288558

HES2 NM_019089.3 HES2 1 Homo sapiens hairy and enhancer of split 2 (Drosophila) (HES2), mRNA.9.8052E-08 1.3677E-06 4.75545072

C6orf191 NM_001010876.1C6ORF191 6 Homo sapiens chromosome 6 open reading frame 191 (C6orf191), mRNA.bA174C7.4 0.01683534 0.0178204 4.75495161

KIAA0427 NM_014772.1 KIAA0427 18 Homo sapiens KIAA0427 (KIAA0427), mRNA.Gm672 8.5472E-07 5.966E-06 4.75223074

FUT2 NM_000511.3 FUT2 19 Homo sapiens fucosyltransferase 2 (secretor status included) (FUT2), transcript variant 2, mRNA.sej; Se2; SE 0.00014213 0.00031781 4.74478159

WDHD1 NM_001008396.1WDHD1 14 Homo sapiens WD repeat and HMG-box DNA binding protein 1 (WDHD1), transcript variant 2, mRNA.AND-1 0.00032387 0.00062618 4.69866484

FLJ35767 NM_207459.1 FLJ35767 17 Homo sapiens FLJ35767 protein (FLJ35767), mRNA.2.467E-12 3.6075E-09 4.6862401

ZNF548 NM_152909.2 ZNF548 19 Homo sapiens zinc finger protein 548 (ZNF548), mRNA.FLJ32932 0.00126736 0.00196742 4.67946582

TIGD2 NM_145715.1 TIGD2 4 Homo sapiens tigger transposable element derived 2 (TIGD2), mRNA.DKFZp667D1322 0.0003671 0.00069597 4.67310075

LOC644150 XM_933686.1 LOC644150 7 PREDICTED: Homo sapiens similar to SH3 domain binding protein CR16, transcript variant 2 (LOC644150), mRNA.0.00052046 0.00093023 4.66500167

SNX19 NM_014758.1 SNX19 11 Homo sapiens sorting nexin 19 (SNX19), mRNA.CHET8; DKFZp667I205; KIAA02545.6623E-07 4.4677E-06 4.65286422

RCAN3 NM_013441.2 RCAN3 1 Homo sapiens RCAN family member 3 (RCAN3), mRNA.RCN3; hRCN3; MCIP3; DSCR1L29.8161E-05 0.00023629 4.64663285

LOC402677 XM_943039.1 LOC402677 PREDICTED: Homo sapiens similar to 40S ribosomal protein S3a (V-fos transformation effector protein), transcript variant 3 (LOC402677), mRNA.0.03192848 0.03052637 4.63651118

NUDT6 NM_007083.3 NUDT6 4 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 6 (NUDT6), transcript variant 1, mRNA.ASFGF2; gfg-1; FGF-AS; bFGF; FGF2AS; FGF-2; gfg0.00082535 0.00136841 4.6163951

FAM108A3 NM_001080422.1FAM108A3 1 Homo sapiens family with sequence similarity 108, member A3 (FAM108A3), mRNA.FAM108A2; C1orf477.4615E-05 0.00018834 4.6040485

LOC100133033XR_038070.1 LOC100133033 9 PREDICTED: Homo sapiens misc_RNA (LOC100133033), miscRNA.0.0016456 0.00245219 4.6003703

TRAF3 NM_003300.2 TRAF3 14 Homo sapiens TNF receptor-associated factor 3 (TRAF3), transcript variant 3, mRNA.CD40bp; CAP-1; LAP1; CRAF12.5879E-05 8.0291E-05 4.56856419

ZSCAN29 NM_152455.2 ZSCAN29 15 Homo sapiens zinc finger and SCAN domain containing 29 (ZSCAN29), mRNA.MGC129895; MGC129894; FLJ35867; Zfp690; ZNF6900.00973818 0.0112218 4.55506033

ZNF792 NM_175872.3 ZNF792 19 Homo sapiens zinc finger protein 792 (ZNF792), mRNA.FLJ38451; MGC119731; MGC1172330.00954627 0.01103834 4.54024418

ACOT8 NM_183386.1 ACOT8 20 Homo sapiens acyl-CoA thioesterase 8 (ACOT8), transcript variant 1, mRNA.PTE1; hTE; HNAACTE; PTE-2; PTE2; hACTE-III0.01592765 0.01697427 4.53209019

DENND1A NM_020946.1 DENND1A 9 Homo sapiens DENN/MADD domain containing 1A (DENND1A), transcript variant 1, mRNA.RP11-230L22.3; FLJ38464; KIAA1608; FAM31A2.3465E-06 1.2631E-05 4.51873981

ABCC10 NM_033450.2 ABCC10 6 Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 10 (ABCC10), mRNA.MRP7; EST182763; SIMRP71.2221E-05 4.4677E-05 4.48721396

PLEKHB1 NM_021200.1 PLEKHB1 11 Homo sapiens pleckstrin homology domain containing, family B (evectins) member 1 (PLEKHB1), mRNA.PHR1; PHRET1; KPL11.91E-10 3.8974E-08 4.482751

DNAJC24 NM_181706.3 DNAJC24 11 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 24 (DNAJC24), mRNA.JJJ3; ZCSL3 0.00013447 0.00030354 4.48143639

Hs.131087 HS.131087 3 BX111162 Soares_testis_NHT Homo sapiens cDNA clone IMAGp998E074158, mRNA sequence0.00724098 0.00870783 4.47617828

LOC642946 XM_931870.1 LOC642946 1 PREDICTED: Homo sapiens hypothetical protein LOC642945, transcript variant 2 (LOC642946), mRNA.3.6945E-05 0.00010709 4.4628947

TNK1 NM_003985.1 TNK1 17 Homo sapiens tyrosine kinase, non-receptor, 1 (TNK1), mRNA.MGC46193 0.0015552 0.00233693 4.45465333

LOC645314 XM_001723699.1LOC645314 PREDICTED: Homo sapiens similar to hCG1642995 (LOC645314), mRNA.0.02568968 0.0255152 4.43798051

SPAG1 NM_172218.1 SPAG1 8 Homo sapiens sperm associated antigen 1 (SPAG1), transcript variant 2, mRNA.HSD-3.8; TPIS; FLJ32920; SP750.00026715 0.00053345 4.4250577

ATG4A NM_178271.1 ATG4A X Homo sapiens ATG4 autophagy related 4 homolog A (S. cerevisiae) (ATG4A), transcript variant 3, mRNA.APG4A; AUTL2 9.0419E-08 1.2796E-06 4.41857332

PCBP4 NM_033009.1 PCBP4 3 Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 2, mRNA.LIP4; MCG10 0.00335999 0.00450772 4.41136784

LOC652815 XM_942488.1 LOC652815 PREDICTED: Homo sapiens similar to FK506-binding protein 9 precursor (Peptidyl-prolyl cis-trans isomerase) (PPIase) (Rotamase) (LOC652815), mRNA.0.02300198 0.02326984 4.40665707

KIAA0460 NM_015203.2 KIAA0460 1 Homo sapiens KIAA0460 (KIAA0460), mRNA.FLJ32145; HSPC0990.00016379 0.00035695 4.40105296

LOC643224 XM_932725.1 LOC643224 9 PREDICTED: Homo sapiens similar to tubulin, beta 8, transcript variant 3 (LOC643224), mRNA.0.05260813 0.04622309 4.39497915

C17orf97 NM_001013672.2C17ORF97 17 Homo sapiens chromosome 17 open reading frame 97 (C17orf97), mRNA.4.4571E-05 0.00012423 4.39343353

NCRNA00092 NR_024129.1 NCRNA00092 9 Homo sapiens non-protein coding RNA 92 (NCRNA00092), non-coding RNA.1.4045E-05 4.979E-05 4.39294705

Hs.547601 HS.547601 22 Homo sapiens full length insert cDNA clone YZ84G082.8703E-07 2.8013E-06 4.38236546

GAL3ST4 NM_024637.3 GAL3ST4 7 Homo sapiens galactose-3-O-sulfotransferase 4 (GAL3ST4), mRNA.FLJ12116; GAL3ST-42.5114E-05 7.8529E-05 4.37578438

LOC100133264XM_001715579.1LOC100133264 PREDICTED: Homo sapiens hypothetical protein LOC100133264 (LOC100133264), mRNA.0.00687941 0.00833816 4.37291161

DUSP8 NM_004420.1 DUSP8 11 Homo sapiens dual specificity phosphatase 8 (DUSP8), mRNA.HVH-5; FLJ42958; HVH8; FLJ42476; HB5; C11orf810.00310486 0.00420727 4.34646392

NSD1 NM_022455.3 NSD1 5 Homo sapiens nuclear receptor binding SET domain protein 1 (NSD1), transcript variant 2, mRNA.DKFZp666C163; SOTOS; FLJ44628; FLJ22263; STO; ARA2672.8218E-05 8.6055E-05 4.33824023

CD47 NM_001025080.1CD47 3 Homo sapiens CD47 molecule (CD47), transcript variant 2, mRNA.OA3; MER6; IAP 1.9016E-07 2.083E-06 4.33270462

HOXC8 NM_022658.3 HOXC8 12 Homo sapiens homeobox C8 (HOXC8), mRNA.HOX3; HOX3A 4.9575E-05 0.00013576 4.32761784

C17orf106 NM_001113324.1C17ORF106 17 Homo sapiens chromosome 17 open reading frame 106 (C17orf106), mRNA.MGC54300; FLJ39785; DKFZp686G1463; DKFZp686C04930.03621911 0.03391893 4.30422798

BBS7 NM_018190.2 BBS7 4 Homo sapiens Bardet-Biedl syndrome 7 (BBS7), transcript variant 1, mRNA.FLJ10715; BBS2L11.8597E-05 6.2326E-05 4.27944074

KRT7 NM_005556.3 KRT7 12 Homo sapiens keratin 7 (KRT7), mRNA.K7; MGC3625; MGC129731; SCL; K2C7; CK77.1009E-06 2.91E-05 4.27145079

LOC651772 XM_940995.1 LOC651772 PREDICTED: Homo sapiens hypothetical protein LOC651772 (LOC651772), mRNA.0.01131317 0.01273402 4.25702138

LOC643342 XR_016301.2 LOC643342 9 PREDICTED: Homo sapiens misc_RNA (LOC643342), miscRNA.0.00037257 0.00070512 4.25561743

LOC100129699XM_001718711.1LOC100129699 10 PREDICTED: Homo sapiens similar to hCG2023449 (LOC100129699), mRNA.0.04566299 0.04118494 4.23708593

LOC643109 XM_932687.1 LOC643109 2 PREDICTED: Homo sapiens hypothetical protein LOC643109, transcript variant 2 (LOC643109), mRNA.0.03293437 0.03127001 4.23511128

NKIRAS2 NM_001001349.1NKIRAS2 17 Homo sapiens NFKB inhibitor interacting Ras-like 2 (NKIRAS2), transcript variant 1, mRNA.KBRAS2; MGC74742; kappaB-Ras2; DKFZP434N15265.0214E-06 2.2433E-05 4.23418161

LRRC8C NM_032270.2 LRRC8C 1 Homo sapiens leucine rich repeat containing 8 family, member C (LRRC8C), mRNA.AD158; FAD158; DKFZp586J1119; MGC1385510.00026932 0.00053644 4.22950968

TMEM191B XM_938147.1 TMEM191B 22 PREDICTED: Homo sapiens transmembrane protein 191B, transcript variant 2 (TMEM191B), mRNA.0.00022869 0.00046871 4.21136961

KIAA0319L NM_182686.1 KIAA0319L 1 Homo sapiens KIAA0319-like (KIAA0319L), transcript variant 2, mRNA.PP791; RP4-765A10.3; KIAA1837; PKD1-like0.00141483 0.00216042 4.20230895

NPAL3 NM_020448.2 NPAL3 1 Homo sapiens NIPA-like domain containing 3 (NPAL3), mRNA.RP3-462O23.3; DKFZp686E22155; DJ462O23.23.7814E-08 7.1814E-07 4.1881286

SNORA72 NR_002581.1 SNORA72 8 Homo sapiens small nucleolar RNA, H/ACA box 72 (SNORA72), small nucleolar RNA.RNU72; U72 0.00140884 0.00215351 4.18793701

LOC100130131XM_001721580.1LOC100130131 1 PREDICTED: Homo sapiens hypothetical LOC100130131 (LOC100130131), mRNA.0.00102399 0.0016407 4.18371305

LOC651643 XM_940845.1 LOC651643 PREDICTED: Homo sapiens hypothetical protein LOC651643 (LOC651643), mRNA.0.02584805 0.02564636 4.15682428

C14orf147 NM_138288.2 C14ORF147 14 Homo sapiens chromosome 14 open reading frame 147 (C14orf147), mRNA.MGC24447 4.9441E-06 2.2212E-05 4.12272202

LOC643534 XM_936822.2 LOC643534 PREDICTED: Homo sapiens similar to hCG37526 (LOC643534), mRNA.0.00634167 0.00779079 4.10630485

PRICKLE1 NM_153026.1 PRICKLE1 12 Homo sapiens prickle homolog 1 (Drosophila) (PRICKLE1), mRNA.MGC138902; FLJ31627; MGC138903; RILP; FLJ319374.2408E-05 0.00011957 4.08794065

S100A5 NM_002962.1 S100A5 1 Homo sapiens S100 calcium binding protein A5 (S100A5), mRNA.S100D 0.01766683 0.01854616 4.08268117

FZD4 NM_012193.2 FZD4 11 Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA.FzE4; EVR1; GPCR; FZD4S; CD344; MGC34390; Fz-4; FEVR6.8773E-10 7.6381E-08 4.06908994

SERPINA5 NM_000624.3 SERPINA5 14 Homo sapiens serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 5 (SERPINA5), mRNA.PROCI; PAI3; PLANH3; PCI1.0695E-05 4.005E-05 4.05514669



 5.0 ACL-Indepen Upreg

ATP6AP1L NM_001017971.1ATP6AP1L 5 Homo sapiens ATPase, H+ transporting, lysosomal accessory protein 1-like (ATP6AP1L), mRNA.MGC138396 7.2685E-08 1.092E-06 4.04747374

PKD1P1 XR_078513.1 PKD1P1 PREDICTED: Homo sapiens polycystic kidney disease 1 (autosomal dominant) pseudogene 1 (PKD1P1), miscRNA.0.01200553 0.01338116 4.04290144

SLC38A6 NM_153811.1 SLC38A6 14 Homo sapiens solute carrier family 38, member 6 (SLC38A6), mRNA.NAT-1; MGC1026970.0320961 0.03064322 4.04179741

LOC730153 XM_001717676.1LOC730153 16 PREDICTED: Homo sapiens hypothetical LOC730153 (LOC730153), mRNA.9.2032E-06 3.5541E-05 4.0364936

UCN NM_003353.2 UCN 2 Homo sapiens urocortin (UCN), mRNA.MGC129974; UROC; UI; MGC1299750.00044742 0.0008192 4.0332751

ADCK5 NM_174922.3 ADCK5 8 Homo sapiens aarF domain containing kinase 5 (ADCK5), mRNA.MGC126708; FLJ354544.3015E-08 7.6866E-07 4.01874921

Hs.582765 HS.582765 6 DB304592 BRAWH3 Homo sapiens cDNA clone BRAWH3003753 3, mRNA sequence0.04263153 0.0388582 3.99433009

WWC3 NM_015691.2 WWC3 X Homo sapiens WWC family member 3 (WWC3), mRNA.BM042; KIAA12809.0805E-05 0.00022168 3.98882763

CA11 NM_001217.3 CA11 19 Homo sapiens carbonic anhydrase XI (CA11), mRNA.CARP2; CA-RP XI1.8035E-06 1.0417E-05 3.98179691

FAM83B NM_001010872.1FAM83B 6 Homo sapiens family with sequence similarity 83, member B (FAM83B), mRNA.FLJ30642; MGC126677; C6orf143; MGC1384800.00010411 0.00024789 3.96986588

TMEM70 NM_017866.3 TMEM70 8 Homo sapiens transmembrane protein 70 (TMEM70), transcript variant 1, mRNA.FLJ20533 4.7393E-05 0.00013064 3.94688871

OLFML2A NM_182487.1 OLFML2A 9 Homo sapiens olfactomedin-like 2A (OLFML2A), mRNA.PRO34319; FLJ002370.0002833 0.00055996 3.93876943

APOBEC3F NM_001006666.1APOBEC3F 22 Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3F (APOBEC3F), transcript variant 2, mRNA.KA6; BK150C2.4.MRNA; ARP8; MGC748910.01998943 0.02060229 3.93616006

Hs.478682 HS.478682 3 Homo sapiens cDNA FLJ31090 fis, clone IMR3210001028.6641E-06 3.3922E-05 3.93323302

SOX12 NM_006943.2 SOX12 20 Homo sapiens SRY (sex determining region Y)-box 12 (SOX12), mRNA.SOX22 0.00021795 0.00045016 3.93167688

RALGPS1 NM_014636.1 RALGPS1 9 Homo sapiens Ral GEF with PH domain and SH3 binding motif 1 (RALGPS1), mRNA.KIAA0351; RALGPS1A; RP13-225O21.1; RALGEF21.5841E-06 9.4679E-06 3.93083377

NUDT19 XM_372723.4 NUDT19 19 PREDICTED: Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 19 (NUDT19), mRNA.0.05296293 0.04647897 3.9284226

FLJ20444 XM_928667.1 FLJ20444 9 PREDICTED: Homo sapiens hypothetical protein FLJ20444, transcript variant 2 (FLJ20444), mRNA.0.00044817 0.00082042 3.92746514

SNORA26 NR_003016.1 SNORA26 4 Homo sapiens small nucleolar RNA, H/ACA box 26 (SNORA26), small nucleolar RNA.HBI-6 0.0004573 0.00083382 3.92693941

DOC2A NM_003586.2 DOC2A 16 Homo sapiens double C2-like domains, alpha (DOC2A), mRNA.0.00081281 0.00135093 3.92045396

SCARNA18 NR_003139.1 SCARNA18 5 Homo sapiens small Cajal body-specific RNA 18 (SCARNA18), guide RNA.U109 2.5152E-07 2.525E-06 3.91905645

LOC644672 XM_927777.1 LOC644672 PREDICTED: Homo sapiens similar to Claudin-22 (LOC644672), mRNA.0.03262098 0.03104637 3.90419855

GDPD5 NM_030792.4 GDPD5 11 Homo sapiens glycerophosphodiester phosphodiesterase domain containing 5 (GDPD5), mRNA.PP1665; GDE2 4.3411E-07 3.7123E-06 3.8983211

SNORA79 NR_003021.2 SNORA79 14 Homo sapiens small nucleolar RNA, H/ACA box 79 (SNORA79), small nucleolar RNA.ACA65 1.2272E-05 4.4846E-05 3.8961648

CR2 NM_001006658.1CR2 1 Homo sapiens complement component (3d/Epstein Barr virus) receptor 2 (CR2), transcript variant 1, mRNA.CD21; SLEB9; C3DR0.00010246 0.00024461 3.88211365

RELL2 NM_173828.3 RELL2 5 Homo sapiens RELT-like 2 (RELL2), mRNA.RELL2; FLJ90583; C5orf165.9281E-06 2.5372E-05 3.87947481

TUBGCP6 NM_001008658.1TUBGCP6 22 Homo sapiens tubulin, gamma complex associated protein 6 (TUBGCP6), transcript variant 2, mRNA.GCP6 4.5365E-05 0.00012624 3.87690767

LOC729952 XR_015724.2 LOC729952 1 PREDICTED: Homo sapiens misc_RNA (LOC729952), miscRNA.0.00705321 0.00851471 3.87151739

NMT2 NM_004808.2 NMT2 10 Homo sapiens N-myristoyltransferase 2 (NMT2), mRNA.0.00026765 0.00053395 3.84346436

TMOD1 NM_003275.1 TMOD1 9 Homo sapiens tropomodulin 1 (TMOD1), mRNA.ETMOD; D9S57E; TMOD0.0007625 0.0012792 3.8426042

RPPH1 NR_002312.1 RPPH1 14 Homo sapiens ribonuclease P RNA component H1 (RPPH1), RNase P RNA.H1RNA 0.00089003 0.00145557 3.84044831

SERF1A NM_021967.1 SERF1A 5 Homo sapiens small EDRK-rich factor 1A (telomeric) (SERF1A), mRNA.H4F5; 4F5; SMAM1; SERF1; FAM2A0.00023748 0.00048435 3.83644968

FHL1 NM_001449.3 FHL1 X Homo sapiens four and a half LIM domains 1 (FHL1), mRNA.KYO-T; SLIM1; MGC111107; XMPMA; FHL1B; bA535K18.10.00015203 0.00033584 3.83344905

ST3GAL2 NM_006927.2 ST3GAL2 16 Homo sapiens ST3 beta-galactoside alpha-2,3-sialyltransferase 2 (ST3GAL2), mRNA.SIAT4B; Gal-NAc6S; ST3GalA.2; ST3GALII7.5701E-05 0.00019075 3.8256765

SLC43A3 NM_017611.2 SLC43A3 11 Homo sapiens solute carrier family 43, member 3 (SLC43A3), mRNA.FOAP-13; EEG1; PRO1659; DKFZp762A227; SEEEG-10.00580642 0.00722529 3.81595479

GLDC NM_000170.1 GLDC 9 Homo sapiens glycine dehydrogenase (decarboxylating) (GLDC), mRNA.MGC138198; GCSP; NKH; GCE; MGC138200; HYGN19.2583E-09 3.077E-07 3.79994799

LOC644761 XR_019390.1 LOC644761 PREDICTED: Homo sapiens misc_RNA (LOC644761), miscRNA.4.4157E-06 2.0434E-05 3.79879143

MTSS1 NM_014751.2 MTSS1 8 Homo sapiens metastasis suppressor 1 (MTSS1), mRNA.MIM; KIAA0429; MIMA; MIMB; FLJ446942.2041E-08 5.1569E-07 3.79232419

CD164L2 NM_207397.1 CD164L2 1 Homo sapiens CD164 sialomucin-like 2 (CD164L2), mRNA.UNQ6122 0.00016793 0.00036425 3.78939632

LEFTY2 NM_003240.2 LEFTY2 1 Homo sapiens left-right determination factor 2 (LEFTY2), mRNA.LEFTA; TGFB4; MGC46222; EBAF; LEFTYA0.03608357 0.03381365 3.78678033

CLDN23 NM_194284.1 CLDN23 8 Homo sapiens claudin 23 (CLDN23), mRNA.CLDNL; hCG16461633.2972E-07 3.0678E-06 3.78141686

APLP1 NM_005166.3 APLP1 19 Homo sapiens amyloid beta (A4) precursor-like protein 1 (APLP1), transcript variant 2, mRNA.APLP 0.00114011 0.00179787 3.7769081

TTC13 XM_939087.1 TTC13 1 Homo sapiens tetratricopeptide repeat domain 13 (TTC13), mRNA.FLJ22584 4.9038E-06 2.2087E-05 3.7645647

MICAL1 NM_022765.2 MICAL1 6 Homo sapiens microtubule associated monoxygenase, calponin and LIM domain containing 1 (MICAL1), mRNA.NICAL; DKFZp434B1517; FLJ21739; FLJ11937; MICAL-1; MICAL4.4488E-07 3.7678E-06 3.75138687

MGC11082 XR_079560.1 MGC11082 PREDICTED: Homo sapiens hypothetical LOC84777 (MGC11082), miscRNA.0.00329187 0.00442717 3.74077842

C3orf59 NM_178496.2 C3ORF59 3 Homo sapiens chromosome 3 open reading frame 59 (C3orf59), mRNA.0.00082211 0.00136381 3.73440012

RGS12 NM_198229.2 RGS12 4 Homo sapiens regulator of G-protein signaling 12 (RGS12), transcript variant 1, mRNA.DKFZp761K1817; DKFZp761K16177.4079E-05 0.00018736 3.73063507

AIFM2 NM_032797.4 AIFM2 10 Homo sapiens apoptosis-inducing factor, mitochondrion-associated, 2 (AIFM2), nuclear gene encoding mitochondrial protein, mRNA.PRG3; RP11-367H5.2; AMID0.00033588 0.00064613 3.72887943

LOC441032 XM_933495.1 LOC441032 4 PREDICTED: Homo sapiens similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 11 (LOC441032), mRNA.0.00106699 0.00170028 3.71697292

DNAJC27 NM_016544.1 DNAJC27 2 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 27 (DNAJC27), mRNA.RabJS; DKFZp434N2119.5432E-05 0.00023098 3.71464933

RUNDC3B NM_138290.1 RUNDC3B 7 Homo sapiens RUN domain containing 3B (RUNDC3B), mRNA.RPIP9; RPIB9; FLJ30671; MGC266552.0354E-07 2.1832E-06 3.7073062

SLC38A9 NM_173514.1 SLC38A9 5 Homo sapiens solute carrier family 38, member 9 (SLC38A9), mRNA.FLJ90709; MGC120544; FLJ461040.00023545 0.00048076 3.69868978

SNORD12 NR_003030.1 SNORD12 20 Homo sapiens small nucleolar RNA, C/D box 12 (SNORD12), small nucleolar RNA.HBII-99 0.00900733 0.01051074 3.6774442

GPER NM_001505.1 GPER 7 Homo sapiens G protein-coupled estrogen receptor 1 (GPER), transcript variant 3, mRNA.LyGPR; DRY12; GPCR-Br; LERGU; MGC99678; GPR30; CEPR; CMKRL2; FEG-1; LERGU20.0048359 0.00616898 3.67515719

MIR488 NR_030163.1 MIR488 Homo sapiens microRNA 488 (MIR488), microRNA.0.04282654 0.03899544 3.67389399

POLA NM_016937.1 POLA X Homo sapiens polymerase (DNA directed), alpha (POLA), mRNA.0.02903067 0.02822016 3.67130432

AMN1 NM_207337.1 AMN1 12 Homo sapiens antagonist of mitotic exit network 1 homolog (S. cerevisiae) (AMN1), mRNA.0.00030345 0.00059377 3.67016097

PNPLA7 NM_152286.2 PNPLA7 9 Homo sapiens patatin-like phospholipase domain containing 7 (PNPLA7), mRNA.FLJ44279; NTE-R1; FLJ43070; C9orf111; NTEL1; FLJ31318; RP11-48C7.26.6876E-08 1.0367E-06 3.6642344

CCS XM_938909.1 CCS PREDICTED: Homo sapiens copper chaperone for superoxide dismutase (CCS), mRNA.3.5574E-08 6.9362E-07 3.65610555

Hs.21177 HS.21177 6 Homo sapiens mRNA full length insert cDNA clone EUROIMAGE 9661640.00125964 0.00195751 3.64636051

PTPRE NM_130435.2 PTPRE 10 Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), transcript variant 2, mRNA.DKFZp313F1310; PTPE; HPTPE; R-PTP-EPSILON9.9652E-05 0.00023928 3.64590888

KIF13B NM_015254.2 KIF13B 8 Homo sapiens kinesin family member 13B (KIF13B), mRNA.KIAA0639; GAKIN5.0771E-06 2.2612E-05 3.63721078

ZXDB NM_007157.3 ZXDB X Homo sapiens zinc finger, X-linked, duplicated B (ZXDB), mRNA.dJ83L6.1 2.8125E-05 8.5863E-05 3.62890629

HIST2H2AA4 NM_001040874.1HIST2H2AA4 1 Homo sapiens histone cluster 2, H2aa4 (HIST2H2AA4), mRNA.H2A/R 3.1308E-09 1.5878E-07 3.61460849

CTRL NM_001907.1 CTRL 16 Homo sapiens chymotrypsin-like (CTRL), mRNA.CTRL1; MGC708218.7636E-06 3.4189E-05 3.6010839

Hs.522924 HS.522924 10 Homo sapiens cDNA FLJ43160 fis, clone FCBBF20001992.1736E-05 7.0165E-05 3.59432373

LOC728945 XM_001723488.1LOC728945 1 PREDICTED: Homo sapiens similar to Peptidylprolyl isomerase A (cyclophilin A)-like 4 (LOC728945), mRNA.0.04874247 0.04344879 3.59377201

LOC100132804XR_039272.1 LOC100132804 PREDICTED: Homo sapiens misc_RNA (LOC100132804), miscRNA.0.00567003 0.0070837 3.59176036

ATF6B NM_004381.4 ATF6B 6 Homo sapiens activating transcription factor 6 beta (ATF6B), transcript variant 1, mRNA.0.00388696 0.00511921 3.57841073

LOC729513 XR_039881.1 LOC729513 PREDICTED: Homo sapiens misc_RNA (LOC729513), miscRNA.0.02153038 0.02197622 3.55045806
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Hs.326560 HS.326560 PREDICTED: Homo sapiens LOC440151 (LOC440151), mRNA1.2384E-07 1.5885E-06 3.54555608

INPP5A XM_936595.1 INPP5A PREDICTED: Homo sapiens inositol polyphosphate-5-phosphatase, 40kDa (INPP5A), mRNA.0.00397967 0.00522719 3.54307491

SGSM1 XM_943783.1 SGSM1 22 Homo sapiens small G protein signaling modulator 1 (SGSM1), transcript variant 1, mRNA.MGC133298; RUTBC2; SGSM1; KIAA19411.2554E-05 4.5591E-05 3.54051532

LOC100133851XM_001714531.1LOC100133851 PREDICTED: Homo sapiens similar to KIAA0369 (LOC100133851), mRNA.0.00176121 0.00260018 3.51543277

HLA-DRA NM_019111.3 HLA-DRA 6 Homo sapiens major histocompatibility complex, class II, DR alpha (HLA-DRA), mRNA.HLA-DRA1 2.2318E-08 5.208E-07 3.51147158

RN7SK NR_001445.1 RN7SK 6 Homo sapiens RNA, 7SK small nuclear (RN7SK), non-coding RNA.7SK 1.4157E-10 3.2688E-08 3.50932636

GEM NM_005261.2 GEM 8 Homo sapiens GTP binding protein overexpressed in skeletal muscle (GEM), transcript variant 1, mRNA.KIR; MGC26294 8.181E-06 3.2421E-05 3.5007352

TRAPPC2P1 NR_002166.1 TRAPPC2P1 19 Homo sapiens trafficking protein particle complex 2 pseudogene 1 (TRAPPC2P1), non-coding RNA.SEDLP1; MIP-2A0.00017489 0.00037656 3.48885219

TFAP2C NM_003222.3 TFAP2C 20 Homo sapiens transcription factor AP-2 gamma (activating enhancer binding protein 2 gamma) (TFAP2C), mRNA.AP2-GAMMA; TFAP2G; hAP-2g; ERF12.622E-08 5.7513E-07 3.48761418

ZFP30 NM_014898.1 ZFP30 19 Homo sapiens zinc finger protein 30 homolog (mouse) (ZFP30), mRNA.KIAA0961; ZNF7450.02072092 0.02124887 3.48461313

ITPKB NM_002221.2 ITPKB 1 Homo sapiens inositol 1,4,5-trisphosphate 3-kinase B (ITPKB), mRNA.IP3K-B; IP3KB; IP3K; PIG370.04631036 0.04164041 3.46913847

MAN2A2 NM_006122.2 MAN2A2 15 Homo sapiens mannosidase, alpha, class 2A, member 2 (MAN2A2), mRNA.MANA2X 0.00145196 0.00220826 3.45938449

TERF1 NM_017489.1 TERF1 8 Homo sapiens telomeric repeat binding factor (NIMA-interacting) 1 (TERF1), transcript variant 1, mRNA.t-TRF1; TRBF1; PIN2; FLJ41416; TRF; hTRF1-AS; TRF10.00043522 0.00080224 3.45720231

DAPK3 NM_001348.1 DAPK3 19 Homo sapiens death-associated protein kinase 3 (DAPK3), mRNA.FLJ36473; ZIPK; ZIP3.0921E-06 1.5521E-05 3.45038181

RNU4-2 NR_003137.2 RNU4-2 Homo sapiens RNA, U4 small nuclear 2 (RNU4-2), small nuclear RNA.1.0644E-08 3.3714E-07 3.44411731

SNORD114-2 NR_003194.1 SNORD114-2 14 Homo sapiens small nucleolar RNA, C/D box 114-2 (SNORD114-2), small nucleolar RNA.14q(II-2) 0.03302524 0.03133933 3.43929727

PFDN4 NM_002623.3 PFDN4 20 Homo sapiens prefoldin subunit 4 (PFDN4), mRNA.C1; PFD4 0.05181688 0.04564672 3.42875405

Hs.537217 HS.537217 14 Homo sapiens mRNA for IgE Heavy chain0.01113453 0.0125668 3.42819691

Hs.534680 HS.534680 PREDICTED: Homo sapiens hypothetical LOC389089 (LOC389089), mRNA3.4189E-08 6.7714E-07 3.42769467

CD24 NM_013230.2 CD24 Y Homo sapiens CD24 molecule (CD24), mRNA.CD24A 3.6665E-10 5.9574E-08 3.42115535

MMP11 NM_005940.3 MMP11 22 Homo sapiens matrix metallopeptidase 11 (stromelysin 3) (MMP11), mRNA.ST3; SL-3; STMY30.00125916 0.00195746 3.42005983

Hs.197064 HS.197064 2 602285360F1 NIH_MGC_86 Homo sapiens cDNA clone IMAGE:4372671 5, mRNA sequence0.02926632 0.02840831 3.41277841

LOC645566 XM_928583.1 LOC645566 7 PREDICTED: Homo sapiens hypothetical protein LOC645566 (LOC645566), mRNA.0.04443823 0.04025408 3.38919245

GALNT2 NM_004481.2 GALNT2 1 Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 2 (GalNAc-T2) (GALNT2), mRNA.GalNAc-T2 0.00135742 0.00208581 3.38540949

LOC650796 XM_939881.1 LOC650796 PREDICTED: Homo sapiens hypothetical protein LOC650796 (LOC650796), mRNA.0.00239387 0.00337682 3.382731

AGTPBP1 NM_015239.1 AGTPBP1 9 Homo sapiens ATP/GTP binding protein 1 (AGTPBP1), mRNA.NNA1; KIAA1035; DKFZp686M201912.548E-05 7.9389E-05 3.37466957

ELOVL3 NM_152310.1 ELOVL3 10 Homo sapiens elongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 3 (ELOVL3), mRNA.CIG30; CIG-30; MGC214352.7112E-08 5.8304E-07 3.37376373

CYP2R1 NM_024514.4 CYP2R1 11 Homo sapiens cytochrome P450, family 2, subfamily R, polypeptide 1 (CYP2R1), mRNA.MGC4663 6.3738E-09 2.3797E-07 3.37374162

ATRN NM_139322.1 ATRN 20 Homo sapiens attractin (ATRN), transcript variant 1, mRNA.DPPT-L; MGC126754; MGCA; KIAA05484.6265E-05 0.00012817 3.37331561

C9orf169 NM_199001.1 C9ORF169 Homo sapiens chromosome 9 open reading frame 169 (C9orf169), mRNA.1.7339E-08 4.4614E-07 3.36951742

DAAM1 NM_014992.1 DAAM1 14 Homo sapiens dishevelled associated activator of morphogenesis 1 (DAAM1), mRNA.FLJ41657; KIAA06661.7925E-07 2.0112E-06 3.36032182

TMEM117 NM_032256.1 TMEM117 12 Homo sapiens transmembrane protein 117 (TMEM117), mRNA.DKFZp434K2435 0.0194637 0.02013376 3.36015846

PLEKHM1 NM_014798.1 PLEKHM1 PREDICTED: Homo sapiens pleckstrin homology domain containing, family M (with RUN domain) member 1 (PLEKHM1), mRNA.3.4768E-07 3.1678E-06 3.35543764

MMP23B NM_006983.1 MMP23B 1 Homo sapiens matrix metallopeptidase 23B (MMP23B), mRNA.MIFR-1; MIFR; MMP220.02260177 0.02291253 3.35297669

LOC653108 XM_930914.1 LOC653108 21 PREDICTED: Homo sapiens similar to coxsackie virus and adenovirus receptor precursor (LOC653108), mRNA.1.7544E-06 1.0235E-05 3.34712075

OGDHL NM_018245.1 OGDHL 10 Homo sapiens oxoglutarate dehydrogenase-like (OGDHL), mRNA.6.5743E-08 1.0319E-06 3.3432712

MMP15 NM_002428.2 MMP15 16 Homo sapiens matrix metallopeptidase 15 (membrane-inserted) (MMP15), mRNA.MTMMP2; MT2-MMP; SMCP-21.2832E-05 4.6372E-05 3.33681528

LOC653080 XM_930884.1 LOC653080 8 PREDICTED: Homo sapiens similar to Beta-glucuronidase precursor, transcript variant 2 (LOC653080), mRNA.0.01261548 0.01394586 3.3325473

MEGF6 NM_001409.3 MEGF6 1 Homo sapiens multiple EGF-like-domains 6 (MEGF6), mRNA.KIAA0815; EGFL32.424E-06 1.296E-05 3.33031866

C11orf24 NM_022338.2 C11ORF24 11 Homo sapiens chromosome 11 open reading frame 24 (C11orf24), mRNA.DM4E3 6.0383E-06 2.5781E-05 3.32113119

LRRC3 NM_030891.3 LRRC3 21 Homo sapiens leucine rich repeat containing 3 (LRRC3), mRNA.C21orf102 6.7918E-06 2.8242E-05 3.30665405

CHCHD7 NM_001011670.1CHCHD7 8 Homo sapiens coiled-coil-helix-coiled-coil-helix domain containing 7 (CHCHD7), transcript variant 5, mRNA.FLJ40966; MGC22171.7564E-09 1.1947E-07 3.30546691

LOC650708 XM_939796.1 LOC650708 PREDICTED: Homo sapiens similar to CG15021-PA (LOC650708), mRNA.0.01722849 0.01817515 3.29365757

SH3BGRL2 NM_031469.1 SH3BGRL2 6 Homo sapiens SH3 domain binding glutamic acid-rich protein like 2 (SH3BGRL2), mRNA.FLJ90025 1.3003E-08 3.7284E-07 3.26751377

GRB10 NM_005311.3 GRB10 7 Homo sapiens growth factor receptor-bound protein 10 (GRB10), transcript variant 1, mRNA.RSS; GRB-IR; IRBP; KIAA0207; Grb-10; MEG11.7584E-05 5.9659E-05 3.26530827

LOC339352 XR_019601.2 LOC339352 PREDICTED: Homo sapiens misc_RNA (LOC339352), miscRNA.4.9185E-06 2.2119E-05 3.2560171

GCH1 NM_000161.2 GCH1 14 Homo sapiens GTP cyclohydrolase 1 (GCH1), transcript variant 1, mRNA.DYT5; GTP-CH-1; GTPCH1; GCH0.00580283 0.00722184 3.25326873

SHROOM2 NM_001649.2 SHROOM2 X Homo sapiens shroom family member 2 (SHROOM2), mRNA.APXL; DKFZp781J074; FLJ39277; HSAPXL0.01244098 0.01377899 3.25115202

FOXD4L1 NM_012184.3 FOXD4L1 2 Homo sapiens forkhead box D4-like 1 (FOXD4L1), mRNA.bA395L14.1 4.6616E-06 2.1292E-05 3.24954821

ZBTB42 NM_001137601.1ZBTB42 14 Homo sapiens zinc finger and BTB domain containing 42 (ZBTB42), mRNA.8.2697E-08 1.1895E-06 3.24427705

NEU1 NM_000434.2 NEU1 6 Homo sapiens sialidase 1 (lysosomal sialidase) (NEU1), mRNA.NEU; SIAL1 5.3592E-11 1.9592E-08 3.2361186

MUC1 NM_001044390.1MUC1 1 Homo sapiens mucin 1, cell surface associated (MUC1), transcript variant 5, mRNA.PEMT; PUM; PEM; EMA; H23AG; MAM6; CD2272.3151E-05 7.3864E-05 3.21639394

CHURC1 NM_145165.2 CHURC1 14 Homo sapiens churchill domain containing 1 (CHURC1), mRNA.FLJ33064; chch; My015; C14orf521.3157E-08 3.7601E-07 3.20354454

KLK10 NM_145888.1 KLK10 19 Homo sapiens kallikrein-related peptidase 10 (KLK10), transcript variant 1, mRNA.NES1; PRSSL1 0.01692476 0.01789994 3.20054188

MAN1A1 NM_005907.2 MAN1A1 6 Homo sapiens mannosidase, alpha, class 1A, member 1 (MAN1A1), mRNA.MAN9; HUMM3; HUMM91.1897E-06 7.6413E-06 3.19358721

HNF1B NM_000458.2 HNF1B 17 Homo sapiens HNF1 homeobox B (HNF1B), transcript variant 1, mRNA.VHNF1; MODY5; HNF2; TCF2; LF-B3; FJHN; HNF1beta; LFB30.00203069 0.00293289 3.19311482

RNF175 NM_173662.1 RNF175 4 Homo sapiens ring finger protein 175 (RNF175), mRNA.FLJ34190 0.00407585 0.00533595 3.19002217

C3orf46 XM_933917.1 C3ORF46 3 PREDICTED: Homo sapiens chromosome 3 open reading frame 46 (C3orf46), mRNA.0.0077189 0.00919186 3.18401009

HPSE NM_006665.2 HPSE 4 Homo sapiens heparanase (HPSE), mRNA.HPA; HSE1; HPSE1; HPR11.2218E-05 4.4685E-05 3.18026456

ZMAT5 NM_019103.2 ZMAT5 22 Homo sapiens zinc finger, matrin type 5 (ZMAT5), transcript variant 1, mRNA.2.7378E-06 1.4206E-05 3.17485288

TMCO4 NM_181719.2 TMCO4 1 Homo sapiens transmembrane and coiled-coil domains 4 (TMCO4), mRNA.RP5-1056L3.6; DKFZp686C232310.00506354 0.00641923 3.16844672

LCMT2 NM_014793.3 LCMT2 15 Homo sapiens leucine carboxyl methyltransferase 2 (LCMT2), mRNA.TYW4; PPM2; KIAA0547; MGC95340.00020502 0.0004284 3.16242388

AP2A1 NM_014203.2 AP2A1 19 Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), transcript variant 1, mRNA.CLAPA1; AP2-ALPHA; ADTAA3.3104E-07 3.0736E-06 3.16079451

C21orf2 NM_004928.1 C21ORF2 21 Homo sapiens chromosome 21 open reading frame 2 (C21orf2), mRNA.A2; YF5 1.8035E-05 6.0814E-05 3.15713426

TMC5 NM_024780.3 TMC5 16 Homo sapiens transmembrane channel-like 5 (TMC5), mRNA.FLJ13593 0.01022936 0.01169412 3.14851077

LOC728965 XM_001128938.1LOC728965 17 PREDICTED: Homo sapiens similar to hCG1749101 (LOC728965), mRNA.0.0310598 0.02982258 3.14675717

Hs.578161 HS.578161 14 SM014446 Placenta 3 EST Homo sapiens cDNA clone ID_14446 3', mRNA sequence0.03968784 0.03660092 3.14487989

CYB5R1 NM_016243.2 CYB5R1 1 Homo sapiens cytochrome b5 reductase 1 (CYB5R1), mRNA.B5R.1; NQO3A2; humb5R21.9329E-08 4.8043E-07 3.14230852

C3orf17 NM_001025072.2C3ORF17 3 Homo sapiens chromosome 3 open reading frame 17 (C3orf17), transcript variant 2, mRNA.DKFZP434F2021 0.0006253 0.00108363 3.14151972

TAOK1 NM_020791.1 TAOK1 17 Homo sapiens TAO kinase 1 (TAOK1), mRNA.TAO1; MAP3K16; KIAA1361; PSK2; MARKK; FLJ143140.02253401 0.02284912 3.13011515



 5.0 ACL-Indepen Upreg

XIAP NM_001167.2 XIAP X Homo sapiens X-linked inhibitor of apoptosis (XIAP), mRNA.XLP2; ILP1; API3; XIAP; MIHA0.00035398 0.00067503 3.12667296

ENTPD5 NM_001249.1 ENTPD5 14 Homo sapiens ectonucleoside triphosphate diphosphohydrolase 5 (ENTPD5), mRNA.NTPDase-5; MGC163357; PCPH; CD39L4; MGC1633590.05637185 0.04905838 3.12617343

SMARCD3 NM_003078.3 SMARCD3 7 Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily d, member 3 (SMARCD3), transcript variant 2, mRNA.Rsc6p; BAF60C; CRACD3; MGC1110100.00012329 0.00028349 3.12373791

ANKRD22 NM_144590.1 ANKRD22 10 Homo sapiens ankyrin repeat domain 22 (ANKRD22), mRNA.MGC22805 0.04942769 0.04392127 3.12107331

FRZB NM_001463.2 FRZB 2 Homo sapiens frizzled-related protein (FRZB), mRNA.FRZB-1; FRZB-PEN; SRFP3; FRP-3; FZRB; hFIZ; FRITZ; SFRP3; FRE; FRZB10.00414169 0.00541084 3.11678394

TOX4 NM_014828.1 TOX4 14 Homo sapiens TOX high mobility group box family member 4 (TOX4), mRNA.KIAA0737; LCP1; C14orf922.8207E-05 8.6054E-05 3.11351316

MYOM2 NM_003970.1 MYOM2 8 Homo sapiens myomesin (M-protein) 2, 165kDa (MYOM2), mRNA.TTNAP 2.4371E-05 7.6696E-05 3.10871411

C5AR1 NM_001736.2 C5AR1 19 Homo sapiens complement component 5a receptor 1 (C5AR1), mRNA.CD88; C5AR; C5A; C5R10.0341101 0.03220857 3.10573249

PNPLA8 NM_015723.2 PNPLA8 7 Homo sapiens patatin-like phospholipase domain containing 8 (PNPLA8), mRNA.IPLA2G; IPLA2(GAMMA); IPLA2-21.8004E-06 1.0413E-05 3.10290064

LOC100130746XR_037442.1 LOC100130746 PREDICTED: Homo sapiens misc_RNA (LOC100130746), miscRNA.0.00478285 0.00611018 3.0975452

MAGEE1 NM_020932.1 MAGEE1 X Homo sapiens melanoma antigen family E, 1 (MAGEE1), mRNA.KIAA1587; HCA1; DAMAGE4.5828E-06 2.0975E-05 3.0923904

SGK NM_005627.2 SGK 6 Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA.SGK1 1.585E-09 1.1399E-07 3.08618187

ZNF177 NM_003451.1 ZNF177 19 Homo sapiens zinc finger protein 177 (ZNF177), mRNA.PIGX 0.00497126 0.00631685 3.08549442

SGK1 NM_005627.3 SGK1 6 Homo sapiens serum/glucocorticoid regulated kinase 1 (SGK1), transcript variant 1, mRNA.SGK 6.0509E-09 2.2884E-07 3.08424812

C9orf50 NM_199350.1 C9ORF50 9 Homo sapiens chromosome 9 open reading frame 50 (C9orf50), mRNA.FLJ35803 0.00975953 0.01124492 3.07976587

LOC729858 XR_037908.1 LOC729858 PREDICTED: Homo sapiens misc_RNA (LOC729858), miscRNA.0.00022931 0.00046976 3.07889319

CAPN5 NM_004055.3 CAPN5 11 Homo sapiens calpain 5 (CAPN5), mRNA.HTRA3; FLJ46245; nCL-38.8013E-08 1.2556E-06 3.06500531

FIGNL1 NM_001042762.1FIGNL1 7 Homo sapiens fidgetin-like 1 (FIGNL1), transcript variant 1, mRNA.9.296E-08 1.3092E-06 3.06339851

LOC650737 XM_944786.1 LOC650737 PREDICTED: Homo sapiens hypothetical protein LOC650737, transcript variant 1 (LOC650737), mRNA.5.7035E-07 4.4841E-06 3.06128374

PLD1 NM_002662.2 PLD1 3 Homo sapiens phospholipase D1, phosphatidylcholine-specific (PLD1), mRNA.0.00026604 0.00053159 3.06113388

LOC100128974XR_037834.1 LOC100128974 PREDICTED: Homo sapiens misc_RNA (LOC100128974), miscRNA.9.9725E-05 0.00023933 3.05830574

MICALL1 NM_033386.2 MICALL1 22 Homo sapiens MICAL-like 1 (MICALL1), mRNA.KIAA1668; MIRAB13; FLJ45921; DKFZp686M2226; MICAL-L10.00644072 0.00789368 3.04584021

HIST2H2AC NM_003517.2 HIST2H2AC 1 Homo sapiens histone cluster 2, H2ac (HIST2H2AC), mRNA.H2AFQ; MGC74460; H2A; H2A/q; H2A-GL1011.1847E-08 3.5237E-07 3.03998347

ADAT2 NM_182503.2 ADAT2 6 Homo sapiens adenosine deaminase, tRNA-specific 2, TAD2 homolog (S. cerevisiae) (ADAT2), mRNA.TAD2; dJ20N2.1; dJ20N2; DKFZp686L1118; FLJ44213; DEADC10.00031391 0.00061016 3.03940839

C14orf79 NM_174891.2 C14ORF79 14 Homo sapiens chromosome 14 open reading frame 79 (C14orf79), mRNA.1.8944E-07 2.0777E-06 3.03769667

EXPH5 NM_015065.1 EXPH5 11 Homo sapiens exophilin 5 (EXPH5), mRNA.SLAC2-B; KIAA0624; DKFZp781H0795; MGC134967; MGC1332919.9569E-05 0.00023915 3.02937165

GSTT2 NM_001080843.1GSTT2 Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA.6.1599E-07 4.7285E-06 3.02382541

ITGB7 NM_000889.1 ITGB7 12 Homo sapiens integrin, beta 7 (ITGB7), mRNA.0.0549272 0.04799156 3.01153496

LOC731007 XM_938196.1 LOC731007 PREDICTED: Homo sapiens similar to Adenylate kinase isoenzyme 4, mitochondrial (Adenylate kinase 3-like 1) (ATP-AMP transphosphorylase) (LOC731007), mRNA.8.5774E-05 0.00021217 3.01026827

PTPN18 NM_014369.2 PTPN18 2 Homo sapiens protein tyrosine phosphatase, non-receptor type 18 (brain-derived) (PTPN18), mRNA.BDP1 0.02054217 0.02108282 3.00817114

LOC642648 XM_926474.1 LOC642648 22 PREDICTED: Homo sapiens hypothetical protein LOC642648 (LOC642648), mRNA.0.0309371 0.02972103 3.00428477

LOC648526 XM_937579.1 LOC648526 PREDICTED: Homo sapiens similar to epiplakin 1 (LOC648526), mRNA.1.4058E-09 1.1013E-07 3.00048869

ZNF91 NM_003430.1 ZNF91 19 Homo sapiens zinc finger protein 91 (ZNF91), mRNA.HTF10; HPF7 3.583E-06 1.7436E-05 2.99506749

DDX60 NM_017631.3 DDX60 4 Homo sapiens DEAD (Asp-Glu-Ala-Asp) box polypeptide 60 (DDX60), mRNA.FLJ20035; FLJ107870.04155511 0.03801132 2.99021899

RAB24 NM_001031677.1RAB24 5 Homo sapiens RAB24, member RAS oncogene family (RAB24), transcript variant 1, mRNA.6.2936E-10 7.3627E-08 2.98613341

ZFP92 NM_001136273.1ZFP92 X Homo sapiens zinc finger protein 92 homolog (mouse) (ZFP92), mRNA.3.9409E-05 0.00011259 2.98418028

GABRG2 NM_198904.1 GABRG2 5 Homo sapiens gamma-aminobutyric acid (GABA) A receptor, gamma 2 (GABRG2), transcript variant 1, mRNA.ECA2; GEFSP3; CAE20.00029502 0.00057974 2.98402507

ABHD8 NM_024527.3 ABHD8 19 Homo sapiens abhydrolase domain containing 8 (ABHD8), mRNA.FLJ11743; MGC14280; MGC25126.9709E-07 5.1614E-06 2.9768758

LOC732371 XM_941758.1 LOC732371 PREDICTED: Homo sapiens similar to mixed lineage kinase domain-like (LOC732371), mRNA.8.0771E-05 0.00020139 2.97166812

RRAGC NM_022157.2 RRAGC 1 Homo sapiens Ras-related GTP binding C (RRAGC), mRNA.FLJ13311; GTR2; RAGC5.6636E-05 0.00015086 2.96883017

LOC653127 XM_931760.1 LOC653127 17 PREDICTED: Homo sapiens similar to GTPase activating Rap/RanGAP domain-like 4, transcript variant 2 (LOC653127), mRNA.0.00864693 0.01014823 2.96728147

SCARNA11 NR_003012.1 SCARNA11 12 Homo sapiens small Cajal body-specific RNA 11 (SCARNA11), guide RNA.ACA57 3.3048E-09 1.6382E-07 2.96350137

LOC730525 NM_199327.1 LOC730525 PREDICTED: Homo sapiens hypothetical protein LOC730525 (LOC730525), mRNA.0.01125728 0.01268089 2.96313041

FLJ21865 NM_022759.1 FLJ21865 17 Homo sapiens endo-beta-N-acetylglucosaminidase (FLJ21865), mRNA.DKFZp434P174 3.6717E-06 1.7701E-05 2.96159875

OPTN NM_001008213.1OPTN 10 Homo sapiens optineurin (OPTN), transcript variant 4, mRNA.FIP2; HYPL; NRP; TFIIIA-INTP; HIP7; GLC1E8.269E-08 1.1913E-06 2.95961789

RNFT1 NM_016125.2 RNFT1 17 Homo sapiens ring finger protein, transmembrane 1 (RNFT1), mRNA.PTD016; MGC1110901.2583E-06 7.9367E-06 2.94766235

LOC388588 XM_946205.1 LOC388588 1 PREDICTED: Homo sapiens hypothetical LOC388588, transcript variant 2 (LOC388588), mRNA.2.6059E-07 2.5777E-06 2.94551875

LYPD6 NM_194317.2 LYPD6 2 Homo sapiens LY6/PLAUR domain containing 6 (LYPD6), mRNA.MGC52057 0.00025737 0.0005178 2.92606787

LFNG NM_001040168.1LFNG 7 Homo sapiens LFNG O-fucosylpeptide 3-beta-N-acetylglucosaminyltransferase (LFNG), transcript variant 2, mRNA.SCDO3 1.6303E-06 9.6844E-06 2.92556464

KLRA1 NM_006611.1 KLRA1 12 Homo sapiens killer cell lectin-like receptor subfamily A, member 1 (KLRA1), mRNA.LY49L; Ly-49L; KLRA#; MGC126522; Ly49; MGC1265200.0005984 0.00104505 2.92471038

B3GAT3 NM_012200.2 B3GAT3 11 Homo sapiens beta-1,3-glucuronyltransferase 3 (glucuronosyltransferase I) (B3GAT3), mRNA.GLCATI; GlcAT-I0.03576007 0.03356427 2.91910342

KLHL35 NM_173583.1 KLHL35 11 Homo sapiens kelch-like 35 (Drosophila) (KLHL35), mRNA.0.0156207 0.0166816 2.91806268

CSAD NM_015989.3 CSAD 12 Homo sapiens cysteine sulfinic acid decarboxylase (CSAD), mRNA.PCAP; MGC119355; MGC119354; MGC119357; CSD2.2922E-07 2.3661E-06 2.91667067

DNAJC30 NM_032317.2 DNAJC30 7 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 30 (DNAJC30), mRNA.MGC12943 0.00430043 0.00557094 2.91083199

C5orf5 NM_016603.1 C5ORF5 5 Homo sapiens chromosome 5 open reading frame 5 (C5orf5), mRNA.KHCHP; MGC57159; DKFZp667F249; N618.2189E-07 5.8109E-06 2.90451713

ANO10 NM_018075.2 ANO10 3 Homo sapiens anoctamin 10 (ANO10), mRNA.FLJ10375; MGC478900.01244522 0.01378195 2.902586

SLC36A4 NM_152313.2 SLC36A4 11 Homo sapiens solute carrier family 36 (proton/amino acid symporter), member 4 (SLC36A4), mRNA.FLJ38932; PAT40.04324786 0.03931786 2.90015446

DKFZp686I15217NM_207495.2 DKFZP686I15217 6 Homo sapiens hypothetical protein DKFZp686I15217 (DKFZp686I15217), mRNA.0.00626213 0.00772009 2.89740483

C1orf124 NM_032018.4 C1ORF124 1 Homo sapiens chromosome 1 open reading frame 124 (C1orf124), transcript variant 1, mRNA.DKFZP547N043; PRO4323; DDDL1880; dJ876B10.3; RP5-876B10.30.00573033 0.00714581 2.88720001

LOC100133420XM_001713829.1LOC100133420 PREDICTED: Homo sapiens hypothetical protein LOC100133420 (LOC100133420), mRNA.0.00562869 0.00703706 2.88642516

PROK2 NM_021935.2 PROK2 3 Homo sapiens prokineticin 2 (PROK2), mRNA.PK2; BV8; MIT1; KAL40.00656041 0.00802021 2.88595032

LOC645001 XR_039155.1 LOC645001 PREDICTED: Homo sapiens misc_RNA (LOC645001), miscRNA.0.00993539 0.0114086 2.88001554

JUN NM_002228.3 JUN 1 Homo sapiens jun oncogene (JUN), mRNA.AP1; c-Jun 7.4105E-11 2.1673E-08 2.87223392

TM2D2 NM_078473.2 TM2D2 8 Homo sapiens TM2 domain containing 2 (TM2D2), transcript variant 1, mRNA.MGC125814; BLP1; MGC1258135.7654E-07 4.5166E-06 2.86953037

MT1G NM_005950.1 MT1G 16 Homo sapiens metallothionein 1G (MT1G), mRNA.MT1; MT1K; MGC123865.7483E-11 1.9398E-08 2.86039632

EPM2AIP1 NM_014805.2 EPM2AIP1 3 Homo sapiens EPM2A (laforin) interacting protein 1 (EPM2AIP1), mRNA.FLJ11207; KIAA07666.4346E-06 2.7065E-05 2.85969244

ISL1 NM_002202.1 ISL1 5 Homo sapiens ISL1 transcription factor, LIM/homeodomain, (islet-1) (ISL1), mRNA.Isl-1 1.1046E-06 7.2165E-06 2.85870375

C4orf23 NM_152544.1 C4ORF23 4 Homo sapiens chromosome 4 open reading frame 23 (C4orf23), transcript variant 2, mRNA.FLJ12891; FLJ357250.02662345 0.02630861 2.85518317

TMEM25 NM_032780.2 TMEM25 11 Homo sapiens transmembrane protein 25 (TMEM25), mRNA.FLJ14399 0.00119554 0.00187316 2.85446859

SUSD3 NM_145006.2 SUSD3 9 Homo sapiens sushi domain containing 3 (SUSD3), mRNA.MGC26847 0.00010801 0.00025495 2.8459154
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LOC644128 XM_927344.1 LOC644128 8 PREDICTED: Homo sapiens hypothetical protein LOC644128 (LOC644128), mRNA.1.1879E-05 4.3665E-05 2.84371476

KBTBD7 NM_032138.3 KBTBD7 13 Homo sapiens kelch repeat and BTB (POZ) domain containing 7 (KBTBD7), mRNA.DKFZP434E2318 0.0001167 0.00027081 2.84234325

RANBP6 NM_012416.2 RANBP6 9 Homo sapiens RAN binding protein 6 (RANBP6), transcript variant 1, mRNA.1.0227E-05 3.8762E-05 2.84127655

FAM118B NM_024556.1 FAM118B 11 Homo sapiens family with sequence similarity 118, member B (FAM118B), mRNA.FLJ21103 0.00038557 0.00072551 2.84096895

GADD45B NM_015675.1 GADD45B 19 Homo sapiens growth arrest and DNA-damage-inducible, beta (GADD45B), mRNA.MYD118; DKFZP566B133; GADD45BETA8.8682E-07 6.1219E-06 2.83944704

VGF NM_003378.2 VGF 7 Homo sapiens VGF nerve growth factor inducible (VGF), mRNA.1.1475E-11 7.745E-09 2.83860597

PTH2 NM_178449.2 PTH2 19 Homo sapiens parathyroid hormone 2 (PTH2), mRNA.0.00010686 0.00025291 2.83677774

MPP7 NM_173496.2 MPP7 10 Homo sapiens membrane protein, palmitoylated 7 (MAGUK p55 subfamily member 7) (MPP7), mRNA.FLJ32798; RP11-218D6.50.00023114 0.00047317 2.83468538

SERPINF2 NM_000934.1 SERPINF2 17 Homo sapiens serpin peptidase inhibitor, clade F (alpha-2 antiplasmin, pigment epithelium derived factor), member 2 (SERPINF2), transcript variant 1, mRNA.API; A2AP; AAP; PLI; ALPHA-2-PI0.01384086 0.0150707 2.83325735

NHEDC2 XM_933390.1 NHEDC2 4 Homo sapiens Na+/H+ exchanger domain containing 2 (NHEDC2), mRNA.FLJ23984; NHA20.00016585 0.00036081 2.83302975

METTL9 NM_001077180.1METTL9 16 Homo sapiens methyltransferase like 9 (METTL9), transcript variant 2, mRNA.PAP1; FLJ21912; CGI-81; DREV1; DREV0.00951461 0.01101044 2.83266464

SNORD3A NR_006880.1 SNORD3A 17 Homo sapiens small nucleolar RNA, C/D box 3A (SNORD3A), small nucleolar RNA.U3 1.059E-10 2.6549E-08 2.83168898

SECISBP2L NM_014701.2 SECISBP2L 15 Homo sapiens SECIS binding protein 2-like (SECISBP2L), mRNA.7.3979E-06 2.9912E-05 2.82891172

MIER2 NM_017550.1 MIER2 19 Homo sapiens mesoderm induction early response 1, family member 2 (MIER2), mRNA.KIAA1193 0.00241574 0.00340166 2.82603406

ACAD10 NM_025247.3 ACAD10 12 Homo sapiens acyl-Coenzyme A dehydrogenase family, member 10 (ACAD10), mRNA.MGC5601 1.8392E-06 1.0568E-05 2.82559206

LOC648366 XM_497707.2 LOC648366 PREDICTED: Homo sapiens similar to SLIT-ROBO Rho GTPase-activating protein 2 (srGAP2) (Formin-binding protein 2) (LOC648366), mRNA.0.05417851 0.04744608 2.8211854

C5orf54 NM_022090.3 C5ORF54 5 Homo sapiens chromosome 5 open reading frame 54 (C5orf54), mRNA.0.03362017 0.03182129 2.81794691

LOC729760 XR_016027.1 LOC729760 2 PREDICTED: Homo sapiens misc_RNA (LOC729760), miscRNA.0.00064604 0.00111167 2.81492272

CLN5 NM_006493.1 CLN5 13 Homo sapiens ceroid-lipofuscinosis, neuronal 5 (CLN5), mRNA.FLJ90628; NCL 9.0202E-05 0.00022058 2.81451283

C21orf119 NM_032910.2 C21ORF119 21 Homo sapiens chromosome 21 open reading frame 119 (C21orf119), mRNA.PRED84; MGC141360.00010781 0.00025463 2.81423038

ANGPTL4 NM_001039667.1ANGPTL4 19 Homo sapiens angiopoietin-like 4 (ANGPTL4), transcript variant 3, mRNA.HFARP; ANGPTL2; PGAR; NL2; pp1158; ARP4; FIAF2.1524E-07 2.2781E-06 2.81274351

PCBD2 NM_032151.3 PCBD2 5 Homo sapiens pterin-4 alpha-carbinolamine dehydratase/dimerization cofactor of hepatocyte nuclear factor 1 alpha (TCF1) 2 (PCBD2), mRNA.DCOH2; DCOHM0.00659726 0.0080518 2.81046554

BMPR2 NM_001204.5 BMPR2 2 Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine kinase) (BMPR2), mRNA.BRK-3; BMPR3; BMPR-II; BMR2; TRG10; PPH1; T-ALK0.00012334 0.00028352 2.80650339

CYR61 NM_001554.3 CYR61 1 Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA.CCN1; IGFBP10; GIG13.1602E-10 5.5455E-08 2.8045981

GBA NM_001005742.1GBA 1 Homo sapiens glucosidase, beta; acid (includes glucosylceramidase) (GBA), transcript variant 3, mRNA.GCB; GBA1; GLUC1.3485E-09 1.0955E-07 2.78626442

CASC5 NM_144508.2 CASC5 15 Homo sapiens cancer susceptibility candidate 5 (CASC5), transcript variant 2, mRNA.D40; AF15Q14; KIAA15700.00024533 0.00049769 2.78516367

TBC1D16 NM_019020.2 TBC1D16 17 Homo sapiens TBC1 domain family, member 16 (TBC1D16), mRNA.FLJ20748; MGC250623.2027E-07 3.0022E-06 2.77832984

WASF2 NM_006990.2 WASF2 1 Homo sapiens WAS protein family, member 2 (WASF2), mRNA.SCAR2; WAVE2; dJ393P12.20.00335741 0.00450565 2.77612756

MMP7 NM_002423.3 MMP7 11 Homo sapiens matrix metallopeptidase 7 (matrilysin, uterine) (MMP7), mRNA.MMP-7; PUMP-1; MPSL10.00020858 0.00043481 2.77426909

LOC100129958XM_001719102.1LOC100129958 6 PREDICTED: Homo sapiens similar to hCG1643231 (LOC100129958), mRNA.0.00041045 0.0007651 2.76835742

BTC NM_001729.1 BTC 4 Homo sapiens betacellulin (BTC), mRNA.0.01584648 0.01690008 2.7655493

Hs.403972 HS.403972 1 Homo sapiens cDNA clone IMAGE:62540310.00083372 0.00137889 2.76420056

C10orf84 NM_022063.1 C10ORF84 10 Homo sapiens chromosome 10 open reading frame 84 (C10orf84), mRNA.RP11-319I23.1; FLJ13188; bA319I23.10.01212191 0.01349032 2.75506593

LOC152195 NM_194289.1 LOC152195 3 Homo sapiens hypothetical protein LOC152195 (LOC152195), mRNA.0.00031023 0.00060422 2.7477705

LENG1 NM_024316.1 LENG1 19 Homo sapiens leukocyte receptor cluster (LRC) member 1 (LENG1), mRNA.0.03797839 0.03529151 2.73756024

C1orf53 NM_001024594.1C1ORF53 1 Homo sapiens chromosome 1 open reading frame 53 (C1orf53), mRNA.1.5511E-08 4.2135E-07 2.73301019

GRAMD3 NM_023927.1 GRAMD3 5 Homo sapiens GRAM domain containing 3 (GRAMD3), mRNA.NS3TP2; FLJ213134.5138E-05 0.00012573 2.73013043

LIPG NM_006033.2 LIPG 18 Homo sapiens lipase, endothelial (LIPG), mRNA.EL; PRO719; EDL0.00248509 0.00347977 2.72631038

FAM109A NM_144671.2 FAM109A 12 Homo sapiens family with sequence similarity 109, member A (FAM109A), mRNA.FLJ32356 0.01274315 0.01406218 2.72407124

Hs.550193 HS.550193 5 Human unidentified mRNA, partial sequence0.001409 0.00215301 2.72389461

LOC729404 XR_015968.1 LOC729404 17 PREDICTED: Homo sapiens misc_RNA (LOC729404), miscRNA.0.02540487 0.02529245 2.72341191

FOXD4 NM_207305.2 FOXD4 9 Homo sapiens forkhead box D4 (FOXD4), mRNA.FOXD4A; MGC105106; FREAC5; FKHL94.0008E-07 3.4859E-06 2.71425527

PAFAH2 NM_000437.2 PAFAH2 1 Homo sapiens platelet-activating factor acetylhydrolase 2, 40kDa (PAFAH2), mRNA.HSD-PLA2; FLJ260258.5808E-05 0.0002122 2.70285293

LOC652900 XM_001724912.1LOC652900 PREDICTED: Homo sapiens similar to SEZ6L2 protein (LOC652900), mRNA.0.00015087 0.0003336 2.69819577

Hs.576106 HS.576106 10 Homo sapiens cDNA FLJ40058 fis, clone TCOLN10001800.00025676 0.00051717 2.69394264

VASH1 NM_014909.2 VASH1 14 Homo sapiens vasohibin 1 (VASH1), mRNA.KIAA1036 1.252E-07 1.5967E-06 2.69302334

RND3 NM_005168.3 RND3 2 Homo sapiens Rho family GTPase 3 (RND3), mRNA.RhoE; Rho8; memB; ARHE7.7689E-09 2.7157E-07 2.68967397

WIZ NM_021241.2 WIZ 19 Homo sapiens widely interspaced zinc finger motifs (WIZ), mRNA.ZNF803 0.00138844 0.00212567 2.68875762

Hs.254752 HS.254752 3 xv32c11.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2814836 3 similar to contains L1.t1 L1 repetitive element ;, mRNA sequence0.02563791 0.0254782 2.68652933

C10orf26 NM_017787.3 C10ORF26 10 Homo sapiens chromosome 10 open reading frame 26 (C10orf26), transcript variant 1, mRNA.MGC125648; FLJ20367; FLJ20154; OPAL16.8274E-06 2.8323E-05 2.6858698

SNORD51 NR_002589.1 SNORD51 2 Homo sapiens small nucleolar RNA, C/D box 51 (SNORD51), small nuclear RNA.U51; RNU51 0.00019495 0.00041186 2.68465837

Hs.379955 HS.379955 21 AGENCOURT_7906333 NIH_MGC_82 Homo sapiens cDNA clone IMAGE:6103945 5, mRNA sequence0.05577801 0.04861392 2.67514563

RPL23AP53 NR_003572.2 RPL23AP53 8 Homo sapiens ribosomal protein L23a pseudogene 53 (RPL23AP53), non-coding RNA.4.5431E-06 2.0837E-05 2.67135843

TMEM80 XM_938671.1 TMEM80 PREDICTED: Homo sapiens transmembrane protein 80 (TMEM80), mRNA.0.01041633 0.01188155 2.66420649

LOC642299 XM_930677.1 LOC642299 1 PREDICTED: Homo sapiens hypothetical protein LOC642299 (LOC642299), mRNA.0.00647631 0.00792844 2.66039869

EXT1 NM_000127.2 EXT1 8 Homo sapiens exostoses (multiple) 1 (EXT1), mRNA.ttv; EXT 8.3956E-09 2.8551E-07 2.66009863

CCRK NM_012119.3 CCRK 9 Homo sapiens cell cycle related kinase (CCRK), transcript variant 2, mRNA.p42; CDCH 1.2489E-05 4.5431E-05 2.65877731

LPXN NM_004811.1 LPXN 11 Homo sapiens leupaxin (LPXN), mRNA.LDPL 7.3931E-05 0.00018715 2.65698564

HCP5 NM_006674.2 HCP5 6 Homo sapiens HLA complex P5 (HCP5), mRNA.P5-1; D6S2650E4.7772E-09 1.9405E-07 2.6507341

RAB11B NM_004218.1 RAB11B 19 Homo sapiens RAB11B, member RAS oncogene family (RAB11B), mRNA.H-YPT3; MGC1332460.04166738 0.03810606 2.65051219

TNFSF9 NM_003811.2 TNFSF9 19 Homo sapiens tumor necrosis factor (ligand) superfamily, member 9 (TNFSF9), mRNA.4-1BB-L 5.6526E-06 2.448E-05 2.64386404

HEATR7A NM_001099281.1HEATR7A 8 Homo sapiens HEAT repeat containing 7A (HEATR7A), transcript variant 3, mRNA.DKFZp434I0113; MGC50841; FLJ35542; FLJ36266; FLJ13324; FLJ42560; DKFZp434P167; FLJ362440.00108542 0.00172526 2.64160029

FAM173B NM_199133.1 FAM173B 5 Homo sapiens family with sequence similarity 173, member B (FAM173B), mRNA.FLJ20667 7.2156E-06 2.9419E-05 2.64041549

VPS18 NM_020857.2 VPS18 15 Homo sapiens vacuolar protein sorting 18 homolog (S. cerevisiae) (VPS18), mRNA.KIAA1475; PEP31.9052E-06 1.0883E-05 2.63974545

ZNF77 NM_021217.1 ZNF77 19 Homo sapiens zinc finger protein 77 (ZNF77), mRNA.pT1 0.00041597 0.00077341 2.63744234

TMEM8 NM_021259.1 TMEM8 16 Homo sapiens transmembrane protein 8 (five membrane-spanning domains) (TMEM8), mRNA.M83; TMEM6 2.6011E-06 1.3707E-05 2.63519899

MAMDC2 NM_153267.3 MAMDC2 9 Homo sapiens MAM domain containing 2 (MAMDC2), mRNA.MGC21981 0.01910521 0.01981666 2.63461693

PXK NM_017771.2 PXK 3 Homo sapiens PX domain containing serine/threonine kinase (PXK), mRNA.MONaKA; FLJ203350.02244229 0.02276137 2.63295689

AKAP13 NM_007200.3 AKAP13 15 Homo sapiens A kinase (PRKA) anchor protein 13 (AKAP13), transcript variant 3, mRNA.HA-3; FLJ11952; BRX; FLJ43341; c-lbc; PROTO-LB; Ht31; LBC; AKAP-Lbc; PROTO-LBC1.4626E-06 8.8746E-06 2.62407609

MBTPS2 NM_015884.1 MBTPS2 X Homo sapiens membrane-bound transcription factor peptidase, site 2 (MBTPS2), mRNA.S2P 0.0515487 0.04545611 2.62059301
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GDE1 NM_016641.3 GDE1 16 Homo sapiens glycerophosphodiester phosphodiesterase 1 (GDE1), mRNA.GDE1; 363E6.2 1.2347E-07 1.5862E-06 2.61886213

PTPN20 XM_937744.1 PTPN20 PREDICTED: Homo sapiens protein tyrosine phosphatase, non-receptor type 20 (PTPN20), mRNA.0.01990933 0.02052938 2.61588861

ARFGEF2 NM_006420.1 ARFGEF2 20 Homo sapiens ADP-ribosylation factor guanine nucleotide-exchange factor 2 (brefeldin A-inhibited) (ARFGEF2), mRNA.FLJ23723; dJ1164I10.1; BIG20.02064723 0.02117826 2.61327954

NARG2 NM_024611.4 NARG2 15 Homo sapiens NMDA receptor regulated 2 (NARG2), transcript variant 1, mRNA.BRCC1 0.00916289 0.01066815 2.61143974

LOC652690 XM_942299.1 LOC652690 PREDICTED: Homo sapiens similar to Kazal type serine protease inhibitor 5-like 2 (LOC652690), mRNA.0.01150465 0.01291477 2.60948803

LOC100129076XM_001720999.1LOC100129076 PREDICTED: Homo sapiens similar to FP17469 (LOC100129076), mRNA.0.00276932 0.00381086 2.60875578

NOC4L XM_942717.1 NOC4L PREDICTED: Homo sapiens nucleolar complex associated 4 homolog (S. cerevisiae) (NOC4L), mRNA.0.00062401 0.00108182 2.60469021

FLJ32810 XM_926804.1 FLJ32810 PREDICTED: Homo sapiens hypothetical protein FLJ32810, transcript variant 2 (FLJ32810), mRNA.0.03151115 0.03019646 2.60126386

ZFYVE1 NM_021260.1 ZFYVE1 14 Homo sapiens zinc finger, FYVE domain containing 1 (ZFYVE1), transcript variant 1, mRNA.KIAA1589; TAFF1; ZNFN2A1; DFCP10.01107276 0.01251158 2.59923061

SCNN1D NM_002978.2 SCNN1D 1 Homo sapiens sodium channel, nonvoltage-gated 1, delta (SCNN1D), transcript variant 2, mRNA.SCNED; ENaCdelta; MGC149710; dNaCh; ENaCd; MGC1497111.7261E-05 5.8816E-05 2.59908492

SLC45A4 NM_001080431.1SLC45A4 8 Homo sapiens solute carrier family 45, member 4 (SLC45A4), mRNA.KIAA1126 0.0011073 0.00175432 2.59849148

C14orf133 NM_022067.2 C14ORF133 14 Homo sapiens chromosome 14 open reading frame 133 (C14orf133), mRNA.FLJ12707 0.0002213 0.0004559 2.59782621

TMEM2 NM_013390.1 TMEM2 9 Homo sapiens transmembrane protein 2 (TMEM2), mRNA.3.5971E-06 1.7456E-05 2.59695028

Hs.567472 HS.567472 7 BX400436 Homo sapiens T CELLS (JURKAT CELL LINE) COT 10-NORMALIZED Homo sapiens cDNA clone CS0DJ011YK18 5-PRIME, mRNA sequence0.02758169 0.02706955 2.59661969

LOC727768 XR_042487.1 LOC727768 PREDICTED: Homo sapiens misc_RNA (LOC727768), miscRNA.3.4151E-07 3.131E-06 2.59559791

IFT20 NM_174887.2 IFT20 17 Homo sapiens intraflagellar transport 20 homolog (Chlamydomonas) (IFT20), mRNA.5.8147E-06 2.4948E-05 2.59526542

LOC441019 XM_498969.2 LOC441019 4 PREDICTED: Homo sapiens hypothetical LOC441019 (LOC441019), mRNA.3.8511E-08 7.2509E-07 2.59480267

TMEM145 NM_173633.1 TMEM145 19 Homo sapiens transmembrane protein 145 (TMEM145), mRNA.FLJ90805 2.6939E-07 2.6498E-06 2.59176945

MANEAL NM_001031740.1MANEAL 1 Homo sapiens mannosidase, endo-alpha-like (MANEAL), transcript variant 1, mRNA.RP11-109P14.3; MGC78681; FLJ314340.00076701 0.00128505 2.58885127

POLR2J NM_006234.4 POLR2J 7 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J, 13.3kDa (POLR2J), mRNA.RPB11; MGC71910; hRPB14; RPB11m; RPB11A; POLR2J19.1686E-06 3.5485E-05 2.58660646

C7orf52 NM_198571.1 C7ORF52 7 Homo sapiens chromosome 7 open reading frame 52 (C7orf52), mRNA.FLJ39237; DKFZp547K1590.00317341 0.00429088 2.5815089

GSTTP2 NR_003082.1 GSTTP2 22 Homo sapiens glutathione S-transferase theta pseudogene 2 (GSTTP2), non-coding RNA. XM_941198 XM_945014 XM_945016FLJ46109 0.03196581 0.03055207 2.56548585

SAP18 NM_005870.3 SAP18 13 Homo sapiens Sin3A-associated protein, 18kDa (SAP18), mRNA.SAP18p; MGC27131; 2HOR02026.2531E-07 4.7791E-06 2.56257159

GALNT5 NM_014568.1 GALNT5 2 Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 5 (GalNAc-T5) (GALNT5), mRNA.MGC165041; GALNAC-T50.02770341 0.0271647 2.56127019

TMEM175 NM_032326.2 TMEM175 4 Homo sapiens transmembrane protein 175 (TMEM175), mRNA.MGC4618 4.0201E-10 5.7824E-08 2.55710184

Hs.535044 HS.535044 PREDICTED: Homo sapiens similar to FLJ00290 protein (LOC441310), mRNA0.00021158 0.0004397 2.55702015

MAP2K3 NM_145109.1 MAP2K3 17 Homo sapiens mitogen-activated protein kinase kinase 3 (MAP2K3), transcript variant B, mRNA.MAPKK3; PRKMK3; MEK3; MKK31.3983E-06 8.6157E-06 2.54897598

FAM108B1 NM_016014.2 FAM108B1 9 Homo sapiens family with sequence similarity 108, member B1 (FAM108B1), transcript variant 1, mRNA.CGI-67; RP11-409O11.2; C9orf770.00041757 0.00077588 2.54890104

MLL5 NM_182931.1 MLL5 7 Homo sapiens myeloid/lymphoid or mixed-lineage leukemia 5 (trithorax homolog, Drosophila) (MLL5), mRNA.HDCMC04P; MGC70452; FLJ14026; FLJ100780.00740318 0.00887855 2.5448979

LAMB2 NM_002292.2 LAMB2 3 Homo sapiens laminin, beta 2 (laminin S) (LAMB2), mRNA.LAMS 2.7894E-08 5.9116E-07 2.54025687

RUSC2 NM_014806.1 RUSC2 9 Homo sapiens RUN and SH3 domain containing 2 (RUSC2), mRNA.KIAA0375; Iporin0.00582981 0.00725337 2.53797949

ETNK2 NM_018208.1 ETNK2 1 Homo sapiens ethanolamine kinase 2 (ETNK2), mRNA.FLJ10761; HMFT1716; RP11-74C13.2; EKI20.00017856 0.00038276 2.53795609

TMEM217 XM_929843.1 TMEM217 6 Homo sapiens transmembrane protein 217 (TMEM217), mRNA.dJ355M6.2 0.00662547 0.00807836 2.53711755

USP35 XM_942438.1 USP35 11 Homo sapiens ubiquitin specific peptidase 35 (USP35), mRNA.0.03285215 0.03120545 2.5334537

TRAF3IP1 NM_015650.2 TRAF3IP1 2 Homo sapiens TNF receptor-associated factor 3 interacting protein 1 (TRAF3IP1), mRNA.MIP-T3; DKFZp434F124; MIPT30.00652034 0.00797901 2.53167998

SLC25A21 NM_030631.1 SLC25A21 14 Homo sapiens solute carrier family 25 (mitochondrial oxodicarboxylate carrier), member 21 (SLC25A21), nuclear gene encoding mitochondrial protein, mRNA.MGC126570; ODC1; ODC0.00087786 0.00143835 2.52536921

ZADH2 NM_175907.3 ZADH2 18 Homo sapiens zinc binding alcohol dehydrogenase domain containing 2 (ZADH2), mRNA.MGC45594 6.6288E-06 2.767E-05 2.52122913

KLK8 NM_144507.1 KLK8 19 Homo sapiens kallikrein-related peptidase 8 (KLK8), transcript variant 1, mRNA.NRPN; NP; HNP; TADG14; PRSS190.00127648 0.00197947 2.51958017

RHPN1 NM_052924.1 RHPN1 8 Homo sapiens rhophilin, Rho GTPase binding protein 1 (RHPN1), mRNA.ODF5; RHPN; KIAA19291.4862E-05 5.2118E-05 2.5171572

C5orf41 NM_153607.1 C5ORF41 5 Homo sapiens chromosome 5 open reading frame 41 (C5orf41), mRNA.DKFZp686G2059; DKFZp313F23190.0010851 0.00172507 2.51146584

LOC153561 XM_936052.1 LOC153561 PREDICTED: Homo sapiens hypothetical protein LOC153561 (LOC153561), mRNA.0.02511347 0.02508203 2.50746015

KBTBD9 XM_940375.1 KBTBD9 2 PREDICTED: Homo sapiens kelch repeat and BTB (POZ) domain containing 9 (KBTBD9), mRNA.7.0276E-07 5.1859E-06 2.50688161

MT1F NM_005949.1 MT1F 16 Homo sapiens metallothionein 1F (MT1F), mRNA.MT1; MGC327322.3324E-11 1.279E-08 2.50569785

SNX33 NM_153271.1 SNX33 15 Homo sapiens sorting nexin 33 (SNX33), mRNA.MGC32065; SH3PXD3C; SNX300.00281998 0.00386783 2.50372761

SLC30A1 NM_021194.2 SLC30A1 1 Homo sapiens solute carrier family 30 (zinc transporter), member 1 (SLC30A1), mRNA.ZNT1; ZRC1 1.4743E-06 8.9393E-06 2.50368585

MIR25 NR_029498.1 MIR25 Homo sapiens microRNA 25 (MIR25), microRNA.0.01852737 0.01929256 2.49896798

LOC643031 XM_926402.1 LOC643031 5 PREDICTED: Homo sapiens similar to NADH dehydrogenase subunit 5 (LOC643031), mRNA.8.5676E-10 8.5423E-08 2.49873738

TSPAN1 NM_005727.2 TSPAN1 1 Homo sapiens tetraspanin 1 (TSPAN1), mRNA.NET-1; 9030418M05Rik; TSPAN-1; RP11-322N21.10.01983024 0.02046947 2.49530041

RNF121 NM_018320.3 RNF121 11 Homo sapiens ring finger protein 121 (RNF121), transcript variant 1, mRNA.FLJ11099 1.1361E-06 7.3677E-06 2.4944975

SENP7 NM_001077203.1SENP7 3 Homo sapiens SUMO1/sentrin specific peptidase 7 (SENP7), transcript variant 2, mRNA.KIAA1707; MGC1577300.00161459 0.00241295 2.49367254

NLE1 NM_018096.3 NLE1 17 Homo sapiens notchless homolog 1 (Drosophila) (NLE1), transcript variant 1, mRNA.Nle; FLJ10458 2.5735E-05 7.9985E-05 2.49290837

ATP8B2 NM_001005855.1ATP8B2 1 Homo sapiens ATPase, class I, type 8B, member 2 (ATP8B2), transcript variant 2, mRNA.ATPID; DKFZp434M0219; KIAA11370.0035239 0.00470175 2.47979503

C4orf33 NM_173487.1 C4ORF33 4 Homo sapiens chromosome 4 open reading frame 33 (C4orf33), transcript variant 2, mRNA.FLJ33703 6.8093E-05 0.00017484 2.47343044

TBC1D9 NM_015130.1 TBC1D9 4 Homo sapiens TBC1 domain family, member 9 (with GRAM domain) (TBC1D9), mRNA.KIAA0882; MDR17.0368E-05 0.00017964 2.4710738

LRRC37A4 NR_002940.1 LRRC37A4 17 Homo sapiens leucine rich repeat containing 37, member A4 (pseudogene) (LRRC37A4), non-coding RNA. XM_934274 XM_941652 XM_945358 XM_945361 XM_945364KIAA0563; FLJ101200.01514252 0.01626398 2.470158

LOC644083 XM_930110.1 LOC644083 1 PREDICTED: Homo sapiens hypothetical protein LOC644083 (LOC644083), mRNA.0.0190222 0.01973756 2.4627281

Hs.560736 HS.560736 2 UI-H-BI4-aph-d-11-0-UI.s1 NCI_CGAP_Sub8 Homo sapiens cDNA clone IMAGE:3087405 3, mRNA sequence0.00413347 0.00540171 2.45818658

CRLF1 NM_004750.2 CRLF1 19 Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA.CISS; CISS1; CLF-1; NR6; CLF1.2483E-06 7.8909E-06 2.4571128

PPP1R13B NM_015316.1 PPP1R13B 14 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 13B (PPP1R13B), mRNA.p53BP2-like; p85; KIAA0771; ASPP16.4788E-07 4.9089E-06 2.45685162

TUFT1 NM_020127.1 TUFT1 1 Homo sapiens tuftelin 1 (TUFT1), mRNA.2.7099E-09 1.4498E-07 2.45670892

KCNS3 NM_002252.3 KCNS3 2 Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, member 3 (KCNS3), mRNA.MGC9481; KV9.34.0896E-06 1.9312E-05 2.45648787

C16orf70 NM_025187.3 C16ORF70 16 Homo sapiens chromosome 16 open reading frame 70 (C16orf70), mRNA.lin-10; C16orf6; FLJ12076; LIN100.0019108 0.00278494 2.4548601

C14orf78 XM_941311.1 C14ORF78 PREDICTED: Homo sapiens chromosome 14 open reading frame 78 (C14orf78), mRNA.2.0899E-08 5.0239E-07 2.45450939

GM2A NM_000405.3 GM2A 5 Homo sapiens GM2 ganglioside activator (GM2A), mRNA.SAP-3 0.00012527 0.00028698 2.45415395

PPP1R12C NM_017607.1 PPP1R12C 19 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12C (PPP1R12C), mRNA.p84; DKFZp434D04122.3337E-05 7.4349E-05 2.45070336

TTTY5 NR_001541.1 TTTY5 Y Homo sapiens testis-specific transcript, Y-linked 5 (non-protein coding) (TTTY5), non-coding RNA.TTY5 0.0014841 0.00224935 2.45052828

SP100 NM_001080391.1SP100 2 Homo sapiens SP100 nuclear antigen (SP100), transcript variant 1, mRNA.DKFZp686E07254; FLJ00340; FLJ345790.00014928 0.00033067 2.4482979

MIR1204 NR_031609.1 MIR1204 Homo sapiens microRNA 1204 (MIR1204), microRNA.0.04023901 0.03699257 2.44081941

NAV3 NM_014903.3 NAV3 12 Homo sapiens neuron navigator 3 (NAV3), mRNA.unc53H3; STEERIN3; POMFIL1; KIAA09380.00058751 0.00102994 2.43624129

LACTB NM_171846.1 LACTB 15 Homo sapiens lactamase, beta (LACTB), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.FLJ14902; G24; MRPL564.8856E-06 2.2039E-05 2.43604113
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CCDC28B NM_024296.3 CCDC28B 1 Homo sapiens coiled-coil domain containing 28B (CCDC28B), mRNA.RP4-622L5.5; MGC16441; MGC12030.0147077 0.01586103 2.42886499

MOCS1 NM_138928.1 MOCS1 6 Homo sapiens molybdenum cofactor synthesis 1 (MOCS1), transcript variant 1, mRNA.MOCS1B; MIG11; MOCS1A; KIAA0381; MOCOD0.00010598 0.00025153 2.42581465

KRTDAP NM_207392.1 KRTDAP 19 Homo sapiens keratinocyte differentiation-associated protein (KRTDAP), mRNA.MGC163373; UNQ467; KDAP2.602E-05 8.0699E-05 2.42190521

KIAA0895 NM_015314.1 KIAA0895 7 Homo sapiens KIAA0895 (KIAA0895), transcript variant 2, mRNA.0.00049046 0.00088655 2.42000429

DGKD NM_152879.2 DGKD 2 Homo sapiens diacylglycerol kinase, delta 130kDa (DGKD), transcript variant 2, mRNA.KIAA0145; dgkd-2; DGKdelta0.00061961 0.00107504 2.41889513

SLC35E3 NM_018656.2 SLC35E3 12 Homo sapiens solute carrier family 35, member E3 (SLC35E3), mRNA.BLOV1 1.3617E-05 4.8469E-05 2.41467166

DNAJC5 NM_025219.1 DNAJC5 20 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 5 (DNAJC5), mRNA.CSP; DKFZP434N1429; FLJ13070; DKFZp761N1221; FLJ001180.00412043 0.00538787 2.41296415

NOD1 NM_006092.1 NOD1 7 Homo sapiens nucleotide-binding oligomerization domain containing 1 (NOD1), mRNA.NLRC1; CARD4; CLR7.10.00167998 0.00249453 2.41273062

CHMP6 NM_024591.3 CHMP6 PREDICTED: Homo sapiens chromatin modifying protein 6 (CHMP6), mRNA.0.00972827 0.01121185 2.40612892

Hs.572538 HS.572538 AGENCOURT_15364206 Human Anterior Horn Homo sapiens cDNA clone IMAGE:30513831 5, mRNA sequence0.0024334 0.00342103 2.4058307

MYO1D NM_015194.1 MYO1D 17 Homo sapiens myosin ID (MYO1D), mRNA.KIAA0727; myr47.2622E-07 5.3011E-06 2.40547292

LOC729776 Hs.535844 LOC729776 6 PREDICTED: Homo sapiens hypothetical protein LOC729776 (LOC729776), mRNA.5.8071E-06 2.4952E-05 2.40493518

PRPH NM_006262.3 PRPH 12 Homo sapiens peripherin (PRPH), mRNA.PRPH1; NEF4 1.6214E-07 1.8994E-06 2.40252288

PTGER4 NM_000958.2 PTGER4 5 Homo sapiens prostaglandin E receptor 4 (subtype EP4) (PTGER4), mRNA.EP4R; MGC126583; EP40.00115471 0.00181893 2.40151447

LOC100133770XM_001713840.1LOC100133770 PREDICTED: Homo sapiens similar to vacuolar protein sorting 35 (LOC100133770), mRNA.0.0222999 0.02264051 2.40053985

C20orf108 NM_080821.1 C20ORF108 20 Homo sapiens chromosome 20 open reading frame 108 (C20orf108), mRNA.DKFZP434A1114; dJ1167H4.1; 5A34.7425E-09 1.9354E-07 2.39834233

FKBP10 NM_021939.2 FKBP10 17 Homo sapiens FK506 binding protein 10, 65 kDa (FKBP10), mRNA.FLJ22041; hFKBP65; FKBP650.0009241 0.00150316 2.39576417

ARSB NM_198709.1 ARSB 5 Homo sapiens arylsulfatase B (ARSB), transcript variant 2, mRNA.MPS6; ASB; G4S0.00108631 0.00172606 2.39224092

RNU1F1 NR_004402.1 RNU1F1 14 Homo sapiens RNA, U1F1 small nuclear (RNU1F1), small nuclear RNA.U1F; HSD7 4.2456E-06 1.9867E-05 2.39126144

LIN7C NM_018362.2 LIN7C 11 Homo sapiens lin-7 homolog C (C. elegans) (LIN7C), mRNA.LIN-7C; MALS-3; FLJ11215; VELI3; LIN-7-C0.01012606 0.01158963 2.3888008

CHRDL2 NM_015424.3 CHRDL2 11 Homo sapiens chordin-like 2 (CHRDL2), mRNA.DKFZp586N2124; CHL2; BNF1; FKSG370.00355426 0.00473362 2.38574316

FAM71E1 NM_138411.1 FAM71E1 19 Homo sapiens family with sequence similarity 71, member E1 (FAM71E1), mRNA.FLJ27522; FLJ437575.0823E-10 6.5576E-08 2.38425245

RFXDC2 NM_022841.2 RFXDC2 Homo sapiens regulatory factor X domain containing 2 (RFXDC2), mRNA.MGC131836; FLJ21104; FLJ129940.00842168 0.0099197 2.38187137

IFRD1 NM_001550.2 IFRD1 7 Homo sapiens interferon-related developmental regulator 1 (IFRD1), transcript variant 1, mRNA.PC4; TIS7 1.3462E-07 1.6707E-06 2.37808138

CKMT1A NM_001015001.1CKMT1A 15 Homo sapiens creatine kinase, mitochondrial 1A (CKMT1A), nuclear gene encoding mitochondrial protein, mRNA.UMTCK; CKMT1 3.5776E-09 1.7343E-07 2.37364561

Hs.112932 HS.112932 8 ag03b01.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1056169 3, mRNA sequence0.02024593 0.02083239 2.37136019

NUMBL NM_004756.2 NUMBL 19 Homo sapiens numb homolog (Drosophila)-like (NUMBL), mRNA.NUMB-R; TNRC23; CTG3a; CAG3A; NUMBR; NBL0.04530056 0.04091272 2.37012153

PDK3 NM_005391.1 PDK3 X Homo sapiens pyruvate dehydrogenase kinase, isozyme 3 (PDK3), mRNA.0.00034846 0.0006661 2.36987443

CAMTA1 NM_015215.1 CAMTA1 1 Homo sapiens calmodulin binding transcription activator 1 (CAMTA1), mRNA.KIAA0833 2.2323E-07 2.3234E-06 2.36600319

LOC400304 XM_375152.3 LOC400304 15 PREDICTED: Homo sapiens similar to Golgi autoantigen, golgin subfamily A member 2 (Golgi matrix protein GM130), transcript variant 1 (LOC400304), mRNA.4.1835E-08 7.5996E-07 2.36509922

LOC653066 XM_930921.1 LOC653066 2 PREDICTED: Homo sapiens similar to inhibitor of growth family, member 5, transcript variant 4 (LOC653066), mRNA.0.00120098 0.00188068 2.36114374

C2orf7 NM_032319.1 C2ORF7 2 Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA.PAP21; MGC130041.742E-06 1.0176E-05 2.36029317

ITFG3 NM_032039.1 ITFG3 16 Homo sapiens integrin alpha FG-GAP repeat containing 3 (ITFG3), mRNA.FLJ32603; DKFZP761D0211; gene +108; C16orf9; gs193.6448E-08 6.9976E-07 2.3564996

SCARNA16 NR_003013.1 SCARNA16 17 Homo sapiens small Cajal body-specific RNA 16 (SCARNA16), guide RNA.ACA47 8.5316E-08 1.2192E-06 2.35560473

XKR8 NM_018053.2 XKR8 1 Homo sapiens XK, Kell blood group complex subunit-related family, member 8 (XKR8), mRNA.XRG8; FLJ10307; RP11-460I13.30.00267964 0.00370838 2.35199642

LOC728969 XM_001132928.1LOC728969 1 PREDICTED: Homo sapiens similar to heparan sulfate 6-O-sulfotransferase 1 (LOC728969), mRNA.9.5336E-07 6.4693E-06 2.35007229

LOC651936 XM_941213.1 LOC651936 PREDICTED: Homo sapiens hypothetical protein LOC651936 (LOC651936), mRNA.0.03278595 0.03115944 2.34872591

SLC25A20 XM_941287.1 SLC25A20 PREDICTED: Homo sapiens solute carrier family 25 (carnitine/acylcarnitine translocase), member 20 (SLC25A20), mRNA.0.00029714 0.00058337 2.34849537

SALL4 NM_020436.2 SALL4 20 Homo sapiens sal-like 4 (Drosophila) (SALL4), mRNA.MGC133050; DRRS; ZNF797; HSAL4; dJ1112F19.10.00167425 0.00248727 2.34362759

DTNA NM_032981.2 DTNA 18 Homo sapiens dystrobrevin, alpha (DTNA), transcript variant 8, mRNA.D18S892E; DTN; LVNC1; DRP30.02824682 0.02759577 2.34323628

SIRT7 NM_016538.1 SIRT7 17 Homo sapiens sirtuin (silent mating type information regulation 2 homolog) 7 (S. cerevisiae) (SIRT7), mRNA.SIR2L7; MGC126840; MGC1268421.6263E-07 1.9E-06 2.34007105

FLJ20489 NM_017842.1 FLJ20489 12 Homo sapiens hypothetical protein FLJ20489 (FLJ20489), mRNA.8.2532E-05 0.00020514 2.3392625

DISP1 NM_032890.2 DISP1 1 Homo sapiens dispatched homolog 1 (Drosophila) (DISP1), mRNA.DKFZP434I0428; MGC16796; MGC13130; DISPA; FLJ43740; MGC1041800.00011123 0.0002608 2.33392189

RNU1-3 NR_004408.1 RNU1-3 1 Homo sapiens RNA, U1 small nuclear 3 (RNU1-3), small nuclear RNA.U1C21 2.5461E-08 5.6844E-07 2.33252862

LOC441711 XR_017229.2 LOC441711 15 PREDICTED: Homo sapiens misc_RNA (LOC441711), miscRNA.0.01008866 0.01155587 2.32771481

CHST12 NM_018641.2 CHST12 7 Homo sapiens carbohydrate (chondroitin 4) sulfotransferase 12 (CHST12), mRNA.C4S-2; C4ST2; C4ST-20.00338736 0.00453752 2.32546229

TRIM68 NM_018073.5 TRIM68 11 Homo sapiens tripartite motif-containing 68 (TRIM68), mRNA.MGC126176; SS-56; RNF137; FLJ103691.581E-06 9.4625E-06 2.32347316

ZNF775 NM_173680.2 ZNF775 7 Homo sapiens zinc finger protein 775 (ZNF775), mRNA.MGC33584 0.00896486 0.01046676 2.3228068

EXOC1 NM_018261.3 EXOC1 4 Homo sapiens exocyst complex component 1 (EXOC1), transcript variant 1, mRNA.SEC3L1; Sec3p; SEC3; FLJ10893; BM-1029.8478E-05 0.00023692 2.32003344

Hs.555260 HS.555260 X 17000532215901 GRN_ES Homo sapiens cDNA 5, mRNA sequence0.00632843 0.00778106 2.31951719

SLC6A9 NM_201649.2 SLC6A9 1 Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), member 9 (SLC6A9), transcript variant 2, mRNA.DKFZp547A1118; GLYT10.00164378 0.00245031 2.31804705

FAM113A NM_022760.3 FAM113A 20 Homo sapiens family with sequence similarity 113, member A (FAM113A), mRNA.C20orf81; bA12M19.1; FLJ22376; DKFZp547L0548.2604E-06 3.2618E-05 2.31493553

ZNF484 NM_031486.1 ZNF484 9 Homo sapiens zinc finger protein 484 (ZNF484), transcript variant 2, mRNA.MGC133034; BA526D8.4; MGC1330330.03871728 0.03586038 2.3101654

Hs.565491 HS.565491 2 xf55f09.x1 NCI_CGAP_Gas4 Homo sapiens cDNA clone IMAGE:2621993 3, mRNA sequence0.01171169 0.01311697 2.30959293

OR4A16 NM_001005274.1OR4A16 11 Homo sapiens olfactory receptor, family 4, subfamily A, member 16 (OR4A16), mRNA.OR11-117; OR4A16Q0.04186128 0.03825548 2.30383689

GOLPH4 NM_014498.2 GOLPH4 3 Homo sapiens golgi phosphoprotein 4 (GOLPH4), mRNA.P138; GIMPC; GPP1301.9385E-05 6.445E-05 2.30188036

ZNF558 NM_144693.1 ZNF558 19 Homo sapiens zinc finger protein 558 (ZNF558), mRNA.FLJ30932 9.8967E-07 6.6693E-06 2.30020825

MAP3K12 NM_006301.2 MAP3K12 12 Homo sapiens mitogen-activated protein kinase kinase kinase 12 (MAP3K12), mRNA.DLK; ZPKP1; ZPK; MUK6.8336E-06 2.8335E-05 2.29568662

ATP6V1C1 NM_001695.3 ATP6V1C1 8 Homo sapiens ATPase, H+ transporting, lysosomal 42kDa, V1 subunit C1 (ATP6V1C1), mRNA.VATC; FLJ20057; ATP6D; Vma5; ATP6C1.0376E-05 3.9173E-05 2.29473508

IFIH1 NM_022168.2 IFIH1 2 Homo sapiens interferon induced with helicase C domain 1 (IFIH1), mRNA.MDA5; MGC133047; MDA-5; Hlcd; IDDM190.01494849 0.01607526 2.29091735

RNU1G2 NR_004426.1 RNU1G2 1 Homo sapiens RNA, U1G2 small nuclear (RNU1G2), small nuclear RNA.U1D2; U1B2; HSD54.8954E-10 6.5079E-08 2.28873417

RAB18 NM_021252.3 RAB18 10 Homo sapiens RAB18, member RAS oncogene family (RAB18), mRNA.RAB18LI1 5.2603E-05 0.00014227 2.28771615

C6orf203 NM_016487.2 C6ORF203 6 Homo sapiens chromosome 6 open reading frame 203 (C6orf203), mRNA.RP11-59I9.1; FLJ34245; PRED31; HSPC2303.986E-08 7.4412E-07 2.28729386

ZSWIM6 XM_035299.7 ZSWIM6 5 PREDICTED: Homo sapiens zinc finger, SWIM-type containing 6 (ZSWIM6), mRNA.1.6731E-07 1.924E-06 2.2849851

CELSR3 NM_001407.1 CELSR3 3 Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo homolog, Drosophila) (CELSR3), mRNA.FMI1; RESDA1; HFMI1; EGFL1; MEGF2; CDHF112.1996E-07 2.3197E-06 2.28423281

TRAF4 NM_004295.2 TRAF4 17 Homo sapiens TNF receptor-associated factor 4 (TRAF4), mRNA.RNF83; MLN62; CART10.0492341 0.04378471 2.27406425

ZNF18 NM_144680.2 ZNF18 17 Homo sapiens zinc finger protein 18 (ZNF18), mRNA.KOX11; ZKSCAN6; HDSG1; ZNF535; Zfp5359.2549E-06 3.5678E-05 2.27344567

PARM1 NM_015393.2 PARM1 4 Homo sapiens prostate androgen-regulated mucin-like protein 1 (PARM1), mRNA.1.3843E-09 1.0942E-07 2.27317807

Hs.572495 HS.572495 17 Homo sapiens cDNA clone IMAGE:52686580.00620038 0.00765364 2.26927751

OS9 NM_006812.2 OS9 12 Homo sapiens amplified in osteosarcoma (OS9), transcript variant 1, mRNA.0.00013633 0.00030702 2.26776033
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YPEL3 NM_031477.3 YPEL3 16 Homo sapiens yippee-like 3 (Drosophila) (YPEL3), transcript variant 1, mRNA.MGC10500 0.00174512 0.00257989 2.26286863

FAM25A XM_001723781.1FAM25A PREDICTED: Homo sapiens family with sequence similarity 25, member A (FAM25A), mRNA.0.04673356 0.04193498 2.26188726

ZC3H10 NM_032786.1 ZC3H10 12 Homo sapiens zinc finger CCCH-type containing 10 (ZC3H10), mRNA.FLJ14451; ZC3HDC102.8288E-05 8.624E-05 2.25979066

ULBP2 NM_025217.2 ULBP2 6 Homo sapiens UL16 binding protein 2 (ULBP2), mRNA.RAET1H; N2DL2 1.4607E-08 4.0175E-07 2.25448402

H2AFJ NM_177925.1 H2AFJ 12 Homo sapiens H2A histone family, member J (H2AFJ), transcript variant 1, mRNA.FLJ10903; MGC9211.3865E-07 1.7014E-06 2.25425923

LOC728170 XR_015330.2 LOC728170 12 PREDICTED: Homo sapiens misc_RNA (LOC728170), miscRNA.0.04449524 0.04028908 2.24597544

PRF1 NM_005041.3 PRF1 10 Homo sapiens perforin 1 (pore forming protein) (PRF1), transcript variant 1, mRNA.HPLH2; FLH2; P1; MGC65093; PFP0.00285714 0.00391329 2.24376784

PMS2L3 NM_001003686.1PMS2L3 7 Homo sapiens postmeiotic segregation increased 2-like 3 (PMS2L3), transcript variant 2, mRNA.PMS5; MGC126647; PMS2L9; PMSR31.9828E-05 6.5452E-05 2.23913542

CEBPA NM_004364.2 CEBPA 19 Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), mRNA.CEBP; C/EBP-alpha4.535E-06 2.0822E-05 2.23803654

SLCO1B3 NM_019844.1 SLCO1B3 12 Homo sapiens solute carrier organic anion transporter family, member 1B3 (SLCO1B3), mRNA.LST-3TM13; SLC21A8; OATP8; OATP1B3; LST35.1427E-05 0.00013983 2.23641615

ODF2L NM_020729.1 ODF2L 1 Homo sapiens outer dense fiber of sperm tails 2-like (ODF2L), transcript variant 1, mRNA.MGC111060; dJ977L11.1; RP5-977L11.1; KIAA12290.03258926 0.03102627 2.23564046

FAM195B NM_207368.1 FAM195B 17 Homo sapiens family with sequence similarity 195, member B (FAM195B), transcript variant 1, mRNA.DKFZp686A17165; MGC1331845.332E-07 4.2881E-06 2.2329548

PRSS22 NM_022119.3 PRSS22 16 Homo sapiens protease, serine, 22 (PRSS22), mRNA.hBSSP-4; MGC9599; BSSP-4; SP001LA0.0025257 0.00352537 2.2314088

MICA NM_000247.1 MICA 6 Homo sapiens MHC class I polypeptide-related sequence A (MICA), mRNA.PERB11.1; MGC1110875.7603E-07 4.5166E-06 2.23133653

FAM8A1 NM_016255.1 FAM8A1 6 Homo sapiens family with sequence similarity 8, member A1 (FAM8A1), mRNA.FLJ23721; AHCP1.8252E-06 1.0515E-05 2.23108703

ZDHHC11 XM_940764.1 ZDHHC11 5 Homo sapiens zinc finger, DHHC-type containing 11 (ZDHHC11), mRNA.ZNF399; FLJ131532.8296E-05 8.6206E-05 2.23090998

LYSMD4 NM_152449.2 LYSMD4 15 Homo sapiens LysM, putative peptidoglycan-binding, domain containing 4 (LYSMD4), mRNA.MGC99501; FLJ330087.3824E-08 1.0997E-06 2.23002732

SMARCA2 NM_003070.3 SMARCA2 9 Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 2 (SMARCA2), transcript variant 1, mRNA.Sth1p; SNF2L2; SWI2; FLJ36757; SNF2; BAF190; MGC74511; BRM; hBRM; SNF2LA; hSNF2a1.9848E-06 1.1171E-05 2.22931896

GPR176 NM_007223.1 GPR176 15 Homo sapiens G protein-coupled receptor 176 (GPR176), mRNA.Gm1012; GPR 0.04890603 0.04355034 2.22792215

TMEM45A NM_018004.1 TMEM45A 3 Homo sapiens transmembrane protein 45A (TMEM45A), mRNA.DERP7; FLJ101343.9463E-06 1.8767E-05 2.22544501

DGCR14 NM_022719.1 DGCR14 22 Homo sapiens DiGeorge syndrome critical region gene 14 (DGCR14), mRNA.ES2; DGSI; DGS-I; Ese2el7.1404E-05 0.00018186 2.22168343

ST3GAL5 NM_003896.2 ST3GAL5 2 Homo sapiens ST3 beta-galactoside alpha-2,3-sialyltransferase 5 (ST3GAL5), transcript variant 2, mRNA.SIAT9; ST3GalV; SIATGM3S5.6388E-07 4.4572E-06 2.22123681

FAM116B NM_001001794.1FAM116B Homo sapiens family with sequence similarity 116, member B (FAM116B), mRNA.MGC33692 3.5633E-07 3.2265E-06 2.21636588

CORO7 NM_024535.1 CORO7 16 Homo sapiens coronin 7 (CORO7), mRNA.FLJ22021; 0610011B16Rik; FLJ44188; CRN75.8132E-05 0.00015363 2.21604204

ZNF23 NM_145911.1 ZNF23 16 Homo sapiens zinc finger protein 23 (KOX 16) (ZNF23), mRNA.KOX16; Zfp612; ZNF359; ZNF6123.1917E-07 3.0015E-06 2.21312567

C11orf61 NM_024631.1 C11ORF61 11 Homo sapiens chromosome 11 open reading frame 61 (C11orf61), mRNA.FLJ23342 0.01379042 0.01502696 2.21177786

GRRP1 NM_024869.1 GRRP1 1 Homo sapiens glycine/arginine rich protein 1 (GRRP1), mRNA.RP11-96L14.5; FLJ140500.02588055 0.02567571 2.20883933

ZNF532 NM_018181.4 ZNF532 18 Homo sapiens zinc finger protein 532 (ZNF532), mRNA.FLJ10697 9.847E-07 6.646E-06 2.20880825

TRAPPC2 NM_001011658.1TRAPPC2 X Homo sapiens trafficking protein particle complex 2 (TRAPPC2), transcript variant 1, mRNA.hYP38334; TRS20; SEDT; SEDL; ZNF547L; MIP-2A2.5695E-05 7.9888E-05 2.20520077

LRTOMT NM_145309.1 LRTOMT 11 Homo sapiens leucine rich transmembrane and 0-methyltransferase domain containing (LRTOMT), mRNA.7.5582E-05 0.00019056 2.2040559

KIAA1539 NM_025182.2 KIAA1539 9 Homo sapiens KIAA1539 (KIAA1539), mRNA.P1.11659_5; FLJ11560; RP11-182N22.6; bA182N22.63.7984E-05 0.00010941 2.202708

LOC100128274XM_001725558.1LOC100128274 9 PREDICTED: Homo sapiens hypothetical protein LOC100128274 (LOC100128274), mRNA.0.0001292 0.0002943 2.20192162

ABHD6 NM_020676.4 ABHD6 3 Homo sapiens abhydrolase domain containing 6 (ABHD6), mRNA.2.9814E-08 6.184E-07 2.19892318

CD82 NM_002231.3 CD82 11 Homo sapiens CD82 molecule (CD82), transcript variant 1, mRNA.SAR2; TSPAN27; GR15; ST6; KAI1; 4F9; C33; IA4; R20.00043688 0.00080445 2.19783296

DERPC NM_017804.3 DERPC 16 Homo sapiens decreased expression in renal and prostate (DERPC), mRNA.FLJ20400; CTF80.00011178 0.00026161 2.19495982

LOC642869 XM_926257.1 LOC642869 PREDICTED: Homo sapiens similar to Protein SET (Phosphatase 2A inhibitor I2PP2A) (I-2PP2A) (Template-activating factor I) (TAF-I) (Liver regeneration-related protein LRRGR00002) (LOC642869), mRNA.0.04954788 0.04399687 2.19439481

FAM46B NM_052943.2 FAM46B 1 Homo sapiens family with sequence similarity 46, member B (FAM46B), mRNA.MGC16491; MGC20845; RP11-344H11.81.4795E-07 1.7758E-06 2.19434101

LOC401152 NM_001001701.1LOC401152 4 Homo sapiens HCV F-transactivated protein 1 (LOC401152), mRNA.0.00294812 0.00402159 2.18920283

MTF1 NM_005955.1 MTF1 1 Homo sapiens metal-regulatory transcription factor 1 (MTF1), mRNA.MGC23036; ZRF; MTF-15.3372E-07 4.2884E-06 2.18497948

GPR137B NM_003272.1 GPR137B 1 Homo sapiens G protein-coupled receptor 137B (GPR137B), mRNA.TM7SF1 0.00077721 0.00129964 2.18242052

FSTL3 NM_005860.1 FSTL3 19 Homo sapiens follistatin-like 3 (secreted glycoprotein) (FSTL3), mRNA.FLRG; FSRP 4.1501E-05 0.00011739 2.18189931

NUDT7 NM_001105663.1NUDT7 16 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 7 (NUDT7), transcript variant 1, mRNA.4.214E-09 1.8304E-07 2.18015994

TOR1B NM_014506.1 TOR1B 9 Homo sapiens torsin family 1, member B (torsin B) (TOR1B), mRNA.DQ1; MGC4386 2.8262E-06 1.4552E-05 2.1769278

TMEM194B NM_001142645.1TMEM194B 2 Homo sapiens transmembrane protein 194B (TMEM194B), mRNA.0.02090843 0.02140364 2.1751102

HS1BP3 NM_022460.3 HS1BP3 2 Homo sapiens HCLS1 binding protein 3 (HS1BP3), mRNA.ETM2; FLJ14249; HS1-BP38.4948E-08 1.2159E-06 2.17331552

LOC643662 XM_926967.1 LOC643662 12 PREDICTED: Homo sapiens hypothetical protein LOC643662 (LOC643662), mRNA.0.04988928 0.04424182 2.17307451

CECR7 XM_927968.1 CECR7 22 PREDICTED: Homo sapiens cat eye syndrome chromosome region, candidate 7 (CECR7), mRNA.0.00028102 0.00055596 2.17138319

HTR7 NM_000872.3 HTR7 10 Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase-coupled) (HTR7), transcript variant a, mRNA.5-HT7 0.00882528 0.01032854 2.16903552

LOC100132561XM_001713972.1LOC100132561 11 PREDICTED: Homo sapiens similar to hCG2014367 (LOC100132561), mRNA.0.01477459 0.01592143 2.16830191

GALT NM_000155.2 GALT 9 Homo sapiens galactose-1-phosphate uridylyltransferase (GALT), mRNA.0.00012883 0.00029375 2.16724112

Hs.561599 HS.561599 UI-E-EO1-aiz-a-04-0-UI.r1 UI-E-EO1 Homo sapiens cDNA clone UI-E-EO1-aiz-a-04-0-UI 5, mRNA sequence0.04271243 0.03892386 2.1657349

NICN1 NM_032316.2 NICN1 3 Homo sapiens nicolin 1 (NICN1), mRNA.MGC12936 1.9669E-05 6.5173E-05 2.16397694

FAM13B NM_001101800.1FAM13B 5 Homo sapiens family with sequence similarity 13, member B (FAM13B), transcript variant 2, mRNA.KHCHP; MGC57159; FLJ26735; DKFZp667F249; N611.1112E-08 3.3971E-07 2.16357344

ENPEP NM_001977.2 ENPEP 4 Homo sapiens glutamyl aminopeptidase (aminopeptidase A) (ENPEP), mRNA.APA; gp160; CD2490.00723698 0.00870541 2.16087346

CTNS NM_004937.1 CTNS 17 Homo sapiens cystinosis, nephropathic (CTNS), transcript variant 2, mRNA.CTNS-LSB; PQLC40.00010984 0.00025832 2.15987708

UNC13B NM_006377.2 UNC13B 9 Homo sapiens unc-13 homolog B (C. elegans) (UNC13B), mRNA.hmunc13; Unc13h2; MGC133279; MUNC13; MGC133280; UNC130.00402329 0.00527895 2.15960887

ZNF326 NM_181781.2 ZNF326 1 Homo sapiens zinc finger protein 326 (ZNF326), transcript variant 2, mRNA.FLJ20403; dJ871E2.1; ZAN75; Zfp326; MGC615910.0224401 0.02276178 2.15937512

ABHD15 NM_198147.1 ABHD15 17 Homo sapiens abhydrolase domain containing 15 (ABHD15), mRNA.8.8173E-06 3.4307E-05 2.15666274

NAPB NM_022080.1 NAPB 20 Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, beta (NAPB), mRNA.SNAP-BETA; MGC48335; MGC260661.6265E-06 9.6754E-06 2.15279245

GPR108 NM_001080452.1GPR108 19 Homo sapiens G protein-coupled receptor 108 (GPR108), transcript variant 1, mRNA.LUSTR2; MGC143935.0598E-06 2.2558E-05 2.15003804

DDAH2 NM_013974.1 DDAH2 6 Homo sapiens dimethylarginine dimethylaminohydrolase 2 (DDAH2), mRNA.DDAHII; NG30; G6a; DDAH0.00099239 0.00159737 2.14868913

CSRNP2 NM_030809.1 CSRNP2 12 Homo sapiens cysteine-serine-rich nuclear protein 2 (CSRNP2), mRNA.FLJ25576; C12orf2; TAIP-12; C12orf221.7156E-07 1.9549E-06 2.14764136

C11orf63 NM_024806.2 C11ORF63 11 Homo sapiens chromosome 11 open reading frame 63 (C11orf63), transcript variant 1, mRNA.FLJ23554 0.00679728 0.008258 2.14692294

Hs.483906 HS.483906 Homo sapiens mRNA; cDNA DKFZp667L2214 (from clone DKFZp667L2214)1.2854E-05 4.6413E-05 2.14460015

TBC1D2 NM_018421.2 TBC1D2 9 Homo sapiens TBC1 domain family, member 2 (TBC1D2), mRNA.FLJ10702; DKFZp761D1823; PARIS1; FLJ16244; FLJ42782; PARIS-1; TBC1D2A0.00054975 0.00097623 2.14319238

CCDC127 NM_145265.2 CCDC127 5 Homo sapiens coiled-coil domain containing 127 (CCDC127), mRNA.FLJ25701 0.02356632 0.02375039 2.14317563

Hs.4988 HS.4988 2 Homo sapiens mRNA; cDNA DKFZp686B24166 (from clone DKFZp686B24166)1.2025E-08 3.5405E-07 2.14185925

GNB3 NM_002075.2 GNB3 12 Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 3 (GNB3), mRNA.0.00685511 0.008311 2.13395485

UNC13D NM_199242.1 UNC13D 17 Homo sapiens unc-13 homolog D (C. elegans) (UNC13D), mRNA.Munc13-4; FHL3; HLH3; HPLH30.03045698 0.02935943 2.13364073

PLXNA1 NM_032242.2 PLXNA1 3 Homo sapiens plexin A1 (PLXNA1), mRNA.NOV; PLXN1; NOVP; PLEXIN-A19.9805E-07 6.7E-06 2.13076031
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SNAP29 NM_004782.2 SNAP29 22 Homo sapiens synaptosomal-associated protein, 29kDa (SNAP29), mRNA.CEDNIK; SNAP-29; FLJ210512.9546E-06 1.5063E-05 2.12950995

C17orf28 NM_030630.1 C17ORF28 17 Homo sapiens chromosome 17 open reading frame 28 (C17orf28), mRNA.FLJ43526; DMC10.00213693 0.00306713 2.12905207

C5orf13 NM_004772.1 C5ORF13 5 Homo sapiens chromosome 5 open reading frame 13 (C5orf13), mRNA.PTZ17; D4S114; PRO1873; P3110.00554155 0.00694197 2.12863096

LOC653438 XM_929895.1 LOC653438 1 PREDICTED: Homo sapiens similar to CG33096-PB, isoform B, transcript variant 1 (LOC653438), mRNA.4.2424E-06 1.9863E-05 2.12812236

KCTD20 NM_173562.3 KCTD20 6 Homo sapiens potassium channel tetramerisation domain containing 20 (KCTD20), mRNA.MGC14254; dJ108K11.3; C6orf691.1429E-06 7.3895E-06 2.12738747

FLJ22795 NM_025084.1 FLJ22795 15 Homo sapiens hypothetical protein FLJ22795 (FLJ22795), mRNA.2.6509E-08 5.7857E-07 2.12620517

C9orf45 NM_030814.4 C9ORF45 9 PREDICTED: Homo sapiens chromosome 9 open reading frame 45 (C9orf45), misc RNA.1.4165E-05 5.0174E-05 2.12590558

LOC162073 NM_001034841.1LOC162073 16 Homo sapiens hypothetical protein LOC162073 (LOC162073), mRNA.MGC126798; MGC1268000.00022649 0.00046495 2.12370005

LOC100134468XM_001721289.1LOC100134468 7 PREDICTED: Homo sapiens hypothetical protein LOC100134468 (LOC100134468), mRNA.0.02217511 0.02253207 2.12362745

LOC645166 XM_001129441.2LOC645166 1 PREDICTED: Homo sapiens similar to lymphocyte-specific protein 1 (LOC645166), mRNA.3.7635E-09 1.7564E-07 2.12341263

CREB3L4 NM_130898.2 CREB3L4 1 Homo sapiens cAMP responsive element binding protein 3-like 4 (CREB3L4), mRNA.hJAL; CREB4; ATCE1; JAL; CREB3; AIBZIP0.00569741 0.00711285 2.12329459

LOC729065 XM_001129200.2LOC729065 4 PREDICTED: Homo sapiens hypothetical LOC729065 (LOC729065), mRNA.0.01332944 0.01460993 2.12259673

FBXO17 NM_148169.1 FBXO17 19 Homo sapiens F-box protein 17 (FBXO17), transcript variant 1, mRNA.FBXO26; MGC9379; Fbx17; FLJ11798; FBG4; FLJ252050.00068439 0.00116576 2.12161977

FKBP1B NM_054033.1 FKBP1B 2 Homo sapiens FK506 binding protein 1B, 12.6 kDa (FKBP1B), transcript variant 2, mRNA.FKBP12.6; FKBP9; PPIase; PKBP1L; OTK4; FKBP1L0.00187005 0.00273555 2.11737478

DCAF16 NM_017741.2 DCAF16 4 Homo sapiens DDB1 and CUL4 associated factor 16 (DCAF16), mRNA.FLJ20280; MGC126765; MGC1267670.00803381 0.00952035 2.11681636

AHNAK2 NM_138420.2 AHNAK2 14 Homo sapiens AHNAK nucleoprotein 2 (AHNAK2), mRNA.KIAA2019; C14orf781.1748E-07 1.5316E-06 2.11625496

LOC649970 XM_939056.1 LOC649970 PREDICTED: Homo sapiens similar to creatine kinase, mitochondrial 1B precursor (LOC649970), mRNA.3.0974E-09 1.5801E-07 2.11444301

Hs.561144 HS.561144 3 UI-E-EJ0-ahn-e-19-0-UI.s1 UI-E-EJ0 Homo sapiens cDNA clone UI-E-EJ0-ahn-e-19-0-UI 3, mRNA sequence0.04509637 0.04074508 2.11316168

B4GALNT1 NM_001478.2 B4GALNT1 12 Homo sapiens beta-1,4-N-acetyl-galactosaminyl transferase 1 (B4GALNT1), mRNA.GALGT; GALNACT0.00131866 0.00203481 2.10943705

LOC728901 XR_015891.2 LOC728901 17 PREDICTED: Homo sapiens misc_RNA (LOC728901), miscRNA.0.02912078 0.02829208 2.10856093

NRGN NM_006176.1 NRGN 11 Homo sapiens neurogranin (protein kinase C substrate, RC3) (NRGN), mRNA.RC3; hng 4.9753E-08 8.46E-07 2.10587807

KIFAP3 NM_014970.2 KIFAP3 1 Homo sapiens kinesin-associated protein 3 (KIFAP3), mRNA.SMAP; Smg-GDS; KAP3; dJ190I16.1; FLJ228184.2701E-08 7.6461E-07 2.10275724

IPO13 NM_014652.2 IPO13 1 Homo sapiens importin 13 (IPO13), mRNA.RANBP13; KIAA0724; IMP13; KAP132.1636E-05 6.9948E-05 2.10082502

GOSR2 NM_054022.2 GOSR2 17 Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript variant A, mRNA.GS27; MEMBRIN; Bos10.00010908 0.0002568 2.10036425

MPP1 NM_002436.2 MPP1 X Homo sapiens membrane protein, palmitoylated 1, 55kDa (MPP1), mRNA.AAG12; EMP55; DXS552; DXS552E; PEMP; MRG11.7709E-05 5.9992E-05 2.09939134

LRRC8A NM_019594.2 LRRC8A 9 Homo sapiens leucine rich repeat containing 8 family, member A (LRRC8A), mRNA.FLJ10337; KIAA1437; LRRC85.7631E-05 0.00015277 2.09714265

HIST1H1C NM_005319.3 HIST1H1C 6 Homo sapiens histone cluster 1, H1c (HIST1H1C), mRNA.MGC3992; H1F2; H1.21.1325E-08 3.4265E-07 2.09693487

LOC728312 XR_042486.1 LOC728312 PREDICTED: Homo sapiens misc_RNA (LOC728312), miscRNA.0.0003187 0.0006181 2.09541689

GRIN1 NM_000832.5 GRIN1 9 Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), transcript variant NR1-1, mRNA.NMDAR1; NMDA1; NR11.2537E-07 1.5965E-06 2.09494902

MPZL1 NM_024569.3 MPZL1 1 Homo sapiens myelin protein zero-like 1 (MPZL1), transcript variant 2, mRNA.PZR; PZRa; PZRb; FLJ21047; PZR1b7.3263E-08 1.0951E-06 2.09383551

MLF1 NM_022443.2 MLF1 3 Homo sapiens myeloid leukemia factor 1 (MLF1), mRNA.3.1126E-06 1.5597E-05 2.09378488

LOC100131930XM_001720849.1LOC100131930 PREDICTED: Homo sapiens similar to hCG2004312, transcript variant 1 (LOC100131930), mRNA.0.03983837 0.03671658 2.09062092

PCYOX1L NM_024028.2 PCYOX1L 5 Homo sapiens prenylcysteine oxidase 1 like (PCYOX1L), mRNA.MGC3265 2.1376E-05 6.944E-05 2.09025567

GLDN NM_181789.1 GLDN 15 Homo sapiens gliomedin (GLDN), mRNA.CRG-L2; UNC-112; CRGL2; CLOM; FLJ23917; COLM2.3049E-05 7.362E-05 2.08788418

MCOLN1 NM_020533.1 MCOLN1 19 Homo sapiens mucolipin 1 (MCOLN1), mRNA.MSTP080; TRPML1; MLIV; MST080; TRP-ML1; ML4; TRPM-L11.635E-05 5.639E-05 2.08718353

SNORD13 Hs.583806 SNORD13 8 Homo sapiens small nucleolar RNA, C/D box 13 (SNORD13), small nucleolar RNA.U13 7.1132E-08 1.0761E-06 2.08639478

CSPG4 NM_001897.3 CSPG4 15 Homo sapiens chondroitin sulfate proteoglycan 4 (CSPG4), mRNA.MSK16; MCSP; NG2; MCSPG; MEL-CSPG; HMW-MAA0.00309588 0.00419898 2.08497929

CYTH1 NM_017456.2 CYTH1 17 Homo sapiens cytohesin 1 (CYTH1), transcript variant 2, mRNA.FLJ41900; D17S811E; B2-1; CYTOHESIN-1; FLJ34050; SEC72.8857E-06 1.4763E-05 2.08048888

LPPR2 NM_022737.1 LPPR2 19 Homo sapiens lipid phosphate phosphatase-related protein type 2 (LPPR2), mRNA.FLJ13055; DKFZp761E1121; PRG-48.6596E-05 0.00021372 2.07895989

HOXC4 NM_014620.2 HOXC4 12 Homo sapiens homeobox C4 (HOXC4), transcript variant 1, mRNA.cp19; HOX3E; HOX30.02411844 0.02423445 2.0779328

LOC652968 NM_001037666.1LOC652968 22 Homo sapiens hypothetical protein LOC652968 (LOC652968), mRNA.0.00441121 0.00569009 2.07569792

CRIP2 NM_001312.2 CRIP2 14 Homo sapiens cysteine-rich protein 2 (CRIP2), mRNA.CRP2; CRIP; ESP17.7714E-08 1.146E-06 2.0755279

ADAMTSL5 NM_213604.1 ADAMTSL5 19 Homo sapiens ADAMTS-like 5 (ADAMTSL5), mRNA.THSD6 0.00044299 0.00081279 2.07489389

SNORA40 NR_002973.1 SNORA40 11 Homo sapiens small nucleolar RNA, H/ACA box 40 (SNORA40), small nucleolar RNA.ACA40 0.04561718 0.04116901 2.07298779

VPS13A NM_033305.2 VPS13A 9 Homo sapiens vacuolar protein sorting 13 homolog A (S. cerevisiae) (VPS13A), transcript variant A, mRNA.KIAA0986; CHAC; FLJ420301.2431E-06 7.8749E-06 2.07114033

SUZ12P XM_934900.1 SUZ12P 17 PREDICTED: Homo sapiens suppressor of zeste 12 homolog pseudogene, transcript variant 3 (SUZ12P), mRNA.0.00588749 0.00730958 2.07105782

TAF5L NM_014409.3 TAF5L 1 Homo sapiens TAF5-like RNA polymerase II, p300/CBP-associated factor (PCAF)-associated factor, 65kDa (TAF5L), transcript variant 1, mRNA.PAF65B 0.0297152 0.02878352 2.06830137

CACNA1A NM_000068.2 CACNA1A 19 Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1A subunit (CACNA1A), transcript variant 1, mRNA.FHM; CAV2.1; CACNL1A4; SCA6; HPCA; MHP1; APCA; MHP; EA20.0269209 0.02653381 2.06616111

CYB561D2 NM_007022.3 CYB561D2 3 Homo sapiens cytochrome b-561 domain containing 2 (CYB561D2), mRNA.TSP10; 101F6 9.2608E-05 0.00022564 2.06516055

HEXDC NM_173620.1 HEXDC 17 Homo sapiens hexosaminidase (glycosyl hydrolase family 20, catalytic domain) containing (HEXDC), mRNA.FLJ23825 3.7464E-06 1.7972E-05 2.0651199

LOC727896 XR_038192.1 LOC727896 PREDICTED: Homo sapiens misc_RNA (LOC727896), miscRNA.0.05245201 0.04610438 2.06466809

WDR37 NM_014023.3 WDR37 10 Homo sapiens WD repeat domain 37 (WDR37), mRNA.KIAA0982; RP11-529L18.2; FLJ403541.4037E-07 1.7153E-06 2.06431277

XPA NM_000380.2 XPA 9 Homo sapiens xeroderma pigmentosum, complementation group A (XPA), mRNA.XP1; XPAC 0.01138302 0.0128028 2.0614181

SNAP23 NM_003825.2 SNAP23 15 Homo sapiens synaptosomal-associated protein, 23kDa (SNAP23), transcript variant 1, mRNA.SNAP23A; SNAP23B; HsT170160.00036081 0.00068582 2.060291

FBXL2 NM_012157.2 FBXL2 3 Homo sapiens F-box and leucine-rich repeat protein 2 (FBXL2), mRNA.FBL2; FBL3; DKFZP564P06224.0477E-07 3.5059E-06 2.06009265

USP41 XM_036729.4 USP41 22 PREDICTED: Homo sapiens ubiquitin specific peptidase 41 (USP41), mRNA.0.03456926 0.03259303 2.05766082

C7orf38 NM_145111.2 C7ORF38 7 Homo sapiens chromosome 7 open reading frame 38 (C7orf38), mRNA.FLJ36794; DKFZp727G1317.4426E-05 0.00018792 2.05584645

CXorf40A NM_178124.3 CXORF40A X Homo sapiens chromosome X open reading frame 40A (CXorf40A), mRNA.EOLA1; CXorf40 2.2446E-05 7.2088E-05 2.05371158

AOAH NM_001637.1 AOAH 7 Homo sapiens acyloxyacyl hydrolase (neutrophil) (AOAH), mRNA.0.00019367 0.00040996 2.0537104

LOC100129387NR_024490.1 LOC100129387 15 Homo sapiens hypothetical LOC100129387 (LOC100129387), non-coding RNA.0.04939085 0.04389742 2.0536962

UBE2W NM_018299.2 UBE2W 8 Homo sapiens ubiquitin-conjugating enzyme E2W (putative) (UBE2W), transcript variant 2, mRNA.FLJ11011; hUBC-160.0006504 0.00111785 2.04790771

Hs.571245 HS.571245 7 603034918F1 NIH_MGC_115 Homo sapiens cDNA clone IMAGE:5175893 5, mRNA sequence0.00613964 0.00759149 2.0459156

SCARNA9 NR_002569.1 SCARNA9 11 Homo sapiens small Cajal body-specific RNA 9 (SCARNA9), guide RNA.Z32; mgU2-19/306.7005E-08 1.0369E-06 2.0450786

Hs.572073 HS.572073 11 603178081F1 NIH_MGC_121 Homo sapiens cDNA clone IMAGE:5242268 5, mRNA sequence0.00263263 0.00365254 2.04371825

SPIRE2 NM_032451.1 SPIRE2 16 Homo sapiens spire homolog 2 (Drosophila) (SPIRE2), mRNA.MGC117166; Spir-25.9843E-06 2.5563E-05 2.04371102

RASA4P NR_024116.2 RASA4P 7 Homo sapiens RAS p21 protein activator 4 pseudogene (RASA4P), non-coding RNA.0.00461074 0.00591874 2.04035394

ETFDH NM_004453.1 ETFDH 4 Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), nuclear gene encoding mitochondrial protein, mRNA.MADD; ETFQO 1.3423E-07 1.6705E-06 2.03727789

MOAP1 NM_022151.4 MOAP1 14 Homo sapiens modulator of apoptosis 1 (MOAP1), mRNA.MAP-1; PNMA4 3.2985E-08 6.6227E-07 2.02962094

NUBP2 NM_012225.1 NUBP2 16 Homo sapiens nucleotide binding protein 2 (MinD homolog, E. coli) (NUBP2), mRNA.CFD1; NUBP1 0.00391513 0.00515244 2.02693204

MTL5 NM_001039656.1MTL5 11 Homo sapiens metallothionein-like 5, testis-specific (tesmin) (MTL5), transcript variant 2, mRNA.TESMIN; MTLT; CXCDC20.00133561 0.00205771 2.02613933
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CLDN14 NM_144492.1 CLDN14 21 Homo sapiens claudin 14 (CLDN14), transcript variant 1, mRNA.DFNB29 0.00028176 0.0005573 2.025673

GFOD1 NM_018988.1 GFOD1 6 Homo sapiens glucose-fructose oxidoreductase domain containing 1 (GFOD1), mRNA.1.1875E-05 4.3684E-05 2.025487

MGC3020 NM_024048.2 MGC3020 16 Homo sapiens hypothetical protein MGC3020 (MGC3020), mRNA.0.04392859 0.03986239 2.02431035

YPEL5 NM_016061.1 YPEL5 2 Homo sapiens yippee-like 5 (Drosophila) (YPEL5), mRNA.CGI-127 4.9226E-09 1.9903E-07 2.02358448

GNAI3 NM_006496.1 GNAI3 1 Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting activity polypeptide 3 (GNAI3), mRNA.FLJ26559; 87U60.00012011 0.00027697 2.02292858

LOC100132323XM_001720619.1LOC100132323 9 PREDICTED: Homo sapiens hypothetical protein LOC100132323 (LOC100132323), mRNA.0.00019707 0.00041484 2.02279729

SNORD3D NR_006882.1 SNORD3D 17 Homo sapiens small nucleolar RNA, C/D box 3D (SNORD3D), small nucleolar RNA.U3-4 4.0471E-09 1.8025E-07 2.02272715

TSPAN13 NM_014399.3 TSPAN13 7 Homo sapiens tetraspanin 13 (TSPAN13), mRNA.FLJ22934; NET-6; TM4SF133.1428E-10 5.6275E-08 2.02270482

FAM43A NM_153690.4 FAM43A 3 Homo sapiens family with sequence similarity 43, member A (FAM43A), mRNA.FLJ90022 9.8641E-05 0.00023725 2.01848755

HBEGF NM_001945.1 HBEGF 5 Homo sapiens heparin-binding EGF-like growth factor (HBEGF), mRNA.DTS; DTSF; HEGFL; DTR5.1412E-07 4.1845E-06 2.01500612

C7orf36 NM_020192.1 C7ORF36 7 Homo sapiens chromosome 7 open reading frame 36 (C7orf36), mRNA.GK003 3.5231E-06 1.7211E-05 2.01372214

KRTAP2-2 XM_496261.2 KRTAP2-2 PREDICTED: Homo sapiens keratin associated protein 2-2 (KRTAP2-2), mRNA.0.0001529 0.00033757 2.01250557

FAM73B NM_032809.2 FAM73B 9 Homo sapiens family with sequence similarity 73, member B (FAM73B), mRNA.C9orf54; FLJ14596; FLJ001990.00033953 0.0006523 2.01136268

LOC645236 XM_928275.1 LOC645236 7 PREDICTED: Homo sapiens similar to similar to RPL23AP7 protein (LOC645236), mRNA.3.5094E-05 0.00010302 2.01068233

KRT18P44 XM_001720462.1KRT18P44 PREDICTED: Homo sapiens keratin 18 pseudogene 44 (KRT18P44), mRNA.0.00957654 0.01106314 2.00850584

PI4KAP1 XM_942088.1 PI4KAP1 22 Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha pseudogene 1 (PI4KAP1), non-coding RNA.FLJ39405 2.3504E-05 7.4747E-05 2.00567486

CENTB2 NM_012287.3 CENTB2 3 Homo sapiens centaurin, beta 2 (CENTB2), mRNA.KIAA0041; CNT-B2; ACAP20.02349867 0.02369855 2.00236072

REEP1 NM_022912.1 REEP1 2 Homo sapiens receptor accessory protein 1 (REEP1), mRNA.SPG31; C2orf23; FLJ131101.1386E-07 1.509E-06 2.00137998

HABP4 NM_014282.1 HABP4 9 Homo sapiens hyaluronan binding protein 4 (HABP4), mRNA.SERBP1L; IHABP4; MGC825; Ki-1/571.9222E-09 1.2681E-07 2.00130519

ARHGEF17 NM_014786.2 ARHGEF17 11 Homo sapiens Rho guanine nucleotide exchange factor (GEF) 17 (ARHGEF17), mRNA.KIAA0337; P164RHOGEF; p164-RhoGEF; FLJ90019; TEM40.0364947 0.03412239 2.00007393

MED26 NM_004831.3 MED26 19 Homo sapiens mediator complex subunit 26 (MED26), mRNA.CRSP70; CRSP7; MED260.00425069 0.00552036 1.99970644

SOX8 NM_014587.2 SOX8 16 Homo sapiens SRY (sex determining region Y)-box 8 (SOX8), mRNA.MGC24837 1.0688E-07 1.4517E-06 1.99844645

SLC29A4 NM_001040661.1SLC29A4 7 Homo sapiens solute carrier family 29 (nucleoside transporters), member 4 (SLC29A4), transcript variant 1, mRNA.PMAT; FLJ34923; ENT41.3754E-08 3.868E-07 1.99621996

LOC221442 NM_001010871.1LOC221442 6 Homo sapiens hypothetical protein LOC221442 (LOC221442), mRNA.FLJ46432 0.04614246 0.04150645 1.9954617

RREB1 NM_001003699.2RREB1 6 Homo sapiens ras responsive element binding protein 1 (RREB1), transcript variant 1, mRNA.0.00227624 0.00323639 1.9942126

CHD3 NM_005852.2 CHD3 17 Homo sapiens chromodomain helicase DNA binding protein 3 (CHD3), transcript variant 3, mRNA.Mi2-ALPHA; Mi-2a; ZFH0.05391932 0.04726155 1.99380028

ERI3 NM_024066.1 ERI3 1 Homo sapiens ERI1 exoribonuclease family member 3 (ERI3), mRNA.MGC2683; PINT1; FLJ229430.00031167 0.00060675 1.99363865

TMEM184A NM_152689.2 TMEM184A 7 Homo sapiens transmembrane protein 184A (TMEM184A), mRNA.MGC9712; FLJ240110.00485478 0.00618586 1.99240245

KLK3 NM_001030050.1KLK3 19 Homo sapiens kallikrein-related peptidase 3 (KLK3), transcript variant 6, mRNA.hK3; APS; PSA; KLK2A10.02387781 0.02401741 1.99122904

SLC31A2 NM_001860.1 SLC31A2 9 Homo sapiens solute carrier family 31 (copper transporters), member 2 (SLC31A2), mRNA.hCTR2; CTR2; COPT20.00025735 0.00051788 1.99121692

CERCAM NM_016174.3 CERCAM 9 Homo sapiens cerebral endothelial cell adhesion molecule (CERCAM), mRNA.CEECAM1; MGC149621; CerCAM; MGC149620; GLT25D30.01751211 0.01841899 1.99121441

IRF2BP2 NM_182972.1 IRF2BP2 1 Homo sapiens interferon regulatory factor 2 binding protein 2 (IRF2BP2), transcript variant 1, mRNA.MGC72189 3.073E-07 2.9243E-06 1.9910623

OGFRL1 NM_024576.3 OGFRL1 6 Homo sapiens opioid growth factor receptor-like 1 (OGFRL1), mRNA.dJ331H24.1; FLJ21079; MGC1027830.00516544 0.00652861 1.98955784

RIPK4 NM_020639.2 RIPK4 21 Homo sapiens receptor-interacting serine-threonine kinase 4 (RIPK4), mRNA.MGC129992; ANKRD3; ANKK2; DIK; PKK; MGC129993; RIP40.00051291 0.00091917 1.98854882

VASN NM_138440.1 VASN 16 Homo sapiens vasorin (VASN), mRNA.SLITL2 5.1217E-09 2.0151E-07 1.98578802

NEDD4L NM_015277.2 NEDD4L 18 Homo sapiens neural precursor cell expressed, developmentally down-regulated 4-like (NEDD4L), mRNA.FLJ33870; KIAA0439; RSP5; hNedd4-28.639E-05 0.0002134 1.985665

LOC649917 XR_036859.1 LOC649917 PREDICTED: Homo sapiens misc_RNA (LOC649917), miscRNA.4.2867E-05 0.00012036 1.98473668

C12orf49 NM_024738.1 C12ORF49 12 Homo sapiens chromosome 12 open reading frame 49 (C12orf49), mRNA.FLJ21415 0.01983629 0.02047091 1.98367884

LOC402509 XM_935493.1 LOC402509 PREDICTED: Homo sapiens similar to solute carrier family 29 (nucleoside transporters), member 4 (LOC402509), mRNA.3.1255E-07 2.9583E-06 1.98336352

PUS3 NM_031307.2 PUS3 11 Homo sapiens pseudouridylate synthase 3 (PUS3), mRNA.FKSG32; FLJ23638; 2610020J05Rik1.5965E-07 1.8778E-06 1.98277667

RHOU NM_021205.4 RHOU 1 Homo sapiens ras homolog gene family, member U (RHOU), mRNA.WRCH1; CDC42L1; hG28K; ARHU; FLJ10616; fJ646B12.2; DJ646B12.20.00026149 0.00052512 1.98097925

CPLX1 NM_006651.3 CPLX1 4 Homo sapiens complexin 1 (CPLX1), mRNA.CPX-I; CPX1 0.00048082 0.00087127 1.97982173

MYCBP2 NM_015057.2 MYCBP2 13 Homo sapiens MYC binding protein 2 (MYCBP2), mRNA.FLJ21597; PAM; FLJ13826; FLJ10106; FLJ21646; DKFZp686M08244; KIAA09162.9787E-07 2.8657E-06 1.97848128

HERC1 NM_003922.2 HERC1 15 Homo sapiens hect (homologous to the E6-AP (UBE3A) carboxyl terminus) domain and RCC1 (CHC1)-like domain (RLD) 1 (HERC1), mRNA.p619; p532 2.2106E-07 2.3145E-06 1.97400766

ZCCHC24 NM_153367.1 ZCCHC24 10 Homo sapiens zinc finger, CCHC domain containing 24 (ZCCHC24), mRNA.FLJ90798 0.00024609 0.00049901 1.97278638

SH3BP5L NM_030645.1 SH3BP5L 1 Homo sapiens SH3-binding domain protein 5-like (SH3BP5L), mRNA.FLJ33845; KIAA17204.0477E-07 3.5093E-06 1.97235505

GHDC NM_032484.3 GHDC 17 Homo sapiens GH3 domain containing (GHDC), mRNA.D11LGP1; LGP1 2.2618E-05 7.2587E-05 1.97227708

HCCS NM_005333.2 HCCS X Homo sapiens holocytochrome c synthase (cytochrome c heme-lyase) (HCCS), mRNA.MCOPS7; DKFZp779I1858; CCHL8.223E-07 5.8091E-06 1.97226243

RMND5B NM_022762.3 RMND5B 5 Homo sapiens required for meiotic nuclear division 5 homolog B (S. cerevisiae) (RMND5B), mRNA.FLJ22318; DKFZp434K09260.00152317 0.00229588 1.97107757

RNU1A3 NR_004430.1 RNU1A3 1 Homo sapiens RNA, U1A3 small nuclear (RNU1A3), small nuclear RNA.HSD1; U1A1 1.6062E-09 1.1365E-07 1.96665606

CTAGE5 NM_203356.1 CTAGE5 14 Homo sapiens CTAGE family, member 5 (CTAGE5), transcript variant 4, mRNA.MEA6; MGEA; MGEA6; MGEA110.00613077 0.00758159 1.96608347

OSGEPL1 NM_022353.1 OSGEPL1 2 Homo sapiens O-sialoglycoprotein endopeptidase-like 1 (OSGEPL1), mRNA.0.00343322 0.00459263 1.9635629

RIT1 NM_006912.3 RIT1 1 Homo sapiens Ras-like without CAAX 1 (RIT1), mRNA.MGC125865; RIBB; RIT; ROC1; MGC1258640.02848954 0.02778031 1.96148922

STX1A NM_004603.1 STX1A 7 Homo sapiens syntaxin 1A (brain) (STX1A), mRNA.HPC-1; STX1; p35-15.021E-09 1.9844E-07 1.96137721

C7orf41 NM_152793.1 C7ORF41 7 Homo sapiens chromosome 7 open reading frame 41 (C7orf41), mRNA.FLJ25903; Ells1 1.3453E-07 1.672E-06 1.96029647

PCYT2 NM_002861.1 PCYT2 17 Homo sapiens phosphate cytidylyltransferase 2, ethanolamine (PCYT2), mRNA.ET 5.359E-06 2.3475E-05 1.95976918

FAM149B1 NM_173348.1 FAM149B1 10 Homo sapiens family with sequence similarity 149, member B1 (FAM149B1), mRNA.4.8685E-06 2.1985E-05 1.95855507

BAIAP2 NM_017450.1 BAIAP2 17 Homo sapiens BAI1-associated protein 2 (BAIAP2), transcript variant 1, mRNA.IRSP53; BAP2 3.5026E-08 6.906E-07 1.95655616

LOC92659 NR_015454.1 LOC92659 17 Homo sapiens hypothetical LOC92659 (LOC92659), non-coding RNA.3.5686E-07 3.2212E-06 1.95390516

LOC643896 NM_001101386.1LOC643896 2 Homo sapiens similar to cAMP-regulated phosphoprotein 19 (LOC643896), mRNA.0.03698928 0.03451861 1.95337726

PPP1R14C NM_030949.1 PPP1R14C 6 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14C (PPP1R14C), mRNA.KEPI; NY-BR-81; CPI17-like7.8899E-08 1.1576E-06 1.95273873

ARHGAP29 NM_004815.2 ARHGAP29 1 Homo sapiens Rho GTPase activating protein 29 (ARHGAP29), mRNA.RP11-255E17.1; PARG10.00268156 0.00370987 1.95050847

GSDMB NM_018530.1 GSDMB 17 Homo sapiens gasdermin B (GSDMB), transcript variant 1, mRNA.PRO2521; PP40523.1449E-09 1.5858E-07 1.95043321

APOBEC3H NM_181773.2 APOBEC3H 22 Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3H (APOBEC3H), mRNA.dJ742C19.2; ARP100.00032622 0.00063032 1.94779118

TBC1D7 NM_016495.2 TBC1D7 6 Homo sapiens TBC1 domain family, member 7 (TBC1D7), mRNA.DKFZp686N2317; PIG51; FLJ32666; dJ257A7.3; TBC72.2986E-07 2.3699E-06 1.94523632

SLC25A44 NM_014655.1 SLC25A44 1 Homo sapiens solute carrier family 25, member 44 (SLC25A44), mRNA.FLJ90431; KIAA0446; RP11-54H19.34.0623E-08 7.488E-07 1.94234885

FTO NM_001080432.1FTO 16 Homo sapiens fat mass and obesity associated (FTO), mRNA.KIAA1752; MGC51490.00020783 0.00043365 1.94098657

KLHL29 XM_001717454.1KLHL29 2 PREDICTED: Homo sapiens kelch-like 29 (Drosophila) (KLHL29), mRNA.2.6264E-08 5.7466E-07 1.9391487

IGHMBP2 NM_002180.1 IGHMBP2 11 Homo sapiens immunoglobulin mu binding protein 2 (IGHMBP2), mRNA.SMARD1; SMUBP2; HMN6; CATF1; FLJ41171; HCSA; FLJ342200.01063453 0.01209115 1.93853179

HSDL1 NM_031463.3 HSDL1 16 Homo sapiens hydroxysteroid dehydrogenase like 1 (HSDL1), mRNA.MGC125994; MGC126032; MGC1259955.257E-06 2.3202E-05 1.93778528
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RN5S9 NR_023371.1 RN5S9 1 Homo sapiens RNA, 5S ribosomal 9 (RN5S9), ribosomal RNA.4.6154E-07 3.8567E-06 1.93610213

LASS5 NM_147190.1 LASS5 12 Homo sapiens LAG1 homolog, ceramide synthase 5 (S. cerevisiae) (LASS5), mRNA.Trh4; MGC45411; FLJ253047.8124E-05 0.00019585 1.9302936

MT1X NM_005952.2 MT1X 16 Homo sapiens metallothionein 1X (MT1X), mRNA.MT1; MT-1l 1.0357E-11 7.5725E-09 1.92909033

GMPPB NM_021971.1 GMPPB 3 Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 2, mRNA.KIAA1851 1.4853E-05 5.2107E-05 1.92778293

PCTP NM_021213.1 PCTP 17 Homo sapiens phosphatidylcholine transfer protein (PCTP), mRNA.STARD2 1.421E-06 8.7127E-06 1.92401047

CDC14B NM_033332.1 CDC14B 9 Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) (CDC14B), transcript variant 3, mRNA.CDC14B3; hCDC14B; Cdc14B1; Cdc14B26.0326E-07 4.6512E-06 1.9232374

FOXO1 NM_002015.2 FOXO1 13 Homo sapiens forkhead box O1 (FOXO1), mRNA.FKHR; FKH1; FOXO1A0.00144643 0.002201 1.92109877

STAT3 NM_213662.1 STAT3 17 Homo sapiens signal transducer and activator of transcription 3 (acute-phase response factor) (STAT3), transcript variant 3, mRNA.APRF; FLJ20882; MGC160635.5791E-08 9.1498E-07 1.91971137

SAMD3 NM_001017373.2SAMD3 6 Homo sapiens sterile alpha motif domain containing 3 (SAMD3), transcript variant 1, mRNA.MGC35163; FLJ345630.00017594 0.00037826 1.91887329

IRX3 NM_024336.1 IRX3 16 Homo sapiens iroquois homeobox 3 (IRX3), mRNA.IRX-1 6.6195E-06 2.7657E-05 1.91858171

GNGT1 NM_021955.3 GNGT1 7 Homo sapiens guanine nucleotide binding protein (G protein), gamma transducing activity polypeptide 1 (GNGT1), mRNA.GNG1 0.00319098 0.00431131 1.91772966

LOC389203 XM_371691.4 LOC389203 PREDICTED: Homo sapiens hypothetical gene supported by BC032431 (LOC389203), mRNA.0.01207451 0.01344609 1.91653586

LRRC20 NM_207119.1 LRRC20 10 Homo sapiens leucine rich repeat containing 20 (LRRC20), transcript variant 1, mRNA.FLJ10751; FLJ108441.9768E-08 4.872E-07 1.91413707

CORIN NM_006587.2 CORIN 4 Homo sapiens corin, serine peptidase (CORIN), mRNA.Lrp4; TMPRSS10; MGC119742; CRN; ATC26.0479E-06 2.5772E-05 1.90826454

CYB561D1 NM_182580.2 CYB561D1 1 Homo sapiens cytochrome b-561 domain containing 1 (CYB561D1), transcript variant 2, mRNA.1.1498E-07 1.5125E-06 1.90484571

AKAP8L NM_014371.2 AKAP8L 19 Homo sapiens A kinase (PRKA) anchor protein 8-like (AKAP8L), mRNA.HAP95; NAKAP95; DKFZp434L0650; NAKAP8.308E-05 0.00020638 1.90227481

C11orf74 NM_138787.2 C11ORF74 11 Homo sapiens chromosome 11 open reading frame 74 (C11orf74), mRNA.FLJ38678 1.0935E-08 3.3903E-07 1.90126183

MYLIP NM_013262.3 MYLIP 6 Homo sapiens myosin regulatory light chain interacting protein (MYLIP), mRNA.MIR 4.2411E-09 1.8331E-07 1.89963288

LOC391692 XM_373031.3 LOC391692 4 PREDICTED: Homo sapiens similar to tubulin, beta 8 (LOC391692), mRNA.0.00181055 0.00266272 1.89944468

Hs.402146 HS.402146 1 AGENCOURT_8911223 NIH_MGC_141 Homo sapiens cDNA clone IMAGE:6386615 5, mRNA sequence0.04662533 0.04186784 1.89873568

CLEC11A NM_002975.2 CLEC11A 19 Homo sapiens C-type lectin domain family 11, member A (CLEC11A), mRNA.LSLCL; P47; SCGF; CLECSF32.7249E-06 1.4189E-05 1.89714727

UPLP NM_001114403.1UPLP Homo sapiens uroplakin-like protein (UPLP), mRNA.1.3239E-08 3.7593E-07 1.89702398

C1QTNF6 NM_031910.3 C1QTNF6 22 Homo sapiens C1q and tumor necrosis factor related protein 6 (C1QTNF6), transcript variant 1, mRNA.ZACRP6; CTRP6 0.00721559 0.00868444 1.89640046

C11orf67 NM_024684.2 C11ORF67 11 Homo sapiens chromosome 11 open reading frame 67 (C11orf67), mRNA.FLJ21035; MGC3367; PTD0152.473E-08 5.6212E-07 1.89547456

HIST1H2BM NM_003521.2 HIST1H2BM 6 Homo sapiens histone cluster 1, H2bm (HIST1H2BM), mRNA.H2B/e; H2BFE; dJ160A22.30.02755089 0.02704537 1.89424123

LOC728979 XR_038428.1 LOC728979 PREDICTED: Homo sapiens misc_RNA (LOC728979), miscRNA.0.02466813 0.02472732 1.89269714

RFTN1 NM_015150.1 RFTN1 3 Homo sapiens raftlin, lipid raft linker 1 (RFTN1), mRNA.PIG9; RAFTLIN; KIAA0084; MGC141678; PIB10; MGC44480; MIG2; FLJ238662.517E-05 7.8646E-05 1.88869257

GFOD2 NM_030819.2 GFOD2 16 Homo sapiens glucose-fructose oxidoreductase domain containing 2 (GFOD2), mRNA.FLJ23802; MGC113357.5189E-05 0.00018963 1.88808033

GNB1L NM_053004.1 GNB1L 22 Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 1-like (GNB1L), mRNA.GY2; DGCRK3; WDR14; KIAA1645; WDVCF; FKSG18.1953E-06 3.2463E-05 1.88807692

PCDHGB6 NM_018926.2 PCDHGB6 5 Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript variant 1, mRNA.PCDH-GAMMA-B60.03112389 0.0298645 1.88793402

SEC22B NM_004892.3 SEC22B 1 Homo sapiens SEC22 vesicle trafficking protein homolog B (S. cerevisiae) (SEC22B), mRNA.SEC22L1; ERS-242.0525E-07 2.1908E-06 1.88663767

SNX1 NM_003099.3 SNX1 15 Homo sapiens sorting nexin 1 (SNX1), transcript variant 1, mRNA.SNX1A; Vps5; HsT17379; MGC86640.00411618 0.00538312 1.88326027

LOC441268 NM_001013725.1LOC441268 7 Homo sapiens hypothetical gene supported by BC044942 (LOC441268), mRNA.0.0068097 0.00826852 1.88267738

LEPRE1 NM_022356.2 LEPRE1 1 Homo sapiens leucine proline-enriched proteoglycan (leprecan) 1 (LEPRE1), mRNA.P3H1; MGC117314; GROS11.305E-06 8.1496E-06 1.88266699

VRK3 NM_001025778.1VRK3 19 Homo sapiens vaccinia related kinase 3 (VRK3), transcript variant 2, mRNA.9.932E-05 0.00023868 1.87877899

SIPA1L2 NM_020808.1 SIPA1L2 1 Homo sapiens signal-induced proliferation-associated 1 like 2 (SIPA1L2), mRNA.SPAL2; FLJ23126; KIAA1389; FLJ236324.378E-07 3.7258E-06 1.87864781

TRIM21 NM_003141.3 TRIM21 11 Homo sapiens tripartite motif-containing 21 (TRIM21), mRNA.RNF81; RO52; SSA1; SSA0.00013948 0.00031292 1.8775353

LOC100133999XM_001716785.1LOC100133999 PREDICTED: Homo sapiens hypothetical protein LOC100133999 (LOC100133999), mRNA.0.00385905 0.00508551 1.87489071

C1orf212 NM_138428.2 C1ORF212 1 Homo sapiens chromosome 1 open reading frame 212 (C1orf212), mRNA.FLJ90372; MGC1384360.00196454 0.00284954 1.87459007

CLEC16A NM_015226.1 CLEC16A 16 Homo sapiens C-type lectin domain family 16, member A (CLEC16A), mRNA.KIAA0350; Gop-1; MGC1114573.9444E-08 7.3949E-07 1.87442536

RAB11FIP3 NM_014700.2 RAB11FIP3 16 Homo sapiens RAB11 family interacting protein 3 (class II) (RAB11FIP3), mRNA.KIAA0665; Rab11-FIP36.9811E-06 2.873E-05 1.87433763

RNU1-5 NR_004400.1 RNU1-5 1 Homo sapiens RNA, U1 small nuclear 5 (RNU1-5), small nuclear RNA.HSD4 6.0633E-10 7.2876E-08 1.87082265

ERCC2 NM_000400.2 ERCC2 19 Homo sapiens excision repair cross-complementing rodent repair deficiency, complementation group 2 (xeroderma pigmentosum D) (ERCC2), mRNA.COFS2; EM9; TTD; MGC126218; MGC126219; XPD; MGC1027623.1466E-06 1.574E-05 1.86911126

AMH NM_000479.2 AMH 19 Homo sapiens anti-Mullerian hormone (AMH), mRNA.MIF; MIS 0.00680048 0.00826075 1.86906523

GNG7 NM_052847.1 GNG7 19 Homo sapiens guanine nucleotide binding protein (G protein), gamma 7 (GNG7), mRNA.FLJ00058 6.5864E-08 1.0283E-06 1.86848823

TMEM185A NM_032508.1 TMEM185A X Homo sapiens transmembrane protein 185A (TMEM185A), mRNA.FAM11A; MGC118845; CXorf13; MGC1188444.2366E-05 0.00011948 1.86799893

PIP5K1C NM_012398.1 PIP5K1C 19 Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type I, gamma (PIP5K1C), mRNA.PIP5Kgamma; PIP5K-GAMMA; KIAA05895.4447E-07 4.3468E-06 1.86729942

MAPT NM_016841.2 MAPT 17 Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, mRNA.MTBT2; MAPTL; FTDP-17; DDPAC; MGC138549; TAU; MSTD; FLJ31424; PPND; MTBT14.1255E-06 1.9419E-05 1.86558828

NOXA1 NM_006647.1 NOXA1 9 Homo sapiens NADPH oxidase activator 1 (NOXA1), mRNA.MGC131800; FLJ25475; SDCCAG31; p51NOX; NY-CO-311.9142E-06 1.0892E-05 1.86469544

DST NM_020388.2 DST 6 Homo sapiens dystonin (DST), transcript variant 1eB, mRNA.CATX-15; KIAA0465; KIAA1470; D6S1101; DMH; BPA; BP240; MACF2; BPAG1; DKFZp564B2416; FLJ467910.0020096 0.00290673 1.86384417

LOC728229 XM_943555.1 LOC728229 22 PREDICTED: Homo sapiens hypothetical protein LOC728229, transcript variant 3 (LOC728229), mRNA.0.00098308 0.00158355 1.86059185

ZNF227 NM_182490.1 ZNF227 19 Homo sapiens zinc finger protein 227 (ZNF227), mRNA.0.02781096 0.02726102 1.85969651

PTPN13 NM_080684.1 PTPN13 4 Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 (Fas)-associated phosphatase) (PTPN13), transcript variant 3, mRNA.PTP1E; PNP1; PTP-BL; PTP-BAS; FAP-1; DKFZp686J1497; PTPL1; PTPLE0.00550073 0.00689772 1.85823057

LOC132241 XM_379215.2 LOC132241 3 PREDICTED: Homo sapiens hypothetical protein LOC132241, transcript variant 1 (LOC132241), mRNA.0.00021511 0.00044536 1.85698249

ABCG4 NM_022169.3 ABCG4 11 Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 4 (ABCG4), mRNA.WHITE2 0.0002683 0.00053477 1.85644917

TMEM189 NM_199129.1 TMEM189 20 Homo sapiens transmembrane protein 189 (TMEM189), mRNA.UBE2V1; Kua 7.4349E-09 2.6198E-07 1.85636818

TMEM50A NM_014313.2 TMEM50A 1 Homo sapiens transmembrane protein 50A (TMEM50A), mRNA.SMP1; RP11-335G20.3; IFNRC0.00039995 0.00074855 1.85571952

PGGT1B NM_005023.2 PGGT1B 5 Homo sapiens protein geranylgeranyltransferase type I, beta subunit (PGGT1B), mRNA.BGGI; GGTI 0.02822398 0.02758267 1.85569477

CBY1 NM_015373.3 CBY1 22 Homo sapiens chibby homolog 1 (Drosophila) (CBY1), transcript variant 1, mRNA.PGEA1; arb1; HS508I15A; PIGEA14; C22orf2; CBY; PIGEA-143.9731E-06 1.8864E-05 1.85529675

ST3GAL1 NM_173344.1 ST3GAL1 8 Homo sapiens ST3 beta-galactoside alpha-2,3-sialyltransferase 1 (ST3GAL1), transcript variant 1, mRNA.Gal-NAc6S; ST3O; ST3GalA; SIATFL; ST3GalA.1; 1; ST3GalIA; SIAT4A; MGC91830.00387845 0.00510877 1.85518468

SCARNA8 NR_003009.1 SCARNA8 9 Homo sapiens small Cajal body-specific RNA 8 (SCARNA8), guide RNA.U92 3.7491E-09 1.7685E-07 1.85511963

PIK3C3 NM_002647.2 PIK3C3 18 Homo sapiens phosphoinositide-3-kinase, class 3 (PIK3C3), mRNA.MGC61518; Vps346.166E-06 2.6123E-05 1.85411236

ZSCAN16 NM_025231.1 ZSCAN16 6 Homo sapiens zinc finger and SCAN domain containing 16 (ZSCAN16), mRNA.ZNF392; ZNF435; FLJ22191; dJ265C24.30.03196366 0.03055335 1.85382563

PMS2L4 NR_022007.1 PMS2L4 7 Homo sapiens postmeiotic segregation increased 2-like 4 pseudogene (PMS2L4), non-coding RNA.1.46E-06 8.8711E-06 1.85249283

SMAD2 XM_930034.1 SMAD2 18 Homo sapiens SMAD family member 2 (SMAD2), transcript variant 2, mRNA.hMAD-2; JV18; hSMAD2; MGC22139; MGC34440; MADH2; MADR2; JV18-10.02638808 0.02612604 1.85015951

TYSND1 NM_173555.1 TYSND1 10 Homo sapiens trypsin domain containing 1 (TYSND1), transcript variant 2, mRNA.FLJ40378; MGC34695; MGC1319341.0574E-05 3.9714E-05 1.84762305

KIAA1602 XM_035497.14KIAA1602 12 Homo sapiens KIAA1602 (KIAA1602), mRNA.FP1193 0.00016363 0.0003567 1.84649982

AMOT NM_133265.2 AMOT X Homo sapiens angiomotin (AMOT), transcript variant 2, mRNA.KIAA1071 0.00031279 0.00060838 1.84475136

C10orf118 NM_018017.2 C10ORF118 10 Homo sapiens chromosome 10 open reading frame 118 (C10orf118), mRNA.MGC118918; FLJ10188; FLJ353010.00185236 0.00271193 1.84399161

C11orf60 NM_020153.2 C11ORF60 11 Homo sapiens chromosome 11 open reading frame 60 (C11orf60), mRNA.C11orf2; FLJ218270.03068064 0.02951666 1.8439846
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VPS16 NM_080413.1 VPS16 20 Homo sapiens vacuolar protein sorting 16 homolog (S. cerevisiae) (VPS16), transcript variant 1, mRNA.hVPS16 3.981E-07 3.4721E-06 1.84326547

ING5 XM_941026.1 ING5 PREDICTED: Homo sapiens inhibitor of growth family, member 5 (ING5), mRNA.0.00184905 0.00270799 1.84255119

HLA-DMA NM_006120.2 HLA-DMA 6 Homo sapiens major histocompatibility complex, class II, DM alpha (HLA-DMA), mRNA.HLADM; RING6; DMA; D6S222E7.0309E-07 5.184E-06 1.84159315

MPPE1 NM_023075.3 MPPE1 18 Homo sapiens metallophosphoesterase 1 (MPPE1), mRNA.1.742E-05 5.9197E-05 1.83916146

C16orf93 NM_001014979.1C16ORF93 16 Homo sapiens chromosome 16 open reading frame 93 (C16orf93), mRNA.MGC104706 1.5556E-06 9.3359E-06 1.83841738

WDR44 NM_019045.3 WDR44 X Homo sapiens WD repeat domain 44 (WDR44), mRNA.DKFZp686L20145; RAB11BP; MGC26781; RPH110.00035259 0.00067252 1.83743875

PDPK1 NM_002613.3 PDPK1 16 Homo sapiens 3-phosphoinositide dependent protein kinase-1 (PDPK1), transcript variant 2, mRNA.MGC20087; MGC35290; PDK1; PRO0461; PkB-like; PkB-like 10.00035417 0.00067524 1.83383305

SLC25A42 NM_178526.1 SLC25A42 19 Homo sapiens solute carrier family 25, member 42 (SLC25A42), mRNA.MGC26694 8.3757E-06 3.2969E-05 1.83383056

POLR2L NM_021128.3 POLR2L 11 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide L, 7.6kDa (POLR2L), mRNA.hsRPB10b; RPABC5; RBP10; RPB10beta; RPB7.6; RPB10; hRPB7.68.3458E-07 5.8581E-06 1.83296339

GRPR NM_005314.2 GRPR X Homo sapiens gastrin-releasing peptide receptor (GRPR), mRNA.0.00315506 0.00426935 1.83280042

RHBDL3 NM_138328.2 RHBDL3 17 Homo sapiens rhomboid, veinlet-like 3 (Drosophila) (RHBDL3), mRNA.RHBDL4; FLJ45582; MGC119300; MGC119301; VRHO2.6019E-06 1.3695E-05 1.83187026

HSPA12A XM_945467.1 HSPA12A PREDICTED: Homo sapiens heat shock 70kDa protein 12A, transcript variant 4 (HSPA12A), mRNA.4.866E-06 2.1985E-05 1.82952226

TSPAN33 NM_178562.2 TSPAN33 7 Homo sapiens tetraspanin 33 (TSPAN33), mRNA.MGC50844; PEN1.8219E-05 6.1317E-05 1.82912491

CDKN1C NM_000076.1 CDKN1C 11 Homo sapiens cyclin-dependent kinase inhibitor 1C (p57, Kip2) (CDKN1C), mRNA.BWCR; p57; BWS; KIP2; WBS0.00051743 0.00092594 1.82845034

PEX6 NM_000287.2 PEX6 6 Homo sapiens peroxisomal biogenesis factor 6 (PEX6), mRNA.PAF-2; PAF2; PXAAA14.7997E-06 2.1752E-05 1.82775548

FYCO1 NM_024513.1 FYCO1 3 Homo sapiens FYVE and coiled-coil domain containing 1 (FYCO1), mRNA.FLJ13335; RUFY3; ZFYVE7; MGC126517; MGC1265196.6369E-08 1.0307E-06 1.82374029

SRPK2 NM_182692.1 SRPK2 7 Homo sapiens SFRS protein kinase 2 (SRPK2), transcript variant 1, mRNA.FLJ36101; SFRSK20.04808423 0.04298432 1.82032075

NKX3-1 NM_006167.2 NKX3-1 8 Homo sapiens NK3 homeobox 1 (NKX3-1), mRNA.NKX3A; BAPX2; NKX3; NKX3.12.1617E-07 2.2851E-06 1.81988065

LONP2 NM_031490.2 LONP2 16 Homo sapiens lon peptidase 2, peroxisomal (LONP2), mRNA.LONP; MGC4840; LONPL9.3252E-05 0.00022683 1.81919192

COL7A1 NM_000094.2 COL7A1 3 Homo sapiens collagen, type VII, alpha 1 (epidermolysis bullosa, dystrophic, dominant and recessive) (COL7A1), mRNA.EBR1; EBD1; EBDCT2.2732E-05 7.2845E-05 1.81821077

ADAT1 NM_012091.2 ADAT1 16 Homo sapiens adenosine deaminase, tRNA-specific 1 (ADAT1), mRNA.HADAT1 0.0004253 0.00078742 1.81784947

KIAA1468 NM_020854.2 KIAA1468 18 Homo sapiens KIAA1468 (KIAA1468), mRNA.HsT885; HsT3308; FLJ338411.6715E-05 5.7378E-05 1.81564295

WWTR1 NM_015472.3 WWTR1 3 Homo sapiens WW domain containing transcription regulator 1 (WWTR1), mRNA.TAZ; DKFZP586I14190.00915444 0.01066256 1.81358029

NBPF14 NM_015383.1 NBPF14 1 Homo sapiens neuroblastoma breakpoint family, member 14 (NBPF14), mRNA.RP3-328E19.1; DJ328E19.C1.1; NBPF; FLJ350320.00084721 0.00139594 1.81341729

CITED2 NM_006079.3 CITED2 6 Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 2 (CITED2), transcript variant 1, mRNA.P35SRJ; MRG1 4.6712E-09 1.9333E-07 1.81330859

IRS2 NM_003749.2 IRS2 13 Homo sapiens insulin receptor substrate 2 (IRS2), mRNA.3.2097E-05 9.5237E-05 1.81051938

Hs.130036 HS.130036 14 Homo sapiens cDNA FLJ42306 fis, clone TRACH20016463.0039E-06 1.5208E-05 1.80686783

RBBP5 NM_005057.2 RBBP5 1 Homo sapiens retinoblastoma binding protein 5 (RBBP5), mRNA.RBQ3; SWD1 0.00011547 0.00026867 1.80503794

PINX1 NM_017884.3 PINX1 8 Homo sapiens PIN2-interacting protein 1 (PINX1), mRNA.LPTS; MGC8850; FLJ20565; LPTL0.00043493 0.00080187 1.80430455

RABL4 NM_006860.2 RABL4 22 Homo sapiens RAB, member of RAS oncogene family-like 4 (RABL4), mRNA.RAYL 3.2282E-06 1.603E-05 1.80016085

ZNF473 NM_015428.1 ZNF473 19 Homo sapiens zinc finger protein 473 (ZNF473), transcript variant 1, mRNA.HZFP100; ZN4730.00030841 0.0006016 1.79877026

SPTY2D1 NM_194285.2 SPTY2D1 11 Homo sapiens SPT2, Suppressor of Ty, domain containing 1 (S. cerevisiae) (SPTY2D1), mRNA.DKFZp686I068; DKFZp686F1942; FLJ394410.00357122 0.00474899 1.79813009

C2orf56 NM_144736.3 C2ORF56 2 Homo sapiens chromosome 2 open reading frame 56 (C2orf56), transcript variant 3, mRNA.PRO1853 1.113E-07 1.5E-06 1.79573934

TRAK1 NM_014965.2 TRAK1 3 Homo sapiens trafficking protein, kinesin binding 1 (TRAK1), mRNA.OIP106 0.00432905 0.0056014 1.79534371

NPEPL1 NM_024663.3 NPEPL1 20 Homo sapiens aminopeptidase-like 1 (NPEPL1), mRNA.FLJ42065; FLJ11583; bA261P9.21.4988E-06 9.0503E-06 1.79291626

Hs.284464 HS.284464 10 AGENCOURT_6795541 NIH_MGC_47 Homo sapiens cDNA clone IMAGE:5802062 5, mRNA sequence0.05688184 0.04942378 1.79272109

TMEM120A NM_031925.1 TMEM120A 7 Homo sapiens transmembrane protein 120A (TMEM120A), mRNA.TMPIT 5.6872E-07 4.4793E-06 1.7917124

GLB1L2 NM_138342.2 GLB1L2 11 Homo sapiens galactosidase, beta 1-like 2 (GLB1L2), mRNA.MST114; MSTP1144.5058E-06 2.0731E-05 1.79143892

DKK1 NM_012242.2 DKK1 10 Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKK1), mRNA.DKK-1; SK 7.8505E-10 8.5037E-08 1.79086108

RNF216L NR_023385.1 RNF216L 7 Homo sapiens ring finger protein 216-like (RNF216L), transcript variant 3, non-coding RNA.0.00019331 0.00040959 1.7902738

SNORA7B XM_930024.1 SNORA7B 3 Homo sapiens small nucleolar RNA, H/ACA box 7B (SNORA7B), small nucleolar RNA.ACA7B 0.00145475 0.00221174 1.79011846

SKAP2 NM_003930.3 SKAP2 7 Homo sapiens src kinase associated phosphoprotein 2 (SKAP2), mRNA.RA70; SCAP2; SAPS; MGC33304; MGC10411; SKAP55R; PRAP; SKAP-HOM1.3403E-06 8.3227E-06 1.79010627

LOC643035 XM_931999.1 LOC643035 1 PREDICTED: Homo sapiens similar to CG33096-PB, isoform B, transcript variant 3 (LOC643035), mRNA.5.3149E-05 0.0001434 1.78819149

RBM43 NM_198557.2 RBM43 2 Homo sapiens RNA binding motif protein 43 (RBM43), mRNA.0.01683064 0.01781758 1.7875158

CNFN NM_032488.2 CNFN 19 Homo sapiens cornifelin (CNFN), mRNA.PLAC8L2 4.3732E-06 2.0302E-05 1.78674912

LOC729495 XR_015564.1 LOC729495 22 PREDICTED: Homo sapiens similar to hCG1999863 (LOC729495), mRNA.1.3881E-06 8.5648E-06 1.78399233

ARRDC3 NM_020801.1 ARRDC3 5 Homo sapiens arrestin domain containing 3 (ARRDC3), mRNA.TLIMP; KIAA13760.01576415 0.01682251 1.78375358

LRRC6 NM_012472.3 LRRC6 8 Homo sapiens leucine rich repeat containing 6 (LRRC6), mRNA.LRTP; TSLRP 0.00110437 0.00174999 1.78307246

PSMA2 NM_002787.3 PSMA2 7 Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 2 (PSMA2), mRNA.HC3; MU; PSC2; PMSA21.7315E-07 1.9705E-06 1.78236449

ACSL1 NM_001995.2 ACSL1 4 Homo sapiens acyl-CoA synthetase long-chain family member 1 (ACSL1), mRNA.FACL2; LACS; FACL1; ACS1; LACS2; LACS13.5598E-05 0.00010415 1.78152158

LOC401677 XM_497272.2 LOC401677 PREDICTED: Homo sapiens similar to eukaryotic translation elongation factor 1 alpha 2 (LOC401677), mRNA.0.03967443 0.03659239 1.7794714

BAMBI NM_012342.2 BAMBI 10 Homo sapiens BMP and activin membrane-bound inhibitor homolog (Xenopus laevis) (BAMBI), mRNA.NMA 8.78E-10 8.5595E-08 1.77927977

CD163L1 NM_174941.4 CD163L1 12 Homo sapiens CD163 molecule-like 1 (CD163L1), mRNA.M160; CD163B 3.9534E-06 1.878E-05 1.77794899

WIPI1 NM_017983.3 WIPI1 Homo sapiens WD repeat domain, phosphoinositide interacting 1 (WIPI1), mRNA.WIPI49; FLJ10055; Atg181.3485E-06 8.3555E-06 1.77702505

CENPT NM_025082.3 CENPT 16 Homo sapiens centromere protein T (CENPT), mRNA.FLJ13111; CENP-T; FLJ43376; C16orf563.688E-06 1.777E-05 1.77700872

CBR4 NM_032783.3 CBR4 4 Homo sapiens carbonyl reductase 4 (CBR4), mRNA.FLJ14431 5.5128E-06 2.3981E-05 1.77642579

FAM54B NM_019557.5 FAM54B 1 Homo sapiens family with sequence similarity 54, member B (FAM54B), transcript variant 1, mRNA.HYST1888; MST116; MSTP1160.00156071 0.0023428 1.77565382

SEC22A NM_012430.2 SEC22A 3 Homo sapiens SEC22 vesicle trafficking protein homolog A (S. cerevisiae) (SEC22A), mRNA.SEC22L2 1.1403E-06 7.3786E-06 1.77355929

APBB3 NM_006051.2 APBB3 5 Homo sapiens amyloid beta (A4) precursor protein-binding, family B, member 3 (APBB3), transcript variant 3, mRNA.MGC87674; SRA; MGC150555; FE65L22.6146E-09 1.4338E-07 1.77308337

ALAS1 NM_000688.4 ALAS1 3 Homo sapiens aminolevulinate, delta-, synthase 1 (ALAS1), transcript variant 1, mRNA.MIG4; ALAS3; ALAS; ALASH0.00585141 0.00727509 1.77295741

DIP2A NM_206889.1 DIP2A 21 Homo sapiens DIP2 disco-interacting protein 2 homolog A (Drosophila) (DIP2A), transcript variant 2, mRNA.DIP2; C21orf1060.00032009 0.00062052 1.77257362

PTPRU NM_005704.3 PTPRU 1 Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), transcript variant 3, mRNA.GLEPP1; hPTP-J; PTPPSI; PCP-2; FMI; PTP-PI; R-PTP-PSI; PTPRO; PTP; FLJ37530; PTPU2; PTP-J8.721E-05 0.00021476 1.77092028

DNM2 NM_004945.2 DNM2 19 Homo sapiens dynamin 2 (DNM2), transcript variant 3, mRNA.CMTDI1; CMTDIB; DYNII; DYN2; DI-CMTB1.3552E-05 4.8336E-05 1.77084057

GAA NM_000152.2 GAA 17 Homo sapiens glucosidase, alpha; acid (GAA), transcript variant 1, mRNA.LYAG 1.8828E-05 6.3003E-05 1.77061504

LOC646786 XM_929738.1 LOC646786 6 PREDICTED: Homo sapiens similar to Afadin (AF-6 protein) (LOC646786), mRNA.0.00019734 0.00041521 1.76952311

TLE6 NM_024760.1 TLE6 19 Homo sapiens transducin-like enhancer of split 6 (E(sp1) homolog, Drosophila) (TLE6), mRNA.FLJ14009; MGC14966; GRG60.00047684 0.00086585 1.76947335

C7orf20 XM_946081.1 C7ORF20 PREDICTED: Homo sapiens chromosome 7 open reading frame 20, transcript variant 8 (C7orf20), mRNA.0.00429521 0.00556583 1.76874342

FBXO4 NM_012176.2 FBXO4 5 Homo sapiens F-box protein 4 (FBXO4), transcript variant 2, mRNA.FLJ10141; DKFZp547N213; FBX40.04288404 0.0390316 1.76836537

MAP1LC3B NM_022818.3 MAP1LC3B 16 Homo sapiens microtubule-associated protein 1 light chain 3 beta (MAP1LC3B), mRNA.MAP1A/1BLC3 1.6636E-09 1.1584E-07 1.7671998

AK1 NM_000476.1 AK1 9 Homo sapiens adenylate kinase 1 (AK1), mRNA.3.2025E-06 1.5947E-05 1.76539663
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CDK5 NM_004935.2 CDK5 7 Homo sapiens cyclin-dependent kinase 5 (CDK5), mRNA.PSSALRE 5.54E-08 9.1026E-07 1.76212432

MT2A NM_005953.2 MT2A 16 Homo sapiens metallothionein 2A (MT2A), mRNA.MT2 8.1619E-08 1.1856E-06 1.7616702

CSAG3B NM_001080848.1CSAG3B Homo sapiens CSAG family, member 3B (CSAG3B), mRNA.CSAG2 6.3147E-05 0.00016411 1.76140568

RFX6 NM_173560.1 RFX6 6 Homo sapiens regulatory factor X, 6 (RFX6), mRNA.dJ955L16.1; MGC334420.05733242 0.04972664 1.76047476

RCOR2 NM_173587.2 RCOR2 11 Homo sapiens REST corepressor 2 (RCOR2), mRNA.8.7452E-05 0.00021529 1.75894538

NRBF2 NM_030759.3 NRBF2 10 Homo sapiens nuclear receptor binding factor 2 (NRBF2), mRNA.COPR2; COPR1; NRBF-2; FLJ30395; DKFZp564C16642.9596E-05 8.9113E-05 1.75768456

SNRK NM_017719.3 SNRK 3 Homo sapiens SNF related kinase (SNRK), mRNA.HSNFRK; DKFZp779A1866; FLJ20224; KIAA00964.512E-07 3.8066E-06 1.75766561

FAM190B NM_018999.2 FAM190B 10 Homo sapiens family with sequence similarity 190, member B (FAM190B), mRNA.FLJ14262; Gcap14; FLJ25809; bA486O22.11.0433E-05 3.9304E-05 1.75660401

C3orf39 NM_032806.4 C3ORF39 3 Homo sapiens chromosome 3 open reading frame 39 (C3orf39), mRNA.AGO61; FLJ145662.2516E-06 1.224E-05 1.7539765

PLSCR4 NM_020353.1 PLSCR4 3 Homo sapiens phospholipid scramblase 4 (PLSCR4), mRNA.7.6761E-05 0.00019303 1.75350983

RABAC1 NM_006423.1 RABAC1 19 Homo sapiens Rab acceptor 1 (prenylated) (RABAC1), mRNA.PRAF1; PRA1; YIP32.5924E-06 1.3669E-05 1.75350636

CHD2 NM_001271.1 CHD2 15 Homo sapiens chromodomain helicase DNA binding protein 2 (CHD2), mRNA.DKFZp781D17270.01171971 0.01312429 1.75336855

KDM5B NM_006618.3 KDM5B 1 Homo sapiens lysine (K)-specific demethylase 5B (KDM5B), mRNA.FLJ23670; FLJ12491; RBBP2H1A; KDM5B; PLU-1; FLJ12459; FLJ10538; FLJ16281; PUT11.0092E-06 6.7644E-06 1.75207346

CBLB NM_170662.3 CBLB 3 Homo sapiens Cas-Br-M (murine) ecotropic retroviral transforming sequence b (CBLB), mRNA.DKFZp779F1443; FLJ41152; DKFZp779A0729; FLJ36865; RNF56; Nbla00127; DKFZp686J102230.00031194 0.00060701 1.75172749

WFS1 NM_006005.2 WFS1 4 Homo sapiens Wolfram syndrome 1 (wolframin) (WFS1), mRNA.DFNA14; DIDMOAD; WFRS; WOLFRAMIN; DFNA6; WFS; DFNA382.5068E-09 1.447E-07 1.75139191

ARL3 NM_004311.2 ARL3 10 Homo sapiens ADP-ribosylation factor-like 3 (ARL3), mRNA.ARFL3 1.5586E-05 5.418E-05 1.75089516

PLEKHB2 NM_017958.1 PLEKHB2 2 Homo sapiens pleckstrin homology domain containing, family B (evectins) member 2 (PLEKHB2), transcript variant 2, mRNA.EVT2; FLJ20783 6.9881E-06 2.8745E-05 1.74973288

NAGK NM_017567.2 NAGK 2 Homo sapiens N-acetylglucosamine kinase (NAGK), mRNA.GNK; HSA2429103.6059E-08 6.9687E-07 1.74770444

IFI6 NM_002038.2 IFI6 1 Homo sapiens interferon, alpha-inducible protein 6 (IFI6), transcript variant 3, mRNA.IFI-6-16; 6-16; IFI616; G1P3; FAM14C6.2761E-09 2.3634E-07 1.74622456

PHTF1 NM_006608.1 PHTF1 1 Homo sapiens putative homeodomain transcription factor 1 (PHTF1), mRNA.PHTF 7.3311E-06 2.9724E-05 1.74521198

LOC100131512XM_001722891.1LOC100131512 PREDICTED: Homo sapiens hypothetical protein LOC100131512 (LOC100131512), mRNA.0.01578152 0.01683695 1.7449691

LOC100129744XM_001715569.1LOC100129744 PREDICTED: Homo sapiens hypothetical LOC100129744 (LOC100129744), mRNA.0.02355884 0.02374558 1.74485975

RAPGEF2 NM_014247.2 RAPGEF2 4 Homo sapiens Rap guanine nucleotide exchange factor (GEF) 2 (RAPGEF2), mRNA. XM_944403 XM_944410 XM_944412RA-GEF; PDZGEF1; Rap-GEP; CNrasGEF; Rap GEP; PDZ-GEF18.1518E-07 5.7821E-06 1.74270781

TPMT NM_000367.2 TPMT 6 Homo sapiens thiopurine S-methyltransferase (TPMT), mRNA.1.0363E-06 6.8781E-06 1.73840204

LQK1 XR_041452.1 LQK1 1 PREDICTED: Homo sapiens misc_RNA (LQK1), miscRNA.6.8583E-05 0.00017585 1.73771054

GCA NM_012198.2 GCA 2 Homo sapiens grancalcin, EF-hand calcium binding protein (GCA), mRNA.GCL 1.5734E-07 1.8631E-06 1.73519756

TUBG2 NM_016437.1 TUBG2 17 Homo sapiens tubulin, gamma 2 (TUBG2), mRNA.MGC131994 1.3187E-06 8.2116E-06 1.73500735

ATG2A NM_015104.1 ATG2A 11 Homo sapiens ATG2 autophagy related 2 homolog A (S. cerevisiae) (ATG2A), mRNA.MGC117153; KIAA04042.2314E-05 7.1741E-05 1.73309636

PRRG1 NM_000950.1 PRRG1 X Homo sapiens proline rich Gla (G-carboxyglutamic acid) 1 (PRRG1), mRNA.PRGP1 3.271E-05 9.673E-05 1.73266648

SDCCAG8 NM_006642.1 SDCCAG8 1 Homo sapiens serologically defined colon cancer antigen 8 (SDCCAG8), mRNA.HSPC085; NY-CO-8; CCCAP0.02764374 0.02711832 1.73215778

CGNL1 NM_032866.3 CGNL1 15 Homo sapiens cingulin-like 1 (CGNL1), mRNA.MGC138254; JACOP; KIAA1749; FLJ149577.2869E-06 2.9559E-05 1.73157396

HDLBP NM_005336.2 HDLBP 2 Homo sapiens high density lipoprotein binding protein (HDLBP), transcript variant 1, mRNA.HBP; VGL; FLJ16432; PRO29000.00834906 0.0098487 1.73148745

ZBTB46 NM_025224.2 ZBTB46 20 Homo sapiens zinc finger and BTB domain containing 46 (ZBTB46), mRNA.BTBD4; ZNF340; FLJ13502; RINZF; dJ583P15.8; dJ583P15.72.211E-05 7.1165E-05 1.7308049

DHDH NM_014475.2 DHDH 19 Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA.HUM2DD 1.1307E-05 4.1929E-05 1.72958986

TXNDC3 NM_016616.2 TXNDC3 7 Homo sapiens thioredoxin domain containing 3 (spermatozoa) (TXNDC3), mRNA.SPTRX2; CILD6; NME80.02305193 0.02330963 1.72908223

TRAPPC9 NM_031466.3 TRAPPC9 8 Homo sapiens trafficking protein particle complex 9 (TRAPPC9), mRNA.IBP; KIAA1882; T1; MGC4769; MGC47375.1935E-05 0.0001409 1.72863442

TGOLN2 NM_006464.2 TGOLN2 2 Homo sapiens trans-golgi network protein 2 (TGOLN2), mRNA.TGN51; MGC14722; TGN48; TGN38; TGN46; TTGN27.4038E-07 5.3687E-06 1.7247806

ARFIP1 NM_001025593.1ARFIP1 4 Homo sapiens ADP-ribosylation factor interacting protein 1 (ARFIP1), transcript variant 2, mRNA.MGC117369; HSU525213.3281E-05 9.812E-05 1.72443595

ATE1 NM_007041.2 ATE1 10 Homo sapiens arginyltransferase 1 (ATE1), transcript variant 2, mRNA.MGC26724 0.00102632 0.00164383 1.72252589

TP53INP1 NM_033285.2 TP53INP1 8 Homo sapiens tumor protein p53 inducible nuclear protein 1 (TP53INP1), mRNA.TP53INP1A; Teap; p53DINP1; TP53DINP1; SIP; FLJ22139; DKFZp434M1317; TP53INP1B3.4217E-07 3.1338E-06 1.72186288

GPS2 NM_004489.4 GPS2 17 Homo sapiens G protein pathway suppressor 2 (GPS2), mRNA.MGC104294; MGC119288; MGC119289; MGC119287; AMF-11.2399E-07 1.5882E-06 1.71952421

TNFAIP1 NM_021137.3 TNFAIP1 17 Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) (TNFAIP1), mRNA.EDP1; B61; B12; MGC23173.037E-07 2.909E-06 1.71826797

C7orf70 XM_935791.1 C7ORF70 7 Homo sapiens chromosome 7 open reading frame 70 (C7orf70), mRNA.2.339E-07 2.3975E-06 1.71656259

STX12 NM_177424.1 STX12 1 Homo sapiens syntaxin 12 (STX12), mRNA.STX14; MGC51957; STX131.0367E-05 3.9155E-05 1.71602211

DDIT4L NM_145244.2 DDIT4L 4 Homo sapiens DNA-damage-inducible transcript 4-like (DDIT4L), mRNA.Rtp801L; REDD28.0105E-08 1.1734E-06 1.71546872

BCL6 NM_001706.2 BCL6 3 Homo sapiens B-cell CLL/lymphoma 6 (zinc finger protein 51) (BCL6), transcript variant 1, mRNA.ZBTB27; ZNF51; LAZ3; BCL6A; BCL58.0707E-06 3.2143E-05 1.71428847

FAM108A2 XM_001724669.1FAM108A2 PREDICTED: Homo sapiens family with sequence similarity 108, member A2 (FAM108A2), mRNA.4.7485E-06 2.1542E-05 1.71321465

AP1B1 NM_145730.1 AP1B1 22 Homo sapiens adaptor-related protein complex 1, beta 1 subunit (AP1B1), transcript variant 2, mRNA.CLAPB2; ADTB1; BAM22; AP105A4.7697E-07 3.9444E-06 1.71319569

ARFGAP1 NM_175609.1 ARFGAP1 20 Homo sapiens ADP-ribosylation factor GTPase activating protein 1 (ARFGAP1), transcript variant 1, mRNA.ARF1GAP; HRIHFB2281; MGC399241.0552E-05 3.9651E-05 1.71300012

LOC220686 NM_199283.4 LOC220686 22 Homo sapiens hypothetical protein LOC220686 (LOC220686), mRNA.6.8653E-05 0.00017597 1.71282516

GLCE NM_015554.1 GLCE 15 Homo sapiens glucuronic acid epimerase (GLCE), mRNA.KIAA0836; HSEPI2.0892E-08 5.036E-07 1.71131661

KISS1R NM_032551.3 KISS1R 19 Homo sapiens KISS1 receptor (KISS1R), mRNA.HOT7T175; AXOR12; GPR540.00102832 0.00164614 1.70849566

CXADR NM_001338.3 CXADR 21 Homo sapiens coxsackie virus and adenovirus receptor (CXADR), mRNA.CAR; HCAR 4.6199E-08 8.0586E-07 1.70589748

ZNF419 NM_024691.2 ZNF419 19 Homo sapiens zinc finger protein 419 (ZNF419), transcript variant 6, mRNA.ZNF419A; FLJ232330.00031939 0.00061931 1.70493372

F8A1 NM_012151.3 F8A1 X Homo sapiens coagulation factor VIII-associated (intronic transcript) 1 (F8A1), mRNA.DXS522E; HAP40; F8A0.02580218 0.02560954 1.70146198

SUV420H1 NM_016028.4 SUV420H1 11 Homo sapiens suppressor of variegation 4-20 homolog 1 (Drosophila) (SUV420H1), transcript variant 2, mRNA.MGC21161; MGC703; MGC118906; KMT5B; CGI-85; CGI85; MGC1189090.00085807 0.00141171 1.70099274

TMEM188 NM_153261.3 TMEM188 16 Homo sapiens transmembrane protein 188 (TMEM188), mRNA.C16orf69; FLJ38101; DKFZp313D24162.493E-06 1.3241E-05 1.70021496

LASS4 NM_024552.1 LASS4 19 Homo sapiens LAG1 homolog, ceramide synthase 4 (LASS4), mRNA.FLJ12089; Trh1; CerS40.01921245 0.01991376 1.69973678

POLG2 NM_007215.2 POLG2 17 Homo sapiens polymerase (DNA directed), gamma 2, accessory subunit (POLG2), mRNA.POLB; MTPOLB; POLGB; PEOA4; HP556.1046E-06 2.595E-05 1.69920128

RAB4B NM_016154.2 RAB4B Homo sapiens RAB4B, member RAS oncogene family (RAB4B), mRNA.MGC52123 0.02370701 0.02387025 1.69845971

LOC100129203XM_001718910.1LOC100129203 PREDICTED: Homo sapiens similar to mCG50504 (LOC100129203), mRNA.0.04226526 0.03857243 1.6978906

Hs.19339 HS.19339 3 Homo sapiens cDNA clone IMAGE:52631774.3717E-07 3.724E-06 1.69619148

MTMR14 NM_022485.2 MTMR14 3 Homo sapiens myotubularin related protein 14 (MTMR14), transcript variant 2, mRNA.FLJ22405; C3orf29; hEDTP; FLJ903111.789E-07 2.0099E-06 1.69538031

TMEM205 NM_198536.1 TMEM205 19 Homo sapiens transmembrane protein 205 (TMEM205), mRNA.UNQ501; MGC1108583.9587E-10 5.887E-08 1.69428702

CXorf40B NM_001013845.1CXORF40B X Homo sapiens chromosome X open reading frame 40B (CXorf40B), mRNA.5.1813E-06 2.2937E-05 1.6942061

EPHA10 NM_001099439.1EPHA10 1 Homo sapiens EPH receptor A10 (EPHA10), transcript variant 3, mRNA.MGC43817; FLJ33655; FLJ161030.02174129 0.02213484 1.69405552

HCCA2 NM_053005.2 HCCA2 11 Homo sapiens HCCA2 protein (HCCA2), mRNA.MOB2 2.4774E-05 7.7714E-05 1.69268505

LMBRD1 NM_018368.2 LMBRD1 6 Homo sapiens LMBR1 domain containing 1 (LMBRD1), mRNA.bA810I22.1; RP11-810I22.1; FLJ11240; C6orf2091.8379E-08 4.6607E-07 1.69127167

DNAH1 NM_015512.3 DNAH1 3 Homo sapiens dynein, axonemal, heavy chain 1 (DNAH1), mRNA.HDHC7; HL11; HL-11; XLHSRF-1; DNAHC10.05254217 0.04616976 1.69074983

ACAD8 NM_014384.1 ACAD8 11 Homo sapiens acyl-Coenzyme A dehydrogenase family, member 8 (ACAD8), mRNA.ACAD-8 1.339E-06 8.3206E-06 1.68982305
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STRBP NM_018387.2 STRBP 9 Homo sapiens spermatid perinuclear RNA binding protein (STRBP), mRNA.DKFZp434N214; FLJ14223; SPNR; FLJ14984; MGC21529; MGC3405; FLJ113077.8851E-05 0.00019722 1.68838554

C12orf4 NM_020374.2 C12ORF4 12 Homo sapiens chromosome 12 open reading frame 4 (C12orf4), mRNA.FLJ23899; FLJ211580.02958367 0.02867828 1.68509022

MORN2 NM_194270.1 MORN2 2 Homo sapiens MORN repeat containing 2 (MORN2), mRNA.MGC126131; BLOCK27; MGC126132; MOPT; MGC1261308.307E-06 3.2743E-05 1.68406709

LOC730820 NM_030759.1 LOC730820 PREDICTED: Homo sapiens similar to nuclear receptor binding factor 2 (LOC730820), mRNA.9.8448E-07 6.6496E-06 1.68216913

GALNT3 NM_004482.2 GALNT3 2 Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 3 (GalNAc-T3) (GALNT3), mRNA.DKFZp686C10199; MGC61909; GalNAc-T3; HFTC; HHS0.04282808 0.03898875 1.68180376

MOSPD1 NM_019556.1 MOSPD1 X Homo sapiens motile sperm domain containing 1 (MOSPD1), mRNA.DJ473B4 1.6577E-05 5.7016E-05 1.68150457

LGMN NM_005606.5 LGMN 14 Homo sapiens legumain (LGMN), transcript variant 2, mRNA.AEP; LGMN1; PRSC15.8351E-08 9.4634E-07 1.68138011

KLRAQ1 NM_001135629.1KLRAQ1 2 Homo sapiens KLRAQ motif containing 1 (KLRAQ1), transcript variant 1, mRNA.0.00061236 0.00106394 1.68082341

BCOR NM_017745.4 BCOR X Homo sapiens BCL6 co-repressor (BCOR), transcript variant 1, mRNA.MGC131961; KIAA1575; FLJ20285; MGC71031; MCOPS2; FLJ38041; MAA2; ANOP22.8743E-06 1.474E-05 1.68066402

SERINC3 NM_198941.1 SERINC3 20 Homo sapiens serine incorporator 3 (SERINC3), transcript variant 2, mRNA.TMS-1; TDE; SBBI99; DIFF33; TDE1; AIGP11.4563E-05 5.1397E-05 1.68061869

CLYBL NM_138280.3 CLYBL 13 Homo sapiens citrate lyase beta like (CLYBL), transcript variant 1, mRNA.bA134O15.1; CLB2.5148E-07 2.5275E-06 1.68016759

PVRL2 NM_001042724.1PVRL2 19 Homo sapiens poliovirus receptor-related 2 (herpesvirus entry mediator B) (PVRL2), transcript variant delta, mRNA.PVRR2; HVEB; PRR2; CD1123.5319E-06 1.7235E-05 1.67983112

LOC651991 XM_945086.1 LOC651991 PREDICTED: Homo sapiens hypothetical protein LOC651991 (LOC651991), mRNA.0.03764863 0.03504446 1.67953358

GRAMD4 NM_015124.2 GRAMD4 22 Homo sapiens GRAM domain containing 4 (GRAMD4), mRNA.KIAA0767; MGC90497; MGC149847; dJ439F8.1; dA59H18.10.00069814 0.00118528 1.67947904

LOC644988 XR_017586.2 LOC644988 17 PREDICTED: Homo sapiens misc_RNA (LOC644988), miscRNA.7.3024E-07 5.3215E-06 1.67784074

LOC143666 NM_002020.1 LOC143666 11 PREDICTED: Homo sapiens hypothetical protein LOC143666 (LOC143666), mRNA.8.0711E-06 3.2131E-05 1.67704817

TMEM208 NM_014187.3 TMEM208 16 Homo sapiens transmembrane protein 208 (TMEM208), mRNA.HSPC171 5.275E-06 2.3223E-05 1.67356018

LOC730060 XM_001126170.1LOC730060 PREDICTED: Homo sapiens hypothetical LOC730060 (LOC730060), mRNA.0.01698261 0.01795679 1.67273516

NME7 NM_013330.3 NME7 1 Homo sapiens non-metastatic cells 7, protein expressed in (nucleoside-diphosphate kinase) (NME7), transcript variant 1, mRNA.nm23-H7; FLJ371941.9335E-07 2.1074E-06 1.6719244

IFT52 NM_016004.2 IFT52 20 Homo sapiens intraflagellar transport 52 homolog (Chlamydomonas) (IFT52), mRNA.NGD5; CGI-53; C20orf9; dJ1028D15.10.00017964 0.00038424 1.67180685

BTBD10 NM_032320.4 BTBD10 11 Homo sapiens BTB (POZ) domain containing 10 (BTBD10), mRNA.MGC13007; GMRP-1; GMRP11.7342E-07 1.9685E-06 1.67165079

LCAP XM_927025.1 LCAP X Homo sapiens lung carcinoma-associated protein (LCAP), mRNA.0.01144291 0.01286356 1.67145399

SAMD4B NM_018028.2 SAMD4B 19 Homo sapiens sterile alpha motif domain containing 4B (SAMD4B), mRNA.FLJ10211; SMGB; MGC998320.00036373 0.00069018 1.6714011

OXSM NM_017897.1 OXSM 3 Homo sapiens 3-oxoacyl-ACP synthase, mitochondrial (OXSM), nuclear gene encoding mitochondrial protein, mRNA.FLJ20604; FASN2D; KS1.9815E-06 1.1159E-05 1.67134257

GBF1 NM_004193.1 GBF1 10 Homo sapiens golgi-specific brefeldin A resistant guanine nucleotide exchange factor 1 (GBF1), mRNA.KIAA0248; MGC134878; FLJ21500; MGC134877; FLJ212630.00022041 0.00045417 1.67114018

CXorf57 NM_018015.3 CXORF57 X Homo sapiens chromosome X open reading frame 57 (CXorf57), mRNA.RP11-647M7.1; FLJ10178; FLJ141914.8798E-06 2.2024E-05 1.6678353

CYTH3 NM_004227.3 CYTH3 7 Homo sapiens cytohesin 3 (CYTH3), mRNA.GRP1; ARNO3 0.00068955 0.00117295 1.66765841

TSPAN31 NM_005981.3 TSPAN31 12 Homo sapiens tetraspanin 31 (TSPAN31), mRNA.SAS 0.00075842 0.00127309 1.66598476

ZNF35 NM_003420.2 ZNF35 3 Homo sapiens zinc finger protein 35 (ZNF35), mRNA.Zfp105; HF.10; HF100.00043849 0.00080623 1.66535985

Hs.363526 HS.363526 8 Homo sapiens cDNA clone IMAGE:48376501.3396E-07 1.6695E-06 1.66412686

MORC2 NM_014941.1 MORC2 22 Homo sapiens MORC family CW-type zinc finger 2 (MORC2), mRNA.ZCW3; ZCWCC1 7.9861E-06 3.1835E-05 1.66183114

CCDC128 NM_152994.2 CCDC128 2 Homo sapiens coiled-coil domain containing 128 (CCDC128), mRNA.MGC111781; FLJ165663.728E-06 1.7913E-05 1.66181457

ELOVL7 NM_024930.1 ELOVL7 5 Homo sapiens ELOVL family member 7, elongation of long chain fatty acids (yeast) (ELOVL7), mRNA.FLJ23563 0.00517975 0.00654292 1.66149501

SORT1 NM_002959.4 SORT1 1 Homo sapiens sortilin 1 (SORT1), mRNA.NT3; Gp95 2.3877E-07 2.4388E-06 1.65914486

CEP68 NM_015147.1 CEP68 2 Homo sapiens centrosomal protein 68kDa (CEP68), mRNA.FLJ25920; KIAA05820.00545516 0.00684547 1.65766875

THBS3 NM_007112.3 THBS3 1 Homo sapiens thrombospondin 3 (THBS3), mRNA.MGC119564; TSP3; MGC1195650.02915862 0.02831943 1.65683062

C2orf64 NM_001008215.1C2ORF64 2 Homo sapiens chromosome 2 open reading frame 64 (C2orf64), mRNA.6330578E17Rik; MGC521101.4376E-06 8.7779E-06 1.65564639

LOC730389 XM_001726418.1LOC730389 7 PREDICTED: Homo sapiens hypothetical LOC730389 (LOC730389), mRNA.0.03172151 0.03036819 1.65520003

PIGH NM_004569.2 PIGH 14 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class H (PIGH), mRNA.GPI-H 2.3205E-06 1.2529E-05 1.65484391

CCBL2 NM_001008661.1CCBL2 1 Homo sapiens cysteine conjugate-beta lyase 2 (CCBL2), transcript variant 1, mRNA.DKFZp547N1117; RBM1; RP11-82K18.3; MGC9398; RP4-531M19.2; RBMXL1; DKFZp667D0223; KAT30.0210741 0.02155813 1.65411757

AZI1 NM_014984.1 AZI1 17 Homo sapiens 5-azacytidine induced 1 (AZI1), transcript variant 1, mRNA.AZ1; Cep131 6.5957E-07 4.9675E-06 1.6535942

FER NM_005246.1 FER 5 Homo sapiens fer (fps/fes related) tyrosine kinase (FER), mRNA.TYK3 1.9344E-06 1.0971E-05 1.65218036

LOC100130935XM_001727014.1LOC100130935 PREDICTED: Homo sapiens similar to CSAG family, member 2 (LOC100130935), mRNA.0.04571918 0.0412229 1.65092293

STIM2 NM_020860.2 STIM2 4 Homo sapiens stromal interaction molecule 2 (STIM2), mRNA.KIAA1482; FLJ395270.00041009 0.00076459 1.65067659

IGSF3 NM_001542.2 IGSF3 1 Homo sapiens immunoglobulin superfamily, member 3 (IGSF3), transcript variant 1, mRNA.V8; EWI-3; MGC1171641.669E-08 4.3454E-07 1.65008264

PBX3 NM_006195.4 PBX3 9 Homo sapiens pre-B-cell leukemia homeobox 3 (PBX3), mRNA.7.2406E-06 2.9439E-05 1.64990456

PEX16 NM_004813.1 PEX16 11 Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, mRNA.2.3187E-05 7.3954E-05 1.64848162

FAM176A NM_001135032.1FAM176A 2 Homo sapiens family with sequence similarity 176, member A (FAM176A), transcript variant 1, mRNA.0.00101867 0.00163366 1.64830967

EXT2 NM_000401.2 EXT2 11 Homo sapiens exostoses (multiple) 2 (EXT2), transcript variant 1, mRNA.SOTV 1.8092E-06 1.0437E-05 1.64805308

BIK NM_001197.3 BIK 22 Homo sapiens BCL2-interacting killer (apoptosis-inducing) (BIK), mRNA.NBK; BIP1; BP4 4.2091E-07 3.6277E-06 1.64745539

PRAF2 NM_007213.1 PRAF2 X Homo sapiens PRA1 domain family, member 2 (PRAF2), mRNA.JM4 1.6988E-06 9.9769E-06 1.64577359

LOC653051 XM_925795.1 LOC653051 17 PREDICTED: Homo sapiens similar to double C2-like domains, beta (LOC653051), mRNA.0.05371356 0.04709531 1.64554096

ANKDD1A NM_182703.2 ANKDD1A 15 Homo sapiens ankyrin repeat and death domain containing 1A (ANKDD1A), mRNA.MGC120306; FLJ25870; MGC120307; MGC1203055.8723E-07 4.5637E-06 1.64540226

KIAA0562 NM_014704.2 KIAA0562 1 Homo sapiens KIAA0562 (KIAA0562), mRNA.RP1-286D6.4; GlyBP0.00446507 0.00575279 1.64520881

TTPAL NM_024331.2 TTPAL 20 Homo sapiens tocopherol (alpha) transfer protein-like (TTPAL), transcript variant 2, mRNA.DKFZp686E0870; MGC24701.2165E-05 4.4565E-05 1.64445791

SENP5 NM_152699.4 SENP5 3 Homo sapiens SUMO1/sentrin specific peptidase 5 (SENP5), mRNA.MGC27076; DKFZp564O1016; FLJ423981.4319E-06 8.7489E-06 1.64294109

PARD3 NM_019619.2 PARD3 10 Homo sapiens par-3 partitioning defective 3 homolog (C. elegans) (PARD3), mRNA.SE2-5T2; PAR3alpha; ASIP; Bazooka; PAR3; Baz; SE2-5L16; PARD3A; FLJ21015; SE2-5LT10.03014582 0.02913631 1.64256048

SERINC1 NM_020755.2 SERINC1 6 Homo sapiens serine incorporator 1 (SERINC1), mRNA.TDE2; KIAA1253; TDE1L; TMS-20.00040455 0.00075553 1.64195078

LOC729101 NM_144981.1 LOC729101 11 PREDICTED: Homo sapiens misc_RNA (LOC729101), miscRNA.0.00014199 0.00031758 1.64122419

MARK3 NM_002376.4 MARK3 14 Homo sapiens MAP/microtubule affinity-regulating kinase 3 (MARK3), mRNA.CTAK1; KP78; PAR1A0.00020983 0.00043658 1.64090772

GJB5 NM_005268.2 GJB5 1 Homo sapiens gap junction protein, beta 5, 31.1kDa (GJB5), mRNA.CX31.1 0.00155761 0.00233975 1.6407928

BET1 NM_005868.3 BET1 7 Homo sapiens blocked early in transport 1 homolog (S. cerevisiae) (BET1), mRNA.HBET1; DKFZp781C04250.00365844 0.00484955 1.63990626

RIC8B NM_018157.1 RIC8B 12 Homo sapiens resistance to inhibitors of cholinesterase 8 homolog B (C. elegans) (RIC8B), mRNA.hSyn; FLJ10620; MGC39476; RIC84.272E-05 0.00012006 1.63875336

GBA2 XM_944300.1 GBA2 9 Homo sapiens glucosidase, beta (bile acid) 2 (GBA2), mRNA.AD035; KIAA1605; MGC16895; DKFZp762K0540.00496881 0.00631465 1.63855474

ATP6V0D1 NM_004691.3 ATP6V0D1 16 Homo sapiens ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d1 (ATP6V0D1), mRNA.VPATPD; ATP6DV; VMA6; P39; ATP6D; VATX1.2779E-06 8.0142E-06 1.63766508

GPAM NM_020918.2 GPAM 10 Homo sapiens glycerol-3-phosphate acyltransferase, mitochondrial (GPAM), nuclear gene encoding mitochondrial protein, mRNA.GPAT1; MGC26846; KIAA1560; RP11-426E5.27.4563E-07 5.3978E-06 1.63676158

SYN2 NM_003178.3 SYN2 3 Homo sapiens synapsin II (SYN2), transcript variant IIb, mRNA.SYNIIa; SYNII; SYNIIb0.0017454 0.00257987 1.63584665

NUS1 NM_138459.3 NUS1 6 Homo sapiens nuclear undecaprenyl pyrophosphate synthase 1 homolog (S. cerevisiae) (NUS1), mRNA.NgBR; C6orf68; MGC7199; MGC117249; MGC:71990.04137103 0.03787057 1.63514088

CD99L2 NM_134445.2 CD99L2 X Homo sapiens CD99 molecule-like 2 (CD99L2), transcript variant 3, mRNA.CD99B; DKFZp761H2024; MIC2L17.2673E-06 2.9506E-05 1.63495829

MGC72104 NM_207350.1 MGC72104 20 Homo sapiens similar to FRG1 protein (FSHD region gene 1 protein) (MGC72104), mRNA.3.0051E-06 1.5206E-05 1.63367463
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ACPL2 NM_152282.2 ACPL2 3 Homo sapiens acid phosphatase-like 2 (ACPL2), mRNA.FLJ23751 2.576E-06 1.3616E-05 1.63233727

Hs.107418 HS.107418 5 Homo sapiens cDNA FLJ41853 fis, clone NT2RI30041616.0842E-05 0.00015959 1.63160384

FOXD2 NM_004474.2 FOXD2 1 Homo sapiens forkhead box D2 (FOXD2), mRNA.FREAC-9; FKHL17; FREAC97.1052E-05 0.00018107 1.63082651

STK11IP NM_052902.1 STK11IP 2 Homo sapiens serine/threonine kinase 11 interacting protein (STK11IP), mRNA.STK11IP1; KIAA1898; LKB1IP; LIP10.00179519 0.00264412 1.62900504

RHOB NM_004040.2 RHOB 2 Homo sapiens ras homolog gene family, member B (RHOB), mRNA.ARH6; MST081; MSTP081; RHOH6; ARHB1.8125E-10 3.8788E-08 1.62888638

ENPP4 NM_014936.3 ENPP4 6 Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative function) (ENPP4), mRNA.KIAA0879; NPP40.00011528 0.00026829 1.62634285

GDPD1 NM_182569.1 GDPD1 17 Homo sapiens glycerophosphodiester phosphodiesterase domain containing 1 (GDPD1), mRNA.FLJ27503; UGPQ; FLJ37451; MGC35046; GDE40.0019273 0.00280665 1.62626022

MTE NM_175621.2 MTE Homo sapiens metallothionein E (MTE), mRNA.MT1I 2.6885E-11 1.2415E-08 1.62510119

C8orf47 NM_173549.1 C8ORF47 8 Homo sapiens chromosome 8 open reading frame 47 (C8orf47), mRNA.FLJ39553 0.00293021 0.00400213 1.62488449

KBTBD11 NM_014867.1 KBTBD11 8 Homo sapiens kelch repeat and BTB (POZ) domain containing 11 (KBTBD11), mRNA.KIAA0711; KLHDC7C2.2266E-07 2.323E-06 1.62463314

BTBD12 NM_032444.2 BTBD12 16 Homo sapiens BTB (POZ) domain containing 12 (BTBD12), mRNA.KIAA1987; KIAA17840.00065213 0.00112017 1.62432657

B4GALNT4 NM_178537.3 B4GALNT4 11 Homo sapiens beta-1,4-N-acetyl-galactosaminyl transferase 4 (B4GALNT4), mRNA.Beta4GalNAc-T4; FLJ25045; NGalNAc-T10.0078479 0.00932775 1.62363448

MST1 NM_020998.2 MST1 3 Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) (MST1), mRNA.HGFL; NF15S2; MSP; DNF15S2; D3F15S22.2949E-06 1.2422E-05 1.62282008

MGC39900 XM_936687.1 MGC39900 PREDICTED: Homo sapiens hypothetical protein MGC39900 (MGC39900), mRNA.2.6085E-05 8.0816E-05 1.6225144

SELM NM_080430.2 SELM 22 Homo sapiens selenoprotein M (SELM), mRNA.MGC40146; SEPM1.0701E-06 7.0544E-06 1.62234266

APITD1 NM_198544.2 APITD1 1 Homo sapiens apoptosis-inducing, TAF9-like domain 1 (APITD1), transcript variant B, mRNA.MGC32686; CENP-S; CENPS2.2634E-05 7.261E-05 1.62228548

ANKRD49 NM_017704.2 ANKRD49 11 Homo sapiens ankyrin repeat domain 49 (ANKRD49), mRNA.FGIF; FLJ20189; GBIF; FLJ204410.00635426 0.0078008 1.6214496

SLC9A1 NM_003047.2 SLC9A1 1 Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), member 1 (SLC9A1), mRNA.APNH; FLJ42224; NHE11.3131E-05 4.7217E-05 1.62089219

LOC730993 XR_038168.1 LOC730993 PREDICTED: Homo sapiens misc_RNA (LOC730993), miscRNA.0.00510393 0.00646483 1.62051588

GFI1 NM_005263.2 GFI1 1 Homo sapiens growth factor independent 1 transcription repressor (GFI1), mRNA.ZNF163 0.00443354 0.00571469 1.61947818

PLEKHG4 NM_015432.2 PLEKHG4 16 Homo sapiens pleckstrin homology domain containing, family G (with RhoGef domain) member 4 (PLEKHG4), mRNA.puratrophin1; DKFZP434I216; SCA42.5121E-05 7.8521E-05 1.61768816

Hs.572219 HS.572219 CM3-MT0357-260101-690-b10 MT0357 Homo sapiens cDNA, mRNA sequence6.3031E-06 2.6575E-05 1.61705152

QSOX1 NM_002826.4 QSOX1 1 Homo sapiens quiescin Q6 sulfhydryl oxidase 1 (QSOX1), transcript variant 1, mRNA.QSCN6; FLJ34858; Q6; QSOX16.6257E-07 4.9644E-06 1.61669845

C14orf82 XM_944991.1 C14ORF82 PREDICTED: Homo sapiens chromosome 14 open reading frame 82 (C14orf82), mRNA.0.01818757 0.01899961 1.61305458

LOC653583 XM_928224.1 LOC653583 19 PREDICTED: Homo sapiens similar to pleckstrin homology-like domain, family B, member 1 (LOC653583), mRNA.0.03533339 0.03322422 1.61195438

PDLIM3 NM_014476.1 PDLIM3 4 Homo sapiens PDZ and LIM domain 3 (PDLIM3), mRNA.DKFZp686L0362; ALP5.242E-05 0.00014196 1.61166313

SLC25A29 NM_001039355.1SLC25A29 14 Homo sapiens solute carrier family 25, member 29 (SLC25A29), nuclear gene encoding mitochondrial protein, mRNA.CACL; C14orf69; FLJ389750.00843353 0.00993232 1.61125507

SMYD3 NM_022743.1 SMYD3 1 Homo sapiens SET and MYND domain containing 3 (SMYD3), mRNA.bA74P14.1; ZMYND1; ZNFN3A1; FLJ21080; MGC1043244.0034E-08 7.442E-07 1.61071227

CRIPAK NM_175918.2 CRIPAK 4 Homo sapiens cysteine-rich PAK1 inhibitor (CRIPAK), mRNA.FLJ34443 2.0733E-05 6.7927E-05 1.60865013

TMEM184B NM_012264.3 TMEM184B 22 Homo sapiens transmembrane protein 184B (TMEM184B), mRNA.DKFZp686N1150; DKFZP586A1024; FM08; DKFZp686F07174; HS5O6A; C22orf52.0786E-06 1.1565E-05 1.60796779

RHBDD1 NM_032276.2 RHBDD1 2 Homo sapiens rhomboid domain containing 1 (RHBDD1), mRNA.DKFZp547E052; MGC1172580.00012786 0.00029206 1.60781301

HOXB2 NM_002145.2 HOXB2 17 Homo sapiens homeobox B2 (HOXB2), mRNA.HOX2H; HOX2; K8; Hox-2.80.04838235 0.04318042 1.60633378

NELF NM_015537.3 NELF 9 Homo sapiens nasal embryonic LHRH factor (NELF), mRNA.RP11-48C7.1; MGC1253693.1795E-08 6.4876E-07 1.60630183

SLC31A1 NM_001859.2 SLC31A1 9 Homo sapiens solute carrier family 31 (copper transporters), member 1 (SLC31A1), mRNA.hCTR1; COPT1; MGC75487; CTR10.00010848 0.00025586 1.60543594

C3orf31 NM_138807.2 C3ORF31 3 Homo sapiens chromosome 3 open reading frame 31 (C3orf31), mRNA.MGC16471; DKFZp434E05192.737E-05 8.4083E-05 1.60288075

ZSCAN21 NM_145914.2 ZSCAN21 7 Homo sapiens zinc finger and SCAN domain containing 21 (ZSCAN21), mRNA.NY-REN-21; DKFZp686H10254; Zipro1; ZSCAN21; DKFZp434L134; ZNF380.0027579 0.00379693 1.60012004

MXD4 NM_006454.2 MXD4 4 Homo sapiens MAX dimerization protein 4 (MXD4), mRNA.MSTP149; MAD4; MST1491.652E-07 1.9147E-06 1.59917585

RIN3 NM_024832.3 RIN3 14 Homo sapiens Ras and Rab interactor 3 (RIN3), mRNA.FLJ11700; FLJ22439; DKFZp762H16130.0412589 0.03777581 1.5991062

FBXL20 NM_032875.1 FBXL20 17 Homo sapiens F-box and leucine-rich repeat protein 20 (FBXL20), mRNA.Fbl2; MGC15482; Fbl20; SCR0.02410756 0.02422907 1.59780842

RIMBP3C NM_001128633.1RIMBP3C 22 Homo sapiens RIMS binding protein 3C (RIMBP3C), mRNA.0.03943035 0.03641321 1.59720915

POLM NM_013284.1 POLM 7 Homo sapiens polymerase (DNA directed), mu (POLM), mRNA.Tdt-N 0.01005054 0.01151972 1.59703706

SGSM3 NM_015705.4 SGSM3 22 Homo sapiens small G protein signaling modulator 3 (SGSM3), mRNA.MAP; DKFZp761D051; RUTBC3; RUSC30.00494076 0.00628356 1.59684479

CSAG3A NM_203311.1 CSAG3A X Homo sapiens CSAG family, member 3A (CSAG3A), mRNA.MGC17065 3.75E-05 0.00010834 1.5964903

UBTD2 NM_152277.1 UBTD2 5 Homo sapiens ubiquitin domain containing 2 (UBTD2), mRNA.MGC30022; DCUBP; DC-UbP0.03278231 0.03116273 1.59576506

AFTPH NM_017657.3 AFTPH 2 Homo sapiens aftiphilin (AFTPH), transcript variant 2, mRNA.MGC33965; FLJ23793; Nbla10388; FLJ200802.4237E-05 7.6413E-05 1.59523006

DENND5B NM_144973.2 DENND5B 12 Homo sapiens DENN/MADD domain containing 5B (DENND5B), mRNA.FLJ41648; DKFZp686P1174; FLJ433331.133E-05 4.1998E-05 1.59342737

MTMR9 NM_015458.3 MTMR9 8 Homo sapiens myotubularin related protein 9 (MTMR9), mRNA.LIP-STYX; C8orf9; DKFZp434K171; MTMR8; MGC1266725.3728E-07 4.3051E-06 1.5921391

NPHP3 NM_153240.3 NPHP3 3 Homo sapiens nephronophthisis 3 (adolescent) (NPHP3), mRNA.FLJ30691; FLJ36696; DKFZp781K1312; DKFZp667K242; NPH3; KIAA20000.00011688 0.00027116 1.59174619

PRKCZ NM_001033581.1PRKCZ 1 Homo sapiens protein kinase C, zeta (PRKCZ), transcript variant 2, mRNA.PKC2 0.00016914 0.00036633 1.59093014

SBF1 NM_002972.1 SBF1 22 Homo sapiens SET binding factor 1 (SBF1), transcript variant 1, mRNA.DKFZp761D0422; MTMR5; MGC997009.6076E-09 3.1691E-07 1.5907906

HADHA NM_000182.3 HADHA 2 Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), alpha subunit (HADHA), nuclear gene encoding mitochondrial protein, mRNA.LCHAD; MGC1728; HADH; TP-ALPHA; MTPA; GBP0.00128669 0.00199389 1.5905521

LOC440731 XM_933693.1 LOC440731 1 PREDICTED: Homo sapiens hypothetical LOC440731, transcript variant 2 (LOC440731), mRNA.5.399E-07 4.3221E-06 1.58951367

UTP14C NM_021645.4 UTP14C 13 Homo sapiens UTP14, U3 small nucleolar ribonucleoprotein, homolog C (yeast) (UTP14C), mRNA.UTP14B; KIAA0266; MGC104971; 2700066J21Rik2.7139E-06 1.4148E-05 1.58926894

KIF3B NM_004798.2 KIF3B 20 Homo sapiens kinesin family member 3B (KIF3B), mRNA.HH0048; KIAA03594.6031E-07 3.8501E-06 1.58676976

FAM103A1 NM_031452.2 FAM103A1 15 Homo sapiens family with sequence similarity 103, member A1 (FAM103A1), mRNA.HsT19360; C15orf18; MGC102778; MGC25603.2227E-07 3.0112E-06 1.58286227

AGGF1 NM_018046.3 AGGF1 5 Homo sapiens angiogenic factor with G patch and FHA domains 1 (AGGF1), mRNA.VG5Q; FLJ10283; HUS84971; GPATCH7; HSU84971; GPATC74.4383E-05 0.00012386 1.58190847

SKIV2L NM_006929.4 SKIV2L 6 Homo sapiens superkiller viralicidic activity 2-like (S. cerevisiae) (SKIV2L), mRNA.SKIV2; DDX13; SKI2W; SKI2; 170A; HLP1.4985E-05 5.2444E-05 1.58142017

UBE2CBP NM_198920.1 UBE2CBP 6 Homo sapiens ubiquitin-conjugating enzyme E2C binding protein (UBE2CBP), mRNA.YJR141W; MGC126587; H10BH; C6orf157; DKFZp434A1520; MGC1265610.01749885 0.01841167 1.58132127

LRRC45 NM_144999.2 LRRC45 17 Homo sapiens leucine rich repeat containing 45 (LRRC45), mRNA.MGC20806 0.00028409 0.00056128 1.58097394

IDH3G NM_004135.2 IDH3G X Homo sapiens isocitrate dehydrogenase 3 (NAD+) gamma (IDH3G), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.H-IDHG 1.6721E-06 9.8662E-06 1.57891514

SCAND1 NM_033630.1 SCAND1 20 Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 2, mRNA.RAZ1; SDP1 5.2627E-07 4.2558E-06 1.5782445

39327 NM_019106.4 39327 22 Homo sapiens septin 3 (SEPT3), transcript variant B, mRNA.SEP3; MGC133218; bK250D10.31.2E-06 7.6851E-06 1.57680196

RANBP10 NM_020850.1 RANBP10 16 Homo sapiens RAN binding protein 10 (RANBP10), mRNA.KIAA1464; FLJ311657.0528E-05 0.00017989 1.57672236

LIPA NM_000235.2 LIPA 10 Homo sapiens lipase A, lysosomal acid, cholesterol esterase (LIPA), transcript variant 2, mRNA.CESD; LAL 2.2985E-09 1.3719E-07 1.5765898

NPC1 NM_000271.1 NPC1 18 Homo sapiens Niemann-Pick disease, type C1 (NPC1), mRNA.NPC 3.555E-08 6.9469E-07 1.57575751

HLA-DRB3 NM_022555.3 HLA-DRB3 6 Homo sapiens major histocompatibility complex, class II, DR beta 3 (HLA-DRB3), mRNA.MGC117330; HLA-DR3B2.3722E-05 7.5275E-05 1.57566142

CCDC53 NM_016053.1 CCDC53 12 Homo sapiens coiled-coil domain containing 53 (CCDC53), mRNA.CGI-116 1.1911E-05 4.3763E-05 1.57562727

RAD9A NM_004584.2 RAD9A 11 Homo sapiens RAD9 homolog A (S. pombe) (RAD9A), mRNA.RAD9 0.00059156 0.00103538 1.57516231

ELK4 NM_001973.2 ELK4 1 Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), transcript variant a, mRNA.SAP1 0.01779031 0.01864901 1.57375818

C4orf48 NM_001141936.1C4ORF48 4 Homo sapiens chromosome 4 open reading frame 48 (C4orf48), mRNA.3.8483E-05 0.00011041 1.57322753
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C17orf95 NM_001080510.2C17ORF95 17 Homo sapiens chromosome 17 open reading frame 95 (C17orf95), mRNA.3.0284E-06 1.5271E-05 1.5718798

SLC7A11 NM_014331.2 SLC7A11 4 Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ system) member 11 (SLC7A11), mRNA.CCBR1; xCT 0.00150232 0.00227108 1.57156856

DGCR2 NM_005137.1 DGCR2 22 Homo sapiens DiGeorge syndrome critical region gene 2 (DGCR2), mRNA.SEZ-12; IDD; DKFZp686I1730; KIAA0163; DGS-C; LAN1.1816E-06 7.5954E-06 1.57059507

ATP5G3 NM_001002256.1ATP5G3 2 Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, subunit C3 (subunit 9) (ATP5G3), nuclear gene encoding mitochondrial protein, transcript variant 3, mRNA.MGC125738; P30.00881467 0.0103175 1.5697854

C2orf42 NM_017880.1 C2ORF42 2 Homo sapiens chromosome 2 open reading frame 42 (C2orf42), mRNA.FLJ20558 4.976E-05 0.00013614 1.56799394

ZNF74 NM_003426.1 ZNF74 22 Homo sapiens zinc finger protein 74 (ZNF74), transcript variant 2, transcribed RNA.Zfp520; ZNF520; Cos520.05008 0.04437058 1.56702307

POR NM_000941.1 POR 7 Homo sapiens P450 (cytochrome) oxidoreductase (POR), mRNA.CPR; FLJ26468; P450R; DKFZp686G04235; CYPOR6.9033E-07 5.1286E-06 1.56679893

CCNO NM_021147.2 CCNO 5 Homo sapiens cyclin O (CCNO), mRNA.UDG2; UNG2; CCNU; FLJ224226.8883E-09 2.477E-07 1.56675637

BCORL1 NM_021946.2 BCORL1 X Homo sapiens BCL6 co-repressor-like 1 (BCORL1), mRNA.FLJ11362; B930011H20Rik0.01269236 0.01401495 1.56643848

GNPDA2 NM_138335.1 GNPDA2 4 Homo sapiens glucosamine-6-phosphate deaminase 2 (GNPDA2), mRNA.SB52 0.00331567 0.00445645 1.56568117

KLF9 NM_001206.2 KLF9 9 Homo sapiens Kruppel-like factor 9 (KLF9), mRNA.BTEB; BTEB1 1.2946E-05 4.6646E-05 1.56523193

LOC645489 XM_928514.1 LOC645489 8 PREDICTED: Homo sapiens hypothetical protein LOC645489 (LOC645489), mRNA.0.00013158 0.00029831 1.56357292

LOC653297 XM_926730.1 LOC653297 X PREDICTED: Homo sapiens similar to CSAG family, member 2 (LOC653297), mRNA.0.0001291 0.00029413 1.56309782

KIAA0913 NM_015037.1 KIAA0913 10 Homo sapiens KIAA0913 (KIAA0913), mRNA.FLJ34302 3.3785E-08 6.7217E-07 1.56302641

C6orf85 NM_021945.4 C6ORF85 6 Homo sapiens chromosome 6 open reading frame 85 (C6orf85), mRNA.DKFZP434F011; FLJ221741.9593E-06 1.1091E-05 1.56170291

C14orf129 NM_016472.3 C14ORF129 14 Homo sapiens chromosome 14 open reading frame 129 (C14orf129), mRNA.HSPC210; GSKIP; MGC49455.3301E-07 4.2905E-06 1.56123764

LOC100133578XM_001714539.1LOC100133578 PREDICTED: Homo sapiens similar to acetylserotonin O-methyltransferase-like (LOC100133578), mRNA.0.00126956 0.00196943 1.56099193

TMEM30A NM_018247.2 TMEM30A 6 Homo sapiens transmembrane protein 30A (TMEM30A), mRNA.FLJ10856; C6orf67; CDC50A3.4462E-06 1.693E-05 1.5599497

ANKFY1 NM_020740.1 ANKFY1 17 Homo sapiens ankyrin repeat and FYVE domain containing 1 (ANKFY1), transcript variant 2, mRNA.KIAA1255; DKFZp686M19106; ANKHZN; ZFYVE140.00010527 0.00025017 1.55838146

HFE NM_000410.3 HFE 6 Homo sapiens hemochromatosis (HFE), transcript variant 1, mRNA.MGC103790; HFE1; HLA-H; HH; dJ221C16.10.10.00125477 0.00195235 1.55687938

UBL3 NM_007106.2 UBL3 13 Homo sapiens ubiquitin-like 3 (UBL3), mRNA.DKFZP434K151; PNSC1; HCG-1; FLJ320185.8644E-05 0.00015456 1.55656833

SNORD83B NR_000028.1 SNORD83B 22 Homo sapiens small nucleolar RNA, C/D box 83B (SNORD83B), small nucleolar RNA.U83B; RNU83B 0.00030467 0.00059589 1.5559892

MYEOV NM_138768.2 MYEOV 11 Homo sapiens myeloma overexpressed (in a subset of t(11;14) positive multiple myelomas) (MYEOV), mRNA.OCIM 3.0643E-06 1.5416E-05 1.55565142

PURB NM_033224.3 PURB 7 Homo sapiens purine-rich element binding protein B (PURB), mRNA.MGC126786; MGC126784; PURBETA4.5404E-07 3.8232E-06 1.55522497

SLC25A4 NM_001151.2 SLC25A4 4 Homo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide translocator), member 4 (SLC25A4), nuclear gene encoding mitochondrial protein, mRNA.PEO2; ANT1; PEO3; T1; ANT1.379E-09 1.1101E-07 1.55515851

INTS5 NM_030628.1 INTS5 11 Homo sapiens integrator complex subunit 5 (INTS5), mRNA.INT5; KIAA1698 1.2609E-06 7.936E-06 1.55450521

LOC100129668XM_001713607.1LOC100129668 6 PREDICTED: Homo sapiens hypothetical protein LOC100129668 (LOC100129668), mRNA.1.5655E-09 1.164E-07 1.55329799

AADACL1 NM_020792.3 AADACL1 3 Homo sapiens arylacetamide deacetylase-like 1 (AADACL1), mRNA.1.6952E-06 9.9621E-06 1.55301595

UFM1 NM_016617.1 UFM1 13 Homo sapiens ubiquitin-fold modifier 1 (UFM1), mRNA.bA131P10.1; C13orf20; BM-0021.5539E-06 9.3318E-06 1.55189191

TMEM56 NM_152487.1 TMEM56 1 Homo sapiens transmembrane protein 56 (TMEM56), mRNA.MGC102912; FLJ318420.05276953 0.04633706 1.55075049

ID2 NM_002166.4 ID2 2 Homo sapiens inhibitor of DNA binding 2, dominant negative helix-loop-helix protein (ID2), mRNA.GIG8; MGC26389; ID2A; ID2H2.531E-09 1.4514E-07 1.54990993

Hs.154336 HS.154336 9 Homo sapiens clone 24583 mRNA sequence0.00792244 0.00940743 1.54966598

TM7SF2 NM_003273.1 TM7SF2 11 Homo sapiens transmembrane 7 superfamily member 2 (TM7SF2), mRNA.ANG1; DHCR14A2.4832E-08 5.63E-07 1.54825237

CHIC2 NM_012110.2 CHIC2 4 Homo sapiens cysteine-rich hydrophobic domain 2 (CHIC2), mRNA.BTL; MGC21173 2.0434E-06 1.142E-05 1.54605059

ZCCHC14 NM_015144.1 ZCCHC14 16 Homo sapiens zinc finger, CCHC domain containing 14 (ZCCHC14), mRNA.MGC126527; BDG29; BDG-29; MGC141391.0767E-07 1.4578E-06 1.54599615

ERMAP NM_001017922.1ERMAP 1 Homo sapiens erythroblast membrane-associated protein (Scianna blood group) (ERMAP), transcript variant 1, mRNA.SC; MGC118813; PRO2801; MGC118810; MGC118811; MGC118812; RD0.05390073 0.04724998 1.54594526

KIDINS220 NM_020738.1 KIDINS220 2 Homo sapiens kinase D-interacting substrate of 220 kDa (KIDINS220), mRNA.ARMS; MGC1634826.4604E-06 2.7121E-05 1.54584506

ASAP3 NM_017707.2 ASAP3 1 Homo sapiens ArfGAP with SH3 domain, ankyrin repeat and PH domain 3 (ASAP3), mRNA.CENTB6; ACAP4; FLJ20199; UPLC1; ASAP36.2456E-07 4.7776E-06 1.5456573

ZBTB48 NM_005341.1 ZBTB48 1 Homo sapiens zinc finger and BTB domain containing 48 (ZBTB48), mRNA.pp9964; HKR3 3.6498E-06 1.7634E-05 1.54478823

CELSR2 NM_001408.1 CELSR2 1 Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 2 (flamingo homolog, Drosophila) (CELSR2), mRNA.CDHF10; FLJ42737; Flamingo1; MEGF3; KIAA0279; EGFL2; FLJ34118; FLJ45845; FLJ451430.00068523 0.00116652 1.54447618

CGRRF1 NM_006568.2 CGRRF1 14 Homo sapiens cell growth regulator with ring finger domain 1 (CGRRF1), mRNA.RNF197; CGR19 2.8296E-05 8.6235E-05 1.54330081

OKL38 NM_013370.2 OKL38 16 Homo sapiens pregnancy-induced growth inhibitor (OKL38), transcript variant 1, mRNA.BDGI 5.8679E-06 2.5139E-05 1.54260466

SYNJ2BP NM_018373.1 SYNJ2BP 14 Homo sapiens synaptojanin 2 binding protein (SYNJ2BP), mRNA.Arip2; OMP25; FLJ112716.0683E-08 9.7515E-07 1.54256683

SLC35A5 NM_017945.2 SLC35A5 3 Homo sapiens solute carrier family 35, member A5 (SLC35A5), mRNA.FLJ25973; DKFZp434E102; FLJ11130; FLJ207309.5968E-05 0.0002319 1.54157371

SNORA80 NR_002996.2 SNORA80 21 Homo sapiens small nucleolar RNA, H/ACA box 80 (SNORA80), small nucleolar RNA.ACA67 0.00846491 0.00996125 1.54114793

PIGM NM_145167.1 PIGM 1 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class M (PIGM), mRNA.MGC29896 3.482E-06 1.7049E-05 1.54018033

MTMR6 NM_004685.2 MTMR6 13 Homo sapiens myotubularin related protein 6 (MTMR6), mRNA.0.00154838 0.00232828 1.53970907

LOC151162 NR_024275.1 LOC151162 2 Homo sapiens hypothetical LOC151162 (LOC151162), non-coding RNA.1.4832E-09 1.1317E-07 1.53960442

Hs.491292 HS.491292 8 Homo sapiens cDNA FLJ36559 fis, clone TRACH20092910.00392758 0.00516728 1.53917135

TSTA3 NM_003313.2 TSTA3 8 Homo sapiens tissue specific transplantation antigen P35B (TSTA3), mRNA.FX; P35B 4.731E-05 0.00013057 1.53883797

POFUT2 NM_015227.3 POFUT2 21 Homo sapiens protein O-fucosyltransferase 2 (POFUT2), transcript variant 1, mRNA.C21orf80; FUT139.4105E-07 6.4106E-06 1.53794211

C15orf57 NM_052849.2 C15ORF57 15 Homo sapiens chromosome 15 open reading frame 57 (C15orf57), transcript variant 2, mRNA.MGC20481; FLJ259151.2846E-06 8.0392E-06 1.53724052

PREB NM_013388.4 PREB 2 Homo sapiens prolactin regulatory element binding (PREB), mRNA.SEC12; MGC34673.4925E-07 3.1721E-06 1.53660142

Hs.545615 HS.545615 9 od80c09.s1 NCI_CGAP_Ov2 Homo sapiens cDNA clone IMAGE:1374256, mRNA sequence0.00049422 0.00089223 1.5363197

CBWD3 NM_201453.2 CBWD3 9 Homo sapiens COBW domain containing 3 (CBWD3), mRNA.bA561O23.1 1.4615E-05 5.1539E-05 1.53619444

RELL1 NM_001085400.1RELL1 4 Homo sapiens RELT-like 1 (RELL1), transcript variant 1, mRNA.MGC50583; FLJ217787.2027E-05 0.00018307 1.53597547

C6orf170 NM_152730.4 C6ORF170 6 Homo sapiens chromosome 6 open reading frame 170 (C6orf170), mRNA.bA301B7.2; FLJ30899; C6orf171; FLJ34235; bA57L9.1; dJ310J6.10.00013377 0.00030243 1.53591411

MPV17 NM_002437.3 MPV17 2 Homo sapiens MpV17 mitochondrial inner membrane protein (MPV17), nuclear gene encoding mitochondrial protein, mRNA.SYM1 3.9508E-07 3.4492E-06 1.53489098

DNAJC25 NM_001015882.1DNAJC25 9 Homo sapiens DnaJ (Hsp40) homolog, subfamily C , member 25 (DNAJC25), mRNA.0.00011622 0.00026998 1.53273176

THYN1 NM_014174.2 THYN1 11 Homo sapiens thymocyte nuclear protein 1 (THYN1), transcript variant 1, mRNA.MY105; MGC12187; MDS012; THY28; HSPC144; THY28KD4.6988E-07 3.9004E-06 1.532493

GRK5 NM_005308.2 GRK5 10 Homo sapiens G protein-coupled receptor kinase 5 (GRK5), mRNA.GPRK5 5.0155E-06 2.2441E-05 1.53199956

JARID2 NM_004973.2 JARID2 6 Homo sapiens jumonji, AT rich interactive domain 2 (JARID2), mRNA.JMJ 3.2879E-07 3.0657E-06 1.53180339

TMEM42 NM_144638.1 TMEM42 3 Homo sapiens transmembrane protein 42 (TMEM42), mRNA.MGC29956 3.8969E-05 0.00011152 1.53149505

TPST2 NM_001008566.1TPST2 22 Homo sapiens tyrosylprotein sulfotransferase 2 (TPST2), transcript variant 1, mRNA.7.8524E-06 3.1474E-05 1.53146801

ARL4A NM_001037164.1ARL4A 7 Homo sapiens ADP-ribosylation factor-like 4A (ARL4A), transcript variant 3, mRNA.ARL4 0.00025592 0.00051584 1.5301075

ULK1 XM_942125.1 ULK1 PREDICTED: Homo sapiens unc-51-like kinase 1 (C. elegans) (ULK1), mRNA.2.5903E-07 2.571E-06 1.53006949

TSPAN9 NM_006675.3 TSPAN9 12 Homo sapiens tetraspanin 9 (TSPAN9), mRNA.PP1057; NET-5 4.9903E-09 1.9902E-07 1.52999377

C12orf44 NM_021934.3 C12ORF44 12 Homo sapiens chromosome 12 open reading frame 44 (C12orf44), transcript variant 2, mRNA.FLJ11773 2.5172E-08 5.6631E-07 1.5297754

MAST3 XM_038150.5 MAST3 19 Homo sapiens microtubule associated serine/threonine kinase 3 (MAST3), mRNA.KIAA0561 2.1027E-05 6.8585E-05 1.52957927

SORL1 NM_003105.3 SORL1 11 Homo sapiens sortilin-related receptor, L(DLR class) A repeats-containing (SORL1), mRNA.LR11; LRP9; SORLA; SorLA-1; gp2500.00419959 0.00546695 1.52897523
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FLJ10986 NM_018291.2 FLJ10986 1 Homo sapiens hypothetical protein FLJ10986 (FLJ10986), mRNA.RP11-242B9.1 0.01228847 0.0136428 1.52676519

POLR3H NM_001018050.1POLR3H 22 Homo sapiens polymerase (RNA) III (DNA directed) polypeptide H (22.9kD) (POLR3H), transcript variant 3, mRNA.RPC8; MGC29654; MGC111097; KIAA16650.00097376 0.00157084 1.52667419

FLJ31306 XM_001717968.1FLJ31306 14 PREDICTED: Homo sapiens hypothetical protein FLJ31306 (FLJ31306), mRNA.0.00013158 0.00029824 1.52594802

CLCN3 NM_001829.2 CLCN3 4 Homo sapiens chloride channel 3 (CLCN3), transcript variant e, mRNA.ClC-3; CLC3 8.7201E-05 0.0002148 1.52560753

ASB1 NM_016114.3 ASB1 2 Homo sapiens ankyrin repeat and SOCS box-containing 1 (ASB1), mRNA.MGC11165; KIAA1146; ASB-14.8099E-06 2.1776E-05 1.52503176

TTC14 NM_133462.1 TTC14 3 Homo sapiens tetratricopeptide repeat domain 14 (TTC14), transcript variant 2, mRNA.DRDL5813; KIAA1980; DKFZp313M1015; FLJ00166; PRO196300.00129024 0.00199798 1.52473895

LOC644799 XM_934554.1 LOC644799 20 PREDICTED: Homo sapiens hypothetical protein LOC644799, transcript variant 1 (LOC644799), mRNA.2.8086E-08 5.9381E-07 1.52461179

C1orf97 NM_032705.2 C1ORF97 1 Homo sapiens chromosome 1 open reading frame 97 (C1orf97), mRNA.MGC14801; FLJ27348; RP11-318L16.3; FLJ273477.5697E-07 5.4664E-06 1.52363232

LOC283788 XM_001723589.1LOC283788 PREDICTED: Homo sapiens hypothetical protein LOC283788, transcript variant 2 (LOC283788), mRNA.0.01769516 0.01857146 1.52164091

ANKRD20A1 NM_001012421.1ANKRD20A1 Homo sapiens ankyrin repeat domain 20 family, member A1 (ANKRD20A1), mRNA.DKFZp434A171; ANKRD20A0.00035237 0.00067254 1.52112854

GCLC NM_001498.2 GCLC 6 Homo sapiens glutamate-cysteine ligase, catalytic subunit (GCLC), mRNA.GCS; GLCLC; GLCL0.00029204 0.00057425 1.52063592

FAM131A NM_144635.3 FAM131A 3 Homo sapiens family with sequence similarity 131, member A (FAM131A), mRNA.MGC21688; PRO1378; FLAT715; C3orf403.6373E-05 0.00010588 1.52006773

SRXN1 NM_080725.1 SRXN1 20 Homo sapiens sulfiredoxin 1 homolog (S. cerevisiae) (SRXN1), mRNA.Npn3; SRX1; C20orf139; YKL086W; dJ850E9.24.6784E-09 1.9271E-07 1.520048

ADARB1 NM_001033049.1ADARB1 21 Homo sapiens adenosine deaminase, RNA-specific, B1 (RED1 homolog rat) (ADARB1), transcript variant 1, mRNA.ADAR2a; ADAR2; DRABA2; DRADA2; ADAR2a-L1; ADAR2a-L2; ADAR2g; ADAR2c; RED1; ADAR2a-L3; ADAR2b; ADAR2d0.00069206 0.00117655 1.51972419

AXUD1 NM_033027.2 AXUD1 3 Homo sapiens AXIN1 up-regulated 1 (AXUD1), mRNA.FAM130B; TAIP-3; DKFZp566F164; URAX13.3168E-05 9.7854E-05 1.51966684

CYP26B1 NM_019885.2 CYP26B1 2 Homo sapiens cytochrome P450, family 26, subfamily B, polypeptide 1 (CYP26B1), mRNA.CYP26A2; MGC129613; P450RAI-2; DKFZp686G06383.0325E-07 2.9079E-06 1.51962212

TRAK2 NM_015049.1 TRAK2 2 Homo sapiens trafficking protein, kinesin binding 2 (TRAK2), mRNA.KIAA0549; GRIF1; ALS2CR3; OIP98; GRIF-1; CALS-C6.2268E-05 0.00016231 1.51897916

ELL2 NM_012081.3 ELL2 Homo sapiens elongation factor, RNA polymerase II, 2 (ELL2), mRNA.0.00246993 0.00346296 1.51875124

TUBB4 NM_006087.2 TUBB4 19 Homo sapiens tubulin, beta 4 (TUBB4), mRNA.TUBB5; beta-5 1.0463E-06 6.9389E-06 1.5172004

C1orf66 NM_015997.2 C1ORF66 1 Homo sapiens chromosome 1 open reading frame 66 (C1orf66), mRNA.CGI-41 0.00010181 0.00024347 1.51710049

COG3 NM_031431.2 COG3 13 Homo sapiens component of oligomeric golgi complex 3 (COG3), mRNA.SEC34 0.00247 0.0034625 1.51651692

TMEM184C NM_018241.2 TMEM184C 4 Homo sapiens transmembrane protein 184C (TMEM184C), mRNA.7.1994E-05 0.00018304 1.51628884

NSUN6 NM_182543.1 NSUN6 10 Homo sapiens NOL1/NOP2/Sun domain family, member 6 (NSUN6), mRNA.4933414E04Rik; NOPD1; FLJ237430.00054598 0.0009709 1.51613875

MERTK NM_006343.2 MERTK 2 Homo sapiens c-mer proto-oncogene tyrosine kinase (MERTK), mRNA.MGC133349; c-mer; RP38; MER0.01084298 0.01228833 1.51513043

HEYL NM_014571.2 HEYL 1 Homo sapiens hairy/enhancer-of-split related with YRPW motif-like (HEYL), mRNA.MGC12623; HRT34.9124E-06 2.2103E-05 1.51427218

GRB2 NM_002086.3 GRB2 17 Homo sapiens growth factor receptor-bound protein 2 (GRB2), transcript variant 1, mRNA.MST084; ASH; MSTP084; EGFRBP-GRB2; Grb3-34.2631E-05 0.00011993 1.51418806

TMEM206 NM_018252.2 TMEM206 1 Homo sapiens transmembrane protein 206 (TMEM206), mRNA.C1orf75; RP11-384C4.5; FLJ108745.7332E-06 2.4731E-05 1.51387588

ZNF212 NM_012256.2 ZNF212 7 Homo sapiens zinc finger protein 212 (ZNF212), mRNA.MGC9707; ZNFC150; C2H2-150; ZNF1820.00011144 0.00026103 1.51360013

CHKA XM_945706.1 CHKA PREDICTED: Homo sapiens choline kinase alpha, transcript variant 4 (CHKA), mRNA.2.7347E-06 1.4206E-05 1.5128378

LOC643882 XM_931879.1 LOC643882 12 PREDICTED: Homo sapiens hypothetical protein LOC643882 (LOC643882), mRNA.0.00042412 0.00078591 1.51255575

C16orf56 NM_025082.1 C16ORF56 16 Homo sapiens chromosome 16 open reading frame 56 (C16orf56), mRNA.FLJ13111 1.5E-06 9.0514E-06 1.51207269

GOLGA8B NM_001023567.1GOLGA8B Homo sapiens golgi autoantigen, golgin subfamily a, 8B (GOLGA8B), mRNA.KIAA0855; GOLGA57.1004E-08 1.076E-06 1.51178702

ZDHHC9 NM_001008222.1ZDHHC9 X Homo sapiens zinc finger, DHHC-type containing 9 (ZDHHC9), transcript variant 2, mRNA.ZNF379; CGI-89; ZDHHC10; ZNF380; DHHC9; CXorf117.282E-05 0.00018477 1.51135251

LOC653344 XM_933085.1 LOC653344 15 PREDICTED: Homo sapiens similar to cis-Golgi matrix protein GM130, transcript variant 2 (LOC653344), mRNA.7.5281E-08 1.1157E-06 1.51108564

DYNLL2 NM_080677.1 DYNLL2 17 Homo sapiens dynein, light chain, LC8-type 2 (DYNLL2), mRNA.MGC17810; DNCL1B; Dlc21.0161E-07 1.3974E-06 1.51091457

TBCE NM_003193.3 TBCE 1 Homo sapiens tubulin folding cofactor E (TBCE), transcript variant 2, mRNA.KCS; KCS1; pac2; HRD1.6232E-07 1.8989E-06 1.5103377

TTYH3 NM_025250.2 TTYH3 7 Homo sapiens tweety homolog 3 (Drosophila) (TTYH3), mRNA.KIAA1691 0.00019799 0.00041639 1.51014023

NUDT22 NM_032344.1 NUDT22 11 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 22 (NUDT22), mRNA.MGC13045 2.7087E-05 8.3243E-05 1.51009113

LOC346887 XM_943533.1 LOC346887 PREDICTED: Homo sapiens similar to solute carrier family 16 (monocarboxylic acid transporters), member 14 (LOC346887), mRNA.1.6521E-08 4.3143E-07 1.50991052

EIF4EBP2 NM_004096.3 EIF4EBP2 10 Homo sapiens eukaryotic translation initiation factor 4E binding protein 2 (EIF4EBP2), mRNA.4EBP2 1.7981E-06 1.0407E-05 1.50955134

CPSF3L NM_017871.3 CPSF3L 1 Homo sapiens cleavage and polyadenylation specific factor 3-like (CPSF3L), mRNA.RC68; RC-68; INTS11; FLJ13294; CPSF73L; FLJ20542; INT114.4007E-06 2.0397E-05 1.508362

TSC1 NM_000368.3 TSC1 9 Homo sapiens tuberous sclerosis 1 (TSC1), transcript variant 1, mRNA.TSC; LAM; MGC86987; KIAA02431.9794E-05 6.5388E-05 1.50793378

B9D2 NM_030578.2 B9D2 19 Homo sapiens B9 protein domain 2 (B9D2), mRNA.MGC4093; ICIS-10.00764938 0.00912641 1.50761467

SPRY1 NM_005841.1 SPRY1 4 Homo sapiens sprouty homolog 1, antagonist of FGF signaling (Drosophila) (SPRY1), transcript variant 1, mRNA.hSPRY1 0.05109334 0.04512713 1.50759071

DGKQ NM_001347.2 DGKQ 4 Homo sapiens diacylglycerol kinase, theta 110kDa (DGKQ), mRNA.DAGK7; DAGK4; DAGK5.9924E-08 9.6472E-07 1.50710209

SCPEP1 NM_021626.1 SCPEP1 17 Homo sapiens serine carboxypeptidase 1 (SCPEP1), mRNA.RISC; HSCP1 1.8633E-08 4.6843E-07 1.50702708

INSIG2 NM_016133.2 INSIG2 2 Homo sapiens insulin induced gene 2 (INSIG2), mRNA.MGC26273 8.4885E-06 3.3353E-05 1.5069367

CPT2 NM_000098.1 CPT2 1 Homo sapiens carnitine palmitoyltransferase II (CPT2), nuclear gene encoding mitochondrial protein, mRNA.CPTASE; CPT1 1.3495E-05 4.8152E-05 1.50693222

NECAP2 NM_018090.3 NECAP2 1 Homo sapiens NECAP endocytosis associated 2 (NECAP2), mRNA.FLJ10420; RP4-798A10.12.5964E-07 2.5741E-06 1.50675981

ST7L NM_138729.2 ST7L 1 Homo sapiens suppression of tumorigenicity 7 like (ST7L), transcript variant 4, mRNA.FLJ11657; FLJ20284; STLR; ST7R0.01762678 0.01851075 1.50583137

TMEM111 NM_018447.1 TMEM111 3 Homo sapiens transmembrane protein 111 (TMEM111), mRNA.POB 1.5107E-05 5.2786E-05 1.50426718

M160 NM_174941.3 M160 12 Homo sapiens scavenger receptor cysteine-rich type 1 protein M160 (M160), mRNA.CD163B 5.4018E-06 2.3591E-05 1.50425137

RNF216 NM_019011.4 RNF216 7 Homo sapiens ring finger protein 216 (RNF216), transcript variant 1, mRNA.ZIN; UBCE7IP1; U7I11.0809E-05 4.0427E-05 1.50414623

GTF2B NM_001514.3 GTF2B 1 Homo sapiens general transcription factor IIB (GTF2B), mRNA.TFIIB; TF2B 1.587E-07 1.869E-06 1.50414001

FAM105A NM_019018.1 FAM105A 5 Homo sapiens family with sequence similarity 105, member A (FAM105A), mRNA.FLJ11127 0.03089259 0.02968801 1.50412807

MT1A NM_005946.2 MT1A 16 Homo sapiens metallothionein 1A (MT1A), mRNA.MTC; MT1; MGC32848; MT1S8.8735E-06 3.4496E-05 1.50378617

ACTR1B NM_005735.2 ACTR1B 2 Homo sapiens ARP1 actin-related protein 1 homolog B, centractin beta (yeast) (ACTR1B), mRNA.CTRN2; ARP1B 3.0762E-07 2.9242E-06 1.50323018

TOM1 NM_005488.1 TOM1 22 Homo sapiens target of myb1 (chicken) (TOM1), mRNA.FLJ33404 0.00016302 0.00035616 1.50240534

UBN1 NM_001079514.1UBN1 16 Homo sapiens ubinuclein 1 (UBN1), transcript variant 2, mRNA.VT4; VT 3.195E-07 3.0014E-06 1.50210735

FAM188A NM_024948.2 FAM188A 10 Homo sapiens family with sequence similarity 188, member A (FAM188A), mRNA.DERP5; MST126; my042; FLJ13397; MSTP126; CARP; RP11-394I23.14.9212E-08 8.4004E-07 1.50094772

RABEP1 NM_004703.3 RABEP1 17 Homo sapiens rabaptin, RAB GTPase binding effector protein 1 (RABEP1), transcript variant 2, mRNA.RABPT5; RAB5EP1.6337E-07 1.8985E-06 1.50079199

ACAA1 NM_001607.2 ACAA1 3 Homo sapiens acetyl-Coenzyme A acyltransferase 1 (peroxisomal 3-oxoacyl-Coenzyme A thiolase) (ACAA1), nuclear gene encoding mitochondrial protein, mRNA.THIO; ACAA; PTHIO1.2304E-05 4.4927E-05 1.50067966

NUDT18 NM_024815.2 NUDT18 8 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 18 (NUDT18), mRNA.FLJ22494 4.6515E-05 0.00012879 1.50033758

PIK3AP1 NM_152309.2 PIK3AP1 10 Homo sapiens phosphoinositide-3-kinase adaptor protein 1 (PIK3AP1), mRNA.BCAP; RP11-34E5.30.0491696 0.04374066 1.49991423

FAM53B NM_014661.3 FAM53B 10 Homo sapiens family with sequence similarity 53, member B (FAM53B), mRNA.RP11-12J10.2; KIAA0140; bA12J10.20.0053148 0.0066952 1.4994885

SNX22 NM_024798.2 SNX22 15 Homo sapiens sorting nexin 22 (SNX22), mRNA.FLJ13952 0.00280947 0.00385462 1.49935108

PLCG1 NM_182811.1 PLCG1 20 Homo sapiens phospholipase C, gamma 1 (PLCG1), transcript variant 2, mRNA.PLC1; PLCgamma1; PLC148; PLC-II0.00041369 0.00076982 1.49802776

LOC100131096XM_001726205.1LOC100131096 PREDICTED: Homo sapiens hypothetical protein LOC100131096 (LOC100131096), mRNA.0.00047838 0.00086792 1.49764239

PDE6D NM_002601.2 PDE6D 2 Homo sapiens phosphodiesterase 6D, cGMP-specific, rod, delta (PDE6D), mRNA.PDED 2.0453E-07 2.1885E-06 1.49649773

BAP1 NM_004656.2 BAP1 3 Homo sapiens BRCA1 associated protein-1 (ubiquitin carboxy-terminal hydrolase) (BAP1), mRNA.KIAA0272; DKFZp686N04275; hucep-6; FLJ35406; FLJ37180; HUCEP-130.00062789 0.00108682 1.49599503
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PPIL6 NM_173672.1 PPIL6 6 Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 6 (PPIL6), mRNA.bA425D10.6; MGC41939; dJ919F19.10.01633101 0.01734935 1.49569884

PTK6 NM_005975.2 PTK6 20 Homo sapiens PTK6 protein tyrosine kinase 6 (PTK6), mRNA.FLJ42088; BRK 0.02659698 0.02628837 1.49558871

Hs.580797 HS.580797 20 MR1-GN0172-061100-005-h03 GN0172 Homo sapiens cDNA, mRNA sequence0.0066299 0.00808264 1.49548997

YIF1B NM_001031731.1YIF1B 19 Homo sapiens Yip1 interacting factor homolog B (S. cerevisiae) (YIF1B), transcript variant 1, mRNA.FinGER8 3.3047E-07 3.0715E-06 1.49499373

RBL2 NM_005611.2 RBL2 16 Homo sapiens retinoblastoma-like 2 (p130) (RBL2), mRNA.Rb2; P130; FLJ264592.6536E-05 8.1867E-05 1.49251581

EVI5L NM_145245.2 EVI5L 19 Homo sapiens ecotropic viral integration site 5-like (EVI5L), mRNA.2.3189E-06 1.2528E-05 1.49187078

PTRH1 NM_001002913.1PTRH1 9 Homo sapiens peptidyl-tRNA hydrolase 1 homolog (S. cerevisiae) (PTRH1), mRNA.MGC51999; PTH1; C9orf1150.00022156 0.00045611 1.49179936

SPAG9 NM_172345.1 SPAG9 17 Homo sapiens sperm associated antigen 9 (SPAG9), transcript variant 2, mRNA.PHET; MGC74461; HSS; PIG6; KIAA0516; FLJ34602; MGC14967; MGC117291; JLP; HLC4; FLJ13450; FLJ140062.8443E-05 8.6592E-05 1.49167543

MTMR15 NM_014967.3 MTMR15 15 Homo sapiens myotubularin related protein 15 (MTMR15), mRNA.DKFZp451H236; DKFZp686K16147; KIAA10180.00126168 0.00195929 1.49110747

ABHD12 NM_001042472.1ABHD12 20 Homo sapiens abhydrolase domain containing 12 (ABHD12), transcript variant 1, mRNA.DKFZP434P106; dJ965G21.2; C20orf22; ABHD12A; BEM46L20.00234216 0.0033156 1.48983167

PSCD1 NM_017456.1 PSCD1 17 Homo sapiens pleckstrin homology, Sec7 and coiled-coil domains 1(cytohesin 1) (PSCD1), transcript variant 2, mRNA.D17S811E; B2-1; CYTOHESIN-1; SEC72.2051E-07 2.3171E-06 1.48931867

TUSC2 NM_007275.1 TUSC2 3 Homo sapiens tumor suppressor candidate 2 (TUSC2), mRNA.FUS1; C3orf11; PDAP2; PAP0.00114859 0.00181026 1.48908982

Hs.371609 HS.371609 3 Homo sapiens cDNA clone IMAGE:52612139.4975E-06 3.6437E-05 1.48871371

KLHL9 NM_018847.1 KLHL9 9 Homo sapiens kelch-like 9 (Drosophila) (KLHL9), mRNA.RP11-380P16.6; FLJ218152.2241E-07 2.3231E-06 1.48862245

RAGE NM_014226.1 RAGE 14 Homo sapiens renal tumor antigen (RAGE), mRNA.MOK; RAGE1 0.04884884 0.04351266 1.48835495

PRKD2 NM_016457.3 PRKD2 19 Homo sapiens protein kinase D2 (PRKD2), mRNA.HSPC187; PKD20.00018667 0.00039696 1.48825985

WDR19 NM_025132.3 WDR19 4 Homo sapiens WD repeat domain 19 (WDR19), mRNA.PWDMP; KIAA1638; FLJ23127; ORF260.00391477 0.00515274 1.4872549

CABC1 NM_020247.3 CABC1 1 Homo sapiens chaperone, ABC1 activity of bc1 complex homolog (S. pombe) (CABC1), nuclear gene encoding mitochondrial protein, mRNA.MGC4849; COQ8; ADCK33.4014E-07 3.125E-06 1.48703436

ARL8B NM_018184.2 ARL8B 3 Homo sapiens ADP-ribosylation factor-like 8B (ARL8B), mRNA.FLJ10702; ARL10C; Gie18.7911E-09 2.9667E-07 1.48652931

KIAA1128 NM_018999.1 KIAA1128 10 Homo sapiens KIAA1128 (KIAA1128), mRNA.FLJ14262; bA486O22.10.00033944 0.00065227 1.48590274

DUSP1 NM_004417.2 DUSP1 5 Homo sapiens dual specificity phosphatase 1 (DUSP1), mRNA.HVH1; MKP1; MKP-1; PTPN10; CL1003.8235E-08 7.2301E-07 1.48578826

ELMOD2 NM_153702.1 ELMOD2 4 Homo sapiens ELMO/CED-12 domain containing 2 (ELMOD2), mRNA.MGC10084; 9830169G11Rik0.00607812 0.00752178 1.48529572

ZNF503 NM_032772.4 ZNF503 10 Homo sapiens zinc finger protein 503 (ZNF503), mRNA.1.4605E-06 8.8682E-06 1.48418726

UBL7 NM_032907.3 UBL7 15 Homo sapiens ubiquitin-like 7 (bone marrow stromal cell-derived) (UBL7), transcript variant 1, mRNA.TCBA1; MGC14421; BMSC-UbP0.00014095 0.00031572 1.48363918

GPR158L1 XM_936553.1 GPR158L1 PREDICTED: Homo sapiens GPR158-like 1 (GPR158L1), mRNA.0.05464785 0.04777127 1.48320128

YIPF1 NM_018982.3 YIPF1 1 Homo sapiens Yip1 domain family, member 1 (YIPF1), mRNA.FinGER1; DJ167A19.17.581E-07 5.4701E-06 1.48255998

PLCB2 NM_004573.1 PLCB2 15 Homo sapiens phospholipase C, beta 2 (PLCB2), mRNA.FLJ38135 0.0423925 0.03867649 1.48148406

TMEM149 NM_024660.1 TMEM149 19 Homo sapiens transmembrane protein 149 (TMEM149), mRNA.U2AF1L4; FLJ225730.03814826 0.0354306 1.48125102

TBC1D20 NM_144628.2 TBC1D20 20 Homo sapiens TBC1 domain family, member 20 (TBC1D20), mRNA.FLJ45119; C20orf1400.00020872 0.00043488 1.48063115

LOC642076 XM_001717499.1LOC642076 6 PREDICTED: Homo sapiens similar to hCG1789038 (LOC642076), mRNA.0.0452058 0.04083135 1.48037349

GIYD1 NM_001014999.1GIYD1 16 Homo sapiens GIY-YIG domain containing 1 (GIYD1), transcript variant 1, mRNA.0.0014944 0.00226144 1.47988149

C1orf52 NM_198077.1 C1ORF52 1 Homo sapiens chromosome 1 open reading frame 52 (C1orf52), mRNA.RP11-234D19.1; gm117; FLJ449825.2782E-07 4.2644E-06 1.47875252

CRK NM_016823.2 CRK 17 Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), transcript variant II, mRNA.CRKII 1.2049E-07 1.5616E-06 1.47807629

ISCA1 NM_030940.3 ISCA1 9 Homo sapiens iron-sulfur cluster assembly 1 homolog (S. cerevisiae) (ISCA1), mRNA.hIscA; RP11-507D14.2; HBLD2; ISA1; MGC42763.618E-05 0.00010546 1.47799911

RHBDF1 NM_022450.2 RHBDF1 16 Homo sapiens rhomboid 5 homolog 1 (Drosophila) (RHBDF1), mRNA.gene -90; gene -89; C16orf8; FLJ22357; EGFR-RS; hDist1; Dist1; FLJ22352.5897E-06 1.3663E-05 1.477084

NPTN NM_012428.1 NPTN 15 Homo sapiens neuroplastin (NPTN), transcript variant beta, mRNA.SDFR1; GP55; DKFZp686L2477; np65; np55; GP65; SDR1; MGC1028052.1333E-09 1.3182E-07 1.47663627

PTGR2 NM_152444.1 PTGR2 14 Homo sapiens prostaglandin reductase 2 (PTGR2), mRNA.FLJ39091; PGR-2; PGR2; DKFZp686P101200.00396079 0.00520394 1.47593399

DIRC2 NM_032839.1 DIRC2 3 Homo sapiens disrupted in renal carcinoma 2 (DIRC2), mRNA.FLJ14784; RCC43.0645E-06 1.5408E-05 1.47521839

TDRD7 NM_014290.1 TDRD7 9 Homo sapiens tudor domain containing 7 (TDRD7), mRNA.PCTAIRE2BP; RP11-508D10.1; KIAA15290.00605828 0.0075004 1.47465533

CADM4 NM_145296.1 CADM4 19 Homo sapiens cell adhesion molecule 4 (CADM4), mRNA.Necl-4; TSLL2; IGSF4C; synCAM40.00089289 0.0014597 1.4744944

CHKB NM_152253.1 CHKB Homo sapiens choline kinase beta (CHKB), transcript variant 2, mRNA.CHKL; CHETK 0.00479881 0.00612611 1.47366469

EPHA1 NM_005232.3 EPHA1 7 Homo sapiens EPH receptor A1 (EPHA1), mRNA.EPHT; MGC163163; EPHT1; EPH1.052E-05 3.9562E-05 1.4736225

TOP3B NM_003935.3 TOP3B 22 Homo sapiens topoisomerase (DNA) III beta (TOP3B), mRNA.FLJ39376 7.0326E-06 2.8874E-05 1.47315583

PIGS NM_033198.2 PIGS 17 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class S (PIGS), mRNA.FLJ45226; DKFZp686K202160.00254031 0.00354238 1.47302658

GABPAP XM_938337.1 GABPAP Homo sapiens GA binding protein transcription factor, alpha subunit pseudogene (GABPAP) on chromosome 7.E4TF1; GABPB1; E4TF1B0.01485912 0.01599483 1.47289717

C12orf5 NM_020375.1 C12ORF5 12 Homo sapiens chromosome 12 open reading frame 5 (C12orf5), mRNA.TIGAR 0.0002199 0.00045343 1.47196032

ZNF45 NM_003425.2 ZNF45 19 Homo sapiens zinc finger protein 45 (ZNF45), mRNA.KOX5; ZNF13 0.00250515 0.00350114 1.47186511

ZNF669 NM_024804.1 ZNF669 1 Homo sapiens zinc finger protein 669 (ZNF669), mRNA.FLJ12606 0.00206579 0.00297868 1.47164899

FLVCR2 NM_017791.1 FLVCR2 14 Homo sapiens feline leukemia virus subgroup C cellular receptor family, member 2 (FLVCR2), mRNA.FLVCR2; C14orf58; FLJ20371; CCT0.01947549 0.0201412 1.47076987

IFNGR1 NM_000416.1 IFNGR1 6 Homo sapiens interferon gamma receptor 1 (IFNGR1), mRNA.CD119; IFNGR; FLJ457345.4563E-08 8.9988E-07 1.47044471

HSPC157 NR_023919.1 HSPC157 1 Homo sapiens hypothetical LOC29092 (HSPC157), transcript variant 2, non-coding RNA.2.2266E-05 7.1613E-05 1.47031518

PIGF NM_173074.1 PIGF 2 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class F (PIGF), transcript variant 2, mRNA.MGC32646; MGC331366.4912E-05 0.00016795 1.47009663

HEATR5B NM_019024.1 HEATR5B 2 Homo sapiens HEAT repeat containing 5B (HEATR5B), mRNA.KIAA1414 1.517E-05 5.2966E-05 1.47005596

ATXN1 NM_000332.2 ATXN1 6 Homo sapiens ataxin 1 (ATXN1), mRNA.SCA1; D6S504E; ATX10.0002181 0.00045037 1.46815741

MIDN NM_177401.4 MIDN 19 Homo sapiens midnolin (MIDN), mRNA.DKFZp547M072 4.9895E-06 2.2347E-05 1.46671018

Hs.294603 HS.294603 14 Homo sapiens cDNA FLJ12874 fis, clone NT2RP20037691.8047E-07 2.0171E-06 1.46663043

ZBTB5 NM_014872.1 ZBTB5 9 Homo sapiens zinc finger and BTB domain containing 5 (ZBTB5), mRNA.9.0106E-05 0.0002204 1.46626645

Hs.551538 HS.551538 7 Homo sapiens mRNA; cDNA DKFZp761E1721 (from clone DKFZp761E1721)1.5661E-05 5.4419E-05 1.46592194

FBXO33 NM_203301.1 FBXO33 14 Homo sapiens F-box protein 33 (FBXO33), mRNA.c14_5247; Fbx33 3.54E-07 3.212E-06 1.4645599

MUM1L1 NM_152423.2 MUM1L1 X Homo sapiens melanoma associated antigen (mutated) 1-like 1 (MUM1L1), mRNA.MGC129994; FLJ33516; MGC1299950.0193043 0.0199948 1.46432057

KIF1B NM_183416.2 KIF1B 1 Homo sapiens kinesin family member 1B (KIF1B), transcript variant 1, mRNA.KIAA0591; HMSNII; CMT2; FLJ23699; KIAA1448; CMT2A; MGC134844; CMT2A1; KLP2.3834E-05 7.5495E-05 1.46381829

CTSD NM_001909.3 CTSD 11 Homo sapiens cathepsin D (CTSD), mRNA.CLN10; MGC2311; CPSD0.00032207 0.00062285 1.46357488

C15orf39 NM_015492.3 C15ORF39 15 Homo sapiens chromosome 15 open reading frame 39 (C15orf39), mRNA.DKFZP434H132; FLJ46337; MGC1172090.0011957 0.00187307 1.46249645

POLR2J2 NM_032959.4 POLR2J2 7 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J2 (POLR2J2), mRNA.MGC54043; MGC105050; RPB11b1; HRPB11B5.5645E-07 4.4184E-06 1.46244472

PRIC285 NM_033405.2 PRIC285 20 Homo sapiens peroxisomal proliferator-activated receptor A interacting complex 285 (PRIC285), transcript variant 2, mRNA.MGC138228; PDIP-1; PDIP1alpha; KIAA1769; PDIP1beta; MGC132634; FLJ002446.0235E-07 4.6523E-06 1.46091468

CAPRIN2 NM_023925.3 CAPRIN2 12 Homo sapiens caprin family member 2 (CAPRIN2), transcript variant 2, mRNA.MGC134848; MGC102894; MGC134847; FLJ11391; caprin-2; C1QDC1; EEG-1; FLJ22569; EEG12.9777E-06 1.5155E-05 1.46025547

COG6 NM_020751.1 COG6 13 Homo sapiens component of oligomeric golgi complex 6 (COG6), mRNA.COD2; KIAA1134; DKFZp313D1910.00019574 0.00041303 1.45967488

TULP4 NM_020245.3 TULP4 6 Homo sapiens tubby like protein 4 (TULP4), transcript variant 1, mRNA.RP3-442A17.1; KIAA1397; TUSP0.00042201 0.00078248 1.45923134

KIAA0672 NM_014859.3 KIAA0672 17 Homo sapiens KIAA0672 gene product (KIAA0672), mRNA.0.00029744 0.00058384 1.45777701

Hs.296031 HS.296031 X Homo sapiens cDNA clone IMAGE:52627346.5228E-06 2.7344E-05 1.45767772
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ARIH1 NM_005744.2 ARIH1 15 Homo sapiens ariadne homolog, ubiquitin-conjugating enzyme E2 binding protein, 1 (Drosophila) (ARIH1), mRNA.ARI; HHARI; UBCH7BP; HARI4.4218E-05 0.00012356 1.45751192

CBX4 NM_003655.2 CBX4 17 Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4), mRNA.NBP16; PC2; hPC2 3.37E-05 9.9257E-05 1.45665845

CGN NM_020770.1 CGN 1 Homo sapiens cingulin (CGN), mRNA.FLJ39281; DKFZp779N1112; KIAA13191.7724E-06 1.0305E-05 1.45635342

MNAT1 NM_002431.2 MNAT1 14 Homo sapiens menage a trois homolog 1, cyclin H assembly factor (Xenopus laevis) (MNAT1), mRNA.MAT1; RNF66 5.2622E-06 2.3201E-05 1.4560753

C18orf32 NM_001035005.2C18ORF32 18 Homo sapiens chromosome 18 open reading frame 32 (C18orf32), mRNA.FLJ23458 8.5902E-05 0.00021237 1.45591561

ELF1 NM_172373.2 ELF1 13 Homo sapiens E74-like factor 1 (ets domain transcription factor) (ELF1), mRNA.1.6943E-06 9.9639E-06 1.45587391

MGC4677 XM_939115.1 MGC4677 2 Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA.MGC17532; MGC881821.253E-05 4.5523E-05 1.4556088

C15orf21 NM_001005269.1C15ORF21 15 Homo sapiens chromosome 15 open reading frame 21 (C15orf21), transcript variant 2, mRNA.D-PCa-2; FLJ394260.00102943 0.00164761 1.45545621

PIH1D1 NM_017916.1 PIH1D1 19 Homo sapiens PIH1 domain containing 1 (PIH1D1), mRNA.NOP17; FLJ206432.7809E-05 8.5074E-05 1.45468352

TRAFD1 NM_006700.1 TRAFD1 12 Homo sapiens TRAF-type zinc finger domain containing 1 (TRAFD1), mRNA.FLN29 0.00360856 0.00479139 1.45453938

EIF2S1 NM_004094.4 EIF2S1 14 Homo sapiens eukaryotic translation initiation factor 2, subunit 1 alpha, 35kDa (EIF2S1), mRNA.EIF2A; EIF-2A; EIF2; EIF-2; EIF-2alpha9.7664E-06 3.7289E-05 1.45444688

ZNF252 NR_023392.1 ZNF252 8 Homo sapiens zinc finger protein 252 (ZNF252), non-coding RNA.2.7338E-06 1.421E-05 1.45334277

ZNF557 NM_001044387.1ZNF557 19 Homo sapiens zinc finger protein 557 (ZNF557), transcript variant 2, mRNA.MGC4054 0.00022896 0.00046914 1.45315813

KDELR3 NM_016657.1 KDELR3 22 Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 3 (KDELR3), transcript variant 2, mRNA.ERD2L3 1.2472E-06 7.8898E-06 1.45291554

TTC1 NM_003314.1 TTC1 5 Homo sapiens tetratricopeptide repeat domain 1 (TTC1), mRNA.TPR1 4.1225E-06 1.9415E-05 1.45183187

LOC645094 XR_039085.1 LOC645094 PREDICTED: Homo sapiens misc_RNA (LOC645094), miscRNA.4.1327E-05 0.00011705 1.45133729

SEZ6L2 NM_201575.1 SEZ6L2 Homo sapiens seizure related 6 homolog (mouse)-like 2 (SEZ6L2), transcript variant 2, mRNA.FLJ90517; PSK-13.2528E-05 9.6257E-05 1.45018884

WDR26 NM_025160.4 WDR26 1 Homo sapiens WD repeat domain 26 (WDR26), mRNA.FLJ21016; MIP2; CDW20.00332846 0.00447227 1.44842864

SUPT5H NM_003169.2 SUPT5H 19 Homo sapiens suppressor of Ty 5 homolog (S. cerevisiae) (SUPT5H), mRNA.SPT5H; SPT5; FLJ341571.0644E-06 7.0274E-06 1.44809681

STX8 NM_004853.1 STX8 17 Homo sapiens syntaxin 8 (STX8), mRNA.CARB 1.8307E-07 2.0332E-06 1.44764748

ENDOD1 XM_943182.1 ENDOD1 11 Homo sapiens endonuclease domain containing 1 (ENDOD1), mRNA.MGC88092; KIAA08302.0181E-05 6.6342E-05 1.44632801

APLP2 NM_001642.1 APLP2 11 Homo sapiens amyloid beta (A4) precursor-like protein 2 (APLP2), mRNA.CDEBP; APPH; APPL25.3942E-06 2.3582E-05 1.445811

RAB1A NM_004161.3 RAB1A 2 Homo sapiens RAB1A, member RAS oncogene family (RAB1A), mRNA.YPT1; RAB1; DKFZP564B1630.01698305 0.01795509 1.44526737

TMEM132A NM_178031.2 TMEM132A 11 Homo sapiens transmembrane protein 132A (TMEM132A), transcript variant 2, mRNA.DKFZp547E212; HSPA5BP1; FLJ20539; GBP; MGC1386693.2889E-06 1.6294E-05 1.44471363

SMA4 NM_021652.2 SMA4 Homo sapiens SMA4 (SMA4), mRNA.MGC22265 0.00036782 0.00069704 1.44467021

GPAA1 NM_003801.2 GPAA1 8 Homo sapiens glycosylphosphatidylinositol anchor attachment protein 1 homolog (yeast) (GPAA1), mRNA.hGAA1; GAA1 1.2616E-06 7.929E-06 1.44433586

COBL NM_015198.2 COBL 7 Homo sapiens cordon-bleu homolog (mouse) (COBL), mRNA.DKFZp686G13227; MGC131893; KIAA06333.3907E-07 3.1185E-06 1.4436396

FBXO46 XM_942691.1 FBXO46 19 PREDICTED: Homo sapiens F-box protein 46, transcript variant 5 (FBXO46), mRNA.0.00014894 0.00033007 1.44307705

ZNF322A NM_024639.2 ZNF322A 6 Homo sapiens zinc finger protein 322A (ZNF322A), mRNA.ZNF322; HCG12; FLJ23393; bA457M11.2; ZNF388; bA457M11.3; ZNF4890.00038598 0.00072611 1.4429024

GLIPR2 NM_022343.2 GLIPR2 9 Homo sapiens GLI pathogenesis-related 2 (GLIPR2), mRNA.GLIPR2; GAPR-13.2888E-08 6.6182E-07 1.44269113

EPHA2 NM_004431.2 EPHA2 1 Homo sapiens EPH receptor A2 (EPHA2), mRNA.ECK 6.9254E-05 0.00017715 1.44240505

ZFAND6 NM_019006.2 ZFAND6 15 Homo sapiens zinc finger, AN1-type domain 6 (ZFAND6), mRNA.ZA20D3; AWP1; ZFAND5B1.2762E-05 4.6156E-05 1.44163108

KLHL7 NM_001031710.1KLHL7 7 Homo sapiens kelch-like 7 (Drosophila) (KLHL7), transcript variant 1, mRNA.KLHL6; SBBI26 0.02144579 0.02189752 1.44158627

OXR1 NM_181354.3 OXR1 8 Homo sapiens oxidation resistance 1 (OXR1), mRNA.FLJ10125; FLJ42450; FLJ38829; FLJ41673; FLJ45656; Nbla003077.0021E-07 5.1714E-06 1.44088798

GOLGA7 NM_016099.2 GOLGA7 8 Homo sapiens golgi autoantigen, golgin subfamily a, 7 (GOLGA7), transcript variant 1, mRNA.MGC4876; GOLGA3AP1; GCP16; MGC21096; HSPC0414.2201E-06 1.979E-05 1.4406838

TPM1 NM_001018004.1TPM1 15 Homo sapiens tropomyosin 1 (alpha) (TPM1), transcript variant 3, mRNA.TPM1-alpha; TMSA; HTM-alpha; TPM1-kappa; C15orf130.00989175 0.01136891 1.44042195

C10orf47 NM_153256.2 C10ORF47 10 Homo sapiens chromosome 10 open reading frame 47 (C10orf47), mRNA.MGC35403 0.0023561 0.00333103 1.44017376

HTRA2 NM_013247.4 HTRA2 2 Homo sapiens HtrA serine peptidase 2 (HTRA2), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.PARK13; OMI; PRSS250.00059949 0.00104634 1.43907775

TMEM50B NM_006134.4 TMEM50B 21 Homo sapiens transmembrane protein 50B (TMEM50B), mRNA.C21orf4; HCVP7TP31.641E-06 9.7351E-06 1.43855838

TIMP2 XM_941104.1 TIMP2 PREDICTED: Homo sapiens TIMP metallopeptidase inhibitor 2 (TIMP2), mRNA.2.5929E-08 5.7449E-07 1.43843509

ATP6V1D NM_015994.2 ATP6V1D 14 Homo sapiens ATPase, H+ transporting, lysosomal 34kDa, V1 subunit D (ATP6V1D), mRNA.ATP6M; VATD; VMA88.34E-09 2.8473E-07 1.43809614

SAR1A NM_020150.3 SAR1A 10 Homo sapiens SAR1 gene homolog A (S. cerevisiae) (SAR1A), mRNA.masra2; SARA1; SAR1; Sara7.5383E-06 3.0396E-05 1.43769775

BCDIN3D NM_181708.1 BCDIN3D 12 Homo sapiens BCDIN3 domain containing (BCDIN3D), mRNA.7.5275E-06 3.038E-05 1.43754065

ATP2B4 NM_001684.3 ATP2B4 1 Homo sapiens ATPase, Ca++ transporting, plasma membrane 4 (ATP2B4), transcript variant 2, mRNA.DKFZp686M088; PMCA4b; DKFZp686G08106; PMCA4x; PMCA4; ATP2B2; MXRA18.9587E-05 0.00021944 1.43683791

ZFP90 NM_133458.1 ZFP90 16 Homo sapiens zinc finger protein 90 homolog (mouse) (ZFP90), mRNA.ZNF756; NK10 0.00026463 0.00052998 1.43631833

B3GALT6 NM_080605.2 B3GALT6 1 Homo sapiens UDP-Gal:betaGal beta 1,3-galactosyltransferase polypeptide 6 (B3GALT6), mRNA.beta3GalT6 0.00230768 0.00327631 1.43611514

TMEM99 Hs.562720 TMEM99 17 Homo sapiens transmembrane protein 99 (TMEM99), mRNA.MGC21518 4.235E-07 3.6429E-06 1.43605111

C1GALT1C1 NM_001011551.1C1GALT1C1 X Homo sapiens C1GALT1-specific chaperone 1 (C1GALT1C1), transcript variant 1, mRNA.MGC19947; C1GALT2; HSPC067; C1Gal-T2; COSMC; c38h2-l10.00010988 0.00025833 1.43591168

SNAP47 NM_053052.2 SNAP47 1 Homo sapiens synaptosomal-associated protein, 47kDa (SNAP47), mRNA.DKFZp686M10160; FLJ12517; IMAGE3451454; SVAP1; SNAP-470.00051102 0.00091598 1.43567372

PNPLA2 NM_020376.2 PNPLA2 11 Homo sapiens patatin-like phospholipase domain containing 2 (PNPLA2), mRNA.PEDF-R; FP17548; TTS2; TTS-2.2; ATGL; DKFZp667M109; 1110001C14Rik9.0946E-05 0.00022184 1.4356207

NDFIP1 NM_030571.2 NDFIP1 5 Homo sapiens Nedd4 family interacting protein 1 (NDFIP1), mRNA.N4WBP5; MGC109240.03823977 0.03550431 1.43541447

PXDN NM_012293.1 PXDN 2 Homo sapiens peroxidasin homolog (Drosophila) (PXDN), mRNA. XM_935183 XM_935184 XM_936786 XM_942966 XM_942982 XM_942986 XM_942994 XM_943000D2S448E; D2S448; VPO; MG50; KIAA0230; PXN; PRG20.00043777 0.00080575 1.43526635

ZFPM1 NM_153813.1 ZFPM1 16 Homo sapiens zinc finger protein, multitype 1 (ZFPM1), mRNA.FOG1; ZNF408; FOG; ZNF89A8.1153E-07 5.7608E-06 1.43466563

WDR21A NM_015604.2 WDR21A 14 Homo sapiens WD repeat domain 21A (WDR21A), transcript variant 1, mRNA.MGC46524; WDR21; MGC20547; DKFZp434K1140.00011124 0.00026076 1.4336557

TEX2 NM_018469.3 TEX2 17 Homo sapiens testis expressed 2 (TEX2), mRNA.KIAA1738; TMEM96; DKFZp781G0721; HT0081.179E-06 7.5842E-06 1.43347724

C12orf51 NM_001109662.1C12ORF51 12 Homo sapiens chromosome 12 open reading frame 51 (C12orf51), mRNA.FLJ30208; KIAA0614; DKFZp586O1022; FLJ34154; FLJ30092; MGC126531; FLJ105107.4396E-05 0.00018795 1.4333792

STK38 NM_007271.2 STK38 6 Homo sapiens serine/threonine kinase 38 (STK38), mRNA.NDR1; NDR 9.9237E-06 3.7775E-05 1.43278986

PRKAB2 NM_005399.3 PRKAB2 1 Homo sapiens protein kinase, AMP-activated, beta 2 non-catalytic subunit (PRKAB2), mRNA.MGC61468 0.01181628 0.01320545 1.43222881

HADHB NM_000183.2 HADHB 2 Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), beta subunit (HADHB), nuclear gene encoding mitochondrial protein, mRNA.MGC87480; MSTP029; TP-BETA5.7872E-05 0.00015317 1.43187043

B4GALT4 NM_003778.3 B4GALT4 3 Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 4 (B4GALT4), transcript variant 2, mRNA.B4Gal-T4; beta4Gal-T40.00132909 0.0020491 1.43152336

KIAA1467 NM_020853.1 KIAA1467 12 Homo sapiens KIAA1467 (KIAA1467), mRNA.DKFZp781O012 0.00886151 0.01036402 1.43124349

LZTR1 NM_006767.2 LZTR1 22 Homo sapiens leucine-zipper-like transcription regulator 1 (LZTR1), mRNA.MGC21205; TCFL2; LZTR-13.6391E-08 7.002E-07 1.43121422

FGFR1OP2 NM_015633.1 FGFR1OP2 12 Homo sapiens FGFR1 oncogene partner 2 (FGFR1OP2), mRNA.DKFZp564O1863; HSPC123-like4.5699E-06 2.0927E-05 1.43055207

NR4A2 NM_006186.2 NR4A2 2 Homo sapiens nuclear receptor subfamily 4, group A, member 2 (NR4A2), transcript variant 1, mRNA.RNR1; NOT; TINUR; NURR1; HZF-32.8273E-06 1.455E-05 1.43044679

ASAP2 NM_003887.2 ASAP2 2 Homo sapiens ArfGAP with SH3 domain, ankyrin repeat and PH domain 2 (ASAP2), transcript variant 1, mRNA.0.00011343 0.00026454 1.43025715

COG2 NM_007357.1 COG2 1 Homo sapiens component of oligomeric golgi complex 2 (COG2), mRNA.LDLC 0.00010292 0.00024558 1.42980729

KLF2 NM_016270.2 KLF2 19 Homo sapiens Kruppel-like factor 2 (lung) (KLF2), mRNA.LKLF 6.4445E-10 7.3433E-08 1.42942376

CYB5A NM_148923.2 CYB5A 18 Homo sapiens cytochrome b5 type A (microsomal) (CYB5A), transcript variant 2, mRNA.MCB5; CYB5 3.2186E-07 3.0106E-06 1.4290106

MAOB NM_000898.3 MAOB X Homo sapiens monoamine oxidase B (MAOB), nuclear gene encoding mitochondrial protein, mRNA.MGC26382 9.0758E-07 6.2358E-06 1.42899703

SEPHS2 NM_012248.2 SEPHS2 16 Homo sapiens selenophosphate synthetase 2 (SEPHS2), mRNA.SPS2 0.00017081 0.00036931 1.42886067
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NANS NM_018946.2 NANS 9 Homo sapiens N-acetylneuraminic acid synthase (sialic acid synthase) (NANS), mRNA.SAS 4.7591E-06 2.1579E-05 1.42819821

SP4 NM_003112.3 SP4 7 Homo sapiens Sp4 transcription factor (SP4), mRNA.MGC130009; SPR-1; HF1B; MGC1300080.00148726 0.00225297 1.42817297

ATP6V0A1 NM_005177.2 ATP6V0A1 17 Homo sapiens ATPase, H+ transporting, lysosomal V0 subunit a1 (ATP6V0A1), transcript variant 3, mRNA.ATP6N1; VPP1; DKFZp781J1951; Stv1; a1; ATP6N1A; Vph12.6009E-09 1.4535E-07 1.42570686

FAM127A NM_003928.1 FAM127A X Homo sapiens family with sequence similarity 127, member A (FAM127A), mRNA.CXX1; MAR8C; MART8C; MGC117411; Mar8; Mart88.274E-07 5.831E-06 1.42356529

TMEM179B NM_199337.2 TMEM179B 11 Homo sapiens transmembrane protein 179B (TMEM179B), mRNA.1.6615E-06 9.8368E-06 1.42346117

LOC255783 XR_001409.1 LOC255783 19 Homo sapiens hypothetical protein LOC255783 (LOC255783), non-coding RNA.2.1924E-05 7.0695E-05 1.42319241

EIF1AY NM_004681.2 EIF1AY Y Homo sapiens eukaryotic translation initiation factor 1A, Y-linked (EIF1AY), mRNA.0.00901871 0.01051983 1.42230719

DHRS7B NM_015510.3 DHRS7B 17 Homo sapiens dehydrogenase/reductase (SDR family) member 7B (DHRS7B), mRNA.MGC8916; CGI-93; DKFZp566O0849.1903E-06 3.5538E-05 1.42220493

GFM1 NM_024996.5 GFM1 3 Homo sapiens G elongation factor, mitochondrial 1 (GFM1), nuclear gene encoding mitochondrial protein, mRNA.FLJ12662; EFG; GFM; FLJ20773; COXPD1; hEFG1; EFG1; EGF1; FLJ13632; EFGM1.4971E-06 9.0467E-06 1.42208643

PLXNA3 NM_017514.2 PLXNA3 X Homo sapiens plexin A3 (PLXNA3), mRNA.XAP-6; HSSEXGENE; PLEXIN-A3; PLXN4; SEX; PLXN3; 6.30.00010434 0.00024836 1.42116604

RHBDL2 NM_017821.3 RHBDL2 1 Homo sapiens rhomboid, veinlet-like 2 (Drosophila) (RHBDL2), mRNA.RRP2; MGC169970.0001352 0.00030488 1.42068836

FES NM_002005.2 FES 15 Homo sapiens feline sarcoma oncogene (FES), mRNA.FPS 1.1393E-05 4.2195E-05 1.42000589

VPS25 NM_032353.2 VPS25 17 Homo sapiens vacuolar protein sorting 25 homolog (S. cerevisiae) (VPS25), mRNA.MGC10540; FAP20; EAP20; DERP90.00010808 0.00025505 1.41946359

SPRED2 NM_181784.1 SPRED2 2 Homo sapiens sprouty-related, EVH1 domain containing 2 (SPRED2), mRNA.MGC163164; FLJ21897; FLJ31917; Spred-23.9411E-05 0.00011256 1.41943555

IGF2R NM_000876.1 IGF2R 6 Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA.M6P-R; CD222; MPRI; MPR1; CIMPR8.1259E-08 1.1843E-06 1.41920779

C20orf127 NM_080757.1 C20ORF127 20 Homo sapiens chromosome 20 open reading frame 127 (C20orf127), mRNA.dJ614O4.6; MGC1189484.4948E-08 7.8874E-07 1.41902486

SEMA4F NM_004263.2 SEMA4F 2 Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4F (SEMA4F), mRNA.PRO2353; M-SEMA; SEMAM; m-Sema M; SEMAW; m-Sema-M6.6417E-05 0.00017109 1.41896223

ZNRF3 XM_945269.1 ZNRF3 22 Homo sapiens zinc and ring finger 3 (ZNRF3), mRNA.RNF203; BK747E2.30.02890965 0.02811185 1.41854364

PRPF18 NM_003675.2 PRPF18 10 Homo sapiens PRP18 pre-mRNA processing factor 18 homolog (S. cerevisiae) (PRPF18), mRNA.PRP18; FLJ10210; hPrp180.0013498 0.00207519 1.41801221

LOC100130171XR_038676.1 LOC100130171 PREDICTED: Homo sapiens misc_RNA (LOC100130171), miscRNA.0.00464058 0.00594922 1.41773729

DRG2 NM_001388.3 DRG2 17 Homo sapiens developmentally regulated GTP binding protein 2 (DRG2), mRNA.6.5529E-05 0.00016925 1.41748218

VTA1 NM_016485.3 VTA1 6 Homo sapiens Vps20-associated 1 homolog (S. cerevisiae) (VTA1), mRNA.My012; FLJ27228; LIP5; HSPC228; DRG-1; DRG1; SBP1; C6orf550.00322969 0.00435289 1.41747528

NAT14 NM_020378.2 NAT14 19 Homo sapiens N-acetyltransferase 14 (GCN5-related, putative) (NAT14), mRNA.KLP1 6.0767E-06 2.5857E-05 1.41734047

UBXN2B NM_001077619.1UBXN2B 8 Homo sapiens UBX domain protein 2B (UBXN2B), mRNA.p37 0.00011036 0.00025904 1.41728677

PTEN NM_000314.3 PTEN 10 Homo sapiens phosphatase and tensin homolog (PTEN), mRNA.MMAC1; MHAM; TEP1; BZS; PTEN1; MGC112274.2335E-06 1.9842E-05 1.41660721

KLHL28 NM_017658.3 KLHL28 14 Homo sapiens kelch-like 28 (Drosophila) (KLHL28), mRNA.FLJ20081; BTBD50.00251381 0.00351045 1.4164608

ELOVL5 NM_021814.3 ELOVL5 6 Homo sapiens ELOVL family member 5, elongation of long chain fatty acids (FEN1/Elo2, SUR4/Elo3-like, yeast) (ELOVL5), mRNA.HELO1; RP3-483K16.1; dJ483K16.11.2385E-06 7.863E-06 1.41644967

CRYZL1 NM_145858.1 CRYZL1 21 Homo sapiens crystallin, zeta (quinone reductase)-like 1 (CRYZL1), transcript variant 3, mRNA.QOH-1; 4P11 0.00244103 0.00343011 1.41644138

NEURL1B NM_001142651.1NEURL1B 5 Homo sapiens neuralized homolog 1B (Drosophila) (NEURL1B), mRNA.0.00012459 0.0002858 1.41622796

TNK2 NM_005781.4 TNK2 3 Homo sapiens tyrosine kinase, non-receptor, 2 (TNK2), transcript variant 1, mRNA.p21cdc42Hs; FLJ44758; ACK; ACK1; FLJ455475.739E-05 0.0001524 1.4161273

RIOK3 NM_003831.2 RIOK3 18 Homo sapiens RIO kinase 3 (yeast) (RIOK3), transcript variant 1, mRNA.DKFZp779L1370; SUDD2.1924E-06 1.1985E-05 1.41596382

ID3 NM_002167.2 ID3 1 Homo sapiens inhibitor of DNA binding 3, dominant negative helix-loop-helix protein (ID3), mRNA.HEIR-1 3.862E-10 5.9448E-08 1.41531547

C8orf55 NM_016647.1 C8ORF55 8 Homo sapiens chromosome 8 open reading frame 55 (C8orf55), mRNA.DSCD75 3.7269E-07 3.3064E-06 1.41447817

Hs.534061 HS.534061 17 full-length cDNA clone XCL0BB001ZD04 of Neuroblastoma of Homo sapiens (human)1.3809E-07 1.7017E-06 1.41262051

LOC644852 XM_946031.1 LOC644852 PREDICTED: Homo sapiens hypothetical LOC644852, transcript variant 2 (LOC644852), mRNA.0.00858545 0.01008417 1.41230595

MYO9A NM_006901.1 MYO9A 15 Homo sapiens myosin IXA (MYO9A), mRNA.MGC71859; FLJ13244; FLJ110610.00779177 0.00926607 1.41215981

HN1 NM_016185.2 HN1 17 Homo sapiens hematological and neurological expressed 1 (HN1), transcript variant 1, mRNA.HN1A; ARM2 2.154E-08 5.0804E-07 1.4104763

DOPEY2 NM_005128.2 DOPEY2 21 Homo sapiens dopey family member 2 (DOPEY2), mRNA.C21orf5 0.00132128 0.00203813 1.40942124

FBXL18 NM_024963.2 FBXL18 Homo sapiens F-box and leucine-rich repeat protein 18 (FBXL18), mRNA.FLJ11467; FLJ38075; Fbl182.0125E-06 1.1283E-05 1.40927168

STK40 NM_032017.1 STK40 1 Homo sapiens serine/threonine kinase 40 (STK40), mRNA.SgK495; SHIK; RP11-268J15.4; MGC47967.5736E-05 0.00019073 1.40913204

CALM1 NM_006888.2 CALM1 14 Homo sapiens calmodulin 1 (phosphorylase kinase, delta) (CALM1), mRNA.PHKD; CALML2; CAMI; DD1321.6073E-08 4.2606E-07 1.40895393

NES NM_006617.1 NES 1 Homo sapiens nestin (NES), mRNA.FLJ21841; Nbla001700.00608414 0.00752816 1.40856505

FLJ20021 XM_028217.4 FLJ20021 4 PREDICTED: Homo sapiens hypothetical LOC90024 (FLJ20021), mRNA.2.9286E-06 1.4948E-05 1.40669602

LOC730347 XM_926614.1 LOC730347 PREDICTED: Homo sapiens similar to rho guanine nucleotide exchange factor 5 (LOC730347), mRNA.0.03448315 0.03252582 1.40655172

TBPL1 NM_004865.2 TBPL1 6 Homo sapiens TBP-like 1 (TBPL1), mRNA.TRF2; STUD; MGC:9620; TLF; TLP; MGC:83891.0419E-07 1.424E-06 1.40561889

IFI30 NM_006332.3 IFI30 19 Homo sapiens interferon, gamma-inducible protein 30 (IFI30), mRNA.MGC32056; IP30; GILT; IFI-306.1701E-05 0.00016102 1.40561648

SLC2A8 NM_014580.3 SLC2A8 9 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 8 (SLC2A8), mRNA.GLUTX1; GLUT8 1.7897E-06 1.0379E-05 1.40483061

ALS2 NM_020919.2 ALS2 2 Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) (ALS2), mRNA.MGC87187; IAHSP; KIAA1563; FLJ31851; ALS2CR6; PLSJ; ALSJ1.6223E-05 5.6062E-05 1.40463517

LOC100129828XM_001724980.1LOC100129828 1 PREDICTED: Homo sapiens hypothetical protein LOC100129828 (LOC100129828), mRNA.0.00192732 0.00280622 1.40386971

ANKRD13D XM_945557.1 ANKRD13D PREDICTED: Homo sapiens ankyrin repeat domain 13 family, member D, transcript variant 3 (ANKRD13D), mRNA.0.04877064 0.04346948 1.40336242

GSTP1 NM_000852.2 GSTP1 11 Homo sapiens glutathione S-transferase pi (GSTP1), mRNA.DFN7; GST3; PI; FAEES39.8504E-10 9.1944E-08 1.40331283

PDRG1 NM_030815.2 PDRG1 20 Homo sapiens p53 and DNA-damage regulated 1 (PDRG1), mRNA.PDRG; C20orf1262.3979E-05 7.5871E-05 1.4027817

KIAA1715 NM_030650.1 KIAA1715 2 Homo sapiens KIAA1715 (KIAA1715), mRNA.LNP; MGC102862; DKFZp686G1442; Ul; ulnaless0.01052646 0.01199158 1.40250213

LOC113386 NM_138781.2 LOC113386 19 Homo sapiens similar to envelope protein (LOC113386), mRNA.FLJ44718; FLJ464520.00201047 0.00290751 1.40234176

PPP1R7 NM_002712.1 PPP1R7 2 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 7 (PPP1R7), mRNA.SDS22 0.0001956 0.00041284 1.40220928

LOC651575 XM_940750.1 LOC651575 PREDICTED: Homo sapiens similar to DALR anticodon binding domain containing 3 isoform 1 (LOC651575), mRNA.7.4264E-05 0.00018772 1.40195614

LRRC39 NM_144620.1 LRRC39 1 Homo sapiens leucine rich repeat containing 39 (LRRC39), mRNA.MGC14816; DKFZp313O11220.04624371 0.04158474 1.40182176

SPIRE1 NM_020148.1 SPIRE1 18 Homo sapiens spire homolog 1 (Drosophila) (SPIRE1), transcript variant 2, mRNA.Spir-1; MGC150622; MGC1506211.9923E-06 1.1198E-05 1.4015719

SLC25A30 NM_001010875.1SLC25A30 13 Homo sapiens solute carrier family 25, member 30 (SLC25A30), mRNA.KMCP1 0.00175762 0.00259532 1.40151996

FLNB NM_001457.1 FLNB 3 Homo sapiens filamin B, beta (actin binding protein 278) (FLNB), mRNA.FLN1L; filamin B; FH1; DKFZp686A1668; AOI; ABP-278; SCT; TAP; TABP1.2308E-07 1.5858E-06 1.40151724

RPS6KC1 NM_012424.2 RPS6KC1 1 Homo sapiens ribosomal protein S6 kinase, 52kDa, polypeptide 1 (RPS6KC1), mRNA.RPK118; humS6PKh10.00320204 0.0043216 1.4013406

C7orf43 NM_018275.3 C7ORF43 7 Homo sapiens chromosome 7 open reading frame 43 (C7orf43), mRNA.FLJ10925; DKFZp761G07120.00121315 0.00189635 1.40131548

PCMTD2 NM_018257.1 PCMTD2 20 Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase domain containing 2 (PCMTD2), mRNA.FLJ10883; C20orf369.7045E-05 0.00023405 1.40128411

PI4KAP2 NM_199345.2 PI4KAP2 Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide pseudogene 2 (PI4KAP2), mRNA.FLJ44912; MGC319205.7166E-08 9.3229E-07 1.40095986

C12orf52 NM_032848.1 C12ORF52 12 Homo sapiens chromosome 12 open reading frame 52 (C12orf52), mRNA.FLJ14827 9.9818E-05 0.00023949 1.40059539

ZNF773 NM_198542.1 ZNF773 19 Homo sapiens zinc finger protein 773 (ZNF773), mRNA.ZNF419B; MGC4728; FLJ003010.01830758 0.01909316 1.40053298

MRPL55 NM_181462.1 MRPL55 1 Homo sapiens mitochondrial ribosomal protein L55 (MRPL55), nuclear gene encoding mitochondrial protein, transcript variant 4, mRNA.DKFZp686D1387; MGC61802; PRO19675; AAVG58353.8317E-05 0.00011008 1.40008623

MRP63 NM_024026.4 MRP63 13 Homo sapiens mitochondrial ribosomal protein 63 (MRP63), nuclear gene encoding mitochondrial protein, mRNA.bMRP63; MGC32430.00195282 0.00283865 1.39999616

CDK2AP2 NM_005851.3 CDK2AP2 11 Homo sapiens cyclin-dependent kinase 2 associated protein 2 (CDK2AP2), mRNA.p14; FLJ10636; DOC-1R0.00102667 0.0016441 1.39929231

PCNX NM_014982.1 PCNX 14 Homo sapiens pecanex homolog (Drosophila) (PCNX), mRNA.KIAA0805; PCNXL1; KIAA0995; FLJ45663; FLJ234090.00076419 0.00128129 1.39926059
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IFFO2 NM_001136265.1IFFO2 1 Homo sapiens intermediate filament family orphan 2 (IFFO2), mRNA.0.02711683 0.02668795 1.3991825

GPC4 NM_001448.2 GPC4 X Homo sapiens glypican 4 (GPC4), mRNA.K-glypican 2.9483E-05 8.8894E-05 1.39900328

BRD7P2 XR_039198.1 BRD7P2 PREDICTED: Homo sapiens misc_RNA (BRD7P2), miscRNA.2.6862E-05 8.2757E-05 1.39816082

INTS12 NM_020395.2 INTS12 4 Homo sapiens integrator complex subunit 12 (INTS12), mRNA.PHF22; INT12; SBBI224.0177E-07 3.4972E-06 1.39764052

AP1S2 NM_003916.3 AP1S2 X Homo sapiens adaptor-related protein complex 1, sigma 2 subunit (AP1S2), mRNA.MGC:1902; SIGMA1B; MRX59; DC222.4802E-05 7.7775E-05 1.39709361

FBXO8 NM_012180.2 FBXO8 4 Homo sapiens F-box protein 8 (FBXO8), mRNA.FBS; FBX8; DC100.0017315 0.00256279 1.39688858

SLC5A8 NM_145913.2 SLC5A8 12 Homo sapiens solute carrier family 5 (iodide transporter), member 8 (SLC5A8), mRNA.SMCT; MGC125354; AIT0.00759056 0.00906487 1.3966533

C19orf28 NM_174983.2 C19ORF28 19 Homo sapiens chromosome 19 open reading frame 28 (C19orf28), transcript variant 3, mRNA.MGC20700; PP35010.02814176 0.02751764 1.39461203

ECGF1 NM_001953.2 ECGF1 22 Homo sapiens endothelial cell growth factor 1 (platelet-derived) (ECGF1), mRNA.TP; PDECGF; hPD-ECGF; MNGIE1.7505E-07 1.9844E-06 1.3936593

C2orf44 NM_025203.1 C2ORF44 2 Homo sapiens chromosome 2 open reading frame 44 (C2orf44), mRNA.FLJ21945; PP3848.5828E-07 5.9671E-06 1.39204477

CYB5R4 NM_016230.2 CYB5R4 6 Homo sapiens cytochrome b5 reductase 4 (CYB5R4), mRNA.RP4-676J13.1; dJ676J13.1; NCB5OR0.00050535 0.00090748 1.39190573

PRMT6 NM_018137.1 PRMT6 1 Homo sapiens protein arginine methyltransferase 6 (PRMT6), mRNA.FLJ10559; HRMT1L60.0016506 0.0024584 1.39184042

TPRG1L NM_182752.3 TPRG1L 1 Homo sapiens tumor protein p63 regulated 1-like (TPRG1L), mRNA.RP11-46F15.3; FLJ218111.5187E-08 4.1512E-07 1.39160598

METRNL NM_001004431.1METRNL PREDICTED: Homo sapiens meteorin, glial cell differentiation regulator-like (METRNL), mRNA.5.2536E-05 0.00014214 1.39092758

CSRP1 NM_004078.1 CSRP1 1 Homo sapiens cysteine and glycine-rich protein 1 (CSRP1), mRNA.CRP; CRP1; DKFZp686M148; D1S181E; CSRP; CYRP3.4707E-06 1.7022E-05 1.39036149

LOC93622 NM_138699.2 LOC93622 PREDICTED: Homo sapiens hypothetical protein BC006130 (LOC93622), misc RNA.6.6398E-05 0.00017109 1.39032153

MFF NM_020194.4 MFF 2 Homo sapiens mitochondrial fission factor (MFF), nuclear gene encoding mitochondrial protein, mRNA.MGC110913; GL004; DKFZp666J1682.499E-05 7.8226E-05 1.39016154

C1orf166 NM_024544.1 C1ORF166 1 Homo sapiens chromosome 1 open reading frame 166 (C1orf166), mRNA.MULAN; FLJ12875; RP11-401M16.20.00117886 0.00185099 1.39003667

AP4E1 NM_007347.3 AP4E1 15 Homo sapiens adaptor-related protein complex 4, epsilon 1 subunit (AP4E1), mRNA.DKFZp686L121670.00118858 0.00186391 1.38937405

ADCK2 NM_052853.3 ADCK2 7 Homo sapiens aarF domain containing kinase 2 (ADCK2), mRNA.MGC20727; AARF1.1565E-05 4.2689E-05 1.38789582

LOC285074 XM_942146.1 LOC285074 2 Homo sapiens hypothetical protein LOC285074 (LOC285074), mRNA.0.00040235 0.00075208 1.38776936

ZNF860 NM_001137674.1ZNF860 3 Homo sapiens zinc finger protein 860 (ZNF860), mRNA. XM_001725699 XM_4966340.03872965 0.03586806 1.38760324

LOC440776 XM_496483.2 LOC440776 21 PREDICTED: Homo sapiens hypothetical LOC440776 (LOC440776), mRNA.0.02782946 0.02726696 1.38693846

GNPTG NM_032520.3 GNPTG 16 Homo sapiens N-acetylglucosamine-1-phosphate transferase, gamma subunit (GNPTG), mRNA.GNPTAG; LP2537; RJD94.8125E-05 0.00013233 1.38645318

CTGLF7 XM_001714786.1CTGLF7 10 PREDICTED: Homo sapiens centaurin, gamma-like family, member 7 (CTGLF7), mRNA.3.6108E-08 6.9629E-07 1.38604022

CALU NM_001219.2 CALU 7 Homo sapiens calumenin (CALU), mRNA.FLJ90608 1.2399E-06 7.8661E-06 1.38580838

C13orf15 NM_014059.1 C13ORF15 13 Homo sapiens chromosome 13 open reading frame 15 (C13orf15), mRNA.RGC-32; KIAA0564; bA157L14.2; MGC87338; RGC327.9729E-05 0.00019913 1.38568347

MPHOSPH8 NM_017520.2 MPHOSPH8 13 Homo sapiens M-phase phosphoprotein 8 (MPHOSPH8), mRNA.TWA3; FLJ35237; HSMPP8; mpp80.00011707 0.00027145 1.38513553

Hs.27048 HS.27048 12 Homo sapiens cDNA FLJ31750 fis, clone NT2RI20074060.00012879 0.00029373 1.38417413

CEACAM1 NM_001024912.1CEACAM1 19 Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 1 (biliary glycoprotein) (CEACAM1), transcript variant 2, mRNA.BGP1; BGPI; BGP0.01213501 0.01350147 1.38411467

TSNAX NM_005999.2 TSNAX 1 Homo sapiens translin-associated factor X (TSNAX), mRNA.TRAX 3.6866E-05 0.00010697 1.38349852

C1orf122 NM_198446.1 C1ORF122 1 Homo sapiens chromosome 1 open reading frame 122 (C1orf122), mRNA.ALAESM; FLJ454591.2506E-05 4.5456E-05 1.38307208

NDUFAF1 NM_016013.2 NDUFAF1 15 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, assembly factor 1 (NDUFAF1), mRNA.CGI65; CGI-65; CIA309.0302E-05 0.0002207 1.38280352

Hs.31532 HS.31532 X Homo sapiens cDNA FLJ26784 fis, clone PRS042200.00447722 0.00576675 1.38247159

CACNA1H NM_021098.2 CACNA1H 16 Homo sapiens calcium channel, voltage-dependent, T type, alpha 1H subunit (CACNA1H), transcript variant 1, mRNA.CACNA1HB; FLJ90484; Cav3.20.00050184 0.00090284 1.38232548

RAB11FIP5 NM_015470.1 RAB11FIP5 2 Homo sapiens RAB11 family interacting protein 5 (class I) (RAB11FIP5), mRNA.RIP11; pp75; KIAA0857; GAF1; DKFZP434H0181.9038E-06 1.0882E-05 1.38211417

MAMLD1 NM_005491.1 MAMLD1 X Homo sapiens mastermind-like domain containing 1 (MAMLD1), mRNA.CXorf6; F18; CG10.00557744 0.00698095 1.38165922

SPTAN1 NM_003127.1 SPTAN1 9 Homo sapiens spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) (SPTAN1), mRNA.FLJ44613; (ALPHA)II-SPECTRIN1.3935E-05 4.9501E-05 1.3816003

RAB40B NM_006822.1 RAB40B 17 Homo sapiens RAB40B, member RAS oncogene family (RAB40B), mRNA.FLJ42385; SEC4L; RAR3.3846E-07 3.1161E-06 1.38100709

GMPR NM_006877.2 GMPR 6 Homo sapiens guanosine monophosphate reductase (GMPR), mRNA.GMPR1 0.00264449 0.0036661 1.38097827

PDCD6IP NM_013374.3 PDCD6IP 3 Homo sapiens programmed cell death 6 interacting protein (PDCD6IP), mRNA.MGC17003; Alix; DRIP4; AIP1; HP950.00013756 0.00030924 1.38057063

TIMM22 NM_013337.2 TIMM22 17 Homo sapiens translocase of inner mitochondrial membrane 22 homolog (yeast) (TIMM22), nuclear gene encoding mitochondrial protein, mRNA.TIM22; TEX4 7.1282E-06 2.9157E-05 1.38053148

STAT2 NM_005419.2 STAT2 12 Homo sapiens signal transducer and activator of transcription 2, 113kDa (STAT2), mRNA.ISGF-3; STAT113; MGC59816; P1131.5101E-06 9.0998E-06 1.38047773

SIGIRR NM_021805.1 SIGIRR 11 Homo sapiens single immunoglobulin and toll-interleukin 1 receptor (TIR) domain (SIGIRR), mRNA.TIR8; MGC1109920.01594274 0.0169883 1.38034238

UBE4A NM_004788.2 UBE4A 11 Homo sapiens ubiquitination factor E4A (UFD2 homolog, yeast) (UBE4A), mRNA.UFD2; KIAA0126; UBOX2; MGC133315; E43.5789E-07 3.2272E-06 1.3800007

DKFZp761P0423XM_291277.4 DKFZP761P0423 8 PREDICTED: Homo sapiens hypothetical protein DKFZp761P0423 (DKFZp761P0423), mRNA.0.00054878 0.0009747 1.37936159

TRIM66 NM_014818.1 TRIM66 11 Homo sapiens tripartite motif-containing 66 (TRIM66), mRNA.0.00065219 0.00112005 1.37929398

MFSD11 NM_024311.2 MFSD11 17 Homo sapiens major facilitator superfamily domain containing 11 (MFSD11), mRNA.ET; FLJ22196; FLJ202260.00024207 0.00049255 1.37929008

ITGA5 NM_002205.2 ITGA5 12 Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) (ITGA5), mRNA.CD49e; VLA5A; FNRA6.8956E-05 0.00017655 1.37918466

USP9X NM_004652.3 USP9X X Homo sapiens ubiquitin specific peptidase 9, X-linked (USP9X), transcript variant 4, mRNA.DFFRX; FAF 0.00011356 0.00026478 1.37881802

CAMSAP1L1 NM_203459.1 CAMSAP1L1 1 Homo sapiens calmodulin regulated spectrin-associated protein 1-like 1 (CAMSAP1L1), mRNA.KIAA1078; MGC150681; MGC150680; RP11-93N17.10.00080877 0.00134474 1.37817173

PCSK7 NM_004716.2 PCSK7 11 Homo sapiens proprotein convertase subtilisin/kexin type 7 (PCSK7), mRNA.SPC7; PC8; LPC; PC70.00010557 0.00025082 1.37749854

THADA NM_022065.3 THADA 2 Homo sapiens thyroid adenoma associated (THADA), transcript variant 1, mRNA.GITA; FLJ44016; KIAA1767; FLJ44876; FLJ21877; FLJ775300.00879533 0.0102976 1.37614112

FAM160A2 NM_032127.1 FAM160A2 11 Homo sapiens family with sequence similarity 160, member A2 (FAM160A2), transcript variant 2, mRNA.KIAA1759; FLJ22665; DKFZP566M10460.0092985 0.01079595 1.37607133

HCFC1R1 NM_001002017.1HCFC1R1 16 Homo sapiens host cell factor C1 regulator 1 (XPO1 dependent) (HCFC1R1), transcript variant 3, mRNA.MGC99622; HPIP; FLJ20568; MGC707111.7739E-07 2.0056E-06 1.37591716

FERMT2 NM_006832.1 FERMT2 14 Homo sapiens fermitin family homolog 2 (Drosophila) (FERMT2), mRNA.KIND2; FLJ44462; UNC112B; PLEKHC1; FLJ34213; mig-2; UNC112; MIG26.5345E-06 2.738E-05 1.37563893

TIMP1 NM_003254.2 TIMP1 X Homo sapiens TIMP metallopeptidase inhibitor 1 (TIMP1), mRNA.TIMP; FLJ90373; CLGI; EPA; EPO; HCI1.6405E-09 1.1515E-07 1.37525321

REEP3 NM_001001330.1REEP3 10 Homo sapiens receptor accessory protein 3 (REEP3), mRNA.C10orf74 0.00891668 0.0104216 1.37440669

RGS17 NM_012419.4 RGS17 6 Homo sapiens regulator of G-protein signaling 17 (RGS17), mRNA.RGS-17; hRGS17; RGSZ20.01194609 0.01332337 1.37388713

SLC30A7 NM_133496.3 SLC30A7 1 Homo sapiens solute carrier family 30 (zinc transporter), member 7 (SLC30A7), mRNA.ZnT-7; ZNT7; ZnTL2; DKFZp686M03682.7471E-06 1.4228E-05 1.37371062

SAP130 NM_024545.2 SAP130 2 Homo sapiens Sin3A-associated protein, 130kDa (SAP130), mRNA.FLJ12761 2.1166E-06 1.1687E-05 1.37360862

TPST1 NM_003596.2 TPST1 7 Homo sapiens tyrosylprotein sulfotransferase 1 (TPST1), mRNA.0.00033725 0.00064849 1.37349551

AKTIP NM_022476.2 AKTIP 16 Homo sapiens AKT interacting protein (AKTIP), transcript variant 2, mRNA.FTS; FT1 6.9265E-07 5.1415E-06 1.37336884

MGMT NM_002412.2 MGMT 10 Homo sapiens O-6-methylguanine-DNA methyltransferase (MGMT), mRNA.0.00022163 0.00045615 1.37312678

RRAS NM_006270.2 RRAS 19 Homo sapiens related RAS viral (r-ras) oncogene homolog (RRAS), mRNA.8.872E-08 1.2616E-06 1.37219931

EIF2B3 NM_020365.2 EIF2B3 1 Homo sapiens eukaryotic translation initiation factor 2B, subunit 3 gamma, 58kDa (EIF2B3), mRNA.EIF-2B; EIF2Bgamma0.00022758 0.00046676 1.37215062

LOC100130276XM_001722797.1LOC100130276 16 PREDICTED: Homo sapiens hypothetical protein LOC100130276 (LOC100130276), mRNA.0.00657968 0.00803481 1.37209675

NUAK1 NM_014840.2 NUAK1 12 Homo sapiens NUAK family, SNF1-like kinase, 1 (NUAK1), mRNA.KIAA0537; ARK50.00025225 0.00050938 1.37196999

FGFRL1 NM_001004358.1FGFRL1 4 Homo sapiens fibroblast growth factor receptor-like 1 (FGFRL1), transcript variant 3, mRNA.FGFR5; FHFR 6.3585E-06 2.6758E-05 1.37168804

LOC440957 NM_001124767.1LOC440957 3 Homo sapiens similar to CG32736-PA (LOC440957), mRNA.4.4643E-06 2.0594E-05 1.37167866
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ALG6 NM_013339.2 ALG6 1 Homo sapiens asparagine-linked glycosylation 6 homolog (S. cerevisiae, alpha-1,3-glucosyltransferase) (ALG6), mRNA.1.9537E-05 6.4833E-05 1.37126186

LEP NM_000230.1 LEP 7 Homo sapiens leptin (obesity homolog, mouse) (LEP), mRNA.OB; OBS 0.0001165 0.00027049 1.37105168

DFNA5 NM_004403.1 DFNA5 7 Homo sapiens deafness, autosomal dominant 5 (DFNA5), transcript variant 1, mRNA.ICERE-1 6.0616E-05 0.00015904 1.37075441

ACY1 NM_000666.1 ACY1 3 Homo sapiens aminoacylase 1 (ACY1), mRNA.ACY1D; ACYLASE0.00216617 0.00310251 1.37051595

MLLT6 NM_005937.2 MLLT6 17 Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 6 (MLLT6), mRNA.AF17; FLJ23480 7.3792E-05 0.00018685 1.37050181

GRN NM_002087.2 GRN 17 Homo sapiens granulin (GRN), mRNA.PEPI; PGRN; PCDGF; GEP; GP881.0031E-05 3.8116E-05 1.37020472

PINK1 NM_032409.1 PINK1 1 Homo sapiens PTEN induced putative kinase 1 (PINK1), nuclear gene encoding mitochondrial protein, mRNA.FLJ27236; PARK6; BRPK4.7371E-05 0.00013066 1.37005935

FTSJ3 NM_017647.2 FTSJ3 17 Homo sapiens FtsJ homolog 3 (E. coli) (FTSJ3), mRNA.FLJ20062; EPCS30.00064133 0.00110572 1.36972392

LOC642236 XM_942974.1 LOC642236 PREDICTED: Homo sapiens similar to FRG1 protein (FSHD region gene 1 protein), transcript variant 8 (LOC642236), mRNA.0.000317 0.00061535 1.36920275

TCTN3 NM_015631.4 TCTN3 Homo sapiens tectonic family member 3 (TCTN3), mRNA.0.00140596 0.00215024 1.36890603

ASAP1 NM_018482.2 ASAP1 8 Homo sapiens ArfGAP with SH3 domain, ankyrin repeat and PH domain 1 (ASAP1), mRNA.ZG14P; AMAP1; PAG2; ASAP1; PAP; CENTB4; KIAA12495.4335E-07 4.3458E-06 1.3682014

PQLC3 NM_152391.2 PQLC3 2 Homo sapiens PQ loop repeat containing 3 (PQLC3), mRNA.C2orf22; MGC336021.4087E-06 8.6555E-06 1.36795629

ZCCHC17 NM_016505.2 ZCCHC17 1 Homo sapiens zinc finger, CCHC domain containing 17 (ZCCHC17), mRNA.pNO40; PS1D; HSPC251; RP11-266K22.14.6405E-07 3.8703E-06 1.36794413

MRPL28 NM_006428.3 MRPL28 16 Homo sapiens mitochondrial ribosomal protein L28 (MRPL28), nuclear gene encoding mitochondrial protein, mRNA.MGC8499; MAAT1; p150.02567488 0.02550627 1.36774998

RNF20 NM_019592.5 RNF20 9 Homo sapiens ring finger protein 20 (RNF20), mRNA.BRE1A; MGC129667; MGC129668; FLJ20382; KIAA2779; FLJ111893.869E-07 3.3913E-06 1.36772545

CCDC3 NM_031455.2 CCDC3 10 Homo sapiens coiled-coil domain containing 3 (CCDC3), mRNA.FLJ20925; DKFZP761F241; RP11-347I22.10.01404718 0.0152556 1.36769506

CSRP2 NM_001321.1 CSRP2 12 Homo sapiens cysteine and glycine-rich protein 2 (CSRP2), mRNA.CRP2; LMO5; SmLIM1.2209E-06 7.7796E-06 1.3675823

SPATA2L NM_152339.2 SPATA2L 16 Homo sapiens spermatogenesis associated 2-like (SPATA2L), mRNA.MGC26885; C16orf76; tamo6.3446E-07 4.8364E-06 1.36699699

FAM89B NM_152832.1 FAM89B 11 Homo sapiens family with sequence similarity 89, member B (FAM89B), transcript variant 3, mRNA.MTVR1 6.1194E-07 4.7056E-06 1.3669349

dJ341D10.1 NM_001007535.1DJ341D10.1 X Homo sapiens dJ341D10.1 (novel protein) (dJ341D10.1), mRNA.0.0036357 0.00482232 1.36586772

OCEL1 NM_024578.1 OCEL1 19 Homo sapiens occludin/ELL domain containing 1 (OCEL1), mRNA.S863-9; FLJ22709; FWP0095.3624E-06 2.3466E-05 1.3657295

CCBL1 NM_004059.3 CCBL1 9 Homo sapiens cysteine conjugate-beta lyase, cytoplasmic (CCBL1), transcript variant 1, mRNA.GTK; MGC29624; KATI0.00445344 0.00573866 1.36549266

Hs.213541 HS.213541 12 Homo sapiens cDNA FLJ32080 fis, clone OCBBF20000159.4555E-07 6.4312E-06 1.36534589

HES1 NM_005524.2 HES1 3 Homo sapiens hairy and enhancer of split 1, (Drosophila) (HES1), mRNA.HHL; FLJ20408; HRY; HES-10.00094868 0.00153801 1.36534045

OSTF1 NM_012383.3 OSTF1 9 Homo sapiens osteoclast stimulating factor 1 (OSTF1), mRNA.bA235O14.1; OSF; SH3P2; FLJ205591.8333E-06 1.0555E-05 1.36516001

PIK4CA NM_058004.1 PIK4CA 22 Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide (PIK4CA), transcript variant 1, mRNA.pi4K230; FLJ16556; PI4K-ALPHA4.4361E-06 2.0475E-05 1.36463033

CYP27B1 NM_000785.3 CYP27B1 12 Homo sapiens cytochrome P450, family 27, subfamily B, polypeptide 1 (CYP27B1), nuclear gene encoding mitochondrial protein, mRNA.VDR; VDDRI; CP2B; CYP27B; PDDR; P450c1; CYP1alpha; VDDR; CYP1; VDD10.00014269 0.00031882 1.36424447

FLNC NM_001458.2 FLNC 7 Homo sapiens filamin C, gamma (actin binding protein 280) (FLNC), mRNA.FLN2; ABPL; ABPA; FLJ10186; ABP-280; ABP280A3.492E-07 3.175E-06 1.36374452

RTN4IP1 NM_032730.3 RTN4IP1 6 Homo sapiens reticulon 4 interacting protein 1 (RTN4IP1), nuclear gene encoding mitochondrial protein, mRNA.NIMP; MGC129347.8998E-06 3.1578E-05 1.36268675

PCYOX1 NM_016297.2 PCYOX1 2 Homo sapiens prenylcysteine oxidase 1 (PCYOX1), mRNA.KIAA0908; PCL13.8871E-05 0.00011131 1.36215859

BPHL NM_004332.1 BPHL 6 Homo sapiens biphenyl hydrolase-like (serine hydrolase) (BPHL), mRNA.MGC125930; MCNAA; MGC41865; Bph-rp0.00064276 0.00110776 1.3618137

TTC37 NM_014639.2 TTC37 5 Homo sapiens tetratricopeptide repeat domain 37 (TTC37), mRNA.MGC32587; TTC370.00034742 0.00066425 1.36154985

AMY1B NM_001008218.1AMY1B 1 Homo sapiens amylase, alpha 1B (salivary) (AMY1B), mRNA.AMY1 0.02511892 0.02508176 1.3609972

RPL28 NM_000991.3 RPL28 19 Homo sapiens ribosomal protein L28 (RPL28), mRNA.FLJ43307 0.00382127 0.00504329 1.35981999

LOC728105 XR_015328.2 LOC728105 3 PREDICTED: Homo sapiens misc_RNA (LOC728105), miscRNA.0.00165601 0.00246519 1.35969829

H1FX NM_006026.2 H1FX 3 Homo sapiens H1 histone family, member X (H1FX), mRNA.MGC8350; H1X; MGC159598.6045E-06 3.3719E-05 1.35931385

UBTD1 NM_024954.3 UBTD1 10 Homo sapiens ubiquitin domain containing 1 (UBTD1), mRNA.FLJ11807 0.00015523 0.00034194 1.35911076

LRPAP1 NM_002337.1 LRPAP1 4 Homo sapiens low density lipoprotein receptor-related protein associated protein 1 (LRPAP1), mRNA.MGC138272; A2MRAP; RAP; HBP44; A2RAP; MRAP1.0342E-06 6.8689E-06 1.3590476

LOC650832 XM_939919.1 LOC650832 PREDICTED: Homo sapiens similar to mitogen-activated protein kinase kinase 3 isoform A (LOC650832), mRNA.0.00014442 0.00032161 1.35879133

Hs.481659 HS.481659 5 Homo sapiens cDNA FLJ27196 fis, clone SYN028310.00985209 0.01133074 1.35830343

ELAVL1 NM_001419.2 ELAVL1 19 Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 1 (Hu antigen R) (ELAVL1), mRNA.MelG; HUR; ELAV1; Hua0.00023968 0.0004885 1.35739122

TMEM55B NM_144568.1 TMEM55B 14 Homo sapiens transmembrane protein 55B (TMEM55B), mRNA.DKFZp434M0519; MGC26684; C14orf91.2871E-05 4.6453E-05 1.35705661

FAR1 NM_032228.4 FAR1 11 Homo sapiens fatty acyl CoA reductase 1 (FAR1), mRNA.FLJ33561; FAR1; DKFZp686P18247; FLJ22728; DKFZp686A03700.00034237 0.0006566 1.35684764

TTC15 NM_016030.5 TTC15 2 Homo sapiens tetratricopeptide repeat domain 15 (TTC15), mRNA.FLJ36862; CGI-87; DKFZp547E1070.00060628 0.00105608 1.35628626

CLP1 NM_006831.1 CLP1 11 Homo sapiens CLP1, cleavage and polyadenylation factor I subunit, homolog (S. cerevisiae) (CLP1), mRNA.HEAB; hClp1 1.9895E-05 6.5649E-05 1.35602215

GOLSYN NM_017786.2 GOLSYN 8 Homo sapiens Golgi-localized protein (GOLSYN), transcript variant 7, mRNA.FLJ20366; SYBU1.4648E-05 5.1594E-05 1.3557924

VPS8 NM_015303.3 VPS8 3 Homo sapiens vacuolar protein sorting 8 homolog (S. cerevisiae) (VPS8), transcript variant 2, mRNA.KIAA0804; FLJ320990.00040132 0.00075078 1.35560792

PLCG2 NM_002661.1 PLCG2 16 Homo sapiens phospholipase C, gamma 2 (phosphatidylinositol-specific) (PLCG2), mRNA.3.5683E-07 3.2244E-06 1.35551072

GPC2 NM_152742.1 GPC2 7 Homo sapiens glypican 2 (GPC2), mRNA.FLJ38962; DKFZp547M1090.00137281 0.00210504 1.35532805

EXTL2 NM_001033025.1EXTL2 1 Homo sapiens exostoses (multiple)-like 2 (EXTL2), transcript variant 2, mRNA.EXTR2 0.00035851 0.00068234 1.35454252

AGRN NM_198576.2 AGRN 1 Homo sapiens agrin (AGRN), mRNA.FLJ45064 0.00019211 0.00040754 1.35443183

FUK NM_145059.2 FUK 16 Homo sapiens fucokinase (FUK), mRNA.1110046B12Rik; FLJ394080.00077115 0.00129147 1.35406036

GPC1 NM_002081.1 GPC1 2 Homo sapiens glypican 1 (GPC1), mRNA.glypican; FLJ380780.00268789 0.00371511 1.35337827

FAM69B XM_942503.1 FAM69B PREDICTED: Homo sapiens family with sequence similarity 69, member B (FAM69B), mRNA.0.00047556 0.00086406 1.35320048

LOC648852 XM_940430.1 LOC648852 PREDICTED: Homo sapiens hypothetical protein LOC648852 (LOC648852), mRNA.2.9998E-05 9.0075E-05 1.35260518

RNF123 NM_022064.2 RNF123 3 Homo sapiens ring finger protein 123 (RNF123), mRNA.KPC1; DKFZp686C2222; FP1477; FLJ12565; MGC1635046.6862E-06 2.7869E-05 1.35231269

GMCL1 NM_178439.3 GMCL1 2 Homo sapiens germ cell-less homolog 1 (Drosophila) (GMCL1), mRNA.GCL1; BTBD13; GCL0.00230832 0.00327563 1.35184377

ZNF622 NM_033414.2 ZNF622 5 Homo sapiens zinc finger protein 622 (ZNF622), mRNA.MGC17552; ZPR9; MGC24852.0115E-06 1.1284E-05 1.35150156

EIF4G3 NM_003760.2 EIF4G3 1 Homo sapiens eukaryotic translation initiation factor 4 gamma, 3 (EIF4G3), mRNA.eIF4GII 0.00016114 0.00035266 1.35113479

DNAJB2 NM_006736.5 DNAJB2 2 Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 2 (DNAJB2), transcript variant 2, mRNA.HSPF3; HSJ1 2.3565E-05 7.4885E-05 1.3511255

CPE NM_001873.1 CPE 4 Homo sapiens carboxypeptidase E (CPE), mRNA.0.00015788 0.00034675 1.35091123

CHRNA5 NM_000745.2 CHRNA5 15 Homo sapiens cholinergic receptor, nicotinic, alpha 5 (CHRNA5), mRNA.0.00086905 0.0014263 1.35005329

AARS2 NM_020745.1 AARS2 6 Homo sapiens alanyl-tRNA synthetase 2, mitochondrial (putative) (AARS2), nuclear gene encoding mitochondrial protein, mRNA.KIAA1270; AARSL; bA444E17.10.0064436 0.00789501 1.35005058

RNF40 NM_014771.2 RNF40 16 Homo sapiens ring finger protein 40 (RNF40), mRNA.KIAA0661; DKFZp686K191; STARING; BRE1B; RBP95; MGC130510.00871186 0.01020941 1.34970772

ELOF1 NM_032377.2 ELOF1 19 Homo sapiens elongation factor 1 homolog (S. cerevisiae) (ELOF1), mRNA.ELF1 3.9131E-05 0.00011195 1.34936176

ABCD3 NM_002858.2 ABCD3 1 Homo sapiens ATP-binding cassette, sub-family D (ALD), member 3 (ABCD3), mRNA.ABC43; PXMP1; PMP700.00492126 0.00626511 1.34934327

C1orf50 NM_024097.1 C1ORF50 1 Homo sapiens chromosome 1 open reading frame 50 (C1orf50), mRNA.MGC955 8.6343E-05 0.00021334 1.34889304

SSTR2 NM_001050.2 SSTR2 17 Homo sapiens somatostatin receptor 2 (SSTR2), mRNA.0.00029203 0.00057438 1.34808312

ZNF544 NM_014480.1 ZNF544 19 Homo sapiens zinc finger protein 544 (ZNF544), mRNA.0.00013432 0.00030327 1.34808091

DCUN1D4 NM_015115.1 DCUN1D4 4 Homo sapiens DCN1, defective in cullin neddylation 1, domain containing 4 (S. cerevisiae) (DCUN1D4), mRNA.KIAA0276 3.0747E-05 9.1949E-05 1.34792638
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KIFC2 NM_145754.2 KIFC2 8 Homo sapiens kinesin family member C2 (KIFC2), mRNA.1.4685E-07 1.7675E-06 1.34766549

EFNA4 NM_005227.2 EFNA4 1 Homo sapiens ephrin-A4 (EFNA4), transcript variant 1, mRNA.EFL4; LERK4; MGC125826; EPLG40.01103163 0.01246992 1.34720491

OBFC2A NM_022837.1 OBFC2A 2 Homo sapiens oligonucleotide/oligosaccharide-binding fold containing 2A (OBFC2A), mRNA.MGC111163; FLJ22833; DKFZp667M1322; FLJ136242.1723E-05 7.0151E-05 1.34696311

HIF1AN NM_017902.1 HIF1AN 10 Homo sapiens hypoxia inducible factor 1, alpha subunit inhibitor (HIF1AN), mRNA.DKFZp762F1811; FIH1; FLJ22027; FLJ206150.00021534 0.00044561 1.34660955

ZBTB17 NM_003443.1 ZBTB17 1 Homo sapiens zinc finger and BTB domain containing 17 (ZBTB17), mRNA.ZNF60; pHZ-67; ZNF151; MIZ-10.00041277 0.00076877 1.34622058

DENND4C NM_017925.4 DENND4C 9 Homo sapiens DENN/MADD domain containing 4C (DENND4C), mRNA.C9orf55B; FLJ20686; bA513M16.3; C9orf55; DKFZp686I091130.0035608 0.00474089 1.34591639

TMSB15A NM_021992.2 TMSB15A X Homo sapiens thymosin beta 15a (TMSB15A), mRNA.Tb15; TMSNB; TbNB6.8414E-08 1.0513E-06 1.34566219

PMVK NM_006556.2 PMVK 1 Homo sapiens phosphomevalonate kinase (PMVK), mRNA.PMKASE; HUMPMKI; PMK; PMKA0.00321468 0.00433665 1.34554646

Hs.579631 HS.579631 19 AGENCOURT_10229596 NIH_MGC_141 Homo sapiens cDNA clone IMAGE:6563923 5, mRNA sequence5.2597E-08 8.807E-07 1.34548297

SNORA12 NR_002954.1 SNORA12 10 Homo sapiens small nucleolar RNA, H/ACA box 12 (SNORA12), small nucleolar RNA.U108 1.4327E-08 3.9656E-07 1.34523248

ANKRD46 NM_198401.2 ANKRD46 8 Homo sapiens ankyrin repeat domain 46 (ANKRD46), mRNA.0.00494137 0.00628342 1.34401847

MTRF1L NM_019041.3 MTRF1L 6 Homo sapiens mitochondrial translational release factor 1-like (MTRF1L), mRNA.MGC102748 5.8934E-07 4.576E-06 1.34317107

Hs.374278 HS.374278 16 Homo sapiens cDNA FLJ38388 fis, clone FEBRA20044850.00094078 0.00152661 1.34279151

EXOC2 NM_018303.4 EXOC2 6 Homo sapiens exocyst complex component 2 (EXOC2), mRNA.Sec5p; FLJ11026; SEC5L1; SEC50.0002321 0.00047503 1.34271851

SYVN1 NM_032431.2 SYVN1 11 Homo sapiens synovial apoptosis inhibitor 1, synoviolin (SYVN1), transcript variant 1, mRNA.KIAA1810; MGC40372; HRD19.9842E-05 0.00023948 1.34258189

KIAA0090 NM_015047.1 KIAA0090 1 Homo sapiens KIAA0090 (KIAA0090), mRNA.RP1-43E13.1 2.0287E-05 6.6591E-05 1.34205474

ACAA2 NM_006111.1 ACAA2 18 Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl-Coenzyme A thiolase) (ACAA2), nuclear gene encoding mitochondrial protein, mRNA.DSAEC 0.01524694 0.01636011 1.34159675

ZFHX3 NM_006885.2 ZFHX3 16 Homo sapiens zinc finger homeobox 3 (ZFHX3), transcript variant A, mRNA.ATBF1; ZFHX3; ATBT0.00280007 0.00384472 1.34127594

ZNF577 NM_032679.1 ZNF577 19 Homo sapiens zinc finger protein 577 (ZNF577), mRNA.MGC4400 0.02894351 0.02814166 1.34125677

HSPC171 NM_014187.1 HSPC171 Homo sapiens HSPC171 protein (HSPC171), mRNA.4.6969E-06 2.143E-05 1.34122875

CREG1 NM_003851.2 CREG1 1 Homo sapiens cellular repressor of E1A-stimulated genes 1 (CREG1), mRNA.CREG 1.0508E-06 6.9581E-06 1.34067435

JAK1 NM_002227.1 JAK1 1 Homo sapiens Janus kinase 1 (JAK1), mRNA.JAK1B; JAK1A; JTK30.05196265 0.04574757 1.34065769

CCDC50 NM_174908.2 CCDC50 3 Homo sapiens coiled-coil domain containing 50 (CCDC50), transcript variant 1, mRNA.C3orf6; DFNA44; YMER2.5597E-05 7.9643E-05 1.34059564

DAGLB NM_139179.1 DAGLB 7 Homo sapiens diacylglycerol lipase, beta (DAGLB), mRNA.FLJ33624; DAGLBETA; FLJ33909; KCCR13L0.00035576 0.00067739 1.34044721

ASMTL XM_942506.1 ASMTL PREDICTED: Homo sapiens acetylserotonin O-methyltransferase-like (ASMTL), mRNA.3.8891E-05 0.00011133 1.34030881

C3orf10 NM_018462.4 C3ORF10 3 Homo sapiens chromosome 3 open reading frame 10 (C3orf10), mRNA.MDS027; HSPC300; hHBrk14.6312E-07 3.8662E-06 1.34005476

MRPS31 NM_005830.2 MRPS31 13 Homo sapiens mitochondrial ribosomal protein S31 (MRPS31), nuclear gene encoding mitochondrial protein, mRNA.MRP-S31; IMOGN386.5345E-06 2.7367E-05 1.33961793

FLJ10213 NM_018029.3 FLJ10213 3 Homo sapiens hypothetical protein FLJ10213 (FLJ10213), mRNA.0.00322859 0.00435207 1.33947221

WDR70 NM_018034.2 WDR70 5 Homo sapiens WD repeat domain 70 (WDR70), mRNA.FLJ10233 5.2309E-06 2.3121E-05 1.33888458

PRKAG1 NM_002733.3 PRKAG1 12 Homo sapiens protein kinase, AMP-activated, gamma 1 non-catalytic subunit (PRKAG1), transcript variant 1, mRNA.AMPKG; MGC86660.00043047 0.00079481 1.33864563

LOC552889 NM_001136262.1LOC552889 12 Homo sapiens hypothetical protein LOC552889 (LOC552889), mRNA.0.00037791 0.00071415 1.33859017

LOC100134108XM_001713975.1LOC100134108 PREDICTED: Homo sapiens similar to succinate dehydrogenase complex, subunit A, flavoprotein (Fp) (LOC100134108), mRNA.2.3746E-05 7.5297E-05 1.33850908

TGIF2 NM_021809.4 TGIF2 20 Homo sapiens TGFB-induced factor homeobox 2 (TGIF2), mRNA.0.04110595 0.03765149 1.33824906

ATG10 NM_031482.3 ATG10 5 Homo sapiens ATG10 autophagy related 10 homolog (S. cerevisiae) (ATG10), mRNA.APG10; DKFZP586I0418; APG10L; FLJ13954; pp126160.00501917 0.00637126 1.3369392

FTSJD2 NM_015050.2 FTSJD2 6 Homo sapiens FtsJ methyltransferase domain containing 2 (FTSJD2), mRNA.0.00467814 0.00599036 1.33678404

TUBB2A TUBB TUBB2A 6 Homo sapiens tubulin, beta 2A (TUBB2A), mRNA.TUBB; TUBB2; dJ40E16.73.1566E-06 1.5763E-05 1.33657119

SLC9A3R1 NM_004252.1 SLC9A3R1 17 Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), member 3 regulator 1 (SLC9A3R1), mRNA.NHERF1; NHERF; EBP504.1056E-08 7.5047E-07 1.33602687

ZZEF1 NM_015113.3 ZZEF1 17 Homo sapiens zinc finger, ZZ-type with EF-hand domain 1 (ZZEF1), mRNA.FLJ10821; ZZZ4; FLJ45574; KIAA03990.00431335 0.00558355 1.33583827

LOC647389 XM_936461.1 LOC647389 PREDICTED: Homo sapiens hypothetical protein LOC647389 (LOC647389), mRNA.0.04574214 0.04123513 1.33548199

EHBP1L1 NM_001099409.1EHBP1L1 11 Homo sapiens EH domain binding protein 1-like 1 (EHBP1L1), mRNA.FLJ35431; TANGERIN; DKFZp762C1864.6324E-05 0.0001283 1.33451568

CBARA1 NM_006077.1 CBARA1 10 Homo sapiens calcium binding atopy-related autoantigen 1 (CBARA1), mRNA.CALC; EFHA3; DKFZp564C246; FLJ126840.00112159 0.00177439 1.33438493

SMAP2 NM_022733.1 SMAP2 1 Homo sapiens small ArfGAP2 (SMAP2), mRNA.SMAP1L; RP1-228H13.34.263E-06 1.9895E-05 1.33383282

SUB1 NM_006713.2 SUB1 5 Homo sapiens SUB1 homolog (S. cerevisiae) (SUB1), mRNA.P15; p14; MGC102747; PC40.00010201 0.0002438 1.33353591

ADAM17 NM_003183.4 ADAM17 2 Homo sapiens ADAM metallopeptidase domain 17 (ADAM17), mRNA.MGC71942; CD156b; TACE; cSVP0.02007597 0.02067933 1.33268536

ZBTB43 NM_014007.2 ZBTB43 9 Homo sapiens zinc finger and BTB domain containing 43 (ZBTB43), mRNA.ZNF297B; ZBTB22B; ZNF-X0.0031261 0.00423213 1.33266112

FBXO31 NM_024735.2 FBXO31 16 Homo sapiens F-box protein 31 (FBXO31), mRNA.FBX14; Fbx31; FLJ22477; DKFZP434B027; MGC15419; DKFZp434J1815; MGC9527; FBXO14; pp23861.1645E-06 7.5017E-06 1.33264118

ANTXR1 NM_032208.1 ANTXR1 2 Homo sapiens anthrax toxin receptor 1 (ANTXR1), transcript variant 1, mRNA.ATR; FLJ21776; FLJ11298; TEM8; FLJ106010.00042556 0.00078773 1.33204916

CRY2 NM_021117.1 CRY2 11 Homo sapiens cryptochrome 2 (photolyase-like) (CRY2), mRNA.FLJ10332; PHLL2; KIAA0658; HCRY20.01174889 0.01314521 1.3319294

EDEM2 NM_018217.1 EDEM2 20 Homo sapiens ER degradation enhancer, mannosidase alpha-like 2 (EDEM2), mRNA.FLJ10783; bA4204.1; C20orf49; C20orf310.00016106 0.00035257 1.33123473

UGCGL2 NM_020121.2 UGCGL2 13 Homo sapiens UDP-glucose ceramide glucosyltransferase-like 2 (UGCGL2), mRNA.MGC87276; FLJ11485; MGC150689; HUGT2; MGC117360; FLJ108730.00070514 0.0011946 1.33091523

GIPC1 NM_202468.1 GIPC1 19 Homo sapiens GIPC PDZ domain containing family, member 1 (GIPC1), transcript variant 3, mRNA.IIP-1; TIP-2; GLUT1CBP; C19orf3; RGS19IP1; Hs.6454; SYNECTIIN; MGC15889; NIP; MGC3774; SEMCAP; GIPC1.5769E-07 1.8646E-06 1.33084288

HLA-B NM_005514.5 HLA-B 6 Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA.AS; HLA-B-5501; SPDA1; HLA B1.0984E-06 7.1917E-06 1.33083146

CRSP9 NM_004270.3 CRSP9 5 Homo sapiens cofactor required for Sp1 transcriptional activation, subunit 9, 33kDa (CRSP9), mRNA.CRSP33; MGC12284; MED70.00158441 0.00237309 1.33078383

FRS3 NM_006653.3 FRS3 6 Homo sapiens fibroblast growth factor receptor substrate 3 (FRS3), mRNA.MGC17167; FRS2beta; SNT2; SNT-2; FRS2B0.00910789 0.01061398 1.33058532

TMEM9 NM_016456.2 TMEM9 1 Homo sapiens transmembrane protein 9 (TMEM9), mRNA.TMEM9A 3.0336E-05 9.0844E-05 1.33014135

MTMR10 NM_017762.1 MTMR10 15 Homo sapiens myotubularin related protein 10 (MTMR10), mRNA.FLJ20313 0.00010672 0.00025274 1.32926146

REXO4 NM_020385.2 REXO4 9 Homo sapiens REX4, RNA exonuclease 4 homolog (S. cerevisiae) (REXO4), mRNA.XPMC2; XPMC2H0.00017778 0.00038139 1.329163

SLC25A14 NM_022810.1 SLC25A14 X Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 (SLC25A14), nuclear gene encoding mitochondrial protein, transcript variant long, mRNA.MGC149543; UCP5; BMCP10.01082652 0.01227444 1.32914837

MFGE8 NM_005928.1 MFGE8 15 Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA.HsT19888; BA46; OAcGD3S; EDIL18.158E-08 1.187E-06 1.32826268

C14orf142 NM_032490.3 C14ORF142 14 Homo sapiens chromosome 14 open reading frame 142 (C14orf142), mRNA.MGC133207; MGC104244; PNAS-1270.00275501 0.00379414 1.32819015

FAHD1 NM_031208.1 FAHD1 16 Homo sapiens fumarylacetoacetate hydrolase domain containing 1 (FAHD1), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.C16orf36; YISKL; DKFZp566J2046; MGC748760.00016517 0.00035961 1.32808818

FAM40B NM_020704.1 FAM40B 7 Homo sapiens family with sequence similarity 40, member B (FAM40B), mRNA.0.00094259 0.00152927 1.32801905

PLEKHF1 NM_024310.2 PLEKHF1 19 Homo sapiens pleckstrin homology domain containing, family F (with FYVE domain) member 1 (PLEKHF1), mRNA.APPD; ZFYVE15; PHAFIN1; MGC40900.02553622 0.02540304 1.32788148

KIAA1751 XM_933934.1 KIAA1751 1 PREDICTED: Homo sapiens KIAA1751, transcript variant 2 (KIAA1751), mRNA.5.6617E-05 0.00015085 1.32764509

CHMP2A NM_198426.1 CHMP2A 19 Homo sapiens chromatin modifying protein 2A (CHMP2A), transcript variant 2, mRNA.VPS2; VPS2A; CHMP2; BC-2; BC22.8009E-06 1.4448E-05 1.32708132

SNAPC3 NM_001039697.1SNAPC3 9 Homo sapiens small nuclear RNA activating complex, polypeptide 3, 50kDa (SNAPC3), mRNA.PTFbeta; MGC33124; SNAP50; MGC1320110.02352936 0.02372677 1.32693299

PRO1853 NM_144736.3 PRO1853 2 Homo sapiens hypothetical protein PRO1853 (PRO1853), transcript variant 1, mRNA.0.0023244 0.00329578 1.32674337

MUT NM_000255.1 MUT 6 Homo sapiens methylmalonyl Coenzyme A mutase (MUT), nuclear gene encoding mitochondrial protein, mRNA.MCM 0.0005025 0.00090383 1.32630707

SUPT4H1 NM_003168.1 SUPT4H1 17 Homo sapiens suppressor of Ty 4 homolog 1 (S. cerevisiae) (SUPT4H1), mRNA.SPT4H; SUPT4H 3.6489E-06 1.7639E-05 1.32542461

RRAGA NM_006570.4 RRAGA 9 Homo sapiens Ras-related GTP binding A (RRAGA), mRNA.RAGA; FIP-1 5.2307E-08 8.7752E-07 1.32538986
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ZKSCAN2 NM_001012981.2ZKSCAN2 16 Homo sapiens zinc finger with KRAB and SCAN domains 2 (ZKSCAN2), mRNA.ZNF694; ZSCAN31; FLJ231990.01391318 0.01513255 1.32520328

GCC1 NM_024523.5 GCC1 7 Homo sapiens GRIP and coiled-coil domain containing 1 (GCC1), mRNA.FLJ22035; GCC1P; GCC88; MGC207062.691E-05 8.2817E-05 1.3251082

C10orf61 NM_015631.2 C10ORF61 10 Homo sapiens chromosome 10 open reading frame 61 (C10orf61), transcript variant 2, mRNA.DKFZp564D116; TECT30.0016826 0.00249799 1.32414907

TMEM136 NM_174926.1 TMEM136 11 Homo sapiens transmembrane protein 136 (TMEM136), mRNA.MGC17839 0.00018429 0.00039266 1.32399841

POLR3A NM_007055.2 POLR3A 10 Homo sapiens polymerase (RNA) III (DNA directed) polypeptide A, 155kDa (POLR3A), mRNA.RPC155; hRPC155; RPC11.965E-05 6.5133E-05 1.32361966

NUDCD3 NM_015332.2 NUDCD3 7 Homo sapiens NudC domain containing 3 (NUDCD3), mRNA.KIAA1068; NudCL7.7354E-05 0.0001943 1.32329922

CCDC84 NM_198489.1 CCDC84 11 Homo sapiens coiled-coil domain containing 84 (CCDC84), mRNA.DLNB14 2.16E-05 6.9933E-05 1.32312254

C9orf119 XM_937771.1 C9ORF119 9 Homo sapiens chromosome 9 open reading frame 119 (C9orf119), mRNA.bA395P17.9 0.00037736 0.00071326 1.32310854

SPHK2 NM_020126.3 SPHK2 19 Homo sapiens sphingosine kinase 2 (SPHK2), mRNA.0.00020814 0.0004342 1.32255699

CENTG2 NM_014914.2 CENTG2 2 Homo sapiens centaurin, gamma 2 (CENTG2), mRNA.GGAP1; MGC71657; KIAA1099; AGAP15.4623E-06 2.3797E-05 1.32231431

ZFC3H1 NM_144982.3 ZFC3H1 12 Homo sapiens zinc finger, C3H1-type containing (ZFC3H1), mRNA.MGC90200; PSRC2; MGC23401; DKFZp686A0722; KIAA05460.00302413 0.00411376 1.32211813

C16orf48 NM_032140.1 C16ORF48 16 Homo sapiens chromosome 16 open reading frame 48 (C16orf48), mRNA.DAKV6410; DKFZP434A13198.518E-07 5.9646E-06 1.32168059

ABCB6 NM_005689.1 ABCB6 2 Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 6 (ABCB6), nuclear gene encoding mitochondrial protein, mRNA.ABC; EST45597; PRP; MTABC3; ABC14; umat; FLJ224140.00457103 0.00587379 1.32119691

TMEM141 NM_032928.2 TMEM141 9 Homo sapiens transmembrane protein 141 (TMEM141), mRNA.MGC14141; RP11-216L13.73.1846E-05 9.4655E-05 1.32089451

ASF1A NM_014034.1 ASF1A 6 Homo sapiens ASF1 anti-silencing function 1 homolog A (S. cerevisiae) (ASF1A), mRNA.DKFZP547E2110; CIA; dJ329L24.20.00039981 0.0007486 1.32069868

UNC84A NM_025154.2 UNC84A 7 Homo sapiens unc-84 homolog A (C. elegans) (UNC84A), mRNA.KIAA0810; SUN1; FLJ12407; MGC1766493.5863E-06 1.7442E-05 1.32009883

LAPTM4A NM_014713.3 LAPTM4A 2 Homo sapiens lysosomal-associated protein transmembrane 4 alpha (LAPTM4A), mRNA.LAPTM4; KIAA0108; Mtrp; HUMORF13; MBNT5.7905E-05 0.00015321 1.31967541

GPR137 NM_020155.2 GPR137 11 Homo sapiens G protein-coupled receptor 137 (GPR137), mRNA.GPR137A; TM7SF1L1; C11orf43.0585E-05 9.1494E-05 1.31931708

KLK5 NM_012427.4 KLK5 19 Homo sapiens kallikrein-related peptidase 5 (KLK5), transcript variant 1, mRNA.KLKL2; KLK-L2; SCTE0.00514299 0.00650492 1.31920279

STX2 NM_001980.2 STX2 12 Homo sapiens syntaxin 2 (STX2), transcript variant 2, mRNA.MGC51014; STX2C; STX2A; EPM; STX2B; EPIM1.0402E-05 3.9239E-05 1.3190393

CRY1 NM_004075.2 CRY1 12 Homo sapiens cryptochrome 1 (photolyase-like) (CRY1), mRNA.PHLL1 0.0023079 0.00327556 1.31892681

RSAD1 NM_018346.1 RSAD1 17 Homo sapiens radical S-adenosyl methionine domain containing 1 (RSAD1), mRNA.FLJ20975; FLJ111640.00077333 0.00129464 1.31857239

C20orf3 NM_020531.2 C20ORF3 20 Homo sapiens chromosome 20 open reading frame 3 (C20orf3), mRNA.BSCv; APMAP 2.3561E-06 1.2659E-05 1.31838068

MT1E NM_175617.2 MT1E 16 Homo sapiens metallothionein 1E (functional) (MT1E), mRNA.MT1; MTD 2.9395E-07 2.8373E-06 1.31789857

FAM116A NM_152678.1 FAM116A PREDICTED: Homo sapiens family with sequence similarity 116, member A (FAM116A), mRNA.0.00049929 0.00089862 1.3172812

C14orf109 NM_015676.1 C14ORF109 14 Homo sapiens chromosome 14 open reading frame 109 (C14orf109), transcript variant 2, mRNA.DKFZP564F11235.0213E-05 0.00013716 1.31709072

SYAP1 NM_032796.2 SYAP1 X Homo sapiens synapse associated protein 1, SAP47 homolog (Drosophila) (SYAP1), mRNA.FLJ14495; DKFZp686K221; PRO3113; FLJ441852.103E-05 6.8567E-05 1.31694616

RICH2 NM_014859.4 RICH2 17 Homo sapiens Rho-type GTPase-activating protein RICH2 (RICH2), mRNA.NPC-A-10; KIAA06725.7486E-05 0.00015247 1.31689632

IDS NM_000202.2 IDS X Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 1, mRNA.MPS2; SIDS 0.05278926 0.04634974 1.31616966

FLJ40722 XM_945696.1 FLJ40722 PREDICTED: Homo sapiens hypothetical protein FLJ40722, transcript variant 4 (FLJ40722), mRNA.0.00014199 0.00031765 1.31604464

TMEM49 NM_030938.2 TMEM49 17 Homo sapiens transmembrane protein 49 (TMEM49), mRNA.VMP1; DKFZP566I1332.3303E-06 1.2559E-05 1.31563277

ATP6AP2 NM_005765.2 ATP6AP2 X Homo sapiens ATPase, H+ transporting, lysosomal accessory protein 2 (ATP6AP2), mRNA.ELDF10; APT6M8-9; MGC99577; XMRE; M8-9; ATP6IP2; MSTP009; MRXE; HT028; ATP6M8-91.2149E-08 3.5652E-07 1.31488183

LRWD1 NM_152892.1 LRWD1 7 Homo sapiens leucine-rich repeats and WD repeat domain containing 1 (LRWD1), mRNA.DKFZp434K18155.5095E-06 2.3979E-05 1.31472186

TMEM191A XR_039958.1 TMEM191A 22 PREDICTED: Homo sapiens misc_RNA (TMEM191A), miscRNA.0.01480064 0.01594558 1.3144907

COL4A5 NM_033381.1 COL4A5 X Homo sapiens collagen, type IV, alpha 5 (COL4A5), transcript variant 1, mRNA.MGC42377; ATS; MGC167109; CA54; ASLN0.00834002 0.00984068 1.31445247

ACN9 NM_020186.1 ACN9 7 Homo sapiens ACN9 homolog (S. cerevisiae) (ACN9), mRNA.DC11 3.8441E-06 1.8381E-05 1.31398078

LOC100134537XR_039501.1 LOC100134537 7 PREDICTED: Homo sapiens misc_RNA (LOC100134537), miscRNA.7.5675E-07 5.4693E-06 1.31396095

LOC100134134XM_001720850.1LOC100134134 PREDICTED: Homo sapiens similar to peroxidasin homolog (LOC100134134), mRNA.8.2552E-08 1.1913E-06 1.31395352

ATP6V0E2 NM_145230.1 ATP6V0E2 7 Homo sapiens ATPase, H+ transporting V0 subunit e2 (ATP6V0E2), transcript variant 1, mRNA.ATP6V0E2L; C7orf321.0017E-07 1.3951E-06 1.31373246

BRSK1 NM_032430.1 BRSK1 19 Homo sapiens BR serine/threonine kinase 1 (BRSK1), mRNA.KIAA1811; FLJ430099.2902E-05 0.00022605 1.31308123

LOC100129269XM_001723121.1LOC100129269 PREDICTED: Homo sapiens hypothetical protein LOC100129269 (LOC100129269), mRNA.0.00998821 0.01145876 1.31275575

BICD2 NM_001003800.1BICD2 9 Homo sapiens bicaudal D homolog 2 (Drosophila) (BICD2), transcript variant 1, mRNA.bA526D8.1; KIAA06990.00220344 0.00314818 1.31258276

BTG1 NM_001731.1 BTG1 12 Homo sapiens B-cell translocation gene 1, anti-proliferative (BTG1), mRNA.2.1249E-07 2.2544E-06 1.31236048

CYB5D2 NM_144611.2 CYB5D2 17 Homo sapiens cytochrome b5 domain containing 2 (CYB5D2), mRNA.MGC32124 0.00066542 0.00113898 1.31220196

SCO2 NM_005138.1 SCO2 22 Homo sapiens SCO cytochrome oxidase deficient homolog 2 (yeast) (SCO2), nuclear gene encoding mitochondrial protein, mRNA.MGC125823; MGC125825; SCO1L5.4054E-06 2.3596E-05 1.31199141

CTBS NM_004388.1 CTBS 1 Homo sapiens chitobiase, di-N-acetyl- (CTBS), mRNA.CTB 0.03449995 0.03253816 1.31199138

LHPP NM_022126.2 LHPP 10 Homo sapiens phospholysine phosphohistidine inorganic pyrophosphate phosphatase (LHPP), mRNA.MGC142189; MGC142191; MGC1172511.7665E-06 1.0292E-05 1.31187728

GUSBL1 NM_001033523.1GUSBL1 6 Homo sapiens glucuronidase, beta-like 1 (GUSBL1), mRNA.bA239L20.5; bGLU-Lp; SMAC3L; b55C20.1; GUSBP4; bA239L20.1; SMAC3L2; SMA3-L; GUSBP20.00078469 0.0013109 1.31166104

ZNF277 NM_021994.1 ZNF277 7 Homo sapiens zinc finger protein 277 (ZNF277), mRNA.ZNF277P; ZNF277; NRIF47.2356E-06 2.9446E-05 1.31103958

LOC100134053XM_001717094.1LOC100134053 PREDICTED: Homo sapiens similar to POLR2J4 protein (LOC100134053), mRNA.0.00060376 0.00105232 1.31015419

LOC649679 XM_945046.1 LOC649679 PREDICTED: Homo sapiens similar to Tubulin beta-4q chain, transcript variant 3 (LOC649679), mRNA.0.00586243 0.00728363 1.3101495

CA2 NM_000067.1 CA2 8 Homo sapiens carbonic anhydrase II (CA2), mRNA.Car2; CA-II; CAII; CA II3.8567E-07 3.3907E-06 1.31012469

ISG20L2 NM_030980.1 ISG20L2 1 Homo sapiens interferon stimulated exonuclease gene 20kDa-like 2 (ISG20L2), mRNA.FLJ12671 0.00903907 0.01053937 1.30887548

SH3PXD2A NM_014631.2 SH3PXD2A 10 Homo sapiens SH3 and PX domains 2A (SH3PXD2A), mRNA.SH3MD1; FISH 0.00150872 0.002278 1.30880628

MAP3K1 XM_042066.10MAP3K1 5 Homo sapiens mitogen-activated protein kinase kinase kinase 1 (MAP3K1), mRNA.MAPKKK1; MEKK1; MEKK0.00134855 0.00207363 1.30832951

PGM3 NM_015599.1 PGM3 6 Homo sapiens phosphoglucomutase 3 (PGM3), mRNA.AGM1; PAGM; DKFZp434B1870.00023415 0.00047856 1.30828824

PFAAP5 NM_014887.1 PFAAP5 13 Homo sapiens phosphonoformate immuno-associated protein 5 (PFAAP5), mRNA.92M18.3; CG0057.0385E-05 0.00017963 1.307884

ETS1 NM_005238.2 ETS1 11 Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) (ETS1), mRNA.FLJ10768; ETS-1; EWSR20.0003022 0.00059172 1.30714563

TMEM98 NM_015544.2 TMEM98 17 Homo sapiens transmembrane protein 98 (TMEM98), transcript variant 1, mRNA.DKFZP564K1964 6.992E-05 0.0001787 1.30706566

CRIPT NM_014171.3 CRIPT 2 Homo sapiens cysteine-rich PDZ-binding protein (CRIPT), mRNA.HSPC139 2.6051E-06 1.3703E-05 1.30665929

FAM73A NM_198549.1 FAM73A 1 Homo sapiens family with sequence similarity 73, member A (FAM73A), mRNA.FLJ35093; DKFZp686M071660.00308013 0.00418021 1.30663965

PCOLCE2 NM_013363.2 PCOLCE2 3 Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA.PCPE2 0.01721598 0.01816632 1.30646721

ITGA2 NM_002203.2 ITGA2 5 Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) (ITGA2), mRNA.CD49B; VLAA2; VLA-2; BR; GPIa0.00305821 0.00415368 1.30555723

SLC22A23 NM_015482.1 SLC22A23 6 Homo sapiens solute carrier family 22, member 23 (SLC22A23), transcript variant 1, mRNA.0.05690079 0.04943534 1.30551856

LOC728153 XM_926814.1 LOC728153 5 PREDICTED: Homo sapiens similar to FAM133B protein, transcript variant 1 (LOC728153), mRNA.0.00094426 0.00153141 1.30548532

ACTA2 NM_001613.1 ACTA2 10 Homo sapiens actin, alpha 2, smooth muscle, aorta (ACTA2), mRNA.ACTSA 0.00156032 0.00234302 1.30430655

NKIRAS1 NM_020345.3 NKIRAS1 3 Homo sapiens NFKB inhibitor interacting Ras-like 1 (NKIRAS1), mRNA.KBRAS1; kappaB-Ras17.2233E-06 2.9423E-05 1.3036889

FOXO4 NM_005938.1 FOXO4 X Homo sapiens forkhead box O4 (FOXO4), mRNA.AFX1; AFX; FOXO4; MGC120490; MLLT70.01264908 0.01397595 1.30367834

CNOT8 NM_004779.4 CNOT8 5 Homo sapiens CCR4-NOT transcription complex, subunit 8 (CNOT8), mRNA.hCAF1; POP2; CAF1; CALIF0.00398334 0.00523123 1.30358693

PIGC NM_153747.1 PIGC 1 Homo sapiens phosphatidylinositol glycan anchor biosynthesis, class C (PIGC), transcript variant 1, mRNA.GPI2; MGC20490.00131365 0.0020285 1.30319588
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DCUN1D3 NM_173475.1 DCUN1D3 16 Homo sapiens DCN1, defective in cullin neddylation 1, domain containing 3 (S. cerevisiae) (DCUN1D3), mRNA.MGC48972; FLJ41725; DKFZp686O0290; 44M2.48.2726E-05 0.00020556 1.30292117

ORAOV1 NM_153451.2 ORAOV1 11 Homo sapiens oral cancer overexpressed 1 (ORAOV1), mRNA.TAOS1 0.01152905 0.0129405 1.30278622

IQCG NM_032263.2 IQCG 3 Homo sapiens IQ motif containing G (IQCG), mRNA.DKFZp434B227; FLJ11667; FLJ235710.03827463 0.03552916 1.30262647

MCFD2 NM_139279.3 MCFD2 2 Homo sapiens multiple coagulation factor deficiency 2 (MCFD2), mRNA.DKFZp686G21263; LMAN1IP; F5F8D; SDNSF0.00458054 0.00588429 1.30226566

UROS NM_000375.1 UROS 10 Homo sapiens uroporphyrinogen III synthase (congenital erythropoietic porphyria) (UROS), mRNA.7.0558E-07 5.1936E-06 1.30219743

RNF113A NM_006978.1 RNF113A X Homo sapiens ring finger protein 113A (RNF113A), mRNA.ZNF183; RNF1130.00802884 0.00951703 1.30208338

MANBA NM_005908.2 MANBA 4 Homo sapiens mannosidase, beta A, lysosomal (MANBA), mRNA.MANB1 0.00011102 0.00026039 1.30190797

ANKRD9 NM_152326.2 ANKRD9 14 Homo sapiens ankyrin repeat domain 9 (ANKRD9), mRNA.MGC21990 0.00012013 0.00027693 1.30146168

CRABP2 NM_001878.2 CRABP2 1 Homo sapiens cellular retinoic acid binding protein 2 (CRABP2), mRNA.CRABP-II; RBP6 6.5759E-08 1.0303E-06 1.30129429

MINPP1 NM_004897.2 MINPP1 10 Homo sapiens multiple inositol polyphosphate histidine phosphatase, 1 (MINPP1), mRNA.MIPP; HIPER1; MINPP2; DKFZp564L20160.00017176 0.00037129 1.30093205

CNO NM_018366.2 CNO 4 Homo sapiens cappuccino homolog (mouse) (CNO), mRNA.FLJ11230 0.00082635 0.00136954 1.30083659

PROS1 NM_000313.1 PROS1 3 Homo sapiens protein S (alpha) (PROS1), mRNA.PROS; protein Sa; Protein S; PSA; PS23; PS25; PS24; PS 26; PS22; PS210.01016664 0.01163455 1.30050751

PITPNB NM_012399.3 PITPNB 22 Homo sapiens phosphatidylinositol transfer protein, beta (PITPNB), mRNA.PI-TP-beta; VIB1B; PtdInsTP0.00117783 0.00185004 1.30040065

SNAPC2 NM_003083.1 SNAPC2 19 Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kDa (SNAPC2), mRNA.PTFdelta; SNAP458.3606E-05 0.00020734 1.30013376

C14orf179 NM_052873.1 C14ORF179 14 Homo sapiens chromosome 14 open reading frame 179 (C14orf179), mRNA.FLJ32173; MGC160280.00021681 0.00044813 1.30007365

SSR1 NM_003144.2 SSR1 6 Homo sapiens signal sequence receptor, alpha (translocon-associated protein alpha) (SSR1), mRNA.DKFZp781N23103; TRAPA3.36E-06 1.6571E-05 1.30000688

STX3 NM_004177.3 STX3 11 Homo sapiens syntaxin 3 (STX3), mRNA.STX3A 3.2186E-05 9.5405E-05 1.29997574

RAB31 NM_006868.2 RAB31 18 Homo sapiens RAB31, member RAS oncogene family (RAB31), mRNA.Rab22B 1.6037E-06 9.5653E-06 1.29984386

Hs.508682 HS.508682 AV762101 MDS Homo sapiens cDNA clone MDSEOA03 5, mRNA sequence3.0223E-09 1.5507E-07 1.29980815

LAMC1 NM_002293.2 LAMC1 1 Homo sapiens laminin, gamma 1 (formerly LAMB2) (LAMC1), mRNA.LAMB2; MGC872971.6823E-07 1.932E-06 1.29944141

CKB NM_001823.3 CKB 14 Homo sapiens creatine kinase, brain (CKB), mRNA.B-CK; CKBB 2.6164E-08 5.768E-07 1.29942726

NPDC1 NM_015392.2 NPDC1 9 Homo sapiens neural proliferation, differentiation and control, 1 (NPDC1), mRNA.CAB-; CAB; DKFZP586J0523; CAB1; CAB-10.03057804 0.02944702 1.29942162

SNIP1 NM_024700.2 SNIP1 1 Homo sapiens Smad nuclear interacting protein 1 (SNIP1), mRNA.RP3-423B22.3; dJ423B22.2; FLJ125531.6949E-05 5.7978E-05 1.29941855

EFNB2 NM_004093.2 EFNB2 13 Homo sapiens ephrin-B2 (EFNB2), mRNA.MGC126227; LERK5; HTKL; EPLG5; MGC126226; Htk-L; MGC1262281.1001E-06 7.1977E-06 1.29918662

DBT Hs.444093 DBT 1 Homo sapiens dihydrolipoamide branched chain transacylase E2 (DBT), nuclear gene encoding mitochondrial protein, mRNA.BCATE2; MGC9061; E2B; E20.00128761 0.00199497 1.29908824

MTMR11 NM_006697.1 MTMR11 1 Homo sapiens myotubularin related protein 11 (MTMR11), transcript variant 1, mRNA.CRA; RP11-212K13.10.00196126 0.00284619 1.29877341

NUCB2 NM_005013.1 NUCB2 11 Homo sapiens nucleobindin 2 (NUCB2), mRNA.NEFA 8.9418E-05 0.00021909 1.29787765

ARL1 NM_001177.3 ARL1 12 Homo sapiens ADP-ribosylation factor-like 1 (ARL1), mRNA.ARFL1 2.0792E-05 6.8071E-05 1.29740642

C1orf74 NM_152485.2 C1ORF74 1 Homo sapiens chromosome 1 open reading frame 74 (C1orf74), mRNA.FLJ25078 0.0191787 0.01988113 1.2972474

STAM NM_003473.2 STAM 10 Homo sapiens signal transducing adaptor molecule (SH3 domain and ITAM motif) 1 (STAM), mRNA.DKFZp686J2352; STAM10.0004139 0.00077005 1.29637322

GCAT NM_014291.2 GCAT 22 Homo sapiens glycine C-acetyltransferase (2-amino-3-ketobutyrate coenzyme A ligase) (GCAT), nuclear gene encoding mitochondrial protein, mRNA.MGC23053; KBL 1.6936E-07 1.9348E-06 1.29614675

TUBB3 NM_006086.2 TUBB3 16 Homo sapiens tubulin, beta 3 (TUBB3), mRNA.TUBB4; MC1R; beta-42.5417E-08 5.7035E-07 1.29560377

DIABLO NM_138930.2 DIABLO 12 Homo sapiens diablo homolog (Drosophila) (DIABLO), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.SMAC; FLJ10537; DIABLO-S; SMAC3; FLJ250493.3627E-07 3.109E-06 1.2952016

RERE NM_012102.3 RERE 1 Homo sapiens arginine-glutamic acid dipeptide (RE) repeats (RERE), transcript variant 1, mRNA.ARP; ATN1L; ARG; KIAA0458; DNB1; FLJ387750.01777836 0.01864093 1.29484981

GXYLT1 XM_290597.6 GXYLT1 12 Homo sapiens glucoside xylosyltransferase 1 (GXYLT1), transcript variant 2, mRNA.FLJ43151 0.04816581 0.04303532 1.29449858

CHD7 NM_017780.2 CHD7 8 Homo sapiens chromodomain helicase DNA binding protein 7 (CHD7), mRNA.FLJ20361; KIAA1416; FLJ20357; IS31.5954E-05 5.5307E-05 1.2930593

PITPNM1 NM_004910.1 PITPNM1 11 Homo sapiens phosphatidylinositol transfer protein, membrane-associated 1 (PITPNM1), mRNA.NIR2; PITPNM; RDGBA1; FLJ44997; RDGB1; RDGB; Rd9; DRES91.6875E-06 9.9302E-06 1.29299511

KIAA0494 NM_014774.1 KIAA0494 1 Homo sapiens KIAA0494 (KIAA0494), mRNA.RP11-8J9.3 7.9628E-05 0.00019893 1.29247499

LOC641298 XR_041850.1 LOC641298 16 PREDICTED: Homo sapiens misc_RNA (LOC641298), miscRNA.0.00239759 0.00338098 1.29234519

C10orf137 NM_015608.2 C10ORF137 10 Homo sapiens chromosome 10 open reading frame 137 (C10orf137), mRNA.RP11-383C5.6; MGC125705; EDRF19.4795E-07 6.4376E-06 1.29226095

AP1G1 NM_001128.5 AP1G1 16 Homo sapiens adaptor-related protein complex 1, gamma 1 subunit (AP1G1), transcript variant 2, mRNA.MGC18255; ADTG; CLAPG10.00024239 0.00049298 1.29215888

STK4 NM_006282.2 STK4 20 Homo sapiens serine/threonine kinase 4 (STK4), mRNA.DKFZp686A2068; MST1; KRS2; YSK34.994E-08 8.4426E-07 1.29181669

LOC642333 XM_939884.1 LOC642333 PREDICTED: Homo sapiens similar to M-phase phosphoprotein, mpp8 (LOC642333), mRNA.4.2965E-05 0.00012059 1.29139693

AKAP11 NM_016248.2 AKAP11 13 Homo sapiens A kinase (PRKA) anchor protein 11 (AKAP11), mRNA.PRKA11; AKAP220; DKFZp781I12161; KIAA0629; FLJ113040.00077582 0.00129806 1.29091731

LOC730313 XM_001720253.1LOC730313 7 PREDICTED: Homo sapiens hypothetical LOC730313 (LOC730313), mRNA.0.00240945 0.00339388 1.29065965

AFF4 NM_014423.2 AFF4 5 Homo sapiens AF4/FMR2 family, member 4 (AFF4), mRNA.AF5Q31; MGC75036; MCEF0.00683354 0.00829173 1.29045818

CLTC NM_004859.2 CLTC 17 Homo sapiens clathrin, heavy chain (Hc) (CLTC), mRNA.CHC17; CLTCL2; Hc; CLH-17; KIAA00340.00011607 0.00026984 1.29013342

ANKRD54 NM_138797.1 ANKRD54 22 Homo sapiens ankyrin repeat domain 54 (ANKRD54), mRNA.0.00106699 0.00170059 1.28992126

TP53RK NM_033550.3 TP53RK 20 Homo sapiens TP53 regulating kinase (TP53RK), mRNA.BUD32; PRPK; Nori-2p; Nori-2; C20orf64; dJ101A20.01897561 0.01969387 1.28966245

LOC441763 XM_930284.1 LOC441763 16 PREDICTED: Homo sapiens hypothetical LOC441763 (LOC441763), mRNA.8.6441E-06 3.3859E-05 1.28962674

CPNE1 NM_003915.2 CPNE1 20 Homo sapiens copine I (CPNE1), transcript variant 3, mRNA.CPN1; COPN1; MGC11421.4313E-06 8.7512E-06 1.28928113

DDEF2 NM_003887.1 DDEF2 2 Homo sapiens development and differentiation enhancing factor 2 (DDEF2), mRNA.PAG3; Pap-alpha; SHAG1; FLJ42910; AMAP2; PAP; KIAA0400; CENTB30.0014463 0.00220119 1.28868344

SMAD5 NM_005903.5 SMAD5 5 Homo sapiens SMAD family member 5 (SMAD5), transcript variant 1, mRNA.Dwfc; DKFZp781O1323; MADH5; JV5-1; DKFZp781C18952.4046E-05 7.5947E-05 1.28852835

SEC13 NM_001136232.1SEC13 3 Homo sapiens SEC13 homolog (S. cerevisiae) (SEC13), transcript variant 2, mRNA.8.5639E-07 5.9682E-06 1.28836655

SEMA3E NM_012431.1 SEMA3E 7 Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3E (SEMA3E), mRNA.SEMAH; coll-5; M-SEMAH; M-sema H; M-SemaK; KIAA03310.00916791 0.01067259 1.28824744

USP38 NM_032557.4 USP38 4 Homo sapiens ubiquitin specific peptidase 38 (USP38), mRNA.HP43.8KD; KIAA1891; FLJ359702.8526E-05 8.6786E-05 1.28812996

PTTG1IP NM_004339.2 PTTG1IP 21 Homo sapiens pituitary tumor-transforming 1 interacting protein (PTTG1IP), mRNA.C21orf3; C21orf1; PBF7.3562E-07 5.3518E-06 1.28808438

PEA15 NM_003768.2 PEA15 1 Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA15), mRNA.HUMMAT1H; PEA-15; PED; MAT1; MAT1H; HMAT18.7778E-07 6.0739E-06 1.28791902

SLC22A18 NM_002555.3 SLC22A18 11 Homo sapiens solute carrier family 22 (organic cation transporter), member 18 (SLC22A18), transcript variant 1, mRNA.IMPT1; ORCTL2; BWSCR1A; BWR1A; ITM; TSSC5; SLC22A1L; HET; p45-BWR1A; DKFZp667A1840.02063096 0.02116404 1.28726167

OSBPL5 NM_145638.1 OSBPL5 11 Homo sapiens oxysterol binding protein-like 5 (OSBPL5), transcript variant 2, mRNA.ORP5; FLJ42929; OBPH10.00990863 0.01138532 1.28704962

TSPYL1 NM_003309.1 TSPYL1 6 Homo sapiens TSPY-like 1 (TSPYL1), mRNA.TSPYL 1.0127E-06 6.7725E-06 1.28685292

MXRA7 NM_001008529.1MXRA7 17 Homo sapiens matrix-remodelling associated 7 (MXRA7), transcript variant 2, mRNA.TMAP1; PS1TP1; FLJ46603; FLJ414920.01730874 0.01824884 1.28673713

AEBP2 NM_153207.3 AEBP2 12 Homo sapiens AE binding protein 2 (AEBP2), mRNA.MGC17922 0.01434385 0.01553165 1.28660294

SH3PXD2B NM_001017995.1SH3PXD2B 5 Homo sapiens SH3 and PX domains 2B (SH3PXD2B), mRNA.HOFI; FLJ20831; KIAA12950.00493313 0.00627658 1.28643911

ZNF483 NM_133464.1 ZNF483 9 Homo sapiens zinc finger protein 483 (ZNF483), transcript variant 1, mRNA.ZKSCAN16 0.02475393 0.02478783 1.28554379

EXOSC4 NM_019037.2 EXOSC4 8 Homo sapiens exosome component 4 (EXOSC4), mRNA.Rrp41p; p12A; FLJ20591; hRrp41p; Ski6p; RRP41A; SKI6; RRP415.4586E-05 0.0001466 1.28545438

LOC643452 XM_928241.1 LOC643452 6 PREDICTED: Homo sapiens similar to bromodomain containing 7 (LOC643452), mRNA.0.01375791 0.01500086 1.28516509

SIPA1 NM_153253.28SIPA1 11 Homo sapiens signal-induced proliferation-associated gene 1 (SIPA1), transcript variant 1, mRNA.MGC102688; SPA1; MGC170370.00011559 0.0002688 1.28508596

SLC15A4 NM_145648.1 SLC15A4 12 Homo sapiens solute carrier family 15, member 4 (SLC15A4), mRNA.PHT1; FP12591; PTR40.000175 0.0003767 1.28503912

LUZP1 NM_033631.2 LUZP1 1 Homo sapiens leucine zipper protein 1 (LUZP1), mRNA.KIAA0601; LUZP; FLJ356971.7038E-06 9.9993E-06 1.28490355
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C12orf31 NM_032338.2 C12ORF31 12 Homo sapiens chromosome 12 open reading frame 31 (C12orf31), mRNA.MGC104302; MGC148172.4101E-05 7.6037E-05 1.28434231

STK19 NM_032454.1 STK19 6 Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 1, mRNA.RP1; G11; D6S60; HLA-RP1; MGC117388; D6S60E0.00085852 0.0014122 1.28401987

C6orf12 XM_379403.3 C6ORF12 PREDICTED: Homo sapiens chromosome 6 open reading frame 12, transcript variant 1 (C6orf12), mRNA.0.05702187 0.04951112 1.28354596

CLPTM1 NM_001294.1 CLPTM1 19 Homo sapiens cleft lip and palate associated transmembrane protein 1 (CLPTM1), mRNA.4.545E-07 3.8234E-06 1.28309824

SEC11C NM_033280.1 SEC11C 18 Homo sapiens SEC11 homolog C (S. cerevisiae) (SEC11C), mRNA.SPC21; SPCS4C; SEC11L36.7364E-08 1.0406E-06 1.28253031

NR2C1 NM_003297.1 NR2C1 12 Homo sapiens nuclear receptor subfamily 2, group C, member 1 (NR2C1), transcript variant 1, mRNA.TR2-11; TR2 0.0017883 0.00263617 1.28236096

PSMD3 NM_002809.2 PSMD3 17 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 (PSMD3), mRNA.RPN3; P58; S3 0.00457939 0.00588366 1.28219526

LAMP2 NM_002294.1 LAMP2 X Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript variant LAMP2A, mRNA.CD107b; LAMP-2C; LAMPB7.3351E-06 2.9727E-05 1.28211429

RNGTT NM_003800.1 RNGTT 6 Homo sapiens RNA guanylyltransferase and 5'-phosphatase (RNGTT), mRNA.HCE1; hCAP; CAP1A; HCE; DKFZp686J20317.7622E-06 3.117E-05 1.28127296

RB1CC1 NM_014781.3 RB1CC1 8 Homo sapiens RB1-inducible coiled-coil 1 (RB1CC1), transcript variant 2, mRNA.FIP200; CC1; DRAGOU140.00012403 0.00028473 1.28113584

PAQR3 NM_177453.2 PAQR3 4 Homo sapiens progestin and adipoQ receptor family member III (PAQR3), mRNA.RKTG 0.00145523 0.00221133 1.2798149

SLC39A3 NM_213568.1 SLC39A3 19 Homo sapiens solute carrier family 39 (zinc transporter), member 3 (SLC39A3), transcript variant 2, mRNA.ZIP3 0.00013052 0.00029667 1.2794971

GDI1 NM_001493.1 GDI1 X Homo sapiens GDP dissociation inhibitor 1 (GDI1), mRNA.OPHN2; MRX48; RABGD1A; GDIL; XAP-4; RABGDIA; MRX41; FLJ414114.4907E-06 2.0683E-05 1.27945199

ZBTB40 NM_014870.2 ZBTB40 1 Homo sapiens zinc finger and BTB domain containing 40 (ZBTB40), transcript variant 1, mRNA.KIAA0478; MGC1330986.0882E-05 0.00015955 1.27932423

SPRY2 NM_005842.2 SPRY2 13 Homo sapiens sprouty homolog 2 (Drosophila) (SPRY2), mRNA.hSPRY2; MGC230390.00366132 0.00485043 1.27923094

Hs.279842 HS.279842 1 Homo sapiens HSPC157 protein, mRNA (cDNA clone IMAGE:6672800), partial cds0.00095741 0.00154816 1.27840596

C6orf211 NM_024573.1 C6ORF211 6 Homo sapiens chromosome 6 open reading frame 211 (C6orf211), mRNA.FLJ12910; DKFZp566I1740.0532766 0.04673554 1.27825342

BNIP3L NM_004331.2 BNIP3L 8 Homo sapiens BCL2/adenovirus E1B 19kDa interacting protein 3-like (BNIP3L), mRNA.BNIP3a; NIX 0.00110388 0.00174954 1.27783249

SGTA NM_003021.3 SGTA 19 Homo sapiens small glutamine-rich tetratricopeptide repeat (TPR)-containing, alpha (SGTA), mRNA.hSGT; SGT 0.00194159 0.00282419 1.27722174

BTAF1 NM_003972.2 BTAF1 10 Homo sapiens BTAF1 RNA polymerase II, B-TFIID transcription factor-associated, 170kDa (Mot1 homolog, S. cerevisiae) (BTAF1), mRNA.TAF172; KIAA0940; TAF(II)170; TAFII170; MOT1; MGC1384064.585E-05 0.00012735 1.27682853

ISCA2 NM_194279.1 ISCA2 14 Homo sapiens iron-sulfur cluster assembly 2 homolog (S. cerevisiae) (ISCA2), mRNA.HBLD1; ISA2; c14_55570.02648377 0.02620305 1.27679408

HLTF NM_003071.2 HLTF 3 Homo sapiens helicase-like transcription factor (HLTF), transcript variant 1, mRNA.ZBU1; SMARCA3; HIP116; HLTF1; RNF80; HIP116A; SNF2L31.8333E-05 6.163E-05 1.27663562

MED7 NM_001100816.1MED7 5 Homo sapiens mediator complex subunit 7 (MED7), transcript variant 1, mRNA.CRSP9; CRSP33; MGC122840.00977318 0.01125622 1.27592693

SLC38A10 NM_138570.1 SLC38A10 17 Homo sapiens solute carrier family 38, member 10 (SLC38A10), transcript variant 2, mRNA.MGC15523; FLJ35718; PP17440.00156679 0.00235153 1.27529671

LOC648399 XM_926857.1 LOC648399 PREDICTED: Homo sapiens similar to Ornithine aminotransferase, mitochondrial precursor (Ornithine--oxo-acid aminotransferase) (LOC648399), mRNA.0.00030732 0.00060041 1.27498881

NXF1 NM_006362.4 NXF1 11 Homo sapiens nuclear RNA export factor 1 (NXF1), transcript variant 1, mRNA.MEX67; TAP; DKFZp667O03110.00018317 0.00039085 1.27405076

LPCAT3 NM_005768.5 LPCAT3 12 Homo sapiens lysophosphatidylcholine acyltransferase 3 (LPCAT3), mRNA.C3F; OACT5; nessy8.6848E-06 3.3973E-05 1.2736647

FAM50A NM_004699.1 FAM50A X Homo sapiens family with sequence similarity 50, member A (FAM50A), mRNA.DXS9928E; 9F; XAP5; HXC-262.0228E-07 2.175E-06 1.27216368

ITM2C NM_001012516.1ITM2C 2 Homo sapiens integral membrane protein 2C (ITM2C), transcript variant 2, mRNA.E25; ITM3; BRI3; E25C; BRICD2C4.1928E-08 7.6008E-07 1.27184575

ZNF672 NM_024836.1 ZNF672 1 Homo sapiens zinc finger protein 672 (ZNF672), mRNA.FLJ22301 0.0032403 0.00436518 1.27180607

PRKCSH NM_001001329.1PRKCSH 19 Homo sapiens protein kinase C substrate 80K-H (PRKCSH), transcript variant 2, mRNA.G19P1; AGE-R2; PLD1; PCLD1.3145E-05 4.725E-05 1.27172804

SMCR5 NR_024007.1 SMCR5 17 Homo sapiens Smith-Magenis syndrome chromosome region, candidate 5 (non-protein coding) (SMCR5), non-coding RNA.0.00151417 0.00228506 1.27134733

MAP2K1IP1 NM_021970.2 MAP2K1IP1 4 Homo sapiens mitogen-activated protein kinase kinase 1 interacting protein 1 (MAP2K1IP1), mRNA.MP1 3.8557E-05 0.00011055 1.27122805

Hs.413494 HS.413494 10 Homo sapiens cDNA: FLJ21333 fis, clone COL025350.00013736 0.00030895 1.27112322

THEM2 NM_018473.2 THEM2 6 Homo sapiens thioesterase superfamily member 2 (THEM2), mRNA.HT012; PNAS-27; MGC49616.9205E-06 2.8561E-05 1.2711178

EPAS1 NM_001430.3 EPAS1 2 Homo sapiens endothelial PAS domain protein 1 (EPAS1), mRNA.HLF; ECYT4; HIF2A; MOP2; PASD20.00141851 0.00216377 1.2706934

CMC1 NM_182523.1 CMC1 3 Homo sapiens COX assembly mitochondrial protein homolog (S. cerevisiae) (CMC1), nuclear gene encoding mitochondrial protein, mRNA.DKFZp779D0833; MGC615710.00043264 0.00079797 1.26979668

C6orf129 NM_138493.1 C6ORF129 6 Homo sapiens chromosome 6 open reading frame 129 (C6orf129), mRNA.HSPC265; MGC1316560.00024428 0.0004959 1.26954765

CD2BP2 NM_006110.1 CD2BP2 16 Homo sapiens CD2 (cytoplasmic tail) binding protein 2 (CD2BP2), mRNA.FWP010; LIN1; Snu409.621E-07 6.5185E-06 1.26943791

EVI5 NM_005665.4 EVI5 1 Homo sapiens ecotropic viral integration site 5 (EVI5), mRNA.NB4S 0.00256793 0.00357521 1.26939489

LSMD1 NM_032356.3 LSMD1 17 Homo sapiens LSM domain containing 1 (LSMD1), mRNA.PFAAP2; MGC14151; MGC748373.2132E-06 1.5964E-05 1.26929539

APPBP2 NM_006380.2 APPBP2 17 Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 2 (APPBP2), mRNA.PAT1; KIAA0228; HS.840849.2877E-05 0.00022605 1.26904744

FIG4 NM_014845.4 FIG4 6 Homo sapiens FIG4 homolog (S. cerevisiae) (FIG4), mRNA.SAC3; RP1-249I4.1; hSac3; dJ249I4.1; KIAA02740.00638696 0.00783327 1.26870482

TDP1 NM_018319.3 TDP1 14 Homo sapiens tyrosyl-DNA phosphodiesterase 1 (TDP1), transcript variant 1, mRNA.FLJ11090; MGC1042520.00161613 0.00241443 1.26843251

GOPC NM_020399.2 GOPC 6 Homo sapiens golgi associated PDZ and coiled-coil motif containing (GOPC), transcript variant 1, mRNA.GOPC1; FIG; CAL; PIST; dJ94G16.20.00302487 0.00411412 1.26804253

PPP3CB NM_021132.1 PPP3CB 10 Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, beta isoform (PPP3CB), mRNA.CALNA2; CALNB0.00167439 0.00248707 1.26773945

C20orf46 NM_018354.1 C20ORF46 20 Homo sapiens chromosome 20 open reading frame 46 (C20orf46), mRNA.FLJ11190 3.5565E-05 0.00010408 1.26719141

UBE2D4 NM_015983.2 UBE2D4 7 Homo sapiens ubiquitin-conjugating enzyme E2D 4 (putative) (UBE2D4), mRNA.HBUCE1 0.00162476 0.00242484 1.26625109

CHES1 NM_005197.2 CHES1 14 Homo sapiens checkpoint suppressor 1 (CHES1), mRNA.C14orf116; FOXN3; PRO16350.00019825 0.00041673 1.26563783

COMMD9 NM_014186.1 COMMD9 Homo sapiens COMM domain containing 9 (COMMD9), mRNA.FLJ31106; HSPC1660.00021927 0.00045247 1.26562856

CTSH NM_004390.2 CTSH 15 Homo sapiens cathepsin H (CTSH), transcript variant 1, mRNA.CPSB; ACC-4; MGC1519; minichain; ACC-5; DKFZp686B242570.00820631 0.0097038 1.26527363

SPNS1 NM_032038.1 SPNS1 16 Homo sapiens spinster homolog 1 (Drosophila) (SPNS1), mRNA.SPINL; FLJ38358; HSpin1; PP2030; nrs; LAT; SPIN10.00013481 0.00030414 1.26501714

C17orf63 NM_018182.1 C17ORF63 17 Homo sapiens chromosome 17 open reading frame 63 (C17orf63), transcript variant 1, mRNA.FLJ10700 0.01396801 0.01518277 1.26487214

Hs.163752 HS.163752 19 zr87e09.r1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:682696 5, mRNA sequence5.1073E-05 0.00013908 1.26477815

CHSY1 NM_014918.3 CHSY1 15 Homo sapiens chondroitin sulfate synthase 1 (CHSY1), mRNA.CSS1; KIAA09906.3933E-07 4.8609E-06 1.26468211

LOC92249 NR_015353.1 LOC92249 X Homo sapiens hypothetical LOC92249 (LOC92249), non-coding RNA.0.05236476 0.04603692 1.26414813

LRRC58 NM_001099678.1LRRC58 3 Homo sapiens leucine rich repeat containing 58 (LRRC58), mRNA.0.00034575 0.00066149 1.26414322

RAXL1 NM_032753.2 RAXL1 19 Homo sapiens retina and anterior neural fold homeobox like 1 (RAXL1), mRNA.QRX; MGC15631; ARMD6; CORD110.01159385 0.0129966 1.26356955

PRRC1 NM_130809.2 PRRC1 5 Homo sapiens proline-rich coiled-coil 1 (PRRC1), mRNA.FLJ32875 6.5306E-05 0.00016883 1.2634171

FRAP1 NM_004958.2 FRAP1 1 Homo sapiens FK506 binding protein 12-rapamycin associated protein 1 (FRAP1), mRNA.RAPT1; FLJ44809; MTOR; FRAP; FRAP2; RAFT11.125E-05 4.1756E-05 1.26338066

DUSP6 NM_001946.2 DUSP6 12 Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 1, mRNA.MKP3; PYST1 5.6242E-07 4.4497E-06 1.26326407

KLF4 NM_004235.3 KLF4 9 Homo sapiens Kruppel-like factor 4 (gut) (KLF4), mRNA.GKLF; EZF 0.00424549 0.00551524 1.26315793

MICB NM_005931.2 MICB 6 Homo sapiens MHC class I polypeptide-related sequence B (MICB), mRNA.PERB11.2 0.000828 0.00137151 1.26284633

C4orf34 NM_174921.1 C4ORF34 4 Homo sapiens chromosome 4 open reading frame 34 (C4orf34), mRNA.FLJ13289 2.4671E-06 1.3135E-05 1.26246935

CERK NM_182661.1 CERK 22 Homo sapiens ceramide kinase (CERK), transcript variant 2, mRNA.KIAA1646; dA59H18.3; hCERK; dA59H18.2; FLJ23239; MGC131878; LK4; FLJ21430; DKFZp434E02112.9415E-05 8.8751E-05 1.26217274

FAM173A NM_023933.1 FAM173A 16 Homo sapiens family with sequence similarity 173, member A (FAM173A), mRNA.MGC2494 3.748E-05 0.00010835 1.26153651

SND1 NM_014390.2 SND1 7 Homo sapiens staphylococcal nuclease and tudor domain containing 1 (SND1), mRNA.TDRD11; p100 3.3229E-05 9.8E-05 1.26077457

LRP5L NM_182492.1 LRP5L 22 Homo sapiens low density lipoprotein receptor-related protein 5-like (LRP5L), mRNA.DKFZp434O02130.03385479 0.03201573 1.26024623

SLC26A6 NM_134426.2 SLC26A6 3 Homo sapiens solute carrier family 26, member 6 (SLC26A6), transcript variant 3, mRNA.DKFZp586E14225.9233E-05 0.00015583 1.26001228

DKFZp434K191NM_001029950.1DKFZP434K191 22 Homo sapiens hypothetical protein DKFZp434K191 (DKFZp434K191), mRNA.0.03930181 0.03631361 1.2599237
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LOC653506 XM_927769.1 LOC653506 17 PREDICTED: Homo sapiens similar to meteorin, glial cell differentiation regulator-like (LOC653506), mRNA.1.4436E-06 8.808E-06 1.25962328

R3HCC1 XM_114618.6 R3HCC1 PREDICTED: Homo sapiens R3H domain and coiled-coil containing 1 (R3HCC1), mRNA.1.7568E-05 5.963E-05 1.25955191

RHBDD2 NM_001040456.1RHBDD2 7 Homo sapiens rhomboid domain containing 2 (RHBDD2), transcript variant 1, mRNA.NPD007; RHBDL74.7952E-07 3.9579E-06 1.25953147

NCOA7 NM_181782.2 NCOA7 6 Homo sapiens nuclear receptor coactivator 7 (NCOA7), mRNA.FLJ45605; dJ187J11.3; ESNA1; Nbla00052; Nbla10993; ERAP140; MGC884250.0115557 0.01296213 1.25938088

FAM102B NM_001010883.1FAM102B 1 Homo sapiens family with sequence similarity 102, member B (FAM102B), mRNA.DKFZp686N01110; DKFZp779B1260.0287853 0.02799715 1.25932611

SENP2 NM_021627.2 SENP2 3 Homo sapiens SUMO1/sentrin/SMT3 specific peptidase 2 (SENP2), mRNA.AXAM2; SMT3IP2; KIAA1331; DKFZp762A23160.00053664 0.00095565 1.2590913

RNF114 NM_018683.3 RNF114 20 Homo sapiens ring finger protein 114 (RNF114), mRNA.RNF114 1.2613E-06 7.933E-06 1.25902058

SSR2 NM_003145.2 SSR2 1 Homo sapiens signal sequence receptor, beta (translocon-associated protein beta) (SSR2), mRNA.HSD25; DKFZp686F19123; TRAPB; TLAP3.7491E-05 0.00010835 1.25895712

COQ3 NM_017421.2 COQ3 6 Homo sapiens coenzyme Q3 homolog, methyltransferase (S. cerevisiae) (COQ3), mRNA.bA9819.1; UG0215E054.8057E-05 0.00013218 1.25867733

MFAP3 NM_005927.3 MFAP3 5 Homo sapiens microfibrillar-associated protein 3 (MFAP3), mRNA.0.01858439 0.01934046 1.25867045

SHROOM4 NM_020717.2 SHROOM4 X Homo sapiens shroom family member 4 (SHROOM4), mRNA.KIAA1202 0.00132365 0.00204143 1.25858662

MIF4GD NM_020679.2 MIF4GD 17 Homo sapiens MIF4G domain containing (MIF4GD), mRNA.SLIP1; MIFD; MGC45027; AD0230.00015126 0.00033429 1.25844602

PPP1R2 NM_006241.3 PPP1R2 3 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 2 (PPP1R2), mRNA.MGC87148; IPP21.0689E-05 4.0045E-05 1.25808305

TMEM41B NM_015012.1 TMEM41B 11 Homo sapiens transmembrane protein 41B (TMEM41B), mRNA.MGC33897; KIAA0033; MGC572625.8715E-07 4.5671E-06 1.25806274

GAK NM_005255.1 GAK 4 Homo sapiens cyclin G associated kinase (GAK), mRNA. XM_943600 XM_943603MGC99654; FLJ403950.00041412 0.00077031 1.25795984

ALG13 NM_018466.2 ALG13 X Homo sapiens asparagine-linked glycosylation 13 homolog (S. cerevisiae) (ALG13), mRNA.YGL047W; GLT28D1; MDS0310.00027045 0.00053795 1.25791145

YY1AP1 NM_139121.1 YY1AP1 1 Homo sapiens YY1 associated protein 1 (YY1AP1), transcript variant 5, mRNA.HCCA2; FLJ10875; YAP; FLJ13914; YY1AP; HCCA10.00066756 0.00114153 1.25787538

RAB5C NM_201434.1 RAB5C 17 Homo sapiens RAB5C, member RAS oncogene family (RAB5C), transcript variant 1, mRNA.RAB5CL; RABL; MGC138857; MGC1172170.00052852 0.00094309 1.25751742

ATP6V1B2 NM_001693.2 ATP6V1B2 8 Homo sapiens ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B2 (ATP6V1B2), mRNA.VATB; VPP3; ATP6B2; ATP6B1B2; Vma2; HO571.1245E-07 1.504E-06 1.2572427

RYBP NM_012234.3 RYBP 3 Homo sapiens RING1 and YY1 binding protein (RYBP), mRNA.DEDAF; YEAF1; AAP18.4825E-05 0.00021006 1.25709071

TSC22D2 NM_014779.2 TSC22D2 3 Homo sapiens TSC22 domain family, member 2 (TSC22D2), mRNA.KIAA0669; TILZ4a; TILZ4c; TILZ4b0.00072358 0.00122231 1.25619635

ACADVL NM_000018.2 ACADVL 17 Homo sapiens acyl-Coenzyme A dehydrogenase, very long chain (ACADVL), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.ACAD6; VLCAD; LCACD3.0151E-06 1.5221E-05 1.2561946

PQLC1 NM_025078.3 PQLC1 18 Homo sapiens PQ loop repeat containing 1 (PQLC1), mRNA.FLJ22378 7.1691E-07 5.2593E-06 1.25547664

PLDN NM_012388.2 PLDN 15 Homo sapiens pallidin homolog (mouse) (PLDN), mRNA.PA; PALLID 0.0002146 0.0004445 1.25527067

TNNI3 NM_000363.3 TNNI3 19 Homo sapiens troponin I type 3 (cardiac) (TNNI3), mRNA.CMH7; cTnI; TNNC1; MGC1168170.04701796 0.04215999 1.25521852

TRAPPC5 NM_001042462.1TRAPPC5 19 Homo sapiens trafficking protein particle complex 5 (TRAPPC5), transcript variant 3, mRNA.MGC52424 2.7404E-05 8.4161E-05 1.25501967

TMEM199 NM_152464.1 TMEM199 17 Homo sapiens transmembrane protein 199 (TMEM199), mRNA.MGC45714; C17orf320.02808312 0.02747561 1.25500712

DDX19A NM_018332.3 DDX19A 16 Homo sapiens DEAD (Asp-Glu-Ala-As) box polypeptide 19A (DDX19A), mRNA.DDX19L; FLJ11126; DDX19-DDX19L; DKFZp686C211370.00131659 0.00203197 1.25481168

SEPX1 NM_016332.2 SEPX1 16 Homo sapiens selenoprotein X, 1 (SEPX1), mRNA.MSRB1; SELR; MGC3344; HSPC270; SELX1.381E-05 4.9077E-05 1.25476921

SECISBP2 NM_024077.2 SECISBP2 9 Homo sapiens SECIS binding protein 2 (SECISBP2), mRNA.DKFZp686C09169; SBP20.00077231 0.00129318 1.25475385

SLC25A13 NM_014251.1 SLC25A13 7 Homo sapiens solute carrier family 25, member 13 (citrin) (SLC25A13), mRNA.CTLN2; ARALAR2; CITRIN0.00956199 0.01104924 1.25454759

CTSB NM_001908.3 CTSB 8 Homo sapiens cathepsin B (CTSB), transcript variant 1, mRNA.CPSB; APPS 0.00182211 0.00267612 1.25454165

SURF1 NM_003172.2 SURF1 9 Homo sapiens surfeit 1 (SURF1), nuclear gene encoding mitochondrial protein, mRNA.8.9911E-05 0.00022005 1.25430276

NDFIP2 NM_019080.1 NDFIP2 13 Homo sapiens Nedd4 family interacting protein 2 (NDFIP2), mRNA.FLJ25842; N4wbp5a; KIAA11657.108E-07 5.2233E-06 1.25399026

DENND5A NM_015213.2 DENND5A 11 Homo sapiens DENN/MADD domain containing 5A (DENND5A), mRNA.FLJ33829; FLJ22354; FLJ43455; KIAA10914.7278E-05 0.00013053 1.25393965

DEM1 NM_022774.1 DEM1 1 Homo sapiens defects in morphology 1 homolog (S. cerevisiae) (DEM1), mRNA.FLJ21144; FLJ13183; FLJ114450.0064241 0.00787551 1.25366265

NAT15 NM_024845.1 NAT15 16 Homo sapiens N-acetyltransferase 15 (GCN5-related, putative) (NAT15), transcript variant 1, mRNA.FLJ11693 0.04609149 0.04147761 1.2536263

C9orf46 NM_018465.1 C9ORF46 9 Homo sapiens chromosome 9 open reading frame 46 (C9orf46), mRNA.FLJ39176; FLJ14688; AD025; MDS0309.0813E-05 0.00022164 1.25359542

YIF1A NM_020470.1 YIF1A 11 Homo sapiens Yip1 interacting factor homolog A (S. cerevisiae) (YIF1A), mRNA.FinGER7; 54TM; YIF1P; YIF16.1366E-05 0.00016039 1.25331802

STUB1 NM_005861.2 STUB1 16 Homo sapiens STIP1 homology and U-box containing protein 1 (STUB1), mRNA.CHIP; SDCCAG7; NY-CO-7; UBOX1; HSPABP24.7086E-06 2.1439E-05 1.25317478

ANAPC11 XM_942695.1 ANAPC11 PREDICTED: Homo sapiens APC11 anaphase promoting complex subunit 11 homolog (yeast), transcript variant 8 (ANAPC11), mRNA.0.00035614 0.00067797 1.25281906

OGFR NM_007346.2 OGFR 20 Homo sapiens opioid growth factor receptor (OGFR), mRNA.0.00060077 0.00104814 1.2527879

PPIC NM_000943.4 PPIC 5 Homo sapiens peptidylprolyl isomerase C (cyclophilin C) (PPIC), mRNA.MGC3673; CYPC0.00014439 0.00032163 1.25238831

HES6 NM_018645.3 HES6 2 Homo sapiens hairy and enhancer of split 6 (Drosophila) (HES6), mRNA.7.9887E-07 5.7033E-06 1.25236873

CCND3 NM_001760.2 CCND3 6 Homo sapiens cyclin D3 (CCND3), mRNA.5.1887E-07 4.2076E-06 1.25236087

MTIF3 NM_152912.3 MTIF3 13 Homo sapiens mitochondrial translational initiation factor 3 (MTIF3), nuclear gene encoding mitochondrial protein, mRNA.IF-3mt; IF3(mt) 5.4486E-05 0.00014642 1.25215383

CANT1 NM_138793.2 CANT1 17 Homo sapiens calcium activated nucleotidase 1 (CANT1), mRNA.SHAPY; SCAN-1 3.5912E-06 1.7447E-05 1.2520259

C9orf69 NM_152833.2 C9ORF69 9 Homo sapiens chromosome 9 open reading frame 69 (C9orf69), mRNA.bA83N9.1 0.00504702 0.00640014 1.25198396

MLXIPL NM_032994.1 MLXIPL 7 Homo sapiens MLX interacting protein-like (MLXIPL), transcript variant 2, mRNA.WS-bHLH; MIO; MONDOB; WBSCR14; CHREBP0.00050256 0.00090376 1.25185141

BIRC3 NM_182962.1 BIRC3 11 Homo sapiens baculoviral IAP repeat-containing 3 (BIRC3), transcript variant 2, mRNA.RNF49; MALT2; API2; HIAP1; AIP1; MIHC; HAIP1; CIAP20.01355457 0.01481044 1.25155909

C16orf57 NM_024598.2 C16ORF57 16 Homo sapiens chromosome 16 open reading frame 57 (C16orf57), mRNA.FLJ13154 3.5937E-06 1.7449E-05 1.25124283

GOLGA3 NM_005895.2 GOLGA3 12 Homo sapiens golgi autoantigen, golgin subfamily a, 3 (GOLGA3), mRNA.GCP170; MEA-2 6.3637E-07 4.8468E-06 1.25106843

IL10RB NM_000628.3 IL10RB 21 Homo sapiens interleukin 10 receptor, beta (IL10RB), mRNA.IL-10R2; CRF2-4; CRFB4; CDW210B; D21S58; D21S660.00118492 0.00185884 1.25106233

LIMA1 NM_016357.3 LIMA1 12 Homo sapiens LIM domain and actin binding 1 (LIMA1), mRNA.SREBP3; EPLIN; FLJ38853; MGC1317260.00042413 0.00078574 1.25089004

STAT1 NM_139266.1 STAT1 2 Homo sapiens signal transducer and activator of transcription 1, 91kDa (STAT1), transcript variant alpha, mRNA.ISGF-3; STAT91; DKFZp686B041004.9078E-05 0.00013448 1.25078606

FRMD8 NM_031904.3 FRMD8 11 Homo sapiens FERM domain containing 8 (FRMD8), mRNA.MGC31785; FKSG44; FLJ32216; FLJ903690.00161359 0.00241227 1.25045016

PAFAH1B1 NM_000430.2 PAFAH1B1 17 Homo sapiens platelet-activating factor acetylhydrolase, isoform Ib, alpha subunit 45kDa (PAFAH1B1), mRNA.LIS2; PAFAH; MDS; LIS1; MDCR3.9419E-06 1.8766E-05 1.25033496

EIF4E3 NM_173359.3 EIF4E3 3 Homo sapiens eukaryotic translation initiation factor 4E family member 3 (EIF4E3), mRNA.MGC86971; MGC398200.03601061 0.0337561 1.24933431

NDRG3 NM_022477.2 NDRG3 20 Homo sapiens NDRG family member 3 (NDRG3), transcript variant 2, mRNA.FLJ13556 7.3461E-05 0.00018618 1.24902908

DFFA NM_004401.2 DFFA 1 Homo sapiens DNA fragmentation factor, 45kDa, alpha polypeptide (DFFA), transcript variant 1, mRNA.DFF-45; ICAD; DFF10.00017353 0.00037446 1.24887274

CTSL2 NM_001333.2 CTSL2 9 Homo sapiens cathepsin L2 (CTSL2), mRNA.CTSV; CATL2; CTSU; MGC1259572.1801E-06 1.1933E-05 1.24878735

CCNH NM_001239.2 CCNH 5 Homo sapiens cyclin H (CCNH), mRNA.p34; CAK; p37 0.0028189 0.00386695 1.24871407

LOC648980 XM_941280.2 LOC648980 22 PREDICTED: Homo sapiens similar to breakpoint cluster region, transcript variant 1 (LOC648980), mRNA.0.00625749 0.00771546 1.24824116

GMPPA NM_013335.2 GMPPA 2 Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), transcript variant 2, mRNA.4.5947E-05 0.00012754 1.24803558

PJA2 NM_014819.2 PJA2 Homo sapiens praja 2, RING-H2 motif containing (PJA2), mRNA.KIAA0438; RNF131; Neurodap12.0177E-06 1.1298E-05 1.24793128

C7orf26 NM_024067.2 C7ORF26 7 Homo sapiens chromosome 7 open reading frame 26 (C7orf26), mRNA.MGC2718 3.0556E-05 9.1438E-05 1.247874

INO80C NM_194281.2 INO80C 18 Homo sapiens INO80 complex subunit C (INO80C), transcript variant 2, mRNA.hIes6; FLJ381830.00151158 0.00228155 1.24780248

BIRC2 NM_001166.3 BIRC2 11 Homo sapiens baculoviral IAP repeat-containing 2 (BIRC2), mRNA.API1; Hiap-2; MIHB; RNF48; HIAP2; cIAP10.00049248 0.00088946 1.24768052

CREB3L2 NM_194071.2 CREB3L2 7 Homo sapiens cAMP responsive element binding protein 3-like 2 (CREB3L2), mRNA.MGC131709; BBF2H7; MGC710064.7562E-05 0.00013098 1.24755123

LMO4 NM_006769.2 LMO4 1 Homo sapiens LIM domain only 4 (LMO4), mRNA.7.6373E-06 3.0739E-05 1.24752685
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LHX2 NM_004789.3 LHX2 9 Homo sapiens LIM homeobox 2 (LHX2), mRNA.LH2; hLhx2; MGC1383900.00026434 0.00052953 1.24749839

ATP6V0B NM_004047.2 ATP6V0B 1 Homo sapiens ATPase, H+ transporting, lysosomal 21kDa, V0 subunit b (ATP6V0B), transcript variant 1, mRNA.HATPL; ATP6F; VMA161.0274E-06 6.8397E-06 1.24736619

PACSIN2 NM_007229.2 PACSIN2 22 Homo sapiens protein kinase C and casein kinase substrate in neurons 2 (PACSIN2), mRNA.SDPII 2.8966E-06 1.481E-05 1.24712679

RAB8B NM_016530.2 RAB8B 15 Homo sapiens RAB8B, member RAS oncogene family (RAB8B), mRNA.FLJ38125 0.00696385 0.00842073 1.2470924

EGR1 NM_001964.2 EGR1 5 Homo sapiens early growth response 1 (EGR1), mRNA.G0S30; AT225; TIS8; ZNF225; NGFI-A; KROX-24; ZIF-2684.7935E-07 3.9603E-06 1.24701402

C1orf115 NM_024709.2 C1ORF115 1 Homo sapiens chromosome 1 open reading frame 115 (C1orf115), mRNA.FLJ14146; RP11-322F10.40.00021192 0.00043988 1.24695403

LMOD3 NM_198271.2 LMOD3 3 Homo sapiens leiomodin 3 (fetal) (LMOD3), mRNA.DKFZp313F01350.00213683 0.0030675 1.24679721

RWDD2A NM_033411.2 RWDD2A 6 Homo sapiens RWD domain containing 2A (RWDD2A), mRNA.dJ747H23.2; RWDD2; MGC138208; MGC135230.00255277 0.00355694 1.2465134

ALCAM NM_001627.2 ALCAM 3 Homo sapiens activated leukocyte cell adhesion molecule (ALCAM), mRNA.CD166; FLJ38514; MEMD; MGC717336.0443E-06 2.5769E-05 1.24640867

MED19 NM_153450.1 MED19 11 Homo sapiens mediator complex subunit 19 (MED19), mRNA.LCMR1 0.00119493 0.00187286 1.24624018

C21orf58 NM_199071.2 C21ORF58 21 Homo sapiens chromosome 21 open reading frame 58 (C21orf58), transcript variant 2, mRNA.0.00038649 0.00072691 1.24602346

LOC100131785XR_039574.1 LOC100131785 7 PREDICTED: Homo sapiens misc_RNA (LOC100131785), miscRNA.0.00156797 0.00235249 1.24588975

RUNX3 NM_004350.1 RUNX3 1 Homo sapiens runt-related transcription factor 3 (RUNX3), transcript variant 2, mRNA.FLJ34510; MGC16070; PEBP2aC; CBFA3; AML20.00215956 0.00309405 1.24532427

SLC16A10 NM_018593.3 SLC16A10 6 Homo sapiens solute carrier family 16, member 10 (aromatic amino acid transporter) (SLC16A10), mRNA.TAT1; PRO0813 0.02017144 0.02077036 1.24530875

ACAD11 NM_032169.3 ACAD11 3 Homo sapiens acyl-Coenzyme A dehydrogenase family, member 11 (ACAD11), mRNA.FLJ12592; MGC1506190.0020266 0.00292842 1.24509755

POP7 NM_005837.1 POP7 7 Homo sapiens processing of precursor 7, ribonuclease P/MRP subunit (S. cerevisiae) (POP7), mRNA.0610037N12Rik; RPP20; RPP20.00383285 0.00505629 1.24449936

F11R NM_016946.3 F11R 1 Homo sapiens F11 receptor (F11R), transcript variant 1, mRNA.JAM; JAM-A; PAM-1; JAM1; JAM-1; JAMA; JCAM; KAT; CD3210.00019777 0.00041603 1.244442

ZBTB9 NM_152735.3 ZBTB9 6 Homo sapiens zinc finger and BTB domain containing 9 (ZBTB9), mRNA.MGC23166 0.00043663 0.00080449 1.24421066

MOBKL3 NM_199482.2 MOBKL3 2 Homo sapiens MOB1, Mps One Binder kinase activator-like 3 (yeast) (MOBKL3), transcript variant 2, mRNA.2C4D; MGC12264; MOB1; CGI-95; PREI3; MOB30.00129191 0.00200021 1.24376055

NARF NM_001038618.1NARF 17 Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 3, mRNA.FLJ10067; DKFZp434G0420; IOP20.00016237 0.00035484 1.24315463

FAM120B NM_032448.1 FAM120B 6 Homo sapiens family with sequence similarity 120B (FAM120B), mRNA.KIAA1838; dJ894D12.1; PGCC1; KIAA01831.1324E-06 7.3543E-06 1.24293145

LOC647346 XM_942836.1 LOC647346 PREDICTED: Homo sapiens similar to Alcohol dehydrogenase class III chi chain (Glutathione-dependent formaldehyde dehydrogenase) (FDH), transcript variant 2 (LOC647346), mRNA.0.0040014 0.00525416 1.24287999

SCOC NM_032547.1 SCOC 4 Homo sapiens short coiled-coil protein (SCOC), mRNA.HRIHFB2072; SCOCO0.00019073 0.00040481 1.24282107

SLC30A3 NM_003459.4 SLC30A3 2 Homo sapiens solute carrier family 30 (zinc transporter), member 3 (SLC30A3), mRNA.ZNT3 2.6105E-05 8.082E-05 1.24273284

SKP1 NM_006930.3 SKP1 5 Homo sapiens S-phase kinase-associated protein 1 (SKP1), transcript variant 1, mRNA.TCEB1L; MGC34403; p19A; EMC19; SKP1A; OCP-II; OCP20.00742707 0.00890234 1.24226528

WDR33 NM_001006623.1WDR33 2 Homo sapiens WD repeat domain 33 (WDR33), transcript variant 3, mRNA.WDC146; FLJ112940.001301 0.00201358 1.24218484

HNRNPU NM_031844.2 HNRNPU 1 Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) (HNRNPU), transcript variant 1, mRNA.SAF-A; U21.1; HNRPU; HNRNPU0.00573772 0.00715197 1.24205215

CCNC NM_001013399.1CCNC 6 Homo sapiens cyclin C (CCNC), transcript variant 2, mRNA.CycC 2.7871E-05 8.5206E-05 1.24110245

LOC389293 XM_371741.4 LOC389293 5 PREDICTED: Homo sapiens similar to HESB like domain containing 2, transcript variant 1 (LOC389293), mRNA.0.00556756 0.00696958 1.24069408

ZNF394 NM_032164.2 ZNF394 7 Homo sapiens zinc finger protein 394 (ZNF394), mRNA.FLJ12298; ZKSCAN140.00070773 0.00119854 1.24052162

MFSD3 NM_138431.1 MFSD3 8 Homo sapiens major facilitator superfamily domain containing 3 (MFSD3), mRNA.1.8356E-06 1.0554E-05 1.24006366

MUM1 NM_032853.2 MUM1 19 Homo sapiens melanoma associated antigen (mutated) 1 (MUM1), mRNA.MGC163315; MGC131891; HSPC211; FLJ22283; FLJ14868; MUM-11.2654E-05 4.586E-05 1.24005763

PREP NM_002726.3 PREP 6 Homo sapiens prolyl endopeptidase (PREP), mRNA.PEP; PE; MGC160600.00019387 0.00041018 1.24002385

CCDC93 NM_019044.3 CCDC93 2 Homo sapiens coiled-coil domain containing 93 (CCDC93), mRNA.FLJ10996; FLJ25197; MGC130330.00010671 0.00025277 1.23982247

PPHLN1 NM_201438.1 PPHLN1 12 Homo sapiens periphilin 1 (PPHLN1), transcript variant 5, mRNA.HSPC206; HSPC232; MGC487860.00057864 0.00101744 1.23970905

TMEM185B NR_000034.1 TMEM185B 2 Homo sapiens transmembrane protein 185B (pseudogene) (TMEM185B), non-coding RNA.FLJ20979; FAM11B0.00353039 0.00470754 1.23935761

FAM53C NM_016605.1 FAM53C 5 Homo sapiens family with sequence similarity 53, member C (FAM53C), mRNA.C5orf6 1.5435E-05 5.3763E-05 1.23927721

RGMA NM_020211.1 RGMA 15 Homo sapiens RGM domain family, member A (RGMA), mRNA.RGM 0.03778 0.03514437 1.23893064

GUSB NM_000181.1 GUSB 7 Homo sapiens glucuronidase, beta (GUSB), mRNA.MPS7; FLJ394456.1452E-05 0.00016052 1.23869124

Hs.436379 HS.436379 2 full-length cDNA clone CS0DM002YA18 of Fetal liver of Homo sapiens (human)0.00146481 0.00222472 1.23842209

WRB NM_004627.2 WRB 21 Homo sapiens tryptophan rich basic protein (WRB), mRNA.CHD5 0.00046009 0.00083839 1.23840319

C20orf111 NM_016470.6 C20ORF111 20 Homo sapiens chromosome 20 open reading frame 111 (C20orf111), mRNA.dJ1183I21.1; HSPC207; Perit11.0794E-05 4.0386E-05 1.2382622

STOX2 NM_020225.1 STOX2 4 Homo sapiens storkhead box 2 (STOX2), mRNA.DKFZp762K222 0.01936744 0.020046 1.23820022

RTN4R NM_023004.5 RTN4R 22 Homo sapiens reticulon 4 receptor (RTN4R), mRNA.NOGOR; NGR 0.03065227 0.0294926 1.23818409

C18orf8 NM_013326.2 C18ORF8 18 Homo sapiens chromosome 18 open reading frame 8 (C18orf8), mRNA.HsT2591; MIC1; FLJ234532.2201E-06 1.2106E-05 1.23807901

C14orf2 NM_004894.1 C14ORF2 14 Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA.PLPM; MP68 2.893E-05 8.765E-05 1.23803291

IMPAD1 NM_017813.2 IMPAD1 8 Homo sapiens inositol monophosphatase domain containing 1 (IMPAD1), mRNA.IMPA3; FLJ204210.00322818 0.00435286 1.23796125

FGFR3 NM_000142.2 FGFR3 4 Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric dwarfism) (FGFR3), transcript variant 2, mRNA.HSFGFR3EX; JTK4; CD333; ACH; CEK22.6865E-05 8.2736E-05 1.23778844

IFI27L1 NM_145249.2 IFI27L1 14 Homo sapiens interferon, alpha-inducible protein 27-like 1 (IFI27L1), transcript variant 1, mRNA.9.8314E-05 0.00023659 1.23749739

FLOT1 NM_005803.2 FLOT1 6 Homo sapiens flotillin 1 (FLOT1), mRNA.5.5781E-05 0.00014912 1.23744902

KIAA1826 NM_032424.1 KIAA1826 11 Homo sapiens KIAA1826 (KIAA1826), mRNA.0.00074523 0.00125406 1.23735675

LCMT1 NM_001032391.1LCMT1 16 Homo sapiens leucine carboxyl methyltransferase 1 (LCMT1), transcript variant 2, mRNA.LCMT; PPMT1; CGI-686.801E-06 2.8267E-05 1.23735207

NARS2 NM_024678.3 NARS2 11 Homo sapiens asparaginyl-tRNA synthetase 2, mitochondrial (putative) (NARS2), nuclear gene encoding mitochondrial protein, mRNA.SLM5; FLJ234410.01946741 0.02013522 1.23723882

ZNHIT1 NM_006349.2 ZNHIT1 7 Homo sapiens zinc finger, HIT type 1 (ZNHIT1), mRNA.ZNFN4A1; CG1I 1.4873E-06 9.0061E-06 1.23711269

MARS2 NM_138395.2 MARS2 2 Homo sapiens methionyl-tRNA synthetase 2, mitochondrial (MARS2), nuclear gene encoding mitochondrial protein, mRNA.mtMetRS; MetRS0.03957814 0.03652662 1.23694328

SNAPC4 NM_003086.1 SNAPC4 9 Homo sapiens small nuclear RNA activating complex, polypeptide 4, 190kDa (SNAPC4), mRNA.SNAP190; FLJ13451; PTFalpha7.8688E-06 3.1526E-05 1.23693094

SLC12A2 NM_001046.2 SLC12A2 5 Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), member 2 (SLC12A2), mRNA.NKCC1; BSC2; MGC104233; BSC0.00184556 0.00270378 1.23542886

LOC648638 XM_937706.1 LOC648638 PREDICTED: Homo sapiens similar to Peptidyl-prolyl cis-trans isomerase NIMA-interacting 4 (Rotamase Pin4) (PPIase Pin4) (Parvulin 14) (Par14) (Peptidyl-prolyl cis/trans isomerase EPVH) (hPar14) (LOC648638), mRNA.5.7476E-06 2.4757E-05 1.23506088

IL17RD NM_017563.1 IL17RD 3 Homo sapiens interleukin 17 receptor D (IL17RD), mRNA.DKFZp434N1928; IL-17RD; SEF; IL17RLM; FLJ357550.00049572 0.0008942 1.23491786

LLPH NM_032338.3 LLPH 12 Homo sapiens LLP homolog, long-term synaptic facilitation (Aplysia) (LLPH), mRNA.4.3185E-06 2.009E-05 1.2348355

FBXO2 NM_183412.2 FBXO2 1 Homo sapiens F-box protein 2 (FBXO2), mRNA.Fbs1; FBG1; FBX2; NFB420.00026759 0.00053397 1.23452989

CORO1B NM_020441.2 CORO1B 11 Homo sapiens coronin, actin binding protein, 1B (CORO1B), transcript variant 1, mRNA.CORONIN-2; DKFZP762I1660.00134499 0.0020689 1.2343356

PLRG1 NM_002669.2 PLRG1 4 Homo sapiens pleiotropic regulator 1 (PRL1 homolog, Arabidopsis) (PLRG1), mRNA.MGC110980; PRL11.6523E-06 9.7889E-06 1.23416817

DPM1 NM_003859.1 DPM1 20 Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 1, catalytic subunit (DPM1), mRNA.MPDS; CDGIE 4.4818E-07 3.7884E-06 1.23404426

OCRL NM_001587.3 OCRL X Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant b, mRNA.NPHL2; OCRL1; LOCR; INPP5F0.00014588 0.00032438 1.23381964

METTL11A NM_014064.2 METTL11A 9 Homo sapiens methyltransferase like 11A (METTL11A), mRNA.AD-003 0.00198381 0.00287512 1.233632

TMEM106A NM_145041.1 TMEM106A 17 Homo sapiens transmembrane protein 106A (TMEM106A), mRNA.MGC20235 0.00333201 0.00447635 1.23359219

ENO2 NM_001975.2 ENO2 12 Homo sapiens enolase 2 (gamma, neuronal) (ENO2), mRNA.NSE 4.0895E-06 1.9322E-05 1.23333813

TMEM60 NM_032936.2 TMEM60 7 Homo sapiens transmembrane protein 60 (TMEM60), mRNA.MGC74482; C7orf35; DC329.3487E-06 3.596E-05 1.23330847

FAM175A NM_139076.2 FAM175A 4 Homo sapiens family with sequence similarity 175, member A (FAM175A), mRNA.ABRA1; FLJ13614; FLJ12642; FLJ115200.0006835 0.00116515 1.23305713
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HDAC3 NM_003883.2 HDAC3 5 Homo sapiens histone deacetylase 3 (HDAC3), mRNA.RPD3; HD3; RPD3-22.7399E-06 1.42E-05 1.23287437

BLVRA NM_000712.3 BLVRA 7 Homo sapiens biliverdin reductase A (BLVRA), mRNA.BVRA; BLVR 6.8656E-06 2.8428E-05 1.2328022

RP11-529I10.4NM_015448.1 RP11-529I10.4 10 Homo sapiens deleted in a mouse model of primary ciliary dyskinesia (RP11-529I10.4), mRNA.DKFZP566F084 0.00012796 0.00029222 1.23260654

TMED7 NM_181836.3 TMED7 5 Homo sapiens transmembrane emp24 protein transport domain containing 7 (TMED7), mRNA.FLJ90481; CGI-1090.00017983 0.00038446 1.23231955

REEP6 NM_138393.1 REEP6 19 Homo sapiens receptor accessory protein 6 (REEP6), mRNA.FLJ25383; DP1L1; C19orf32; TB2L19.8114E-05 0.00023624 1.23122681

KATNA1 NM_007044.2 KATNA1 6 Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNA1), mRNA.0.00123327 0.00192334 1.23113925

LOC728014 XM_946270.1 LOC728014 12 PREDICTED: Homo sapiens similar to huntingtin interacting protein 1 related (LOC728014), mRNA.0.00013301 0.00030102 1.23090688

DCTN5 NM_032486.2 DCTN5 16 Homo sapiens dynactin 5 (p25) (DCTN5), mRNA.MGC3248; p25 0.000311 0.00060558 1.23088276

ACTR10 NM_018477.1 ACTR10 14 Homo sapiens actin-related protein 10 homolog (S. cerevisiae) (ACTR10), mRNA.HARP11; ACTR113.6811E-05 0.00010684 1.23049126

SCYL2 NM_017988.4 SCYL2 12 Homo sapiens SCY1-like 2 (S. cerevisiae) (SCYL2), mRNA.KIAA1360; CVAK104; FLJ100740.00045222 0.00082559 1.23042944

GRIPAP1 NM_020137.3 GRIPAP1 X Homo sapiens GRIP1 associated protein 1 (GRIPAP1), transcript variant 1, mRNA.DKFZp434P0630; MGC126593; GRASP-1; KIAA1167; MGC1265950.01550564 0.01659103 1.22942413

MCL1 NM_021960.3 MCL1 1 Homo sapiens myeloid cell leukemia sequence 1 (BCL2-related) (MCL1), transcript variant 1, mRNA.MCL1L; MGC104264; MGC1839; TM; MCL1S; EAT0.00030603 0.00059802 1.22931569

CDK6 NM_001259.5 CDK6 7 Homo sapiens cyclin-dependent kinase 6 (CDK6), mRNA.PLSTIRE; MGC596920.00010249 0.00024462 1.22929968

ROBO3 NM_022370.2 ROBO3 11 Homo sapiens roundabout, axon guidance receptor, homolog 3 (Drosophila) (ROBO3), mRNA.HGPS; HGPPS; RBIG1; FLJ21044; RIG10.00172918 0.00256021 1.22896025

C22orf28 NM_014306.2 C22ORF28 22 Homo sapiens chromosome 22 open reading frame 28 (C22orf28), mRNA.HSPC117; RP1-149A16.6; DJ149A16.64.7171E-05 0.00013027 1.2287417

MKRN2 NM_014160.3 MKRN2 3 Homo sapiens makorin ring finger protein 2 (MKRN2), mRNA.HSPC070; RNF620.00011608 0.0002698 1.22852123

TMCO1 NM_019026.2 TMCO1 1 Homo sapiens transmembrane and coiled-coil domains 1 (TMCO1), mRNA.HP10122; TMCC4; RP11-466F5.7; PCIA3; PNAS-1362.919E-07 2.83E-06 1.22818797

LOC647037 XM_930029.1 LOC647037 15 PREDICTED: Homo sapiens similar to Peptidyl-prolyl cis-trans isomerase NIMA-interacting 4 (Rotamase Pin4) (PPIase Pin4) (Parvulin 14) (Par14) (Peptidyl-prolyl cis/trans isomerase EPVH) (hPar14) (LOC647037), mRNA.0.00012462 0.00028579 1.2280497

BSCL2 NM_032667.4 BSCL2 11 Homo sapiens Bernardinelli-Seip congenital lipodystrophy 2 (seipin) (BSCL2), mRNA.SPG17; MGC4694; HMN5; GNG3LG1.2362E-05 4.5063E-05 1.22775904

TM2D1 NM_032027.2 TM2D1 1 Homo sapiens TM2 domain containing 1 (TM2D1), mRNA.BBP 7.9986E-05 0.00019971 1.2277387

WDR54 NM_032118.2 WDR54 2 Homo sapiens WD repeat domain 54 (WDR54), mRNA.FLJ12953 8.7131E-06 3.4068E-05 1.22767433

RNF182 NM_152737.2 RNF182 6 Homo sapiens ring finger protein 182 (RNF182), mRNA.FLJ40772; MGC339930.04632754 0.04165159 1.22750098

RAP2A NM_021033.4 RAP2A 13 Homo sapiens RAP2A, member of RAS oncogene family (RAP2A), mRNA.RAP2; K-REV; KREV; RbBP-307.3957E-05 0.00018716 1.22683204

ZNF526 NM_133444.1 ZNF526 19 Homo sapiens zinc finger protein 526 (ZNF526), mRNA.KIAA1951; MGC4267; DKFZp762O0590.00258051 0.00358932 1.22592089

FUCA1 NM_000147.2 FUCA1 1 Homo sapiens fucosidase, alpha-L- 1, tissue (FUCA1), mRNA.3.6124E-05 0.00010537 1.22554337

LMF2 NM_033200.1 LMF2 22 Homo sapiens lipase maturation factor 2 (LMF2), mRNA.TMEM153; TMEM112B0.00317793 0.00429633 1.22527862

ASNSD1 NM_019048.1 ASNSD1 2 Homo sapiens asparagine synthetase domain containing 1 (ASNSD1), mRNA.NBLA00058; NS3TP1; FLJ207521.6268E-06 9.6702E-06 1.22515978

PNPLA6 NM_006702.2 PNPLA6 19 Homo sapiens patatin-like phospholipase domain containing 6 (PNPLA6), mRNA.sws; NTE 2.0578E-05 6.7471E-05 1.22496985

PGS1 NM_024419.3 PGS1 17 Homo sapiens phosphatidylglycerophosphate synthase 1 (PGS1), mRNA.DKFZP762M186; MGC1319603.965E-05 0.00011295 1.2249223

LOC728006 NM_145039.2 LOC728006 16 PREDICTED: Homo sapiens hypothetical protein LOC728006 (LOC728006), mRNA.0.04840835 0.04319924 1.22482641

GGH NM_003878.1 GGH 8 Homo sapiens gamma-glutamyl hydrolase (conjugase, folylpolygammaglutamyl hydrolase) (GGH), mRNA.GH 9.4029E-06 3.6137E-05 1.22471453

MFAP1 NM_005926.2 MFAP1 15 Homo sapiens microfibrillar-associated protein 1 (MFAP1), mRNA.0.00031517 0.00061207 1.22451937

MMD NM_012329.2 MMD 17 Homo sapiens monocyte to macrophage differentiation-associated (MMD), mRNA.PAQR11; MMA 5.6726E-06 2.4542E-05 1.22419106

LOC389765 XM_001720643.1LOC389765 PREDICTED: Homo sapiens similar to KIF27C (LOC389765), mRNA.0.00235935 0.00333455 1.22402328

H1F0 NM_005318.2 H1F0 22 Homo sapiens H1 histone family, member 0 (H1F0), mRNA.H1FV; MGC5241; H102.4912E-07 2.5124E-06 1.22365185

SNHG9 NR_003142.2 SNHG9 16 Homo sapiens small nucleolar RNA host gene 9 (non-protein coding) (SNHG9), non-coding RNA.DKFZp686N061414.0185E-07 3.4944E-06 1.22354374

BRD7 NM_013263.2 BRD7 16 Homo sapiens bromodomain containing 7 (BRD7), mRNA.CELTIX1; NAG4; BP754.0665E-05 0.00011539 1.22349878

C20orf4 NM_015511.2 C20ORF4 20 Homo sapiens chromosome 20 open reading frame 4 (C20orf4), mRNA.bA234K24.2; CGI-23; DKFZp564N13630.00040738 0.00076001 1.22322792

ALDOC NM_005165.2 ALDOC 17 Homo sapiens aldolase C, fructose-bisphosphate (ALDOC), mRNA.ALDC 4.2564E-06 1.9875E-05 1.22315624

GALNT11 NM_022087.1 GALNT11 7 Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 11 (GalNAc-T11) (GALNT11), mRNA.FLJ21634; MGC716300.00019406 0.00041049 1.22299718

PDCD4 NM_145341.2 PDCD4 10 Homo sapiens programmed cell death 4 (neoplastic transformation inhibitor) (PDCD4), transcript variant 2, mRNA.MGC33046; MGC33047; H7310.00258922 0.00359972 1.22290936

LOC100129211XM_001718981.1LOC100129211 9 PREDICTED: Homo sapiens hypothetical protein LOC100129211 (LOC100129211), mRNA.0.00075596 0.00127065 1.2227646

FLJ36131 XM_001722366.1FLJ36131 PREDICTED: Homo sapiens hypothetical protein FLJ36131, transcript variant 2 (FLJ36131), mRNA.0.00010954 0.00025766 1.22247086

LYPLAL1 NM_138794.1 LYPLAL1 1 Homo sapiens lysophospholipase-like 1 (LYPLAL1), mRNA.KIAA1238 5.6817E-06 2.4569E-05 1.22241935

SDCBP NM_001007067.1SDCBP 8 Homo sapiens syndecan binding protein (syntenin) (SDCBP), transcript variant 2, mRNA.MDA-9; SYCL; TACIP18; ST10.00030943 0.00060304 1.22223637

ALDH2 NM_000690.2 ALDH2 12 Homo sapiens aldehyde dehydrogenase 2 family (mitochondrial) (ALDH2), nuclear gene encoding mitochondrial protein, mRNA.ALDM; ALDH-E2; ALDHI; MGC18060.0037594 0.00496762 1.22218073

MEF2D NM_005920.2 MEF2D 1 Homo sapiens myocyte enhancer factor 2D (MEF2D), mRNA.DKFZp686I15360.00042582 0.00078789 1.22206781

RECQL NM_032941.1 RECQL 12 Homo sapiens RecQ protein-like (DNA helicase Q1-like) (RECQL), transcript variant 2, mRNA.RecQ1; RECQL1 0.025632 0.02547521 1.2219121

LOC401098 XR_017816.1 LOC401098 PREDICTED: Homo sapiens misc_RNA (LOC401098), miscRNA.0.00050548 0.00090752 1.22177279

TUSC4 NM_006545.4 TUSC4 3 Homo sapiens tumor suppressor candidate 4 (TUSC4), mRNA.NPR2L; NPRL2 5.0972E-06 2.2656E-05 1.22169406

RAB21 NM_014999.1 RAB21 12 Homo sapiens RAB21, member RAS oncogene family (RAB21), mRNA.KIAA0118 0.00173661 0.00256861 1.22165247

IP6K1 NM_153273.3 IP6K1 3 Homo sapiens inositol hexakisphosphate kinase 1 (IP6K1), transcript variant 1, mRNA.PiUS; IP6K1; MGC99250.00247369 0.00346602 1.22152827

RIMS3 NM_014747.2 RIMS3 1 Homo sapiens regulating synaptic membrane exocytosis 3 (RIMS3), mRNA.RIM3; NIM3; KIAA02370.00736521 0.00884148 1.22152157

STX6 NM_005819.4 STX6 1 Homo sapiens syntaxin 6 (STX6), mRNA.0.00030894 0.00060237 1.22144186

LOC648740 NR_024438.2 LOC648740 1 Homo sapiens ACTB pseudogene (LOC648740), non-coding RNA.0.01705436 0.01801745 1.22133255

USP42 NM_032172.1 USP42 7 Homo sapiens ubiquitin specific peptidase 42 (USP42), mRNA.FLJ12697 0.00055013 0.00097669 1.22128862

COL6A1 NM_001848.1 COL6A1 21 Homo sapiens collagen, type VI, alpha 1 (COL6A1), mRNA.OPLL 0.00059874 0.00104523 1.2211103

DDX52 NM_007010.2 DDX52 17 Homo sapiens DEAD (Asp-Glu-Ala-Asp) box polypeptide 52 (DDX52), transcript variant 1, mRNA.ROK1 0.00086463 0.00142012 1.22103069

ACBD3 NM_022735.3 ACBD3 1 Homo sapiens acyl-Coenzyme A binding domain containing 3 (ACBD3), mRNA.GOLPH1; PAP7; GOCAP1; GCP606.9513E-06 2.8661E-05 1.2210236

ESPN NM_031475.1 ESPN 1 Homo sapiens espin (ESPN), mRNA.DKFZP434A196; DFNB36; LP26540.00421926 0.00548766 1.22097244

UBR4 NM_020765.1 UBR4 1 Homo sapiens ubiquitin protein ligase E3 component n-recognin 4 (UBR4), mRNA.KIAA1307; FLJ41863; ZUBR1; RBAF600; p600; RP5-1126H10.1; KIAA04626.1057E-06 2.5942E-05 1.22035786

LOC100133607XM_001713724.1LOC100133607 PREDICTED: Homo sapiens hypothetical protein LOC100133607, transcript variant 2 (LOC100133607), mRNA.0.00034974 0.00066795 1.22002328

UNC45A NM_017979.1 UNC45A 15 Homo sapiens unc-45 homolog A (C. elegans) (UNC45A), transcript variant 3, mRNA.FLJ10043; SMAP-1; GC-UNC45; IRO0397000.0022526 0.00320901 1.21984855

NKD2 NM_033120.2 NKD2 5 Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA.Naked2 3.1354E-05 9.3445E-05 1.21977647

NECAP1 NM_015509.2 NECAP1 12 Homo sapiens NECAP endocytosis associated 1 (NECAP1), mRNA.DKFZP566B183; MGC1319006.909E-06 2.8527E-05 1.21955864

PEPD NM_000285.1 PEPD 19 Homo sapiens peptidase D (PEPD), mRNA.PROLIDASE; MGC109055.5457E-06 2.4076E-05 1.21950049

DMAP1 NM_019100.3 DMAP1 1 Homo sapiens DNA methyltransferase 1 associated protein 1 (DMAP1), transcript variant 2, mRNA.FLJ11543; KIAA1425; DNMTAP1; DKFZp686L09142; SWC4; DNMAP1; EAF29.5156E-05 0.00023057 1.21946051

HLA-F NM_018950.1 HLA-F 6 Homo sapiens major histocompatibility complex, class I, F (HLA-F), transcript variant 1, mRNA.HLA-5.4; HLAF; CDA12; HLA-CDA120.00056898 0.00100509 1.21941618

UBE1 NM_153280.1 UBE1 X Homo sapiens ubiquitin-activating enzyme E1 (UBE1), transcript variant 2, mRNA.UBA1A; A1S9; A1ST; UBE1X; MGC4781; A1S9T; UBA1; GXP11.1113E-05 4.1332E-05 1.21935524

MSX1 NM_002448.1 MSX1 4 Homo sapiens msh homeobox 1 (MSX1), mRNA.HOX7; HYD1 1.5848E-06 9.4659E-06 1.21903319
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PTGR1 NM_012212.2 PTGR1 9 Homo sapiens prostaglandin reductase 1 (PTGR1), mRNA.MGC34943 4.7097E-05 0.00013015 1.21883977

TERF2IP NM_018975.2 TERF2IP 16 Homo sapiens telomeric repeat binding factor 2, interacting protein (TERF2IP), mRNA.RAP1; DRIP5 3.6293E-05 0.00010569 1.21817461

UTP6 NM_018428.2 UTP6 17 Homo sapiens UTP6, small subunit (SSU) processome component, homolog (yeast) (UTP6), mRNA.HCA66; C17orf402.5223E-06 1.3356E-05 1.21795576

ARHGEF18 NM_015318.2 ARHGEF18 19 Homo sapiens rho/rac guanine nucleotide exchange factor (GEF) 18 (ARHGEF18), mRNA.KIAA0521; MGC159131.7024E-05 5.8119E-05 1.21785116

PPIB NM_000942.4 PPIB 15 Homo sapiens peptidylprolyl isomerase B (cyclophilin B) (PPIB), mRNA.MGC14109; MGC2224; CYP-S1; SCYLP; CYPB0.00672672 0.00818475 1.21774778

SELS NM_203472.1 SELS 15 Homo sapiens selenoprotein S (SELS), transcript variant 1, mRNA.SEPS1; ADO15; MGC2553; SBBI8; VIMP; AD-015; MGC1043465.2425E-05 0.00014192 1.21764756

C14orf85 NR_002808.1 C14ORF85 14 Homo sapiens chromosome 14 open reading frame 85 (C14orf85), non-coding RNA.0.00665684 0.0081121 1.21759404

MRPL14 NM_032111.2 MRPL14 6 Homo sapiens mitochondrial ribosomal protein L14 (MRPL14), nuclear gene encoding mitochondrial protein, mRNA.MGC70566; RMPL32; RPML32; MRP-L325.4779E-07 4.3654E-06 1.21758825

RFC1 NM_002913.3 RFC1 4 Homo sapiens replication factor C (activator 1) 1, 145kDa (RFC1), mRNA.RECC1; RFC140; PO-GA; MHCBFB; MGC51786; A1; RFC0.00277857 0.00382119 1.21726012

LOC100008588NR_003286.1 LOC100008588 Homo sapiens 18S ribosomal RNA (LOC100008588), non-coding RNA.1.2426E-07 1.5893E-06 1.21725395

AXIN2 NM_004655.2 AXIN2 17 Homo sapiens axin 2 (conductin, axil) (AXIN2), mRNA.MGC126582; DKFZp781B0869; AXIL0.00042518 0.00078737 1.21671747

RARS NM_002887.3 RARS 5 Homo sapiens arginyl-tRNA synthetase (RARS), mRNA.ArgRS; DALRD1; MGC86414.1264E-07 3.5635E-06 1.21623369

KLHL8 NM_020803.3 KLHL8 4 Homo sapiens kelch-like 8 (Drosophila) (KLHL8), mRNA.FLJ46304; KIAA13788.1399E-05 0.00020272 1.21594683

MAN2B2 NM_015274.1 MAN2B2 4 Homo sapiens mannosidase, alpha, class 2B, member 2 (MAN2B2), mRNA.KIAA0935 4.4856E-05 0.00012498 1.21578867

FLYWCH2 NM_138439.1 FLYWCH2 16 Homo sapiens FLYWCH family member 2 (FLYWCH2), mRNA.0.02362619 0.02380525 1.2157238

LOC645895 XM_928866.1 LOC645895 8 PREDICTED: Homo sapiens hypothetical protein LOC645895 (LOC645895), mRNA.0.00033964 0.00065236 1.21534467

ANKRD57 NM_023016.2 ANKRD57 2 Homo sapiens ankyrin repeat domain 57 (ANKRD57), mRNA.C2orf26 0.00027 0.00053743 1.21531356

PRUNE NM_021222.1 PRUNE 1 Homo sapiens prune homolog (Drosophila) (PRUNE), mRNA.DRES-17; HTCD370.02528338 0.02520581 1.21511678

RNF126 NM_194460.1 RNF126 19 Homo sapiens ring finger protein 126 (RNF126), mRNA.MGC14317; MGC1022; FLJ205520.00108084 0.00171923 1.21511353

PLEKHA1 NM_021622.3 PLEKHA1 10 Homo sapiens pleckstrin homology domain containing, family A (phosphoinositide binding specific) member 1 (PLEKHA1), transcript variant 1, mRNA.TAPP1 2.904E-05 8.789E-05 1.21508432

LOC730432 XM_936257.1 LOC730432 PREDICTED: Homo sapiens similar to serine/threonine/tyrosine interacting protein, transcript variant 1 (LOC730432), mRNA.2.2988E-05 7.3478E-05 1.21489094

EIF2B2 NM_014239.2 EIF2B2 14 Homo sapiens eukaryotic translation initiation factor 2B, subunit 2 beta, 39kDa (EIF2B2), mRNA.EIF-2Bbeta; EIF2B8.979E-06 3.4875E-05 1.21439799

LOC100132535XR_038464.1 LOC100132535 PREDICTED: Homo sapiens misc_RNA (LOC100132535), miscRNA.0.01189015 0.01326605 1.21430931

TNFRSF10B NM_003842.3 TNFRSF10B 8 Homo sapiens tumor necrosis factor receptor superfamily, member 10b (TNFRSF10B), transcript variant 1, mRNA.KILLER/DR5; TRICK2; TRAILR2; TRICK2A; KILLER; TRICKB; ZTNFR9; TRAIL-R2; DR5; TRICK2B; CD2620.0054186 0.00680641 1.21398831

MRFAP1L1 NM_203462.1 MRFAP1L1 4 Homo sapiens Morf4 family associated protein 1-like 1 (MRFAP1L1), transcript variant 2, mRNA.PP784; MGC96510.00028447 0.00056189 1.21394698

HSDL2 NM_032303.2 HSDL2 9 Homo sapiens hydroxysteroid dehydrogenase like 2 (HSDL2), mRNA.MGC10940; C9orf99; FLJ258550.00243912 0.00342852 1.21389264

PEX11B NM_003846.1 PEX11B 1 Homo sapiens peroxisomal biogenesis factor 11 beta (PEX11B), mRNA.PEX11-BETA 1.9808E-05 6.5411E-05 1.21363097

ATP1B1 NM_001001787.1ATP1B1 1 Homo sapiens ATPase, Na+/K+ transporting, beta 1 polypeptide (ATP1B1), transcript variant 2, mRNA.MGC1798; ATP1B5.1083E-06 2.2671E-05 1.21315494

EIF1B NM_005875.2 EIF1B 3 Homo sapiens eukaryotic translation initiation factor 1B (EIF1B), mRNA.GC20 4.7397E-06 2.1525E-05 1.21313735

LMAN2L NM_030805.1 LMAN2L 2 Homo sapiens lectin, mannose-binding 2-like (LMAN2L), mRNA.MGC11139; VIPL; DKFZp564L24235.5165E-05 0.00014784 1.21298237

TANC2 NM_025185.3 TANC2 17 Homo sapiens tetratricopeptide repeat, ankyrin repeat and coiled-coil containing 2 (TANC2), mRNA.FLJ11824; KIAA1636; DKFZP564D166; rols; KIAA1148; ROLSA; FLJ102150.02326352 0.02350192 1.21249322

ENC1 NM_003633.1 ENC1 5 Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), mRNA.PIG10; NRPB; CCL28; FLJ39259; ENC-1; TP53I10; KLHL350.00636874 0.00781419 1.21211727

CLSTN1 NM_001009566.1CLSTN1 1 Homo sapiens calsyntenin 1 (CLSTN1), transcript variant 1, mRNA.CSTN1; PIK3CD; XB31alpha; KIAA0911; FLJ32258; alcalpha2; alcalpha14.9858E-05 0.00013632 1.21090431

UBLCP1 NM_145049.1 UBLCP1 5 Homo sapiens ubiquitin-like domain containing CTD phosphatase 1 (UBLCP1), mRNA.MGC10067; FLJ25267; CPUB10.00019626 0.00041365 1.21082093

TUBB4Q NM_020040.3 TUBB4Q 4 Homo sapiens tubulin, beta polypeptide 4, member Q (TUBB4Q), mRNA.7.8863E-05 0.00019719 1.21080537

C7orf23 NM_024315.2 C7ORF23 7 Homo sapiens chromosome 7 open reading frame 23 (C7orf23), mRNA.MM-TRAG; MGC41750.00656398 0.00802123 1.21069121

TRAPPC4 NM_016146.1 TRAPPC4 11 Homo sapiens trafficking protein particle complex 4 (TRAPPC4), mRNA.SBDN; CGI-104; HSPC172; TRS23; PTD0096.0971E-05 0.00015974 1.21061209

MAPRE2 NM_014268.1 MAPRE2 18 Homo sapiens microtubule-associated protein, RP/EB family, member 2 (MAPRE2), mRNA.RP1; EB1; EB2 0.00034136 0.00065509 1.21055754

LOC100128288NR_024447.1 LOC100128288 17 Homo sapiens hypothetical protein LOC100128288 (LOC100128288), non-coding RNA.0.00112566 0.00177924 1.21010494

FRG1 NM_004477.2 FRG1 4 Homo sapiens FSHD region gene 1 (FRG1), mRNA.FSG1; FRG1A 3.9629E-05 0.00011293 1.21010396

MAP3K7 NM_145333.1 MAP3K7 6 Homo sapiens mitogen-activated protein kinase kinase kinase 7 (MAP3K7), transcript variant D, mRNA.TAK1; TGF1a 0.00066554 0.00113897 1.21007488

COPE NM_199444.1 COPE 19 Homo sapiens coatomer protein complex, subunit epsilon (COPE), transcript variant 3, mRNA.FLJ13241; epsilon-COP4.5173E-06 2.0773E-05 1.20986361

C14orf153 NM_032374.2 C14ORF153 14 Homo sapiens chromosome 14 open reading frame 153 (C14orf153), mRNA.Apop-1; MGC2562; APOP10.00194482 0.00282842 1.20969921

PSMD13 NM_002817.2 PSMD13 11 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 (PSMD13), transcript variant 2, mRNA.HSPC027; p40.50.00499934 0.00634977 1.20888524

LSR NM_205834.2 LSR 19 Homo sapiens lipolysis stimulated lipoprotein receptor (LSR), transcript variant 2, mRNA.MGC48312; LISCH7; MGC48503; MGC106590.00658962 0.00804472 1.20877869

EBAG9 NM_198120.1 EBAG9 8 Homo sapiens estrogen receptor binding site associated, antigen, 9 (EBAG9), transcript variant 2, mRNA.RCAS1; EB9; PDAF0.0029347 0.00400576 1.20871873

TMC6 NM_007267.5 TMC6 17 Homo sapiens transmembrane channel-like 6 (TMC6), mRNA.LAK-4P; EVIN1; EV1; EVER10.00368283 0.00487673 1.20869467

CDR2L NM_014603.1 CDR2L 17 Homo sapiens cerebellar degeneration-related protein 2-like (CDR2L), mRNA.HUMPPA 6.0725E-06 2.5852E-05 1.20828837

YTHDF1 NM_017798.2 YTHDF1 20 Homo sapiens YTH domain family, member 1 (YTHDF1), mRNA.C20orf21; FLJ203914.1707E-05 0.00011782 1.20785244

ZDHHC7 NM_017740.1 ZDHHC7 16 Homo sapiens zinc finger, DHHC-type containing 7 (ZDHHC7), mRNA.ZNF370; FLJ10792; FLJ202794.16E-06 1.955E-05 1.20779052

MIPEP NM_005932.1 MIPEP 13 Homo sapiens mitochondrial intermediate peptidase (MIPEP), nuclear gene encoding mitochondrial protein, mRNA.HMIP; MIP 0.01116805 0.0125933 1.20756341

ALKBH3 NM_139178.1 ALKBH3 11 Homo sapiens alkB, alkylation repair homolog 3 (E. coli) (ALKBH3), mRNA.MGC118790; DEPC-1; MGC118792; MGC118793; PCA1; ABH3; DEPC10.00247193 0.00346466 1.20748881

MAGEB6B XM_373340.1 MAGEB6B X PREDICTED: Homo sapiens melanoma antigen family B, 6B pseudogene (MAGEB6B), mRNA.0.00021178 0.0004399 1.20735672

TNFRSF12A NM_016639.1 TNFRSF12A 16 Homo sapiens tumor necrosis factor receptor superfamily, member 12A (TNFRSF12A), mRNA.CD266; TWEAKR; FN141.4382E-05 5.084E-05 1.20723253

FAM119A NM_001127395.1FAM119A 2 Homo sapiens family with sequence similarity 119, member A (FAM119A), transcript variant 2, mRNA.0.00086628 0.0014223 1.20707366

CHD8 NM_020920.1 CHD8 14 Homo sapiens chromodomain helicase DNA binding protein 8 (CHD8), mRNA.KIAA1564; DKFZp686N17164; HELSNF10.00032117 0.00062152 1.20703477

KLC1 NM_005552.3 KLC1 14 Homo sapiens kinesin light chain 1 (KLC1), transcript variant 1, mRNA.KLC1; KLC; KNS2; KNS2A; MGC152450.00385084 0.00507774 1.20656613

PHRF1 NM_020901.1 PHRF1 11 Homo sapiens PHD and ring finger domains 1 (PHRF1), mRNA.3.0226E-05 9.0638E-05 1.20606961

LOC374395 NM_199337.1 LOC374395 11 Homo sapiens similar to RIKEN cDNA 1810059G22 (LOC374395), mRNA.4.3366E-07 3.7121E-06 1.20563021

GLRX NM_002064.1 GLRX 5 Homo sapiens glutaredoxin (thioltransferase) (GLRX), mRNA.GRX; GRX1; MGC1174076.3253E-06 2.6643E-05 1.20540264

VAMP7 NM_005638.3 VAMP7 XY Homo sapiens vesicle-associated membrane protein 7 (VAMP7), mRNA.TI-VAMP; VAMP7; VAMP-7; SYBL10.00028774 0.00056746 1.20533723

CHTF18 NM_022092.1 CHTF18 16 Homo sapiens CTF18, chromosome transmission fidelity factor 18 homolog (S. cerevisiae) (CHTF18), mRNA.Ctf18; C321D2.4; C16orf41; C321D2.3; CHL12; RUVBL; C321D2.20.00560063 0.00700598 1.20525921

ZMIZ1 NM_020338.2 ZMIZ1 10 Homo sapiens zinc finger, MIZ-type containing 1 (ZMIZ1), mRNA.MIZ; Zimp10; FLJ13541; hZIMP10; KIAA1224; RAI174.5665E-05 0.00012691 1.20403506

CYFIP2 NM_001037333.1CYFIP2 5 Homo sapiens cytoplasmic FMR1 interacting protein 2 (CYFIP2), transcript variant 1, mRNA.PIR121 0.00179085 0.00263905 1.20399889

BLMH NM_000386.2 BLMH 17 Homo sapiens bleomycin hydrolase (BLMH), mRNA.BMH; BH 0.01280163 0.01411606 1.20376234

MRPL40 NM_003776.2 MRPL40 22 Homo sapiens mitochondrial ribosomal protein L40 (MRPL40), nuclear gene encoding mitochondrial protein, mRNA.NLVCF; URIM; MGC9400; FLJ41774; MRP-L220.00021358 0.0004428 1.20370357

CCDC45 NM_138363.1 CCDC45 17 Homo sapiens coiled-coil domain containing 45 (CCDC45), mRNA.DKFZp667E18240.00068398 0.00116529 1.20365803

HSPC268 NM_197964.1 HSPC268 7 Homo sapiens hypothetical protein HSPC268 (HSPC268), mRNA.0.00166308 0.00247404 1.20350034

LOC641992 XM_935770.1 LOC641992 PREDICTED: Homo sapiens similar to cell division cycle 42 (LOC641992), mRNA.0.04473689 0.04048282 1.20347012

GAPVD1 NM_015635.2 GAPVD1 9 Homo sapiens GTPase activating protein and VPS9 domains 1 (GAPVD1), mRNA.MGC138848; DKFZP434C212; KIAA1521; RAP6; MGC1388470.00012677 0.00028987 1.20341782
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WDR45L NM_019613.2 WDR45L 17 Homo sapiens WDR45-like (WDR45L), mRNA.WIPI-3; WIPI3 0.00219173 0.00313298 1.20331744

LOC729843 NM_012477.2 LOC729843 2 PREDICTED: Homo sapiens similar to WW domain binding protein 1 (LOC729843), mRNA.3.2196E-05 9.5404E-05 1.20231107

SRP54 NM_003136.2 SRP54 14 Homo sapiens signal recognition particle 54kDa (SRP54), mRNA.4.0957E-06 1.9331E-05 1.20195407

BMS1P5 NR_003611.2 BMS1P5 10 Homo sapiens BMS1 pseudogene 5 (BMS1P5), non-coding RNA.0.00175581 0.00259308 1.20193561

CTNNBL1 NM_030877.3 CTNNBL1 20 Homo sapiens catenin, beta like 1 (CTNNBL1), mRNA.C20orf33; NAP; P14L; NYD-SP19; dJ633O20.1; PP8304; FLJ211086.4767E-05 0.00016763 1.20109874

ANKRD13A NM_033121.1 ANKRD13A 12 Homo sapiens ankyrin repeat domain 13A (ANKRD13A), mRNA.ANKRD13; NY-REN-250.02821437 0.02757635 1.20086106

LGALS1 NM_002305.2 LGALS1 22 Homo sapiens lectin, galactoside-binding, soluble, 1 (LGALS1), mRNA.DKFZp686E23103; GBP2.0715E-07 2.2085E-06 1.20065052

EHD1 NM_006795.2 EHD1 11 Homo sapiens EH-domain containing 1 (EHD1), mRNA.PAST1; PAST; HPAST1; FLJ42622; FLJ44618; H-PAST0.00035489 0.00067632 1.20046614

PIAS1 NM_016166.1 PIAS1 15 Homo sapiens protein inhibitor of activated STAT, 1 (PIAS1), mRNA.MGC141879; MGC141878; GU/RH-II; GBP; ZMIZ3; DDXBP10.00250965 0.00350688 1.20000229

LOC100132391XM_001716455.1LOC100132391 17 PREDICTED: Homo sapiens hypothetical protein LOC100132391 (LOC100132391), mRNA.0.00054812 0.00097412 1.19937827

APPL2 NM_018171.2 APPL2 12 Homo sapiens adaptor protein, phosphotyrosine interaction, PH domain and leucine zipper containing 2 (APPL2), mRNA.DIP13B; FLJ10659; APPL20.01550738 0.01659088 1.19923601

PCMT1 NM_005389.1 PCMT1 6 Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase (PCMT1), mRNA.1.1231E-07 1.5045E-06 1.19915066

C12orf47 NM_016534.2 C12ORF47 PREDICTED: Homo sapiens chromosome 12 open reading frame 47 (C12orf47), misc RNA.7.3729E-05 0.00018675 1.19910575

LOC124512 XM_940962.1 LOC124512 PREDICTED: Homo sapiens hypothetical protein LOC124512 (LOC124512), mRNA.2.6815E-06 1.4005E-05 1.19905195

EFR3A NM_015137.1 EFR3A 8 Homo sapiens EFR3 homolog A (S. cerevisiae) (EFR3A), mRNA.KIAA0143; DKFZp781J05621.5085E-05 5.2733E-05 1.19894946

LOC100132585XM_001722111.1LOC100132585 7 PREDICTED: Homo sapiens hypothetical protein LOC100132585 (LOC100132585), mRNA.0.00028499 0.00056266 1.19870553

KATNB1 NM_005886.1 KATNB1 16 Homo sapiens katanin p80 (WD repeat containing) subunit B 1 (KATNB1), mRNA.KAT 0.00027623 0.00054723 1.19853114

CAND1 NM_018448.2 CAND1 12 Homo sapiens cullin-associated and neddylation-dissociated 1 (CAND1), mRNA.FLJ90441; FLJ10114; TIP120; KIAA0829; FLJ38691; FLJ10929; TIP120A; DKFZp434M14140.01230141 0.01365026 1.19852618

UBE2L3 NM_003347.2 UBE2L3 22 Homo sapiens ubiquitin-conjugating enzyme E2L 3 (UBE2L3), transcript variant 2, mRNA.L-UBC; UBCH7; E2-F1; UbcM40.05646505 0.04912 1.19851399

Hs.250648 HS.250648 3 full-length cDNA clone CS0DC013YI10 of Neuroblastoma Cot 25-normalized of Homo sapiens (human)0.01805577 0.01887767 1.19843556

NDUFA11 NM_175614.2 NDUFA11 19 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 11, 14.7kDa (NDUFA11), nuclear gene encoding mitochondrial protein, mRNA.B14.7 1.3654E-05 4.8579E-05 1.1983946

SPG7 NM_199367.1 SPG7 16 Homo sapiens spastic paraplegia 7 (pure and complicated autosomal recessive) (SPG7), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.CAR; FLJ37308; SPG5C; MGC126332; CMAR; MGC126331; PGN0.0023509 0.00332583 1.19834411

RNF4 NM_002938.2 RNF4 4 Homo sapiens ring finger protein 4 (RNF4), mRNA.RES4-26; SNURF0.00083564 0.00138104 1.19815662

LOC100127975XR_038064.1 LOC100127975 PREDICTED: Homo sapiens misc_RNA (LOC100127975), partial miscRNA.0.00236541 0.00334204 1.19812165

ADIPOR2 NM_024551.2 ADIPOR2 12 Homo sapiens adiponectin receptor 2 (ADIPOR2), mRNA.MGC4640; ACDCR2; PAQR2; FLJ214322.4405E-06 1.3025E-05 1.19791709

HSF2 NM_004506.2 HSF2 6 Homo sapiens heat shock transcription factor 2 (HSF2), mRNA.MGC117376; MGC75048; MGC1561960.00993604 0.01140785 1.1972515

TBC1D2B NM_015079.2 TBC1D2B 15 Homo sapiens TBC1 domain family, member 2B (TBC1D2B), mRNA.KIAA1055; FLJ201660.04949188 0.04396049 1.19679822

LRFN3 NM_024509.1 LRFN3 19 Homo sapiens leucine rich repeat and fibronectin type III domain containing 3 (LRFN3), mRNA.FIGLER1; MGC2656; SALM40.00049782 0.00089652 1.19659282

PTPN1 NM_002827.2 PTPN1 20 Homo sapiens protein tyrosine phosphatase, non-receptor type 1 (PTPN1), mRNA.PTP1B 6.0659E-06 2.5836E-05 1.19646833

CATSPER2 NM_172097.1 CATSPER2 15 Homo sapiens cation channel, sperm associated 2 (CATSPER2), transcript variant 4, mRNA.MGC33346 0.00111198 0.00176078 1.19610589

CCDC130 NM_030818.2 CCDC130 19 Homo sapiens coiled-coil domain containing 130 (CCDC130), mRNA.MGC10471 1.2443E-05 4.528E-05 1.195996

LEPROTL1 NM_015344.1 LEPROTL1 8 Homo sapiens leptin receptor overlapping transcript-like 1 (LEPROTL1), mRNA.HSPC112; Vps55; my0470.0002473 0.00050088 1.19589432

GSK3B NM_002093.2 GSK3B 3 Homo sapiens glycogen synthase kinase 3 beta (GSK3B), mRNA.0.00126119 0.00195922 1.19574899

EIF4E2 NM_004846.2 EIF4E2 2 Homo sapiens eukaryotic translation initiation factor 4E family member 2 (EIF4E2), mRNA.EIF4EL3; 4E-LP; 4EHP; IF4e0.00052987 0.00094494 1.19566397

TFB1M NM_016020.1 TFB1M 6 Homo sapiens transcription factor B1, mitochondrial (TFB1M), mRNA.CGI75; mtTFB; CGI-750.00022445 0.00046142 1.19558114

LOC100134648XM_001724681.1LOC100134648 7 PREDICTED: Homo sapiens similar to hCG2024106, transcript variant 2 (LOC100134648), mRNA.0.00170777 0.00253279 1.19552062

ABR NM_001092.3 ABR 17 Homo sapiens active BCR-related gene (ABR), transcript variant 2, mRNA.MDB; FLJ45954 0.00424295 0.00551276 1.19546553

PPM1H XM_939302.1 PPM1H 12 Homo sapiens protein phosphatase 1H (PP2C domain containing) (PPM1H), mRNA.KIAA1157; FLJ13253; ARHCL10.01836396 0.01914058 1.19544193

GABARAPL2 NM_007285.6 GABARAPL2 16 Homo sapiens GABA(A) receptor-associated protein-like 2 (GABARAPL2), mRNA.GEF2; GATE16; GATE-16; GEF-2; ATG81.922E-05 6.4023E-05 1.19455921

CXXC1 NM_014593.2 CXXC1 18 Homo sapiens CXXC finger 1 (PHD domain) (CXXC1), mRNA.SPP1; HsT2645; 5830420C16Rik; hCGBP; CGBP; 2410002I16Rik; PHF18; PCCX1; CFP11.3494E-05 4.8167E-05 1.1944774

AP4B1 NM_006594.1 AP4B1 1 Homo sapiens adaptor-related protein complex 4, beta 1 subunit (AP4B1), mRNA.BETA-4 0.00103304 0.00165219 1.19440113

GNA11 NM_002067.1 GNA11 19 Homo sapiens guanine nucleotide binding protein (G protein), alpha 11 (Gq class) (GNA11), mRNA.GNA-11 0.00015894 0.00034882 1.19429568

SPG11 NM_025137.2 SPG11 15 Homo sapiens spastic paraplegia 11 (autosomal recessive) (SPG11), transcript variant 1, mRNA.KIAA1840; DKFZp762B1512; FLJ214390.00136223 0.00209211 1.19429246

UBL5 NM_001048241.1UBL5 19 Homo sapiens ubiquitin-like 5 (UBL5), transcript variant 2, mRNA.HUB1; MGC131795; FLJ469173.9951E-06 1.8938E-05 1.19403547

LOC729120 XM_001133026.1LOC729120 PREDICTED: Homo sapiens hypothetical LOC729120 (LOC729120), mRNA.0.00658752 0.00804327 1.1939057

C19orf60 NM_001100419.1C19ORF60 19 Homo sapiens chromosome 19 open reading frame 60 (C19orf60), transcript variant 2, mRNA.FLJ20850; FLJ37391; FLJ30108; FLJ346065.2716E-05 0.00014249 1.19375102

LOC100128505XM_001723239.1LOC100128505 PREDICTED: Homo sapiens similar to hCG2021201 (LOC100128505), mRNA.0.00053113 0.0009468 1.1937143

NPLOC4 NM_017921.1 NPLOC4 17 Homo sapiens nuclear protein localization 4 homolog (S. cerevisiae) (NPLOC4), mRNA.FLJ20657; FLJ23742; NPL4; KIAA14990.00017581 0.00037808 1.19357198

PRDX1 NM_181696.1 PRDX1 1 Homo sapiens peroxiredoxin 1 (PRDX1), transcript variant 2, mRNA.MSP23; PAG; PAGB; PAGA; PRX1; NKEFA; TDPX21.3158E-07 1.654E-06 1.19354191

FAM98A NM_015475.3 FAM98A 2 Homo sapiens family with sequence similarity 98, member A (FAM98A), mRNA.DKFZp686O03192; DKFZP564F05222.614E-06 1.3734E-05 1.19316113

MRPL10 NM_145255.2 MRPL10 17 Homo sapiens mitochondrial ribosomal protein L10 (MRPL10), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.MGC17973; RPML8; MRP-L80.00083505 0.00138058 1.19287762

LOC729559 XM_941844.1 LOC729559 1 PREDICTED: Homo sapiens similar to ciliary rootlet coiled-coil, rootletin (LOC729559), mRNA.0.01638484 0.01739179 1.19266506

VGLL4 NM_014667.1 VGLL4 3 Homo sapiens vestigial like 4 (Drosophila) (VGLL4), mRNA.VGL-4; KIAA01210.00354651 0.00472617 1.192646

UCHL3 NM_006002.3 UCHL3 13 Homo sapiens ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) (UCHL3), mRNA.UCH-L3 0.00019241 0.00040808 1.19254685

LOC729086 XM_001129280.2LOC729086 1 PREDICTED: Homo sapiens similar to EGFR-coamplified and overexpressed protein (LOC729086), mRNA.0.0018464 0.00270456 1.1922396

UBE2N NM_003348.3 UBE2N 12 Homo sapiens ubiquitin-conjugating enzyme E2N (UBC13 homolog, yeast) (UBE2N), mRNA.MGC8489; MGC131857; UbcH-ben; UBC132.1501E-05 6.9689E-05 1.19158065

ATG7 NM_006395.1 ATG7 3 Homo sapiens ATG7 autophagy related 7 homolog (S. cerevisiae) (ATG7), mRNA.APG7L; DKFZp434N0735; GSA70.00560614 0.00701087 1.19143959

ZFYVE19 NM_032850.3 ZFYVE19 15 Homo sapiens zinc finger, FYVE domain containing 19 (ZFYVE19), mRNA.FLJ14840; MPFYVE0.01018797 0.0116544 1.19131287

IK NM_006083.2 IK 5 Homo sapiens IK cytokine, down-regulator of HLA II (IK), mRNA.RED; MGC59741; IK protein; CSA22.7699E-06 1.4338E-05 1.19107234

IDH2 NM_002168.2 IDH2 15 Homo sapiens isocitrate dehydrogenase 2 (NADP+), mitochondrial (IDH2), nuclear gene encoding mitochondrial protein, mRNA.ICD-M; IDHM; IDH; IDP; mNADP-IDH0.00802145 0.00950956 1.19086825

FAM117B NM_173511.2 FAM117B 2 Homo sapiens family with sequence similarity 117, member B (FAM117B), mRNA.FLJ38771; DKFZp686H01244; FAM117B0.00187661 0.00274285 1.19060061

SFRS7 NM_001031684.1SFRS7 2 Homo sapiens splicing factor, arginine/serine-rich 7, 35kDa (SFRS7), mRNA.9G8; HSSG1; AAG3; ZCRB2; RBM37; ZCCHC200.00031004 0.00060397 1.19058937

UBE3C NM_014671.1 UBE3C 7 Homo sapiens ubiquitin protein ligase E3C (UBE3C), mRNA.KIAA10; KIAA00102.5097E-05 7.8502E-05 1.19047833

SLC24A6 NM_024959.2 SLC24A6 12 Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), member 6 (SLC24A6), mRNA.FLJ22233; NCLX; NCKX60.00124329 0.00193724 1.19010715

FAM104A NM_032837.1 FAM104A 17 Homo sapiens family with sequence similarity 104, member A (FAM104A), mRNA.FLJ14775 1.0993E-05 4.101E-05 1.18995939

ZNF143 NM_003442.3 ZNF143 11 Homo sapiens zinc finger protein 143 (ZNF143), mRNA.pHZ-1; STAF; SBF0.01120978 0.01263062 1.18950747

NSFL1C NM_182483.1 NSFL1C 20 Homo sapiens NSFL1 (p97) cofactor (p47) (NSFL1C), transcript variant 3, mRNA.UBXD10; p47; MGC3347; dJ776F14.1; UBX10.00361163 0.00479474 1.18929227

C16orf58 NM_022744.1 C16ORF58 16 Homo sapiens chromosome 16 open reading frame 58 (C16orf58), mRNA.FLJ13868 3.5441E-05 0.00010383 1.18913813

INTS1 NM_001080453.1INTS1 7 Homo sapiens integrator complex subunit 1 (INTS1), mRNA.KIAA1440; DKFZp586J0619; INT10.00023584 0.00048145 1.18899876

MYH10 NM_005964.1 MYH10 17 Homo sapiens myosin, heavy chain 10, non-muscle (MYH10), mRNA.NMMHCB; MGC134914; MGC1349135.541E-06 2.4068E-05 1.18863584
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NUB1 NM_016118.3 NUB1 7 Homo sapiens negative regulator of ubiquitin-like proteins 1 (NUB1), mRNA.NUB1L; NYREN18; BS40.01293612 0.0142411 1.18861993

TMEM118 NM_032814.1 TMEM118 Homo sapiens transmembrane protein 118 (TMEM118), mRNA.FLJ14627 0.00012103 0.00027886 1.18789454

LOC728809 XM_001719546.1LOC728809 PREDICTED: Homo sapiens hypothetical LOC728809 (LOC728809), mRNA.0.00113198 0.00178665 1.18771856

KTI12 NM_138417.2 KTI12 1 Homo sapiens KTI12 homolog, chromatin associated (S. cerevisiae) (KTI12), mRNA.TOT4; SBBI81; MGC20419; RP11-91A18.30.00170648 0.0025313 1.18754346

PAPD5 NM_022447.1 PAPD5 16 Homo sapiens PAP associated domain containing 5 (PAPD5), transcript variant 2, mRNA.FLJ40270; TRF4-20.00389425 0.00512727 1.18742853

IER3IP1 NM_016097.2 IER3IP1 18 Homo sapiens immediate early response 3 interacting protein 1 (IER3IP1), mRNA.PRO2309; HSPC0390.00211576 0.00304323 1.18739819

LOC100129502XM_001721688.1LOC100129502 PREDICTED: Homo sapiens hypothetical protein LOC100129502 (LOC100129502), mRNA.0.00838134 0.00988279 1.18705306

LOC100134868NR_004846.2 LOC100134868 20 Homo sapiens hypothetical LOC100134868 (LOC100134868), non-coding RNA.0.00242012 0.00340509 1.18664611

SNX2 NM_003100.2 SNX2 5 Homo sapiens sorting nexin 2 (SNX2), mRNA.TRG-9; MGC52047.8073E-05 0.00019577 1.1862215

RABL2B NM_007081.2 RABL2B 22 Homo sapiens RAB, member of RAS oncogene family-like 2B (RABL2B), transcript variant 1, mRNA.0.00179911 0.00264855 1.18620228

CARHSP1 NM_014316.1 CARHSP1 16 Homo sapiens calcium regulated heat stable protein 1, 24kDa (CARHSP1), transcript variant 2, mRNA.CSDC1; MGC111446; CRHSP-240.00017426 0.00037566 1.18611443

YIPF3 NM_015388.2 YIPF3 6 Homo sapiens Yip1 domain family, member 3 (YIPF3), mRNA.FinGER3; dJ337H4.3; KLIP1; DKFZP566C243; RP3-337H4.3; C6orf1095.34E-05 0.00014399 1.18576446

LRRC1 NM_025168.1 LRRC1 6 Homo sapiens leucine rich repeat containing 1 (LRRC1), mRNA.dJ523E19.1; LANO; FLJ11834; FLJ107750.01361756 0.0148663 1.18554749

DAD1 NM_001344.1 DAD1 14 Homo sapiens defender against cell death 1 (DAD1), mRNA.OST2 1.3032E-07 1.6476E-06 1.18539872

PSAP NM_002778.1 PSAP 10 Homo sapiens prosaposin (PSAP), transcript variant 2, mRNA.GLBA; SAP1; MGC110993; FLJ002451.1087E-06 7.2328E-06 1.18523548

CCND1 NM_053056.1 CCND1 11 Homo sapiens cyclin D1 (CCND1), mRNA.PRAD1; D11S287E; BCL1; U21B314.5533E-07 3.8267E-06 1.18512658

LOC203547 NM_001017980.1LOC203547 X Homo sapiens hypothetical protein LOC203547 (LOC203547), mRNA.MGC131652; MGC125516; MGC1255140.00020951 0.00043612 1.18477892

INTS4 XM_941208.1 INTS4 11 Homo sapiens integrator complex subunit 4 (INTS4), mRNA.INT4; MST093; MGC167330.05040738 0.04459759 1.18459948

RDH14 NM_020905.1 RDH14 2 Homo sapiens retinol dehydrogenase 14 (all-trans/9-cis/11-cis) (RDH14), mRNA.PAN2 0.00030096 0.00058995 1.184563

GTF2H5 NM_207118.1 GTF2H5 6 Homo sapiens general transcription factor IIH, polypeptide 5 (GTF2H5), mRNA.C6orf175; TTD; TGF2H5; TTDA; TFB5; TTD-A; bA120J8.21.2345E-06 7.8486E-06 1.18450671

ATMIN NM_015251.2 ATMIN 16 Homo sapiens ATM interactor (ATMIN), mRNA.FLJ76795; ZNF822; DKFZp779K1455; KIAA0431; ASCIZ0.00848156 0.00997683 1.18437107

UBXN1 NM_015853.3 UBXN1 11 Homo sapiens UBX domain protein 1 (UBXN1), mRNA.2B28 5.179E-06 2.2938E-05 1.18385205

STX16 NM_001001433.1STX16 20 Homo sapiens syntaxin 16 (STX16), transcript variant 1, mRNA.hsyn16; SYN16; MGC903280.0030459 0.00413951 1.18362684

LOC730990 XM_001722060.1LOC730990 PREDICTED: Homo sapiens hypothetical LOC730990 (LOC730990), mRNA.0.00925488 0.010751 1.18361522

DPM3 NM_153741.1 DPM3 1 Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 3 (DPM3), transcript variant 2, mRNA.MGC34275; MGC125905; MGC1259040.00091031 0.00148293 1.18360748

LOC648921 XM_001720571.1LOC648921 PREDICTED: Homo sapiens similar to LOC283693 protein (LOC648921), mRNA.0.00200458 0.00289995 1.18301626

PIN1 NM_006221.2 PIN1 19 Homo sapiens peptidylprolyl cis/trans isomerase, NIMA-interacting 1 (PIN1), mRNA.UBL5; DOD 2.9878E-06 1.5162E-05 1.18289221

RAP1BL NM_001089704.3RAP1BL Homo sapiens hCG1757335 (RAP1BL), mRNA.0.02863551 0.02789784 1.18282846

COPB2 NM_004766.1 COPB2 3 Homo sapiens coatomer protein complex, subunit beta 2 (beta prime) (COPB2), mRNA.beta'-COP 3.2708E-05 9.6756E-05 1.18233981

GTF3C1 NM_001520.1 GTF3C1 16 Homo sapiens general transcription factor IIIC, polypeptide 1, alpha 220kDa (GTF3C1), mRNA.TFIIIC220; TFIIIC; DKFZp686A111; TFIIICalpha0.0010493 0.00167544 1.18170698

LOC100131989XM_001725073.1LOC100131989 2 PREDICTED: Homo sapiens hypothetical protein LOC100131989 (LOC100131989), mRNA.0.00024818 0.0005022 1.18161173

PIP4K2A NM_005028.4 PIP4K2A 10 Homo sapiens phosphatidylinositol-5-phosphate 4-kinase, type II, alpha (PIP4K2A), mRNA.PIP5KII-alpha; PIP5K2A; PIPK; FLJ13267; PIP5KIIA2.6369E-06 1.3788E-05 1.1814802

FOS NM_005252.2 FOS 14 Homo sapiens v-fos FBJ murine osteosarcoma viral oncogene homolog (FOS), mRNA.c-fos 3.578E-06 1.7421E-05 1.18119554

SLC35E1 NM_024881.3 SLC35E1 19 Homo sapiens solute carrier family 35, member E1 (SLC35E1), mRNA.MGC44954; FLJ142510.00358354 0.00476249 1.18117303

SETD3 NM_199123.1 SETD3 14 Homo sapiens SET domain containing 3 (SETD3), transcript variant 1, mRNA.C14orf154; FLJ23027; MGC87236; DKFZp761E14150.00056028 0.00099211 1.18101956

IRF3 NM_001571.2 IRF3 19 Homo sapiens interferon regulatory factor 3 (IRF3), mRNA.0.01250758 0.01384227 1.18095158

ZBTB4 NM_020899.2 ZBTB4 17 Homo sapiens zinc finger and BTB domain containing 4 (ZBTB4), mRNA.KAISO-L1; KIAA15380.00899783 0.01050106 1.18052641

ANKMY2 NM_020319.1 ANKMY2 7 Homo sapiens ankyrin repeat and MYND domain containing 2 (ANKMY2), mRNA.DKFZP564O043; ZMYND200.00175357 0.0025902 1.1801236

APRT NM_000485.2 APRT 16 Homo sapiens adenine phosphoribosyltransferase (APRT), transcript variant 1, mRNA.MGC125857; AMP; MGC125856; DKFZp686D13177; MGC1299611.4348E-05 5.0741E-05 1.17972419

FNDC3B NM_001135095.1FNDC3B 3 Homo sapiens fibronectin type III domain containing 3B (FNDC3B), transcript variant 2, mRNA.0.00071635 0.00121174 1.17961294

C21orf55 NM_017833.2 C21ORF55 21 Homo sapiens chromosome 21 open reading frame 55 (C21orf55), mRNA.C21orf78 3.9232E-05 0.0001122 1.17954219

UCRC NM_001003684.1UCRC 22 Homo sapiens ubiquinol-cytochrome c reductase complex (7.2 kD) (UCRC), transcript variant 2, mRNA.HSPC151; HSPC051; HSPC1190.00224364 0.00319781 1.17950119

LRAP NM_022350.1 LRAP 5 Homo sapiens leukocyte-derived arginine aminopeptidase (LRAP), mRNA.FLJ23633; FLJ23807; FLJ23701; L-RAP; ERAP20.0023896 0.00337188 1.17926576

C3orf34 NM_032898.2 C3ORF34 3 Homo sapiens chromosome 3 open reading frame 34 (C3orf34), mRNA.MGC14126 0.00052649 0.00094005 1.17895082

LOC644033 XM_927280.1 LOC644033 8 PREDICTED: Homo sapiens similar to similar to RPL23AP7 protein (LOC644033), mRNA.0.00148946 0.00225514 1.17849867

DBNL NM_014063.5 DBNL 7 Homo sapiens drebrin-like (DBNL), transcript variant 1, mRNA.SH3P7; HIP-55; ABP14.0225E-05 0.00011429 1.1782303

C15orf63 NM_016400.2 C15ORF63 15 Homo sapiens chromosome 15 open reading frame 63 (C15orf63), mRNA.HSPC136 0.0001733 0.00037415 1.17822349

XRCC2 NM_005431.1 XRCC2 7 Homo sapiens X-ray repair complementing defective repair in Chinese hamster cells 2 (XRCC2), mRNA.DKFZp781P09190.02100026 0.02149012 1.17820979

VARS2 NM_020442.3 VARS2 6 Homo sapiens valyl-tRNA synthetase 2, mitochondrial (putative) (VARS2), nuclear gene encoding mitochondrial protein, mRNA.VARS2L; MGC138259; VARSL; MGC1421650.02202196 0.022405 1.17775315

LOC100128084XM_001719793.1LOC100128084 PREDICTED: Homo sapiens hypothetical protein LOC100128084 (LOC100128084), mRNA.3.077E-05 9.1985E-05 1.1771448

HSD17B7 NM_016371.2 HSD17B7 1 Homo sapiens hydroxysteroid (17-beta) dehydrogenase 7 (HSD17B7), mRNA.MGC12523; MGC75018; PRAP0.00074715 0.00125704 1.17713652

PAIP2 NM_001033112.1PAIP2 5 Homo sapiens poly(A) binding protein interacting protein 2 (PAIP2), transcript variant 1, mRNA.PAIP2A; MGC720182.625E-05 8.1128E-05 1.17688964

SCARB2 NM_005506.2 SCARB2 4 Homo sapiens scavenger receptor class B, member 2 (SCARB2), mRNA.CD36L2; HLGP85; SR-BII; LIMPII8.3099E-06 3.274E-05 1.17688713

SLC2A6 NM_017585.2 SLC2A6 9 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 6 (SLC2A6), mRNA.GLUT6; HSA011372; GLUT90.01605931 0.01708761 1.17666926

ISG15 NM_005101.1 ISG15 1 Homo sapiens ISG15 ubiquitin-like modifier (ISG15), mRNA.G1P2; UCRP; IFI151.63E-05 5.6261E-05 1.17659858

IL18 NM_001562.2 IL18 11 Homo sapiens interleukin 18 (interferon-gamma-inducing factor) (IL18), mRNA.MGC12320; IL-18; IL1F4; IGIF; IL-1g4.8082E-06 2.1779E-05 1.17656874

MYO9B NM_004145.2 MYO9B 19 Homo sapiens myosin IXB (MYO9B), mRNA.MYR5; CELIAC4 0.00633701 0.00778616 1.17653785

C4orf27 NM_017867.1 C4ORF27 4 Homo sapiens chromosome 4 open reading frame 27 (C4orf27), mRNA.FLJ20534 0.00287988 0.00394074 1.17642332

RHOC NM_175744.3 RHOC 1 Homo sapiens ras homolog gene family, member C (RHOC), transcript variant 2, mRNA.H9; ARHC; MGC61427; MGC1448; RHOH9; ARH93.8295E-07 3.3735E-06 1.17630618

SH3GLB2 NM_020145.2 SH3GLB2 9 Homo sapiens SH3-domain GRB2-like endophilin B2 (SH3GLB2), mRNA.PP9455; PP6569; KIAA18486.8851E-06 2.8455E-05 1.17616681

SARS NM_006513.2 SARS 1 Homo sapiens seryl-tRNA synthetase (SARS), mRNA.SERRS; FLJ36399; SERS0.00021387 0.0004433 1.17614321

LOC100131718XR_038705.1 LOC100131718 PREDICTED: Homo sapiens misc_RNA (LOC100131718), miscRNA.0.00015066 0.0003333 1.1759899

ZNF69 NM_021915.2 ZNF69 19 Homo sapiens zinc finger protein 69 (ZNF69), mRNA.MGC59928; Cos50.00208419 0.00300225 1.17594141

RALA NM_005402.2 RALA 7 Homo sapiens v-ral simian leukemia viral oncogene homolog A (ras related) (RALA), mRNA.MGC48949; RAL 6.9499E-06 2.8669E-05 1.17560294

GALK1 NM_000154.1 GALK1 17 Homo sapiens galactokinase 1 (GALK1), mRNA.GALK; GK1 8.3175E-06 3.2755E-05 1.17548623

ATP1B3 NM_001679.2 ATP1B3 PREDICTED: Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypeptide, transcript variant 2 (ATP1B3), mRNA.5.254E-06 2.32E-05 1.17535825

MBD4 NM_003925.1 MBD4 3 Homo sapiens methyl-CpG binding domain protein 4 (MBD4), mRNA.MED1 0.00097485 0.00157173 1.17473492

RNF149 NM_173647.2 RNF149 2 Homo sapiens ring finger protein 149 (RNF149), mRNA.FLJ90504; DNAPTP24.7384E-05 0.00013066 1.1746228

NLGN2 NM_020795.2 NLGN2 17 Homo sapiens neuroligin 2 (NLGN2), mRNA.KIAA1366 0.0080657 0.00955426 1.17422471

SDF2 NM_006923.2 SDF2 17 Homo sapiens stromal cell-derived factor 2 (SDF2), mRNA.5.2925E-05 0.00014297 1.17381932
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ATP6V0C NM_001694.2 ATP6V0C PREDICTED: Homo sapiens ATPase, H+ transporting, lysosomal 16kDa, V0 subunit c (ATP6V0C), mRNA.1.4968E-05 5.2427E-05 1.17362598

LOC653489 XM_934113.1 LOC653489 PREDICTED: Homo sapiens similar to Ran-binding protein 2 (RanBP2) (Nuclear pore complex protein Nup358) (Nucleoporin Nup358) (358 kDa nucleoporin) (P270), transcript variant 7 (LOC653489), mRNA.0.00225248 0.00320936 1.17336278

BBS2 NM_031885.2 BBS2 16 Homo sapiens Bardet-Biedl syndrome 2 (BBS2), mRNA.MGC20703; BBS0.00826453 0.00976343 1.17332912

FKBP14 NM_017946.2 FKBP14 7 Homo sapiens FK506 binding protein 14, 22 kDa (FKBP14), mRNA.FLJ20731; FKBP220.0018687 0.00273403 1.17332194

SF4 NM_182812.1 SF4 19 Homo sapiens splicing factor 4 (SF4), transcript variant c, mRNA.F23858; DKFZp434E2216; RBP0.00081402 0.00135269 1.17328414

Hs.475334 HS.475334 11 Human mRNA for KIAA0280 gene, partial cds0.00374838 0.00495604 1.17312034

SDHALP1 XM_926458.1 SDHALP1 Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotein pseudogene 1 (SDHALP1) on chromosome 3.SDHAL1 0.03080209 0.02961402 1.17311903

GORASP1 NM_031899.2 GORASP1 3 Homo sapiens golgi reassembly stacking protein 1, 65kDa (GORASP1), mRNA.P65; GRASP65; GOLPH5; FLJ23443; MGC118897; MGC1188940.01351203 0.01477684 1.1730852

PGRMC2 NM_006320.1 PGRMC2 4 Homo sapiens progesterone receptor membrane component 2 (PGRMC2), mRNA.DG6; PMBP 0.00022468 0.00046168 1.17300163

ITGB1 NM_002211.2 ITGB1 10 Homo sapiens integrin, beta 1 (fibronectin receptor, beta polypeptide, antigen CD29 includes MDF2, MSK12) (ITGB1), transcript variant 1A, mRNA.GPIIA; VLAB; MDF2; FNRB; CD29; MSK128.8976E-06 3.4574E-05 1.17264796

MAP1S NM_018174.4 MAP1S 19 Homo sapiens microtubule-associated protein 1S (MAP1S), mRNA.VCY2IP-1; C19orf5; VCY2IP1; BPY2IP1; FLJ10669; MAP8; MGC1330870.00257508 0.00358403 1.17250704

VAT1 NM_006373.2 VAT1 17 Homo sapiens vesicle amine transport protein 1 homolog (T. californica) (VAT1), mRNA.FLJ20230; VATI 0.00012809 0.00029229 1.17234957

CMAS NM_018686.3 CMAS 12 Homo sapiens cytidine monophosphate N-acetylneuraminic acid synthetase (CMAS), mRNA.4.2743E-05 0.00012009 1.17223436

CCBE1 NM_133459.1 CCBE1 18 Homo sapiens collagen and calcium binding EGF domains 1 (CCBE1), mRNA.FLJ30681; MGC508610.00033071 0.00063758 1.1720124

SUCLG1 NM_003849.1 SUCLG1 2 Homo sapiens succinate-CoA ligase, alpha subunit (SUCLG1), mRNA.FLJ21114; SUCLA16.1764E-06 2.6154E-05 1.17197827

ARIH2 NM_006321.1 ARIH2 3 Homo sapiens ariadne homolog 2 (Drosophila) (ARIH2), mRNA.FLJ10938; TRIAD1; FLJ33921; ARI21.432E-05 5.0663E-05 1.17177933

PRAGMIN NM_001080826.1PRAGMIN 8 Homo sapiens homolog of rat pragma of Rnd2 (PRAGMIN), mRNA.DKFZp761P04230.00012621 0.00028882 1.17136793

GALNTL4 NM_198516.1 GALNTL4 11 Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase-like 4 (GALNTL4), mRNA.GALNT18; MGC71806; GALNT15; GalNAc-T150.01491383 0.01604586 1.17133895

C17orf62 NM_001033046.1C17ORF62 17 Homo sapiens chromosome 17 open reading frame 62 (C17orf62), transcript variant 3, mRNA.MGC4368; FLJ00406; FLJ904690.0266993 0.02636575 1.17099467

CDK10 NM_001098533.1CDK10 16 Homo sapiens cyclin-dependent kinase 10 (CDK10), transcript variant c, mRNA.PISSLRE 0.00246176 0.00345315 1.17067051

NCBP2 NM_007362.3 NCBP2 3 Homo sapiens nuclear cap binding protein subunit 2, 20kDa (NCBP2), transcript variant 1, mRNA.PIG55; CBP20; NIP1; CBC21.6946E-05 5.7988E-05 1.17037849

CTSA NM_000308.1 CTSA 20 Homo sapiens cathepsin A (CTSA), transcript variant 1, mRNA.NGBE; PPCA; GSL; PPGB; GLB20.0216322 0.02205449 1.17013245

C15orf24 NM_020154.2 C15ORF24 15 Homo sapiens chromosome 15 open reading frame 24 (C15orf24), mRNA.C11orf3; HT022; ORF1-FL19.9455E-06 3.7841E-05 1.17011623

PFKFB3 NM_004566.2 PFKFB3 10 Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3 (PFKFB3), mRNA.PFK2; IPFK2 0.00020889 0.00043503 1.17010504

EID2B NM_152361.1 EID2B 19 Homo sapiens EP300 interacting inhibitor of differentiation 2B (EID2B), mRNA.EID-3; FLJ38944 0.0008729 0.00143156 1.17003101

DPYSL2 NM_001386.4 DPYSL2 8 Homo sapiens dihydropyrimidinase-like 2 (DPYSL2), mRNA.DHPRP2; DRP-2; DRP2; CRMP29.7439E-06 3.7236E-05 1.16956344

PTCD1 NM_015545.2 PTCD1 7 Homo sapiens pentatricopeptide repeat domain 1 (PTCD1), mRNA.KIAA0632 0.00013596 0.00030643 1.16946997

CD68 NM_001251.2 CD68 17 Homo sapiens CD68 molecule (CD68), transcript variant 1, mRNA.DKFZp686M18236; SCARD1; GP1100.0198707 0.02049918 1.16940774

SF3B5 NM_031287.2 SF3B5 6 Homo sapiens splicing factor 3b, subunit 5, 10kDa (SF3B5), mRNA.SF3b10; MGC31330.00012963 0.00029488 1.16924943

PRKCA NM_002737.2 PRKCA 17 Homo sapiens protein kinase C, alpha (PRKCA), mRNA.MGC129901; MGC129900; PRKACA; PKCA; AAG6; PKC-alpha0.00183592 0.0026928 1.16920462

FGF19 NM_005117.2 FGF19 11 Homo sapiens fibroblast growth factor 19 (FGF19), mRNA.0.00415007 0.00541937 1.1688817

GYG1 NM_004130.2 GYG1 3 Homo sapiens glycogenin 1 (GYG1), mRNA.GYG 4.6537E-05 0.00012881 1.16857444

ARHGEF10 NM_014629.2 ARHGEF10 8 Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), mRNA.GEF10; DKFZp686H0726; MGC1316640.00013281 0.00030063 1.16842818

HSD17B4 NM_000414.1 HSD17B4 5 Homo sapiens hydroxysteroid (17-beta) dehydrogenase 4 (HSD17B4), mRNA.MFE-2 0.00017442 0.00037582 1.16830075

VPS41 NM_014396.2 VPS41 7 Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 1, mRNA.HVSP41 0.0100514 0.0115192 1.16778439

NTHL1 NM_002528.4 NTHL1 16 Homo sapiens nth endonuclease III-like 1 (E. coli) (NTHL1), mRNA.NTH1; OCTS3 0.01504075 0.01616655 1.16770853

HIST3H2A NM_033445.2 HIST3H2A 1 Homo sapiens histone cluster 3, H2a (HIST3H2A), mRNA.MGC3165 0.02020523 0.02080271 1.16761205

LOC90586 XR_000544.1 LOC90586 17 PREDICTED: Homo sapiens AOC3 pseudogene (LOC90586), misc RNA.7.2747E-05 0.00018464 1.1676118

UBE2O NM_022066.2 UBE2O 17 Homo sapiens ubiquitin-conjugating enzyme E2O (UBE2O), mRNA.E2-230K; KIAA1734; FLJ128780.00938965 0.01088882 1.16759265

C19orf53 NM_014047.1 C19ORF53 19 Homo sapiens chromosome 19 open reading frame 53 (C19orf53), mRNA.HSPC023 3.9897E-06 1.8922E-05 1.16751181

GCLM NM_002061.2 GCLM 1 Homo sapiens glutamate-cysteine ligase, modifier subunit (GCLM), mRNA.GLCLR 0.01532666 0.0164336 1.16739914

RNF181 NM_016494.3 RNF181 2 Homo sapiens ring finger protein 181 (RNF181), mRNA.HSPC238 7.2339E-06 2.9453E-05 1.16714664

INTS3 NM_023015.3 INTS3 1 Homo sapiens integrator complex subunit 3 (INTS3), mRNA.FLJ44849; C1orf193; INT3; FLJ21919; C1orf60; DKFZp781I1253; DKFZp686O20115; RP11-216N14.2; DKFZp686E19500.0017083 0.00253315 1.16698165

XPR1 NM_004736.3 XPR1 1 Homo sapiens xenotropic and polytropic retrovirus receptor (XPR1), transcript variant 1, mRNA.0.000591 0.0010346 1.1669741

RALY NM_007367.2 RALY 20 Homo sapiens RNA binding protein, autoantigenic (hnRNP-associated with lethal yellow homolog (mouse)) (RALY), transcript variant 2, mRNA.P542; MGC117312; HNRPCL20.00024243 0.00049296 1.16690354

M6PR NM_002355.2 M6PR 12 Homo sapiens mannose-6-phosphate receptor (cation dependent) (M6PR), mRNA.SMPR; FLJ32994; CD-MPR; MPR460.0013031 0.0020154 1.16684116

TMED9 NM_017510.3 TMED9 5 Homo sapiens transmembrane emp24 protein transport domain containing 9 (TMED9), mRNA.HSGP25L2G 1.6852E-05 5.7781E-05 1.16681765

HSPA5 NM_005347.2 HSPA5 9 Homo sapiens heat shock 70kDa protein 5 (glucose-regulated protein, 78kDa) (HSPA5), mRNA.BIP; FLJ26106; MIF2; GRP780.00059497 0.00104052 1.16657155

ADNP2 NM_014913.2 ADNP2 18 Homo sapiens ADNP homeobox 2 (ADNP2), mRNA.KIAA0863; ZNF5080.00069389 0.0011792 1.16648723

ZDHHC23 NM_173570.2 ZDHHC23 3 Homo sapiens zinc finger, DHHC-type containing 23 (ZDHHC23), mRNA.MGC42530; NIDD0.01312049 0.01441332 1.16641419

CGGBP1 NM_003663.3 CGGBP1 3 Homo sapiens CGG triplet repeat binding protein 1 (CGGBP1), transcript variant 2, mRNA.CGGBP; p20-CGGBP0.00015216 0.00033602 1.16637104

ARL16 XM_290777.4 ARL16 17 Homo sapiens ADP-ribosylation factor-like 16 (ARL16), mRNA.0.00084578 0.00139412 1.16625137

RRP8 NM_015324.2 RRP8 11 Homo sapiens ribosomal RNA processing 8, methyltransferase, homolog (yeast) (RRP8), mRNA.RRP8 0.01355359 0.01481121 1.16586358

PERP NM_022121.2 PERP 6 Homo sapiens PERP, TP53 apoptosis effector (PERP), mRNA.THW; RP3-496H19.1; KRTCAP1; KCP1; dJ496H19.1; PIGPC13.1443E-05 9.3614E-05 1.16557938

AP3D1 NM_003938.4 AP3D1 19 Homo sapiens adaptor-related protein complex 3, delta 1 subunit (AP3D1), transcript variant 2, mRNA.hBLVR; ADTD 0.00226271 0.00321976 1.16466393

CHMP4A NM_014169.2 CHMP4A 14 Homo sapiens chromatin modifying protein 4A (CHMP4A), mRNA.SNF7-1; C14orf123; SNF7; MGC142095; Shax2; CHMP4B; MGC142093; HSPC1340.00218281 0.00312176 1.16450116

CCNK NM_003858.2 CCNK 14 Homo sapiens cyclin K (CCNK), transcript variant 2, mRNA.CPR4; MGC91130.00018355 0.00039156 1.16417712

LOC100133565XM_001724542.1LOC100133565 PREDICTED: Homo sapiens similar to hCG23738 (LOC100133565), mRNA.1.4615E-05 5.1519E-05 1.16397829

IGFBP2 NM_000597.2 IGFBP2 2 Homo sapiens insulin-like growth factor binding protein 2, 36kDa (IGFBP2), mRNA.IGF-BP53; IBP2 0.00062689 0.00108595 1.16364624

ATP6V1A NM_001690.2 ATP6V1A 3 Homo sapiens ATPase, H+ transporting, lysosomal 70kDa, V1 subunit A (ATP6V1A), mRNA.VA68; Vma1; HO68; ATP6V1A1; VPP2; ATP6A14.2067E-05 0.00011876 1.16337951

SELK NM_021237.3 SELK 3 Homo sapiens selenoprotein K (SELK), mRNA.HSPC297; MGC17057; HSPC0300.00955774 0.01104578 1.16317949

APEH NM_001640.3 APEH 3 Homo sapiens N-acylaminoacyl-peptide hydrolase (APEH), mRNA.D3S48E; APH; ACPH; OPH; MGC2178; DNF15S2; D3F15S29.2156E-06 3.5573E-05 1.16303164

MGAT1 NM_002406.2 MGAT1 5 Homo sapiens mannosyl (alpha-1,3-)-glycoprotein beta-1,2-N-acetylglucosaminyltransferase (MGAT1), mRNA.GLYT1; GLCT1; GNT-1; GLCNAC-TI; MGAT; GNT-I0.00048718 0.00088115 1.16237399

API5 NM_006595.2 API5 11 Homo sapiens apoptosis inhibitor 5 (API5), mRNA.AAC-11; AAC11; API5L11.7719E-05 6.0004E-05 1.1622256

TSPAN5 NM_005723.2 TSPAN5 4 Homo sapiens tetraspanin 5 (TSPAN5), mRNA.TSPAN-5; TM4SF9; NET-40.00089812 0.00146661 1.16222118

LOC399900 NM_001013667.1LOC399900 11 Homo sapiens hypothetical gene supported by AK093779 (LOC399900), mRNA.0.00027839 0.00055125 1.16206297

ATP6V1H NM_213620.1 ATP6V1H 8 Homo sapiens ATPase, H+ transporting, lysosomal 50/57kDa, V1 subunit H (ATP6V1H), transcript variant 3, mRNA.SFDbeta; CGI-11; VMA13; SFDalpha; SFD; MSTP0420.00657844 0.00803442 1.16203527

GNAI2 NM_002070.2 GNAI2 3 Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting activity polypeptide 2 (GNAI2), transcript variant 1, mRNA.H_LUCA16.1; GIP; GNAI2B; H_LUCA15.10.00021104 0.00043878 1.16202682

CIAO1 NM_004804.2 CIAO1 2 Homo sapiens cytosolic iron-sulfur protein assembly 1 homolog (S. cerevisiae) (CIAO1), mRNA.WDR39; CIA1 0.00036118 0.00068607 1.16187243

PRCP NM_005040.2 PRCP 11 Homo sapiens prolylcarboxypeptidase (angiotensinase C) (PRCP), transcript variant 1, mRNA.HUMPCP; PCP; MGC22023.8625E-06 1.8448E-05 1.16151722
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KLHDC5 NM_020782.1 KLHDC5 12 Homo sapiens kelch domain containing 5 (KLHDC5), mRNA.MGC131714; KIAA13400.00074023 0.00124708 1.1614822

ANKS1A NM_015245.1 ANKS1A 6 Homo sapiens ankyrin repeat and sterile alpha motif domain containing 1A (ANKS1A), mRNA.ANKS1; KIAA0229; MGC423540.00163235 0.00243535 1.16112158

PTDSS2 NM_030783.1 PTDSS2 11 Homo sapiens phosphatidylserine synthase 2 (PTDSS2), mRNA.PSS2 0.00235679 0.00333147 1.16083427

NCOA4 NM_005437.1 NCOA4 10 Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA.RFG; ARA70; DKFZp762E1112; PTC3; ELE11.028E-05 3.8944E-05 1.16057319

LOC645452 XM_939733.2 LOC645452 PREDICTED: Homo sapiens similar to hCG1782414 (LOC645452), mRNA.0.00012927 0.00029437 1.159563

DHX16 NM_003587.3 DHX16 6 Homo sapiens DEAH (Asp-Glu-Ala-His) box polypeptide 16 (DHX16), mRNA.DDX16; DBP2; PRO2014; PRP80.00038462 0.00072433 1.15946049

DCTN3 NM_024348.2 DCTN3 9 Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 1, mRNA.MGC111190; DCTN22; DCTN-220.00187397 0.00273992 1.15879096

RHOG NM_001665.2 RHOG 11 Homo sapiens ras homolog gene family, member G (rho G) (RHOG), mRNA.MGC125836; MGC125835; ARHG0.00033005 0.00063674 1.1586889

ZMAT3 NM_152240.1 ZMAT3 3 Homo sapiens zinc finger, matrin type 3 (ZMAT3), transcript variant 2, mRNA.PAG608; WIG1; FLJ12296; WIG-1; MGC106130.00021706 0.00044854 1.15864569

TP53BP1 NM_005657.1 TP53BP1 15 Homo sapiens tumor protein p53 binding protein 1 (TP53BP1), mRNA.53BP1; MGC138366; p202; FLJ414240.00143736 0.00218948 1.1585477

MRPS33 NM_016071.2 MRPS33 7 Homo sapiens mitochondrial ribosomal protein S33 (MRPS33), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.FLJ21123; CGI-139; PTD003; MRP-S330.00059344 0.00103826 1.15853873

LOC728565 XM_928286.1 LOC728565 5 PREDICTED: Homo sapiens similar to Beta-glucuronidase precursor (LOC728565), mRNA.0.02514592 0.0250973 1.1585369

ARPC5L NM_030978.1 ARPC5L 9 Homo sapiens actin related protein 2/3 complex, subunit 5-like (ARPC5L), mRNA.MGC3038; ARC16-20.00021513 0.00044528 1.15847129

POFUT1 NM_015352.1 POFUT1 20 Homo sapiens protein O-fucosyltransferase 1 (POFUT1), transcript variant 1, mRNA.O-Fuc-T; O-FUT; FUT12; O-FucT-1; MGC2482; KIAA01800.00052983 0.00094506 1.15805462

LOC100190938NR_024462.1 LOC100190938 17 Homo sapiens hypothetical LOC100190938 (LOC100190938), transcript variant 2, non-coding RNA.0.00252713 0.0035268 1.15797059

CEP27 NM_018097.1 CEP27 15 Homo sapiens centrosomal protein 27kDa (CEP27), mRNA.FLJ10460; C15orf25; HsT170250.00383475 0.00505804 1.15787906

RNF167 NM_015528.1 RNF167 17 Homo sapiens ring finger protein 167 (RNF167), mRNA.5730408C10Rik; DKFZP566H073; LP22540.01335105 0.01462997 1.15759165

LOC100129362XM_001721430.1LOC100129362 PREDICTED: Homo sapiens hypothetical protein LOC100129362 (LOC100129362), mRNA.0.00358748 0.00476701 1.15758811

ITGB1BP1 NM_004763.2 ITGB1BP1 2 Homo sapiens integrin beta 1 binding protein 1 (ITGB1BP1), transcript variant 1, mRNA.ICAP1B; ICAP-1alpha; ICAP1A; ICAP1; ICAP-1B; DKFZp686K08158; ICAP-1A0.00349806 0.00467011 1.1571789

ATP5D NM_001687.4 ATP5D 19 Homo sapiens ATP synthase, H+ transporting, mitochondrial F1 complex, delta subunit (ATP5D), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.2.61E-05 8.0835E-05 1.15717311

GPR172A NM_024531.3 GPR172A 8 Homo sapiens G protein-coupled receptor 172A (GPR172A), mRNA.GPCR41; PAR1; D15Ertd747e; GPCR1.7169E-05 5.8593E-05 1.15678806

CD9 NM_001769.2 CD9 12 Homo sapiens CD9 molecule (CD9), mRNA.MRP-1; MIC3; BTCC-1; BA2; 5H9; TSPAN29; GIG2; DRAP-27; P240.00130179 0.0020141 1.15670353

HEXB NM_000521.2 HEXB 5 Homo sapiens hexosaminidase B (beta polypeptide) (HEXB), mRNA.ENC-1AS 3.1652E-06 1.5788E-05 1.15662451

FOXC1 NM_001453.1 FOXC1 6 Homo sapiens forkhead box C1 (FOXC1), mRNA.FREAC3; FKHL7; IHG1; ARA; IRID1; IGDA3.8961E-06 1.8578E-05 1.1564722

PTPLAD2 NM_001010915.1PTPLAD2 9 Homo sapiens protein tyrosine phosphatase-like A domain containing 2 (PTPLAD2), mRNA.DKFZp686F01145; DKFZp686G241320.00354174 0.00472053 1.15639737

RPUSD3 NM_173659.2 RPUSD3 3 Homo sapiens RNA pseudouridylate synthase domain containing 3 (RPUSD3), mRNA.FLJ34707; MGC297840.0002399 0.00048848 1.15639128

Hs.544637 HS.544637 6 xr14b10.x1 NCI_CGAP_Lu28 Homo sapiens cDNA clone IMAGE:2760091 3, mRNA sequence0.00446957 0.00575774 1.15629591

TUBA4A NM_006000.1 TUBA4A 2 Homo sapiens tubulin, alpha 4a (TUBA4A), mRNA.TUBA1; H2-ALPHA; FLJ301690.00130131 0.0020137 1.15599373

ZDHHC8 NM_013373.2 ZDHHC8 22 Homo sapiens zinc finger, DHHC-type containing 8 (ZDHHC8), mRNA.ZNF378; ZDHHCL11.0963E-05 4.0914E-05 1.15595781

DAP3 NM_033657.1 DAP3 1 Homo sapiens death associated protein 3 (DAP3), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.MGC126059; MGC126058; bMRP-10; MRP-S29; DKFZp686G12159; DAP-3; MRPS291.7316E-05 5.8935E-05 1.15586199

LOC255167 NR_024424.1 LOC255167 5 Homo sapiens hypothetical LOC255167 (LOC255167), non-coding RNA.0.0001307 0.00029693 1.15563686

WDR79 NM_018081.1 WDR79 17 Homo sapiens WD repeat domain 79 (WDR79), mRNA.WRAP53; FLJ103850.02808028 0.0274759 1.15559589

SLC25A11 NM_003562.3 SLC25A11 17 Homo sapiens solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier), member 11 (SLC25A11), nuclear gene encoding mitochondrial protein, mRNA.SLC20A4; OGC 0.04576283 0.04124531 1.1554817

DUSP19 NM_080876.2 DUSP19 2 Homo sapiens dual specificity phosphatase 19 (DUSP19), mRNA.MGC138210; SKRP1; DUSP17; TS-DSP10.00573194 0.0071468 1.15547744

CDC7 NM_003503.2 CDC7 1 Homo sapiens cell division cycle 7 homolog (S. cerevisiae) (CDC7), mRNA.HsCDC7; MGC126237; CDC7L1; huCDC7; MGC126238; Hsk1; MGC1173610.00047715 0.00086623 1.15537401

FASTKD5 NM_021826.4 FASTKD5 20 Homo sapiens FAST kinase domains 5 (FASTKD5), mRNA.FLJ13149; dJ1187M17.50.01755944 0.01845993 1.15508657

C7orf50 NM_032350.3 C7ORF50 7 Homo sapiens chromosome 7 open reading frame 50 (C7orf50), mRNA.MGC11257; YCR016W1.572E-05 5.4582E-05 1.15490512

NLRP8 NM_176811.2 NLRP8 19 Homo sapiens NLR family, pyrin domain containing 8 (NLRP8), mRNA.CLR19.2; NALP8; PAN4; NOD160.00042255 0.00078331 1.15485711

Hs.57079 HS.57079 10 Homo sapiens cDNA FLJ13267 fis, clone OVARC10009640.0001681 0.00036445 1.15475389

BSG NM_001728.2 BSG 19 Homo sapiens basigin (Ok blood group) (BSG), transcript variant 1, mRNA.EMMPRIN; OK; TCSF; M6; 5F7; CD1472.8846E-05 8.7456E-05 1.15468947

PAQR4 NM_152341.2 PAQR4 16 Homo sapiens progestin and adipoQ receptor family member IV (PAQR4), mRNA.FLJ30002 0.00113998 0.00179798 1.15466473

ZNF791 NM_153358.1 ZNF791 19 Homo sapiens zinc finger protein 791 (ZNF791), mRNA.MGC126179; FLJ90396; MGC1261800.04607998 0.04147576 1.15458353

LCOR NM_032440.1 LCOR 10 Homo sapiens ligand dependent nuclear receptor corepressor (LCOR), mRNA.FLJ38026; MLR2; KIAA1795; RP11-175O19.10.00079119 0.00132 1.15404944

OAT NM_000274.1 OAT 10 Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene encoding mitochondrial protein, mRNA.HOGA; DKFZp781A111552.0578E-05 6.7495E-05 1.15376399

PRPF19 NM_014502.3 PRPF19 11 Homo sapiens PRP19/PSO4 pre-mRNA processing factor 19 homolog (S. cerevisiae) (PRPF19), mRNA.NMP200; PRP19; hPSO4; UBOX4; SNEV; PSO40.00301842 0.00410662 1.15297866

POMP NM_015932.2 POMP 13 Homo sapiens proteasome maturation protein (POMP), mRNA.UMP1; HSPC014; PNAS-110; C13orf121.277E-05 4.6165E-05 1.15252152

DDX24 NM_020414.3 DDX24 14 Homo sapiens DEAD (Asp-Glu-Ala-Asp) box polypeptide 24 (DDX24), mRNA.5.0259E-05 0.00013725 1.15231748

TIPRL NM_152902.3 TIPRL 1 Homo sapiens TIP41, TOR signaling pathway regulator-like (S. cerevisiae) (TIPRL), transcript variant 1, mRNA.RP1-69E11.1; MGC3794; dJ69E11.3; TIP; TIP410.03533428 0.0332215 1.15229366

FAM120AOS NM_198841.2 FAM120AOS 9 Homo sapiens family with sequence similarity 120A opposite strand (FAM120AOS), mRNA.C9orf10OS; FLJ315340.00533888 0.00672168 1.15228365

MGC61598 XM_939432.1 MGC61598 PREDICTED: Homo sapiens similar to ankyrin-repeat protein Nrarp (MGC61598), mRNA.0.00707834 0.00854034 1.15139871

NOSIP NM_015953.3 NOSIP 19 Homo sapiens nitric oxide synthase interacting protein (NOSIP), mRNA.CGI-25 7.9995E-07 5.7063E-06 1.15118137

ZNF770 NM_014106.2 ZNF770 15 Homo sapiens zinc finger protein 770 (ZNF770), mRNA.FLJ20582; PRO19140.00461254 0.00591932 1.15101847

PREPL NM_006036.3 PREPL 2 Homo sapiens prolyl endopeptidase-like (PREPL), transcript variant C, mRNA.FLJ16627; KIAA04360.01796122 0.01879448 1.15090849

LOC648390 XR_037845.1 LOC648390 2 PREDICTED: Homo sapiens misc_RNA (LOC648390), miscRNA.3.2454E-05 9.6102E-05 1.15080537

ADCY6 NM_020983.2 ADCY6 12 Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 2, mRNA.KIAA0422; DKFZp779F0750.05601155 0.04878838 1.15076869

DCAF7 NM_005828.2 DCAF7 17 Homo sapiens DDB1 and CUL4 associated factor 7 (DCAF7), mRNA.AN11; HAN11 8.7765E-05 0.000216 1.15051854

C19orf22 NM_138774.2 C19ORF22 19 Homo sapiens chromosome 19 open reading frame 22 (C19orf22), mRNA.MGC16353 0.00031363 0.00060975 1.15042348

MRPL41 NM_032477.1 MRPL41 9 Homo sapiens mitochondrial ribosomal protein L41 (MRPL41), nuclear gene encoding mitochondrial protein, mRNA.MRP-L27; RPML27; PIG3; BMRP5.1676E-05 0.00014033 1.15032109

RNF103 NM_005667.2 RNF103 2 Homo sapiens ring finger protein 103 (RNF103), mRNA.MGC41857; hkf-1; ZFP103; KF1; MGC1028150.01733331 0.01827255 1.15030652

TMEM66 NM_016127.4 TMEM66 8 Homo sapiens transmembrane protein 66 (TMEM66), mRNA.FLJ22274; FOAP-7; MGC8721; HSPC035; XTP36.0385E-06 2.5769E-05 1.15025214

MIR1978 NR_031742.1 MIR1978 Homo sapiens microRNA 1978 (MIR1978), microRNA.4.4115E-06 2.0436E-05 1.15012782

HIATL2 NR_002894.1 HIATL2 9 Homo sapiens hippocampus abundant transcript-like 2 (HIATL2), non-coding RNA.FLJ45467; MGC129450.00232502 0.00329559 1.14997472

SF3B14 NM_016047.3 SF3B14 2 Homo sapiens splicing factor 3B, 14 kDa subunit (SF3B14), mRNA.Ht006; SF3B14a; SAP14; CGI-110; HSPC175; P147.7817E-06 3.1233E-05 1.14996746

SHOC2 NM_007373.2 SHOC2 10 Homo sapiens soc-2 suppressor of clear homolog (C. elegans) (SHOC2), mRNA.SUR8; SIAA0862; SOC2; SOC-2; KIAA0862; SUR-80.01840404 0.01917779 1.14947898

QRFPR NM_198179.2 QRFPR 4 Homo sapiens pyroglutamylated RFamide peptide receptor (QRFPR), mRNA.SP9155; MGC149217; AQ270.00068389 0.00116559 1.14947632

ZNF14 NM_021030.2 ZNF14 19 Homo sapiens zinc finger protein 14 (ZNF14), mRNA.GIOT-4; KOX6 0.00025631 0.00051651 1.14925015

METTL13 NM_015935.4 METTL13 1 Homo sapiens methyltransferase like 13 (METTL13), transcript variant 3, mRNA.FLJ10310; CGI-01; 5630401D24Rik0.00272872 0.00376265 1.14912327

C9orf5 NM_032012.1 C9ORF5 9 Homo sapiens chromosome 9 open reading frame 5 (C9orf5), mRNA.CG2; FLJ33224; CG-2; FLJ236680.0048897 0.00622854 1.14877411

DNAJC10 NM_018981.1 DNAJC10 2 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 10 (DNAJC10), mRNA.DKFZp434J1813; JPDI; ERdj5; MGC1041940.00595712 0.00738767 1.14826666

FAM46A NM_017633.1 FAM46A 6 Homo sapiens family with sequence similarity 46, member A (FAM46A), mRNA.XTP11; C6orf37; FLJ20037; FLJ314950.00019984 0.00041928 1.14819207
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GLA NM_000169.1 GLA X Homo sapiens galactosidase, alpha (GLA), mRNA.GALA 0.00014856 0.00032941 1.14765196

SMUG1 NM_014311.1 SMUG1 12 Homo sapiens single-strand-selective monofunctional uracil-DNA glycosylase 1 (SMUG1), mRNA.UNG3; MGC104370; HMUDG; FDG0.00018799 0.00039947 1.14763486

RAP1GAP NM_002885.1 RAP1GAP 1 Homo sapiens RAP1 GTPase activating protein (RAP1GAP), mRNA.KIAA0474; Rap1GAP1; RAP1GA1; rap1GAPII0.00274338 0.0037793 1.14747926

Hs.516646 HS.516646 2 Homo sapiens cDNA FLJ44370 fis, clone TRACH30089020.03046749 0.02936634 1.14713499

SCAP NM_012235.2 SCAP 3 Homo sapiens SREBF chaperone (SCAP), mRNA.KIAA0199 4.2171E-05 0.00011897 1.14705986

TM9SF2 NM_004800.1 TM9SF2 13 Homo sapiens transmembrane 9 superfamily member 2 (TM9SF2), mRNA.P76; MGC117391; FLJ262872.4906E-05 7.8045E-05 1.14699857

DSCR3 NM_006052.1 DSCR3 21 Homo sapiens Down syndrome critical region gene 3 (DSCR3), mRNA.DCRA; MGC117385; DSCRA0.00601238 0.00744883 1.14679765

C5orf32 NM_032412.2 C5ORF32 5 Homo sapiens chromosome 5 open reading frame 32 (C5orf32), mRNA.ORF1-FL49 0.00307657 0.00417667 1.14678032

PSME4 NM_014614.1 PSME4 2 Homo sapiens proteasome (prosome, macropain) activator subunit 4 (PSME4), mRNA.FLJ21864; MGC142228; MGC138374; PA200; KIAA00773.437E-05 0.00010113 1.14643817

TRIM41 NM_033549.3 TRIM41 5 Homo sapiens tripartite motif-containing 41 (TRIM41), transcript variant 1, mRNA.RINCK; MGC31991; MGC11270.00090546 0.0014764 1.14636631

GPS1 NM_004127.4 GPS1 17 Homo sapiens G protein pathway suppressor 1 (GPS1), transcript variant 2, mRNA.COPS1; CSN1; MGC712872.0901E-05 6.8351E-05 1.14632662

HINT2 NM_032593.2 HINT2 9 Homo sapiens histidine triad nucleotide binding protein 2 (HINT2), mRNA.HIT-17 0.00751185 0.00898431 1.14601387

MGST3 NM_004528.2 MGST3 1 Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA.GST-III 3.9346E-06 1.8742E-05 1.1457608

RPUSD1 NM_058192.2 RPUSD1 16 Homo sapiens RNA pseudouridylate synthase domain containing 1 (RPUSD1), mRNA.MGC19600; RLUCL; C16orf400.00037643 0.00071182 1.14573324

C17orf96 NM_001130677.1C17ORF96 17 Homo sapiens chromosome 17 open reading frame 96 (C17orf96), mRNA.0.00214291 0.00307472 1.14561891

SH3BGRL3 NM_031286.2 SH3BGRL3 1 Homo sapiens SH3 domain binding glutamic acid-rich protein like 3 (SH3BGRL3), mRNA.TIP-B1; SH3BP-10.01480543 0.01594879 1.14557861

GABARAPL1 NM_031412.2 GABARAPL1 12 Homo sapiens GABA(A) receptor-associated protein like 1 (GABARAPL1), mRNA.ATG8L; GEC1; APG8L; ATG80.01443701 0.01561903 1.14550396

BMP4 NM_001202.2 BMP4 14 Homo sapiens bone morphogenetic protein 4 (BMP4), transcript variant 1, mRNA.BMP2B1; BMP2B; ZYME0.00216887 0.00310587 1.14526873

TCEB2 NM_007108.2 TCEB2 16 Homo sapiens transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B) (TCEB2), transcript variant 1, mRNA.SIII 5.1062E-06 2.2685E-05 1.14524786

KCNH6 NM_030779.2 KCNH6 17 Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), member 6 (KCNH6), transcript variant 1, mRNA.HERG2; ERG2; Kv11.25.6737E-05 0.00015103 1.14502175

CLK3 NM_003992.1 CLK3 15 Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3, mRNA.FLJ22858 0.03499603 0.03293523 1.14489501

TTL NM_153712.3 TTL 2 Homo sapiens tubulin tyrosine ligase (TTL), mRNA.MGC46235 0.00353751 0.00471633 1.14482171

MYO10 NM_012334.1 MYO10 5 Homo sapiens myosin X (MYO10), mRNA.KIAA0799; MGC131988; FLJ22268; FLJ43256; FLJ21066; FLJ106390.01932353 0.02000763 1.14462011

TMEM158 NM_015444.1 TMEM158 3 Homo sapiens transmembrane protein 158 (TMEM158), mRNA.BBP; DKFZp586E1621; RIS1; p40BBP1.9507E-05 6.4784E-05 1.14384111

HRASLS3 NM_007069.1 HRASLS3 11 Homo sapiens HRAS-like suppressor 3 (HRASLS3), mRNA.HREV107-3; HREV107; H-REV107-1; MGC1187540.01230042 0.01365088 1.14351631

BIN1 NM_139343.1 BIN1 2 Homo sapiens bridging integrator 1 (BIN1), transcript variant 1, mRNA.MGC10367; AMPH2; DKFZp547F068; SH3P9; AMPHL0.00045332 0.00082742 1.14341464

SWAP70 NM_015055.1 SWAP70 11 Homo sapiens SWAP switching B-cell complex 70kDa subunit (SWAP70), mRNA.HSPC321; FLJ39540; KIAA0640; SWAP-700.0061686 0.00762192 1.14300584

TOMM70A NM_014820.3 TOMM70A 3 Homo sapiens translocase of outer mitochondrial membrane 70 homolog A (S. cerevisiae) (TOMM70A), nuclear gene encoding mitochondrial protein, mRNA.FLJ90470 0.00031169 0.00060665 1.14291752

BUD31 NM_003910.2 BUD31 7 Homo sapiens BUD31 homolog (S. cerevisiae) (BUD31), mRNA.MGC111202; YCR063W; EDG-2; EDG2; G102.3597E-05 7.4934E-05 1.14287148

SPPL2A NM_032802.2 SPPL2A 15 Homo sapiens signal peptide peptidase-like 2A (SPPL2A), mRNA.PSL2; IMP3 0.00090589 0.00147683 1.14271361

KCTD6 NM_153331.2 KCTD6 3 Homo sapiens potassium channel tetramerisation domain containing 6 (KCTD6), mRNA.MGC27385 0.00749272 0.00896755 1.14266605

IMPA1 NM_005536.2 IMPA1 8 Homo sapiens inositol(myo)-1(or 4)-monophosphatase 1 (IMPA1), mRNA.IMPA 0.00277125 0.00381291 1.14227772

CHMP1A NM_002768.1 CHMP1A 16 Homo sapiens chromatin modifying protein 1A (CHMP1A), transcript variant 2, mRNA.CHMP1A; CHMP1; PCOLN3; KIAA0047; PRSM10.00066199 0.00113377 1.14199773

CDC34 NM_004359.1 CDC34 19 Homo sapiens cell division cycle 34 homolog (S. cerevisiae) (CDC34), mRNA.UBE2R1; UBC3; E2-CDC340.00264808 0.0036705 1.14194685

DMC1 NM_007068.2 DMC1 22 Homo sapiens DMC1 dosage suppressor of mck1 homolog, meiosis-specific homologous recombination (yeast) (DMC1), mRNA.DMC1H; HsLim15; dJ199H16.1; MGC150473; MGC150472; LIM150.00033411 0.00064328 1.14181109

TRMT12 NM_017956.1 TRMT12 Homo sapiens tRNA methyltransferase 12 homolog (S. cerevisiae) (TRMT12), mRNA.FLJ20772; TRM12; TYW20.00540497 0.00679416 1.14154112

CLTB NM_001834.2 CLTB 5 Homo sapiens clathrin, light chain (Lcb) (CLTB), transcript variant 2, mRNA.LCB 0.00021784 0.00045005 1.14153635

CRELD2 NM_024324.2 CRELD2 22 Homo sapiens cysteine-rich with EGF-like domains 2 (CRELD2), mRNA.DKFZp667O055; MGC112569.3655E-05 0.00022762 1.14151418

EFHA1 NM_152726.1 EFHA1 13 Homo sapiens EF-hand domain family, member A1 (EFHA1), mRNA.FLJ34588; FLJ25016; 1110008L20Rik3.6541E-05 0.00010616 1.14137623

ZNF330 NM_014487.2 ZNF330 4 Homo sapiens zinc finger protein 330 (ZNF330), mRNA.NOA36; HSA65910.00574061 0.00715457 1.1413411

CDKN2AIPNL NM_080656.1 CDKN2AIPNL 5 Homo sapiens CDKN2A interacting protein N-terminal like (CDKN2AIPNL), mRNA.MGC13017 6.4946E-07 4.9082E-06 1.14030166

SOX4 NM_003107.2 SOX4 6 Homo sapiens SRY (sex determining region Y)-box 4 (SOX4), mRNA.EVI16 0.00049186 0.00088852 1.14006151

ADRM1 NM_175573.1 ADRM1 20 Homo sapiens adhesion regulating molecule 1 (ADRM1), transcript variant 2, mRNA.Rpn13; GP110; MGC295361.5275E-05 5.3288E-05 1.1397637

HERC2 NM_004667.3 HERC2 15 Homo sapiens hect domain and RLD 2 (HERC2), mRNA.D15F37S1; p528; SHEP1; DKFZp547P028; KIAA0393; jdf20.01824898 0.01904335 1.13967656

CYCSL1 NR_001561.1 CYCSL1 6 Homo sapiens cytochrome c, somatic-like 1 (CYCSL1) on chromosome 6.HS11; bA513I15.3; HCP153.7619E-05 0.00010858 1.1394611

ASCC2 NM_032204.3 ASCC2 22 Homo sapiens activating signal cointegrator 1 complex subunit 2 (ASCC2), mRNA.ASC1p100 0.00068726 0.00116951 1.13939119

LOC100133649XM_001725102.1LOC100133649 PREDICTED: Homo sapiens hypothetical protein LOC100133649 (LOC100133649), mRNA.0.00300559 0.00409234 1.13918676

PSMB1 NM_002793.2 PSMB1 6 Homo sapiens proteasome (prosome, macropain) subunit, beta type, 1 (PSMB1), mRNA.FLJ25321; KIAA1838; HC5; PSC5; PMSB10.00029795 0.0005847 1.13907224

RING1 NM_002931.3 RING1 6 Homo sapiens ring finger protein 1 (RING1), mRNA.RNF1 2.0839E-06 1.1587E-05 1.13869328

WDR8 NM_017818.2 WDR8 1 Homo sapiens WD repeat domain 8 (WDR8), mRNA.FLJ20430; MGC995690.00061466 0.00106771 1.13868767

FLJ46309 XM_941608.1 FLJ46309 9 Homo sapiens hypothetical protein LOC649598 (FLJ46309), mRNA.0.00189977 0.0027721 1.13791023

SLC1A5 NM_005628.1 SLC1A5 19 Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 (SLC1A5), mRNA.M7V1; ATBO; FLJ31068; ASCT2; AAAT; R16; M7VS1; RDRC0.00136744 0.00209828 1.13775741

LOC100130053XM_001721292.1LOC100130053 10 PREDICTED: Homo sapiens hypothetical protein LOC100130053 (LOC100130053), mRNA.0.01864259 0.01939413 1.13755957

C8orf45 NM_173518.2 C8ORF45 8 Homo sapiens chromosome 8 open reading frame 45 (C8orf45), mRNA.FLJ25692 0.00028049 0.00055503 1.13713979

DDX51 NM_175066.2 DDX51 12 Homo sapiens DEAD (Asp-Glu-Ala-Asp) box polypeptide 51 (DDX51), mRNA.DKFZp686N2081; MGC421930.00240519 0.00339007 1.13686536

PLOD2 NM_182943.2 PLOD2 3 Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase 2 (PLOD2), transcript variant 2, mRNA.LH2; TLH 0.00423275 0.00550276 1.13677566

AVPI1 NM_021732.1 AVPI1 10 Homo sapiens arginine vasopressin-induced 1 (AVPI1), mRNA.VIP32; PP5395; VIT32; RP11-548K23.70.00235118 0.0033257 1.13666238

DNAJB11 NM_016306.4 DNAJB11 3 Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 11 (DNAJB11), mRNA.PRO1080; HEDJ; ABBP-2; UNQ537; hDj9; EDJ; ERdj3; ERj3; ABBP21.9225E-05 6.4014E-05 1.13663913

ZNF549 NM_153263.1 ZNF549 19 Homo sapiens zinc finger protein 549 (ZNF549), mRNA.FLJ34917 0.00466504 0.00597621 1.13658225

P4HA2 NM_001017974.1P4HA2 5 Homo sapiens prolyl 4-hydroxylase, alpha polypeptide II (P4HA2), transcript variant 3, mRNA.4-PH alpha 2 0.02457923 0.02465792 1.13651543

KCTD5 XR_001518.1 KCTD5 16 Homo sapiens potassium channel tetramerisation domain containing 5 (KCTD5), mRNA.FLJ20040 0.00291051 0.00397707 1.13630372

ALPP NM_001632.2 ALPP 2 Homo sapiens alkaline phosphatase, placental (Regan isozyme) (ALPP), mRNA.PLAP; ALP 5.9129E-05 0.00015561 1.13630196

LOC401115 XM_937968.1 LOC401115 PREDICTED: Homo sapiens hypothetical gene supported by BC038466; BC062790 (LOC401115), mRNA.2.6312E-06 1.3783E-05 1.13612004

GNS NM_002076.2 GNS 12 Homo sapiens glucosamine (N-acetyl)-6-sulfatase (Sanfilippo disease IIID) (GNS), mRNA.G6S; MGC212745.1183E-05 0.00013934 1.13590392

SERPINE2 NM_006216.2 SERPINE2 2 Homo sapiens serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type 1), member 2 (SERPINE2), mRNA.PI7; GDN; PNI; PN11.9259E-06 1.093E-05 1.13564283

SIDT2 NM_015996.1 SIDT2 11 Homo sapiens SID1 transmembrane family, member 2 (SIDT2), mRNA.DKFZp686L17253; CGI-40; FLJ906560.00418201 0.00544891 1.13533158

BTBD3 NM_181443.1 BTBD3 20 Homo sapiens BTB (POZ) domain containing 3 (BTBD3), transcript variant 2, mRNA.dJ742J24.1; KIAA0952; MGC130039; MGC1300380.0265213 0.02623426 1.13490385

TAF10 NM_006284.2 TAF10 11 Homo sapiens TAF10 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 30kDa (TAF10), mRNA.TAF2H; TAF2A; TAFII300.00024331 0.00049439 1.13479706

NOMO1 NM_014287.3 NOMO1 16 Homo sapiens NODAL modulator 1 (NOMO1), mRNA.Nomo; PM5 0.01834646 0.01912688 1.13433246

ZNF652 NM_014897.1 ZNF652 17 Homo sapiens zinc finger protein 652 (ZNF652), mRNA.KIAA0924; DKFZp781E21220.00265036 0.00367308 1.13431194
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MAP2K2 NM_030662.2 MAP2K2 19 Homo sapiens mitogen-activated protein kinase kinase 2 (MAP2K2), mRNA.PRKMK2; MAPKK2; MEK2; MKK20.03376302 0.03194271 1.13425352

TMEM160 NM_017854.1 TMEM160 19 Homo sapiens transmembrane protein 160 (TMEM160), mRNA.FLJ20512 0.00036758 0.00069673 1.13420138

LOC653086 XM_930963.1 LOC653086 2 PREDICTED: Homo sapiens similar to RAN-binding protein 2-like 1 isoform 2, transcript variant 6 (LOC653086), mRNA.0.00824637 0.00974591 1.13411973

MGC10997 NR_001565.1 MGC10997 15 Homo sapiens pseudogene MGC10997 (MGC10997) on chromosome 15.0.00057321 0.00101072 1.13393004

CKLF NM_016326.2 CKLF 16 Homo sapiens chemokine-like factor (CKLF), transcript variant 5, mRNA.UCK-1; CKLF1; CKLF4; CKLF2; CKLF3; C32; HSPC2240.00041997 0.00077953 1.13382104

DDX50 NM_024045.1 DDX50 10 Homo sapiens DEAD (Asp-Glu-Ala-Asp) box polypeptide 50 (DDX50), mRNA.RH-II/GuB; GUB; GU2; MGC31990.04792458 0.04285906 1.13365668

MAN1B1 NM_016219.2 MAN1B1 9 Homo sapiens mannosidase, alpha, class 1B, member 1 (MAN1B1), mRNA.MANA-ER 0.00139549 0.00213459 1.13357658

LRRC37B2 NR_015341.1 LRRC37B2 Homo sapiens leucine rich repeat containing 37, member B2 (LRRC37B2), non-coding RNA.DKFZp667M24110.00090747 0.00147886 1.13344375

CCDC125 NM_176816.3 CCDC125 5 Homo sapiens coiled-coil domain containing 125 (CCDC125), mRNA.KENAE 0.00677206 0.00823079 1.13308785

LOC646996 NR_003543.1 LOC646996 14 Homo sapiens hCG2040201 (LOC646996), non-coding RNA.0.00277996 0.0038219 1.13248317

CHMP1B NM_020412.3 CHMP1B 18 Homo sapiens chromatin modifying protein 1B (CHMP1B), mRNA.C10orf2; C18-ORF2; C18orf2; Vps46-2; CHMP1.50.00104365 0.00166733 1.13220508

SPEN NM_015001.2 SPEN 1 Homo sapiens spen homolog, transcriptional regulator (Drosophila) (SPEN), mRNA.RP1-134O19.1; MINT; KIAA0929; SHARP0.00069783 0.00118498 1.13216515

TMED3 NM_007364.2 TMED3 15 Homo sapiens transmembrane emp24 protein transport domain containing 3 (TMED3), mRNA.MGC133022; C15orf22; P24B4.3643E-05 0.00012207 1.13205498

SAP30L NM_024632.3 SAP30L 5 Homo sapiens SAP30-like (SAP30L), mRNA.FLJ11526; NS4ATP20.00894281 0.01044796 1.13195243

EDF1 NM_003792.2 EDF1 9 Homo sapiens endothelial differentiation-related factor 1 (EDF1), transcript variant alpha, mRNA.EDF-1; MBF1; MGC90581.8961E-05 6.3353E-05 1.13192994

LOC654121 XM_942442.1 LOC654121 PREDICTED: Homo sapiens similar to C49H3.3 (LOC654121), mRNA.4.2087E-05 0.00011877 1.13188378

CORO1C NM_014325.2 CORO1C 12 Homo sapiens coronin, actin binding protein, 1C (CORO1C), transcript variant 1, mRNA.HCRNN4; coronin-30.00268424 0.00371123 1.13186276

TMEM17 NM_198276.1 TMEM17 2 Homo sapiens transmembrane protein 17 (TMEM17), mRNA.FLJ34583 0.00661423 0.00806577 1.13178182

PDXP NM_020315.3 PDXP 22 Homo sapiens pyridoxal (pyridoxine, vitamin B6) phosphatase (PDXP), mRNA.CIN; FLJ32703; PLP; dJ37E16.55.5501E-05 0.00014851 1.13173696

GMFB NM_004124.2 GMFB 14 Homo sapiens glia maturation factor, beta (GMFB), mRNA.GMF 0.00069081 0.00117487 1.13152151

TST NM_003312.4 TST 22 Homo sapiens thiosulfate sulfurtransferase (rhodanese) (TST), nuclear gene encoding mitochondrial protein, mRNA.MGC19578; RDS3.1174E-05 9.3003E-05 1.13141339

RNASEK NM_001004333.3RNASEK 17 Homo sapiens ribonuclease, RNase K (RNASEK), mRNA.MGC71993 7.6622E-05 0.00019274 1.1312767

EVL NM_016337.2 EVL 14 Homo sapiens Enah/Vasp-like (EVL), mRNA.RNB6 0.00252806 0.00352754 1.13126672

AKR1B1 NM_001628.2 AKR1B1 7 Homo sapiens aldo-keto reductase family 1, member B1 (aldose reductase) (AKR1B1), mRNA.ALDR1; MGC1804; ALR2; AR; ADR0.0003163 0.00061412 1.13095704

CYB5R3 NM_007326.2 CYB5R3 22 Homo sapiens cytochrome b5 reductase 3 (CYB5R3), transcript variant S, mRNA.DIA1; B5R 2.9671E-05 8.9278E-05 1.1309373

HCG2P7 NR_001318.1 HCG2P7 6 Homo sapiens HLA complex group 2 pseudogene 7 (HCG2P7), non-coding RNA.HCGII-7; HCGII.22.4121E-05 7.6072E-05 1.13076866

ELP3 NM_018091.3 ELP3 8 Homo sapiens elongation protein 3 homolog (S. cerevisiae) (ELP3), mRNA.FLJ10422; KAT90.00870409 0.01020167 1.13055916

LOC729603 NR_003288.1 LOC729603 6 Homo sapiens calcium binding protein P22 pseudogene (LOC729603), non-coding RNA.8.8864E-05 0.0002181 1.13049449

RER1 NM_007033.3 RER1 1 Homo sapiens RER1 retention in endoplasmic reticulum 1 homolog (S. cerevisiae) (RER1), mRNA.RP4-740C4.2 0.01529752 0.01641037 1.13016925

DHX40 XM_942276.1 DHX40 PREDICTED: Homo sapiens DEAH (Asp-Glu-Ala-His) box polypeptide 40, transcript variant 2 (DHX40), mRNA.0.00502305 0.00637527 1.13014421

LOC100133516XM_001714505.1LOC100133516 PREDICTED: Homo sapiens hypothetical protein LOC100133516 (LOC100133516), mRNA.0.0026961 0.00372411 1.12990662

AP1M1 NM_032493.2 AP1M1 19 Homo sapiens adaptor-related protein complex 1, mu 1 subunit (AP1M1), mRNA.MU-1A; CLAPM2; CLTNM; AP470.0005719 0.00100923 1.12948546

RAB26 NM_014353.4 RAB26 16 Homo sapiens RAB26, member RAS oncogene family (RAB26), mRNA.V46133 0.00167951 0.00249425 1.12920465

ITPKA NM_002220.1 ITPKA 15 Homo sapiens inositol 1,4,5-trisphosphate 3-kinase A (ITPKA), mRNA.IP3KA 0.0154171 0.0165104 1.1291538

C17orf61 NM_152766.2 C17ORF61 17 Homo sapiens chromosome 17 open reading frame 61 (C17orf61), mRNA.MGC40107 8.4595E-06 3.3254E-05 1.12895036

PMM1 NM_002676.1 PMM1 22 Homo sapiens phosphomannomutase 1 (PMM1), mRNA.Sec53 0.00593739 0.00736633 1.12875291

MRPS11 NM_176805.1 MRPS11 15 Homo sapiens mitochondrial ribosomal protein S11 (MRPS11), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.HCC-2; FLJ22512; FLJ234060.00112653 0.0017803 1.12860868

SAR1B NM_001033503.1SAR1B 5 Homo sapiens SAR1 homolog B (S. cerevisiae) (SAR1B), transcript variant 1, mRNA.CMRD; SARA2; GTBPB0.02857519 0.02784835 1.12858193

PAPSS1 NM_005443.4 PAPSS1 4 Homo sapiens 3'-phosphoadenosine 5'-phosphosulfate synthase 1 (PAPSS1), mRNA.SK1; PAPSS; ATPSK10.00050942 0.00091386 1.12822004

DTWD2 NM_173666.1 DTWD2 5 Homo sapiens DTW domain containing 2 (DTWD2), mRNA.MGC138579; MGC138580; FLJ339770.01492676 0.01605583 1.12728276

HMG20B NM_006339.1 HMG20B 19 Homo sapiens high-mobility group 20B (HMG20B), mRNA.SMARCE1r; FLJ26127; HMGX2; pp8857; PP7706; BRAF35; SOXL; BRAF259.0844E-05 0.00022165 1.12687163

CRCP NM_014478.4 CRCP 7 Homo sapiens CGRP receptor component (CRCP), transcript variant 1, mRNA.MGC111194; CGRP-RCP; RCP; CRCP0.00653735 0.00799647 1.12686234

ZNF486 XM_371152.2 ZNF486 19 PREDICTED: Homo sapiens zinc finger protein 486 (ZNF486), mRNA.0.00160709 0.00240378 1.12683073

PTRF NM_012232.2 PTRF 17 Homo sapiens polymerase I and transcript release factor (PTRF), mRNA.FKSG13 0.00011316 0.00026421 1.12679316

LOC400446 XR_019205.2 LOC400446 PREDICTED: Homo sapiens misc_RNA (LOC400446), miscRNA.0.03972225 0.0366211 1.12635326

IKBKG NM_003639.2 IKBKG X Homo sapiens inhibitor of kappa light polypeptide gene enhancer in B-cells, kinase gamma (IKBKG), transcript variant 2, mRNA.IPD2; FIP3; NEMO; IP2; Fip3p; IP1; IKK-gamma; AMCBX1; FIP-3; IP0.04052655 0.03720234 1.12628773

GTF3C5 NM_012087.1 GTF3C5 9 Homo sapiens general transcription factor IIIC, polypeptide 5, 63kDa (GTF3C5), mRNA.TFIIIC63; FLJ20857; TFIIICepsilon; TFiiiC2-630.01136645 0.01278908 1.12627151

FSCN1 NM_003088.2 FSCN1 7 Homo sapiens fascin homolog 1, actin-bundling protein (Strongylocentrotus purpuratus) (FSCN1), mRNA.FLJ38511; SNL; p552.0049E-05 6.6082E-05 1.12597193

EHD4 NM_139265.2 EHD4 15 Homo sapiens EH-domain containing 4 (EHD4), mRNA.PAST4 0.00667821 0.00813475 1.12555793

COX6A1 NM_004373.2 COX6A1 12 Homo sapiens cytochrome c oxidase subunit VIa polypeptide 1 (COX6A1), nuclear gene encoding mitochondrial protein, mRNA.COX6AL; COX6A; MGC1045005.3878E-05 0.00014496 1.12554685

HARS NM_002109.3 HARS 5 Homo sapiens histidyl-tRNA synthetase (HARS), mRNA.FLJ20491; HRS 8.9307E-05 0.00021894 1.1255453

CLCN7 NM_001287.3 CLCN7 16 Homo sapiens chloride channel 7 (CLCN7), mRNA.CLC-7; FLJ39644; OPTA2; FLJ46423; CLC7; FLJ266860.00033117 0.00063834 1.12552239

CENPB NM_001810.5 CENPB 20 Homo sapiens centromere protein B, 80kDa (CENPB), mRNA.0.00325965 0.00438922 1.12547027

ATG12 NM_004707.2 ATG12 5 Homo sapiens ATG12 autophagy related 12 homolog (S. cerevisiae) (ATG12), mRNA.APG12L; HAPG12; APG120.00578326 0.00719953 1.12528966

MGEA5 NM_012215.1 MGEA5 10 Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), mRNA.MEA5; FLJ23355; NCOAT; FLJ11229; KIAA06795.2973E-05 0.00014297 1.12515848

RPS4Y1 NM_001008.3 RPS4Y1 Y Homo sapiens ribosomal protein S4, Y-linked 1 (RPS4Y1), mRNA.RPS4Y; MGC119100; MGC50708.4037E-05 0.00020817 1.12504042

TAGLN2 NM_003564.1 TAGLN2 1 Homo sapiens transgelin 2 (TAGLN2), mRNA.KIAA0120; HA17560.00527191 0.0066469 1.12494445

C21orf24 NM_001001789.1C21ORF24 21 Homo sapiens chromosome 21 open reading frame 24 (C21orf24), mRNA.0.00038285 0.00072162 1.12491556

RASSF7 NM_003475.2 RASSF7 11 Homo sapiens Ras association (RalGDS/AF-6) domain family (N-terminal) member 7 (RASSF7), mRNA.C11orf13; HRC1; MGC126070; MGC126069; HRAS10.00101259 0.00162541 1.12489438

MAGT1 NM_032121.3 MAGT1 X Homo sapiens magnesium transporter 1 (MAGT1), mRNA.RP11-217H1.1; OST3B; IAP; bA217H1.1; PRO0756; DKFZp564K142; MGC64926; FLJ147260.01448918 0.01566581 1.12485684

SDHA NM_004168.1 SDHA 5 Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotein (Fp) (SDHA), nuclear gene encoding mitochondrial protein, mRNA.SDHF; SDH2; FP0.00042393 0.00078571 1.12480066

UBE2L6 NM_198183.1 UBE2L6 11 Homo sapiens ubiquitin-conjugating enzyme E2L 6 (UBE2L6), transcript variant 2, mRNA.UBCH8; RIG-B; MGC403310.05764264 0.04994632 1.12459764

PIP5K2B NM_138687.1 PIP5K2B 17 Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type II, beta (PIP5K2B), transcript variant 2, mRNA.Pip4k2B; PIP5KIIB0.00158198 0.00237027 1.12444633

DYNC1LI2 NM_006141.2 DYNC1LI2 16 Homo sapiens dynein, cytoplasmic 1, light intermediate chain 2 (DYNC1LI2), mRNA.DNCLI2; LIC2 0.00011204 0.000262 1.12429187

NIPA1 NM_144599.3 NIPA1 15 Homo sapiens non imprinted in Prader-Willi/Angelman syndrome 1 (NIPA1), mRNA.SPG6; FSP3; MGC35570; MGC1027240.00226873 0.00322675 1.12392534

CDC2L6 NM_015076.3 CDC2L6 6 Homo sapiens cell division cycle 2-like 6 (CDK8-like) (CDC2L6), mRNA.bA346C16.3; CDK11; KIAA10280.0401967 0.0369653 1.12376345

FLJ35390 NR_024416.1 FLJ35390 7 Homo sapiens hypothetical LOC255031 (FLJ35390), transcript variant 1, non-coding RNA.0.0004427 0.0008126 1.12375976

LOC202781 XM_001714395.1LOC202781 PREDICTED: Homo sapiens hypothetical protein LOC202781 (LOC202781), mRNA.0.0014748 0.00223835 1.12361506

GEMIN6 NM_024775.9 GEMIN6 2 Homo sapiens gem (nuclear organelle) associated protein 6 (GEMIN6), mRNA.FLJ23459 0.00260709 0.0036217 1.12361287

KRT10 NM_000421.2 KRT10 17 Homo sapiens keratin 10 (epidermolytic hyperkeratosis; keratosis palmaris et plantaris) (KRT10), mRNA.K10; KPP; CK10 0.0080993 0.00958889 1.123382
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ANXA5 NM_001154.2 ANXA5 4 Homo sapiens annexin A5 (ANXA5), mRNA.PP4; ANX5; ENX26.8166E-06 2.8305E-05 1.12328914

LOC100133233XM_001718033.1LOC100133233 PREDICTED: Homo sapiens hypothetical protein LOC100133233 (LOC100133233), mRNA.0.00013983 0.00031362 1.12320868

PSMD6 NM_014814.1 PSMD6 3 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 6 (PSMD6), mRNA.KIAA0107; S10; SGA-113M; p44S106.1566E-06 2.6121E-05 1.12318583

CDC37 NM_007065.3 CDC37 19 Homo sapiens cell division cycle 37 homolog (S. cerevisiae) (CDC37), mRNA.P50CDC37 1.0828E-05 4.0462E-05 1.12313992

CHMP5 NM_016410.2 CHMP5 9 Homo sapiens chromatin modifying protein 5 (CHMP5), mRNA.C9orf83; SNF7DC2; CGI-34; PNAS-2; HSPC1776.5477E-05 0.00016917 1.12305958

ZNF738 XR_040185.1 ZNF738 19 PREDICTED: Homo sapiens misc_RNA (ZNF738), partial miscRNA.0.00172424 0.00255333 1.1230468

YRDC NM_024640.3 YRDC 1 Homo sapiens yrdC domain containing (E. coli) (YRDC), nuclear gene encoding mitochondrial protein, mRNA.FLJ23476; IRIP; FLJ26165; RP11-109P14.4; SUA5; DRIP30.00490674 0.00624753 1.12288989

ANKRD19 NM_001010925.1ANKRD19 Homo sapiens ankyrin repeat domain 19 (ANKRD19), mRNA.FLJ36178; bA526D8.20.01271056 0.01403328 1.12285789

SEMA4D NM_006378.2 SEMA4D 9 Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4D (SEMA4D), mRNA.SEMAJ; M-sema G; M-sema-G; coll-4; CD1000.00830189 0.00980228 1.12281263

SERBP1 NM_001018068.1SERBP1 1 Homo sapiens SERPINE1 mRNA binding protein 1 (SERBP1), transcript variant 3, mRNA.CGI-55; FLJ90489; DKFZp564M2423; CHD3IP; PAIRBP1; PAI-RBP1; HABP4L0.01001341 0.01148617 1.12267599

LOC731542 XR_015517.2 LOC731542 PREDICTED: Homo sapiens misc_RNA (LOC731542), miscRNA.9.5337E-06 3.6544E-05 1.1224027

LOC100133772XM_001715145.1LOC100133772 PREDICTED: Homo sapiens similar to MCT (LOC100133772), mRNA.0.00339204 0.00454239 1.12229509

LOC728620 XR_037241.1 LOC728620 PREDICTED: Homo sapiens misc_RNA (LOC728620), miscRNA.0.00083526 0.00138067 1.12212316

UBB NM_018955.2 UBB 17 Homo sapiens ubiquitin B (UBB), mRNA.FLJ25987; MGC83850.00027619 0.00054726 1.12210094

IER5L NM_203434.1 IER5L 9 Homo sapiens immediate early response 5-like (IER5L), mRNA.MGC70833; bA247A12.20.03238698 0.03087054 1.12206228

SPTLC1 NM_178324.1 SPTLC1 9 Homo sapiens serine palmitoyltransferase, long chain base subunit 1 (SPTLC1), transcript variant 2, mRNA.HSAN; HSAN1; SPT1; HSN1; MGC14645; LBC1; SPTI; LCB10.00240677 0.00339119 1.12185244

C13orf27 NM_138779.2 C13ORF27 13 Homo sapiens chromosome 13 open reading frame 27 (C13orf27), mRNA.0.00232819 0.00329956 1.12175776

FARSLB NM_005687.2 FARSLB 2 Homo sapiens phenylalanine-tRNA synthetase-like, beta subunit (FARSLB), mRNA.PheHB; FRSB 0.0370519 0.03456602 1.12126659

C8orf76 NM_032847.1 C8ORF76 8 Homo sapiens chromosome 8 open reading frame 76 (C8orf76), mRNA.MGC9784; FLJ148250.00014043 0.0003148 1.12111281

LOC400721 XM_930560.1 LOC400721 PREDICTED: Homo sapiens similar to Zinc finger protein 418 (LOC400721), mRNA.0.00045767 0.00083432 1.12108507

COX7C NM_001867.2 COX7C 5 Homo sapiens cytochrome c oxidase subunit VIIc (COX7C), nuclear gene encoding mitochondrial protein, mRNA.5.8321E-05 0.00015385 1.12067143

TRAPPC3 NM_014408.3 TRAPPC3 1 Homo sapiens trafficking protein particle complex 3 (TRAPPC3), mRNA.BET3 0.00056294 0.00099602 1.12066742

DENR NM_003677.3 DENR 12 Homo sapiens density-regulated protein (DENR), mRNA.DRP; DRP1; SMAP-30.00017735 0.00038065 1.12046589

TXNDC17 NM_032731.2 TXNDC17 17 Homo sapiens thioredoxin domain containing 17 (TXNDC17), mRNA.TRP14; MGC14353; TXNL53.7443E-06 1.7972E-05 1.1202887

PSMF1 NM_178579.1 PSMF1 20 Homo sapiens proteasome (prosome, macropain) inhibitor subunit 1 (PI31) (PSMF1), transcript variant 3, mRNA.PI31 0.01089459 0.01233726 1.12016929

LASS6 NM_203463.1 LASS6 2 Homo sapiens LAG1 homolog, ceramide synthase 6 (LASS6), mRNA.CerS6; MGC129950; MGC1299494.7041E-05 0.00013004 1.11980525

XPNPEP3 NM_022098.2 XPNPEP3 22 Homo sapiens X-prolyl aminopeptidase (aminopeptidase P) 3, putative (XPNPEP3), mRNA.APP3 0.00012413 0.00028489 1.11972845

RAB3IP NM_175624.1 RAB3IP 12 Homo sapiens RAB3A interacting protein (rabin3) (RAB3IP), transcript variant beta 1, mRNA.MGC71495; RABIN3; FLJ22548; FLJ146600.00197121 0.00285828 1.11958352

ZFYVE21 NM_024071.2 ZFYVE21 14 Homo sapiens zinc finger, FYVE domain containing 21 (ZFYVE21), mRNA.MGC2550 0.00148425 0.00224919 1.11942552

NUBPL NM_025152.1 NUBPL 14 Homo sapiens nucleotide binding protein-like (NUBPL), mRNA.FLJ12660; C14orf1270.01085678 0.0123008 1.1193006

C2orf30 NM_015701.2 C2ORF30 2 Homo sapiens chromosome 2 open reading frame 30 (C2orf30), mRNA.CL24936; CL25084; XTP3TPB0.01512089 0.01624274 1.11916308

SURF4 NM_033161.2 SURF4 9 Homo sapiens surfeit 4 (SURF4), mRNA.FLJ22993; ERV29; MGC1027530.0017106 0.00253528 1.11915802

LOC100133177XR_036907.1 LOC100133177 7 PREDICTED: Homo sapiens misc_RNA (LOC100133177), miscRNA.0.00015096 0.00033373 1.11901526

COX6C NM_004374.2 COX6C 8 Homo sapiens cytochrome c oxidase subunit VIc (COX6C), mRNA.0.00035535 0.00067677 1.11891485

TALDO1 XM_938697.1 TALDO1 PREDICTED: Homo sapiens transaldolase 1 (TALDO1), mRNA.4.4377E-05 0.00012388 1.11859171

RTN3 NM_201428.1 RTN3 11 Homo sapiens reticulon 3 (RTN3), transcript variant 2, mRNA.NSPLII; NSPL2; ASYIP; HAP; RTN3-A10.03592402 0.03368213 1.11855829

CFD NM_001928.2 CFD 19 Homo sapiens complement factor D (adipsin) (CFD), mRNA.DF; ADN; PFD 2.3551E-05 7.4868E-05 1.11796741

RGS2 NM_002923.1 RGS2 1 Homo sapiens regulator of G-protein signalling 2, 24kDa (RGS2), mRNA.G0S8 0.00937587 0.01088002 1.11773147

MSRB2 NM_012228.2 MSRB2 10 Homo sapiens methionine sulfoxide reductase B2 (MSRB2), mRNA.CBS-1; PILB; MSRB; CGI-131; CBS1; MGC261040.00586038 0.00728211 1.11729528

MCART1 NM_033412.1 MCART1 9 Homo sapiens mitochondrial carrier triple repeat 1 (MCART1), mRNA.CG7943; MGC148360.00277779 0.00382071 1.11712609

CDKN1A NM_078467.1 CDKN1A 6 Homo sapiens cyclin-dependent kinase inhibitor 1A (p21, Cip1) (CDKN1A), transcript variant 2, mRNA.P21; MDA-6; SDI1; p21CIP1; CIP1; CDKN1; WAF1; CAP200.00033915 0.00065186 1.11697888

MGC71993 NM_001004333.1MGC71993 Homo sapiens similar to DNA segment, Chr 11, Brigham & Womens Genetics 0434 expressed (MGC71993), mRNA.0.00060328 0.0010517 1.11651979

RAB5B NM_002868.2 RAB5B 12 Homo sapiens RAB5B, member RAS oncogene family (RAB5B), mRNA.0.00058344 0.00102443 1.11643168

RBM6 NM_005777.1 RBM6 3 Homo sapiens RNA binding motif protein 6 (RBM6), mRNA.FLJ36517; DEF-3; g16; NY-LU-12; DEF3; 3G2; HLC-11; DKFZp686B08770.02260644 0.02291197 1.11610318

UBE2E2 NM_152653.1 UBE2E2 3 Homo sapiens ubiquitin-conjugating enzyme E2E 2 (UBC4/5 homolog, yeast) (UBE2E2), mRNA.UBCH8; FLJ251570.05200548 0.04578068 1.11604889

POLB NM_002690.1 POLB 8 Homo sapiens polymerase (DNA directed), beta (POLB), mRNA.MGC125976 0.00071426 0.00120866 1.11600335

DUXAP3 NR_002220.1 DUXAP3 10 Homo sapiens double homeobox A pseudogene 3 (DUXAP3) on chromosome 10.0.00034517 0.00066068 1.1157816

LOC652864 XM_942571.1 LOC652864 PREDICTED: Homo sapiens similar to Mitochondrial import inner membrane translocase subunit Tim23 (LOC652864), mRNA.0.01553756 0.01661101 1.11573407

CREB1 NM_134442.2 CREB1 2 Homo sapiens cAMP responsive element binding protein 1 (CREB1), transcript variant B, mRNA.MGC9284; CREB7.5806E-05 0.00019085 1.11555472

TUBB6 XM_940079.1 TUBB6 PREDICTED: Homo sapiens tubulin, beta 6 (TUBB6), mRNA.0.00898341 0.01048702 1.11554185

IFI27L2 NM_032036.2 IFI27L2 14 Homo sapiens interferon, alpha-inducible protein 27-like 2 (IFI27L2), mRNA.TLH29; MGC449130.02870237 0.02794746 1.11549446

MRLC2 NM_033546.2 MRLC2 18 Homo sapiens myosin regulatory light chain MRLC2 (MRLC2), mRNA.MLC-B 9.6919E-06 3.7069E-05 1.11530329

HSBP1 NM_001537.2 HSBP1 16 Homo sapiens heat shock factor binding protein 1 (HSBP1), mRNA.DKFZp686D1664; NPC-A-13; DKFZp686O242000.00013448 0.00030349 1.115177

SLC16A12 NM_213606.1 SLC16A12 10 Homo sapiens solute carrier family 16, member 12 (monocarboxylic acid transporter 12) (SLC16A12), mRNA.MCT12; DKFZp686E1880.00176998 0.00261137 1.11498754

JUND NM_005354.2 JUND 19 Homo sapiens jun D proto-oncogene (JUND), mRNA.3.4817E-05 0.0001023 1.11482803

COX4NB NM_006067.3 COX4NB 16 Homo sapiens COX4 neighbor (COX4NB), mRNA.NOC4; C16orf4 0.02983772 0.02887033 1.1148183

LOC440704 XM_944716.1 LOC440704 PREDICTED: Homo sapiens hypothetical gene supported by BC042042 (LOC440704), mRNA.0.00754788 0.0090225 1.11404526

TXNDC12 NM_015913.2 TXNDC12 1 Homo sapiens thioredoxin domain containing 12 (endoplasmic reticulum) (TXNDC12), mRNA.AGR1; ERP19; TLP19; hAG-1; ERP180.00011452 0.00026681 1.11401862

SLC35B2 NM_178148.1 SLC35B2 6 Homo sapiens solute carrier family 35, member B2 (SLC35B2), mRNA.UGTrel4; SLL; PAPST10.00174902 0.0025848 1.1137294

FN3KRP NM_024619.2 FN3KRP 17 Homo sapiens fructosamine-3-kinase-related protein (FN3KRP), mRNA.FLJ12171 0.00042998 0.00079407 1.11369181

ATOX1 NM_004045.3 ATOX1 5 Homo sapiens ATX1 antioxidant protein 1 homolog (yeast) (ATOX1), mRNA.MGC138453; MGC138455; HAH1; ATX10.00117118 0.00184124 1.11356016

PTRH2 NM_016077.3 PTRH2 17 Homo sapiens peptidyl-tRNA hydrolase 2 (PTRH2), nuclear gene encoding mitochondrial protein, mRNA.CGI-147; FLJ32471; PTH2; BIT10.00023404 0.00047854 1.11284607

POP5 NM_198201.1 POP5 12 Homo sapiens processing of precursor 5, ribonuclease P/MRP subunit (S. cerevisiae) (POP5), transcript variant 2, mRNA.HSPC004; RPP20; RPP20.01977894 0.02042613 1.11264699

VPS37C NM_017966.4 VPS37C 11 Homo sapiens vacuolar protein sorting 37 homolog C (S. cerevisiae) (VPS37C), mRNA.FLJ20847 0.00084288 0.00139012 1.11255558

C5orf21 NM_032042.3 C5ORF21 5 Homo sapiens chromosome 5 open reading frame 21 (C5orf21), mRNA.DKFZP564D172 0.03930803 0.03631554 1.11238875

PHF13 NM_153812.1 PHF13 1 Homo sapiens PHD finger protein 13 (PHF13), mRNA.SPOC1; PHF5; MGC433990.00183474 0.00269198 1.11207306

AHR NM_001621.2 AHR 7 Homo sapiens aryl hydrocarbon receptor (AHR), mRNA.0.00078173 0.00130696 1.1116934

CDAN1 NM_138477.2 CDAN1 PREDICTED: Homo sapiens congenital dyserythropoietic anemia, type I (CDAN1), mRNA.0.00034479 0.00066023 1.11131315

COMMD6 NM_203497.1 COMMD6 13 Homo sapiens COMM domain containing 6 (COMMD6), transcript variant 1, mRNA.Acrg 3.194E-05 9.4901E-05 1.11107678

PNPT1 NM_033109.2 PNPT1 2 Homo sapiens polyribonucleotide nucleotidyltransferase 1 (PNPT1), mRNA.DKFZp762K1914; old-35; OLD35; PNPASE0.00062491 0.00108316 1.11098865
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FAHD2B NM_199336.1 FAHD2B 2 Homo sapiens fumarylacetoacetate hydrolase domain containing 2B (FAHD2B), mRNA.DKFZp434N062 0.02478405 0.02480667 1.11094694

NDUFA8 NM_014222.2 NDUFA8 9 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8, 19kDa (NDUFA8), nuclear gene encoding mitochondrial protein, mRNA.CI-19KD; PGIV; MGC793; CI-PGIV1.9249E-05 6.4046E-05 1.11054453

KLF13 NM_015995.2 KLF13 15 Homo sapiens Kruppel-like factor 13 (KLF13), mRNA.NSLP1; FKLF2; RFLAT-1; BTEB3; RFLAT10.00453603 0.00583479 1.11008966

ANKRD30B NM_001029862.1ANKRD30B 18 Homo sapiens ankyrin repeat domain 30B (ANKRD30B), mRNA.NY-BR-1.1 0.00072797 0.00122901 1.11001413

FADD NM_003824.2 FADD 11 Homo sapiens Fas (TNFRSF6)-associated via death domain (FADD), mRNA.GIG3; MORT1; MGC85280.00311323 0.00421666 1.1098309

AAGAB NM_024666.3 AAGAB 15 Homo sapiens alpha- and gamma-adaptin binding protein (AAGAB), mRNA.DKFZp686G08119; DKFZp667D23170.05541633 0.04833229 1.10951725

SCARNA13 NR_003002.1 SCARNA13 14 Homo sapiens small Cajal body-specific RNA 13 (SCARNA13), guide RNA.U93 0.01726542 0.01820536 1.10925117

MUL1 NM_024544.2 MUL1 1 Homo sapiens mitochondrial E3 ubiquitin ligase 1 (MUL1), nuclear gene encoding mitochondrial protein, mRNA.0.00242711 0.00341328 1.10916414

LOC644250 XM_929199.1 LOC644250 13 PREDICTED: Homo sapiens hypothetical protein LOC644250 (LOC644250), mRNA.0.00109146 0.00173236 1.1087267

TBCB NM_001281.2 TBCB 19 Homo sapiens tubulin folding cofactor B (TBCB), mRNA.CG22; MGC14625; CKAPI; CKAP10.0006373 0.00110051 1.10870219

FKBP1A NM_000801.2 FKBP1A 20 Homo sapiens FK506 binding protein 1A, 12kDa (FKBP1A), transcript variant 12B, mRNA.PKCI2; FKBP12C; PPIASE; PKC12; FKBP-12; FKBP1; FKBP120.00382538 0.00504796 1.1078303

MYL12A NM_006471.2 MYL12A 18 Homo sapiens myosin, light chain 12A, regulatory, non-sarcomeric (MYL12A), mRNA.MLCB; MRLC3 6.2958E-05 0.00016367 1.10777641

NDUFB3 NM_002491.1 NDUFB3 2 Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3, 12kDa (NDUFB3), mRNA.B12 1.6756E-05 5.7495E-05 1.10774051

OCIAD2 NM_152398.2 OCIAD2 4 Homo sapiens OCIA domain containing 2 (OCIAD2), transcript variant 2, mRNA.DKFZp686C03164; MGC454160.00020089 0.00042117 1.10759784

LMTK3 XM_936372.1 LMTK3 PREDICTED: Homo sapiens lemur tyrosine kinase 3 (LMTK3), mRNA.8.0604E-05 0.00020103 1.10737467

C9orf80 NM_021218.1 C9ORF80 9 Homo sapiens chromosome 9 open reading frame 80 (C9orf80), mRNA.HSPC043; RP11-276E15.20.00524175 0.00661362 1.10735113

ZFYVE20 NM_022340.2 ZFYVE20 3 Homo sapiens zinc finger, FYVE domain containing 20 (ZFYVE20), mRNA.MGC126210; FLJ34993; Rabenosyn-50.01178941 0.01318214 1.10702653

HMGCS1 NM_002130.4 HMGCS1 5 Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 (soluble) (HMGCS1), transcript variant 2, mRNA.MGC90332; HMGCS0.00700949 0.00846775 1.10611244

CCDC23 NM_199342.1 CCDC23 1 Homo sapiens coiled-coil domain containing 23 (CCDC23), mRNA.0.00084913 0.00139832 1.10583268

ZNF786 NM_152411.1 ZNF786 7 Homo sapiens zinc finger protein 786 (ZNF786), mRNA.DKFZp762I137; MGC1561200.03280965 0.03117858 1.10567903

SFRS17A NM_005088.2 SFRS17A Y Homo sapiens splicing factor, arginine/serine-rich 17A (SFRS17A), transcript variant 1, mRNA.CXYorf3; DXYS155E; MGC39904; XE7; MGC125365; 721P; CCDC133; MGC125366; XE7Y0.0019047 0.00277836 1.10552622

COX4I1 NM_001861.2 COX4I1 16 Homo sapiens cytochrome c oxidase subunit IV isoform 1 (COX4I1), mRNA.MGC72016; COXIV; COX45.5114E-05 0.00014775 1.10542464

ID1 NM_181353.1 ID1 20 Homo sapiens inhibitor of DNA binding 1, dominant negative helix-loop-helix protein (ID1), transcript variant 2, mRNA.ID 4.2989E-05 0.00012062 1.10505482

HES4 NM_021170.2 HES4 1 Homo sapiens hairy and enhancer of split 4 (Drosophila) (HES4), mRNA.0.00019888 0.00041786 1.10487575

ALKBH2 NM_001001655.1ALKBH2 12 Homo sapiens alkB, alkylation repair homolog 2 (E. coli) (ALKBH2), mRNA.ABH2; MGC90512; hABH20.05710216 0.04955142 1.10482813

UBA1 NM_003334.3 UBA1 X Homo sapiens ubiquitin-like modifier activating enzyme 1 (UBA1), transcript variant 1, mRNA.UBA1A; A1S9; A1ST; UBE1X; MGC4781; A1S9T; UBE1; GXP17.7837E-05 0.00019524 1.10479809

CDK5RAP3 NM_176096.1 CDK5RAP3 17 Homo sapiens CDK5 regulatory subunit associated protein 3 (CDK5RAP3), mRNA.MST016; LZAP; HSF-27; IC53; C53; OK/SW-cl.1140.00016925 0.0003664 1.10432284

LOC643509 XM_928156.1 LOC643509 18 PREDICTED: Homo sapiens similar to Dihydrofolate reductase, transcript variant 1 (LOC643509), mRNA.7.1474E-05 0.00018198 1.10397062

LOC642947 NM_001039895.1LOC642947 9 Homo sapiens hypothetical protein LOC642947 (LOC642947), mRNA.0.00033554 0.00064575 1.10374756

PSMD4 NM_153822.1 PSMD4 1 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 4 (PSMD4), transcript variant 2, mRNA.pUB-R5; Rpn10; AF-1; AF; ASF; MCB1; S5A0.00087709 0.00143735 1.10355582

LOC100134159XM_001718261.1LOC100134159 PREDICTED: Homo sapiens similar to Coiled-coil domain containing 144B (LOC100134159), mRNA.0.00115489 0.00181889 1.10336178

NSF XM_938198.1 NSF PREDICTED: Homo sapiens N-ethylmaleimide-sensitive factor (NSF), mRNA.0.03043338 0.02934635 1.10332912

SLC44A4 NM_025257.1 SLC44A4 6 Homo sapiens solute carrier family 44, member 4 (SLC44A4), mRNA.FLJ14491; NG22; CTL4; C6orf290.00022233 0.00045739 1.10331014

TBCD NM_005993.3 TBCD 17 Homo sapiens tubulin folding cofactor D (TBCD), mRNA.KIAA0988 0.0473132 0.04239008 1.10310431

AGAP8 NM_001077686.1AGAP8 10 Homo sapiens ArfGAP with GTPase domain, ankyrin repeat and PH domain 8 (AGAP8), mRNA.0.02544204 0.02532371 1.10289084

LOC100132727XM_001723325.1LOC100132727 15 PREDICTED: Homo sapiens hypothetical protein LOC100132727 (LOC100132727), mRNA.0.00099694 0.00160381 1.10280504

CNIH NM_005776.2 CNIH 14 Homo sapiens cornichon homolog (Drosophila) (CNIH), mRNA.CNIH1; CNIL; TGAM77; MGC1171560.00046133 0.0008403 1.10271949

SHCBP1 NM_024745.2 SHCBP1 16 Homo sapiens SHC SH2-domain binding protein 1 (SHCBP1), mRNA.MGC26900; FLJ22009; PAL0.00044549 0.00081619 1.10265505

PPM1D NM_003620.2 PPM1D 17 Homo sapiens protein phosphatase 1D magnesium-dependent, delta isoform (PPM1D), mRNA.PP2C-DELTA; WIP10.04909467 0.04368728 1.10262771

MMGT1 XM_932381.1 MMGT1 X Homo sapiens membrane magnesium transporter 1 (MMGT1), mRNA.0.00233033 0.00330152 1.10240617

GTF2A2 NM_004492.1 GTF2A2 15 Homo sapiens general transcription factor IIA, 2, 12kDa (GTF2A2), mRNA.TF2A2; HsT18745; TFIIA8.8035E-05 0.00021655 1.10207998

ZNF512 NM_032434.2 ZNF512 2 Homo sapiens zinc finger protein 512 (ZNF512), mRNA.MGC111046; KIAA18050.01736788 0.0183046 1.10137736

C8orf37 NM_177965.2 C8ORF37 8 Homo sapiens chromosome 8 open reading frame 37 (C8orf37), mRNA.FLJ30600 0.0031677 0.00428448 1.10129984

TRAPPC1 NM_021210.2 TRAPPC1 17 Homo sapiens trafficking protein particle complex 1 (TRAPPC1), mRNA.BET5; MUM2 0.01077163 0.01221378 1.10105669

MCM8 NM_182802.1 MCM8 20 Homo sapiens minichromosome maintenance complex component 8 (MCM8), transcript variant 2, mRNA.MGC4816; C20orf154; MGC12866; REC; MGC119523; dJ967N21.5; MGC1195220.00014772 0.00032787 1.10078728

LOC441087 NM_001013716.1LOC441087 5 Homo sapiens hypothetical gene supported by AK125735 (LOC441087), mRNA.0.02339963 0.0236231 1.10043033

SDHAP2 NR_003265.3 SDHAP2 3 Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotein pseudogene 2 (SDHAP2), non-coding RNA.0.00871884 0.01021487 1.10008288

HIBCH NM_014362.2 HIBCH 2 Homo sapiens 3-hydroxyisobutyryl-Coenzyme A hydrolase (HIBCH), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.HIBYL-COA-H 0.00856976 0.01007113 1.09952977

NKTR NM_001012651.1NKTR 3 Homo sapiens natural killer-tumor recognition sequence (NKTR), transcript variant 2, mRNA.DKFZp686J06106; DKFZp686G0426; p104; DKFZp686N24126; MGC90527; DKFZp686F17540.04280654 0.03898936 1.09946494

WASL NM_003941.2 WASL 7 Homo sapiens Wiskott-Aldrich syndrome-like (WASL), mRNA.DKFZp779G0847; NWASP; MGC48327; N-WASP0.02143434 0.02188837 1.09945973

RUVBL2 NM_006666.1 RUVBL2 19 Homo sapiens RuvB-like 2 (E. coli) (RUVBL2), mRNA.TIP49B; TIP48; TIH2; RVB2; CGI-46; ECP510.01201251 0.01338725 1.09939896

COMMD3 NM_012071.2 COMMD3 10 Homo sapiens COMM domain containing 3 (COMMD3), mRNA.C10orf8; DKFZp686K0399; BUP; FLJ454710.00028816 0.00056803 1.09937994

MRPL36 NM_032479.2 MRPL36 5 Homo sapiens mitochondrial ribosomal protein L36 (MRPL36), nuclear gene encoding mitochondrial protein, mRNA.MGC104245; BRIP1; RPMJ; L36mt; PRPL360.00026567 0.00053121 1.09924903

ACTR1A NM_005736.2 ACTR1A 10 Homo sapiens ARP1 actin-related protein 1 homolog A, centractin alpha (yeast) (ACTR1A), mRNA.ARP1 0.00455186 0.00585259 1.09920737

ARMC1 NM_018120.3 ARMC1 8 Homo sapiens armadillo repeat containing 1 (ARMC1), mRNA.FLJ10511; Arcp 0.00361226 0.00479485 1.09909874

USP49 NM_018561.3 USP49 6 Homo sapiens ubiquitin specific peptidase 49 (USP49), mRNA.MGC20741 0.01388055 0.01510829 1.0988124

CHP NM_007236.3 CHP 15 Homo sapiens calcium binding protein P22 (CHP), mRNA.SLC9A1BP 0.00038542 0.00072537 1.09858176

ZFP36 NM_003407.1 ZFP36 19 Homo sapiens zinc finger protein 36, C3H type, homolog (mouse) (ZFP36), mRNA.NUP475; GOS24; TIS11; TTP; G0S24; RNF162A0.00090075 0.00147037 1.09853765

POLR2H NM_006232.2 POLR2H 3 Homo sapiens polymerase (RNA) II (DNA directed) polypeptide H (POLR2H), mRNA.RPB17; hsRPB8; RPABC3; RPB82.2334E-05 7.1779E-05 1.09851679

SNF8 NM_007241.2 SNF8 17 Homo sapiens SNF8, ESCRT-II complex subunit, homolog (S. cerevisiae) (SNF8), mRNA.VPS22; EAP30; Dot30.02345429 0.02367011 1.09842851

BAT2D1 NM_015172.2 BAT2D1 1 Homo sapiens BAT2 domain containing 1 (BAT2D1), mRNA.BAT2-iso; XTP2 0.00366015 0.00484961 1.09797502

BSDC1 NM_018045.4 BSDC1 1 Homo sapiens BSD domain containing 1 (BSDC1), mRNA.RP4-811H24.7; FLJ10276; DKFZp686B091390.01493798 0.01606593 1.09786044

ATG16L1 NM_017974.3 ATG16L1 2 Homo sapiens ATG16 autophagy related 16-like 1 (S. cerevisiae) (ATG16L1), transcript variant 2, mRNA.ATG16L; APG16L; IBD10; WDR30; FLJ00045; FLJ10035; FLJ10828; FLJ226770.00683054 0.00828924 1.09731174

C5orf28 NM_022483.3 C5ORF28 5 Homo sapiens chromosome 5 open reading frame 28 (C5orf28), mRNA.MGC90226; MGC149524; FLJ216570.03961852 0.03656005 1.09723371

RAB11A NM_004663.3 RAB11A 15 Homo sapiens RAB11A, member RAS oncogene family (RAB11A), mRNA.MGC1490; YL8 0.00438755 0.0056654 1.09699024

ARHGEF3 NM_019555.1 ARHGEF3 3 Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), mRNA.DKFZP434F2429; XPLN; GEF3; MGC118905; STA30.00964181 0.01112682 1.09673765

ATP6V0E1 NM_003945.3 ATP6V0E1 5 Homo sapiens ATPase, H+ transporting, lysosomal 9kDa, V0 subunit e1 (ATP6V0E1), mRNA.Vma21p; ATP6V0E; Vma21; ATP6H; M9.20.00135943 0.00208854 1.09651346

AKR1D1 NM_005989.2 AKR1D1 7 Homo sapiens aldo-keto reductase family 1, member D1 (delta 4-3-ketosteroid-5-beta-reductase) (AKR1D1), mRNA.3o5bred; SRD5B10.00123037 0.00192052 1.09645043

LOC399748 XR_018212.1 LOC399748 PREDICTED: Homo sapiens misc_RNA (LOC399748), miscRNA.0.0018607 0.00272278 1.09612695

NMRAL1 NM_020677.2 NMRAL1 16 Homo sapiens NmrA-like family domain containing 1 (NMRAL1), mRNA.FLJ25918; HSCARG0.00721392 0.00868362 1.096059
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FKTN NM_006731.2 FKTN 9 Homo sapiens fukutin (FKTN), transcript variant 2, mRNA.MGC126857; FCMD; MGC134944; LGMD2M; MGC138243; FKTN; MGC134945; CMD1X5.6866E-05 0.00015129 1.09586943

DDX1 NM_004939.1 DDX1 2 Homo sapiens DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 (DDX1), mRNA.UKVH5d; DBP-RB 9.594E-05 0.00023196 1.09576593

PSMD1 NM_002807.2 PSMD1 2 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 1 (PSMD1), mRNA.S1; MGC133041; P112; MGC1330400.00074496 0.00125409 1.09575253

MAGEB2 NM_002364.3 MAGEB2 X Homo sapiens melanoma antigen family B, 2 (MAGEB2), mRNA.MAGE-XP-2; MGC26438; DAM60.00029194 0.00057433 1.09567458

BOLA2 NM_001031827.1BOLA2 16 Homo sapiens bolA homolog 2 (E. coli) (BOLA2), mRNA.BOLA2A; My0160.00165897 0.00246875 1.09566939

LOC729090 XR_015449.2 LOC729090 5 PREDICTED: Homo sapiens similar to Eukaryotic translation elongation factor 1 alpha 1 (LOC729090), mRNA.0.00032016 0.00062039 1.09542656

DEF8 NM_207514.1 DEF8 16 Homo sapiens differentially expressed in FDCP 8 homolog (mouse) (DEF8), transcript variant 1, mRNA.MGC104349 0.00079372 0.00132323 1.09533559

RIC8A NM_021932.4 RIC8A 11 Homo sapiens resistance to inhibitors of cholinesterase 8 homolog A (C. elegans) (RIC8A), mRNA.synembryn; MGC131931; MGC148073; MGC148074; RIC8; MGC1045170.03090583 0.02969423 1.09502529

ALKBH5 NM_017758.2 ALKBH5 17 Homo sapiens alkB, alkylation repair homolog 5 (E. coli) (ALKBH5), mRNA.OFOXD1; OFOXD; FLJ203085.6325E-05 0.00015026 1.09501707

NDUFA4 NM_002489.2 NDUFA4 7 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4, 9kDa (NDUFA4), nuclear gene encoding mitochondrial protein, mRNA.FLJ27440; MGC126843; CI-MLRQ; MLRQ; MGC126845; MGC1044229.4691E-05 0.00022963 1.09489463

AARSD1 NM_025267.2 AARSD1 17 Homo sapiens alanyl-tRNA synthetase domain containing 1 (AARSD1), mRNA.MGC2744 0.04704566 0.04218052 1.09489146

TMEM93 NM_001014764.1TMEM93 17 Homo sapiens transmembrane protein 93 (TMEM93), transcript variant 1, mRNA.MGC2963 0.00091895 0.00149507 1.09466159

LILRB3 NM_006864.1 LILRB3 19 Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM and ITIM domains), member 3 (LILRB3), transcript variant 2, mRNA.LIR-3; MGC138403; LIR3; CD85A; ILT5; HL92.1009E-05 6.8651E-05 1.0942907

EPN1 NM_013333.2 EPN1 19 Homo sapiens epsin 1 (EPN1), mRNA.0.00071837 0.00121444 1.09412085

MRPL17 NM_022061.2 MRPL17 11 Homo sapiens mitochondrial ribosomal protein L17 (MRPL17), nuclear gene encoding mitochondrial protein, mRNA.RPML26; MRP-L26; RPL17L0.0012575 0.00195556 1.09384871

LOC100128062XR_037874.1 LOC100128062 PREDICTED: Homo sapiens misc_RNA (LOC100128062), miscRNA.0.00269707 0.00372488 1.09377611

TTC4 NM_004623.2 TTC4 1 Homo sapiens tetratricopeptide repeat domain 4 (TTC4), mRNA.MGC5097 0.00144317 0.00219718 1.09373783

UBAC2 NM_177967.2 UBAC2 13 Homo sapiens UBA domain containing 2 (UBAC2), mRNA.FLJ30548; MGC90487; FLJ26351; FLJ42413; PHGDHL1; FLJ300010.00938312 0.010887 1.09372281

LLGL1 NM_004140.3 LLGL1 17 Homo sapiens lethal giant larvae homolog 1 (Drosophila) (LLGL1), mRNA.HUGL; LLGL; DLG4; HUGL1; HUGL-10.04019182 0.03696855 1.09368457

ATP5J NM_001003703.1ATP5J 21 Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, subunit F6 (ATP5J), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA.ATP5A; CF6; F6; ATPM; ATP53.0155E-05 9.0455E-05 1.09362709

TUBB2C NM_006088.5 TUBB2C 9 Homo sapiens tubulin, beta 2C (TUBB2C), mRNA.TUBB2 0.0001663 0.00036153 1.09341158

SEC61G NM_014302.3 SEC61G 7 Homo sapiens Sec61 gamma subunit (SEC61G), transcript variant 1, mRNA.SSS1 1.0936E-05 4.0831E-05 1.09334624

ENY2 NM_020189.4 ENY2 8 Homo sapiens enhancer of yellow 2 homolog (Drosophila) (ENY2), mRNA.DC6; FLJ20480; e(y)20.00013105 0.00029751 1.09310992

GPD1L NM_015141.2 GPD1L 3 Homo sapiens glycerol-3-phosphate dehydrogenase 1-like (GPD1L), mRNA.KIAA0089 0.00797351 0.00945912 1.09310306

SAPS3 NM_018312.3 SAPS3 11 Homo sapiens SAPS domain family, member 3 (SAPS3), mRNA.MGC125712; SAPL; SAP190; SAPLa; DKFZp781E2374; C11orf23; PP6R3; DKFZp781O2362; KIAA1558; FLJ11058; MGC125711; DKFZp781E17107; FLJ430650.00267273 0.00370057 1.09254126

RAB10 NM_016131.2 RAB10 2 Homo sapiens RAB10, member RAS oncogene family (RAB10), mRNA.0.00032933 0.00063576 1.09170165

MRPL33 NM_004891.2 MRPL33 2 Homo sapiens mitochondrial ribosomal protein L33 (MRPL33), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.C2orf1; RPL33L; MGC23922; MGC111093; MGC136949.8866E-05 0.00023772 1.09150429

LOC100130168XM_001719127.1LOC100130168 PREDICTED: Homo sapiens hypothetical protein LOC100130168 (LOC100130168), mRNA.0.00635632 0.00780223 1.09148955

C16orf80 NM_013242.2 C16ORF80 16 Homo sapiens chromosome 16 open reading frame 80 (C16orf80), mRNA.EVORF; GTL3 0.02833052 0.02764676 1.09148331

CBWD5 NM_001024916.2CBWD5 9 Homo sapiens COBW domain containing 5 (CBWD5), mRNA.FLJ40320; DC36; MGC167043; MGC44166; FLJ348560.03900532 0.03607766 1.09145096

DUSP23 NM_017823.3 DUSP23 1 Homo sapiens dual specificity phosphatase 23 (DUSP23), mRNA.MOSP; FLJ20442; RP11-190A12.1; DUSP25; VHZ; LDP-30.00185248 0.00271166 1.09128163

PDCD6 NM_013232.2 PDCD6 5 Homo sapiens programmed cell death 6 (PDCD6), mRNA.ALG-2; MGC111017; MGC9123; PEF1B; MGC1190500.00040467 0.0007556 1.09059106

LOC727808 XR_041978.1 LOC727808 PREDICTED: Homo sapiens hypothetical protein LOC727808 (LOC727808), miscRNA.0.04961141 0.04403991 1.09008027

FAT1 NM_005245.3 FAT1 4 Homo sapiens FAT tumor suppressor homolog 1 (Drosophila) (FAT1), mRNA.ME5; hFat1; CDHF7; FAT14.9E-05 0.00013435 1.09002825

PPM1G NM_002707.3 PPM1G 2 Homo sapiens protein phosphatase 1G (formerly 2C), magnesium-dependent, gamma isoform (PPM1G), transcript variant 2, mRNA.MGC2870; PP2CG; PP2CGAMMA; PPP2CG; MGC16750.0009161 0.00149125 1.08989211

DNAJB6 NM_005494.2 DNAJB6 7 Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), transcript variant 2, mRNA.DKFZp566D0824; HSJ-2; MGC117297; HSJ2; MRJ; HHDJ1; FLJ42837; MSJ-1; DnaJ; MGC11520.00403707 0.00529308 1.08979997

ARPC4 NM_005718.3 ARPC4 3 Homo sapiens actin related protein 2/3 complex, subunit 4, 20kDa (ARPC4), transcript variant 1, mRNA.ARC20; p20-Arc; MGC135440.03075437 0.02957138 1.0897889

GNL2 NM_013285.1 GNL2 1 Homo sapiens guanine nucleotide binding protein-like 2 (nucleolar) (GNL2), mRNA.dJ423B22.6; Ngp-1; FLJ40906; NGP1; HUMAUANTIG0.00148855 0.00225415 1.08970118

SPRED1 NM_152594.1 SPRED1 15 Homo sapiens sprouty-related, EVH1 domain containing 1 (SPRED1), mRNA.NFLS; FLJ339030.01213492 0.01350308 1.08929705

SPSB3 NM_080861.3 SPSB3 16 Homo sapiens splA/ryanodine receptor domain and SOCS box containing 3 (SPSB3), mRNA.SSB3; C16orf310.01347638 0.01474153 1.08909321

HLA-E NM_005516.4 HLA-E 6 Homo sapiens major histocompatibility complex, class I, E (HLA-E), mRNA.DKFZp686P19218; EA2.1; MHC; HLA-6.2; EA1.20.01628595 0.01730986 1.08890402

ROCK2 NM_004850.3 ROCK2 2 Homo sapiens Rho-associated, coiled-coil containing protein kinase 2 (ROCK2), mRNA.KIAA0619 0.00010918 0.00025696 1.08880463

PDE4C NM_000923.1 PDE4C 19 Homo sapiens phosphodiesterase 4C, cAMP-specific (phosphodiesterase E1 dunce homolog, Drosophila) (PDE4C), mRNA.PDE4C-791; DPDE1; MGC1262220.00095965 0.00155121 1.08863908

ITM2B NM_021999.2 ITM2B 13 Homo sapiens integral membrane protein 2B (ITM2B), mRNA.E3-16; BRICD2B; FBD; E25B; BRI; BRI2; ABRI0.00324752 0.00437356 1.08820492

ARL2 NM_001667.1 ARL2 11 Homo sapiens ADP-ribosylation factor-like 2 (ARL2), mRNA.ARFL2 0.00465854 0.00596963 1.08802391

LRPPRC NM_133259.2 LRPPRC 2 Homo sapiens leucine-rich PPR-motif containing (LRPPRC), mRNA.GP130; CLONE-23970; LRP130; LSFC0.02833874 0.0276517 1.08786647

LOC728533 XR_015610.2 LOC728533 19 PREDICTED: Homo sapiens misc_RNA (LOC728533), miscRNA.0.00283155 0.00388249 1.08731101

GJC1 NM_005497.2 GJC1 17 Homo sapiens gap junction protein, gamma 1, 45kDa (GJC1), transcript variant 2, mRNA.DKFZp686P0738; GJA7; CX458.8128E-05 0.00021671 1.08729974

RGS10 NM_002925.3 RGS10 10 Homo sapiens regulator of G-protein signaling 10 (RGS10), transcript variant 1, mRNA.0.01128928 0.0127104 1.08705762

MRPS17 NM_015969.2 MRPS17 7 Homo sapiens mitochondrial ribosomal protein S17 (MRPS17), nuclear gene encoding mitochondrial protein, mRNA.RPMS17; HSPC011; MRP-S170.00264091 0.00366171 1.08684067

TMEM85 NM_016454.2 TMEM85 15 Homo sapiens transmembrane protein 85 (TMEM85), mRNA.PIG17; MGC24415; FLJ907460.00032064 0.00062077 1.08679731

BCKDK NM_005881.1 BCKDK 16 Homo sapiens branched chain ketoacid dehydrogenase kinase (BCKDK), mRNA.0.00193602 0.00281656 1.08666781

CST3 NM_000099.2 CST3 20 Homo sapiens cystatin C (CST3), mRNA.MGC117328 0.00044835 0.0008204 1.08654088

TAF1C NM_139353.1 TAF1C 16 Homo sapiens TATA box binding protein (TBP)-associated factor, RNA polymerase I, C, 110kDa (TAF1C), transcript variant 2, mRNA.SL1; MGC:39976; TAFI95; TAFI1100.00768298 0.00915779 1.08647776

ARGLU1 NM_018011.2 ARGLU1 13 Homo sapiens arginine and glutamate rich 1 (ARGLU1), mRNA.FLJ10154; RP11-297I6.1; DKFZp686O081060.00141036 0.00215471 1.08639518

ZNF223 NM_013361.2 ZNF223 Homo sapiens zinc finger protein 223 (ZNF223), mRNA.0.04315065 0.03924576 1.08635209

TOMM20 NM_014765.2 TOMM20 1 Homo sapiens translocase of outer mitochondrial membrane 20 homolog (yeast) (TOMM20), nuclear gene encoding mitochondrial protein, mRNA.0.00065926 0.00113043 1.08627

CLTA NM_007096.1 CLTA 9 Homo sapiens clathrin, light chain (Lca) (CLTA), transcript variant 2, mRNA.LCA 0.00555911 0.00696198 1.08614245

C7orf30 NM_138446.1 C7ORF30 7 Homo sapiens chromosome 7 open reading frame 30 (C7orf30), mRNA.0.00080868 0.00134483 1.08595148

RBCK1 NM_006462.3 RBCK1 Homo sapiens RanBP-type and C3HC4-type zinc finger containing 1 (RBCK1), transcript variant 1, mRNA.XAP4; RNF54; ZRANB4; RBCK2; UBCE7IP3; C20orf180.05554004 0.04842575 1.08594583

RNF219 NM_024546.3 RNF219 13 Homo sapiens ring finger protein 219 (RNF219), mRNA.DKFZp686N15250; DKFZp686O03173; DKFZp686A01276; FLJ13449; FLJ257740.03867641 0.0358301 1.08593651

PIR NM_001018109.1PIR X Homo sapiens pirin (iron-binding nuclear protein) (PIR), transcript variant 2, mRNA.0.00928935 0.01078676 1.0855741

TMEM69 NM_016486.3 TMEM69 1 Homo sapiens transmembrane protein 69 (TMEM69), mRNA.C1orf154; MGC104183; RP11-767N6.4; FLJ210290.01196868 0.01334518 1.08554754

BLZF1 NM_003666.2 BLZF1 1 Homo sapiens basic leucine zipper nuclear factor 1 (BLZF1), mRNA.JEM1; JEM-1; GOLGIN-45; MGC22497; JEM-1s0.00289959 0.003964 1.08534274

GGCT NM_024051.2 GGCT 7 Homo sapiens gamma-glutamyl cyclotransferase (GGCT), mRNA.FLJ11717; MGC3077; CRF210.00735183 0.00882903 1.08523626

ZW10 NM_004724.2 ZW10 11 Homo sapiens ZW10, kinetochore associated, homolog (Drosophila) (ZW10), mRNA.MGC149821; KNTC1AP; HZW100.00493874 0.0062819 1.08508095

STRAP NM_007178.2 STRAP 12 Homo sapiens serine/threonine kinase receptor associated protein (STRAP), mRNA.MAWD; PT-WD; UNRIP0.00019026 0.000404 1.08488865

FLJ44124 NM_001039755.1FLJ44124 7 Homo sapiens hypothetical protein LOC641737 (FLJ44124), mRNA.FLJ26154 0.00509532 0.00645485 1.08482631

C10orf58 NM_032333.2 C10ORF58 10 Homo sapiens chromosome 10 open reading frame 58 (C10orf58), transcript variant 1, mRNA.MGC4248 0.00178766 0.00263612 1.08457722

RPL7L1 NM_198486.2 RPL7L1 6 Homo sapiens ribosomal protein L7-like 1 (RPL7L1), mRNA.MGC62004; dJ475N16.40.0012495 0.00194554 1.0844435
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FAM82A2 NM_018145.1 FAM82A2 15 Homo sapiens family with sequence similarity 82, member A2 (FAM82A2), mRNA.ptpip51; RMD3; hRMD-3; FLJ105790.00731121 0.00878386 1.08432895

SDHAF2 NM_017841.1 SDHAF2 11 Homo sapiens succinate dehydrogenase complex assembly factor 2 (SDHAF2), mRNA.FLJ20487 0.00365886 0.00484937 1.08422165

EIF4A3 NM_014740.2 EIF4A3 17 Homo sapiens eukaryotic translation initiation factor 4A, isoform 3 (EIF4A3), mRNA.eIF4AIII; MGC10862; hNMP265; NUK-34; KIAA0111; DDX480.00051955 0.00092898 1.08351345

CISD1 NM_018464.2 CISD1 10 Homo sapiens CDGSH iron sulfur domain 1 (CISD1), mRNA.C10orf70; MDS029; mitoNEET; ZCD1; MGC146840.00088714 0.00145139 1.08336326

AMZ2 NM_016627.4 AMZ2 17 Homo sapiens archaelysin family metallopeptidase 2 (AMZ2), transcript variant 2, mRNA.0.00339193 0.00454294 1.08270146

LOC646567 XM_940087.1 LOC646567 1 PREDICTED: Homo sapiens similar to HSPC307 (LOC646567), mRNA.0.01385949 0.01508724 1.0821958

C8orf59 XM_929832.1 C8ORF59 8 Homo sapiens chromosome 8 open reading frame 59 (C8orf59), transcript variant 3, mRNA.5.2961E-05 0.00014298 1.08214098

NDUFB9 NM_005005.2 NDUFB9 8 Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9, 22kDa (NDUFB9), mRNA.DKFZp566O173; UQOR22; FLJ22885; B22; LYRM39.0204E-05 0.00022052 1.08186831

LAMP1 NM_005561.2 LAMP1 13 Homo sapiens lysosomal-associated membrane protein 1 (LAMP1), mRNA.LGP120; LAMPA; CD107a0.00023699 0.00048345 1.08182981

KIAA0174 NM_014761.2 KIAA0174 16 Homo sapiens KIAA0174 (KIAA0174), mRNA.MGC117220 0.0007916 0.00132044 1.08182532

LOC100130445XM_001715069.1LOC100130445 PREDICTED: Homo sapiens similar to AML-associated zinc finger protein (LOC100130445), mRNA.0.00546439 0.00685607 1.08179476

SLC4A2 NM_003040.2 SLC4A2 7 Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte membrane protein band 3-like 1) (SLC4A2), mRNA.HKB3; NBND3; EPB3L1; AE2; BND3L0.03850494 0.03570895 1.08139429

CSF2RA NM_172249.1 CSF2RA XY Homo sapiens colony stimulating factor 2 receptor, alpha, low-affinity (granulocyte-macrophage) (CSF2RA), transcript variant 6, mRNA.CSF2R; CSF2RAY; CSF2RX; GM-CSF-R-alpha; CSF2RAX; CD116; MGC3848; CDw116; GMR; MGC4838; CSF2RY; GMCSFR0.02646479 0.02619017 1.08111175

SULT1A1 NM_177534.1 SULT1A1 16 Homo sapiens sulfotransferase family, cytosolic, 1A, phenol-preferring, member 1 (SULT1A1), transcript variant 5, mRNA.HAST1/HAST2; MGC5163; P-PST; MGC131921; ST1A3; TSPST1; STP1; STP; PST0.03455263 0.03258084 1.08093845

COX7A2L NM_004718.2 COX7A2L 2 Homo sapiens cytochrome c oxidase subunit VIIa polypeptide 2 like (COX7A2L), nuclear gene encoding mitochondrial protein, mRNA.EB1; COX7RP; COX7AR; SIG810.00044433 0.00081423 1.08064597

SEC61B NM_006808.2 SEC61B 9 Homo sapiens Sec61 beta subunit (SEC61B), mRNA.0.00067534 0.00115303 1.08045342

NDUFA3 NM_004542.1 NDUFA3 19 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3, 9kDa (NDUFA3), mRNA.B9 0.00070397 0.00119286 1.08040088

ACO1 NM_002197.1 ACO1 9 Homo sapiens aconitase 1, soluble (ACO1), mRNA.IREBP; IRP1; IREB10.00192437 0.00280333 1.08022122

AP2S1 NM_004069.3 AP2S1 19 Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), transcript variant AP17, mRNA.AP17; CLAPS2; AP17-DELTA8.0027E-05 0.00019976 1.08010909

RPL11 NM_000975.2 RPL11 1 Homo sapiens ribosomal protein L11 (RPL11), mRNA.GIG34 0.00051871 0.00092767 1.07994173

CAB39 NM_016289.2 CAB39 2 Homo sapiens calcium binding protein 39 (CAB39), mRNA.FLJ22682; CGI-66; MO250.00295803 0.00403259 1.07925975

DCTN2 NM_006400.3 DCTN2 12 Homo sapiens dynactin 2 (p50) (DCTN2), mRNA.DCTN50; RBP50; DYNAMITIN0.00155828 0.00234035 1.07897203

LOC653147 XM_939231.1 LOC653147 11 Homo sapiens hCG1995786 (LOC653147), mRNA.0.0026884 0.00371523 1.07858042

LOC401397 Hs.117929 LOC401397 7 PREDICTED: Homo sapiens hypothetical LOC401397 (LOC401397), mRNA.0.00080751 0.0013434 1.07848126

G3BP2 NM_012297.3 G3BP2 4 Homo sapiens GTPase activating protein (SH3 domain) binding protein 2 (G3BP2), transcript variant 2, mRNA.0.02757434 0.02706536 1.07844198

EZR NM_003379.4 EZR 6 Homo sapiens ezrin (EZR), transcript variant 1, mRNA.VIL2; MGC1584; CVL; FLJ26216; DKFZp762H157; CVIL0.01750181 0.01841258 1.07763671

PDHA1 NM_000284.1 PDHA1 X Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 1 (PDHA1), mRNA.PDHCE1A; PDHA; PHE1A0.00213246 0.00306322 1.07760446

HNRNPA0 NM_006805.3 HNRNPA0 5 Homo sapiens heterogeneous nuclear ribonucleoprotein A0 (HNRNPA0), mRNA.hnRNPA0 0.02082607 0.02134672 1.07736997

GMDS NM_001500.2 GMDS 6 Homo sapiens GDP-mannose 4,6-dehydratase (GMDS), mRNA.GMD 0.00480159 0.00612877 1.07691483

LOC100132394XM_001713809.1LOC100132394X PREDICTED: Homo sapiens hypothetical protein LOC100132394 (LOC100132394), mRNA.0.00835963 0.00985985 1.07652762

C14orf173 NM_022489.2 C14ORF173 14 Homo sapiens chromosome 14 open reading frame 173 (C14orf173), transcript variant 2, mRNA.DKFZp762A0214; FLJ22056; pp94840.04824192 0.04309015 1.07606595

SLC2A1 NM_006516.1 SLC2A1 1 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 1 (SLC2A1), mRNA.MGC141895; MGC141896; GLUT; GLUT10.00042714 0.00078967 1.0759558

RPL38 NM_001035258.1RPL38 17 Homo sapiens ribosomal protein L38 (RPL38), transcript variant 2, mRNA.0.00062823 0.00108719 1.07572222

LOC728877 XR_041759.1 LOC728877 22 PREDICTED: Homo sapiens misc_RNA (LOC728877), miscRNA.0.009791 0.01127082 1.07524241

FAM115A NM_014719.1 FAM115A 7 Homo sapiens family with sequence similarity 115, member A (FAM115A), mRNA.KIAA0738 0.00016311 0.00035617 1.07497891

CCDC24 NM_152499.1 CCDC24 1 Homo sapiens coiled-coil domain containing 24 (CCDC24), mRNA.RP5-1198O20.2; MGC454410.04319872 0.03927726 1.0744768

SAFB2 NM_014649.1 SAFB2 19 Homo sapiens scaffold attachment factor B2 (SAFB2), mRNA.KIAA0138 0.00789061 0.00937217 1.07421357

FAF2 NM_014613.1 FAF2 5 Homo sapiens Fas associated factor family member 2 (FAF2), mRNA.ETEA; KIAA08870.00620529 0.00765863 1.07419382

ATP5C1 NM_005174.2 ATP5C1 10 Homo sapiens ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypeptide 1 (ATP5C1), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.ATP5CL1; ATP5C0.00116308 0.00183079 1.0737724

RPA3 NM_002947.3 RPA3 7 Homo sapiens replication protein A3, 14kDa (RPA3), mRNA.REPA3 0.00308394 0.00418408 1.07362934

COX7A2 NM_001865.2 COX7A2 6 Homo sapiens cytochrome c oxidase subunit VIIa polypeptide 2 (liver) (COX7A2), mRNA.MGC118950; MGC118952; COX7AL; MGC126875; COX7AL1; MGC126877; MGC118951; COXVIIa-L0.00066744 0.00114154 1.07340462

ALDH7A1 XM_937964.1 ALDH7A1 5 Homo sapiens aldehyde dehydrogenase 7 family, member A1 (ALDH7A1), mRNA.ATQ1; PDE; EPD0.00488309 0.00622103 1.07281284

BRMS1 NM_015399.3 BRMS1 11 Homo sapiens breast cancer metastasis suppressor 1 (BRMS1), transcript variant 1, mRNA.DKFZp564A063 0.00423925 0.00550957 1.07262837

TIPARP NM_015508.2 TIPARP 3 Homo sapiens TCDD-inducible poly(ADP-ribose) polymerase (TIPARP), mRNA.PARP-7; PARP-1; FLJ40466; DDF1; DKFZp686P1838; DKFZp686N0351; PARP7; DKFZP434J2140.0193528 0.02003321 1.07261926

ZNF430 NM_025189.2 ZNF430 19 Homo sapiens zinc finger protein 430 (ZNF430), mRNA.MGC133232; DKFZp762K012; FLJ136590.02044201 0.02099968 1.07260951

CTSL1 NM_145918.2 CTSL1 9 Homo sapiens cathepsin L1 (CTSL1), transcript variant 2, mRNA.MEP; CATL; FLJ31037; CTSL0.01148668 0.01289954 1.07225665

FEZ2 NM_005102.2 FEZ2 2 Homo sapiens fasciculation and elongation protein zeta 2 (zygin II) (FEZ2), transcript variant 1, mRNA.MGC117372; HUM3CL0.01250333 0.01383931 1.07178007

PDCD7 NM_005707.1 PDCD7 15 Homo sapiens programmed cell death 7 (PDCD7), mRNA.HES18; ES18; MGC220150.01145731 0.01287315 1.07156835

KIAA0196 NM_014846.2 KIAA0196 8 Homo sapiens KIAA0196 (KIAA0196), mRNA.SPG8; MGC1110530.0450333 0.04070487 1.07131203

SOX9 NM_000346.2 SOX9 17 Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dysplasia, autosomal sex-reversal) (SOX9), mRNA.CMPD1; CMD1; SRA10.01016669 0.01163309 1.07128901

H3F3B NM_005324.3 H3F3B 17 Homo sapiens H3 histone, family 3B (H3.3B) (H3F3B), mRNA.H3F3A; H3.3B 0.00322023 0.00434348 1.07095189

C20orf24 NM_199485.1 C20ORF24 20 Homo sapiens chromosome 20 open reading frame 24 (C20orf24), transcript variant 2, mRNA.PNAS-11; RIP5 0.00026821 0.00053484 1.07087269

COPS7B NM_022730.1 COPS7B 2 Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7B (Arabidopsis) (COPS7B), mRNA.FLJ12612; MGC1110770.02431945 0.02441964 1.07084079

EML4 NM_019063.2 EML4 2 Homo sapiens echinoderm microtubule associated protein like 4 (EML4), mRNA.FLJ10942; C2orf2; ELP120; DKFZp686P18118; ROPP120; FLJ323180.00888633 0.0103889 1.07069934

UQCRQ NM_014402.2 UQCRQ 5 Homo sapiens ubiquinol-cytochrome c reductase, complex III subunit VII, 9.5kDa (UQCRQ), nuclear gene encoding mitochondrial protein, mRNA.QP-C; QCR8 0.0005278 0.00094201 1.07060928

AMY1C NM_001008219.1AMY1C 1 Homo sapiens amylase, alpha 1C (salivary) (AMY1C), mRNA.AMY1 0.03825907 0.03551847 1.07046934

PPP2R2A NM_002717.2 PPP2R2A 8 Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B, alpha isoform (PPP2R2A), mRNA.MGC52248; FLJ26613; PR55A; B55A; PR52A0.02690215 0.02652725 1.07033132

EXOSC9 NM_001034194.1EXOSC9 4 Homo sapiens exosome component 9 (EXOSC9), transcript variant 1, mRNA.p5; PMSCL1; PM/Scl-75; p6; Rrp45p; RRP450.01149565 0.01290632 1.0703043

COQ5 NM_032314.2 COQ5 12 Homo sapiens coenzyme Q5 homolog, methyltransferase (S. cerevisiae) (COQ5), mRNA.MGC4767; MGC1043030.00503719 0.00639044 1.07008328

PPP6C NM_002721.3 PPP6C 9 Homo sapiens protein phosphatase 6, catalytic subunit (PPP6C), mRNA.0.00370057 0.00489948 1.06999732

SSNA1 NM_003731.1 SSNA1 9 Homo sapiens Sjogren syndrome nuclear autoantigen 1 (SSNA1), mRNA.NA14; NA-14; N140.02496766 0.02495344 1.06982181

OCIAD1 NM_017830.1 OCIAD1 4 Homo sapiens OCIA domain containing 1 (OCIAD1), mRNA.TPA018; MGC111072; FLJ20455; Asrij; OCIA0.00244322 0.00343209 1.0695396

CRKL NM_005207.2 CRKL 22 Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian)-like (CRKL), mRNA.0.01009249 0.01155874 1.06922693

LY6E NM_002346.1 LY6E 8 Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mRNA.TSA-1; RIGE; RIG-E; SCA2; SCA-20.00286653 0.00392492 1.06800466

MANBAL NM_022077.3 MANBAL 20 Homo sapiens mannosidase, beta A, lysosomal-like (MANBAL), transcript variant 2, mRNA.0.01964107 0.02029809 1.06779381

PLEKHM2 XM_290944.4 PLEKHM2 1 Homo sapiens pleckstrin homology domain containing, family M (with RUN domain) member 2 (PLEKHM2), mRNA.SKIP; RP11-169K16.1; KIAA08420.02474312 0.02478549 1.06778595

LTA4H NM_000895.1 LTA4H 12 Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA.0.00714809 0.00861501 1.06735851

LOC402175 XR_038253.1 LOC402175 PREDICTED: Homo sapiens misc_RNA (LOC402175), miscRNA.0.00080734 0.00134337 1.06712325

UBA52 NM_003333.2 UBA52 19 Homo sapiens ubiquitin A-52 residue ribosomal protein fusion product 1 (UBA52), transcript variant 1, mRNA.CEP52; HUBCEP52; MGC126881; MGC57125; RPL40; MGC1268790.00095662 0.00154718 1.0670107

WBP5 NM_001006614.1WBP5 X Homo sapiens WW domain binding protein 5 (WBP5), transcript variant 4, mRNA.DKFZp313K1940; TCEAL90.00417981 0.00544685 1.06657482
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PSMD2 NM_002808.3 PSMD2 3 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 2 (PSMD2), mRNA.MGC14274; S2; TRAP2; P970.00117047 0.00184078 1.06643537

EMD NM_000117.1 EMD X Homo sapiens emerin (Emery-Dreifuss muscular dystrophy) (EMD), mRNA.STA; EDMD 0.00574917 0.00716218 1.06632817

TCEB1 NM_005648.2 TCEB1 8 Homo sapiens transcription elongation factor B (SIII), polypeptide 1 (15kDa, elongin C) (TCEB1), mRNA.SIII 0.00180446 0.00265465 1.06632187

C2orf69 NM_153689.5 C2ORF69 2 Homo sapiens chromosome 2 open reading frame 69 (C2orf69), mRNA.0.00901845 0.01052093 1.0662217

CD81 NM_004356.3 CD81 11 Homo sapiens CD81 molecule (CD81), mRNA.S5.7; TAPA1; TSPAN280.00284244 0.00389498 1.06611207

CD151 NM_004357.3 CD151 11 Homo sapiens CD151 molecule (Raph blood group) (CD151), transcript variant 4, mRNA.TSPAN24; MER2; GP27; SFA1; PETA-3; RAPH0.01371287 0.01495919 1.06598716

NUCB1 NM_006184.3 NUCB1 19 Homo sapiens nucleobindin 1 (NUCB1), mRNA.DKFZp686A15286; NUC; FLJ404710.00556398 0.00696708 1.06560175

ATP5H NM_001003785.1ATP5H 17 Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, subunit d (ATP5H), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA.ATPQ; ATP5JD 0.0004427 0.00081244 1.06511155

TMEM9B NM_020644.1 TMEM9B 11 Homo sapiens TMEM9 domain family, member B (TMEM9B), mRNA.C11orf15 0.03470567 0.03271109 1.06466145

DYNLT1 NM_006519.1 DYNLT1 6 Homo sapiens dynein, light chain, Tctex-type 1 (DYNLT1), mRNA.tctex-1; CW-1; MGC111571; TCTEL10.00106354 0.00169664 1.06420819

ACTG1 NM_001614.2 ACTG1 17 Homo sapiens actin, gamma 1 (ACTG1), mRNA.DFNA26; ACTG; DFNA20; ACT0.00018903 0.00040159 1.06414533

TACC1 NM_006283.1 TACC1 8 Homo sapiens transforming, acidic coiled-coil containing protein 1 (TACC1), mRNA.DKFZp686K18126; Ga55; KIAA11030.03081249 0.02962077 1.06371872

RHOA NM_001664.2 RHOA 3 Homo sapiens ras homolog gene family, member A (RHOA), mRNA.RHO12; RHOH12; ARHA; ARH120.0010133 0.00162625 1.06310971

ETFA NM_000126.1 ETFA 15 Homo sapiens electron-transfer-flavoprotein, alpha polypeptide (glutaric aciduria II) (ETFA), nuclear gene encoding mitochondrial protein, mRNA.GA2; MADD; EMA0.00963697 0.01112562 1.0629119

FNBP1 NM_015033.2 FNBP1 9 Homo sapiens formin binding protein 1 (FNBP1), mRNA.FBP17; MGC126804; KIAA05540.05681551 0.04937592 1.06271039

MDH2 NM_005918.2 MDH2 7 Homo sapiens malate dehydrogenase 2, NAD (mitochondrial) (MDH2), nuclear gene encoding mitochondrial protein, mRNA.MOR1; MDH; M-MDH; MGC:35590.01198702 0.01336223 1.06262193

CAPZB NM_004930.2 CAPZB 1 Homo sapiens capping protein (actin filament) muscle Z-line, beta (CAPZB), mRNA.CAPB; MGC104401; MGC129749; MGC129750; CAPZ; CAPPB0.03530913 0.03320496 1.0626065

C20orf43 NM_016407.1 C20ORF43 20 Homo sapiens chromosome 20 open reading frame 43 (C20orf43), mRNA.HSPC164; SHUJUN-3; CDAO50.0027376 0.00377194 1.06258226

PSMC2 NM_002803.2 PSMC2 7 Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 2 (PSMC2), mRNA.MGC3004; Nbla10058; MSS1; S70.00403553 0.00529263 1.06253194

GLO1 NM_006708.1 GLO1 6 Homo sapiens glyoxalase I (GLO1), mRNA.GLYI; GLOD1 0.00263401 0.00365389 1.0624339

CPD NM_001304.3 CPD 17 Homo sapiens carboxypeptidase D (CPD), mRNA.0.05474894 0.0478501 1.06230234

NDRG1 NM_006096.2 NDRG1 8 Homo sapiens N-myc downstream regulated gene 1 (NDRG1), mRNA.CMT4D; GC4; RTP; RIT42; PROXY1; NMSL; NDR1; TDD5; TARG1; CAP43; HMSNL; DRG10.03898942 0.03606676 1.06174448

RBM5 NM_005778.1 RBM5 3 Homo sapiens RNA binding motif protein 5 (RBM5), mRNA.LUCA15; RMB5; FLJ39876; G15; H370.03170525 0.03036257 1.06129978

GABPB2 NM_002041.3 GABPB2 15 Homo sapiens GA binding protein transcription factor, beta subunit 2 (GABPB2), transcript variant gamma-1, mRNA.NRF2B2; GABPB; E4TF1-47; E4TF1; BABPB2; NRF2B1; GABPB1; E4TF1B; E4TF1-530.00125946 0.00195758 1.05985657

SAT1 NM_002970.1 SAT1 X Homo sapiens spermidine/spermine N1-acetyltransferase 1 (SAT1), mRNA.KFSD; SSAT-1; DC21; SSAT; SAT0.01170341 0.01311104 1.05976028

SDF2L1 NM_022044.2 SDF2L1 22 Homo sapiens stromal cell-derived factor 2-like 1 (SDF2L1), mRNA.0.00489885 0.00623839 1.05946048

METAP1 NM_015143.1 METAP1 4 Homo sapiens methionyl aminopeptidase 1 (METAP1), mRNA.DKFZp781C0419; KIAA00940.0147855 0.01593122 1.0592411

BCAP31 NM_005745.6 BCAP31 X Homo sapiens B-cell receptor-associated protein 31 (BCAP31), mRNA.DXS1357E; 6C6-AG; CDM; BAP310.00695338 0.00841155 1.0584813

SURF6 NM_006753.3 SURF6 9 Homo sapiens surfeit 6 (SURF6), mRNA.FLJ30322 0.04447006 0.04027044 1.05839862

CAPZA2 NM_006136.2 CAPZA2 7 Homo sapiens capping protein (actin filament) muscle Z-line, alpha 2 (CAPZA2), mRNA.CAPZ; CAPPA2 0.01780545 0.01865819 1.05806014

MRFAP1 NM_033296.1 MRFAP1 4 Homo sapiens Mof4 family associated protein 1 (MRFAP1), mRNA.PAM14; PGR1 0.00291917 0.00398829 1.05750529

RPL26L1 NM_016093.2 RPL26L1 5 Homo sapiens ribosomal protein L26-like 1 (RPL26L1), mRNA.RPL26P1; FLJ469040.01073484 0.01218152 1.05709919

LOC642489 XM_925989.1 LOC642489 6 PREDICTED: Homo sapiens similar to FK506-binding protein 1A (LOC642489), mRNA.0.01487238 0.01600518 1.05696347

DNAL4 NM_005740.2 DNAL4 22 Homo sapiens dynein, axonemal, light chain 4 (DNAL4), mRNA.PIG27 0.04568955 0.04120466 1.05661821

LITAF NM_004862.2 LITAF 16 Homo sapiens lipopolysaccharide-induced TNF factor (LITAF), mRNA.MGC125274; MGC116701; CMT1C; MGC116700; SIMPLE; TP53I7; FLJ38636; PIG7; MGC125276; MGC116698; MGC1252750.00991192 0.01138761 1.05643484

LOC149501 XR_017100.2 LOC149501 1 PREDICTED: Homo sapiens misc_RNA (LOC149501), miscRNA.0.00895051 0.01045418 1.05641699

C8orf41 NM_025115.1 C8ORF41 8 Homo sapiens chromosome 8 open reading frame 41 (C8orf41), mRNA.FLJ23263 0.0355939 0.03344051 1.05543747

SSBP1 NM_003143.1 SSBP1 7 Homo sapiens single-stranded DNA binding protein 1 (SSBP1), mRNA.SSBP 0.00552714 0.0069259 1.05524066

FAM39E XM_930604.1 FAM39E 9 Homo sapiens family with sequence similarity 39, member E (FAM39E), mRNA.FLJ00038 0.00949889 0.0109966 1.055071

SSR4 NM_006280.1 SSR4 X Homo sapiens signal sequence receptor, delta (translocon-associated protein delta) (SSR4), mRNA.TRAPD 0.01680578 0.0177934 1.05498382

ORC6L NM_014321.2 ORC6L 16 Homo sapiens origin recognition complex, subunit 6 like (yeast) (ORC6L), mRNA.ORC6 0.004606 0.00591353 1.05454534

TOMM7 NM_019059.2 TOMM7 7 Homo sapiens translocase of outer mitochondrial membrane 7 homolog (yeast) (TOMM7), nuclear gene encoding mitochondrial protein, mRNA.TOM7 0.00084212 0.00138964 1.05432488

SEPW1 NM_003009.2 SEPW1 19 Homo sapiens selenoprotein W, 1 (SEPW1), mRNA.selW 0.01676006 0.01774714 1.05423211

TMEM106C NM_024056.2 TMEM106C 12 Homo sapiens transmembrane protein 106C (TMEM106C), mRNA.MGC5576; MGC1112100.01227112 0.01362871 1.05387343

EIF3I NM_003757.1 EIF3I 1 Homo sapiens eukaryotic translation initiation factor 3, subunit I (EIF3I), mRNA.EIF3S2; TRIP-1; eIF3-beta; TRIP1; eIF3i; eIF3-p36; PRO22420.00481745 0.00614811 1.05330651

YWHAB NM_139323.2 YWHAB 20 Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, beta polypeptide (YWHAB), transcript variant 2, mRNA.KCIP-1; HS1; GW1280.01120271 0.01262427 1.05312905

ATP6V1E1 NM_001039367.1ATP6V1E1 22 Homo sapiens ATPase, H+ transporting, lysosomal 31kDa, V1 subunit E1 (ATP6V1E1), transcript variant 3, mRNA.ATP6E2; ATP6E; P31; ATP6V1E; Vma40.00574473 0.00715767 1.05243762

CAP1 NM_006367.2 CAP1 1 Homo sapiens CAP, adenylate cyclase-associated protein 1 (yeast) (CAP1), mRNA.CAP1-PEN; CAP 0.00265806 0.00368259 1.0522364

SHFM1 NM_006304.1 SHFM1 7 Homo sapiens split hand/foot malformation (ectrodactyly) type 1 (SHFM1), mRNA.SHSF1; DSS1; SHFD1; Shfdg1; ECD; SEM10.00548646 0.00688082 1.05221224

LOC729324 XR_041500.1 LOC729324 PREDICTED: Homo sapiens misc_RNA (LOC729324), miscRNA.0.00636911 0.00781356 1.05214302

TMBIM6 NM_003217.1 TMBIM6 12 Homo sapiens transmembrane BAX inhibitor motif containing 6 (TMBIM6), transcript variant 1, mRNA.BI-1; TMBIM6 0.0025571 0.00356184 1.0518938

XPNPEP1 NM_020383.2 XPNPEP1 10 Homo sapiens X-prolyl aminopeptidase (aminopeptidase P) 1, soluble (XPNPEP1), mRNA.SAMP; XPNPEP; XPNPEPL1; XPNPEPL0.04039256 0.0371104 1.05181168

PKM2 NM_002654.3 PKM2 15 Homo sapiens pyruvate kinase, muscle (PKM2), transcript variant 1, mRNA.OIP3; TCB; PKM; THBP1; MGC3932; PK3; CTHBP0.01560137 0.01666501 1.05180011

RPS10 NM_001014.3 RPS10 6 Homo sapiens ribosomal protein S10 (RPS10), mRNA.MGC88819 0.02427551 0.0243811 1.05139702

ARCN1 NM_001655.3 ARCN1 11 Homo sapiens archain 1 (ARCN1), mRNA.COPD 0.00451172 0.00580778 1.05108055

APOA1BP NM_144772.1 APOA1BP 1 Homo sapiens apolipoprotein A-I binding protein (APOA1BP), mRNA.MGC119145; MGC119143; AIBP0.01852587 0.0192933 1.05048329

LOC100008589NM_003671.2 LOC100008589 Homo sapiens 28S ribosomal RNA (LOC100008589), non-coding RNA.0.02169538 0.02210092 1.05036386

ATP6V1F NM_004231.2 ATP6V1F 7 Homo sapiens ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F (ATP6V1F), mRNA.Vma7; MGC126038; ATP6S14; MGC126037; MGC117321; VATF0.00760745 0.00908009 1.05020515

MKRN1 NM_013446.2 MKRN1 7 Homo sapiens makorin ring finger protein 1 (MKRN1), mRNA.RNF61; FLJ213340.03241847 0.03089385 1.05015575

LOC646942 XR_016892.2 LOC646942 7 PREDICTED: Homo sapiens misc_RNA (LOC646942), miscRNA.0.0436166 0.03961205 1.04982296

CXXC5 NM_016463.5 CXXC5 5 Homo sapiens CXXC finger 5 (CXXC5), mRNA.HSPC195 0.01089685 0.01233823 1.04922524

F2R NM_001992.2 F2R 5 Homo sapiens coagulation factor II (thrombin) receptor (F2R), mRNA.PAR1; TR; HTR; CF2R0.05515031 0.0481769 1.04902652

ATP5O NM_001697.2 ATP5O 21 Homo sapiens ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit (ATP5O), nuclear gene encoding mitochondrial protein, mRNA.OSCP; ATPO 0.00679173 0.00825355 1.04890334

C14orf156 NM_031210.3 C14ORF156 14 Homo sapiens chromosome 14 open reading frame 156 (C14orf156), mRNA.DC50; SLIRP; PD048720.00466031 0.00597102 1.04783301

ARF4 NM_001660.2 ARF4 3 Homo sapiens ADP-ribosylation factor 4 (ARF4), mRNA.ARF2 0.02087547 0.02138237 1.04777346

TECR NM_138501.4 TECR 19 Homo sapiens trans-2,3-enoyl-CoA reductase (TECR), mRNA.TER; SC2 0.01551065 0.01659235 1.04770278

MGC16703 NM_145042.2 MGC16703 22 Homo sapiens tubulin, alpha pseudogene (MGC16703), non-coding RNA.0.01376185 0.01500329 1.04749364

BANP NM_017869.3 BANP 16 Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 1, mRNA.DKFZp761H172; FLJ10177; SMAR1; SMARBP1; FLJ205380.05270089 0.04629068 1.04729056

NDUFB7 NM_004146.4 NDUFB7 19 Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 7, 18kDa (NDUFB7), nuclear gene encoding mitochondrial protein, mRNA.CI-B18; B18; MGC24800.04107936 0.03764285 1.04719657

C20orf100 NM_032883.1 C20ORF100 20 Homo sapiens chromosome 20 open reading frame 100 (C20orf100), mRNA.dJ1108D11.2; MGC15880; GCX-1; dJ495O3.10.03320573 0.03149358 1.04713521
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MDH1 NM_005917.2 MDH1 2 Homo sapiens malate dehydrogenase 1, NAD (soluble) (MDH1), mRNA.MOR2; MDH-s; MGC:1375; MDHA0.00617576 0.00762862 1.04678961

MAPRE1 NM_012325.1 MAPRE1 20 Homo sapiens microtubule-associated protein, RP/EB family, member 1 (MAPRE1), mRNA.EB1; MGC129946; MGC1173740.02230674 0.02264222 1.04668854

PSMA5 NM_002790.2 PSMA5 1 Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 5 (PSMA5), mRNA.ZETA; MGC117302; MGC125802; PSC5; MGC125804; MGC1258030.0054058 0.00679325 1.04635557

UBC NM_021009.3 UBC 12 Homo sapiens ubiquitin C (UBC), mRNA.HMG20 0.00111946 0.00177135 1.04629223

NDUFA12 NM_018838.3 NDUFA12 12 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 12 (NDUFA12), mRNA.DAP13; B17.2 0.01961363 0.02027212 1.04620362

PSMD12 XM_946047.1 PSMD12 PREDICTED: Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 12 (PSMD12), mRNA.0.00630138 0.00775432 1.0460237

C16orf61 NM_020188.2 C16ORF61 16 Homo sapiens chromosome 16 open reading frame 61 (C16orf61), mRNA.DC13; 2310061C15Rik0.01285235 0.01416131 1.04594193

HLA-A NM_002116.5 HLA-A 6 Homo sapiens major histocompatibility complex, class I, A (HLA-A), mRNA.0.00436283 0.00563763 1.04489211

PHB NM_002634.2 PHB 17 Homo sapiens prohibitin (PHB), mRNA.PHB1 0.01173259 0.01313367 1.04406542

COX17 NM_005694.1 COX17 3 Homo sapiens COX17 cytochrome c oxidase assembly homolog (S. cerevisiae) (COX17), nuclear gene encoding mitochondrial protein, mRNA.MGC117386; MGC1043970.00676258 0.00822382 1.04383009

39326 NM_004404.3 39326 2 Homo sapiens septin 2 (SEPT2), transcript variant 4, mRNA.KIAA0158; NEDD5; hNedd5; DIFF6; Pnutl30.02866591 0.02792126 1.04292114

MAD2L2 NM_006341.2 MAD2L2 1 Homo sapiens MAD2 mitotic arrest deficient-like 2 (yeast) (MAD2L2), mRNA.REV7; MAD2B 0.0243056 0.02440853 1.0423481

LOC91561 NM_001080822.1LOC91561 Homo sapiens hCG1992539 (LOC91561), mRNA.0.01914314 0.01985131 1.04205936

LOC644745 XR_038862.1 LOC644745 PREDICTED: Homo sapiens misc_RNA (LOC644745), miscRNA.0.00410035 0.00536481 1.04158567

CCNI NM_006835.2 CCNI 4 Homo sapiens cyclin I (CCNI), mRNA.CYC1; CYI 0.01790041 0.01874427 1.04146502

DCXR NM_016286.2 DCXR 17 Homo sapiens dicarbonyl/L-xylulose reductase (DCXR), mRNA.P34H; HCRII; HCR2; KIDCR; DCR0.05042355 0.0446074 1.04044081

FAM177A1 NM_173607.3 FAM177A1 14 Homo sapiens family with sequence similarity 177, member A1 (FAM177A1), transcript variant 1, mRNA.DKFZp686J1254; FLJ388540.04873055 0.04344258 1.03979417

LOC646785 XR_017607.1 LOC646785 6 PREDICTED: Homo sapiens misc_RNA (LOC646785), miscRNA.0.00981158 0.01129155 1.03911624

RPL37A NM_000998.4 RPL37A 2 Homo sapiens ribosomal protein L37a (RPL37A), mRNA.MGC74786 0.04158972 0.03803901 1.03877584

LAIR1 NM_021708.1 LAIR1 19 Homo sapiens leukocyte-associated immunoglobulin-like receptor 1 (LAIR1), transcript variant b, mRNA.CD305; LAIR-1 0.04097172 0.03755598 1.03858371

ITIH5 NM_001001851.1ITIH5 10 Homo sapiens inter-alpha (globulin) inhibitor H5 (ITIH5), transcript variant 1, mRNA.DKFZp686F0145; pp14776; MGC108480.03231217 0.03082267 1.0376926

IMAA XR_000959.1 IMAA 16 Homo sapiens SLC7A5 pseudogene (IMAA), non-coding RNA.MMAA 0.03205038 0.03061622 1.03767034

CIB1 NM_006384.2 CIB1 15 Homo sapiens calcium and integrin binding 1 (calmyrin) (CIB1), mRNA.SIP2-28; KIP; CALMYRIN; CIB0.03155271 0.03023298 1.03730572

LOC391833 XR_038761.1 LOC391833 PREDICTED: Homo sapiens misc_RNA (LOC391833), miscRNA.0.05712314 0.04955491 1.03720799

BOP1 NM_015201.3 BOP1 8 Homo sapiens block of proliferation 1 (BOP1), mRNA.KIAA0124 0.03354923 0.03176786 1.03590219

TPT1 NM_003295.1 TPT1 13 Homo sapiens tumor protein, translationally-controlled 1 (TPT1), mRNA.TCTP; p02; HRF; FLJ273370.04861742 0.04335493 1.03586895

RPL27 NM_000988.2 RPL27 17 Homo sapiens ribosomal protein L27 (RPL27), mRNA.0.04365241 0.03964047 1.03583472

C19orf31 NM_001014373.1C19ORF31 19 Homo sapiens chromosome 19 open reading frame 31 (C19orf31), mRNA.FLJ40719 0.04903064 0.04365244 1.03578016

OSTC NM_021227.2 OSTC 4 Homo sapiens oligosaccharyltransferase complex subunit (OSTC), mRNA.0.04414133 0.04002232 1.03538528

SAE1 NM_005500.1 SAE1 19 Homo sapiens SUMO1 activating enzyme subunit 1 (SAE1), mRNA.SUA1; AOS1; HSPC140; FLJ30910.03569461 0.03351001 1.03465188

CCR6 NM_031409.2 CCR6 6 Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 2, mRNA.CKR-L3; DRY-6; CKR6; BN-1; GPR29; DCR2; GPR-CY4; CD196; STRL22; GPRCY4; CKRL3; CMKBR60.04809777 0.04298766 1.03447388

GLRX5 NM_016417.2 GLRX5 14 Homo sapiens glutaredoxin 5 (GLRX5), mRNA.GRX5; C14orf87; FLB4739; PR01238; PRO1238; MGC141290.01458243 0.01574335 1.03396807

HDAC1 NM_004964.2 HDAC1 1 Homo sapiens histone deacetylase 1 (HDAC1), mRNA.GON-10; DKFZp686H12203; HD1; RPD3; RPD3L10.03378058 0.03195243 1.03272491

ANXA2 NM_001002858.1ANXA2 15 Homo sapiens annexin A2 (ANXA2), transcript variant 1, mRNA.P36; LPC2D; ANX2L4; ANX2; PAP-IV; CAL1H; LIP2; LPC20.02766984 0.02713784 1.02841633


