Accession (Sequ lon [ldentity 11443 (11444 11445|11446 |11447 1144811449 (11450 Actual Delta |Delta
Protein Name Numbers |ence |Prob |Score |Score 11443( 11444|11445|11446| 11447( 11448|11449| 11450|Raw  [Raw Raw |Raw Raw Raw |Raw |Raw Obs |Mass Charge |AMU |PPM
Serum albumin sp|P0276
0S=Bos taurus 9|ALBU_B|aEFV
GN=ALB PE=1 SV=4 |OVIN EVTk| 87%| 40.1| 52.04993|Ref 0.91| 0.39 1.1 0.88] 0.54 1.3 0.7| 3E+05 514000(4E+05( 721000 679000|5E+05| 8E+05 540000( 765.9| 1529.9 2| 0.015( 9.786
Serum albumin sp|P0276
0S=Bos taurus 9|ALBU_B|aEFV
GN=ALB PE=1 SV=4 |OVIN EVTk| 91%| 42.9| 52.04993|Ref 0.9| 0.49 1.1] 0.96| 0.37 13 0.6 3E+05 715000(6E+05 1E+06| 1000000|6E+05( 1E+06| 703000/ 765.9| 1529.9 2| 0.015( 9.786
Serum albumin sp|P0276
0S=Bos taurus 9|ALBU_B|aEFV
GN=ALB PE=1 SV=4 |OVIN EVTk| 72%| 35.8| 52.03914(Ref 0.83] 0.63| 0.85| 0.84| 0.25 1.5| 0.94| 6E+05| 1300000({1E+06| 2E+06| 1760000(1E+06| 3E+06( 1700000 511| 1529.9 3| 0.0143( 9.359
Serum albumin sp|P0276
0S=Bos taurus 9|ALBU_B|aEFV
GN=ALB PE=1 SV=4 |OVIN EVTk| 73%| 35.7| 51.71135|Ref 0.87| 0.62( 0.64| 0.95| 0.77 1.1 0.75[ 7920 10800 9910 11200 15400(11900| 15800 12100 511| 1529.9 3| 0.0034( 2.245
Serum albumin sp|P0276
0S=Bos taurus 9|ALBU_B|aEFV
GN=ALB PE=1 SV=4 |OVIN EVTk| 90%| 42.3| 51.88397|Ref 0.9| 0.56] 0.99| 0.91 0.5 1.3 0.71f 17400 30900|26500| 39900 41700|27400| 48800 32900 765.9| 1529.9 2| 0.0083( 5.409
Serum albumin sp|P0276
0S=Bos taurus 9|ALBU_B|aTEE
GN=ALB PE=1 SV=4 |OVIN QLk | 58%| 32.7 52.30544|Ref 0.88| 0.55 1| 0.92 0.42 1.4] 0.61| 7E+05| 1310000({1E+06| 2E+06| 1800000(1E+06| 2E+06( 1310000| 713.9| 1425.8 2| 0.0151 10.6




Serum albumin sp|P0276

0S=Bos taurus 9|ALBU_B|aTEE

GN=ALB PE=1 SV=4 |OVIN QLk | 56%| 32.2 52.02589|Ref 0.87| 0.76 1.1 09| 0.44 1.3] 0.56| 48100 103000| 1E+05| 151000 142000|89400| 2E+05 101000 713.9 1425.8 0.0049| 3.407

Serum albumin sp|P0276

0S=Bos taurus 9|ALBU_B|aTEE

GN=ALB PE=1 SV=4 |OVIN QLk | 55%| 32.1| 52.10661|Ref 0.94| 0.67 1.1] 0.88] 0.44 1.3] 0.53] 11600 23200{20900| 32000 30000{19300| 35700 21300| 713.9( 1425.8 0.0025| 1.781
ccAA
DDk

Serum albumin sp|P0276 |EACF

0S=Bos taurus 9|ALBU_B|AVE

GN=ALB PE=1 SV=4 |OVIN GPk | 86%| 38.1| 51.13385|Ref 0.63| 0.51 1.1 0.8| 0.17 1.5| 0.92| 16600 22100|22100| 36400 33600(18900| 48200 33000 702.6| 2806.3 0.0275| 9.79
ccAA
DDk

Serum albumin sp|P0276 |EACF

0S=Bos taurus 9|ALBU_B|AVE

GN=ALB PE=1 SV=4 |OVIN GPk | 84%| 37.3| 51.08206|Ref 0.5| 0.56 1.3] 0.87| 0.27 1.5| 0.62| 9240 12400(14000( 25600 21500(12500| 30200 16400( 702.6| 2806.3 0.0284| 10.13
ccAA
DDk

Serum albumin sp|P0276 |EACF

0S=Bos taurus 9|ALBU_B|AVE

GN=ALB PE=1 SV=4 |OVIN GPk | 70%| 34.4| 51.13161|Ref 0.71| 0.56 1.1] 0.93] 0.39 1.4 0.6 7200 11200({11000f 18500 17600(10600| 21900 12600( 936.4| 2806.3 0.0274| 9.76

Serum albumin sp|P0276 |ccTE

0S=Bos taurus 9|ALBU_B|SLVN

GN=ALB PE=1 SV=4 |OVIN R 72%| 28.1| 44.90085|Ref 0.83 0.5 1.1] 0.63] 0.34 1.3] 0.72| 20600 24100(20800| 35800 28200(20100| 40400 27200 710.8| 1419.6 0.0167| 11.76

Serum albumin sp|P0276 |ccTE

0S=Bos taurus 9|ALBU_B|SLVN

GN=ALB PE=1 SV=4 |OVIN R 90%| 35.8| 45.49077|Ref 0.89| 0.59 1.1] 0.73] 0.31 1.2] 0.68| 59100 72500|63800| 102000, 86900|56900| 1E+05 75900 710.8| 1419.6 0.0094| 6.605




No No No
Value |No No Value Value

dAFL No s Value [No No Value [No No s No s No

Serum albumin sp|P0276 |GSFL Values |(0.86 |[s Values |Values s Values [Values [No Values [(0.86 [Values [No Values |(0.75 |Values [No Values

0S=Bos taurus 9|ALBU_B|YEYS (0.9861|84127|(0.701/(0.561 |(0.757 |(0.694|(0.705 |(0.783 |(0.986106 [84127|(0.7018(0.561338 [72113{(0.694 |(0.705318

GN=ALB PE=1 SV=4 |OVIN R 95% 54( 52.39011|Ref 0616) |3) 818) |3388) |2113) |4446) |3185) |71626)|16) 3) 18) 8) ) 4446) |5) 624.7| 1870.9 0.0112] 5.965
dAFL

Serum albumin sp|P0276 |GSFL

0S=Bos taurus 9|ALBU_B|YEYS

GN=ALB PE=1 SV=4 |OVIN R 95%| 51.1| 52.48946|Ref 0.83| 0.47 1| 0.94( 0.41 1.4] 0.79] 1630 3570 3030[ 5000 5180 3140 6630 4250( 936.5| 1870.9 0.0106| 5.662
dAFL

Serum albumin sp|P0276 |GSFL

0S=Bos taurus 9|ALBU_B|YEYS

GN=ALB PE=1 SV=4 |OVIN R 95%| 48.2| 52.66937|Ref 0.87| 0.57| 0.95| 0.96] 0.43 14| 0.77] 1170 2570( 2280 3320 3680( 2230 4530 2910( 936.5| 1870.9 0.0034| 1.816
dAFL

Serum albumin sp|P0276 |GSFL

0S=Bos taurus 9|ALBU_B|YEYS

GN=ALB PE=1 SV=4 |OVIN R 95% 57| 52.60599|Ref 0.93| 0.51] 0.91] 0.95| 0.48 14| 0.64 470 958| 777| 1150 1310 825| 1650 957| 936.5| 1870.9 0.0057| 3.056
dAFL

Serum albumin sp|P0276 |GSFL

0S=Bos taurus 9|ALBU_B|YEYS

GN=ALB PE=1 SV=4 |OVIN R 74%| 36.5| 52.72009|Ref 1.1] 0.41 1 1| 0.26 13| 0.74 302 755| 514 883 957| 499| 1090 721| 936.5| 1870.9 Hi####| 0.449
dAFL

Serum albumin sp|P0276 |GSFL

0S=Bos taurus 9|ALBU_B|yEYS

GN=ALB PE=1 SV=4 |OVIN R 90%| 44.1| 54.32471|Ref 0.91] 0.52 1.1 1| 0.22 14| 0.54 540 977| 808| 1330 1400 706| 1650 918| 1089| 2175.1 0.0115| 5.266
dAFL

Serum albumin sp|P0276 |GSFL

0S=Bos taurus 9|ALBU_B|YEYS

GN=ALB PE=1 SV=4 |OVIN R 81%| 41.1| 54.32349|Ref 0.8| 0.42 1.1] 0.95| 0.35 14| 0.48| 3910 5370( 4490 8140 8010( 4600 9940 5230( 726.1| 2175.1 0.0141] 6.473




dDP

Serum albumin sp|P0276 |HAcY

0S=Bos taurus 9|ALBU_B|STVF

GN=ALB PE=1 SV=4 |OVIN Dk 84%| 38.5| 50.69591|Ref 1.1 0.54| 0.84] 0.74] 0.52 1.2| 0.67| 4210 5740( 4380 6040 6190 4660 7580 5370( 718 2151 0.0265| 12.31
dDP

Serum albumin sp|P0276 |HAcY

0S=Bos taurus 9|ALBU_B|STVF

GN=ALB PE=1 SV=4 |OVIN Dk 60%| 31.8| 50.79575|Ref 0.96] 0.54| 0.95| 0.76] 0.62 1| 0.75| 9410 12800(10400( 15500 15000(11800| 16600 13400 718 2151 0.0239| 11.11
dDP

Serum albumin sp|P0276 |HAcY

0S=Bos taurus 9|ALBU_B|STVF

GN=ALB PE=1 SV=4 |OVIN Dk 89%| 41.9| 50.79152|Ref 0.97| 0.42| 0.95| 0.81] 0.51 1.3] 0.62| 5470 7500 5580[ 9010 9010 6390| 11300 7150( 718 2151 0.0235| 10.94
dDP

Serum albumin sp|P0276 |HAcY

0S=Bos taurus 9|ALBU_B|STVF

GN=ALB PE=1 SV=4 |OVIN Dk 95%| 52.1| 50.88696(Ref 0.97| 0.48 1| 0.76[ 0.63 1.2 0.56| 12900 20000|15400| 25200 23200|18400| 29600 18300 718 2151 0.021| 9.756
dDP

Serum albumin sp|P0276 |HAcY

0S=Bos taurus 9|ALBU_B|STVF

GN=ALB PE=1 SV=4 |OVIN Dk 74%| 35.2| 50.93071|Ref 1| 0.56 0.9 0.79[ 0.62 13 0.4 3970 6630 5160 7290 7480( 5800 9860 5170 718 2151 0.0202| 9.407
dDP

Serum albumin sp|P0276 |HAcY

0S=Bos taurus 9|ALBU_B|STVF

GN=ALB PE=1 SV=4 |OVIN Dk 78%| 36.5| 51.06895(Ref 0.97| 0.65| 0.98| 0.83] 0.58 1.1] 0.56| 11700 17400(15100( 21300 21200|15600| 23400 15900 718 2151 0.0171] 7.958
dDP

Serum albumin sp|P0276 |HAcY

0S=Bos taurus 9|ALBU_B|STVF

GN=ALB PE=1 SV=4 |OVIN Dk 83%| 38.6| 51.23558|Ref 0.98| 0.43 1.1] 0.88] 0.45 1.2| 0.37| 4660 6310 4680 8360 7910 5120 9230 5030( 718 2151 0.014( 6.522




dDP

Serum albumin sp|P0276 |HAcY

0S=Bos taurus 9|ALBU_B|STVF

GN=ALB PE=1 SV=4 |OVIN Dk 95%| 51.1| 51.3952|Ref 0.8| 0.52| 0.97| 0.88[ 0.45 1.5| 0.67| 38700 65200(58200| 89300 92600|60200| 1E+05 72500 718 2151 0.0107| 4.988
dDP

Serum albumin sp|P0276 |HAcY

0S=Bos taurus 9|ALBU_B|STVF

GN=ALB PE=1 SV=4 |OVIN Dk 92%| 45.6| 50.88646(Ref 0.79 0.8 1.1] 0.86 0.4 1.3] 0.52] 6650 10800(11900| 16400 15300 9710 18900 11000 718 2151 0.0215] 10.01
dDP

Serum albumin sp|P0276 |HAcY

0S=Bos taurus 9|ALBU_B|STVF

GN=ALB PE=1 SV=4 |OVIN Dk 92%| 45.7| 50.92984(Ref 0.85| 0.41| 0.92| 0.86| 0.65 1 0.8 7850 9060( 7240 11600 12300( 9270| 12700 10600 718 2151 0.0204| 9.491
dDP

Serum albumin sp|P0276 |HAcY

0S=Bos taurus 9|ALBU_B|STVF

GN=ALB PE=1 SV=4 |OVIN Dk 88%: 42| 51.52496|Ref 0.91| 0.68| 0.84] 0.71] 0.57| 0.99| 0.84] 4150 4810| 4450| 5560 5590( 4430 6220 5550( 718 2151 0.0065| 3.023

Serum albumin sp|P0276

0S=Bos taurus 9|ALBU_B|dDSP

GN=ALB PE=1 SV=4 |OVIN DLPk| 53%| 32.3| 52.34795|Ref 0.89| 0.71 0.9 0.88[ 0.51 1.1] 0.57| 42800 51800|49600| 63800, 69200(46800| 73000 50600| 498.9( 1493.8 0.0161] 10.75

Serum albumin sp|P0276 |dTHk

0S=Bos taurus 9|ALBU_B|SEIA

GN=ALB PE=1 SV=4 |OVIN HR 51%| 27.4| 53.15834|Ref 0.73| 0.47 1.1 0.6 1.1 1.2| 0.79( 17400 32500/29500| 50500, 39800(49300| 53700 41100 361.2 1801 0.0104| 5.781

Serum albumin sp|P0276 |eAcF

0S=Bos taurus 9|ALBU_B|AVE

GN=ALB PE=1 SV=4 |OVIN GPk | 52%| 31.9 52.11136|Ref 1.1 0.69 1| 0.79( 0.38 1| 0.71] 10600 16300(13700 19100 18200(11900| 19500 15600( 569| 1703.9 0.0174] 10.23




Serum albumin sp|P0276 |eAcF

0S=Bos taurus 9|ALBU_B|AVE

GN=ALB PE=1 SV=4 |OVIN GPk | 83% 40| 52.35488|Ref 1| 0.71] 0.89| 0.85[ 0.38[ 0.94 0.82 13100 18400(16100 20500 22000{13900| 21400 19500( 569| 1703.9 0.0103| 6.04

Serum albumin sp|P0276 |eAcF

0S=Bos taurus 9|ALBU_B|AVE

GN=ALB PE=1 SV=4 |OVIN GPk | 69%| 35.5| 52.44712|Ref 0.96| 0.81| 0.89 0.7 0.61] 0.92| 0.55| 6830 7610 7460 8800 8520( 6980 9050 6950 569| 1703.9 0.0072| 4.21
eccH

Serum albumin sp|P0276 |GDLL

0S=Bos taurus 9|ALBU_B|ECAD

GN=ALB PE=1 SV=4 |OVIN DR 95%| 47.3| 35.84444|Ref 1.4] 0.99| 0.79] 0.62] 0.36/ 0.92| 0.45| 1470 2870( 2380 2320 2270 1660| 2550 1830/ 1011 2019.7 0.0108| 5.368
eccH

Serum albumin sp|P0276 |GDLL

0S=Bos taurus 9|ALBU_B|ECAD

GN=ALB PE=1 SV=4 |OVIN DR 95%| 52.4| 36.88509|Ref 0.92| 0.68 1| 0.73[ 0.46 1.1] 0.62| 16300 19900(18300( 26300 23400(17000| 27000 19600( 674.3| 2019.8 #i####| 0.393
eccH

Serum albumin sp|P0276 |GDLL

0S=Bos taurus 9|ALBU_B|ECAD

GN=ALB PE=1 SV=4 |OVIN DR 95%| 74.1| 35.74147|Ref 0.76] 0.79| 0.92| 0.77| 0.51 1| 0.77| 6080 6430 7120 8780 8680( 6330 9450 7890| 674.3| 2019.7 0.0114| 5.648
eccH

Serum albumin sp|P0276 |GDLL

0S=Bos taurus 9|ALBU_B|ECAD

GN=ALB PE=1 SV=4 |OVIN DR 95%| 54.3| 35.83765|Ref 1.2| 0.67( 0.95| 0.89] 0.23 1.2| 0.53[ 3040 5930 4560 6190 6580( 3620 7500 4640 1011| 2019.7 0.0111| 5.487
eccH

Serum albumin sp|P0276 |GDLL

0S=Bos taurus 9|ALBU_B|ECAD

GN=ALB PE=1 SV=4 |OVIN DR 95%| 50.4| 35.84897|Ref 0.93| 0.59 1| 0.75 0.6 1.1 0.6 1300 1670| 1430 2130 1970| 1550 2260 1610| 674.3| 2019.7 0.0107| 5.277




eccH

Serum albumin sp|P0276 |GDLL

0S=Bos taurus 9|ALBU_B|ECAD

GN=ALB PE=1 SV=4 |OVIN DR 95%| 35.2| 36.40282|Ref 0.68| 0.56| 0.91| 0.76] 0.43 1 1.1] 2070 2110( 2100{ 3020 3010 2090| 3340 3450( 674.3| 2019.8 0.0055| 2.738
eccH

Serum albumin sp|P0276 |GDLL

0S=Bos taurus 9|ALBU_B|ECAD

GN=ALB PE=1 SV=4 |OVIN DR 95% 46| 36.58775|Ref 1| 0.66] 0.95| 0.68 0.7 0.92 0.63 559 698| 597 822 748| 661 804 657| 674.3| 2019.8 0.003( 1.476
eccH

Serum albumin sp|P0276 |GDLL

0S=Bos taurus 9|ALBU_B|ECAD

GN=ALB PE=1 SV=4 |OVIN DR 95%| 38.2| 36.41772|Ref 0.73] 0.94| 0.81| 0.66] 0.62| 0.95| 0.75 266 256| 320 329 327| 278 365 315| 674.3| 2019.8 0.0048| 2.382
eTYG

Serum albumin sp|P0276 |DMA

0S=Bos taurus 9|ALBU_B|DccE

GN=ALB PE=1 SV=4 |OVIN k 95% 49| 42.44549|Ref 0.55| 0.58 1| 0.95[ 0.43 1.4 0.9 4680 6980( 7700 11800 12400( 7540( 15000 10800 1033| 2063.8 0.029( 14.05
eTYG

Serum albumin sp|P0276 |DMA

0S=Bos taurus 9|ALBU_B|DccE

GN=ALB PE=1 SV=4 |OVIN k 95%| 46.6| 42.75173|Ref 0.74| 0.67 1| 0.85[ 0.24 1.4] 0.67| 72200 93000|95500| 136000, 134000|76800| 2E+05 108000| 689| 2063.8 0.025( 12.11
eTYG

Serum albumin sp|P0276 |DMA

0S=Bos taurus 9|ALBU_B|DccE

GN=ALB PE=1 SV=4 |OVIN k 95%| 51.1| 42.86007|Ref 0.55| 0.52 1.2| 0.91] 0.58 1.4 0.57| 1E+05 229000(2E+05( 433000 396000|3E+05| 5E+05 282000f 689| 2063.8 0.0239| 11.59
eTYG

Serum albumin sp|P0276 |DMA

0S=Bos taurus 9|ALBU_B|DccE

GN=ALB PE=1 SV=4 |OVIN k 74%| 26.7| 43.19564(Ref 0.72| 0.45 1.2 1.1] 0.51 1.3] 0.52| 21000 41300|37100| 71800, 73300({41900| 74700 43700 1033| 2063.8 0.0183] 8.852




eTYG

Serum albumin sp|P0276 |DMA

0S=Bos taurus 9|ALBU_B|DccE

GN=ALB PE=1 SV=4 |OVIN k 95%| 45.4| 43.26377|Ref 0.71| 0.56 1.2| 0.97| 0.34 1.3] 0.74] 9540 16300(15900( 27400 26100(14700| 29900 20100| 689| 2063.8 0.018( 8.739
eTYG

Serum albumin sp|P0276 |DMA

0S=Bos taurus 9|ALBU_B|DccE

GN=ALB PE=1 SV=4 |OVIN k 83%| 29.8| 43.26377|Ref 0.67| 0.59 1.1] 0.91] 0.31 1.4 0.7| 4970 6480 6650 10300 10200( 5890| 12800 8040 1033| 2063.8 0.018( 8.736
eTYG

Serum albumin sp|P0276 |DMA

0S=Bos taurus 9|ALBU_B|DccE

GN=ALB PE=1 SV=4 |OVIN k 89%| 34.9| 43.53301|Ref 0.7 0.75| 0.81] 0.98[ 0.45 1.3] 0.62| 13100 16000(18000 21100 26200(15800| 30100 18400 689| 2063.8 0.015( 7.243
eTYG

Serum albumin sp|P0276 |DMA

0S=Bos taurus 9|ALBU_B|DccE

GN=ALB PE=1 SV=4 |OVIN k 93%| 38.3| 42.53919|Ref 0.57| 0.77 1| 0.92 0.41 1.2| 0.77| 22100 25200(31400| 41700 43100|26400| 48100 35100 689| 2063.8 0.0276| 13.36
eTYG

Serum albumin sp|P0276 |DMA

0S=Bos taurus 9|ALBU_B|DccE

GN=ALB PE=1 SV=4 |OVIN k 75%| 26.9| 42.8769|Ref 0.59| 0.54 1 1| 0.37 1.4 0.6 2590 3360 3530 5620 6100( 3400 7420 4140 1033| 2063.8 0.0232] 11.22
eTYG

Serum albumin sp|P0276 |DMA

0S=Bos taurus 9|ALBU_B|DccE

GN=ALB PE=1 SV=4 |OVIN k 84%| 32.2| 44.00624|Ref 0.91 0.7 0.95| 0.52 0.61 1.1] 0.71 726 819 773 1030 844| 784 1120 866| 689| 2063.9 0.0078| 3.785
eTYG

Serum albumin sp|P0276 |DmA

0S=Bos taurus 9|ALBU_B|DccE

GN=ALB PE=1 SV=4 |OVIN k 95%| 44.2| 41.96508|Ref 0.94| 0.48 1.1] 0.89 0.5 1.1] 0.63| 32800 44400|34800| 58900, 57200|38200| 59700 43500( 694.3| 2079.8 0.0168| 8.087




eTYG

Serum albumin sp|P0276 |DmA
0S=Bos taurus 9|ALBU_B|DccE
GN=ALB PE=1 SV=4 |OVIN k 93%| 37.3| 41.74641|Ref 0.88| 0.64| 0.93| 0.81] 0.47 1.1 0.8 5190 6830 6280 8600 8740( 6020 9940 7850( 694.3| 2079.8 0.0187| 8.967
Serum albumin sp|P0276 |eYEA
0S=Bos taurus 9|ALBU_B|TLEE
GN=ALB PE=1 SV=4 |OVIN ccAk | 95%| 54.2| 49.08844|Ref 0.73| 0.63 1.1] 0.89| 0.59 1.3] 0.63| 37400 63400|64400| 99300 95600|67400| 1E+05 72100 697 2087.9 0.0192| 9.199
Serum albumin sp|P0276 |eYEA
0S=Bos taurus 9|ALBU_B|TLEE
GN=ALB PE=1 SV=4 |OVIN ccAk | 95%| 44.7| 49.13077|Ref 0.84| 0.62 1.1] 0.86] 0.45 14| 0.46| 2340 3890( 3620 5500 5280( 3490 7100 3630 1045| 2087.9 0.0185] 8.871
Serum albumin sp|P0276 |eYEA
0S=Bos taurus 9|ALBU_B|TLEE
GN=ALB PE=1 SV=4 |OVIN ccAk | 95%| 55.3| 49.20671|Ref 0.69| 0.53 1.1] 0.92| 0.42 1.4] 0.72| 21000 31300{30400| 50500 49300|30500| 61000 38900 697 2087.9 0.0166| 7.964
Serum albumin sp|P0276 |eYEA
0S=Bos taurus 9|ALBU_B|TLEE
GN=ALB PE=1 SV=4 |OVIN ccAk | 87%| 39.9( 49.76964|Ref 0.82| 0.73| 0.73] 0.79| 0.67| 0.98| 0.88| 12300 13800(14100 15900 18200(14700( 19000 17500 697| 2087.9 0.0051| 2.45
Serum albumin sp|P0276 |eYEA
0S=Bos taurus 9|ALBU_B|TLEE
GN=ALB PE=1 SV=4 |OVIN ccAk | 95%| 45.4| 49.79821|Ref 0.86| 0.57 1| 0.86[ 0.48 1.5| 0.48| 2560 4500| 4010| 6170 6040( 4070 8320 4220( 1045| 2087.9 0.0049] 2.322
Serum albumin sp|P0276 |eYEA
0S=Bos taurus 9|ALBU_B|TLEE
GN=ALB PE=1 SV=4 |OVIN ccAk | 95%| 48.1| 49.13586|Ref 0.99| 0.67 1.2] 0.55| 0.41 1.2 0.63] 2170 3330( 2890 4590 3300( 2610 4710 3160 697| 2087.9 0.0185| 8.84




Serum albumin sp|P0276 |eYEA
0S=Bos taurus 9|ALBU_B|TLEE
GN=ALB PE=1 SV=4 |OVIN ccAk | 95%| 56.4| 49.36634|Ref 0.94| 0.51] 0.89| 0.76] 0.59 1.3] 0.67| 1260 1780| 1430 2090 2100| 1640 2740 1790 697 2087.9 0.0137| 6.571
Serum albumin sp|P0276 |eYEA
0S=Bos taurus 9|ALBU_B|TLEE
GN=ALB PE=1 SV=4 |OVIN ccAk | 95%| 57.4| 49.60576|Ref 0.89| 0.55 1.1 09| 0.54 14| 0.49 631 1200| 1030 1640 1630| 1110 2070, 1110| 1045| 2087.9 0.0085| 4.074
Serum albumin sp|P0276 |eYEA
0S=Bos taurus 9|ALBU_B|TLEE
GN=ALB PE=1 SV=4 |OVIN ccAk | 95%| 48.5| 49.23327|Ref 0.89| 0.68| 0.98| 0.82| 0.41 1.1] 0.73 757 981 923| 1270 1250| 827| 1390 1070 697 2087.9 0.0157| 7.533
Serum albumin sp|P0276 |eYEA
0S=Bos taurus 9|ALBU_B|TLEE
GN=ALB PE=1 SV=4 |OVIN ccAk | 95%| 57.8| 49.76139|Ref 1| 0.68| 0.82| 0.81 0.5 12| 0.74 465 832 712 885 963| 678 1190 832| 697| 2087.9 0.0057| 2.708
Serum albumin sp|P0276 |eYEA
0S=Bos taurus 9|ALBU_B|TLEE
GN=ALB PE=1 SV=4 |OVIN ccAk | 88%| 39.6 49.23959|Ref 0.62| 0.63 1.1] 0.84] 0.68 1.2 0.35 224 210| 228 359 327| 255 371 211 697| 2087.9 0.0156| 7.447
Serum albumin sp|P0276 |fkDL
0S=Bos taurus 9|ALBU_B|GEE
GN=ALB PE=1 SV=4 |OVIN HFk | 61%| 34.4| 53.47572|Ref 0.72| 0.51 1.1] 0.96] 0.38 1.5| 0.42| 1110 1770| 1660 2850 2800 1640 3730 1750| 1082 2161.2 0.0175| 8.114
gLvLl No No No No
AFS Value |Value No No Value Value
QYLq No s s No Values [Value [No No s No s No
Serum albumin sp|P0276 |qcPF Values |(0.86 [(0.701|Values |(0.757 |s Values [Values [No Values [(0.86 [Values [No Values |(0.75 |Values [No Values
0S=Bos taurus 9|ALBU_B|DEH (0.9861|84126|81787|(0.561 |21127 |(0.694|(0.705 |(0.783 |(0.986106 [84126|(0.7018(0.561338 [72112{(0.694 |(0.705318
GN=ALB PE=1 SV=4 |OVIN Vk 62%| 37.1| 55.74331|Ref 0616) |) ) 3388) |) 4445) (3185) |71614)(16) ) 1787) |(8) 7) 4445) |5) 1031| 3090.6 0.007| 2.277




Serum albumin sp|P0276 |hLVD
0S=Bos taurus 9|ALBU_B(EPQ
GN=ALB PE=1 SV=4 |OVIN NLIk | 83%| 37.7| 52.22807|Ref 0.6 1.5| 0.95| 0.84| 0.23 1.3] 0.36| 75600 162000|3E+05| 252000 257000|1E+05| 3E+05 167000| 479.3| 1913.1 0.0182] 9.512
Serum albumin sp|P0276 |hLVD
0S=Bos taurus 9|ALBU_B(EPQ
GN=ALB PE=1 SV=4 |OVIN NLIk | 81%| 38.9| 52.18593|Ref 0.71 1| 0.93( 0.89( 0.56[ 0.91 0.41| 9710 9410(12700| 13300 14400( 9940 13200 9290| 638.7| 1913.1 0.0171| 8.924
Serum albumin sp|P0276 |hLVD
0S=Bos taurus 9|ALBU_B(EPQ
GN=ALB PE=1 SV=4 |OVIN NLIk | 90%| 44.3| 52.16857|Ref 0.93 1.1 1.1] 0.88] 0.24 1.2| 0.61] 1E+05 327000(4E+05( 440000 422000|2E+05| 5E+05 317000( 638.7| 1913.1 0.016( 8.344
Serum albumin sp|P0276 |hLVD
0S=Bos taurus 9|ALBU_B(EPQ
GN=ALB PE=1 SV=4 |OVIN NLIk | 95%| 62.5| 52.0275|Ref 0.82| 0.59 1.1] 0.93] 0.47 1.4] 0.63| 13900 27400|25500| 39600 39700(25300| 49500 29200 957.6[ 1913.1 0.0151| 7.897
Serum albumin sp|P0276 |hLVD
0S=Bos taurus 9|ALBU_B(EPQ
GN=ALB PE=1 SV=4 |OVIN NLIk | 89%| 43.9| 52.23369|Ref 0.85| 0.96| 0.83] 0.96] 0.44 1.4] 0.41] 35300 66000|77100| 79300 95500|58000| 1E+05 58800| 638.7[ 1913.1 0.0191| 9.974
Serum albumin sp|P0276 |hLVD
0S=Bos taurus 9|ALBU_B(EPQ
GN=ALB PE=1 SV=4 |OVIN NLIk | 95%| 60.3| 52.19972|Ref 0.86| 0.54| 0.96 1| 0.36 1.4] 0.58| 13900 25500(22200| 33300 37600(21100| 46500 25500| 957.6[ 1913.1 0.018( 9.422
Serum albumin sp|P0276 |hLVD
0S=Bos taurus 9|ALBU_B(EPQ
GN=ALB PE=1 SV=4 |OVIN NLIk | 95%| 60.2| 52.23369|Ref 0.84| 0.48 1| 0.97 0.61 1.3] 0.58| 1430 2470 2090 3390 3630( 2480| 4210 2510( 957.6| 1913.1 0.019( 9.934




Serum albumin sp|P0276 |hLVD
0S=Bos taurus 9|ALBU_B(EPQ
GN=ALB PE=1 SV=4 |OVIN NLIk | 88%| 42.2| 51.90813|Ref 0.77 1| 0.88 0.8| 0.32 13 0.7 1010 1590| 2030 2080 2180 1360 2790 1840| 638.7| 1913.1 0.0092| 4.802
Serum albumin sp|P0276 |hLVD
0S=Bos taurus 9|ALBU_B(EPQ
GN=ALB PE=1 SV=4 |OVIN NLIk | 83%| 39.6] 51.91853|Ref 0.94| 0.99| 0.75| 0.77| 0.49 1.1] 0.69 641 959| 1080 1020 1140| 822| 1310 976| 638.7| 1913.1 0.0129] 6.729
Serum albumin sp|P0276 |hLVD
0S=Bos taurus 9|ALBU_B(EPQ
GN=ALB PE=1 SV=4 |OVIN nLlk | 55%| 32.9] 52.7001|Ref 0.73 0.9| 0.95| 0.82 0.6 1.1 0.52 10300 11800(14400( 16700 16900(12600| 18700 12400 639| 1914.1 0.0149| 7.764
Serum albumin sp|P0276 |hLVD
0S=Bos taurus 9|ALBU_B(EPQ
GN=ALB PE=1 SV=4 |OVIN nLlk | 95%| 50.2| 52.81315(Ref 0.82| 0.61 1| 0.89( 0.36 14| 0.66| 2570 4560| 4290| 6300 6470 3890 8590 4990 958 1914.1 0.0184| 9.61
Serum albumin sp|P0276 |hLVD
0S=Bos taurus 9|ALBU_B(EPQ
GN=ALB PE=1 SV=4 |OVIN nLlk | 95%| 61.1| 52.79393|Ref 0.95| 0.48 1| 0.95[ 0.43 14| 0.61] 3260 6590 5170 8560 8880( 5410| 10700 6320( 958.1| 1914.1 0.0172| 8.973
Serum albumin sp|P0276 |hLVD
0S=Bos taurus 9|ALBU_B(EPQ
GN=ALB PE=1 SV=4 |OVIN nLlk | 62%| 32.4| 52.7836|Ref 0.85 1.2 1| 0.73] 0.098 1.3 0.5 23900 47500|65900| 65900, 58600|33000| 79200 45000( 479.5| 1914.1 0.0166| 8.676
Serum albumin sp|P0276 |hLVD
0S=Bos taurus 9|ALBU_B(EPQ
GN=ALB PE=1 SV=4 |OVIN nLlk | 95%| 55.7| 52.79163|Ref 0.66 1.2| 0.84| 0.79] 0.37 1.3 0.67( 15100 26300({41900| 36200 38500(25200| 50100 32100 639 1914.1 0.0158| 8.25




Serum albumin sp|P0276 |hPEY
0S=Bos taurus 9|ALBU_B|AVS
GN=ALB PE=1 SV=4 |OVIN VLLR | 86%| 41.1| 52.10171|Ref 0.97 0.7 1.2| 0.74 0.6 0.79( 0.72| 13600 19600|17600| 27400 22400(17700| 21200 20000| 530 1586.9 0.0099| 6.223
Serum albumin sp|P0276 |hPEY
0S=Bos taurus 9|ALBU_B|AVS
GN=ALB PE=1 SV=4 |OVIN VLLR | 90%| 43.9| 52.03275|Ref 1| 0.72 1| 0.76] 0.48 1.3| 0.55[ 22700 49000|43500| 60900 55100|39600| 73800 43100( 530/ 1586.9 0.0049| 3.106
Serum albumin sp|P0276 |hPEY
0S=Bos taurus 9|ALBU_B|AVS
GN=ALB PE=1 SV=4 |OVIN VLLR | 60%| 32.7| 51.96764|Ref 0.9| 0.56| 0.99 0.7 0.59 1.3 0.78[ 4050 6630 5670 8560 7750( 6260| 10400 7400( 794.5| 1586.9 0.0028| 1.748
Serum albumin sp|P0276 |hPEY
0S=Bos taurus 9|ALBU_B|AVS
GN=ALB PE=1 SV=4 |OVIN VLLR | 88%| 42.1| 51.80086|Ref 0.97| 0.69 1.1 0.73 0.5 1.3| 0.56( 22100 38900|34600| 50000 44000|32800| 58100 35500 530 1586.9 H#i####| 0.215
Serum albumin sp|P0276 |hPEY
0S=Bos taurus 9|ALBU_B|AVS
GN=ALB PE=1 SV=4 |OVIN VLLR | 90%| 44.3| 52.07912|Ref 0.82| 0.68| 0.78| 0.76] 0.55 1.2| 0.74] 2370 2610 2560( 3090 3350( 2530 4030 2990 530/ 1586.9 0.0068| 4.258
Serum albumin sp|P0276 |hPEY
0S=Bos taurus 9|ALBU_B|AVS
GN=ALB PE=1 SV=4 |OVIN VLLR | 91%| 44.7| 52.0356|Ref 0.85| 0.71f 0.89] 0.75| 0.68 1.1 0.68 928 1160| 1150 1460 1450| 1210 1680 1250 530 1586.9 0.0075| 4.711
Serum albumin sp|P0276 |hPEY
0S=Bos taurus 9|ALBU_B|AVS
GN=ALB PE=1 SV=4 |OVIN VLLR | 91%| 45.1| 52.06966|Ref 0.87 0.7 0.9 0.62 0.59( 0.99( 0.77 672 700 674 874 792| 676 932 795| 530| 1586.9 0.0066| 4.145




Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 78%| 29.8| 46.19656(Ref 0.75| 0.54( 0.98| 0.95| 0.42 1.4] 0.74] 6680 12000(11200{ 17100 18500(11100| 23500 14500( 514.6| 2054.3 0.0375] 18.23
Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 93%| 40.2| 44.80209|Ref 0.8| 0.57 1| 0.96| 0.38 1.4] 0.73] 98100 194000|2E+05| 278000  292000|2E+05| 4E+05 224000( 685.8| 2054.3 0.0232| 11.27
Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 85%| 31.2| 44.40437|Ref 0.79| 0.33 1.1] 0.92| 0.27 1.6/ 0.77| 86000| 217000(2E+05|334000| 318000(2E+05| 5E+05 259000( 514.6| 2054.3 0.0197| 9.565
Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 95%| 40.9| 43.59323|Ref 0.83| 0.61 1.1 0.94] 0.38 1.4] 0.52| 2370 4450| 4150| 6540 6440( 3830 8120 4350 1028| 2054.3 0.0105| 5.092
Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 83% 28| 42.5358|Ref 0.97| 0.47| 0.96| 0.87| 0.45| 0.98| 0.66| 2320 2600( 2000[ 3150 3260 2130 3200 2540( 514.6| 2054.3 #i####| 0.186)
Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 59%| 26.6| 45.7066(Ref 1.2| 0.87[ 0.69| 0.68| 0.47 1| 0.75| 1550 2740( 2360 2350 2580( 1940 2990 2450( 685.8| 2054.3 0.0336| 16.35
Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 92%| 34.4| 45.4893|Ref 0.64| 0.44 1.2| 0.88] 0.66 1.4 0.63[ 3510 6120 5790 10900 9720( 7320| 12800 7430( 411.9| 2054.3 0.0309| 15.06




Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 90%: 38| 45.44031|Ref 0.66 1.7] -0.19| -0.28| -0.05| 0.027 2.1l 2750 6590(15200( 4480 4620| 4740| 5220 22300| 685.8| 2054.3 0.0292| 14.22
Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 94%| 40.3| 45.4382|Ref 0.44 1.9] -0.43| -0.84| 0.011] -0.09 2.3| 2210 5370({15500[ 3580 2970| 4670 4550 23300| 514.6| 2054.3 0.0285] 13.85
Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 89%| 36.3| 44.80366(Ref 0.81| 0.42 1.2 1 0.4 1.3] 0.63]| 2E+05 350000(3E+05( 540000 545000|3E+05| 6E+05 375000( 685.8| 2054.3 0.0234| 11.36
Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 95%| 44.1| 44.41679|Ref 0.79| 0.46| 0.98 0.9| 0.48 1.5| 0.69| 77900 157000/ 1E+05| 218000 227000|1E+05| 3E+05 178000 514.6| 2054.3 0.0189| 9.214
Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 77%| 29.1| 43.92011|Ref 0.62 0.4 1.2| 0.95| 0.47 1.5 0.6 15100 25600({23900| 45100 43100|27100| 58300 30700| 685.8| 2054.3 0.0138| 6.735
Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 95%| 42.8| 42.89053|Ref 0.8| 0.53 1.1 0.94| 041 1.4 0.68 2230 3960 3580 5770 5890( 3560 7270 4440( 514.6 2054.3 0.0021| 1.001
Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 87%| 32.8| 42.89053|Ref 0.81| 0.67| 0.91] 0.92| 0.52 1.1] 0.73] 3790 5060 4960 6570 7310( 4840 7810 5800( 685.8| 2054.3 0.0019| 0.94




Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 87%| 30.6| 42.89053|Ref 0.82| 0.59 0.9 0.86[ 0.55 1.2 0.7 1260 1540| 1420 1970 2120( 1490| 2440 1720| 514.6| 2054.3 0.0018| 0.885
Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 94% 39| 42.53144|Ref 0.96| 0.44| 0.97| 0.76] 0.56 1.1 0.86| 2740 4040| 3070 4960 4730| 3600| 5560 4600| 685.8| 2054.3 #####  0.05
Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 85%: 34| 45.68894|Ref 0.73| 0.62 1.1] 0.94] 0.42 1.3] 0.63] 5610 8130( 8170 12600 12600( 7720| 14800 9250| 685.8| 2054.3 0.0316| 15.38
Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 88%| 30.5| 45.43981|Ref 0.73| 0.43 1.1 0.9] 0.63 1.4] 0.66| 3360 5580( 4900 8830 8420( 6090| 10500 6480( 411.9| 2054.3 0.0289| 14.08
Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 94%| 40.1| 44.80596(Ref 0.85| 0.66| 0.89| 0.75| 0.48 1.2 0.72] 1910 2360( 2250 2960 2970 2150 3770 2620( 514.6| 2054.3 0.0241] 11.71
Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 93% 40 44.1956|Ref 0.65| 0.41 1.1 0.78] 0.44 1.5| 0.76[ 4330 6720 6170 11400 9880( 6820| 14800 8800| 685.8| 2054.3 0.0173| 8.428
Serum albumin sp|P0276 (kQT
0S=Bos taurus 9|ALBU_B|ALVE
GN=ALB PE=1 SV=4 |OVIN LLk 91%| 35.3| 44.02055|Ref 0.87| 0.53 1| 0.92| 0.36 1.3] 0.73] 3260 5380( 4610 7370 7480( 4430 8830 5960( 514.6| 2054.3 0.015( 7.307




Serum albumin sp|P0276 (kQT

0S=Bos taurus 9|ALBU_B|ALVE

GN=ALB PE=1 SV=4 |OVIN LLk 90%| 35.5| 43.24879|Ref 0.78| 0.37 1.1 0.96| 0.42 1.5| 0.75[ 2590 5080( 4130( 7500 7710( 4630 9920 6050( 685.8| 2054.3 0.0104| 5.042

Serum albumin sp|P0276 (kQT

0S=Bos taurus 9|ALBU_B|ALVE

GN=ALB PE=1 SV=4 |OVIN LLk 90%| 35.2| 42.89634|Ref 0.75| 0.57 1.1] 0.98| 0.44 1.2 0.7 770 1080| 1030 1620 1690| 1020 1820, 1270| 685.8| 2054.3 0.0023| 1.13

Serum albumin sp|P0276 (kQT

0S=Bos taurus 9|ALBU_B|ALVE

GN=ALB PE=1 SV=4 |OVIN LLk 83%| 33.1| 45.68894(Ref 0.76] 0.51| 0.94] 0.94] 0.51 1.4] 0.66 503 849| 775 1170 1290| 835| 1670 962| 685.8| 2054.3 0.0316| 15.38

Serum albumin sp|P0276 (kQT

0S=Bos taurus 9|ALBU_B|ALVE

GN=ALB PE=1 SV=4 |OVIN LLk 91% 35( 43.92011|Ref 0.88| 0.53| 0.94] 0.96] 0.42 1.3] 0.84 786 1510| 1280 1920 2150 1280| 2460 1780| 514.6| 2054.3 0.0138| 6.704
kvP
Qvs

Serum albumin sp|P0276 |TPTL

0S=Bos taurus 9|ALBU_B|VEVS

GN=ALB PE=1 SV=4 |OVIN R 95%| 51.2| 51.16856(Ref 0.95| 0.53 1| 0.81f 0.37 1.4] 0.61] 34200 56100|45600| 71600, 68200(43900| 92300 53800| 750.1 2247.3 0.0195| 8.686
kvP
Qvs

Serum albumin sp|P0276 |TPTL

0S=Bos taurus 9|ALBU_B|VEVS

GN=ALB PE=1 SV=4 |OVIN R 95%| 59.4| 50.87217|Ref 0.96| 0.57( 0.95| 0.85| 0.51 1.1 0.74] 12500 18900(15600( 22800 23500(16200| 26000 19700( 750.1| 2247.3 0.0157| 6.978
kvP
Qvs

Serum albumin sp|P0276 |TPTL

0S=Bos taurus 9|ALBU_B|VEVS

GN=ALB PE=1 SV=4 |OVIN R 95%| 49.8| 51.43028|Ref 0.78 1.4 0.4| 0.33 0.41] 0.65 1.4] 5010 7530(12800( 7040 7410( 6830 8420 14400( 750.1| 2247.3 0.0235| 10.47




kVvP

Qvs

Serum albumin sp|P0276 |TPTL

0S=Bos taurus 9|ALBU_B|VEVS

GN=ALB PE=1 SV=4 |OVIN R 95%| 53.9| 51.02228|Ref 0.64| 0.51 1.1 1.1] 0.31 1.4] 0.64| 2E+05| 415000({4E+05|718000| 744000(4E+05| 9E+05 505000( 750.1| 2247.3 0.0173| 7.698
kvP
Qvs

Serum albumin sp|P0276 |TPTL

0S=Bos taurus 9|ALBU_B|VEVS

GN=ALB PE=1 SV=4 |OVIN R 77%| 35.9| 50.90649|Ref 0.77| 0.55| 0.92| 0.93] 0.39 14| 0.71] 6960 9370( 8730 12700 14000( 8430| 17200 10900( 750.1| 2247.3 0.0168| 7.458

No Refer |Refere Refer |Refere No No Refere

kvP Value |ence |nce No ence |nce Value |Refere Value |nce
Qvs No s Missi |Missin [Values [Missi [Missin |[No s nce Reference|s Missin [Reference

Serum albumin sp|P0276 |TPTL Values |(0.20 [ng g (0.094 |ng g Values |No Values |(0.20 |Missing|Missing |(0.09 |g Missing

0S=Bos taurus 9|ALBU_B|VEVS (0.3235]58105/(1.366/(0.959 |60898 |(1.444|(0.819 |(0.121 |(0.323503 [58105/(1.3668|(0.959567 [46089|(1.444 |(0.819246

GN=ALB PE=1 SV=4 |OVIN R 94%| 45.8| 50.90477|Ref 0382) |5) 8486) |56725)]) 081) [2463) [11389)(82) 5) 486) 25) 8) 081) |3) 562.8 2247.3 0.0162| 7.225
kvP
Qvs

Serum albumin sp|P0276 |TPTL

0S=Bos taurus 9|ALBU_B|VEVS

GN=ALB PE=1 SV=4 |OVIN R 95%| 55.7| 50.90579|Ref 0.84| 0.62 1.1] 0.93 0.6 1.1 0.63| 35500 53000{49300| 75000 75600(52500| 77700 55600| 750.1 2247.3 0.016( 7.138
kvP
Qvs

Serum albumin sp|P0276 |TPTL

0S=Bos taurus 9|ALBU_B|VEVS

GN=ALB PE=1 SV=4 |OVIN R 58%| 32.2| 51.47089|Ref 0.77 1.1 0.67| 0.54| 0.59| 0.67 1.3] 6230 7380( 9810 8420 8490( 7680| 8440 12600( 750.1| 2247.3 0.0257| 11.45
kvP
Qvs

Serum albumin sp|P0276 |TPTL

0OS=Bos taurus 9|ALBU_B|VEVS

GN=ALB PE=1 SV=4 |OVIN R 95%| 57.2| 51.09008|Ref 0.69| 0.33 1.3] 0.98| 0.44 1.4] 0.62| 36700 59700|50400| 109000, 98200|58800| 1E+05 69000 750.1 2247.3 0.019( 8.432
kvP
Qvs

Serum albumin sp|P0276 |TPTL

0S=Bos taurus 9|ALBU_B|VEVS

GN=ALB PE=1 SV=4 |OVIN R 85%| 37.6| 51.02207|Ref 0.53 1.1 0.89| 0.43| 0.67 1.1 0.72| 40000 36400(59200| 57200 45700|47300| 66300 50500| 562.8| 2247.3 0.0172| 7.652




kVvP

Qvs

Serum albumin sp|P0276 |TPTL

0S=Bos taurus 9|ALBU_B|VEVS

GN=ALB PE=1 SV=4 |OVIN R 95%| 63.6] 51.05183|Ref 0.92| 0.55 0.9 0.94[ 0.53 1.3] 0.65| 3360 5500 4610 6590 7490( 4900 8510 5540( 750.1| 2247.3 0.0179| 7.952
kVPq

Serum albumin sp|P0276 |VSTP

0S=Bos taurus 9|ALBU_B|TLVE

GN=ALB PE=1 SV=4 |OVIN VSR | 95%| 59.4| 52.02581|Ref 0.86| 0.66( 0.82| 0.74| 0.67 1.2| 0.71f 13500 17000(16100 20100 21100|17400| 25900 18600( 750.4| 2248.3 0.0236| 10.5

Serum albumin sp|P0276

0S=Bos taurus 9|ALBU_B|lcVL

GN=ALB PE=1 SV=4 |OVIN HEk | 55%| 31.8| 51.93169|Ref 0.88| 0.53| 0.92| 0.87 0.6 1.2 0.8 711 1130 966 1420 1510| 1090| 1740 1300| 748.4| 1494.9 #i###H#| 0.067
IFTF

Serum albumin sp|P0276 |HADI

0S=Bos taurus 9|ALBU_B|cTLP

GN=ALB PE=1 SV=4 |OVIN DTEk| 86% 44( 54.90481|Ref 0.83| 0.52 1| 0.95[ 0.46 14| 0.59 693 1350| 1180 1890 1970| 1230| 2530 1390| 835.8| 2504.3 0.0022| 0.862
IFTF

Serum albumin sp|P0276 |HADI

0S=Bos taurus 9|ALBU_B|cTLP

GN=ALB PE=1 SV=4 |OVIN DTEk| 77% 40 54.728|Ref 0.85| 0.58 1.1] 0.91] 0.29 1.4 0.7 727 1500| 1350 2130 2100 1200 2760 1640| 835.8| 2504.3 0.016( 6.383
IFTF

Serum albumin sp|P0276 |HADI

0S=Bos taurus 9|ALBU_B|cTLP

GN=ALB PE=1 SV=4 |OVIN DTEk| 91% 48| 54.6712|Ref 0.89| 0.51 1| 0.85| 0.32 14| 0.75 749 1440| 1200 1950 1870| 1130 2510 1580| 835.8| 2504.3 0.0185| 7.401
IFTF

Serum albumin sp|P0276 |HADI

0S=Bos taurus 9|ALBU_B|cTLP

GN=ALB PE=1 SV=4 |OVIN DTEk| 73%| 38.7| 54.65477|Ref 0.81| 0.35 1.2| 0.87| 0.27 1.4 0.84 303 595 468 925 829| 479| 1120 734| 835.8| 2504.3 0.0204| 8.131




IGEY

Serum albumin sp|P0276 [GFQ
0S=Bos taurus 9|ALBU_B|NALI
GN=ALB PE=1 SV=4 |OVIN VR 95%| 52.5| 53.22249|Ref 0.88| 0.52 1.1 0.79] 0.39 1.4 0.69| 54700 111000|94500| 157000 141000|93100| 2E+05 119000| 892.5 1783 0.0116| 6.488
IGEY
Serum albumin sp|P0276 (GFQ
0S=Bos taurus 9|ALBU_B|NALI
GN=ALB PE=1 SV=4 |OVIN VR 74%| 36.9| 53.19976|Ref 0.71] 0.59 1| 0.96[ 0.46 1.4] 0.65| 32000 52400|52500| 78100, 83700|51900| 1E+05 61500| 892.5 1783 0.0111] 6.208
Value
Value Missi
IGEY Missin ng (-
Serum albumin sp|P0276 [GFQ g(- 0.300
0S=Bos taurus 9|ALBU_B|NALI 0.3008 85948
GN=ALB PE=1 SV=4 |OVIN VR 95%| 65.6| 53.21735|Ref 1.4| 0.47| 0.98| 0.81]|5948) 1.3| 0.34 8420 16300 9280| 14800 14500]) 19200 9500| 595.3 1783 0.0106| 5.914
IGEY
Serum albumin sp|P0276 [GFQ
0S=Bos taurus 9|ALBU_B|NALI
GN=ALB PE=1 SV=4 |OVIN VR 69%| 35.7| 53.22517|Ref 0.88| 0.52| 0.88] 0.74| 0.28 1.5| 0.88 501 819 695 998 995| 632| 1500 993| 892.5 1783 0.0145] 8.125
IGEY
Serum albumin sp|P0276 (GFQ
0S=Bos taurus 9|ALBU_B|NALI
GN=ALB PE=1 SV=4 |OVIN VR 92%| 44.5| 53.28184(Ref 0.82| 0.51 1.1 0.84] 0.37 1.4] 0.73] 1790 2970 2610 4260 4050| 2550| 5460 3390 892.5 1783 0.0073]| 4.089
IGEY
Serum albumin sp|P0276 [GFQ
0S=Bos taurus 9|ALBU_B|NALI
GN=ALB PE=1 SV=4 |OVIN VR 95%| 59.4| 53.23446|Ref 0.88| 0.39 1| 0.98| 0.37 1.4] 0.72] 1080 1890| 1450 2510 2720 1550 3220 2050( 892.5 1783 0.0072| 4.021
IGEY
Serum albumin sp|P0276 (GFQ
0S=Bos taurus 9|ALBU_B|NALI
GN=ALB PE=1 SV=4 |OVIN VR 95%| 52.1| 53.1702|Ref 0.67 0.5| 0.77[ 0.74 0.63 1.3| 0.68 367 309 299 404 437| 354 575 380| 595.3 1783 0.0069| 3.862




IGEy

Serum albumin sp|P0276 [GFQ

0S=Bos taurus 9|ALBU_B|NALI

GN=ALB PE=1 SV=4 |OVIN VR 54% 33| 53.23644|Ref 0.7| 0.52 1.2 0.81] 0.36 1.4] 0.68] 1190 1670| 1600 2840 2410( 1540 3290 2000 1045| 2087.2 0.0171] 8.169
IGEY

Serum albumin sp|P0276 (GFQ

0S=Bos taurus 9|ALBU_B|nALI

GN=ALB PE=1 SV=4 |OVIN VR 95%| 50.1| 53.40767|Ref 0.86| 0.62 0.9 0.82 0.54 1.3] 0.81] 7290 12700(11700f 15900 16600(11900( 20900 14900 893 1784 0.0146| 8.192
IGEY

Serum albumin sp|P0276 [GFQ

0S=Bos taurus 9|ALBU_B|nALI

GN=ALB PE=1 SV=4 |OVIN VR 92% 45( 53.41001|Ref 0.78| 0.36 1.1] 0.87| 0.54 1.4] 0.71] 16100 28000|22700| 42100 4010027700 53300 32400 893 1784 0.0068| 3.811
IGEY

Serum albumin sp|P0276 [GFQ

0S=Bos taurus 9|ALBU_B|nALI

GN=ALB PE=1 SV=4 |OVIN VR 92%| 45.5| 53.39336|Ref 0.97| 0.54 0.9 0.89 0.49 1.3] 0.77| 12300 22100{17900| 25600 28200(18700| 33100 23400 893 1784 0.0033| 1.828
IGEY

Serum albumin sp|P0276 (GFQ

0S=Bos taurus 9|ALBU_B|nALI

GN=ALB PE=1 SV=4 |OVIN VR 92%| 44.8| 53.4132|Ref 1.1 0.44] 0.97| 0.92 0.3 1.4] 0.74] 2680 6540( 4640 7530 8010( 4550| 10100 6400( 893 1784 0.0139| 7.778
IGEY

Serum albumin sp|P0276 (GFQ

0S=Bos taurus 9|ALBU_B|nALI

GN=ALB PE=1 SV=4 |OVIN VR 94%| 47.1| 53.36818|Ref 0.94| 0.52( 0.97| 0.93] 0.34 1.4 0.74( 3110 6140( 4990 7650 8200( 4760| 10100 6520( 893 1784 0.0125| 7.027
IGEY

Serum albumin sp|P0276 (GFQ

0S=Bos taurus 9|ALBU_B|nALI

GN=ALB PE=1 SV=4 |OVIN VR 69%| 35.8| 53.38203|Ref 1| 0.57| 0.94| 0.77| 0.37 1.3] 0.79 618 1040 832| 1210 1180| 784| 1530 1090| 893 1784 0.0095| 5.324




IGEY

Serum albumin sp|P0276 [GFQ

0S=Bos taurus 9|ALBU_B|nALI

GN=ALB PE=1 SV=4 |OVIN VR 74% 37| 53.40855|Ref 0.81| 0.57| 0.96] 0.81] 0.35 13 1 477 853| 787 1150 1150| 730| 1490 1180 893 1784 0.0083| 4.64
IkHL

Serum albumin sp|P0276 |VDE

0S=Bos taurus 9|ALBU_B(PQN

GN=ALB PE=1 SV=4 |OVIN LIk 86%| 36.9| 48.00456(Ref 0.41] 0.088 1 1.1] 0.63 1.4 1.1] 1050 2130 1840 3910 4610| 2890| 5300 4230| 820.5 2458.5 0.0162| 6.567

Serum albumin sp|P0276 |IVNE

0S=Bos taurus 9|ALBU_B|LTEF

GN=ALB PE=1 SV=4 |OVIN Ak 95%| 55.6| 52.42387|Ref 0.77| 0.48 1.1] 0.93] 0.42 1.4 0.7 19100 35200(31200| 52600 53000{32500| 68400 40700 886.5 1771 0.0165| 9.29

Serum albumin sp|P0276 |IVNE

0S=Bos taurus 9|ALBU_B|LTEF

GN=ALB PE=1 SV=4 |OVIN Ak 81%| 38.9 52.423|Ref 0.75| 0.42| 0.95| 0.96] 0.33 1.4 1| 1E+05 254000(2E+05[ 357000 394000|2E+05| 5E+05 371000| 591.3 1771 0.0144] 8.153

Serum albumin sp|P0276 |IVNE

0S=Bos taurus 9|ALBU_B|LTEF

GN=ALB PE=1 SV=4 |OVIN Ak 78%| 37.4| 51.72209|Ref 0.68 0.5 0.97[ 0.79 0.65 1.1 1 741 961 920 1430 1390| 1100 1570 1500| 591.4 1771 0.0051| 2.902

Serum albumin sp|P0276 |IVNE

0S=Bos taurus 9|ALBU_B|LTEF

GN=ALB PE=1 SV=4 |OVIN Ak 94%| 45.6| 52.28657|Ref 0.82| 0.49 1| 0.96[ 0.38 1.4] 0.66| 7580 13100(11400( 18700 19500({11300| 23900 14300| 886.5 1771 0.0123] 6.942

Serum albumin sp|P0276 |IVNE

0S=Bos taurus 9|ALBU_B|LTEF

GN=ALB PE=1 SV=4 |OVIN Ak 91%| 45.6| 52.40067|Ref 0.81] 0.52| 0.99| 0.88| 0.45 13 0.8 2030 2980( 2630( 4100 4200| 2710| 4990 3600( 591.3 1771 0.0154| 8.678




Serum albumin sp|P0276 |IVNE
0S=Bos taurus 9|ALBU_B|LTEF
GN=ALB PE=1 SV=4 |OVIN Ak 95%| 50.3| 52.15368|Ref 0.79| 0.54 1.1] 0.93] 0.38 1.4] 0.59| 1180 2140 1950 3310 3170 1890 3990 2260 886.5 1771 0.0095| 5.362
Serum albumin sp|P0276 |IVNE
0S=Bos taurus 9|ALBU_B|LTEF
GN=ALB PE=1 SV=4 |OVIN Ak 91%| 45.8| 52.21043|Ref 0.87| 0.45| 0.93| 0.86| 0.43 13 0.9 2640 4230| 3430| 5360 5630 3660| 6960 5270( 591.3 1771 0.0104| 5.884
Serum albumin sp|P0276 |IVNE
0S=Bos taurus 9|ALBU_B|LTEF
GN=ALB PE=1 SV=4 |OVIN Ak 95%| 64.7| 52.15973|Ref 0.86| 0.36 1.1] 0.95| 0.39 14| 0.69 855 1550| 1190 2200 2210 1310 2730 1660| 886.5 1771 0.0085| 4.809
Serum albumin sp|P0276 |IVNE
0S=Bos taurus 9|ALBU_B|LTEF
GN=ALB PE=1 SV=4 |OVIN Ak 95%| 64.5| 52.40072(Ref 0.78| 0.52 1.1] 0.88] 0.35 14| 0.72 623 1060 956 1570 1520 920 2010 1230| 886.5 1771 0.0151] 8.533
Serum albumin sp|P0276 |IVNE
0S=Bos taurus 9|ALBU_B|LTEF
GN=ALB PE=1 SV=4 |OVIN Ak 91%| 45.4| 52.19307|Ref 1| 0.58 0.9 0.79( 0.27 1.2| 0.91] 1280 2310 1830f 2570 2620 1590 3250 2570( 591.3 1771 0.0111] 6.291
Serum albumin sp|P0276 |IVNE
0S=Bos taurus 9|ALBU_B|LTEF
GN=ALB PE=1 SV=4 |OVIN Ak 83% 40| 52.44465|Ref 0.88| 0.59| 0.92| 0.76 0.6 1.2 0.8 351 501| 442 626 616| 482 755 574| 591.3 1771 0.0159] 8.983
Serum albumin sp|P0276 |IVNE
0S=Bos taurus 9|ALBU_B|LTEF
GN=ALB PE=1 SV=4 |OVIN Ak 93%| 47.7| 52.19645|Ref 0.93| 0.41 09| 0.67[ 0.47 14| 0.85 446 705 535 845 792| 603| 1200 815| 591.3 1771 0.0108| 6.088




Serum albumin sp|P0276 |IVnE
0S=Bos taurus 9|ALBU_B|LTEF
GN=ALB PE=1 SV=4 |OVIN Ak 87% 41| 52.80025|Ref 0.58| 0.53| 0.88] 0.99| 0.69 1.5 0.7 2910 5140 5390 7710 9200| 6530| 12000 6800( 887 1772 0.0183] 10.32
Refer Refere Refere Refer Refer
ence [Refer [Refere|nce Refer |nce ence ence [Refere

Refere |Missi |ence |nce Missin |ence |Missin |No Missi |Refere Missi |nce

nce ng Missi [Missin (g Missi (g Values |Reference [ng nce Reference |ng Missin [Reference
Serum albumin sp|P0276 |IVnE Missing|(0.78 |ng g (0.131 |ng (0.516 |(- Missing  [(0.78 |Missing|Missing  [(0.13 |g Missing
0S=Bos taurus 9|ALBU_B|LTEF (1.0361|30933/(1.305/(0.995 |16004 |(1.285|67255 |1.4365 |(1.036165 [30933|(1.3054{(0.995435 [11600](1.285 |(0.516672
GN=ALB PE=1 SV=4 |OVIN Ak 73%| 36.6| 52.6997|Ref 656) 3) 4217) (4354) |) 1745) |) 4) 6) 3) 217) 4) 4) 1745) [55) 591.7 1772 0.0172] 9.693
Serum albumin sp|P0276 |IVnE
0S=Bos taurus 9|ALBU_B|LTEF
GN=ALB PE=1 SV=4 |OVIN Ak 55%| 32.9| 52.74675|Ref 0.93| 0.45| 0.94] 0.93| 0.34 1.2 1.1] 55600 122000|94600| 149000 163000|94600| 2E+05 166000| 591.7| 1772 0.0159] 8.983
Serum albumin sp|P0276 |IVnE
0OS=Bos taurus 9|ALBU_B|LTEF
GN=ALB PE=1 SV=4 |OVIN Ak 88%| 43.3] 52.5629|Ref 0.8| 0.43 1.1] 0.79] 0.31 1.1] 0.93] 17400 20500{17200| 31900 27400(17200| 30500 27200| 591.7 1772 0.0108| 6.089
Serum albumin sp|P0276 |IVnE
0S=Bos taurus 9|ALBU_B|LTEF
GN=ALB PE=1 SV=4 |OVIN Ak 95%| 48.1| 52.37061|Ref 0.91] 0.68| 0.93] 0.96| 0.39 1.2 0.58| 2420 3490( 3230( 4310 4840| 2850| 5220 3370( 887 1772 0.0014| 0.807
Serum albumin sp|P0276 |IVnE
0S=Bos taurus 9|ALBU_B|LTEF
GN=ALB PE=1 SV=4 |OVIN Ak 84%| 40.9| 52.64005(Ref 0.76| 0.46 1.1] 0.82] 0.41 1.2 1| 4460 6560 5800 9820 9160 6010| 10900 9540| 591.7 1772 0.0132| 7.426
Serum albumin sp|P0276
0S=Bos taurus 9|ALBU_B|IVTD
GN=ALB PE=1 SV=4 |OVIN LTk 55%| 28.3| 48.07583|Ref 0.88| 0.61| 0.94| 0.74] 0.59 1.1] 0.71] 2150 2720( 2450 3460 3300( 2610 3980 2930 466.6| 1396.9 0.0013| 0.92




Serum albumin sp|P0276 |IVTD
0S=Bos taurus 9|ALBU_B|LTKV
GN=ALB PE=1 SV=4 |OVIN Hk 82%| 32.5| 47.62446|Ref 0.91| 0.49 1| 0.65[ 0.81] 0.92 0.74| 5660, 6690 5400 8730 7500 7290 8210 7200( 441.3] 1761.1 4( 0.0033| 1.878
No No No
Value [No No No Value Value
No s Value [No Values [Value [No No s No s No
Serum albumin sp|P0276 |IVVS Values |(0.86 |[s Values |(0.757 |s Values [Values [No Values [(0.86 [Values [No Values |(0.75 |Values [No Values
0S=Bos taurus 9|ALBU_B|TQT (0.9861|84127|(0.701/(0.561 |21127 |(0.694|(0.705 |(0.783 |(0.986106 [84127|(0.7018(0.561338 [72112{(0.694 |(0.705318
GN=ALB PE=1 SV=4 |OVIN ALA | 95%| 46.3| 51.57248|Ref 0616) |3) 818) |33866)|) 4444) (3185) |71614)(16) 3) 18) 66) 7) 4444) |5) 653.9| 1305.8 2| 0.004( 3.068
Refer Refere Refer
ence [Refer [Refere Refer |nce ence Refere
Refere |Missi |ence |nce No ence |Missin |No Missi |Refere No nce
nce ng Missi [Missin [Values [Missi (g Values |Reference [ng nce Reference |Value |Missin |Reference
Serum albumin sp|P0276 |IVVS Missing|(1.15 |ng g (- ng (0.968 |(- Missing  [(1.15 |Missing|Missing [s(- |g Missing
0S=Bos taurus 9|ALBU_B|TQT (1.2446|87112|(1.046|(0.852 |0.7110/(0.930|54895 |0.6845 |(1.244644 [87112|(1.0462|(0.852403 [0.711 |(0.930 |(0.968548
GN=ALB PE=1 SV=4 |OVIN ALA | 95%| 49.5 51.91283|Ref 446) ) 2523) |4033) |696) |8845) |) 649) |6) ) 523) 3) 0696) |8845) [95) 653.9| 1305.8 2| 0.014 10.72
No No Refer No No Refere
Value |Value No ence |No Value Value |nce
No s s No Values [Missi [Values|No s No s Missin
Serum albumin sp|P0276 |IVVS Values |(0.60 [(0.433(Values |(0.488 [ng (0.436 |Values |No Values [(0.60 |Values [No Values [(0.48 |g No Values
0S=Bos taurus 9|ALBU_B(TQT (0.7177]00643|469441(0.292 |86272 |(1.866/96997 |(0.515 |(0.717757 |00643|(0.4334(0.292990 [88627|(1.866 |(0.436969
GN=ALB PE=1 SV=4 |OVIN ALA | 95%| 72.8 51.73297|Ref 577) 4) ) 99024)|) 5931) |) 36745)|7) 4) 6944) |24) 2) 5931) |97) 653.9| 1305.8 2| 0.0099( 7.553
mPc
Serum albumin sp|P0276 |TEDY
0S=Bos taurus 9|ALBU_B|LSLIL
GN=ALB PE=1 SV=4 |OVIN NR 95%| 52.1| 52.31426|Ref 0.88 0.6| 0.97[ 0.73( 0.48 1.2| 0.64| 2100 2460( 2200[ 3190 2990 2190 3750 2530( 673.3 2017 3| 0.0133( 6.582
mPc
Serum albumin sp|P0276 |TEDY
0S=Bos taurus 9|ALBU_B|LSLIL
GN=ALB PE=1 SV=4 |OVIN NR 95%| 62.7| 52.55974|Ref 0.89| 0.61 1| 0.92 0.33 1.4] 0.71] 5560 11300(10100f 14800 15500 9010| 19600 12100 1010 2017 2| 0.0044( 2.164
mPc
Serum albumin sp|P0276 |TEDY
0S=Bos taurus 9|ALBU_B|LSLIL
GN=ALB PE=1 SV=4 |OVIN NR 91%| 45.8| 52.42484|Ref 0.92| 0.39 1| 0.71f 0.41 1.1] 0.78 227 251| 188 324 291| 206 353 276| 673.3 2017 3| 0.0098( 4.858




mPc

Serum albumin sp|P0276 |TEDY

0S=Bos taurus 9|ALBU_B|LSLIL

GN=ALB PE=1 SV=4 |OVIN NR 95%| 59.8| 52.46391|Ref 0.88| 0.45 1| 0.98[ 0.17 14| 0.78 643 1270| 1020 1700 1830| 910 2270 1440| 1010 2017 0.0086| 4.285
mPc

Serum albumin sp|P0276 |TEDY

0S=Bos taurus 9|ALBU_B|LSLIL

GN=ALB PE=1 SV=4 |OVIN NR 77%| 36.9| 52.44057|Ref 0.99| 0.38 1.1 1.1] 0.14 1.3] 0.69 320 641| 456 821 922| 420 997 634| 1010 2017 0.0096| 4.771
mPc

Serum albumin sp|P0276 |TEDY

0S=Bos taurus 9|ALBU_B|LSLIL

GN=ALB PE=1 SV=4 |OVIN NR 64%| 34.2| 52.46169|Ref 1 0.5 1| 0.76| 0.84 1| 0.39 139 197 150 244 222| 205 246 156| 673.3 2017 0.008( 3.951
mPc

Serum albumin sp|P0276 |TEDY

0S=Bos taurus 9|ALBU_B|LSLIL

GN=ALB PE=1 SV=4 |OVIN NR 95% 81| 52.28716|Ref 0.73| 0.68| 0.95| 0.92| 0.54 1.2| 0.72] 2050 2700( 2840 3850 4150| 2780| 4580 3270 1017 2033 0.0103] 5.085
mPc

Serum albumin sp|P0276 |TEDY

0S=Bos taurus 9|ALBU_B|LSLIL

GN=ALB PE=1 SV=4 |OVIN NR 95%| 66.6| 51.81706(Ref 0.75| 0.64| 0.84| 0.72| 0.28 1.5| 0.58 895 999| 1000 1300 1310| 845| 2080 1080| 678.7 2033 0.0135| 6.627
mPc

Serum albumin sp|P0276 |TEDY

0S=Bos taurus 9|ALBU_B|LSLIL

GN=ALB PE=1 SV=4 |OVIN NR 95%| 66.2| 52.4192|Ref 0.89| 0.47| 0.97| 0.92] 0.39 1.4] 0.83] 1270 2540( 2060[ 3270 3490 2110 4350 2970 1018 2033 0.0045| 2.204
mPc

Serum albumin sp|P0276 |TEDY

0S=Bos taurus 9|ALBU_B|LSLIL

GN=ALB PE=1 SV=4 |OVIN NR 95%| 85.7| 52.32025|Ref 0.82| 0.61| 0.94] 0.93] 0.28 1.5| 0.75 669 1420| 1340 1880 2060 1150 2790 1650| 1018 2033 0.0086| 4.249




mPc

Serum albumin sp|P0276 |TEDY

0S=Bos taurus 9|ALBU_B|LSLIL

GN=ALB PE=1 SV=4 |OVIN NR 73%| 36.4| 52.49724|Ref 0.9| 0.44| 0.74 0.7 0.55 1.5 0.6 394 500 394 547 586 460 918 495( 678.7 2033 0.0021] 1.051
Serum albumin sp|P0276

0S=Bos taurus 9|ALBU_B|nEcF

GN=ALB PE=1 SV=4 |OVIN LSHk | 67%| 34.7| 52.07096(Ref 1.1 0.81 0.84| 0.69] 0.55 1.1] 0.55| 23600 32900|30200| 34400, 34200(27100| 40900 28200| 544.6| 1630.8 0.0105| 6.46
Serum albumin sp|P0276

0S=Bos taurus 9|ALBU_B|nEcF

GN=ALB PE=1 SV=4 |OVIN LSHk | 61% 33| 52.12297|Ref 0.74 1.1 0.78] 0.81] 0.36 13 0.3| 2770 2980( 4210 3710 4200| 2670| 5210 2660( 816.4| 1630.8 0.0069| 4.244
Serum albumin sp|P0276 |gNc

0S=Bos taurus 9|ALBU_B(DQF

GN=ALB PE=1 SV=4 |OVIN Ek 79%| 27.9| 42.92212|Ref 0.9| 0.59 1.1] 0.86] 0.36 1.5| 0.38] 1720 3440( 3010[ 4920 4490| 2770| 6370 2930( 672.8| 1343.6 0.0134] 9.973
Serum albumin sp|P0276 |gNc

0S=Bos taurus 9|ALBU_B(DQF

GN=ALB PE=1 SV=4 |OVIN Ek 52%| 22.7| 43.16578|Ref 1.3] 0.39] 0.81] 0.39 0.1 1.2 0.63 395 455 260 390 323| 230 500 343| 672.8| 1343.6 0.0117| 8.694
Serum albumin sp|P0276 |gNc

0S=Bos taurus 9|ALBU_B(DQF

GN=ALB PE=1 SV=4 |OVIN Ek 83%: 29| 42.48047|Ref 0.87| 0.51| 0.98 1| 0.34 1.4] 0.73] 4000 7710 6510 10100 11300 6220 13400 8480| 672.8| 1343.6 0.0178| 13.23
Serum albumin sp|P0276 |gNc

0S=Bos taurus 9|ALBU_B(DQF

GN=ALB PE=1 SV=4 |OVIN Ek 82%| 28.8| 42.68601|Ref 0.69| 0.28| 0.72| 0.62 0.2 1.1] 0.48] 3920 1960| 1600| 2440 2500 1630 3250 2060( 672.8| 1343.6 0.0168| 12.52




Serum albumin sp|P0276 |gNc
0S=Bos taurus 9|ALBU_B(DQF
GN=ALB PE=1 SV=4 |OVIN Ek 65%| 24.4| 42.76209|Ref 0.91| 0.61 1| 0.74 0.13 1.4] 0.61] 2290 3360 2960 4490 4010| 2280| 5900 3310( 672.8| 1343.6 0.0146| 10.88
Serum albumin sp|P0276 |gNc
0S=Bos taurus 9|ALBU_B(DQF
GN=ALB PE=1 SV=4 |OVIN Ek 61%| 23.8| 42.91769|Ref 1| 0.59 1.1] 0.84] 0.61 1.2 0.5 8500 16300(13000 20000 19100(14200| 22000 13700| 672.8| 1343.6 0.013( 9.691
Serum albumin sp|P0276 |gNc
0S=Bos taurus 9|ALBU_B(DQF
GN=ALB PE=1 SV=4 |OVIN Ek 58%| 23.7| 43.34615|Ref 0.91] 0.42| 0.52| 0.82| 0.59 1.3] 0.77 476 501 387 466 635| 471 783 555| 672.8| 1343.6 0.0096| 7.147
Serum albumin sp|P0276 |gNc
0S=Bos taurus 9|ALBU_B(DQF
GN=ALB PE=1 SV=4 |OVIN Ek 95%| 45.2| 50.30393|Ref 0.75| 0.53 1.1 0.98| 0.37 1.4] 0.66| 31600 52100|48700| 80700, 82400|47000| 98400 59600| 833.4| 1664.8 0.0154] 9.223
Serum albumin sp|P0276 |gNc
0S=Bos taurus 9|ALBU_B(DQF
GN=ALB PE=1 SV=4 |OVIN Ek 67%| 32.5| 50.39973|Ref 0.83| 0.36 1.1] 0.92| 0.42 1.3] 0.77| 18000 30300{23700| 43600 43200|26700| 52400 35300 833.4| 1664.8 0.0138| 8.262
Serum albumin sp|P0276 |gNc
0S=Bos taurus 9|ALBU_B(DQF
GN=ALB PE=1 SV=4 |OVIN Ek 88%: 39| 50.32373|Ref 0.82| 0.44 1.1 1| 0.47 1.4] 0.71] 17500 36600|30700| 52800, 55800(33600| 66400 41400( 833.4| 1664.8 0.0151| 9.067
Serum albumin sp|P0276 |qTAL
0S=Bos taurus 9|ALBU_B|VELL
GN=ALB PE=1 SV=4 |OVIN k 86%| 37.3| 49.69709|Ref 1.4] 0.51] 0.76] 0.77| 0.18 1.2| 0.79 419 959 570 761 845| 489| 1040 773| 651.4| 1300.8 0.0072| 5.515




Serum albumin sp|P0276 |qTAL
0S=Bos taurus 9|ALBU_B|VELL
GN=ALB PE=1 SV=4 |OVIN k 86%| 37.4| 49.65192|Ref 0.97| 0.64| 0.99| 0.81] 0.37 1.4] 0.68| 3200 6320 5470 7840 7590( 4880| 10100 6280( 651.4| 1300.8 0.0111] 8.511
Serum albumin sp|P0276 |qTAL
0S=Bos taurus 9|ALBU_B|VELL
GN=ALB PE=1 SV=4 |OVIN k 62%| 30.3| 49.10763|Ref 1| 0.54| 0.96| 0.87[ 0.48 1.1] 0.75| 3470 5550( 4250 6400 6630( 4430 6970 5530( 812 1622 0.0234| 14.43
Serum albumin sp|P0276 |qTAL
0S=Bos taurus 9|ALBU_B|VELL
GN=ALB PE=1 SV=4 |OVIN k 91%| 41.7| 48.77585|Ref 0.76| 0.65 1 0.9 0.4 1.4] 0.74] 16700 31500(31600| 46800 46700|28700| 58900 37700 541.7 1622 0.018( 11.12
Serum albumin sp|P0276 |qTAL
0S=Bos taurus 9|ALBU_B|VELL
GN=ALB PE=1 SV=4 |OVIN k 95%| 56.8| 48.53978|Ref 1| 0.49 1| 0.93( 0.34 1.3] 0.37| 10000 15200(11400| 18600 19100(11000| 22200 11700 812 1622 0.013( 8.03
Serum albumin sp|P0276 |qTAL
0S=Bos taurus 9|ALBU_B|VELL
GN=ALB PE=1 SV=4 |OVIN k 95%| 49.3| 48.53558|Ref 0.88| 0.52| 0.85| 0.87| 0.51 1.4] 0.65| 1E+05 180000|2E+05| 215000  240000|2E+05| 3E+05 188000| 541.7| 1622 0.0118| 7.295
Serum albumin sp|P0276 |qTAL
0S=Bos taurus 9|ALBU_B|VELL
GN=ALB PE=1 SV=4 |OVIN k 95%| 50.3| 48.12914(Ref 0.8| 0.44 1.1 1| 0.23 1.4] 0.68| 33800 56400|47800| 83700, 89500{44800| 1E+05 63400 812 1622 0.0091| 5.627
Serum albumin sp|P0276 |qTAL
0S=Bos taurus 9|ALBU_B|VELL
GN=ALB PE=1 SV=4 |OVIN k 94%| 41.9| 48.58068|Ref 0.87 0.4 1.1] 0.87 0.33 1.5| 0.63] 6340 12500 9740 17800 16700(10000| 23500 12800 812 1622 0.015( 9.238




Serum albumin sp|P0276 |qTAL
0S=Bos taurus 9|ALBU_B|VELL
GN=ALB PE=1 SV=4 |OVIN k 95%| 48.6| 48.34885|Ref 0.77| 0.53] 0.92| 0.91] 0.48 1.4] 0.61] 5970 8060( 7370 10800 11900( 7720| 15200 8720| 541.7 1622 0.0109] 6.721
Serum albumin sp|P0276 |qTAL
0S=Bos taurus 9|ALBU_B|VELL
GN=ALB PE=1 SV=4 |OVIN k 91%| 42.1| 48.68451|Ref 0.79| 0.61| 0.88] 0.75| 0.37 1.1] 0.73] 2160 1960| 1880| 2550 2560 1720 3010 2280( 541.7 1622 0.0204| 12.6
Serum albumin sp|P0276 |qTAL
0S=Bos taurus 9|ALBU_B|VELL
GN=ALB PE=1 SV=4 |OVIN k 95%| 46.8| 48.64298|Ref 0.84| 0.82| 0.82| 0.88] 0.54 1.3] 0.63 307 505 543 606 697| 482 850 533| 812 1622 0.0188| 11.57
Serum albumin sp|P0276 |qTAL
0S=Bos taurus 9|ALBU_B|VELL
GN=ALB PE=1 SV=4 |OVIN k 87%| 37.8| 47.91361|Ref 0.86| 0.61 1| 0.79( 0.53 1.1] 0.57 901 985| 900 1360 1270 920 1400 979| 541.7 1622 0.0056| 3.45
Serum albumin sp|P0276 |qTAL
0S=Bos taurus 9|ALBU_B|VELL
GN=ALB PE=1 SV=4 |OVIN k 52%| 27.6| 47.91361|Ref 0.57| 0.29 1 1| 0.62 1.2| 0.49 360 293| 260 483 542| 354 542 337| 541.7 1622 0.0052| 3.228
Refer Refer
ence [Refer Refer ence No Refere
Missi |ence No ence |No Missi |Refere Value |nce
No ng Missi [No Values [Missi [Values [No ng nce s Missin
Serum albumin sp|P0276 |rHPE Values |(0.78 [ng Values [(0.529 [ng (0.477 |Values |No Values [(0.78 |Missing|No Values [(0.52 |g No Values
0S=Bos taurus 9|ALBU_B|YAVS (0.7583]03382|(1.252|(0.333 |50037 |(1.144|60773 |(0.556 |(0.758395 [03382|(1.2528(0.333628 [95003(1.144 |(0.477607
GN=ALB PE=1 SV=4 |OVIN VLLR | 86%| 40.3| 53.05336|Ref 9525) |) 8954) 162803)|) 4736) () 00536) |25) ) 954) 03) 7) 4736) |73) 436.8 1743 0.0156| 8.957
Serum albumin sp|P0276 |rHPE
0S=Bos taurus 9|ALBU_B|YAVS
GN=ALB PE=1 SV=4 |OVIN VLLR | 88%| 43.7| 52.96286|Ref 0.99| 0.62( 0.72| 0.76] 0.78 0.9| 0.89| 23100 31400|26300| 31800, 35900(31900| 36100 35500 582 1743 0.0123| 7.027




Serum albumin sp|P0276 |rHPE
0S=Bos taurus 9|ALBU_B|YAVS
GN=ALB PE=1 SV=4 |OVIN VLLR | 55%| 32.8| 52.89486|Ref 0.81| 0.52 0.73| 0.77| 0.62 1.2| 0.89( 1750 2080( 1840 2380 2700( 2140 3400 2660( 872.5 1743 0.0114] 6.565
No Refer |Refere Refer |Refere No No Refere
Refere |Value |ence |nce No ence |nce Value |Refere Value |nce
nce s Missi |Missin [Values [Missi [Missin |[No Reference|s nce Reference|s Missin [Reference
Serum albumin sp|P0276 |rHPE Missing|(0.51 |ng g (0.406 |ng g Values |Missing  |(0.51 |Missing|Missing |(0.40 |g Missing
0S=Bos taurus 9|ALBU_B|YAVS (0.9471]76589|(1.020|(0.781 |45728 |(1.165/(0.625 |(0.432 |(0.947134 |76589|(1.0203|(0.781218 [64572|(1.165 |(0.625999
GN=ALB PE=1 SV=4 |OVIN VLLR | 87%| 40.7 52.91511|Ref 342) 5) 36) 21823)]) 9675) |9999) (96224)|2) 5) 6) 23) 8) 9675) |9) 436.8 1743 0.0107| 6.159
Serum albumin sp|P0276 |rHPE
0S=Bos taurus 9|ALBU_B|YAVS
GN=ALB PE=1 SV=4 |OVIN VLLR | 95%| 53.1| 52.89618|Ref 0.75| 0.55[ 0.99] 0.79] 0.52 1.2| 0.92 65700 89600|84700| 129000, 124000|89400| 2E+05 123000| 582 1743 0.0119] 6.821
Serum albumin sp|P0276 |rHPE
0S=Bos taurus 9|ALBU_B|YAVS
GN=ALB PE=1 SV=4 |OVIN VLLR | 86%| 40.7 52.89455|Ref 0.92| 0.38 1.1 0.59| 0.52 1.4 0.87[ 3420 6150 4600 8380 6590( 5480| 10300 7220 872.5 1743 0.0111] 6.359
Serum albumin sp|P0276 |rHPE
0S=Bos taurus 9|ALBU_B|YAVS
GN=ALB PE=1 SV=4 |OVIN VLLR | 94%| 49.6 52.89555|Ref 0.74| 0.76( 0.93| 0.84] 0.74 1.2| 0.59( 70100 95400| 1E+05| 133000, 138000| 1E+05| 2E+05 105000| 582 1743 0.011| 6.288
Value Value
Missi Missi
ng ng
Serum albumin sp|P0276 |rHPE (0.29 (0.29
0S=Bos taurus 9|ALBU_B|YAVS 82515 82515
GN=ALB PE=1 SV=4 |OVIN VLLR [ 91% 44( 52.90636|Ref 1.1|4) 1| 0.58| 0.76 0.7 0.8 7290 8110|4) 9650 7750 7650 7710 8210| 436.8 1743 0.0105| 6.021
No Refer Refer No No Refere
Value |ence ence Value |Refere Value |nce
No s Missi [No No Missi [No No s nce s Missin
Serum albumin sp|P0276 |rHPE Values |(0.67 [ng Values |Values [ng Values [Values [No Values |(0.67 |Missing|No Values |(0.55 |g No Values
0S=Bos taurus 9|ALBU_B|YAVS (0.7880(03601/(1.307/(0.363 |(0.559 |(1.065|(0.507 |(0.585 |(0.788053 [03601|(1.3077(0.363286 [91585{(1.065 |(0.507266
GN=ALB PE=1 SV=4 |OVIN VLLR | 86%| 40.2 52.86834|Ref 5345) |) 7878) |28605)|1585) |9491) |266) |66344)|45) ) 878) 05) ) 9491) |) 436.8 1743 0.0097| 5.54




Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|YAVS

GN=ALB PE=1 SV=4 |OVIN VLLR | 95%| 53.3| 53.05193|Ref 0.98| 0.67| 0.89] 0.59| 0.69 1.3| 0.82f 13500 28300(24900| 32400 29000(27100| 43000 30800 582 1743 0.0154| 8.816
Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|YAVS

GN=ALB PE=1 SV=4 |OVIN VLLR | 89%| 44.6 52.96573|Ref 0.87| 0.81f 0.77| 0.67| 0.76/ 0.95| 0.72| 3660 4100| 4270 4670 4800| 4470| 5310 4500 582 1743 0.0134| 7.664
Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|YAVS

GN=ALB PE=1 SV=4 |OVIN VLLR | 93%| 46.1| 52.96097|Ref 0.66 0.65 1.2 0.7 0.78] 0.94| 0.74] 9140 10000(10800f 17100 13700(12800| 14900 12800 436.8 1743 0.012 6.87
Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|YAVS

GN=ALB PE=1 SV=4 |OVIN VLLR | 89%| 42.2 52.89455|Ref 1.1f 0.47 1.1 0.73] 0.42 1.2 0.7 1020 2330 1590 2830 2360 1650 3000 2090( 872.5 1743 0.0111] 6.359
Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|YAVS

GN=ALB PE=1 SV=4 |OVIN VLLR [ 95%| 53.3 52.915|Ref 0.86( 0.73 0.9 0.6| 0.63] 0.97| 0.71] 5130 5180 5160[ 6500 5820 5200 6860 5690 582 1743 0.0106| 6.081

Refer
No No ence No No Refere
Value |Value No Missi Value Value |nce
No s s No Values [ng No No s No s Missin

Serum albumin sp|P0276 |rHPE Values |(0.83 ((0.670(Values |(0.726 [(0.904|Values [Values |No Values |(0.83 |Values |No Values|(0.72 |g No Values

0S=Bos taurus 9|ALBU_B|YAVS (0.9552(75169|92234|(0.530 |31556 |17475|(0.674 |(0.752 |(0.955210(75169|(0.6709(0.530443 [63155((0.904 |(0.674422

GN=ALB PE=1 SV=4 |OVIN VLLR | 90%| 42.9| 52.88569|Ref 1045) |6) ) 44313)|) ) 4229) (8204) (45) 6) 2234) |13) 6) 17475)(9) 436.8 1743 0.0104| 5.953
Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|YAVS

GN=ALB PE=1 SV=4 |OVIN VLLR | 95%| 51.5 52.84954|Ref 0.88| 0.68( 0.95| 0.61] 0.67| 0.87| 0.76] 2410 2500 2360f 3210 2790( 2540 3050 2810( 436.8 1743 0.0091| 5.242




Serum albumin sp|P0276 |rHPE
0S=Bos taurus 9|ALBU_B|YAVS
GN=ALB PE=1 SV=4 |OVIN VLLR [ 62% 34| 52.84952|Ref 1| 0.58 1.2| 0.74] 0.58 1| 0.62 893 1470| 1170 1990 1610| 1270 1760 1350| 872.5 1743 0.009( 5.166
Serum albumin sp|P0276 |rHPE
0S=Bos taurus 9|ALBU_B|YAVS
GN=ALB PE=1 SV=4 |OVIN VLLR | 95%| 51.2 52.84785|Ref 0.83| 0.76[ 0.97| 0.72] 0.51 1.2| 0.59 8180 9720(10100| 13100 12100 9090 15100 10000 582 1743 0.0088| 5.032
Serum albumin sp|P0276 |rHPE
0S=Bos taurus 9|ALBU_B|YAVS
GN=ALB PE=1 SV=4 |OVIN VLLR | 91%| 44.1| 52.7987|Ref 0.96 0.57 1.3| 0.42| 0.74] 0.78] 0.52| 3390 3880 3220 6100 3570( 3900 4200 3470( 436.8 1743 0.0072| 4.141
Serum albumin sp|P0276 |rHPE
0S=Bos taurus 9|ALBU_B|YAVS
GN=ALB PE=1 SV=4 |OVIN VLLR [ 90% 43| 52.96808|Ref 0.68| 0.57 1.2| 0.88 0.7 1| 0.72| 3890 4970| 5000| 8420 7680 5910 7820 6210( 436.8 1743 0.0128| 7.352
Serum albumin sp|P0276 |rHPE
0S=Bos taurus 9|ALBU_B|YAVS
GN=ALB PE=1 SV=4 |OVIN VLLR | 64%| 34.9 52.96286|Ref 0.87| 0.76] 0.77| 0.78] 0.66 0.9| 0.68 983 978| 985 1120 1230 990 1220 1040| 582 1743 0.0123| 7.027
Serum albumin sp|P0276 |rHPE
0S=Bos taurus 9|ALBU_B|YAVS
GN=ALB PE=1 SV=4 |OVIN VLLR | 90%| 45.5 52.84945|Ref 0.96| 0.78[ 0.76] 0.52| 0.61 1.2| 0.87 939 1310| 1250 1390 1300| 1210 1830 1490| 582 1743 0.0095| 5.445
Serum albumin sp|P0276 |rHPE
0S=Bos taurus 9|ALBU_B|YAVS
GN=ALB PE=1 SV=4 |OVIN VLLR [ 95% 50( 52.79676|Ref 1| 0.27 1.3| 0.45| 0.64| 0.93| 0.74 798 1000 641| 1430 899| 896 1140 997| 436.8 1743 0.0077| 4.416




Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|YAVS

GN=ALB PE=1 SV=4 |OVIN VLLR | 88%| 43.4| 52.79644|Ref 0.84| 0.74 0.97| 0.63] 0.61 1.1 0.76[ 1190 1410| 1440 1890 1650| 1420 2010 1630 582 1743 0.0073| 4.189
Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|YAVS

GN=ALB PE=1 SV=4 |OVIN VLLR | 60%| 33.8| 52.80619|Ref 0.77| 0.62( 0.85| 0.76] 0.62 1 0.9 3150 3310 3250 4280 4430| 3500| 4790 4400 582 1743 0.0071| 4.086
Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|YAVS

GN=ALB PE=1 SV=4 |OVIN VLLR | 95%| 55.6 52.80642|Ref 1.1f 0.61 1.3 0.63] 0.29 1.4 0.4 3540 9580( 7410 13100 9310| 6430| 14800 7150( 582 1743 0.0069| 3.982

No Refer No No No
Value |ence No Value [No Value |Refere Value
No s Missi |No Values s Values |No s nce s No

Serum albumin sp|P0276 |rHPE Values |(0.77 [ng Values |(0.664 [(0.601((0.612 [Values |No Values |(0.77 |Missing|No Values|(0.66 |Values |No Values

0S=Bos taurus 9|ALBU_B|YAVS (0.8931(54472|(1.246|(0.468 |24567 |47905|35315 |(0.690 |(0.893140(54472|(1.2460|(0.468373 [42456|(0.601 |(0.612353

GN=ALB PE=1 SV=4 |OVIN VLLR | 91%| 44.2| 52.80394|Ref 405) 5) 015) (3732) |) ) ) 7506) |5) 5) 15) 2) 7) 47905)|15) 436.8 1743 0.0066| 3.774
Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|YAVS

GN=ALB PE=1 SV=4 |OVIN VLLR | 94%| 50.6 53.05336|Ref 0.63| 0.48( 0.83| 0.61] 0.97 1.1 0.87 833 806| 787 1170 1070| 1200 1320 1150 582 1743 0.0156| 8.919
Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|YAVS

GN=ALB PE=1 SV=4 |OVIN VLLR | 95%| 52.3| 52.88381|Ref 0.99| 0.47 1.1l 0.74 0.4 1.4 0.82 1540 3930 2970 5280 4420| 3070| 6200 4240| 582 1743 0.0101] 5.771
Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|YAVS

GN=ALB PE=1 SV=4 |OVIN VLLR | 65%| 34.9 52.86834|Ref 0.75| 0.85( 0.82| 0.55| 0.74 1| 0.88 670 734| 855 938 859| 853| 1070 976| 582 1743 0.0097| 5.565




No Refer Refer No Refere
Value |ence ence |No Value |Refere No nce
No s Missi |No No Missi |Values|No s nce Value |Missin

Serum albumin sp|P0276 |rHPE Values |(0.73 [ng Values |Values [ng (0.568 |Values |No Values |(0.73 |Missing|[No Values [s g No Values

0S=Bos taurus 9|ALBU_B|YAVS (0.8497|20455/(1.001/(0.424 |(0.620 |(1.120|95137 |(0.647 |(0.849738 |20455/(1.0015(0.424971 ((0.62 |(1.120 |(0.568951

GN=ALB PE=1 SV=4 |OVIN VLLR | 92%| 44.3| 52.79676|Ref 3884) |) 5075) |9715) |844) |2927)|) 34876)|84) ) 075) 5) 0844) |2927) (37) 436.8 1743 0.0077| 4.416
Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|YAVS

GN=ALB PE=1 SV=4 |OVIN VLLR | 90%| 42.5 52.80619|Ref 0.85( 0.93 1.3 0.39] 0.51| 0.85| 0.63 352 418| 479 697 407| 387 512 435( 436.8 1743 0.0071| 4.049
Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|YAVS

GN=ALB PE=1 SV=4 |OVIN VLLR | 90%| 42.6 52.80642|Ref 0.73 0.8 1| 0.56] 0.99| 0.56| 0.56 263 221| 251 329 263| 308 239 238| 436.8 1743 0.0069| 3.98
Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|yAVS

GN=ALB PE=1 SV=4 |OVIN VLLR | 85%| 34.4| 51.48344|Ref 0.98| 0.69( 0.65| 0.77| 0.88| 0.98] 0.63 618 785 698 759 914| 858 960 751| 410.4| 2047.2 0.0141] 6.903
Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|yAVS

GN=ALB PE=1 SV=4 |OVIN VLLR | 86%| 35.3| 51.48344|Ref 0.82| 0.67 1.2 0.89] 0.26 1.2| 0.58| 54600 77600|76100| 122000, 109000|61700| 1E+05 80100| 410.4| 2047.2 0.0141] 6.903
Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|yAVS

GN=ALB PE=1 SV=4 |OVIN VLLR | 61%| 27.4| 51.46615|Ref 0.84| 0.45 1.2 0.91] 0.68 1| 0.69| 1850 2880( 2370 4410 4040| 3010| 4020 3130( 410.4| 2047.2 0.0137| 6.684
Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|yAVS

GN=ALB PE=1 SV=4 |OVIN VLLR | 66%| 28.1| 51.4014|Ref 0.81| 0.52 1.2 0.9| 0.42 1.2| 0.66[ 8590 14000(12500( 22400 20100{12500| 23300 15400( 410.4| 2047.2 0.0121] 5.927




Serum albumin sp|P0276 |rHPE

0S=Bos taurus 9|ALBU_B|yAVS

GN=ALB PE=1 SV=4 |OVIN VLLR | 73%| 29.9| 51.3963|Ref 0.68| 0.57 1.3 0.59| 0.94 1.1 0.56 654 893| 898| 1620 1120| 1250 1490 995| 410.4| 2047.2 0.0088| 4.291
rHPY

Serum albumin sp|P0276 |FYAP

0S=Bos taurus 9|ALBU_B|ELLY

GN=ALB PE=1 SV=4 |OVIN YANk| 74%| 33.7| 55.08855|Ref 0.77| 0.52| 0.85| 0.79| 0.41 1.6/ 0.59 755 1180| 1080 1510 1610| 1070| 2630 1260| 531.5| 2652.4 0.02| 7.556
rHPY

Serum albumin sp|P0276 |FYAP

0S=Bos taurus 9|ALBU_B|ELLY

GN=ALB PE=1 SV=4 |OVIN YANkK| 71%| 32.9| 55.04578|Ref 0.88| 0.92 0.6 0.65[ 0.35 1.7] 0.39 522 885 989 893 1020| 718| 1910 770| 531.5| 2652.4 0.0121| 4.56
RHPy

Serum albumin sp|P0276 |FYAP

0S=Bos taurus 9|ALBU_B|ELLY

GN=ALB PE=1 SV=4 |OVIN YANk| 76%| 39.8 55.09037|Ref 0.91] 0.53| 0.81] 0.77| 0.62 13| 0.77 424 661| 551 749 802| 631 1070 727| 885.1| 2652.4 0.0162| 6.115
RHPy

Serum albumin sp|P0276 |FYAP

0S=Bos taurus 9|ALBU_B|ELLY

GN=ALB PE=1 SV=4 |OVIN YANk| 55%| 35.2 55.00051|Ref 1.1 0.76 1| 0.57[ 0.48 1.1] 0.65 148 250| 211 286 229| 189 297 220| 885.1| 2652.4 0.0056| 2.113
RHPy

Serum albumin sp|P0276 |FYAP

0S=Bos taurus 9|ALBU_B|ELLY

GN=ALB PE=1 SV=4 |OVIN YANk| 52%| 32.9 55.08255|Ref 0.89| 0.54 1| 0.58 0.4 1.2 0.85 207 266| 227 356 287| 222 411 313| 664.1| 2652.4 0.016( 6.02

Serum albumin sp|P0276 |sHcl

0S=Bos taurus 9|ALBU_B|AEVE

GN=ALB PE=1 SV=4 |OVIN k 77%| 37.7| 52.59061|Ref 0.92| 0.63| 0.87| 0.87| 0.37 1.3] 0.51] 24600 30000|26700| 35300, 38900(23900| 46400 27400| 557.3| 1668.9 0.0133] 7.991




Serum albumin sp|P0276 |sHcl
0S=Bos taurus 9|ALBU_B|AEVE
GN=ALB PE=1 SV=4 |OVIN k 95%| 51.4| 52.27771|Ref 0.99| 0.76| 0.88] 0.63| 0.43 1.2] 0.67| 2590 3560 3290 4020 3730| 2830 5020 3460( 835.4| 1668.9 0.0233] 13.95
Serum albumin sp|P0276 |sHcl
0S=Bos taurus 9|ALBU_B|AEVE
GN=ALB PE=1 SV=4 |OVIN k 95%| 47.7| 52.47995|Ref 0.99| 0.72| 0.86/ 0.84| 0.41 1.2] 0.62| 2650 3990( 3600 4440 4830| 3130| 5690 3760 835.4| 1668.9 0.0215| 12.86
Serum albumin sp|P0276 |sHcl
0S=Bos taurus 9|ALBU_B|AEVE
GN=ALB PE=1 SV=4 |OVIN k 84%| 40.9| 52.59781|Ref 1.1] 0.61 1.1 09| 0.39 1.2| 0.47| 49300 96400|74200| 116000, 112000|68700| 1E+05 75000 557.3| 1668.9 0.0139] 8.332
Serum albumin sp|P0276 |sHcl
0S=Bos taurus 9|ALBU_B|AEVE
GN=ALB PE=1 SV=4 |OVIN k 89%| 41.4| 52.58592|Ref 0.97| 0.63| 0.96| 0.74 0.5 1.3] 0.53] 11300 17600(15200( 21300 20200{14900| 27600 15800( 418.2| 1668.9 0.0132] 7.905
Serum albumin sp|P0276 |sHcl
0S=Bos taurus 9|ALBU_B|AEVE
GN=ALB PE=1 SV=4 |OVIN k 60%| 33.7| 52.61831|Ref 0.97| 0.79] 0.85| 0.75 0.4 1.1] 0.53] 56700 66500|63400| 74200 76700(52500| 90500 59600| 557.3| 1668.9 0.0126| 7.56
Serum albumin sp|P0276 |sLHT
0S=Bos taurus 9|ALBU_B|LFGD
GN=ALB PE=1 SV=4 |OVIN ELck | 73%| 37.9| 53.93122|Ref 0.76] 0.43( 0.96/ 0.88 0.6 1.2| 0.86[ 13900 19700(17100| 27700 28800(20600| 33600 25700 673 2016 0.0182] 9.011
Serum albumin sp|P0276 |sLHT
0S=Bos taurus 9|ALBU_B|LFGD
GN=ALB PE=1 SV=4 |OVIN ELck | 95%| 57.4| 53.91089|Ref 0.98 0.4 1.1 0.79] 0.47 1.4 0.66[ 1950 4280| 3110/ 5880 5030 3520 6920 4190| 1009 2016 0.0163] 8.101




Serum albumin sp|P0276 |sLHT

0S=Bos taurus 9|ALBU_B|LFGD

GN=ALB PE=1 SV=4 |OVIN ELck | 94%| 51.9| 53.93924(|Ref 0.82| 0.57 1.1] 0.75] 0.52 1.3] 0.73] 3150 5490 5010 8060 7010 5220 9650 6250( 673 2016 0.0172| 8.55

Serum albumin sp|P0276 |sLHT

0S=Bos taurus 9|ALBU_B|LFGD

GN=ALB PE=1 SV=4 |OVIN ELck | 95%| 64.3| 53.90707|Ref 1.1 0.37 1| 0.72 0.38 1.4] 0.81] 1300 3040 1970 3480 3110( 2140| 4470 3010 1009 2016 0.0167| 8.28

Serum albumin sp|P0276 |sLHT

0S=Bos taurus 9|ALBU_B|LFGD

GN=ALB PE=1 SV=4 |OVIN ELck | 94% 52 53.99186|Ref 0.91 0.5 1.1] 0.83 0.5 1.3] 0.67| 4640 7730 6310[ 10700 9820( 6800| 12000 7950 673| 2016.1 0.0121] 6.022

Serum albumin sp|P0276 |sLHT

0S=Bos taurus 9|ALBU_B|LFGD

GN=ALB PE=1 SV=4 |OVIN ELck | 94%| 51.4| 54.00526(Ref 0.86| 0.58 1| 0.87[ 0.56 1.2 0.67| 1240 1880| 1680 2520 2540 1790 2930 1990| 673| 2016.1 0.0127| 6.29
TcVA

Serum albumin sp|P0276 |DES

0S=Bos taurus 9|ALBU_B|HAG

GN=ALB PE=1 SV=4 |OVIN cEk 95%| 58.9| 41.81758|Ref 0.83| 0.45| 0.97| 0.98] 0.57 1.4] 0.63] 2290 4250| 3560| 5720 6340( 4170 7710 4490| 873.4| 1744.7 0.0134] 7.681
tcVA

Serum albumin sp|P0276 |DES

0S=Bos taurus 9|ALBU_B|HAG

GN=ALB PE=1 SV=4 |OVIN cEk 95%| 56.9| 47.82473|Ref 0.86| 0.68 1| 0.87[ 0.49 1.3] 0.57] 5750 10300 9930 14100 14000( 9420| 17800 10300 1025| 2048.9 0.0177| 8.62
tcVA

Serum albumin sp|P0276 |DES

0S=Bos taurus 9|ALBU_B|HAG

GN=ALB PE=1 SV=4 |OVIN cEk 95%| 61.5| 47.40568|Ref 0.72| 0.57 1.1] 0.96] 0.45 14| 0.61] 9270 15900(15500 25100 25200(15400| 30800 17800 1025| 2048.9 0.0245| 11.96




tcVA

Serum albumin sp|P0276 |DES

0S=Bos taurus 9|ALBU_B|HAG

GN=ALB PE=1 SV=4 |OVIN cEk 92%| 42.1| 47.69111|Ref 0.87| 0.61 1.1] 0.99| 0.092 1.3] 0.71] 35700 63900|57800| 91100 93200{43700| 1E+05 69200| 684 2048.9 0.0197| 9.609
tcVA

Serum albumin sp|P0276 |DES

0S=Bos taurus 9|ALBU_B|HAG

GN=ALB PE=1 SV=4 |OVIN cEk 95%| 47.4| 47.75836|Ref 0.87| 0.44] 0.99| 0.88] 0.54 1.2] 0.78| 12100 17800(14400( 23600 24200|16600| 27600 20400| 684 2048.9 0.0188| 9.169
tcVA

Serum albumin sp|P0276 |DES

0S=Bos taurus 9|ALBU_B|HAG

GN=ALB PE=1 SV=4 |OVIN cEk 91% 41| 47.76745|Ref 0.72| 0.66 1.1] 0.87 0.5 1.3] 0.58| 21500 29800(31100| 47000 4440029900 54100 32900| 684 2048.9 0.0184| 8.979
tcVA

Serum albumin sp|P0276 |DES

0S=Bos taurus 9|ALBU_B|HAG

GN=ALB PE=1 SV=4 |OVIN cEk 89%| 38.9| 47.95971|Ref 0.89| 0.51 1| 0.89( 0.38 1.3] 0.74] 15900 26100(21700| 34400 35100{21500| 42800 28500| 684 2048.9 0.0153] 7.472
tvM

Serum albumin sp|P0276 |ENFV

0S=Bos taurus 9|ALBU_B|AFV

GN=ALB PE=1 SV=4 |OVIN Dk 95%| 70.8| 53.95416|Ref 0.76 0.5 1.1] 0.92| 0.39 1.4] 0.75| 7830 13300(12100{ 19900 20000{12100| 25400 16100 1005/ 2007.1 0.0198| 9.836
tvM

Serum albumin sp|P0276 |ENFV

0S=Bos taurus 9|ALBU_B|AFV

GN=ALB PE=1 SV=4 |OVIN Dk 95%| 68.1| 53.92815|Ref 0.68| 0.68 1.1 1| 0.19 1.4] 0.69] 2230 3920( 4260 6390 6700 3290 7980 4820 1005 2007.1 0.0166| 8.252
tvM

Serum albumin sp|P0276 |ENFV

0S=Bos taurus 9|ALBU_B|AFV

GN=ALB PE=1 SV=4 |OVIN Dk 95%| 54.7| 53.96498|Ref 0.88| 0.58 1.1] 0.97| 0.23 1.4 0.7 373 761 672 1060 1080| 567| 1310 818| 1005| 2007.1 0.015( 7.465




tvM

Serum albumin sp|P0276 |ENFV

0S=Bos taurus 9|ALBU_B|AFV

GN=ALB PE=1 SV=4 |OVIN Dk 95%| 66.9| 53.90158|Ref 0.87| 0.53 1.1] 0.92] 0.29 1.3] 0.66 544 988| 848| 1440 1370 776| 1680 1040| 1005 2007.1 0.0123] 6.131
tvM

Serum albumin sp|P0276 |ENFV

0S=Bos taurus 9|ALBU_B|AFV

GN=ALB PE=1 SV=4 |OVIN Dk 64%| 35.3| 53.91274|Ref 0.88| 0.49 1.1] 0.79| 0.42 14| 0.52 197 287| 237 411 362| 244 492 272| 1005| 2007.1 0.0107| 5.334
tvMm

Serum albumin sp|P0276 |ENFV

0S=Bos taurus 9|ALBU_B|AFV

GN=ALB PE=1 SV=4 |OVIN Dk 95%| 53.2| 53.8483|Ref 0.73 0.8 0.6 0.78[ 0.53 1 1.2 278 356 407 397 495 364 542 595| 670 2007.1 0.006( 2.977
tVm

Serum albumin sp|P0276 |ENFV

0S=Bos taurus 9|ALBU_B|AFV

GN=ALB PE=1 SV=4 |OVIN Dk 95%| 54.4| 53.89095(Ref 0.88 0.6| 0.92 0.85[ 0.34 1.2] 0.99| 14900 25200(22600| 31700 33200{20300| 38900 33100| 675.4| 2023.1 0.0169| 8.37
tVm

Serum albumin sp|P0276 |ENFV

0S=Bos taurus 9|ALBU_B|AFV

GN=ALB PE=1 SV=4 |OVIN Dk 95%| 66.7 53.953|Ref 0.83] 0.52| 0.99 09| 0.28 13 1| 11300 22100{19300| 30000 31100{17700| 37000 31200| 675.4| 2023.1 0.0131] 6.473
tVm

Serum albumin sp|P0276 |ENFV

0S=Bos taurus 9|ALBU_B|AFV

GN=ALB PE=1 SV=4 |OVIN Dk 91%| 45.2| 53.96895|Ref 0.92| 0.54| 0.89| 0.85| 0.66 1.2] 0.76] 1630 2700( 2240( 3200 3440( 2630 4010 2940( 1013| 2023.1 0.01| 4.934
tVm

Serum albumin sp|P0276 |ENFV

0S=Bos taurus 9|ALBU_B|AFV

GN=ALB PE=1 SV=4 |OVIN Dk 67%| 36.4| 53.94495|Ref 0.63| 0.56| 0.99| 0.87| 0.38 1.2 1.2] 1380 1890| 1960 2970 3010 1870 3340 3300( 675.4| 2023.1 0.0111| 5.48




tVm

Serum albumin sp|P0276 |ENFV

0S=Bos taurus 9|ALBU_B|AFV

GN=ALB PE=1 SV=4 |OVIN Dk 65% 36[ 53.93235|Ref 0.9| 0.45| 0.97 0.8 0.67| 0.83] 0.94] 2960 3590( 2850 4590 4480| 3580| 4180 4480( 675.4| 2023.1 0.0124| 6.117
tVm

Serum albumin sp|P0276 |ENFV

0S=Bos taurus 9|ALBU_B|AFV

GN=ALB PE=1 SV=4 |OVIN Dk 89%| 45.4| 53.92243|Ref 0.83| 0.57| 0.93| 0.78] 0.67 1| 0.87| 1900 2360( 2130[ 3070 3050( 2470 3230 2930( 675.4| 2023.1 0.0106| 5.213
tvMm

Serum albumin sp|P0276 |EnFV

0S=Bos taurus 9|ALBU_B|AFV

GN=ALB PE=1 SV=4 |OVIN Dk 95%| 60.6| 53.82523|Ref 0.72] 0.59| 0.96 1| 0.53 1.2| 0.64| 9610 12000(11900 17200 19700(12300| 20300 13800 1005/ 2008.1 0.0232] 11.53
tvMm

Serum albumin sp|P0276 |EnFV

0S=Bos taurus 9|ALBU_B|AFV

GN=ALB PE=1 SV=4 |OVIN Dk 95%| 53.6| 53.8184|Ref 0.76| 0.71 1| 0.95[ 0.39 1.2 0.8| 18200 29600(31000| 43300 45400]|27000| 50000 37100| 670.4| 2008.1 0.0163] 8.132
tvM

Serum albumin sp|P0276 |EnFV

0S=Bos taurus 9|ALBU_B|AFV

GN=ALB PE=1 SV=4 |OVIN Dk 84%| 41.8| 53.8488|Ref 0.72| 0.43] 0.96| 0.77| 0.46 1.1 1.2] 5020 6410 5690 9240 8960( 6290| 10600 10500( 670.4| 2008.1 0.0121] 6.042
tVm

Serum albumin sp|P0276 |EnFV

0S=Bos taurus 9|ALBU_B|AFV

GN=ALB PE=1 SV=4 |OVIN Dk 84%| 41.8| 53.89836|Ref 0.95| 0.77 0.8 0.5| 0.75 0.8| 0.76] 3840 3880( 3710 4250 3800( 3950 4280 4140| 675.7| 2024.1 0.0129] 6.385
VHKE
ccHG

Serum albumin sp|P0276 |DLLE

0S=Bos taurus 9|ALBU_B|cAD

GN=ALB PE=1 SV=4 |OVIN DR 66%| 28.5| 48.09345|Ref 0.7| 0.48| 0.87 0.87[ 0.58 1.1] 0.91] 9570 9580( 8920 13200 14500(10300| 15300 13500 673| 2688.2 0.0194| 7.211




Serum albumin sp|P0276 |ylcD
0S=Bos taurus 9|ALBU_B|(NQD
GN=ALB PE=1 SV=4 |OVIN TISSk| 90%| 44.6| 52.43891|Ref 0.89| 0.24| 0.86 1.3| 0.44 1.3| 0.74[ 58600 106000|73500| 127000 184000|91000| 2E+05 116000| 681 2040 0.0173] 8.462
Serum albumin sp|P0276 |ylcD
0S=Bos taurus 9|ALBU_B|NQD
GN=ALB PE=1 SV=4 |OVIN TISSk| 95%| 51.1| 52.42701|Ref 0.98| 0.46 1.1 0.95| 0.13 1.5| 0.56( 4E+05| 1120000|8E+05| 2E+06| 1470000|7E+05| 2E+06| 1010000( 681 2040 0.0156| 7.653
Serum albumin sp|P0276 |ylcD
0S=Bos taurus 9|ALBU_B|NQD
GN=ALB PE=1 SV=4 |OVIN TISSk| 95%| 57.6| 52.38565|Ref 0.93| 0.51| 0.94] 0.97| 0.51 1.2| 0.77| 47000 87300|70500| 107000, 121000|76400| 1E+05 94600 681 2040 0.0196| 9.623
Serum albumin sp|P0276 |ylcD
0S=Bos taurus 9|ALBU_B|NQD
GN=ALB PE=1 SV=4 |OVIN TISSk| 95%| 52.8| 52.41185|Ref 0.84| 0.59| 0.96] 0.79| 0.59 1.1] 0.77] 2370 2920( 2660 3860 3770( 2870 4230 3380 681 2040 0.0158| 7.742
Serum albumin sp|P0276 |ylcD
0S=Bos taurus 9|ALBU_B|(NQD
GN=ALB PE=1 SV=4 |OVIN TISSk| 95%| 60.7| 52.34008|Ref 0.97| 0.52| 0.85| 0.95| 0.35 1.5 0.7| 25200 54900|43500| 61500, 72300({41700| 94400 55300| 1021 2040 0.0169| 8.302
Serum albumin sp|P0276 |ylcD
0S=Bos taurus 9|ALBU_B|NQD
GN=ALB PE=1 SV=4 |OVIN TISSk| 95%| 71.5| 52.34649|Ref 0.66| 0.56 1.1 0.99| 0.33 1.5 0.71f 77300 152000|2E+05| 254000 259000|1E+05| 3E+05 192000 1021 2040 0.0167| 8.185
Serum albumin sp|P0276 |ylcD
0S=Bos taurus 9|ALBU_B|NQD
GN=ALB PE=1 SV=4 |OVIN TISSk| 83%| 38.8| 52.42506|Ref 0.7 0.8| 0.88 09| 0.48 1.3| 0.66[ 6740 8520 9910 11800 13200( 8550| 15400 10100 1021 2040 0.0149] 7.283




Serum albumin sp|P0276 |ylcD

0S=Bos taurus 9|ALBU_B|(NQD

GN=ALB PE=1 SV=4 |OVIN TISSk| 95%| 71.5| 52.34024|Ref 0.75( 0.63 1.1 0.93] 0.29 1.3| 0.68[ 4150 6800 6810 10800 10400( 5790| 12600 7910 1021 2040 0.0171] 8.361
Serum albumin sp|P0276 |ylcD

0S=Bos taurus 9|ALBU_B|NQD

GN=ALB PE=1 SV=4 |OVIN TISSk| 65%| 36.5| 54.46487|Ref 0.82| 0.56 1| 0.83] 0.38 1.3 0.6 11600 14300(12900 19700 19200(12300| 24800 14800( 782.4| 2344.2 0.0201| 8.56
Serum albumin sp|P0276 |ylcD

0S=Bos taurus 9|ALBU_B(nQD

GN=ALB PE=1 SV=4 |OVIN TISSk| 95%| 61.6| 51.75628|Ref 1.1 0.59 1.1 1.1f -0.03 1.3| 0.66[ 31500 80100|60500| 93100, 106000|42200| 1E+05 70900| 681.3 2041 0.0165| 8.095
Serum albumin sp|P0276 |ylcD

0S=Bos taurus 9|ALBU_B(nQD

GN=ALB PE=1 SV=4 |OVIN TISSk| 52%| 31.5| 51.75137|Ref 0.84| 0.94| 0.83] 0.72| 0.48] 0.93] 0.69| 11100 11300(13100 13600 14000(10300| 14800 12400| 681.3 2041 0.0163| 8.007
Serum albumin sp|P0276 |ylcD

0S=Bos taurus 9|ALBU_B(nQD

GN=ALB PE=1 SV=4 |OVIN TISSk| 91%| 42.2| 51.74458|Ref 0.87| 0.39 1.1 1.1] 0.24 1.4] 0.66| 10100 21900(17000| 31600 34100|16600| 39000 23100| 1021 2041 0.0191] 9.37
Serum albumin sp|P0276 |ylcD

0S=Bos taurus 9|ALBU_B[nQD

GN=ALB PE=1 SV=4 |OVIN TISSk| 95%| 56.7| 51.81303|Ref 0.91| 0.18 1| 0.97| 0.083 1.5 0.9 14100 30500{20000| 40500, 42600|20200| 57100 36900| 1021 2041 0.0176| 8.596
Serum albumin sp|P0276

0S=Bos taurus 9|ALBU_B|yLYEI

GN=ALB PE=1 SV=4 |OVIN AR 55%| 30.9| 50.63187|Ref 1| 0.69 1| 0.67[ 0.39 1.4] 0.56] 3500 6400 5560 7920 6760 4880 9980 5670( 411.2| 1230.7 0.0093| 7.523




ynG

Serum albumin sp|P0276 [VFQ
0S=Bos taurus 9|ALBU_B|EccQ
GN=ALB PE=1 SV=4 |OVIN AEDk| 76% 32| 47.09533|Ref 0.9| 0.83] 0.91| 0.73 0.5 1.1] 0.62 963 1200| 1240 1470 1430| 1070| 1680 1200, 779 2334 0.0145] 6.195
ynG
Serum albumin sp|P0276 [VFQ
0S=Bos taurus 9|ALBU_B|EccQ
GN=ALB PE=1 SV=4 |OVIN AEDk| 52%| 27.5 47.84503|Ref 1.2 0.3 1.2] 0.73] 0.34] 0.94 0.6 387 521 310 645 515 343 546 428 779 2334 0.0024| 1.018
sp|P1276
Alpha-2-HS- 3|FETUA_
glycoprotein BOVIN,tr|
0S=Bos taurus BOJYN6|B
GN=AHSG PE=1 0JYN6_BO |aHY
SV=2 VIN DLR | 54%| 29.7| 49.66695|Ref 0.55| 0.34| 0.86| 0.036] 0.51| 0.73| 0.088| 2E+05 336000(3E+05[ 508000 317000|4E+05| 5E+05 297000 360.2| 1077.6 0.0086| 7.985
sp|P1276
Alpha-2-HS- 3|FETUA_
glycoprotein BOVIN,tr|
0S=Bos taurus BOJYN6|B
GN=AHSG PE=1 0JYN6_BO |aHY
SV=2 VIN DLR | 53%| 29.6| 49.73585|Ref 0.43] 0.39] 0.73] 0.23 0.5| 0.66[ 0.14| 14200 18600(19700| 27900 21800(22900| 26800 18500( 360.2| 1077.6 0.0116| 10.79
sp|P1276
Alpha-2-HS- 3|FETUA_
glycoprotein BOVIN,tr|
0S=Bos taurus BOJYNG|B [aLG
GN=AHSG PE=1 0JYN6_BO|GED
SV=2 VIN VR 69%| 32.4| 49.9174|Ref 0.65| 0.24| 0.61| 0.42| 0.037| 0.86| 0.07| 27300 39200(32000| 46100 44800|29900| 55400 31800| 560.8| 1119.6 0.0097| 8.696
sp|P1276
Alpha-2-HS- 3|FETUA_
glycoprotein BOVIN,tr|
0S=Bos taurus BOJYNG|B [aLG
GN=AHSG PE=1 0JYN6_BO|GED
SV=2 VIN VR 69%| 32.3| 49.91695|Ref 0.48| 0.28( 0.54| 0.32| 0.08 0.92 0.3| 3E+06( 4170000|4E+06| S5E+06| 5010000|4E+06| 7E+06| 4450000| 560.8| 1119.6 0.0099| 8.803




sp|P1276

Alpha-2-HS- 3|FETUA_ Value Value

glycoprotein BOVIN,tr| Missi Missi

0S=Bos taurus BOJYNG|B |aLG ng (- ng (-

GN=AHSG PE=1 0JYN6_BO|GED 0.915 0.915

SV=2 VIN VR 95%| 66.2| 50.15787|Ref 0.53|0124) | 0.49| 0.86| 0.33| 0.98| 0.023| 1E+05 154000|0124) | 181000| 258000|2E+05| 3E+05 131000| 374.2| 1119.6 0.0087| 7.764
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN, tr|

0S=Bos taurus BOJYNG|B [aLG

GN=AHSG PE=1 0JYN6_BO|GED

SV=2 VIN VR 57%| 30.6| 50.36601(Ref 0.54| 0.43 0.6| 0.49 -0.05 0.8| 0.14| 3E+06( 4040000(4E+06( S5E+06| 5260000|3E+06| 6E+06| 3720000/ 560.8| 1119.6 0.0086| 7.714
sp|P1276

Alpha-2-HS- 3|FETUA_ Value Value

glycoprotein BOVIN,tr| Missi Missi

0S=Bos taurus BOJYNG|B [aLG ng (- ng (-

GN=AHSG PE=1 0JYN6_BO|GED 1.006 1.006

SV=2 VIN VR 89%| 41.2| 50.21764|Ref -0.005|4844) [ 0.81 0.5| 0.26 1.3| 0.37| 87600 93200(4844) | 200000 178000| 1E+05| 3E+05 147000 374.2| 1119.6 0.008( 7.175
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYNG|B [aLG

GN=AHSG PE=1 0JYN6_BO|GED

SV=2 VIN VR 92%| 41.9| 49.98482|Ref 0.52| 0.32 0.53| 0.54| 0.11| 0.67 0.3| 1E+05 158000| 1E+05| 194000 216000|1E+05| 2E+05 166000 560.8| 1119.6 0.0103] 9.231
sp|P1276

Alpha-2-HS- 3|FETUA_ Value Value

glycoprotein BOVIN,tr| Missi Missi

0S=Bos taurus BOJYNG|B |aLG ng (- ng (-

GN=AHSG PE=1 0JYN6_BO|GED 1.379 1.379

SV=2 VIN VR 95% 53| 49.97295|Ref 0.56(9417)| 0.48| 0.49 0.6 0.79( 0.46| 22300 24000|9417)| 27700 30800|28900| 34600 27300 374.2| 1119.6 0.0091| 8.085

aQF

sp|P1276 |VPLP

Alpha-2-HS- 3|FETUA_|VSVS

glycoprotein BOVIN,tr| [VEFA

0S=Bos taurus BOJYN6|B [VAA

GN=AHSG PE=1 0JYN6_BO|TDcl

SV=2 VIN Ak 84%| 43.1| 55.16493|Ref -0.073| 0.58| 0.47| 0.71] 0.067 1.1 0.082 145 149| 254 264 343 192 400 201| 1040| 3115.7 0.0135] 4.323




sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [cDSS

0S=Bos taurus BOJYN6|B [PDS

GN=AHSG PE=1 0JYN6_BO|AED

SV=2 VIN VR 95%| 51.7| 41.04692|Ref 0.57| 0.15( 0.67| 0.43] -0.08| 0.79| 0.046 398 413| 336 539 502 308 588 349| 815.8| 1629.7 0.0397| 24.32
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [cDSS

0S=Bos taurus BOJYN6|B [PDS

GN=AHSG PE=1 0JYN6_BO|AED

SV=2 VIN VR 95%| 37.5| 41.90948|Ref 0.73| -0.1 0.5| 0.073( -0.07| 0.87[ 0.26 547 552| 337 574 470 370 744 485| 815.8| 1629.7 0.0307| 18.85
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [cDSS

0S=Bos taurus BOJYN6|B [PDS

GN=AHSG PE=1 0JYN6_BO|AED

SV=2 VIN VR 83%| 29.8| 43.53416|Ref 0.52| 0.58 0.38] 0.21] 0.35| 0.48| 0.042 281 252| 284 277 272| 262 299 219| 815.8| 1629.7 0.0102| 6.277
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [cDSS

0S=Bos taurus BOJYNG|B [PDS

GN=AHSG PE=1 0JYN6_BO|AED

SV=2 VIN VR 95% 41| 43.88581|Ref 0.72| 0.25| 0.54| 0.058| 0.17| 0.63| 0.36 413 495 388 533 421 396 570 468| 815.9| 1629.7 0.0054] 3.285
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [cDSS

0S=Bos taurus BOJYN6|B [PDS

GN=AHSG PE=1 0JYN6_BO|AED

SV=2 VIN VR 95%| 48.5| 44.52553|Ref 0.67| 0.25( 0.48| 0.25| 0.011| 0.76] 0.26] 2140 2430 1970 2610 2450( 1810 3170 2230 815.9| 1629.7 #i####| 0.395
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [cDSS

0S=Bos taurus BOJYN6|B [PDS

GN=AHSG PE=1 0JYN6_BO|AED

SV=2 VIN VR 95%| 45.5| 43.23314(Ref 0.44| 0.25( 0.55| 0.19] -0.17| 0.93| 0.38| 2E+05 180000|2E+05| 237000  203000|1E+05| 3E+05 209000 815.8| 1629.7 0.0146| 8.963




sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [cDSS

0S=Bos taurus BOJYN6|B [PDS

GN=AHSG PE=1 0JYN6_BO|AED

SV=2 VIN VR 95%| 61.3| 43.35638|Ref 0.66| 0.34( 0.64| 0.31] -0.09| 0.51| 0.11| 1E+05 119000| 1E+05| 142000 125000|82600| 1E+05 98000| 544.2 1629.7 0.0126| 7.71
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [cDSS

0S=Bos taurus BOJYN6|B [PDS

GN=AHSG PE=1 0JYN6_BO|AED

SV=2 VIN VR 95%| 42.8| 43.36359|Ref 0.59| 0.34( 0.66| 0.26] -0.01| 0.62| 0.13| 44500 45100{41000| 57400 48100|34700| 56200 39800 815.8| 1629.7 0.0126 7.7
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [cDSS

0S=Bos taurus BOJYN6|B [PDS

GN=AHSG PE=1 0JYN6_BO|AED

SV=2 VIN VR 83%: 30| 43.44412|Ref 0.46| 0.44| 0.35| 0.25| -0.02 0.9| 0.17| 14900 13800{14700| 15500 16000(11600| 22800 13700( 815.8| 1629.7 0.0124| 7.626
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [cDSS

0S=Bos taurus BOJYN6|B [PDS

GN=AHSG PE=1 0JYN6_BO|AED

SV=2 VIN VRk | 81%| 33.7 46.90878|Ref 0.31] 0.55| 0.47 0.5| 0.21] 0.69| 0.41] 41300 52100|66900| 71000, 80000|56800| 83100 67900| 586.9| 1757.8 0.0124] 7.069
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [cDSS

0S=Bos taurus BOJYN6|B [PDS

GN=AHSG PE=1 0JYN6_BO|AED

SV=2 VIN VRk | 58%| 27.7| 47.01516|Ref 0.51] 0.33] 0.48| 0.57 0.2| 0.74 0.3 22200 31900|30700| 38200, 44700|30300| 45800 33500| 586.9| 1757.8 0.0106| 6.029
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [cDSS

0S=Bos taurus BOJYN6|B [PDS

GN=AHSG PE=1 0JYN6_BO|AED

SV=2 VIN VRk | 95%| 46.8| 47.05547|Ref 0.51| 0.37 0.3| 0.66 0.2 0.78| 0.29| 4110 6010 5900 6320 8930 5650 8860 6230( 879.9| 1757.8 0.01| 5.678




sp|P1276

Alpha-2-HS- 3|FETUA_
glycoprotein BOVIN,tr| [cDSS
0S=Bos taurus BOJYN6|B [PDS
GN=AHSG PE=1 0JYN6_BO|AED
SV=2 VIN VRk | 95%| 44.2 47.99657|Ref 0.51| 0.58| 0.04] 0.71] 0.17| 0.77| 0.25| 2750 3920( 4460 3440 6030| 3630| 5730 3970| 879.9| 1757.8 0.0042| 2.373
sp|P1276
Alpha-2-HS- 3|FETUA_
glycoprotein BOVIN,tr| [cDSS
0S=Bos taurus BOJYN6|B [PDS
GN=AHSG PE=1 0JYN6_BO|AED
SV=2 VIN VRk | 52%| 27.7| 48.01164|Ref 0.14| 0.74]| 0.056| 0.61] 0.17| 0.62| 0.38| 33800 27600|45100| 31600 51200(32900| 46900 39400| 586.9| 1757.8 0.0046| 2.602
sp|P1276
Alpha-2-HS- 3|FETUA_
glycoprotein BOVIN,tr| [cDSS
0S=Bos taurus BOJYN6|B [PDS
GN=AHSG PE=1 0JYN6_BO|AED
SV=2 VIN VRk | 66% 33| 51.15301|Ref 0.32| 0.24| 0.77| 0.45| -0.08| 0.76] 0.33| 16000 16300|16700| 27200 24000(14500| 27200 19900 1032 2062 0.0186| 9.04
sp|P1276
Alpha-2-HS- 3|FETUA_
glycoprotein BOVIN,tr|
0S=Bos taurus BOJYN6|B
GN=AHSG PE=1 0JYN6_BO|cNLL
SvV=2 VIN AEk | 84%| 38.7[ 51.99138|Ref 0.47| 0.15| 0.48| 0.38| -0.07| 0.98| 0.32| 2E+05 216000(2E+05( 265000 272000|2E+05| 4E+05 236000( 722.9| 1443.8 0.0165| 11.39
ePAc
sp|P1276 |DDP
Alpha-2-HS- 3|FETUA_|DTE
glycoprotein BOVIN,tr| |QAA
0S=Bos taurus BOJYNG|B [LAAV
GN=AHSG PE=1 0JYN6_BO|DYIN
SV=2 VIN k 93%| 48.7| 53.65533|Ref 0.54| 0.33|] 0.63| 0.67| 0.18] 0.49| 0.11] 1670 2110 1980 2730 3090 1930 2480 1910/ 1002 3002.4 0.0234] 7.802
ePAc
sp|P1276 |DDP
Alpha-2-HS- 3|FETUA_|DTE
glycoprotein BOVIN,tr| |QAA
0S=Bos taurus BOJYNG|B [LAAV
GN=AHSG PE=1 0JYN6_BO|DYIN
SV=2 VIN k 95% 64| 53.84248|Ref 0.33| 6E-04| 0.65| 0.48| 0.14| 0.43| 0.017| 2030 1240| 1070 1890 1850| 1280| 1630 1210/ 1002 3002.4 0.0172| 5.724




sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B

GN=AHSG PE=1 0JYN6_BO|gSVI

SV=2 VIN Qk 56%| 31.8| 51.76529|Ref 0.58| 0.34| 0.52| 0.47| 0.049| 0.75| 0.19| 9E+05| 1060000(1E+06| 1E+06( 1330000|9E+05( 1E+06| 989000| 620.4( 1238.8 0.013( 10.52
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN, tr|

0S=Bos taurus BOJYN6|B

GN=AHSG PE=1 0JYN6_BO|gSVI

SV=2 VIN Qk 57% 32| 51.77254|Ref 0.5 0.18] 0.57| 0.39( 0.19| 0.81f 0.33| 95600 120000| 1E+05| 154000 150000]| 1E+05| 2E+05 130000| 620.4| 1238.8 0.0161| 12.97
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B

GN=AHSG PE=1 0JYN6_BO|gSVI

SV=2 VIN Qk 57%| 32.1| 51.76529|Ref 0.51] 0.32| 0.49| 0.46| 0.074| 0.83 0.3| 2E+06( 2410000|2E+06| 3E+06| 3130000|2E+06| 4E+06| 2540000 620.4| 1238.8 0.0129] 10.41
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B

GN=AHSG PE=1 0JYN6_BO|gSVI

SV=2 VIN Qk 57%| 31.4| 51.17619|Ref 0.56| 0.31| 0.45| 0.43| 0.16] 0.67| 0.39]| 38700 47700|43600| 54000, 58700(42500| 63000 51600| 620.4| 1238.8 0.0024| 1.956
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B

GN=AHSG PE=1 0JYN6_BO|gSVI

SV=2 VIN Qk 53%| 30.7| 51.17619|Ref 0.36/ 0.39|] 0.49| 0.45| 0.18| 0.74| 0.32| 15700 16600(18300( 22000 23700(17200| 26400 19600( 620.4| 1238.8 0.0036| 2.941
sp|P1276 |hTFS

Alpha-2-HS- 3|FETUA_|GVA

glycoprotein BOVIN,tr| [SVES

0S=Bos taurus BOJYNG | B [SSGE

GN=AHSG PE=1 0JYN6_BO|AFH

SV=2 VIN VGk | 95%| 62.6| 55.1526|Ref 0.83] -0.08 0.5| 0.019( -0.02 1.1 0.29( 1680 2620 1520 2540 2010 1710 3830 2190( 910.1| 2727.4 0.0231] 8.472




sp|P1276 |hTFS

Alpha-2-HS- 3|FETUA_|GVA

glycoprotein BOVIN,tr| [SVES

0S=Bos taurus BOJYNG | B [SSGE

GN=AHSG PE=1 0JYN6_BO|AFH

SV=2 VIN VGk | 95%| 61.1| 55.18517|Ref 0.68| 0.17| 0.58| 0.28] 0.24| 0.78 0.4 4280 7240( 5520 8190 7340( 6230 9470 7210| 682.9| 2727.4 0.0216| 7.921
sp|P1276 |hTFS

Alpha-2-HS- 3|FETUA_|GVA

glycoprotein BOVIN,tr| [SVES

0S=Bos taurus BOJYNG | B [SSGE

GN=AHSG PE=1 0JYN6_BO|AFH

SV=2 VIN VGk | 95% 65[ 55.18517|Ref 0.62 0.2| 0.58| 0.29 0.3| 0.54[ 0.36] 7690 9260( 7520 11000 9940( 8690| 10700 9420| 682.9 2727.4 0.0216| 7.921
sp|P1276 |hTFS

Alpha-2-HS- 3|FETUA_|GVA

glycoprotein BOVIN,tr| [SVES

0S=Bos taurus BOJYNG | B [SSGE

GN=AHSG PE=1 0JYN6_BO|AFH

SV=2 VIN VGk | 95%| 61.6| 55.18056|Ref 0.58| -0.1] 0.51] 0.12 0.2 1.2 0.3| 4120 6480( 4400 7560 6330( 5830| 12400 6500( 910.1| 2727.4 0.0189] 6.933
sp|P1276 |hTFS

Alpha-2-HS- 3|FETUA_|GVA

glycoprotein BOVIN,tr| [SVES

0OS=Bos taurus BOJYNG | B [SSGE

GN=AHSG PE=1 0JYN6_BO|AFH

SV=2 VIN VGk | 81%| 36.3| 55.22731|Ref 0.48| 0.22| 0.44| 0.49 -0 0.7| 0.54| 11300 12800{11600| 15100 17300(10700| 18200 16100| 546.5| 2727.4 0.0168| 6.164
sp|P1276 |hTFS

Alpha-2-HS- 3|FETUA_|GVA

glycoprotein BOVIN,tr| [SVES

0S=Bos taurus BOJYN6|B [SSGE

GN=AHSG PE=1 0JYN6_BO|AFH

SV=2 VIN VGk | 84%| 37.6| 55.18842|Ref 0.26| 0.03| 0.43] 0.48| 0.36] 0.74| 0.39| 3140 2630( 2430[ 3600 4120| 3290| 4480 3510( 546.5| 2727.4 0.0205| 7.501
sp|P1276 |hTFS

Alpha-2-HS- 3|FETUA_|GVA

glycoprotein BOVIN,tr| [SVES

0S=Bos taurus BOJYNG | B [SSGE

GN=AHSG PE=1 0JYN6_BO|AFH

SV=2 VIN VGk | 95%| 55.1| 55.21788|Ref 0.64| 0.24| 0.61] 0.34| 0.083| 0.74| 0.28] 2840 3870( 3180 4610 4220| 3080| 5070 3670| 682.9| 2727.4 0.0177| 6.484




sp|P1276 |hTFS

Alpha-2-HS- 3|FETUA_|GVA

glycoprotein BOVIN,tr| [SVES

0S=Bos taurus BOJYNG | B [SSGE

GN=AHSG PE=1 0JYN6_BO|AFH

SV=2 VIN VGk | 95%| 81.1| 55.26102|Ref 0.79] 0.052| 0.52| 0.26] 0.12| 0.87| 0.27 883 1400| 913 1420 1310| 1040| 1810 1190| 910.1| 2727.4 0.0143] 5.25
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLN

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 90%| 42.9| 52.56662|Ref 0.43| 0.28| 0.63| 0.48| 0.07| 0.79| 0.24]| 20500 23700|23300| 33300 33000{21700| 37300 25200| 882 1762 0.0151]| 8.577
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLN

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 81%| 39.7| 53.03248|Ref 0.39] 0.39] 0.57| 0.42 0.1 0.83( 0.31| 2E+05 204000(2E+05( 282000 280000|2E+05| 3E+05 235000 588.3 1762 0.0274| 15.55
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLN

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 95%| 50.9| 52.57093|Ref 0.5 0.19| 0.54| 0.52 0.15| 0.76[ 0.22| 62800 73900|64600| 92600, 101000|67900| 1E+05 73700| 588.3 1762 0.0153| 8.688
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0OS=Bos taurus BOJYN6|B [hTLN

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 94%| 45.9| 52.50462(Ref 0.59| 0.24| 0.55| 0.52| 0.088| 0.75| 0.19] 8260 11000 9320 13000 14000( 9060| 15000 10100 882 1762 0.0121] 6.841
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN, tr|

0S=Bos taurus BOJYN6|B [hTLN

GN=AHSG PE=1 0JYN6_BO|QIDS

SV=2 VIN Vk 95%| 48.3] 52.7392|Ref 0.36| 0.27( 0.53| 0.51] 0.13| 0.77| 0.32| 2990 3120( 3180 4270 4640| 3120| 5090 3680 882 1762 0.0199| 11.28




sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLN

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 65%| 34.8| 52.7392|Ref 0.47| 0.85( 0.11| 0.054| 0.12 0.2| 0.89] 9880 11100({15600 10500 11200({10200| 11300 18100| 588.3 1762 0.0199| 11.27
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLN

GN=AHSG PE=1 0JYN6_BO|QIDS

SV=2 VIN Vk 88%| 43.2| 52.63096(Ref 0.41] 0.27| 0.59| 0.43] 0.11] 0.95| 0.21] 4E+05 555000(5E+05( 763000 755000|5E+05| 1E+06 586000| 588.3 1762 0.0162| 9.199
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLN

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 68%| 35.3| 52.57093|Ref 0.69 0.2| 0.76[ 0.33( -0.04[ 0.67( 0.21| 37700 50400|38800| 64300, 52600|35700| 61000 43800( 588.3 1762 0.0153| 8.688
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLN

GN=AHSG PE=1 0JYN6_BO(QIDS

SvV=2 VIN Vk 93%| 44.7| 52.51962|Ref 0.6| 0.13| 0.49| 0.56( 0.025| 0.86( 0.34| 15300 23000{18100| 25900 30000{18100| 33800 23300 882 1762 0.0141] 8.021
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYNG|B [hTLN

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 95%| 68.7| 52.43294|Ref 0.39| 0.33] 0.66| 0.43| -0.02| 0.82| 0.21] 3500 3720( 3850 5440 5110 3280 6110 3990( 882 1762 0.0104| 5.877
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLN

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 82%| 38.7| 52.7392|Ref 0.4 0.36] 0.59| 0.51f 0.05[ 0.83( 0.18| 11300 13100(13800( 18100 18900(12000| 21500 13600 882 1762 0.0199| 11.28




sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLN

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 91%| 45.4| 52.51794|Ref 0.32] 0.43| 0.68| 0.37| -0.01] 0.95| 0.095| 8E+05 887000(1E+06| 1E+06| 1240000(8E+05| 2E+06( 924000| 588.3 1762 0.0146| 8.263
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLN

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 93%| 45.7| 52.51295|Ref 0.37| 0.084| 0.59| 0.48| 0.12| 0.85| 0.45| 7430 8560 7650 12200 12400( 8460| 14600 11100 882 1762 0.0123| 6.977
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLN

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 95%| 51.4| 52.4638|Ref 0.48| 0.35| 0.58| 0.56] 0.17| 0.64| 0.18] 4960 5830 5790 7630 8280| 5520 7980 5770 882 1762 0.0134] 7.601
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLN

GN=AHSG PE=1 0JYN6_BO(QIDS

SvV=2 VIN Vk 95% 51| 52.41053|Ref 0.39| 0.37 0.6| 0.43 0.13| 0.74 0.26 41500 45300|48500| 63500, 62400(44200| 70300 50100| 588.3 1762 0.0098| 5.574
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYNG|B [hTLN

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 81%| 38.9| 52.43294|Ref 0.56| 0.42| 0.37 0.4 0.23] 0.58 0.3| 5490 6170 6080 6580 7400( 5740 7670 6240( 588.3 1762 0.0104| 5.88
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLN

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 88%| 42.5| 52.28174|Ref 0.45| 0.31 0.5 0.38[ 0.43| 0.46( 0.31| 2620 2640( 2600( 3310 3360( 3040 3230 2910( 588.3 1762 0.006( 3.379




sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLn

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 94%| 50.9| 52.88073|Ref 0.49| 0.21 0.6| 0.56[ 0.16] 0.81 0.014| 73800 87400|78000| 114000, 123000|81100| 1E+05 76100| 588.7 1763 0.0146| 8.263
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLn

GN=AHSG PE=1 0JYN6_BO|QIDS

SV=2 VIN Vk 80%| 38.4| 52.88527|Ref 0.45| 0.39| 0.46| 0.53] 0.11] 0.77| 0.22]| 10100 11800(12300| 14500 16800(10900( 18000 12300| 882.5 1763 0.0134] 7.602
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLn

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 95%| 53.9| 52.99928|Ref 0.48| 0.65| 0.23| 0.34| 0.094| 0.56] 0.79] 1910 2900( 3540 2970 3540 2600 3760 4370| 882.5 1763 0.0206| 11.68
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLn

GN=AHSG PE=1 0JYN6_BO|QIDS

SvV=2 VIN Vk 91%| 46.5| 53.0113|Ref 0.38 0.7| 0.24 0.31 0.007[ 0.66[ 0.64| 29300 33700|45600| 37100, 4300030400 49800 48700( 588.7 1763 0.0199| 11.27
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLn

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 89%| 44.4| 52.95429|Ref 0.38| 0.35| 0.42] 0.58| 0.084| 0.85| 0.33| 88000 105000| 1E+05| 132000 162000| 1E+05| 2E+05 124000| 588.7| 1763 0.0171] 9.709
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN, tr|

0S=Bos taurus BOJYN6|B [hTLn

GN=AHSG PE=1 0JYN6_BO|QIDS

SV=2 VIN Vk 94%| 50.9| 52.94773|Ref 0.46| 0.41] 0.48| 0.32 0.2 0.77[ 0.46| 19200 25600(26800| 31500 31300{25000| 38700 31100| 588.7 1763 0.0166| 9.403




sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLn

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 88%| 43.4| 52.94636|Ref 0.29| 0.35 0.5 0.46( 0.17[ 0.76[ 0.42| 56500 58500|66000| 82100, 88500|63100| 99200 77400| 588.7 1763 0.0162| 9.199
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLn

GN=AHSG PE=1 0JYN6_BO|QIDS

SV=2 VIN Vk 92%| 47.2| 52.93714|Ref 0.39] 0.37| 0.49| 0.42| 0.32] 0.66] 0.36| 26500 30000({32200| 39300, 41300|33600| 44400 35900| 588.7 1763 0.016( 9.096
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLn

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 95% 48| 52.88059|Ref 0.45| 0.35| 0.55| 0.52| 0.089| 0.76] 0.34] 9760 12800(13000 16800 18000(11700| 19400 14400| 882.5 1763 0.0145| 8.226
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLn

GN=AHSG PE=1 0JYN6_BO|QIDS

SvV=2 VIN Vk 79%| 36.7| 52.87598|Ref 0.47| 0.43] 0.39| 0.46| -0.07 0.7| 0.43]| 92000 98400| 1E+05| 114000, 132000|79700| 1E+05 117000| 441.8| 1763 0.0144| 8.164
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLn

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 94%| 46.3| 52.89317|Ref 0.43] 0.38 0.6| 0.64[ 0.18 0.8| 0.15| 7670 11800(12400( 16300 18300(11700| 18700 11800| 882.5 1763 0.0128| 7.251
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [hTLn

GN=AHSG PE=1 0JYN6_BO(QIDS

SV=2 VIN Vk 95%| 49.3| 52.88935|Ref 0.41| 0.27| 0.47| 0.57| 0.13] 0.82| 0.34] 6490 7900( 7770 10100 11900( 7640| 12800 9170| 882.5 1763 0.0122] 6.911




sp|P1276

Alpha-2-Hs- 3|FETUA_

glycoprotein BOVIN,tr| [hTLN

0S=Bos taurus BOJYN6|B [QIDS

GN=AHSG PE=1 0JYN6_BO|VKV

SV=2 VIN WPR | 94%| 51.6 53.69789|Ref 0.7| 0.42| 0.32 0.16[ 0.24| 0.55[ 0.45[ 4340 5460( 4870 5110 5020( 4650 6000 5570| 666.4| 1996.1 0.0206| 10.32
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| |QDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 81%| 38.3| 52.48976|Ref 0.58| 0.48| 0.32] 0.42| 0.18] 0.66] 0.18] 3990 4510| 4550| 4590 5420( 4010 5810 4150( 787.4| 1572.8 0.0057| 3.625
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 82%| 38.2| 52.07257|Ref 0.49| 0.33] 0.33 0.5| 0.24 0.8 0.3 443 543| 529 595 737| 536 824 579| 778.9| 1555.8 0.0112] 7.203
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SvV=2 VIN k 93%| 49.4| 53.66753|Ref 0.4 0.051| 0.48 0.4| -0.02| 0.86| 0.76] 4E+05| 476000|4E+05(611000( 640000|4E+05| 8E+05| 742000| 626.7 1877 0.0261| 13.87
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 86%| 42.5| 53.60344(Ref 0.55| 0.23| 0.47| 0.31] 0.15| 0.54| 0.66| 10400 12700(11000| 14600 14400(11300| 15400 16600| 626.7 1877 0.0213] 11.33
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 95%| 49.2| 53.59869|Ref 0.49| 0.24| 0.52| 0.47| 0.11] 0.82| 0.32| 20000 25400(23200| 31400 33600(22800| 39000 27300| 939.5 1877 0.0207| 11.04




sp|P1276

Alpha-2-Hs- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 90%| 45.3| 53.60576(Ref 0.17| 0.69| 0.34| 0.07| -0.02| 0.51 1.1] 8340 10300{15900| 14100 12800(10500( 15900 24400| 626.7 1877 0.0206| 10.95
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 95%| 50.6| 53.59485|Ref 0.43| 0.19| 0.44| 0.48| 0.078| 0.88| 0.43]| 61200 71500|65600| 87900, 99600|65800| 1E+05 86800| 939.5 1877 0.02| 10.64
sp|P1276

Alpha-2-Hs- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 57%| 33.8| 53.57746|Ref 0.49| 0.26| 0.59 0.5| 0.12] 0.75| 0.26] 38500 48300|44500| 62800, 65100({43600| 70500 49900( 939.5 1877 0.0179| 9.546
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SvV=2 VIN k 95%| 62.5| 53.5705(Ref 0.63]| 0.094| 0.61| 0.44| 0.071 0.8 0.1 63300 77300|57800| 92500, 90800|61400| 1E+05 65100| 939.5 1877 0.0173| 9.216
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 95%| 57.6| 53.50783|Ref 0.35 0.2| 0.68| 0.44 -0.02 0.78 0.4 51000 52500|51200| 80200, 75200|47600| 86500 66100| 626.7 1877 0.016( 8.505
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 83%| 38.9| 53.50248|Ref 0.37| -0.07| 0.35 0.3|] 0.25| 0.79| 0.74| 13200 13200{10500| 15800 16800(14200| 21500 20600| 470.3 1877 0.0155| 8.264




sp|P1276

Alpha-2-Hs- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 95%| 61.7| 53.50248|Ref 0.37 0.2| 0.74 0.56( 0.13( 0.78[ 0.19( 61700 74300|71600| 117000, 114000|73700| 1E+05 79800| 939.5 1877 0.0155| 8.246
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 94%| 50.6 53.492|Ref 0.56| 0.15| 0.54] 0.53| -0.21] 0.91] 0.49| 80700 124000| 1E+05| 149000 162000|85200| 2E+05 143000| 626.7| 1877 0.0153] 8.122
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 92%| 48.4| 53.51864(Ref 0.58] 0.069| 0.56 0.3|] 0.34] 0.52| 0.36 437 457| 349 550 507| 454 537 479( 626.7 1877 0.0141] 7.531
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 63% 35[ 53.41053|Ref 0.39] 0.26] 0.49| 0.36 0.1 0.6| 0.54| 21300 19800(19700| 25800 26100{19000| 28000 26800| 626.7 1877 0.011 5.87
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 95% 52( 53.43515|Ref 0.52| 0.23] 0.39| 0.35| -0.12| 0.85 0.7 5E+05 613000(5E+05[ 679000 731000({5E+05( 9E+05( 844000| 626.7 1877 0.0099| 5.294
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 92%| 47.3| 53.36504(Ref 0.59| 0.01| 0.42] 0.39] 0.33] 0.77| 0.41] 3820 4920| 3570/ 5310 5750( 4820 6800 5270( 626.7 1877 0.0074| 3.921




sp|P1276

Alpha-2-Hs- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 92%| 47.2| 53.35506(Ref 0.64| 0.24 0.4| 0.39 0.005| 0.54( 0.63| 2440 2990( 2470( 3100 3400( 2270 3420 3620( 626.7 1877 0.0072| 3.825
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 88%| 41.9| 53.32513|Ref 0.26| 0.15| 0.48| 0.52| 0.19 0.7 0.7| 4850 5370 5410 7640 8610 5980 8920 8860| 470.3 1877 0.0051| 2.726
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 74% 37| 53.27263|Ref 0.42| 0.19| 0.64| 0.45| 0.047| 0.77| 0.33] 9610 10500 9730 14900 14400( 9500( 16400 12000| 939.5 1877 0.0047| 2.517
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SvV=2 VIN k 94%| 51.4| 53.2107|Ref 0.7| 0.54| -0.15| 0.14( 0.11f 0.85( 0.41 143 170| 165 115 154 132 230 169| 626.7 1877 0.0015| 0.806
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 95%| 57.8| 53.51864(Ref 0.36/ 0.19| 0.58| 0.47| 0.092| 0.76] 0.32| 93900 91300|88000| 129000, 132000|88600| 1E+05 107000| 626.7| 1877 0.014( 7.435
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 95%| 57.3] 53.5188|Ref 0.33 0.2| 0.46/ 0.45[ -0.09| 0.81 0.7| 12100 13300{13100| 17600 19400(11600| 22600 20800| 626.7 1877 0.0145] 7.723




sp|P1276

Alpha-2-Hs- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 95% 67 53.4335|Ref 0.47| 0.22| 0.51] 0.49| -0.02| 0.87 0.3| 1360 1580| 1440 1980 2150 1320 2560 1700| 939.5 1877 0.0116| 6.159
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 94%| 51.2| 53.45707|Ref 0.58] 0.083| 0.55| 0.29 0.2| 0.58 0.6 2440 2960( 2280 3530 3260| 2660 3630 3640( 626.7 1877 0.0125] 6.652
sp|P1276

Alpha-2-Hs- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 95%| 53.9| 53.27682|Ref 0.39] 0.18| 0.59| 0.59| 0.084| 0.79| 0.29 683 775| 727 1080 1190| 735| 1260 882| 939.5 1877 0.0049| 2.592
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SvV=2 VIN k 95% 54| 53.49746|Ref 0.65| 0.26| 0.52| 0.32| -0.04] 0.86| 0.31 524 718| 594 801 771 523| 1020 693| 939.5 1877 0.0132] 7.011
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr| [qDG

0S=Bos taurus BOJYN6|B |QFS

GN=AHSG PE=1 0JYN6_BO|VLFT

SV=2 VIN k 95%| 54.4| 53.43572|Ref 0.43| 0.091| 0.51] 0.55| -0.06] 0.76] 0.54] 1230 1360| 1170 1750 1980| 1130 2090 1780| 626.7 1877 0.0096| 5.103
sp|P1276

Alpha-2-HS- 3|FETUA_

glycoprotein BOVIN,tr|

0S=Bos taurus BOJYN6|B [qDG

GN=AHSG PE=1 0JYN6_BO|qFSV

SV=2 VIN LFTk | 95%| 53.6] 53.5566(Ref 0.51| 0.33( 0.32| 0.21] 0.26/ 0.66] 0.38] 3450 3230( 3080 3440 3520( 3180 4380 3580( 627 1878 0.0158| 8.41




sp|P1276

Alpha-2-Hs- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 67%| 34.1| 51.66264|Ref 0.41| 0.23( 0.67| 0.35| -0.02 1.1 0.2| 25900 36300|34900| 52800, 46700|31600| 71600 38200| 752 2253.1 0.0252| 11.18
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 95%| 71.8| 51.69918|Ref 0.58 0.4| 0.49( 0.32( 0.12 0.73[ 0.36 918 1200| 1150 1380 1350| 1030| 1630 1260| 1128 2253.1 0.0249| 11.04
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SvV=2 VIN HVLk| 79%| 37.6| 51.87977|Ref 0.59| 0.16 0.5 0.41f 0.07[ 0.88[ 0.32 22800 31400|25200| 35900, 37100|25600| 46900 31600| 752 2253.1 0.0202| 8.981
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0OS=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 78%| 37.7| 52.06699|Ref 0.59| 0.16 0.4| 0.65[ -0.29| 0.87( 0.48| 15900 22600(18200| 24000 31500(14400| 33600 25300| 752 2253.1 0.0153] 6.785
sp|P1276

Alpha-2-Hs- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B |VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 95% 54| 52.24727|Ref 0.48| 0.24( 0.23| 0.32| 0.29| 0.89 0.4 12400 14000(12900| 14300 16800(14400( 22900 16100 752| 2253.1 0.0111] 4.922
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 76%| 37.6| 52.59266(Ref 0.4 0.33] 0.49 0.37( 0.011 1| 0.14| 27700 30600|31600| 39600, 40300|27400| 58100 31000| 752 2253.1 0.0025| 1.102




sp|P1276

Alpha-2-Hs- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 95%| 60.7| 52.66269|Ref 0.7 0.11] 0.62| 0.38[ -0.16[ 0.85( 0.18 659 846 609 975 911| 549 1160 718| 1128| 2253.1 Hi####| 0.227
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 75%| 37.4| 52.73932|Ref 0.52 0.1 0.48| 041 0.2 0.92( 0.31f 12900 16800(13700 20000 21100{15900| 27400 17700 752| 2253.1 0.0017| 0.761
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SvV=2 VIN HVLk| 88%| 42.3| 52.01037|Ref 0.43| 0.16 0.4| 0.54 -0.05 1.1 0.25[ 54200 68100|61300| 81200, 98800|57400| 1E+05 73400| 752 2253.1 0.0169| 7.517
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0OS=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 95%| 64.3| 52.25299|Ref 0.46| 0.12( 0.53| 0.29] 0.28| 0.99| 0.46 153 240| 206 306 286| 248 425 290| 1128| 2253.1 0.0112| 4.972
sp|P1276

Alpha-2-Hs- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B |VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 86%| 41.1| 52.1786(Ref 0.6| 0.28| 0.43| 0.41 0.22 0.72 0.37[ 3820 5260 4550 5700 6170 4710 6960 5430 752| 2253.1 0.0126| 5.574
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 61%| 33.3| 52.08511|Ref 0.62| 0.22 0.4 0.29( 0.16] 0.96[ 0.25[ 1900 2610 2150 2730 2780( 2220 4040 2460 752 2253.1 0.0142| 6.306




sp|P1276

Alpha-2-Hs- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 80%| 38.7| 52.24349|Ref 0.47| 0.32( 0.55| 0.39] 0.073| 0.92| 0.35 605 863| 847 1120 1090| 769| 1440 963| 752| 2253.1 0.0109]| 4.842
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 81% 39| 52.24248|Ref 0.64| 0.39 0.3| 0.47| 0.094| 0.74( 0.33 387 530 485 512 632| 426 697 520 752| 2253.1 0.0107| 4.762
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 92%| 48.8| 54.71951|Ref 0.3| 0.21] 0.54| 0.43( 0.25[ 0.92( 0.31| 16300 18300(18700( 26300 26700(20600| 34300 22300| 859.1 2574.3 0.0228| 8.841
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0OS=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 67%| 35.5| 54.76033|Ref 0.26| 0.25( 0.59| 0.52] 0.11| 0.77| 0.42| 22700 23300{25100| 35700 37400|24500| 40600 31500| 644.6| 2574.3 0.0209| 8.105
sp|P1276

Alpha-2-Hs- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B |VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 91%| 48.3| 54.67944|Ref 0.53| -0.2| 0.53] 0.53] 0.16 1| 0.13| 6670 8170 5370 9980 11000( 7440| 14100 7570| 859.1| 2574.3 0.0189| 7.338
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 87%| 44.6| 54.73937|Ref 0.52| 0.29( 0.58| 0.48] -0.09| 0.82| 0.37| 4230 5720 5290 7260 7510( 4410 8660 6280 859.1| 2574.3 0.0217| 8.41




sp|P1276

Alpha-2-Hs- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 76%| 39.7| 54.73328|Ref 0.69| 0.11f 0.67| 0.36/ 0.23 0.9| -0.11] 2970 4410| 3200| 5290 4700| 3760| 6250 3090 859.1| 2574.3 0.0215| 8.34
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 95%| 54.5| 54.75751|Ref 0.52| 0.22( 0.69| 0.42| 0.094| 0.67| 0.13| 1E+05 159000| 1E+05| 218000 199000| 1E+05| 2E+05 147000 859.1| 2574.3 0.02| 7.769
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 95%| 69.4| 54.75767|Ref 0.37| 0.23( 0.62 0.5| -0.05| 0.92| 0.35| 4660 5730 5640 8300 8390( 5000| 10200 6830 1288| 2574.3 0.02| 7.767
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0OS=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 71%| 36.4| 54.78819|Ref 0.57| 0.29( 0.42| 0.43| 0.091| 0.83 0.4 2E+05 237000(2E+05( 259000 288000|2E+05| 3E+05 256000( 644.6| 2574.3 0.0194| 7.53
sp|P1276

Alpha-2-Hs- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B |VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 81%| 39.3| 54.71949|Ref 0.44| 0.35( 0.61 0.6| 0.053| 0.77| 0.19| 3E+05 398000(4E+05[ 542000, 594000|4E+05| 6E+05| 406000| 644.6| 2574.3 0.0177| 6.878
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 73%| 36.9| 54.79026|Ref 0.47| 0.13| 0.56 0.5| 0.016 0.8| 0.33]| 18600 20400|17500| 26400 27900(17500| 31500 22500 644.6| 2574.3 0.0131| 5.076




sp|P1276

Alpha-2-Hs- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 56%| 33.2| 54.78946|Ref 0.52| 0.44( 0.37| 0.38) 0.03| 0.93] -0.13 201 200| 205 219 244 167 326 154| 644.6| 2574.3 0.0128] 4.983
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 65%| 34.9| 54.63872|Ref 0.43| 0.15( 0.59| 0.43] 0.013| 0.94| 0.34| 2E+05 286000(3E+05[ 389000 383000|3E+05| 5E+05 327000( 644.6| 2574.3 0.0262| 10.19
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 91%| 45.5| 54.7189|Ref 0.66| 0.28 0.6| 0.31 -0.17( 0.71 0.67 612 1040 870 1230 1100 691| 1330 1280| 1288| 2574.3 0.0229 8.9
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0OS=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 95%| 53.7| 54.71872|Ref 0.44| 0.35( 0.48| 0.52| 0.092| 0.78] 0.29] 3300 3870( 3930( 4850 5500 3560 5980 4240| 859.1| 2574.3 0.0224] 8.689
sp|P1276

Alpha-2-Hs- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B |VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 89%| 43.6| 54.71789|Ref 0.42| 0.21 0.5 0.46( 0.12 0.85[ 0.33 25800 28800(27100| 37100 39700|27500| 47700 33100 644.6| 2574.3 0.0172| 6.676
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 71%| 36.4| 54.72563|Ref 0.45| 0.096( 0.57| 0.53] 0.28| 0.69| 0.25| 1630 1790| 1520 2380 2540( 1870 2600 1900| 644.6| 2574.3 0.017( 6.583




sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 95% 59| 54.73845|Ref 0.49| 0.19( 0.54| 0.53|] -0.09( 0.93 0.2 865 1020 902| 1290 1410| 799| 1690 1020| 859.1| 2574.3 0.016( 6.208
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 66%| 35.2| 54.7384|Ref 0.36 0.2| 0.62[ 0.55[ 0.037[ 0.92( 0.16[ 2000 2200( 2140 3230 3390 2070 3980 2340 644.6| 2574.3 0.016( 6.21
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SvV=2 VIN HVLk| 80%| 41.3| 54.82409|Ref 0.62| 0.24( 0.81| 0.34] -0.03| 0.79] 0.21 263 408| 340 568 451 305 563 374| 859.1| 2574.3 0.0103| 4.006
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| |QHA

0OS=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 59%| 35.8| 54.82409|Ref 0.51| 0.15( 0.58| 0.38] 0.26[ 0.92 0.2 250 342 290 438 419 336 554 334| 859.1| 2574.3 0.0103| 4.006
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| [gHA

0S=Bos taurus BOJYN6|B |VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 74%| 38.8| 54.4576|Ref 0.37| 0.14( 0.56| 0.43] 0.19| 0.94] 0.39] 5140 6600 6090 9160 9220 6790| 12000 8110| 859.4| 2575.3 0.0201] 7.792
sp|P1276

Alpha-2-HS- 3|FETUA_|qQT

glycoprotein BOVIN,tr| [gHA

0S=Bos taurus BOJYN6|B [VEG

GN=AHSG PE=1 0JYN6_BO|DcDI

SV=2 VIN HVLk| 87%| 43.9| 54.42578|Ref 0.53| 0.24( 0.53] 0.39] 0.19] 0.91] 0.095| 3200 4020| 3560| 4890 4900| 3710| 6400 3610( 859.4| 2575.3 0.0219| 8.502




sp|P1276

Alpha-2-Hs- 3|FETUA_[tPIV

glycoprotein BOVIN,tr| |GQP

0S=Bos taurus BOJYN6|B [SIPG

GN=AHSG PE=1 0JYN6_BO|GPV

SV=2 VIN R 68%| 35.1| 52.28708|Ref 0.22]| -0.29| 0.53| 0.32| -0.06] 0.55| 0.56] 1700 905| 690 1360 1310 872 1390 1390| 593.7 1778 0.0095| 5.346
sp|P1276

Alpha-2-Hs- 3|FETUA_[tPIV

glycoprotein BOVIN,tr| |GQP

0S=Bos taurus BOJYN6|B [SIPG

GN=AHSG PE=1 0JYN6_BO|GPV

SV=2 VIN R 88%| 40.9| 52.39079|Ref 0.31 0.3| 0.55[ 0.53 0.064 0.72( 0.48[ 7330 7910( 8520 11300 12400( 7800| 12800 10800 890! 1778 0.0184] 10.35
sp|P1276

Alpha-2-Hs- 3|FETUA_[tPIV

glycoprotein BOVIN,tr| |GQP

0S=Bos taurus BOJYN6|B [SIPG

GN=AHSG PE=1 0JYN6_BO|GPV

SV=2 VIN R 88%: 41| 52.33521|Ref 0.55| 0.31| 0.48| 0.38] 0.24] 0.59| 0.32] 5240 5820 5360 6770 6970 5510 7320 6050( 890 1778 0.0141] 7.945

Refer Refer Refer

sp|P1276 No ence Refere|ence [Refere No ence |Refere

Alpha-2-HS- 3|FETUA_|tPIV No Value [Missi [No nce Missi [nce No Value [Refere Missi |nce

glycoprotein BOVIN,tr| |GQP Values |[s (- ng Values |Missin [ng Missin |Values [No Values |s (- nce No Values |ng Missin [Reference

0S=Bos taurus BOJYN6|B [SIPG (- 0.269 [(0.567(- g (0.931]g (- (- 0.269 |Missing|(- (0.89 g Missing

GN=AHSG PE=1 0JYN6_BO|GPV 0.1517 |44456(78216(0.5765((0.896 (36525((1.024 [0.3541|0.151751 |44456((0.5677]|0.576518 |69834((0.931 |(1.024455

SV=2 VIN R 90%| 44.3| 52.29999|Ref 5138) |) ) 186) [9834) |) 4555) (413) (38) ) 8216) |6) ) 36525)|5) 593.7 1778 0.0141| 7.926
sp|P1276

Alpha-2-Hs- 3|FETUA_[tPIV

glycoprotein BOVIN,tr| |GQP

0S=Bos taurus BOJYN6|B |SIPG

GN=AHSG PE=1 0JYN6_BO|GPV

SV=2 VIN R 95%| 57.1| 52.21289|Ref 0.63| 0.23| 0.39] 0.53] 0.16| 0.89 0.2| 4E+05 646000(5E+05[ 668000 813000|5E+05| 9E+05 584000 890 1778 0.0132| 7.394
sp|P1276

Alpha-2-Hs- 3|FETUA_[tPIV

glycoprotein BOVIN,tr| |GQP

0S=Bos taurus BOJYN6|B [SIPG

GN=AHSG PE=1 0JYN6_BO|GPV

SV=2 VIN R 95%| 50.2| 52.21289|Ref 0.53| 0.36/ 0.64| 0.49| -0.05| 0.83| 0.081| 92100 119000| 1E+05| 157000 155000/93100| 2E+05 106000| 890 1778 0.0132| 7.394




sp|P1276

Alpha-2-HS- 3|FETUA_[tPIV

glycoprotein BOVIN,tr| |GQP

0S=Bos taurus BOJYN6|B [SIPG

GN=AHSG PE=1 0JYN6_BO|GPV

SV=2 VIN R 95%| 54.7| 52.22797|Ref 0.65| 0.2| 0.44 0.5| 0.14| 0.82| 0.38| 28500 48600(38600| 51200 58400|39800( 66900 48800 890 1778 0.008| 4.516
sp|P1276

Alpha-2-HS- 3|FETUA_[tPIV

glycoprotein BOVIN,tr| |GQP

0S=Bos taurus BOJYN6|B [SIPG

GN=AHSG PE=1 0JYN6_BO|GPV

SV=2 VIN R 93%| 45.5| 52.25369|Ref 0.44| 0.21| 0.38] 0.52| 0.095| 0.84| 0.29| 4470 4660 4310| 5430 6610| 4290 7530 5080 890 1778 0.0134| 7.529
sp|P1276 No Refer [Refere Refer [Refere No No Refere

Alpha-2-HS- 3|FETUA_|tPIV Value |ence [nce No ence |nce No Value [Refere Value [nce

glycoprotein BOVIN,tr| [GQP No s(- Missi [Missin [Values [Missi [Missin [Values s(- nce Reference|s (- Missin [Reference

0S=Bos taurus BOJYN6|B [SIPG Values |0.008 [ng g (- ng g (- No Values |0.008 |Missing|Missing  [0.119 (g Missing

GN=AHSG PE=1 0JYN6_BO|GPV (0.1095|18149|(0.813(0.563 |0.1193((0.739((0.706 |0.0928 [(0.109512 |18149((0.8136|(0.563143 [38308|(0.739 |(0.706482

SvV=2 VIN R 85%| 40.8| 52.21949|Ref 1202) |6) 6926) [1437) |8308) [7987) [4825) |78185)(02) 6) 926) |7) ) 7987) |5) 593.7 1778 0.0126| 7.1
sp|P1276

Alpha-2-HS- 3|FETUA_[tPIV

glycoprotein BOVIN,tr| |GQP

0S=Bos taurus BOJYN6|B [SIPG

GN=AHSG PE=1 0JYN6_BO|GPV

SV=2 VIN R 83%| 38.7| 52.18701[Ref 0.49| 0.28/ 0.6/ 0.38] -0.13| 0.86| 0.45| 7800 10100| 9460| 13300 12600| 7690| 16000 12000| 890 1778 0.0122| 6.843
sp|P1276

Alpha-2-HS- 3|FETUA_[tPIV

glycoprotein BOVIN,tr| [GQP

0S=Bos taurus BOJYN6|B [SIPG

GN=AHSG PE=1 0JYN6_BO|GPV

SV=2 VIN R 95%| 50.2| 52.25369|Ref 0.47| 0.32[ 0.55| 0.43| -0.07| 0.89| 0.22| 4030 4620| 4530 5960 6030( 3740| 7580 4730 890 1778 0.0134| 7.529
sp|P1276

Alpha-2-HS- 3|FETUA_[tPIV

glycoprotein BOVIN,tr| |GQP

0S=Bos taurus BOJYN6|B [SIPG

GN=AHSG PE=1 0JYN6_BO|GPV

SV=2 VIN R 95%| 49.4| 52.22456(Ref 0.55| 0.4| 0.45| 0.41] 0.09] 0.86] 0.19| 4000 5270| 5170[ 6000 6430| 4490 8000 4990 890| 1778 0.0133| 7.462




sp|P1276

Alpha-2-HS- 3|FETUA_[tPIV

glycoprotein BOVIN,tr| |GQP

0S=Bos taurus BOJYN6|B [SIPG

GN=AHSG PE=1 0JYN6_BO|GPV

SV=2 VIN R 85%| 39.2| 52.1218|Ref 0.39] 0.39( 0.46| 0.47| 0.047( 0.83 0.4 938 1110| 1210 1420 1580| 1030| 1850 1360 890 1778 0.0111] 6.225

sp|P1276

Alpha-2-HS- 3|FETUA_[tPIV

glycoprotein BOVIN,tr| |GQP

0S=Bos taurus BOJYN6|B [SIPG

GN=AHSG PE=1 0JYN6_BO|GPV

SV=2 VIN R 81%| 37.9| 52.18105|Ref 0.16] 0.22| 0.48| 0.68| -0.34 1.1 0.31 247 246| 276 372 470 203 585 331 890 1778 0.0089 5

sp|P1276

Alpha-2-HS- 3|FETUA_[tPIV

glycoprotein BOVIN,tr| |GQP

0S=Bos taurus BOJYN6|B [SIPG

GN=AHSG PE=1 0JYN6_BO|GPV

SV=2 VIN R 82% 38| 52.12505|Ref 0.4| 0.34| 0.73| 0.31f 0.06] 0.78[ 0.25 215 236| 246 360 299| 219 375 259| 890 1778 0.0105| 5.888
Vimentin tr|A4ZYA |dNLA

(Fragment) OS=0Ovis |6|A4ZYAG6 (EDI

aries PE=2 SV=1 _SHEEP [MR 72%| 33.5| 50.3841|Ref -0.26 -0| -0.96| -0.42 -1 -0.23 -1.1| 2E+05 99700| 1E+05| 74800, 119000|69800| 1E+05 69000| 690.9( 1379.7 0.0157| 11.38
Vimentin tr|A4ZYA |dNLA

(Fragment) OS=Ovis |6|A4ZYAG6 (EDI

aries PE=2 SV=1 _SHEEP [MR 72%| 33.7| 50.5214|Ref -0.28| -0.03| -0.82 -0.42 -0.86| -0.27 -0.97| 67600 45000|58200| 37700, 54800|35300| 55300 33900 690.9( 1379.7 0.0108| 7.847
Vimentin tr|A4ZYA |dNLA

(Fragment) OS=Ovis |6|A4ZYAG6 (EDI

aries PE=2 SV=1 _SHEEP [MR 70%| 33.4| 50.6405(Ref -0.31| 0.006| -0.92 -0.4| -0.81| -0.27 -1| 1E+05 69700|93900| 55300, 87800|57400| 87500 50800| 690.9 1379.7 0.0086| 6.254




Vimentin tr|A4ZYA |dNLA

(Fragment) OS=Ovis |6|A4ZYAG6 (EDI

aries PE=2 SV=1 _SHEEP [MR 53%| 30.5| 50.62285|Ref -0.33| -0.27| -0.66| -0.49 -0.6| -0.29| -0.42| 6860 5300 6000f 5140 6390 5150| 6690 6030( 460.9| 1379.7 0.0085| 6.12

Vimentin tr|A4ZYA |eEAE

(Fragment) OS=Ovis [6|A4ZYA6 [STLQ

aries PE=2 SV=1 _SHEEP |SFR | 94%| 44.9| 51.12048|Ref -0.3| 0.15| -1.2| -0.43 -1.1] -0.1 -1.2| 3E+05 159000| 2E+05| 103000 195000 1E+05| 2E+05 104000| 800.9| 1599.8 0.0126| 7.841

Vimentin tr|A4ZYA |eEAE

(Fragment) OS=0vis [6|A4ZYA6 [STLQ

aries PE=2 SV=1 _SHEEP |SFR | 90%| 40.9| 51.12263|Ref -0.58| 0.029| -0.98| -0.16 -1.1] -0.2 -1.2| 82400 39800|65900| 36700, 71700|33700| 63600 32000 800.9| 1599.8 0.0121] 7.528

Vimentin tr|A4ZYA |eEAE

(Fragment) OS=Ovis [6|A4ZYA6 [STLQ

aries PE=2 SV=1 _SHEEP  [SFR | 95% 55( 51.13432|Ref -0.38| -0.26] -0.4| -0.64 -0.68| -0.31| -0.73| 45000 28300(33400| 34200 31700(27100| 36300 26900| 534.3| 1599.8 0.0116| 7.232
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 95%| 52.3| 54.52961|Ref -0.066| -0.22 -1| -0.37| -0.45| -0.22| -0.91| 9890 9230 9010f 5790 10100( 8290| 10200 6240( 570.1| 2276.2 0.028( 12.28
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 93%| 50.4| 54.54472(Ref -0.062| -0.04| -0.79| -0.44| -0.97| -0.07| -0.91| 13600 13300(14600[ 9710 13700( 8250| 16100 8940| 759.7| 2276.2 0.0248| 10.88




eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 89%| 45.5| 54.48412(Ref -0.24| -0.09| -0.8| -0.36 -0.84| -0.06( -0.89| 14000 11500{13900| 9500 14200( 8920 15900 8910| 759.7| 2276.2 0.0209| 9.19
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 91%| 47.9| 54.45655|Ref -0.25| -0.25| -0.94| -0.47 -0.63| -0.19 -0.62 9570 7030 7590 5300 8060 6310| 8910 6590( 759.7| 2276.2 0.0198| 8.703
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 95%| 59.3| 54.45718|Ref -0.59| -0.19 -1| -0.28| -0.81| 0.13| -0.93| 13900 7720(11100[ 6990 12900( 7780| 15600 7420( 759.7| 2276.2 0.0196| 8.624
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 95%| 60.2| 54.46396(Ref -0.41| -0.02 -1| -0.29| -0.88| -0.06| -1.2| 99100 57600|82300| 45300, 84000|48800| 90300 39500| 759.8 2276.2 0.0193| 8.466
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 90%| 46.2| 54.4377|Ref -0.52| -0.21| -0.67| -0.32 -0.56| -0.22 -0.81| 14500 8740(11700[ 9580 13400( 9950| 13100 8660| 759.8| 2276.2 0.0183] 8.057
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=0vis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 95%| 59.6| 54.43298|Ref -0.27| -0.28| -0.89| -0.39 -0.77| -0.17 -0.88| 19900 12800(13800 10200 15900(10600| 16800 10200| 759.8| 2276.2 0.018( 7.899




eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 93%| 47.6| 54.43013|Ref -0.21| -0.24 -1| -0.34| -0.9| -0.05| -0.54| 3890 3210( 3400( 2250 3930( 2330 4380 3100( 570.1| 2276.2 0.0175] 7.665
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 95%| 55.2| 54.43366(Ref -0.5| -0.07| -1.2| -0.27| -0.91] 0.051] -1.2| 3E+05 162000|2E+05| 118000 253000|1E+05| 3E+05 122000| 759.8 2276.2 0.0167| 7.333
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 95%| 59.6| 54.43366(Ref -0.38| -0.34| -0.97| -0.22 -0.72| -0.15( -0.71| 13200 8460 9390 6820 12600( 7790| 12100 8140| 759.8| 2276.2 0.0167| 7.333
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 95%| 59.7| 54.43375|Ref -0.4| -0.09| -0.88| -0.35| -0.89| 0.011| -0.87| 7330 4970| 6680| 4340 6890( 4130| 8070 4350( 759.8| 2276.2 0.0165| 7.254
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 95%| 50.2| 54.40609|Ref -0.35| -0.44| -0.82 -0.19 -0.94( -0.15 -0.73| 13000 8030( 8220( 7060 12000( 6280| 11300 7520( 570.1| 2276.2 0.0163| 7.138
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 91%| 45.3| 54.39604(Ref -0.11| -0.36| -0.89| -0.47( -0.9 -0.02 -0.93| 45100 33700|30600| 23800, 35200(22800| 43700 23200| 570.1 2276.2 0.016( 7.015




eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 78%| 39.9| 54.39545|Ref -0.24( -0.22| -0.84| -0.27( -0.9( -0.34 -0.29| 12700 10800{11900| 8690 14200( 8030| 12400 12700| 759.8| 2276.2 0.0156| 6.859
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 74%| 36.7| 54.39246(Ref -0.41| -0.19| -0.82 -0.14 -0.77| -0.32 -0.79 7660 4870| 6180| 4480 7920( 4470 6380 4550( 570.1| 2276.2 0.0143| 6.277
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 95%| 63.5| 54.40098|Ref -0.32| -0.21] -1.1| -0.32 -0.59| -0.09 -0.83| 6640 4620| 5400| 3280 6190( 4480 6660 3940( 759.8| 2276.2 0.013( 5.726
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 95%| 57.5| 54.35376(Ref -0.57 -0.01] -1.1 -0.3| -0.86| -0.08| -0.95| 18500 9530(15300f 8130 15500 9180| 16400 8920| 759.8| 2276.2 0.0127| 5.567
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 89%| 45.7| 54.27036(Ref -0.28| -0.29| -0.83 -0.4| -0.65| -0.23| -0.65| 7590 5380 5770 4480 6620( 4870 6820 5040( 759.8| 2276.2 0.0079| 3.473
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 95%| 57.7| 54.23169|Ref -0.31| -0.39| -0.79| -0.45 -0.58| -0.13| -0.39 4160 3350( 3430[ 2920 4070| 3260| 4630 3860( 570.1| 2276.2 0.0057| 2.518




eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 95%| 62.6| 54.27145|Ref -0.59| 0.018| -1.2| -0.19 -1| 0.012] -1.2| 5690 2800( 4640 2190 4970| 2430| 5220 2300 1139| 2276.2 0.0053| 2.346
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 64% 36| 54.48148|Ref -0.54| -0.08| -1.3|] -0.19 -1.1] 0.12| -0.87| 1610 869| 1300 614 1490| 672 1690 842| 1139| 2276.2 0.0234] 10.29
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 95%| 63.4| 54.39663|Ref -0.43| -0.16] -0.99| -0.22 -0.82f 0.017 -0.91| 26400 17300|22600| 14200 26800(15500| 28800 15100| 759.8| 2276.2 0.0141] 6.213
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 95%| 61.5| 54.35376[Ref -0.48| -0.24| -0.75| -0.28 -0.7 0.007 -0.77| 6890 4710| 6010| 4750 7230( 4720 8070 4660| 759.8| 2276.2 0.0127| 5.567
eTnL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSk | 93%| 50.7| 54.54487|Ref -0.32| -0.24| -0.65| -0.47( -0.78| -0.19 -0.55[ 12500 9230(10600f 8960 11100( 7830| 12300 9560| 760.1| 2277.2 0.0316| 13.88
eTNL

Vimentin tr|A4ZYA |DSLP

(Fragment) OS=Ovis [6|A4ZYA6 [LVDT

aries PE=2 SV=1 _SHEEP  |HSkR| 58%| 33.3] 54.5118|Ref -0.51| -0.37| -0.93| 0.028 -0.57| 0.053| -0.62| 18300 15800{18900| 14400 30700(17700| 28500 17800( 609.1| 2432.3 0.0223] 9.176




Vimentin tr|A4ZYA |eYQ
(Fragment) OS=Ovis [6|A4ZYA6 [DLLN
aries PE=2 SV=1 _SHEEP  |Vk 95%| 52.6| 52.87851|Ref -0.45| -0.08| -1.3|] -0.23 -0.9| -0.06| -0.89| 1E+05 71700| 1E+05| 47800, 112000|61500| 1E+05 64200| 577.3 1729 0.0178| 10.27
Vimentin tr|A4ZYA |eYQ
(Fragment) OS=Ovis [6|A4ZYA6 [DLLN
aries PE=2 SV=1 _SHEEP  |Vk 95%| 60.5| 52.87271|Ref -0.54| 0.013 -1| -0.21| -0.88| -0.15| -0.93| 1E+05 62000|98400| 53200, 104000|57200| 99400 57400| 865.5 1729 0.0164| 9.507
Vimentin tr|A4ZYA |eYQ
(Fragment) OS=Ovis [6|A4ZYA6 [DLLN
aries PE=2 SV=1 _SHEEP  |Vk 71%| 36.5| 52.88964(Ref -0.67| -0.08| -1.1| -0.11 -0.67| -0.04| -0.81| 44700 25900(42300| 24000 5140030400 49100 28600| 577.3 1729 0.0152| 8.776
Vimentin tr|A4ZYA |eYQ
(Fragment) OS=Ovis [6|A4ZYA6 [DLLN
aries PE=2 SV=1 _SHEEP  |Vk 79%| 38.8| 52.88964(Ref -0.48| -0.03| -1.1| -0.13( -0.78| -0.18 -1.1| 3E+05 192000|3E+05| 156000 331000|2E+05| 3E+05 152000| 577.3 1729 0.0152| 8.776
Vimentin tr|A4ZYA |eYQ
(Fragment) OS=Ovis [6|A4ZYA6 [DLLN
aries PE=2 SV=1 _SHEEP  |Vk 95% 64| 52.81265|Ref -0.56| -0.09| -0.97| -0.12 -0.94( -0.01| -0.98| 34800 19900{29900| 18300 36400(18000| 35600 18100| 865.5 1729 0.0135] 7.819
Vimentin tr|A4ZYA |eYQ
(Fragment) OS=Ovis [6|A4ZYA6 [DLLN
aries PE=2 SV=1 _SHEEP  |Vk 95%| 63.5| 52.93533|Ref -0.45| -0.17| -0.95| -0.26 -0.84| 0.065 -0.93| 10700 6920 9120 5960 10600 6180( 12100 6020 865.5 1729 0.0189| 10.92




Vimentin tr|A4ZYA |eYQ

(Fragment) OS=Ovis [6|A4ZYA6 [DLLN

aries PE=2 SV=1 _SHEEP  |Vk 95%| 52.4| 52.89317|Ref -0.37| -0.08| -0.8| -0.36[ -0.89| -0.08 -0.93| 33500 22400(29800| 20200 30300{18300| 33600 18400| 577.3 1729 0.0168| 9.73
Vimentin tr|A4ZYA |fADL

(Fragment) OS=Ovis [6|A4ZYA6 [SEAA

aries PE=2 SV=1 _SHEEP [NR 94%| 44.9| 51.06316(Ref -0.38| -0.07| -0.93| -0.34 -0.87 -0| -0.98| 4E+05 276000(4E+05( 230000 382000|2E+05| 4E+05 222000( 699.4| 1396.7 0.0116| 8.273
Vimentin tr|A4ZYA

(Fragment) OS=Ovis [6|A4ZYA6 [gTNE

aries PE=2 SV=1 _SHEEP  |SLER | 94%| 48.1| 50.07863|Ref -0.38| -0.15| -0.37| -0.54( -0.38| -0.44( -0.65[ 19500 16000(20300 19600 19100(18700| 18800 16100| 403.9| 1208.6 0.0082| 6.796
Vimentin tr|A4ZYA [iLLAE

(Fragment) OS=Ovis [6|A4ZYA6 [LEQL

aries PE=2 SV=1 _SHEEP |k 95%| 51.5| 49.08775|Ref -0.26 -0 -1.1 -0.3 -1 -0.13 -1| 22200 15100{19600| 10500 19800(10500( 20300 11000| 593.4| 1777.1 0.0306| 17.19
Vimentin tr|A4ZYA [iLLAE

(Fragment) OS=Ovis [6|A4ZYA6 [LEQL

aries PE=2 SV=1 _SHEEP |k 89%| 40.6| 48.9805(Ref -0.42| 0.34| -1.2| -0.39 -1.1] -0.32| -0.59| 1390 944 1730 660 1290| 676 1240 1020| 593.4| 1777.1 0.0258| 14.51
Vimentin tr|A4ZYA [iLLAE

(Fragment) OS=Ovis [6|A4ZYA6 [LEQL

aries PE=2 SV=1 _SHEEP |k 95%| 45.9| 48.77849|Ref -0.38| 0.066| -1.2| -0.25 -1.1] -0.1 -1.1| 6870 3980( 5900 2680 5850( 2810 5940 3000( 889.6| 1777.1 0.0204| 11.45




Vimentin tr|A4ZYA [iLLAE
(Fragment) OS=Ovis [6|A4ZYA6 [LEQL
aries PE=2 SV=1 _SHEEP |k 95% 47| 48.07549|Ref -0.36| -0.21| -0.79| -0.39 -0.76| -0.18| -0.71| 29000 19200{23100| 17400 25300(17000| 26500 18300| 593.4| 1777.1 0.0124| 6.998
Vimentin tr|A4ZYA [iLLAE
(Fragment) OS=Ovis [6|A4ZYA6 [LEQL
aries PE=2 SV=1 _SHEEP |k 95%| 51.2| 47.95943|Ref -0.49| 0.019| -1.1| -0.19 -1.1] -0.11 -1.1] 2270 1190| 1840 926 1970 900 1900 974| 889.6| 1777.1 0.0104| 5.825
Vimentin tr|A4ZYA [iLLAE
(Fragment) OS=Ovis [6|A4ZYA6 [LEQL
aries PE=2 SV=1 _SHEEP |k 69%| 30.9| 47.8651|Ref -0.21| -0.22| -0.32| -0.29( -0.93| -0.38| -1.1 470 354 383 400! 451 253 387 232| 593.4| 1777.1 0.0097| 5.446
Vimentin tr|A4ZYA [iLLAE
(Fragment) OS=Ovis [6|A4ZYA6 [LEQL
aries PE=2 SV=1 _SHEEP |k 90%| 40.6| 48.62585|Ref -0.27| -0.02| -1.2| -0.41 -0.96| -0.08| -1.1f 2250 1410| 1810 926 1710| 1020 1960 948| 593.4| 1777.1 0.0192| 10.81
Vimentin tr|A4ZYA [iLLAE
(Fragment) OS=Ovis [6|A4ZYA6 [LEQL
aries PE=2 SV=1 _SHEEP |k 75%| 32.4| 47.95943|Ref -0.027| -0.7| -0.97| -0.48| -0.62| -0.51| -0.59 522 357| 242 226 350 278 313 294| 593.4| 1777.1 0.0106| 5.969
Vimentin tr|A4ZYA [iLLAE
(Fragment) OS=Ovis [6|A4ZYA6 [LEQL
aries PE=2 SV=1 _SHEEP |k 91%| 40.8| 47.46378|Ref -0.45| -0.16| -0.96| -0.26[ -1.1| -0.04 -0.95[ 3540 1960| 2600 1680 2990 1490| 3180 1670| 593.4| 1777.1 0.006( 3.388




Vimentin tr|A4ZYA [iLLAE

(Fragment) OS=Ovis [6|A4ZYA6 [LEQL

aries PE=2 SV=1 _SHEEP |k 89%: 37| 47.38361|Ref -0.24| -0.22| -0.98| -0.18| -1.1| 0.15 -1.4 789 555 609 403 775 350 889 300| 889.6| 1777.1 0.0036| 2.046

Vimentin tr|A4ZYA [iLLAE

(Fragment) OS=Ovis [6|A4ZYA6 [LEQL

aries PE=2 SV=1 _SHEEP |k 92%| 41.5| 47.42049|Ref -0.4| -0.09| -0.54| -0.57| -0.9| -0.31 -0.6 562 357| 482 395 425 296 465 379| 593.4| 1777.1 0.0025| 1.431

Vimentin tr|A4ZYA [iLLAE

(Fragment) OS=Ovis [6|A4ZYA6 [LEQL

aries PE=2 SV=1 _SHEEP |k 86%| 36.6| 47.46369|Ref -0.46| -0.13 -1| -0.26| -0.71] -0.3] -0.99 508 268| 368 226 414| 266 367 227| 593.4| 1777.1 0.0053] 2.983
iLLAE

Vimentin tr|A4ZYA |LEQL

(Fragment) OS=0vis |6|A4ZYA6 [kGQ

aries PE=2 SV=1 _SHEEP |Gk 95% 52| 47.88366|Ref -0.82| -0.27 -1| 0.041| -0.63| 0.077| -0.4] 1980 1350| 2140 1420 3290( 1800 3070 2190( 613.9| 2451.5 0.0326| 13.29
iLLAE

Vimentin tr|A4ZYA |LEQL

(Fragment) OS=0vis |6|A4ZYA6 [kGQ

aries PE=2 SV=1 _SHEEP |Gk 95%| 52.1| 47.70322|Ref -1 -0.31] -0.85| -0.018| -0.73| 0.26| -0.57| 4440 2430( 4320 3340 6560 3510 7270 4040| 613.9 2451.5 0.0279| 11.4
iLLAE

Vimentin tr|A4ZYA |LEQL

(Fragment) OS=0vis |6|A4ZYA6 [kGQ

aries PE=2 SV=1 _SHEEP |Gk 60%| 27.5| 46.53309|Ref -0.94| -0.21 -1| 3E-04| -0.67| 0.22| -0.41| 1430 973| 1750 1130 2510 1370 2660 1710| 818.2 2451.5 0.0141| 5.746




iSLPL

Vimentin tr|A4ZYA |PNFS

(Fragment) OS=0vis [6|A4ZYA6 [SLNL

aries PE=2 SV=1 _SHEEP (R 83%| 38.6| 52.03019|Ref -0.34( -0.11] -1.1| -0.26 -0.94| -0.03| -0.89| 25500 17200{21800| 12800 24400(13200| 26100 14200( 938.1| 1874.1 H#Hi##HA| 0.44
kVES

Vimentin tr|A4ZYA |LQEE

(Fragment) OS=0vis |6|A4ZYAG |IAFL

aries PE=2 SV=1 _SHEEP |k 80%| 35.2| 50.85922|Ref -0.61| -0.07| -0.8| -0.33( -0.83| -0.14 -0.58| 33700 19700{31000| 21000 32100{19900| 33400 24500| 612.4 2445.4 0.0253] 10.33
kVES

Vimentin tr|A4ZYA |LQEE

(Fragment) OS=0Ovis |6|A4ZYAG |IAFL

aries PE=2 SV=1 _SHEEP |k 92%| 44.8| 50.66404(Ref -0.45| -0.05| -0.84| -0.35[ -0.84| -0.08 -0.99 1650 1000| 1430 928 1440| 892| 1580 836| 816.2| 2445.4 0.0211] 8.629
kVES

Vimentin tr|A4ZYA |LQEE

(Fragment) OS=0Ovis |6|A4ZYAG |IAFL

aries PE=2 SV=1 _SHEEP |k 95%| 52.1| 50.47104(Ref -0.59| -0.21| -1.1| -0.24( -0.93| -0.08 -0.41| 7340 4110| 5810| 3450 7030 3790 7130 5640( 612.4| 2445.4 0.0172| 7.03
kVES

Vimentin tr|A4ZYA |LQEE

(Fragment) OS=Ovis |6|A4ZYAG |IAFL

aries PE=2 SV=1 _SHEEP |k 95%| 55.8| 50.2375|Ref -0.52| -0.17| -0.76] -0.28 -0.91| -0.04 -0.69| 1800 1120| 1540 1150 1770 998| 1910 1200| 612.4| 2445.4 0.0123] 5.035

Vimentin tr|A4ZYA |IGDL

(Fragment) OS=Ovis |6|A4ZYA6 [YEEE

aries PE=2 SV=1 _SHEEP [MR 91%| 40.3| 49.7064|Ref -0.48| -0.07 -1| -0.25| -0.92| -0.07| -0.84| 87700 52100|75100| 43900, 81900|45200| 85100 49400( 779.9| 1557.7 0.0189] 12.13




Vimentin tr|A4ZYA |IGDL
(Fragment) OS=Ovis |6|A4ZYA6 [YEEE
aries PE=2 SV=1 _SHEEP [MR 95% 48| 49.97264|Ref -0.5| -0.1] -1.2 -0.2| -0.82| -0.09| -0.89| 13400 7450(10700[ 5630 12300( 7010| 12100 6890( 779.9| 1557.8 0.014( 8.996
Vimentin tr|A4ZYA |IGDL
(Fragment) OS=Ovis |6|A4ZYA6 [YEEE
aries PE=2 SV=1 _SHEEP [MR 95%| 48.6| 50.02015(Ref -0.46| 0.06] -1.1| -0.22 -0.92( -0.1 -0.94| 1E+05 68800| 1E+05| 53500, 110000|58800| 1E+05 60200| 779.9| 1557.8 0.0113] 7.264
Vimentin tr|A4ZYA |IGDL
(Fragment) OS=Ovis [6|A4ZYA6 [YEEE
aries PE=2 SV=1 _SHEEP [MR 95%| 45.9| 50.18139|Ref -0.51| 0.074| -1.2| -0.15 -1| -0.04| -0.93| 16300 9960(16200( 7600 17100( 8240| 16900 9010| 779.9| 1557.8 0.0101] 6.481
Vimentin tr|A4ZYA |IGDL
(Fragment) OS=Ovis |6|A4ZYA6 [YEEE
aries PE=2 SV=1 _SHEEP [MR 95%| 44.9| 50.20697|Ref 0.18| 0.26] -1.1| -0.58 -1 -0.25 -0.9] 2000 2570 2940 1290 2030 1320 2330 1480| 779.9| 1557.8 0.0091| 5.853
Vimentin tr|A4ZYA |IGDL
(Fragment) OS=Ovis |6|A4ZYA6 [YEEE
aries PE=2 SV=1 _SHEEP [mR 87%| 37.8| 49.53837|Ref -0.39| 0.063| -1.1| -0.22 -0.98| -0.13 -0.9| 31400 20800{30900| 15700 31300{16200| 30500 17800| 787.9| 1573.7 0.0122] 7.732
Vimentin tr|A4ZYA |IGDL
(Fragment) OS=Ovis |6|A4ZYA6 [YEEE
aries PE=2 SV=1 _SHEEP [mR 70%| 32.2| 49.51988|Ref -0.4| 0.15 -1| -0.31| -0.94| -0.16] -0.91| 20500 13900{22100| 11100 19800(11200| 20100 11900( 787.9| 1573.7 0.0115] 7.275




ILab

SVDF

Vimentin tr|A4ZYA [SLAD

(Fragment) OS=0vis [6|A4ZYA6 [AINT

aries PE=2 SV=1 _SHEEP |EFk | 95%| 75.3| 55.47047|Ref -0.48| -0.14| -0.87| -0.32 -0.63| -0.28| -0.43| 3580 2450( 3360 2280 3680( 2600 3450 3090( 912.2| 2733.4 0.0267| 9.753
ILab
SVDF

Vimentin tr|A4ZYA [SLAD

(Fragment) OS=0vis [6|A4ZYA6 [AINT

aries PE=2 SV=1 _SHEEP  |EFk | 95% 65| 55.41734|Ref -0.37| -0.03| -1.3| -0.17( -1.1f -0.15( -0.78 450! 274| 375 170 422| 198 389 251| 912.2| 2733.5 0.0157| 5.727
ILab Value Value Value Value Value Value
SVDF Missing Missi Missin Missin Value Missing Missi

Vimentin tr|A4ZYA [SLAD (- ng (- g(- g(- Missing (- (- ng (- Value

(Fragment) OS=0vis [6|A4ZYA6 [AINT 2.3710 2.655 2.5999 2.6518 2.371027 2.6553 2.599 Missing (-

aries PE=2 SV=1 _SHEEP |EFk | 75% 40( 55.39436|Ref 272) 0.38/|3156) | 0.018|224) 0.74|15) 132(2) 113|156) 109(9224) 163|2.651815) | 912.2 2733.5 0.0116| 4.257
iLab Value Value Value Value Value
SVDF Missi Missin Missin Missing Missi

Vimentin tr|A4ZYA [SLAD ng (- g(- g(- (- ng (- Value

(Fragment) OS=0vis [6|A4ZYA6 [AINT 2.978 2.9229 2.9748 2.9783 2.922 Missing (-

aries PE=2 SV=1 _SHEEP |EFk | 73%| 39.4| 55.42504(Ref 0.15| -0.31|3185) | 0.028|252) 0.36|18) 205 132| 105|185) 163|9252) 187|2.974818)| 912.2 2733.5 0.0135| 4.926

Vimentin tr|A4ZYA |mAL

(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI

aries PE=2 SV=1 _SHEEP  |ATYR| 83%| 39.2| 52.62214(|Ref -0.39| -0.18| -0.51| -0.38 -0.74| -0.23| -0.57| 3510 2730( 3420[ 3070 3700 2520 3730 2930( 800.4| 1598.8 0.0163| 10.2

Vimentin tr|A4ZYA |mAL

(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI

aries PE=2 SV=1 _SHEEP  |ATYR| 94%| 49.8| 52.4976|Ref -0.51| -0.12| -0.5| -0.54 -0.61| -0.34 -0.46| 8020 5450 7720 6660 7160( 5950 7460 6830 534| 1598.9 0.0142| 8.877




Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  |ATYR| 70%| 35.3 52.564|Ref -0.36| -0.08| -0.86| -0.27 -0.89( -0.07 -0.91| 27900 19700(26000| 17000 28200(16000| 29400 16300( 800.4| 1598.9 0.0132] 8.229
Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  [ATYR| 80% 38 52.6261|Ref -0.48| -0.17| -0.87| -0.38 -0.75[ -0.05 -0.74| 16700 10300{13900| 9570 14900(10100| 17000 10400( 800.4| 1598.8 0.0152| 9.517
Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  |ATYR| 95%| 52.5| 52.68982(Ref -0.29| -0.24| -0.79| -0.18 -0.7 -0.16[ -0.78| 5910 4840| 5440| 4170 7020( 4260 6490 4170 534| 1598.9 0.0109| 6.814
Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  |ATYR| 89%| 44.4| 52.63477|Ref -0.33| -0.24| -0.64| -0.42 -0.68| -0.18 -0.53| 1540 1230| 1420 1210 1560| 1130 1670 1310| 534 1598.9 0.008( 4.995
Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  [ATYR| 63% 34| 52.74075|Ref -0.48| -0.05| -0.97| -0.27 -1| -0.04| -0.82| 16100 9680(14200( 8440 15100( 7920| 16200 9300| 800.4 1598.9 0.0064| 4.029
Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  [ATYR| 86% 42| 52.7426|Ref -0.23| -0.29| -0.57| -0.37( -0.55[ -0.3| -0.72 1130 958| 996 924 1170 900 1120 833| 534| 1598.9 0.0067| 4.189




Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  |ATYR| 67%| 34.9| 52.78097|Ref -0.55| -0.04| -0.93| -0.22 -0.96| -0.03| -0.87 3980 2320( 3600 2170 3910( 2040| 4090 2260( 800.4| 1598.9 0.0045| 2.804
Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  |ATYR| 95%| 55.7| 52.74366(Ref -0.58| -0.45| -0.9| -0.23( -0.69( 0.13( -0.74 731 429 507 416! 733| 466 856 464 534| 1598.9 0.0069| 4.302
Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  |ATYR| 52%| 32.4| 52.73129|Ref -0.35| -0.62| -0.49| -0.28 -0.23( -0.59( -0.28 256 226| 203 250 318| 286 234 288| 534| 1598.9 0.0062| 3.851
Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  |ATYR| 84%| 40.7| 52.53457|Ref -0.39| -0.37| -0.5| -0.33( -0.57 -0.47( -0.28| 2910 2320( 2540 2620 3250( 2400 2690 3030( 539.3| 1614.8 0.0102| 6.292
Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  |ATYR| 58%| 33.2| 52.48993|Ref -0.45| -0.17| -0.32| -0.44( -0.74| -0.35[ -0.37[ 3950 3210| 4230 4270 4360| 3070| 4230 4140| 539.3| 1614.9 0.0082| 5.048
Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  |ATYR| 73%| 35.6| 52.36867|Ref -0.36| -0.14| -0.93| -0.22 -0.81f -0.19 -0.67| 2160 1550| 1950 1270 2280 1320 2120 1520| 808.4| 1614.8 0.0147] 9.123




Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  |ATYR| 79%| 38.3| 52.53263|Ref -0.48| -0.24| -0.55| -0.62 -0.52( -0.24( -0.22 1080 845| 1090 980 1030 965 1220 1230| 539.3| 1614.9 0.0093]| 5.735
Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  |ATYR| 66%| 34.8| 52.50271|Ref 0.36| 0.31] -0.78| -0.85| -0.92| -0.62| -0.71] 1990 3430 3580 1890 1990| 1650 2120 1980| 539.3| 1614.9 0.0083| 5.159
Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  |ATYR| 88%| 42.9| 52.67019|Ref 0.13] 0.13] -0.53| -0.63| -0.64| -0.54| -0.83| 2290 3240( 3510[ 2490 2550( 2230 2480 2010( 539.3| 1614.9 #i####| 0.039
Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  |ATYR| 94%| 49.6| 52.50527|Ref -0.38| -0.15| -0.44| -0.17 -0.74( -0.31| -0.67 580 511 650 599 794| 468 658 509| 539.3| 1614.9 0.0067| 4.157
Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  |ATYR| 54%| 32.5| 52.52647|Ref -0.13| -0.61| -0.44| -0.35 -0.2| -0.67| -0.36 307 335 262 330 388| 376 282 347| 539.3| 1614.9 0.0063| 3.916
Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  |ATyR| 82%| 40.5| 53.46388|Ref -0.31| -0.3] -0.64| -0.36[ -0.77 -0.17| -0.71| 6400 4640| 5090| 4520 6040( 3970 6300 4300| 635.4| 1903.1 0.0103| 5.386




Vimentin tr|A4ZYA |mAL
(Fragment) OS=Ovis [6|A4ZYAG6 |DIEI
aries PE=2 SV=1 _SHEEP  |ATyR| 77%| 39.1| 53.73356(Ref -0.41| -0.29| -0.62| -0.36 -0.72| -0.23| -0.66| 18800 12400(14500| 13000 17100({11700| 17100 12600( 640.7| 1919.1 0.0138| 7.176
Vimentin tr|A4ZYA |nLQE
(Fragment) OS=Ovis [6|A4ZYA6 |AEE
aries PE=2 SV=1 _SHEEP  |WYk | 72%| 36.9| 53.31047|Ref -0.38| -0.13| -1.1| -0.21 -0.9| -0.18| -0.77| 2E+05 107000| 1E+05| 81800 162000|87500| 2E+05 99500| 640 1917 0.0165| 8.622
Vimentin tr|A4ZYA |nLQE
(Fragment) OS=Ovis [6|A4ZYA6 |AEE
aries PE=2 SV=1 _SHEEP  |WYk | 95%| 56.1] 53.3668|Ref -0.49( 0.026| -1.2 -0.3| -0.88| -0.19| -0.84| 59700 32400|50200| 24000, 49500|28800| 48700 30800| 959.5 1917 0.015( 7.811
Vimentin tr|A4ZYA |nLQE
(Fragment) OS=Ovis [6|A4ZYA6 |AEE
aries PE=2 SV=1 _SHEEP  |WYk | 66%| 33.8| 53.42168|Ref -0.4| -0.32| -0.86| -0.42 -0.6| -0.02| -0.68| 7890 5350 6140 4740 7120( 5480| 8580 5360( 480.3 1917 0.0027| 1.404
Vimentin tr|A4ZYA |nLQE
(Fragment) OS=Ovis [6|A4ZYA6 |AEE
aries PE=2 SV=1 _SHEEP  |WYk | 95%| 67.6] 53.35897|Ref -0.52( 0.081| -1.1| -0.22 -0.92| 0.048| -0.95[ 8910 5730 9440 4580 9490( 5110| 10400 5180( 959.5 1917 0.0132] 6.862
Vimentin tr|A4ZYA |nLQE
(Fragment) OS=Ovis [6|A4ZYA6 |AEE
aries PE=2 SV=1 _SHEEP  |WYk | 90%| 45.1| 53.15548|Ref -0.57| -0.22| -0.84| -0.35[ -0.52| -0.26 -0.77| 11400 6110 8410 6130 9520 7380 9250 6450( 640.3 1918 0.0183| 9.56




Vimentin tr|A4ZYA |nLQE
(Fragment) OS=Ovis [6|A4ZYA6 |AEE
aries PE=2 SV=1 _SHEEP  |WYk | 81% 40 53.1534|Ref -0.35| -0.34| -0.77| 0.005 -0.8| -0.21| -0.65| 5410 4360| 4740 3950 7460( 3730| 5860 4300| 640.3 1918 0.0149| 7.747
Vimentin tr|A4ZYA |qQYE
(Fragment) OS=0vis [6|A4ZYA6 [SVA
aries PE=2 SV=1 _SHEEP  |Ak 90%| 41.4| 51.01558|Ref -0.53| -0.07| -1.2| -0.27[ -0.7| -0.09 -1.1) 6100 3150( 4680 2350 5040 3280 5230 2600( 655.8| 1309.7 0.0107| 8.172
Vimentin tr|A4ZYA |qQYE
(Fragment) OS=0vis [6|A4ZYA6 [SVA
aries PE=2 SV=1 _SHEEP  |Ak 68%| 33.3] 51.0149|Ref -0.5| 0.025| -0.69| -0.11 -1.1] -0.12 -1.2] 5930 3550 5540 3790 6240( 2670 5660 2570 655.8| 1309.7 0.0106| 8.08
Vimentin tr|A4ZYA |qQYE
(Fragment) OS=0vis [6|A4ZYA6 [SVA
aries PE=2 SV=1 _SHEEP  |Ak 61%| 33.8| 52.67028|Ref -0.5 0.2 -1| -0.17| -0.96| -0.03 -1.2| 3E+05 183000|3E+05| 156000 309000|2E+05| 3E+05 140000| 544.6| 1630.9 0.0143| 8.787
Vimentin tr|A4ZYA |qQYE
(Fragment) OS=Ovis [6|A4ZYA6 [SVA
aries PE=2 SV=1 _SHEEP  |Ak 94%| 45.9] 52.6167|Ref -0.45( 0.032| -1.2| -0.18 -0.91 -0.1| -0.94| 21900 13600{20600| 10100 22000{11600| 21300 11800| 816.5| 1630.9 0.0095| 5.824
Vimentin tr|A4ZYA |qQYE
(Fragment) OS=0vis [6|A4ZYA6 [SVA
aries PE=2 SV=1 _SHEEP  |Ak 93%| 45.4| 52.60422|Ref -0.53| -0.02| -0.99 -0.2| -0.91| -0.04| -0.86| 17300 10400{16200| 9240 17600( 9420( 18000 10100| 816.5| 1630.9 0.0183] 11.2




Vimentin tr|A4ZYA |qVD

(Fragment) OS=Ovis [6|A4ZYA6 |QLT

aries PE=2 SV=1 _SHEEP  |NDk | 55%| 30.3] 50.3887|Ref -0.68| 0.41| -1.1| -0.57( -0.29( -0.44( -0.89| 1190 708| 1630 626 1020| 1090 1020 743| 674.4| 1346.7 0.0132] 9.759

Vimentin tr|A4ZYA |qVD

(Fragment) OS=Ovis [6|A4ZYA6 [QLTn

aries PE=2 SV=1 _SHEEP |Dk 94%| 47.3| 52.93915|Ref -0.35| 0.034| -0.93| -0.39 -0.96| -0.19 -1.1] 33700 20300(28700| 16500 26400|15600| 27600 14800| 835.5| 1668.9 0.0173| 10.37

Vimentin tr|A4ZYA |qVD

(Fragment) OS=Ovis [6|A4ZYA6 [QLTn

aries PE=2 SV=1 _SHEEP |Dk 95%| 53.5| 52.87598|Ref -0.37| 0.089| -0.92| -0.26[ -1.1f -0.18| -0.99| 13000 8420(12600( 7020 12200 6070| 11800 6700( 835.5| 1668.9 0.01] 5.985

Vimentin tr|A4ZYA |qVD

(Fragment) OS=Ovis [6|A4ZYA6 [QLTn

aries PE=2 SV=1 _SHEEP  |Dk 95%| 48.9| 53.02164(Ref -0.22| -0.02| -0.95 -0.4| -0.98| -0.19| -0.87| 14700 10600{13200| 7710 12500( 7310| 13200 8150| 835.5| 1668.9 0.0043| 2.548
qVvD

Vimentin tr|A4ZYA |QLTn

(Fragment) OS=0Ovis |6|A4ZYA6 [DKA

aries PE=2 SV=1 _SHEEP (R 75% 38| 53.50376|Ref -0.47| -0.03 -1| -0.36| -0.97| 0.11]| -0.81| 2E+05 125000|2E+05| 102000 180000| 1E+05| 2E+05 119000| 633 1896 0.0177| 9.327
qVvD

Vimentin tr|A4ZYA |QLTn

(Fragment) OS=0Ovis |6|A4ZYA6 [DKA

aries PE=2 SV=1 _SHEEP (R 54%| 33.2| 53.41397|Ref -0.22| 0.081| -1.2| -0.19 -1 -0.12 -1| 20500 15900{21200| 9910 21800|10600| 20800 11000 949 1896 0.0155] 8.159




qvQ

Vimentin tr|A4ZYA |SLTc

(Fragment) OS=Ovis |6|A4ZYA6 |[EVD

aries PE=2 SV=1 _SHEEP  |ALk | 95% 82| 54.04866|Ref -0.37| -0.16] -1.1 -0.2 -1 -0.1 -1| 7910 4510| 5650| 3370 6840( 3310| 6660 3490 1045| 2087.1 0.0202| 9.688
qvQ

Vimentin tr|A4ZYA |SLTc

(Fragment) OS=Ovis |6|A4ZYA6 |[EVD

aries PE=2 SV=1 _SHEEP |ALk | 95%| 67.9| 54.01311|Ref -0.47| -0.23| -1.2| -0.24 -1.1] 0.01 -1.1] 56900 28000|36000| 20900 44100|22000| 47900 22200| 696.7| 2087.1 0.0177| 8.47
qvQ

Vimentin tr| A4ZYA |SLTc

(Fragment) OS=0Ovis |6|A4ZYA6 |[EVD

aries PE=2 SV=1 _SHEEP  |ALk | 95% 68| 54.0431|Ref -0.47| -0.07| -1.1| -0.22f -0.97| 0.13 -1.3| 40700 23300(33300| 18300 37200{19300| 43200 16100| 696.7| 2087.1 0.0171] 8.211
qvQ

Vimentin tr|A4ZYA |SLTc

(Fragment) OS=Ovis |6|A4ZYA6 [EVD

aries PE=2 SV=1 _SHEEP |ALk | 86%| 43.3 54.06|Ref -0.48| -0.37| -0.52 -0.32 -0.33| -0.12 -0.96| 4360 3070 3590 3630 4600| 3990| 4830 2680( 696.7| 2087.1 0.0126| 6.013
qvQ

Vimentin tr| A4ZYA |SLTc

(Fragment) OS=Ovis |6|A4ZYA6 |[EVD

aries PE=2 SV=1 _SHEEP  |ALk | 95%| 72.4| 54.06801(Ref -0.38| -0.03 -1 -0.3 -1.1] -0.11 -1| 3890 2230( 3080f 1710 3160 1540 3300 1760| 1045 2087.1 0.0107| 5.129
qvQ

Vimentin tr|A4ZYA |SLTc

(Fragment) OS=Ovis |6|A4ZYA6 |[EVD

aries PE=2 SV=1 _SHEEP |ALk | 95%| 64.4] 54.0636(Ref -0.19| -0.13| -0.76] -0.34 -0.96| -0.21| -0.76[ 7590 6020 6780 4920 7250( 4120 7260 4900| 696.7| 2087.1 0.0122| 5.841




qvQ

Vimentin tr|A4ZYA |SLTc

(Fragment) OS=Ovis |6|A4ZYA6 |[EVD

aries PE=2 SV=1 _SHEEP |ALk | 95%| 53.7| 54.08389|Ref -0.25| -0.36| -0.37| -0.41 -0.59( -0.27( -0.6 629 575| 578 648 691| 534 694 548| 696.7| 2087.1 0.0062| 2.953
qvQ

Vimentin tr|A4ZYA |SLTc

(Fragment) OS=Ovis |6|A4ZYA6 [EVD

aries PE=2 SV=1 _SHEEP  |ALk | 92% 48| 54.04149|Ref -0.39( -0.24| -1.3| -0.24 -0.79( 0.059( -0.67 360 242| 290 151 360 214 403 242| 696.7| 2087.1 0.0164| 7.852
qvQ

Vimentin tr|A4ZYA |SLTc

(Fragment) OS=0Ovis |6|A4ZYA6 |[EVD

aries PE=2 SV=1 _SHEEP  |ALk | 51%| 33.5| 54.05199|Ref -0.54( -0.09| -0.72| -0.55[ -0.76 -0.06| -0.6 367 227| 337 245 303| 228 387 264| 696.7| 2087.1 0.0137| 6.545
rQv

Vimentin tr|A4ZYA |QSLT

(Fragment) OS=Ovis [6|A4ZYA6 [cEVD

aries PE=2 SV=1 _SHEEP |ALk | 65%| 34.8| 54.5845|Ref -0.26| -0.36| -0.83| -0.19 -0.74| -0.02 -0.72 3480 2980( 3020 2440 4210| 2510| 4310 2640( 561.8| 2243.2 0.0167| 7.449
tLYT

Vimentin tr|A4ZYA [SSPG

(Fragment) OS=0vis |6|A4ZYA6 [GVY

aries PE=2 SV=1 _SHEEP |ATR | 95%| 51.6| 52.65897|Ref -0.28| -0.12| -0.97| -0.28 -0.83| -0.06( -0.89| 16100 12000{14600| 9090 16100 9650 17100 9590 889 1775.9 0.0147| 8.295
tLYT

Vimentin tr|A4ZYA [SSPG

(Fragment) OS=0vis |6|A4ZYA6 [GVY

aries PE=2 SV=1 _SHEEP |ATR | 74%| 36.3| 52.68816(Ref -0.41| -0.2| -0.98| -0.18 -0.83| -0.02 -0.98| 27300 17400|21800| 14200 27300(15200| 27900 14200( 889| 1775.9 0.0129| 7.27




tLyT

Vimentin tr|A4ZYA [SSPG

(Fragment) OS=0vis |6|A4ZYA6 [GVY

aries PE=2 SV=1 _SHEEP |ATR | 94%| 46.9| 52.64763|Ref -0.33| -0.17 -1 -0.3| -0.89| -0.03| -0.97| 6470 4150| 5020/ 3090 5680 3290| 6270 3230 889| 1775.9 0.0167| 9.398
tLYT

Vimentin tr|A4ZYA [SSPG

(Fragment) OS=0vis |6|A4ZYA6 [GVY

aries PE=2 SV=1 _SHEEP |ATR | 52%| 32.1| 52.67883|Ref -0.53| -0.15| -1.1| -0.25( -0.78| -0.13| -0.83| 13400 7180(10200[ 6000 11700 7110| 11600 7110 889| 1775.9 0.0128| 7.203
tNEk

Vimentin tr|A4ZYA |VELQ

(Fragment) OS=Ovis [6|A4ZYA6 [ELnD

aries PE=2 SV=1 _SHEEP [R 87%| 42.1| 54.42526|Ref -0.24( -0.37| -0.68| -0.36[ -0.85[ -0.1| -0.74| 56800 42600{42100| 38300, 52700|32800| 57500 36700 550 2196.2 0.0158| 7.168
tNEk

Vimentin tr|A4ZYA |VELQ

(Fragment) OS=Ovis [6|A4ZYA6 [ELnD

aries PE=2 SV=1 _SHEEP [R 65%| 36.6| 54.45825|Ref -0.5| 0.054| -0.99| -0.26| -0.95| 0.013| -0.98| 50300 31600|50400| 27400, 50200]|27200| 55300 27700 733.1 2196.2 0.0168| 7.666
VEVE

Vimentin tr|A4ZYA |RDN

(Fragment) OS=Ovis [6|A4ZYA6 [LAED

aries PE=2 SV=1 _SHEEP |IMR | 78%| 38.8| 53.37497|Ref -0.44( 0.026] -1.3 -0.1| -0.92| 0.074| -0.84| 1E+05 82000| 1E+05| 53600, 139000|68600| 1E+05 75300 665 1992 0.0134| 6.734
VEVE

Vimentin tr|A4ZYA |RDN

(Fragment) OS=Ovis [6|A4ZYA6 [LAED

aries PE=2 SV=1 _SHEEP |IMR | 95%| 66.9| 53.41515(Ref -0.45| -0.12| -0.64| -0.15( -0.84| -0.07| -0.56| 1460 1310| 1790 1400 2160 1170 2080 1480 997 1992 0.0124] 6.239




Alpha-1-
antiproteinase

0S=Bos taurus sp|P3495

GN=SERPINA1 PE=1 |5|A1AT_B|aALT

Sv=1 OVIN IDEk | 60%| 32.8| 51.67911|Ref 0.58| -0.13( 0.61| 0.45| -0.15| 0.86| -0.03| 1E+06| 1850000|1E+06| 2E+06| 2260000|1E+06| 3E+06 1470000 490.3| 1467.9 0.0104| 7.09
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495

GN=SERPINA1 PE=1 |5|A1AT_B|aALT

Sv=1 OVIN IDEk | 76%| 36.3| 52.06899|Ref 0.38| 0.18| 0.48| 0.41] 0.13] 0.63| 0.087| 18800 21500{20300| 28000 29600(21200| 31200 21300 734.9| 1467.9 0.0241] 16.43
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495

GN=SERPINA1 PE=1 |5|A1AT_B|aALT

Sv=1 OVIN IDEk | 57%| 32.4| 51.82403|Ref 0.58| 0.22| 0.58| 0.38] -0.1] 0.79| -0.05| 43700 73700|62600| 89900, 86100|54000| 1E+05 57800| 490.3| 1467.9 0.0143] 9.725
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495

GN=SERPINA1 PE=1 |5|A1AT_B|aALT

Sv=1 OVIN IDEk | 75%| 36.2| 51.65852|Ref 0.47| 0.16| 0.68| 0.32| -0.16] 0.79| -0.04| 31400 42400|37100| 59900 51300|32100| 64900 36200 490.3| 1467.9 0.0095| 6.477
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495

GN=SERPINA1 PE=1 |5|A1AT_B|aDLS

Sv=1 OVIN GITk | 88%| 40.1| 51.5687|Ref 0.52| 0.15| 0.42| 0.28]| 0.048| 0.63| 0.22]| 33700 41300|34600| 46900, 47000|34900| 54400 40800( 706.9| 1411.8 0.0248| 17.52
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495

GN=SERPINA1 PE=1 |5|A1AT_B|aDLS

Sv=1 OVIN GITk | 82%| 37.6| 51.59182|Ref 0.48| 0.059| 0.41] 0.35| -0.15 0.8| 0.26| 3E+05 344000(3E+05[ 399000 422000|3E+05| 5E+05 358000( 706.9| 1411.8 0.0179| 12.68




Alpha-1-
antiproteinase

0S=Bos taurus sp|P3495

GN=SERPINA1 PE=1 |5|A1AT_B|aDLS

Sv=1 OVIN GITk | 69%| 34.3| 51.28593|Ref 0.55| -0.03| 0.53] 0.23| -0.13| 0.88| 0.14]| 3E+05| 444000(3E+05[533000( 477000|3E+05( 7E+05| 403000| 471.6( 1411.8 0.0131] 9.273
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495

GN=SERPINA1 PE=1 |5|A1AT_B|aDLS

Sv=1 OVIN GITk | 87%| 41.2 51.61296|Ref 0.49| 0.22| 0.37| 0.39| -0.14| 0.74| 0.15| 28100 34200|30600| 38100, 4260025800 49600 32600| 471.6| 1411.8 0.0253] 17.89
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495

GN=SERPINA1 PE=1 |5|A1AT_B|aDLS

Sv=1 OVIN GITk | 92%| 42.5 51.11618|Ref 0.42| 0.18| 0.46| 0.37| 0.098| 0.57 0.2 17500 20400|18600| 25500 26300{19000| 27600 21100| 706.9| 1411.8 0.0046| 3.267
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495

GN=SERPINA1 PE=1 |5|A1AT_B|aDLS

Sv=1 OVIN GITk | 72%| 35.2| 51.61296|Ref 0.44| 0.45| 0.31] 0.25| -0.03| 0.48| 0.35| 9030 9930(10800 11100 11700( 8400| 12500 11300( 471.6| 1411.8 0.0253] 17.89
Alpha-1-

antiproteinase dFH

0S=Bos taurus sp|P3495 |VDE

GN=SERPINA1 PE=1 |5|A1AT_B|QTT

Sv=1 OVIN Vk 92%| 47.8| 53.62837|Ref 0.64| 0.23| 0.58 0.4| -0.14| 0.63| -0.08| 2E+05 247000(2E+05( 290000 282000|2E+05| 3E+05 183000| 643 1926 0.0153| 7.916
Alpha-1-

antiproteinase dFH

0S=Bos taurus sp|P3495 |VDE

GN=SERPINA1 PE=1 |5|A1AT_B|QTT

Sv=1 OVIN Vk 95%| 48.7| 53.60932(Ref 0.62| 0.27 0.5 0.4| -0.3| 0.72| -0.13| 15500 20800|17600| 23300 23900(12900| 27200 15000 964 1926 0.0147| 7.653




Alpha-1-

antiproteinase dFH

0S=Bos taurus sp|P3495 |VDE

GN=SERPINA1 PE=1 |5|A1AT_B|QTT

Sv=1 OVIN Vk 95%| 54.8| 53.57169|Ref 0.45| 0.25| 0.56| 0.43| -0.09 0.6| -0.14| 20800 22000{20800| 28900 29200(17700| 29800 17800 964 1926 0.0166| 8.598
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |gNT

GN=SERPINA1 PE=1 |5|A1AT_B|HTEI

Sv=1 OVIN Lk 86%| 39.5| 51.9071|Ref 0.56| 0.24( 0.46| 0.41] -0.18| 0.77| 0.019| 24600 34800|30300| 39600, 4210024400 49200 29100| 811 1619.9 0.0141] 8.725
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |gNT

GN=SERPINA1 PE=1 |5|A1AT_B|HTEI

Sv=1 OVIN Lk 80%| 37.2| 51.79911|Ref 0.47| 0.14 0.5| 0.34 0.092 0.65[ 0.058| 22500 26500{22900| 33100 32700(24000| 36800 24300| 811 1619.9 0.0121] 7.442
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495

GN=SERPINA1 PE=1 |5|A1AT_B|gnTH

Sv=1 OVIN TEILk| 94%| 46.8| 52.59847|Ref 0.57| 0.13( 0.48| 0.41] -0.23| 0.79| 0.056| 8630 12100| 9680| 13800 14600( 8160( 17300 10300| 811.5| 1620.9 0.0231] 14.21
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495

GN=SERPINA1 PE=1 |5|A1AT_B|gnTH

Sv=1 OVIN TEILk| 95%| 50.5| 52.50683|Ref 0.58| 0.13( 0.47| 0.36]/ -0.08| 0.81| 0.024| 10900 15700{12500| 17700 18100(11700| 22600 13000( 811.5| 1620.9 0.0184] 11.35
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495

GN=SERPINA1 PE=1 |5|A1AT_B|InDY

Sv=1 OVIN VEk | 50%| 29.2 50.00134|Ref 0.28| 0.34( 0.17| 0.36/ 0.17| 0.52| 0.23| 24100 20500(23200| 23100 29100{22300| 29800 24100| 593.3| 1184.6 0.0083| 6.978




Alpha-1-
antiproteinase

0S=Bos taurus sp|P3495 |IGM

GN=SERPINA1 PE=1 |5|A1AT_B|FDLH

Sv=1 OVIN YcDk | 63%| 33.9 52.27102|Ref 0.67| 0.046 0.5 0.32 -0.07| 0.76[ -0.03[ 5750 8320( 5870 9020 8760( 5830| 10900 6250( 666 1995 0.0089| 4.451
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |IGM

GN=SERPINA1 PE=1 |5|A1AT_B|FDLH

Sv=1 OVIN YcDk | 57%| 32.9| 52.34363|Ref 0.56| 0.085| 0.37| 0.26] -0.03| 0.63| 0.18 951 1030 806 1100 1130 803| 1320 962| 666 1995 0.0054| 2.723
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495

GN=SERPINA1 PE=1 |5|A1AT_B|INNE

Sv=1 OVIN LLAKk | 51% 29| 49.44389|Ref 0.79| 0.28 0.4| 0.062 -0.05[ 0.53 -0.15[ 31500 38700|29400| 35800, 31200{25300| 39400 24400| 508.3| 1521.9 0.0097| 6.343
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495

GN=SERPINA1 PE=1 |5|A1AT_B|INNE

Sv=1 OVIN LLAKk | 83%| 35.9| 49.33836|Ref 0.7| 0.23] 0.37[ 0.24 0.012[ 0.59( -0.07| 11600 14700|11600| 14300 14400(10700| 16700 10500 762| 1521.9 0.0064| 4.231
Alpha-1-

antiproteinase laQL

0S=Bos taurus sp|P3495 |EDkL

GN=SERPINA1 PE=1 |5|A1AT_B|NNE

Sv=1 OVIN LLAKk | 54% 28| 49.84932|Ref 0.61]| -0.02| 0.35| 0.61] -0.09 0.4| 0.16 232 263| 184 267 352| 189 277 234| 671.2| 2680.6 0.0079| 2.958
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 93%| 45.9| 53.07855|Ref 0.58]| 0.035| 0.47| 0.32 -0.1| 0.87| 0.16| 59200 94600|70100| 106000, 106000|69200| 1E+05 85800| 889 1776 0.0207| 11.66




Alpha-1-
antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 95%| 49.2| 53.0488|Ref 0.5 0.025| 0.53| 0.42 0.024| 0.84( 0.015| 66300 97800|76600| 122000, 124000|82600| 2E+05 85100 889 1776 0.0191| 10.77
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 87%| 42.6| 53.02355|Ref 0.45| -0.08| 0.43] 0.39| -0.12 1.1 0.16[ 1E+05 214000(2E+05[ 257000 275000|2E+05| 4E+05 212000 593 1776 0.0163| 9.157
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 89%| 44.5| 53.01841|Ref 0.47| -0.32] 0.55| 0.32 -0.2| 0.97| 0.16| 53100 62800|39600| 80700, 76200|46400| 1E+05 61500 593 1776 0.0159| 8.954
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 89%: 42| 52.9848|Ref 0.46 0.1 0.59( 0.31 -0.22( 0.92( 0.19( 14200 21800(18500| 29100 26400|16000| 36800 22000 889 1776 0.0156| 8.782
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 95%| 48.7| 52.98517|Ref 0.63| 0.13| 0.43] 0.43| -0.13] 0.79| 0.01] 68000 104000|79700| 110000 121000|71700| 1E+05 82100 889 1776 0.0152| 8.568
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 94%| 49.7| 52.98517|Ref 0.51] -0.03| 0.59| 0.32| -0.13] 0.95| -0.03| 2E+05 347000(3E+05( 447000 409000|3E+05| 6E+05 292000 593 1776 0.0152| 8.549




Alpha-1-
antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 87%| 42.7| 52.99643|Ref 0.2| 0.21] 0.53| 0.55[ -0.04| 0.78( 0.19| 44800 55000|59700| 83800, 93900|54300| 1E+05 66100] 593 1776 0.0148| 8.346
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 87%| 42.6| 53.01913|Ref 0.46| -0.24| 0.47| 0.43| -0.08 1| 0.11] 3E+05 373000(2E+05[ 457000 490000|3E+05| 7E+05 355000 593 1776 0.0143| 8.026
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 85%| 41.4| 52.97787|Ref 0.41| 0.17| 0.45 0.5| -0.12| 0.82| 0.11] 8510 11300{10400| 14300 16200 9230 18500 11200 593 1776 0.0123| 6.894
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 76% 37| 52.8582|Ref 0.63]| 0.025| 0.32| 0.44| 0.043 0.7 0.2 6550 10000 7150f 9870 11800( 7820| 12900 9050| 889 1776 0.0114] 6.441
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 91%| 43.4| 52.80043|Ref 0.61| 0.24 0.4| 0.43( -0.07| 0.69( 0.012 5560 8170 6870 8650 9740( 6020| 10600 6580( 889 1776 0.0092| 5.203
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 84%| 41.1| 52.79792|Ref 0.47| 0.32) 0.37| 0.27| 0.24 0.5 0.12] 5890 6790 6670 7740 7970 6780 8490 6460 593 1776 0.0079| 4.43




Alpha-1-
antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 84%| 40.8| 52.76197|Ref 0.46| 0.16| 0.39] 0.33| 0.058| 0.68| 0.29| 3690 4770| 4210| 5540 5860( 4240 6830 5170( 593 1776 0.0069| 3.906
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 54%| 32.9| 52.82128|Ref 0.42| 0.24| 0.34] 0.32| 0.082| 0.69| 0.12] 3540 3860 3690 4450 4810| 3570| 5670 3790 593 1776 0.0068| 3.805
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 89%| 42.4| 53.09193|Ref 0.35| 0.15| 0.43] 0.43| 0.15| 0.69| 0.12] 9050 10200 9630 13200 14500(10400| 15800 10600 889 1776 0.0228| 12.83
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 83%| 40.3| 52.81831|Ref 0.39| 0.21] 0.42] 0.34| 0.095| 0.61] 0.22]| 13400 15000(14400( 18700 19500(14400| 21500 16200 593 1776 0.0086| 4.835
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 91%| 43.8| 52.80098|Ref 0.45 -0| 0.43| 0.38[ -0.03| 0.86[ 0.22[ 2770 3710 2950 4480 4770| 3120| 6060 3850( 889 1776 0.0097| 5.484
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 85%| 41.2| 52.76197|Ref 0.43| 0.16| 0.47| 0.39| 0.013| 0.79| 0.15] 6910 9480( 8510 11800 12400( 8320 14900 9460 593 1776 0.0069| 3.906




Alpha-1-
antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 85%| 41.7| 52.81229|Ref 0.5| 0.28| 0.39| 0.43 0.1 0.51 -0 670 761 709 859 977| 680 942 655| 593 1776 0.0084| 4.733
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |ISISE

GN=SERPINA1 PE=1 |5|A1AT_B|TYDL

Sv=1 OVIN k 90%| 45.5| 52.8583|Ref 0.29| 0.39| 0.43 0.3| 0.027| 0.76] 0.15 645 741 860 989 1000| 722| 1250 813| 593 1776 0.0112| 6.287
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |IVDT

GN=SERPINA1 PE=1 |5|A1AT_B|FLED

Sv=1 OVIN Vk 86%| 40.3| 52.50993|Ref 0.62| 0.028| 0.44| 0.31] -0.21| 0.88| 0.079| 24200 34700|24900| 37200, 37600(22800| 50800 28900 894 1786 0.0143] 7.979
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |IVDT

GN=SERPINA1 PE=1 |5|A1AT_B|FLED

Sv=1 OVIN Vk 90%| 44.3| 52.37931|Ref 0.38| 0.056| 0.57| 0.16] -0.29| 0.75| 0.48| 41900 46300/40200| 64500, 53300|34100| 73100 60400| 596.3 1786 0.0118| 6.589
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |IVDT

GN=SERPINA1 PE=1 |5|A1AT_B|FLED

Sv=1 OVIN Vk 89%| 44.2| 52.82493|Ref 0.62| 0.027 0.3| 0.37[ -0.34| 0.65 0.4 2620 3200( 2300{ 3120 3620 1930 4000 3340( 596.3 1786 0.0261| 14.58
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |IVDT

GN=SERPINA1 PE=1 |5|A1AT_B|FLED

Sv=1 OVIN Vk 95% 52 52.5099|Ref 0.51| 0.17| 0.44] 0.27| -0.16| 0.85| 0.059| 3620 4490| 3840| 5220 5100 3310f 6920 3980 894 1786 0.0171| 9.546




Alpha-1-
antiproteinase

0S=Bos taurus sp|P3495 |IVDT

GN=SERPINA1 PE=1 |5|A1AT_B|FLED

Sv=1 OVIN Vk 95%| 51.3| 52.39635|Ref 0.53| 0.33] 0.29| 0.12| -0.15| 0.46 0.6 2300 2770 2620 2860 2800( 2020 3220 3530( 596.3 1786 0.0108| 6.069
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |IVDT

GN=SERPINA1 PE=1 |5|A1AT_B|FLED

Sv=1 OVIN Vk 86%| 41.7| 52.26136|Ref 0.5/ 0.096| 0.37| 0.21 -0.22| 0.76 0.4 1320 1550| 1270 1720 1690| 1100 2270 1760| 596.4 1786 0.005( 2.795
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |IVDT

GN=SERPINA1 PE=1 |5|A1AT_B|FLED

Sv=1 OVIN Vk 92%| 46.4| 51.91962|Ref 0.55| 0.22| 0.37| 0.028| -0.09| 0.76] 0.35 804 1030| 885| 1100 956| 770 1450 1080| 596.4 1786 0.0023| 1.301
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |IVDT

GN=SERPINA1 PE=1 |5|A1AT_B|FLED

Sv=1 OVIN Vk 71%| 35.4| 51.98621|Ref 0.66 0.3|] 0.28| 0.11 -0.1| 0.56| 0.28 545 665 563 623 609| 460 757 619| 596.4 1786 Hi####| 0.377
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |IVDT

GN=SERPINA1 PE=1 |5|A1AT_B|FLED

Sv=1 OVIN Vk 90%| 42.8| 52.51195|Ref 0.59| 0.23 0.5| 0.37[ -0.42( 0.93( 0.008 318 506 428 581 585 295 783 411 894 1786 0.0145| 8.114
Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |IVDT

GN=SERPINA1 PE=1 |5|A1AT_B|FLED

Sv=1 OVIN Vk 74%| 36.6| 52.32356(Ref 0.55| -0.06| 0.31] 0.16] 0.008| 0.73| 0.02 421 383 272 395 391 308 529 322| 596.3 1786 0.0099| 5.565




Alpha-1-
antiproteinase

0S=Bos taurus sp|P3495 |IVDT

GN=SERPINA1 PE=1 [5|A1AT_B|FLED

Sv=1 OVIN Vk 67%| 34.6| 52.09684[Ref 0.44| 0.27| 0.45| -0.009| 0.085| 0.68| 0.12 432 432| 417 532 425| 396 627 420| 596.4| 1786 #it###H#| 0.328

Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |IVDT

GN=SERPINA1 PE=1 [5|A1AT_B|FLED

Sv=1 OVIN Vk 85%| 41.4| 52.62017|Ref 0.21| -0.01] 0.59| 0.28| -0.16| 0.59| 0.32 278 209| 195 332 294| 189| 334 274| 596.3 1786 0.0237| 13.24

Alpha-1-

antiproteinase nLYH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SINF

Sv=1 OVIN R 81%| 39.5| 52.87137|Ref 0.78| 0.1] 0.46] 0.13] -0.3|] 0.75| 0.075| 21000 29700|20100| 28900 25300|16400| 35500 22100| 634.7| 1901 0.0143| 7.536

Alpha-1-

antiproteinase nLYH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SINF

Sv=1 OVIN R 57%| 33.3| 52.74359|Ref 0.75| -0.23| 0.6/ 0.19| -0.09| 0.39| 0.098| 4720 5120| 2820 5640 4660( 3360 4900 3970| 634.7 1901 0.018| 9.46

Alpha-1-

antiproteinase nLYH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SINF

Sv=1 OVIN R 94%| 46.3| 52.85874[Ref 0.44| -0.03| 0.74| 0.23| 0.048| 0.69 0.1| 3970 4870( 3810| 7310 5640| 4350 7070 4680 951.5 1901 0.0128| 6.728
Value

Alpha-1- Value Missi

antiproteinase nLYH Missin ng (-

0S=Bos taurus sp|P3495 |SEAF g(- 0.215

GN=SERPINA1 PE=1 [5|A1AT_B|SINF 0.2152 25963

Sv=1 OVIN R 75%| 37.6| 53.08389[Ref 0.7| 0.036| 0.58| 0.16|5963) | 0.73| 0.14| 47000 68300({46800| 76500 63000) 85300 56300| 634.7 1901 0.0021| 1.085




Alpha-1-

antiproteinase nLYH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SINF

Sv=1 OVIN R 89% 44| 52.85089|Ref 0.53| 0.1] 0.44| 0.19] 0.12| 0.6 0.24] 2760 3240| 2610[ 3700 3430| 2870 4160 3210| 634.7 1901 0.0127| 6.668
Value

Alpha-1- Value Missi

antiproteinase nLYH Missin ng (-

0S=Bos taurus sp|P3495 |SEAF g(- 0.109

GN=SERPINA1 PE=1 [5|A1AT_B|SINF 0.1098 83529

Sv=1 OVIN R 95%| 54.8| 52.9477(Ref 0.66( 0.089| 0.43| 0.19|3529) | 0.77| 0.099| 17300 23200|17000| 24100 22500() 30800 19100| 634.7 1901 0.0094| 4.933

Alpha-1-

antiproteinase nLYH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SINF

Sv=1 OVIN R 95%| 59.1| 52.97408|Ref 0.62| 0.051| 0.57| 0.23| -0.17| 0.82| -0.03| 2520 3380| 2480 3980 3460| 2290 4770 2610| 951.5 1901 0.0085| 4.478

Alpha-1-

antiproteinase nLYH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SINF

Sv=1 OVIN R 88%| 43.6| 52.95875[Ref 0.55| 0.25| 0.28| 0.12| 0.18| 0.47| 0.25| 2720 2900| 2560 2940 2890| 2640 3370 2870| 634.7 1901 0.0083| 4.365

Alpha-1-

antiproteinase nLYH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SINF

Sv=1 OVIN R 65%| 33.1| 53.00852(Ref -0.012| 0.71f 0.21f 0.11] -0.18| 0.34| 0.68 4070 2840| 5090 4020 4150( 2960| 4440 5570| 476.2 1901 0.007| 3.664

Alpha-1-

antiproteinase nLYH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SINF

Sv=1 OVIN R 60% 34| 52.95684|Ref 0.28| 0.28| 0.44| 0.23| 0.28| 0.12| 0.54| 1190 1090| 1190 1490 1420| 1280| 1200 1590( 634.7| 1901 0.0081| 4.255




Refer Refer Refer
ence [Refer [Refere [No ence |Refere ence No Refere
Alpha-1- Refere |Missi |ence |nce Values [Missi [nce No Missi |Refere Value [nce
antiproteinase nLYH nce ng Missi |Missin |(- ng Missin |Values [Reference [ng nce Reference s (- Missin [Reference
0S=Bos taurus sp|P3495 [SEAF Missing|(0.16 |ng g 0.1216((0.845|g (- Missing  [(0.16 |Missing|Missing [0.121 |g Missing
GN=SERPINA1 PE=1 [5|A1AT_B|SINF (0.4888(71697|(0.543((0.153 |02334 (06625 ((0.146 |0.0950 [(0.488807 |71697(0.5435|(0.153802 [60233/(0.845 |(0.146732
Sv=1 OVIN R 83%| 40.5| 53.14101(Ref 076) |3) 5641) |80296)|) ) 7329) [9742) |6) 3) 641) |96) 4) 06625)|9) 634.7 1901 #itH###| 0.367
Alpha-1-
antiproteinase nLYH
0S=Bos taurus sp|P3495 |SEAF
GN=SERPINA1 PE=1 [5|A1AT_B|SINF
Sv=1 OVIN R 71%| 36.4| 52.95684|Ref 0.62| 0.31] 0.4| 0.38] 0.098| 0.43| 0.27 291 472| 412 492 537| 385 507 450| 634.7] 1901 0.0081| 4.255
Alpha-1-
antiproteinase nLYH
0S=Bos taurus sp|P3495 |SEAF
GN=SERPINA1 PE=1 [5|A1AT_B|SINF
Sv=1 OVIN R 53%| 32.9| 52.98731[Ref 0.6 0.1 0.24 0.4| -0.09| 0.62| 0.23 458 547| 420 519 639| 395 678 513| 634.7 1901 0.0087| 4.555
Alpha-1-
antiproteinase nLyH
0S=Bos taurus sp|P3495 |SEAF
GN=SERPINA1 PE=1 [5|A1AT_B|SINF
Sv=1 OVIN R 73%| 36.4| 54.38919|Ref 0.6| 0.14| 0.58| 0.29] -0.2| 0.59| 0.11] 5910 7300| 5750 8790 7930| 4910 8870 6320| 552.3| 2205.2 0.0141| 6.369
Alpha-1-
antiproteinase nLyH
0S=Bos taurus sp|P3495 |SEAF
GN=SERPINA1 PE=1 [5|A1AT_B|SINF
Sv=1 OVIN R 95%| 51.5| 54.37319|Ref 0.57| 0.32| 0.51] 0.28| -0.06] 0.64| 0.12| 6600 9610| 8810 11300 10600| 7270| 12300 8590| 552.3| 2205.2 0.0138| 6.26
Alpha-1-
antiproteinase nLyH
0S=Bos taurus sp|P3495 |SEAF
GN=SERPINA1 PE=1 [5|A1AT_B|SINF
Sv=1 OVIN R 85% 41| 54.38477|Ref 0.64| 0.068| 0.65| 0.17| -0.14| 0.61| 0.11| 50400 66100(48200| 80800 64200|45200( 79200 55700| 552.3| 2205.2 0.0133| 6.024




Alpha-1-

antiproteinase nLyH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SINF

Sv=1 OVIN R 95%| 56.4| 54.37492(Ref 0.47| 0.14| 0.52| 0.27| -0.14| 0.84| -0.04| 1330 1520 1310 1910 1780| 1170| 2400 1300 1104| 2205.2 0.0034| 1.541
Alpha-1-

antiproteinase nLyH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SINF

Sv=1 OVIN R 68%| 35.2| 54.38998[Ref 0.46| 0.14| 0.38 0.19| 0.21] 0.54 0.3| 2820 3090| 2680 3550 3440| 3040 4000 3360| 552.3| 2205.2 0.0128| 5.807
Alpha-1-

antiproteinase nLyH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SINF

Sv=1 OVIN R 72%| 36.2| 54.3893|Ref 0.54| 0.001| 0.55| 0.29] -0.03| 0.68| 0.11| 4160 4970( 3720| 6110 5610| 3940 6700 4490| 552.3| 2205.2 0.0119| 5.372
Alpha-1-

antiproteinase nLyH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SINF

Sv=1 OVIN R 86%| 41.3| 54.37273|Ref 0.67| -0.07| 0.51] 0.25| -0.15| 0.93]| 0.035| 73700/ 117000(75800|127000( 117000(77700| 2E+05 91300| 552.3| 2205.2 0.0116| 5.263
Alpha-1-

antiproteinase nLyH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SINF

Sv=1 OVIN R 95%| 55.9| 54.38968|Ref 0.53| 0.006| 0.66 0.2| -0.33| 0.82| 0.13| 6110 7520| 5670[ 9990 8020| 4870 11200 6930| 552.3| 2205.2 0.005| 2.271
Alpha-1-

antiproteinase nLyH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SINF

Sv=1 OVIN R 84%| 40.5| 54.3647[Ref 0.55| 0.13| 0.43| 0.26] -0.07| 0.72| 0.18| 1460 1850 1500 2070 2040| 1410 2550 1740( 552.3| 2205.2 0.0131] 5.916




Alpha-1-

antiproteinase nLyH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SINF

Sv=1 OVIN R 73%| 36.6| 54.41387[Ref 0.52| 0.33] 0.35| 0.39| -0.11] 0.73| -0.07| 2790 3340| 3160 3620 4100( 2530 4720 2690| 552.3| 2205.2 0.0075| 3.377
Alpha-1-

antiproteinase nLyH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SINF

Sv=1 OVIN R 95% 50| 54.38968|Ref 0.51] 0.096| 0.35| 0.23| 0.076] 0.69| 0.18 949 1050| 857| 1150 1160| 913| 1460 1020| 552.3| 2205.2 0.005| 2.271
Alpha-1-

antiproteinase nLyH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SINF

Sv=1 OVIN R 76%| 37.3| 54.3647[Ref 0.5| 0.12| 0.36] 0.38] -0.01|] 0.65| 0.29 953 1180| 981| 1310 1460| 972| 1600 1240( 552.3| 2205.2 0.0131] 5.916
Alpha-1-

antiproteinase nLYH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SInF

Sv=1 OVIN R 93%| 48.7| 52.38056(Ref 0.51| 0.53| 0.36| 0.018| -0.49| 0.74| -0.15| 6710 5900| 6510 6470 5630| 3460 8460 4540 635| 1901.9 0.0118| 6.181
Alpha-1-

antiproteinase nLYH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SInF

Sv=1 OVIN R 94%| 49.3| 52.49609|Ref 0.48| 0.36] 0.68 0.2| -0.11| 0.79| -0.04| 1930 2950| 2950 4130 3250| 2300 4480 2500| 635| 1901.9 0.0105| 5.503
Alpha-1-

antiproteinase nLYH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 [5|A1AT_B|SInF

Sv=1 OVIN R 88%| 41.4| 52.55118|Ref 0.42( 0.18| 0.45| 0.18| 0.12| 0.79| 0.31 389 545| 500 676 615 516| 859 610 952 1901.9 0.0086| 4.543




Alpha-1-

antiproteinase nLyH

0S=Bos taurus sp|P3495 |SEAF

GN=SERPINA1 PE=1 |5|A1AT_B|SInF

Sv=1 OVIN R 53%| 32.4| 54.27721|Ref 0.33| 0.14| 0.49| 0.23] 0.13| 0.48| 0.43]| 13500 13700(13000| 18600 17100(14000| 18600 17800| 552.5| 2206.1 0.0162| 7.35

Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495

GN=SERPINA1 PE=1 |5|A1AT_B|sPLF

Sv=1 OVIN VGk | 65%| 30.6 48.86338|Ref 0.48]| 0.035| 0.33] 0.37| 0.054| 0.66| 0.29| 73900 85300|68000| 93800, 106000|74400| 1E+05 90700| 678.4| 1354.8 0.0061| 4.49

Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495

GN=SERPINA1 PE=1 |5|A1AT_B|sPLF

Sv=1 OVIN VGk | 80%| 35.2 49.86005|Ref 0.5 -0.04| 0.48| 0.37( -0.11| 0.84( 0.13| 2E+05 294000(2E+05( 352000 360000|2E+05| 5E+05 276000( 678.4| 1354.8 0.0138| 10.15

Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495

GN=SERPINA1 PE=1 |5|A1AT_B|sPLF

Sv=1 OVIN VGk | 54%| 28.7| 48.82695|Ref 0.46| 0.15| 0.48| 0.29| 0.14| 0.67 0.2 12700 16500(14500( 20400 19700(15500| 23500 16800( 678.4| 1354.8 0.0034| 2.499
No No No No No

Alpha-1- Value |Value [No No Value [No Value Value

antiproteinase sVLG No s s Values |Values|s Values [No s No s No

0S=Bos taurus sp|P3495 |DVGI Values |(0.40 [(0.240|(0.099 |(0.295 |(0.233|(0.243 |Values |No Values |(0.40 |Values |No Values |[(0.29 [Values [No Values

GN=SERPINA1 PE=1 |5|A1AT_B|TEVF (0.5246|70006|40572|92675 |79893 |03242|90642 |(0.322 |(0.524694 [70006|(0.2404|(0.099926 [57989](0.233 |(0.243906

Sv=1 OVIN SDR | 95%| 65.3| 53.4818|Ref 94) ) ) 5) ) ) ) 30407)|) ) 0572) |755) 3) 03242)|42) 633.3 1897 0.0138| 7.286

Alpha-1-

antiproteinase sVLG

0S=Bos taurus sp|P3495 |DVGI

GN=SERPINA1 PE=1 |5|A1AT_B|TEVF

Sv=1 OVIN SDR | 95%| 53.7| 53.49462|Ref 0.54| 0.096( 0.37| 0.43] -0.06/ 0.73| 0.12| 5110 6540 5200 7060 8140( 5030f 9090 5940| 949.5 1897 0.0137| 7.194




Alpha-1-

antiproteinase sVLG

0S=Bos taurus sp|P3495 |DVGI

GN=SERPINA1 PE=1 [5|A1AT_B|TEVF

Sv=1 OVIN SDR | 95%| 49.6] 53.5093|Ref 0.55| 0.16] 0.2 0.29 -0| 0.94| -0.02| 33200 42000(34900| 40300 47300(33600| 67300 34500| 949.5 1897 0.0117| 6.161
Alpha-1-

antiproteinase sVLG

0S=Bos taurus sp|P3495 |DVGI

GN=SERPINA1 PE=1 [5|A1AT_B|TEVF

Sv=1 OVIN SDR | 87%| 41.7| 53.49462|Ref 0.67| 0.12| 0.16] 0.36| -0.02| 0.8 0.31| 2670 4580( 3390| 3920 4950( 3330| 6100 4320 949.5 1897 0.0137| 7.194
Alpha-1-

antiproteinase sVLG

0S=Bos taurus sp|P3495 |DVGI

GN=SERPINA1 PE=1 [5|A1AT_B|TEVF

Sv=1 OVIN SDR | 95%| 56.1| 53.57792|Ref 0.36| 0.34| 0.37| -0.014| -0.37| 0.73| 0.36] 1240 1060| 1130 1290 1090| 746| 1670 1280 633.3 1897 0.0109| 5.753
Alpha-1-

antiproteinase sVLG

0S=Bos taurus sp|P3495 |DVGI

GN=SERPINA1 PE=1 [5|A1AT_B|TEVF

Sv=1 OVIN SDR | 94%| 50.6| 53.58662|Ref 0.79]| 0.042| 0.63| -0.027| -0.31| 0.9| 0.072| 1340 2370| 1530 2580 1810 1290| 3120 1750( 633.3 1897 0.0089| 4.694
Alpha-1-

antiproteinase sVLG

0S=Bos taurus sp|P3495 |DVGI

GN=SERPINA1 PE=1 [5|A1AT_B|TEVF

Sv=1 OVIN SDR | 95%| 50.3| 53.68151|Ref 0.58| 0.15| 0.45| 0.46| -0.06| 0.72| 0.065 971 1460| 1180 1630 1810 1100| 1970 1240( 949.5 1897 0.0056| 2.975
Alpha-1-

antiproteinase sVLG

0S=Bos taurus sp|P3495 |DVGI

GN=SERPINA1 PE=1 [5|A1AT_B|TEVF

Sv=1 OVIN SDR | 95%| 71.4] 53.5905|Ref 0.51| 0.11| 0.46| 0.47| -0.08| 0.78| 0.15| 2520 3850| 3150 4510 5000| 2980 5670 3640| 949.5 1897 0.0088| 4.623




Alpha-1-

antiproteinase sVLG

0S=Bos taurus sp|P3495 |DVGI

GN=SERPINA1 PE=1 [5|A1AT_B|TEVF

Sv=1 OVIN SDR | 95%| 63.9] 53.57367|Ref 0.6 0.4 0.27| 0.22| -0.12| 0.46| 0.37 735 916| 865 890 948| 652 1020 949| 633.3 1897 0.0073| 3.825
Alpha-1-

antiproteinase sVLG

0S=Bos taurus sp|P3495 |DVGI

GN=SERPINA1 PE=1 [5|A1AT_B|TEVF

Sv=1 OVIN SDR | 95%| 63.9] 53.60754|Ref 0.44| 0.4 0.13] 0.19] 0.31] 0.58| 0.16 391 416| 440 410 471 446 564 418| 633.3 1897 0.0093| 4.884
Alpha-1-

antiproteinase sVLG

0S=Bos taurus sp|P3495 |DVGI

GN=SERPINA1 PE=1 [5|A1AT_B|TEVF

Sv=1 OVIN SDR | 94%| 47.4] 53.56684|Ref 0.55| 0.18| 0.37 0.5| -0.06| 0.75| 0.22 445 751 630 807 978| 576 1050 727| 949.5 1897 0.0082| 4.296
Alpha-1-

antiproteinase sVLG

0S=Bos taurus sp|P3495 |DVGI

GN=SERPINA1 PE=1 [5|A1AT_B|TEVF

Sv=1 OVIN SDR | 95% 52| 53.62209|Ref 0.61| 0.31] 0.4| 0.22| -0.06| 0.86 0.2 326 618| 547 651 634| 456| 901 566| 949.5 1897 0.0055| 2.884
Alpha-1- vLDP

antiproteinase NTVF

0S=Bos taurus sp|P3495 |ALV

GN=SERPINA1 PE=1 [5|A1AT_B|NYIS

Sv=1 OVIN Fk 95%| 61.2| 53.52725[Ref 0.55| 0.13| 0.46| 0.34| -0.31] 0.81] 0.31 573 843| 683 962 980| 546 1230 865| 850.2| 2547.5 #it####| 0.117
Alpha-1- vLDP

antiproteinase NTVF

0S=Bos taurus sp|P3495 |ALV

GN=SERPINA1 PE=1 [5|A1AT_B|NYIS

Sv=1 OVIN Fk 58%| 32.9| 54.01922(Ref 0.52| -0.16| 0.47| 0.26| -0.27| 0.88 0.4 423 546| 370 645 616| 373| 860 611| 637.9 2547.4 0.0153| 5.994




Alpha-1- vLDP

antiproteinase NTVF

0S=Bos taurus sp|P3495 |ALV

GN=SERPINA1 PE=1 |5|A1AT_B|NYIS

Sv=1 OVIN Fk 95%| 63.7| 53.64153|Ref 0.41| 0.02( 0.42| 0.31] -0.24| 0.89| 0.44| 1690 2210( 1830f 2710 2770 1650 3770 2740 850.2| 2547.5 0.0038| 1.483

Refere Refer

Refer Refere |Refer |nce ence [Refere

Alpha-1- vLDP Refere |No ence |No nce ence |Missin |No No Refere Missi |nce

antiproteinase NTVF nce Value [Missi [Values [Missin [Missi (g Values |Reference [Value [nce ng Missin [Reference

0S=Bos taurus sp|P3495 |ALV Missing|s (- |ng (- g ng (0.466 |(- Missing [s(- |Missing|No Values [(0.54 |g Missing

GN=SERPINA1 PE=1 |5|A1AT_B|NYIS (0.7341(1.357 |(0.441]|1.6643|(0.546 |(1.544|80635 |1.4419 |(0.734110(1.357 |(0.4416|(- 66101((1.544 |(0.466806

Sv=1 OVIN Fk 95%| 56.9| 53.93358|Ref 1065) |2731) |6717) |47) 6101) |4213) ) 696) |65) 2731) |717) 1.664347) 1) 4213) |35) 850.2 2547.4 0.0127| 5.003
Refer |Refere Refer |Refere Refere

Alpha-1- vLDP Refere |No ence |nce No ence |nce No No Refere No nce

antiproteinase NTVF nce Value [Missi [Missin [Values [Missi [Missin [Values |Reference [Value [nce Reference |Value |Missin |Reference

0S=Bos taurus sp|P3495 |ALV Missing|s (- |ng g (- ng g (- Missing [s(- |Missing|Missing [s(- |g Missing

GN=SERPINA1 PE=1 |5|A1AT_B|NYIS (1.0242]1.491 |(0.613|(1.005 |1.6022|(0.894|(0.489 |1.5756 |(1.024276|1.491 |(0.6131|(1.005849 [1.602 |(0.894 |(0.489315

Sv=1 OVIN Fk 89%| 45.7| 54.01922|Ref 769) 0004) |1763) |8495) [02) 4484) [3156) [971) [9) 0004) [763) 5) 202) (4484) |6) 850.2 2547.4 0.0153] 6.003

Alpha-1- vLDP

antiproteinase NTVF

0S=Bos taurus sp|P3495 |ALV

GN=SERPINA1 PE=1 |5|A1AT_B|NyIS

Sv=1 OVIN Fk 77%| 36.2| 52.9219|Ref 0.62| 0.16 0.6| 0.032 -0.2[ 0.85[ -0.17 223 271 214 326 242| 181 389 191| 713.9| 2851.6 0.0128 4.5

Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 |WN

GN=SERPINA1 PE=1 |5|A1AT_B|PTQ

Sv=1 OVIN A 78%| 35.4| 50.72779|Ref 1| 0.19| 0.18[ 0.17( -0.46 0.8 0.19 359 830 499 556 608| 343 857 558| 516.8| 1031.6 0.0086| 8.309

Alpha-1-

antiproteinase

0S=Bos taurus sp|P3495 [yASS

GN=SERPINA1 PE=1 |5|A1AT_B|ANL

Sv=1 OVIN HLPk| 84%| 40.8| 52.53992(Ref 0.57| -0.03| 0.48| 0.32| -0.07| 0.86| 0.068| 55000 76500|54800| 87700, 86400|57400| 1E+05 65600 603.7 1808 0.0142| 7.853




Alpha-1-
antiproteinase
0OS=Bos taurus
GN=SERPINA1 PE=1
Sv=1

sp|P3495
5|A1AT B
OVIN

yASS
ANL
HLPk

86%

40.4

52.51042

0.54

0.089

0.5

0.6

0.1

2570

3140

2500

3740

3480

2790

4030

2830

905

1808

0.0113

6.264

Alpha-1-
antiproteinase
0OS=Bos taurus
GN=SERPINA1 PE=1
Sv=1

sp|P3495
5|A1AT B
OVIN

yASS
ANL
HLPk

50%

51.90343

0.45

0.005

0.41

-0.17

20400

23600

18900

30400

30900

18000

35300

24000

529.1

2112.2

0.0187

8.833

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|F1PQL8
|F1PQL8_
CANFA tr|
F6TII3|F6
TII3_MAC
MU, tr|F7

AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

O,tr|F710

aGF
AGD
DAP

=

77%

34.4

50.00078|

Ref

-0.64

0.21

-0.54

-0.16

-0.23

-0.42

-0.17

8140

4280

8390

5620

8030

6690

6110

7220

640.8

1279.6

0.0114

8.939




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aGF
AGD
DAP

=

92%

42.3

50.31627

Ref

-0.57

0.14

-0.56

-0.16

-0.14

-0.35

-0.23

2950

1650

2950

2040

2960

2610

2360

2550

640.8

1279.6

0.005

3.895

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aGF
AGD
DAP

=

78%

34.6

50.01024

Ref

-0.73

0.093

-0.21

-0.05

-0.42

-0.11

5E+06|

2500000

5E+06

4E+06)

4840000

5E+06

4E+06

4680000

640.8

1279.6

0.0118

9.221




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aGF
AGD
DAP

=

95%

63.6

50.01807

Ref

Value
Missing
(-
0.1163
93514)

Value
Missi
ng (-

0.234
0868)

Value
Missi
ng (-
0.400
68176

)

Value
Missin
gl
0.5411
609)

0.24

Value
Missi
ng (-
0.408
05507
)

Value
Missin
gl
0.3971
811)

37900

Value
Missing (-
0.116393
514)

Value
Missi
ng (-

0.234
0868)

Value
Missing
(-
0.4006
8176)

Value
Missing (-
0.541160
9)

44300

Value
Missin
gl
0.4080
5507)

Value
Missing (-
0.397181
1)

427.6

1279.6

0.0116

9.085

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA
N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aGF
AGD
DAP

=

58%

30.4

49.98704

Ref

-0.61

0.035

-0.51

-0.034

-0.18

-0.18

-0.26

40100

23500

39800

30600

46900

37000

38600

36400

640.8

1279.6

0.0129

10.08




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aGF
AGD
DAP

=

76%

34.2

50.22734

Ref

-0.57

-0.02

-0.07

-0.31

-0.11

31600

18600

29500

22200

35300

30100

27400

31100

640.8

1279.6

0.0111

8.658

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aGF
AGD
DAP

=

86%

37.5

49.97954

Ref

-0.33

0.051

-0.41

-0.23

-0.23

-0.24

-0.15

11100

8650

12200

9970

12400

10800

11300

11900

640.8

1279.6

0.0128

9.986




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aVFP
SIVG

53%

30.7

50.92268|

Ref

0.073

0.21

-0.33

-0.073

-0.27

-0.84

Value
Missin
gl
1.5225
582)

2560

1890

2260

1750

2290

1750

1230

Value
Missing (-
1.522558
2)

417.3

1248.7

0.0073

5.876

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aVFP
SIVG

55%

314

51.27205

Ref

-0.49

0.024

-0.48

-0.19

-0.17

-0.39

0.13

24200

17400

27000

21400

28800

25500

22800

32700

501.6

1501.9

0.0189

12.56




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aVFP
SIVG

83%

38.8

51.35877

Ref

-0.46

-0.07

-0.38

-0.12

-0.01

-0.65

0.12

45300

33900

48300

43700

57700

54400

36400

61600

501.6

1501.9

0.0104

6.949

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aVFP
SIVG

90%

43.8

51.15524

Ref

-0.76

0.23

-0.67

-0.08

-0.15

-0.57

0.13

15500

8610

18600

11200

18500

15400

12000

19400

501.6

1501.9

0.009

5.991




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aVFP
SIVG

57%

31.7

51.22448|

Ref

0.041

-0.54

-0.12

-0.07

0.17

1E+05

66000

1E+05

89700

133000

1E+05

92900

147000

501.6

1501.9

0.0101

6.71

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aVFP
SIVG

79%

34.6

50.79778|

Ref

0.13

-0.64

-0.14

-0.11

0.48

10800

5770

13700

9080

14100

12600

9350

19700

376.5

1501.9

0.0037

2.436




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aVFP
SIVG

81%

38

51.38606

Ref

-0.59

-0.05

-0.45

-0.05

-0.37

0.13

33200

22200

35000

29900

39200

37800

31700

44600

501.6

1501.9

0.0135

8.966

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aVFP
SIVG

77%

34.7

51.35873

Ref

Value
Missing
(-
0.8241
942)

-0.85

-0.18

-0.08

-0.43

0.68

3110

Value
Missing (-
0.824194

2)

3290

2350

4130

3860

3170

6780

376.5

1501.9

0.0107

7.146




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aVFP
SIVG

52%

31

51.35769

Ref

-0.59

-0.09

-0.48

-0.048

-0.17

0.24

2E+05

136000

2E+05

179000

266000

2E+05

2E+05

294000

501.6

1501.9

0.0102

6.77

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aVFP
SIVG

71%

34.8

51.3533

-0.38

0.069

-0.44

-0.12

-0.22

0.007

12700

10300

15200

11900

16500

13400

12400

16300

501.6

1501.9

0.011

7.329




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aVFP
SIVG

84%

39.5

51.35877

Ref

-0.77

-0.09

-0.42

0.02

-0.15

-0.63

0.17

8E+05

419000

7E+05

653000

975000

8E+05

6E+05

982000

501.6

1501.9

0.0104

6.89

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aVFP
SIVG

53%

29.4

51.31583

Ref

Value
Missing
(-
0.6964
784)

0.033

-0.96

-0.084

0.052

0.34

32300

Value
Missing (-
0.696478

4)

35600

20200

40700

39000

26000

49200

376.5

1501.9

0.0101

6.747




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aVFP
SIVG

54%

29.6

51.35708|

Ref

-0.71

-0.07

-0.24

-0.36

-0.11

-0.45

0.32

2810

1780

3000

3010

3030

3150

2600

4400

376.5

1501.9

0.011

7.306

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aVFP
SIVG

77%

34.6

51.19249

Ref

-0.51

0.22

-0.28

-0.12

0.098

-0.34

Value
Missin
gl
0.8606

791)

3270

2200

3970

3130

3860

3930

3030

Value
Missing (-
0.860679

1)

376.5

1501.9

0.0076

5.044




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aVFP
SIVG

82%

38.2

51.15174

Ref

-0.43

-0.08

-0.47

-0.17

-0.26

0.095

1700

1270

1770

1510

2010

1790

1750

2230

501.6

1501.9

0.0091

6.051

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aVFP
SIVG

70%

34.3

51.19246|

Ref

-0.02

-0.51

-0.27

-0.11

-0.44

0.19

7240

4360

7050

5660

7340

7190

5940

9130

501.6

1501.9

0.0074

4.953




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aVFP
SIVG

84%

39.2

51.15174

Ref

-0.64

-0.11

-0.46

-0.23

-0.11

-0.42

0.24

2030

1220

1900

1680

2160

2060

1730

2710

501.6

1501.9

0.0091

6.051

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

aVFP
SIVG

89%

42.4

51.19351

Ref

-0.07

-0.48

-0.15

-0.14

-0.16

-0.17

1040

851

1090

914

1270

1110

1150

1130

501.6

1501.9

0.008

5.313




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

79%

31.8

46.7374

Ref

0.17

-0.43

-0.03

-0.39

-0.72

0.089

-0.76

4E+05

368000

3E+05

389000

335000

2E+05

4E+05

234000

535.8

1069.5

0.0105

9.78

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

cbv

53%

26.8

47.22107

Ref

0.11

-0.27

-0.16

-0.32

-0.77

0.14

-0.71

42100

38300

32000

38900

38100

24500

47800

26400

535.8

1069.5

0.009

8.416




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

dLTD
YLM

~

93%

45.9

52.86007

Ref

-0.007

-0.28

-0.35

-0.18

-0.74

0.18

-0.81

54900

41600

37500

39900

49500

29300

58100

29000

803.9

1605.9

0.0168

10.47

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

dLTD
YLM

85%

39.9

52.79222

Ref

0.055

-0.21

-0.47

0.09

-0.83

54600

41400

37400

35000

46700

28700

51900

27300

803.9

1605.9

0.0102

6.37




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

dLTD
YLM

~

81%

38.3

52.77107

Ref

0.025

-0.22

-0.36

-0.16

-0.62

0.026

-0.55

8330

7160

6560

6670

8470

5350

8770

5820

803.9

1605.9

0.0082

5.076

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

dLTD
YLM

82%

38.7

52.75512

Ref

0.063

-0.28

-0.35

-0.21

-0.61

0.026

-0.72

16200

13000

11100

11900

14400

9490

15500

9130

804

1605.9

HEHRH

0.015




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

dLTD
YLmk

80%

38

52.8512

Ref

0.0029

-0.17

-0.38

-0.18

-0.58

0.11

-0.81

14100

11500

11100

10700

13600

8970

15100

7970

811.9

1621.9

0.0092

5.699

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

dsyv

95%

55.4

52.0709

-0.88

1.2

-1.6

-1.4

-0.91

-1.3

1.1

2530

3090

14000

2270

2980

3570

2820

14500

904

1805.9

0.0238

13.16




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

dsyv
GDE
AQS

~

95%

56.7

52.29477

Ref

-0.67

-0.02

-0.67

-0.005

-0.11

-0.29

-0.08

4E+05

230000

4E+05

281000

490000

4E+05

4E+05

420000

904

1805.9

0.0166

9.178

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

dsyv

95%

58.7

52.29569

Ref

0.21

-0.47

-0.08

-0.02

-0.38

-0.45

2E+05

80200

2E+05

114000

165000

2E+05

1E+05

116000

904

1805.9

0.0161

8.901




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

dsyv
GDE
AQS

~

89%

43.8

52.30595

Ref

-0.39

-0.26

-0.93

-0.027

0.12

-0.36

-0.28

4E+05

233000

3E+05

195000

401000

4E+05

3E+05

304000

603

1805.9

0.0155

8.567

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

dsyv

95%

52.1

52.30587

Ref

-0.95

0.09

-0.11

-0.03

-0.19

-0.21

6E+05

265000

6E+05

474000

636000

6E+05

6E+05

538000

603

1805.9

0.0153

8.467




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

dsyv
GDE
AQS

~

95%

50.3

52.32887

Ref

-0.63

-0.02

-0.52

-0.082

-0.12

-0.23

-0.36

40800

20700

34300

27300

40700

34500

33500

30400

904

1805.9

0.0141

7.827

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

dsyv

95%

54.5

52.24787

Ref

0.088

-0.37

-0.053

0.034

-0.26

-0.31

83900

37300

86800

71000

97400

90300

76800

73700

603

1805.9

0.0171

9.48




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

dsyv
GDE
AQS

~

95%

52.3

52.30559

Ref

-0.73

0.13

-0.54

-0.062

-0.05

11500

6070

11900

8400

12900

11300

9980

9890

904

1805.9

0.0154

8.502

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

dsyv
GDE
AqSk

88%

42

51.83987

Ref

-0.44

-0.48

-0.19

-0.17

-0.28

-0.05

58100

37600

51500

44500

59800

53100

51400

59600

603.3

1806.9

0.017

9.38




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

eEEl
AALV
IDnG
SGM
ck

67%

32.6

50.03473

Ref

-0.49

0.14

0.017

-0.46

-0.71

-0.35

176

109

184

190

150

111

188

147

724.7

2171

0.0162

7.467

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

eEEl
AALV
IDnG
SGM

ck

95%

68.4

50.39835

Ref

-0.62

-0.04

-0.75

-0.37

-0.33

-0.25

0.048

358

159

259

178

254

228

251

308

724.7

2171

0.0093

4.262




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

eEEl
AALV
IDnG
SGM
ck

87%

40

50.23668|

Ref

-0.062

-0.36

-0.88

-0.41

0.28

-0.65

-0.43

234

150

132

104

158

223

122

141

724.7

2171

0.0117

5.367

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

elTA
LAPS
TMk

93%

48.6

52.72269

Ref

0.067

-0.56

-0.37

-0.086

-0.55

0.19

-0.84

89400

73200

51300

65700

88400

55800

97700

47400

590.7

1769

0.0137

7.712




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

elTA
LAPS
TMk

82%

38.4

52.467

-0.014

-0.29

-0.26

-0.54

0.077

-0.46

10500

9010

8090

9020

10200

7350

11700

8020

885.5

1769

0.0062

3.5

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

elTA
LAPS
TMk

87%

42.8

52.78441

Ref

-0.089

-0.18

-0.26

-0.13

-0.77

0.18

-0.34

29500

28100

28500

30400

36500

20600

41300

28600

590.7

1769

0.0161

9.068




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

elTA
LAPS
TMk

94%

46.8

52.56145

Ref

-0.03

-0.43

-0.24

-0.16

-0.61

0.076

4320

3650

2990

3830

4470

2850

4800

3420

885.5

1769

0.0101

5.714

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

elTA
LAPS
Tmk

80%

39.2

53.07128|

Ref

0.014

-0.52

-0.19

-0.16

-0.49

0.13

22000

20700

15500

21900

24700

17100

27500

17600

596

1785

0.0171

9.6




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

elTA
LAPS
Tmk

56%

33

52.90153

Ref

0.11

-0.33

-0.38

-0.18

-0.51

0.14

-0.65

7730

7490

5980

6520

8210

5710

9400

5380

893.5

1785

0.0125

7.027

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

gILTL
k

71%

29.8

46.40968

Ref

-0.53

0.18

-0.35

-0.093

-0.17

-0.44

-0.32

36800

23200

41100

32000

42100

34900

30100

32500

418.3

1251.8

0.0014

1.139




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

gILTL
k

56%

27.8

47.65691

Ref

-0.44

0.031

-0.33

-0.14

-0.12

-0.38

33100

23300

35100

30700

38500

34200

29800

33400

626.9

1251.8

0.0256

20.44

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

gILTL
k

67%

46.40968

Ref

-0.36

-0.11

-0.34

-0.22

-0.16

-0.23

5130

3410

4390

4200

5030

4590

4580

4330

418.3

1251.8

HUHHH

0.253




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

gYSF
TTTA
ER

84%

37.2

50.43276

Ref

0.23

-0.24

-0.29

-0.69

0.057

-0.85

4E+05

377000

3E+05

318000

353000

2E+05

4E+05

217000

718.9

1435.7

0.0096

6.695

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

gYSF
TTTA
ER

85%

37.7

50.40721

Ref

0.033

-0.33

-0.15

-0.29

-0.34

-0.13

-0.33

9190

9090

7650

9740

9750

8230

9940

8620

718.9

1435.7

0.0102

7.113




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG

VMV
GMG
Qk

92%

47.2

53.37803

Ref

-0.52

-0.19

-0.31

-0.13

-0.32

-0.28

-0.21

37900

19900

27300

28200

35200

27000

29000

30200

594

1779

0.0185

10.38

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG

VMV
GMG
Qk

95%

55

53.39978|

Ref

-0.55

0.041

-0.52

-0.16

-0.23

-0.26

-0.34

78900

40800

66600

50700

72000

59600

61000

57200

594

1779

0.0156

8.741




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG

VMV
GMG
Qk

95%

62.6

53.37264

Ref

-0.59

-0.01

-0.53

-0.072

-0.17

-0.49

-0.21

64000

31700

51600

40200

61000

49800

41600

50200

594

1779

0.0192

10.8

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG

VMV
GMG
Qk

59%

32.4

53.38156

Ref

-0.45

-0.44

-0.26

-0.15

-0.03

23600

15000

20700

18400

22900

21700

20300

24400

445.7

1779

0.0169

9.475




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG

VMV
GMG
Qk

95%

54.8

53.38156

Ref

-0.67

0.16

-0.52

-0.12

-0.14

-0.28

-0.23

5160

2860

5480

3840

5610

4830

4570

4690

890.5

1779

0.0168

9.446

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG

VMV
GMG
Qk

91%

44

53.36868|

Ref

-0.69

-0.18

-0.53

-0.09

-0.17

-0.29

-0.03

36700

17800

27500

24100

36100

29900

28700

34000

890.5

1779

0.0179

10.06




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG

VMV
GMG
Qk

93%

49.3

53.41365

Ref

-0.64

-0.26

-0.39

-0.071

-0.22

-0.49

-0.14

2E+05

100000

1E+05

145000

200000

2E+05

1E+05

172000

594

1779

0.0161

9.045

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG

VMV
GMG
Qk

79%

39.1

53.4127

-0.63

-0.23

-0.42

-0.06

0.072

-0.52

-0.13

1E+05

56800

81500

80500

114000

1E+05

75200

97500

594

1779

0.0159

8.944




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG

VMV
GMG
Qk

95%

58.9

53.38793

Ref

-0.91

-0.04

-0.42

-0.008

-0.21

-0.58

-0.09

5E+05

181000

4E+05

309000

454000

3E+05

3E+05

388000

594

1779

0.015

8.421

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG

VMV
GMG
Qk

95%

53.4

53.36742

Ref

-0.68

0.04

-0.42

-0.018

-0.18

-0.31

-0.28

24300

12800

22800

18600

27100

21100

20200

20500

890.5

1779

0.0111

6.232




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG

VMV
GMG
Qk

92%

47.5

53.39978|

Ref

-0.61

-0.54

-0.043

-0.16

-0.51

-0.36

4E+05

192000

3E+05

246000

383000

3E+05

3E+05

278000

594

1779

0.0156

8.741

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG

VMV
GMG
Qk

79%

37.2

53.38658|

Ref

-0.73

-0.17

-0.69

-0.073

-0.07

-0.21

-0.14

2E+05

98400

2E+05

123000

208000

2E+05

2E+05

181000

445.7

1779

0.0149

8.374




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG

VMV
GMG
Qk

78%

38.1

53.4347

Ref

-0.63

0.024

-0.42

-0.056

-0.16

-0.36

-0.24

10100

5440

9310

7690

10900

8870

8050

8660

890.5

1779

0.0102

5.749

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG

VMV
GMG
Qk

91%

46.9

53.31596

Ref

-0.32

-0.13

-0.47

-0.23

-0.08

-0.26

-0.19

6190

4400

5430

4820

6290

6090

5600

5850

594

1779

0.0029

1.646




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG

VMV
GMG
Qk

90%

45.2

53.30536

Ref

-0.18

-0.06

-0.51

-0.29

-0.22

-0.43

4430

2950

3470

2860

3660

3340

3030

3290

594

1779

HHHHH

0.297

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG

vmv
GMG
Qk

76%

38.2

53.25544

Ref

-0.67

0.17

-0.21

-0.27

-0.38

0.25

58800

33900

65600

37600

62400

52300

50400

77600

599.3

1795

0.0191

10.63




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG

vmv
GMG
Qk

75%

37.9

53.35187

Ref

-0.92

0.17

-0.49

-0.14

-0.08

-0.42

-0.16

1E+05

57700

1E+05

94900

133000

1E+05

1E+05

119000

599.3

1795

0.0167

9.306

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG

vmv
GMG
Qk

94%

50.9

53.31217

Ref

-0.75

-0.39

0.059

-0.07

-0.37

-0.45

6E+05

292000

5E+05

454000

685000

5E+05

5E+05

437000

599.3

1795

0.0129

7.167




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG
VMV
GmG
Qk

83%

40.9

53.25733

Ref

-0.73

0.066

-0.51

-0.088

-0.22

-0.37

-0.01

38800

20200

38000

28500

42200

33600

31700

40400

599.3

1795

0.0187

10.42

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG
VMV
GmG
Qk

91%

46

53.25745

Ref

-0.62

0.041

-0.34

-0.062

-0.29

40300

22900

39300

33900

45300

38600

32600

35000

599.3

1795

0.0185

10.32




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG
VMV
GmG
Qk

84%

41.4

53.35187

Ref

-0.98

0.081

-0.39

-0.059

-0.24

-0.27

-0.17

81000

33100

74800

60700

84000

64700

66000

70500

599.3

1795

0.0167

9.306

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG
VMV
GmG
Qk

54%

31.6

53.30578|

Ref

-0.36

0.017

-0.63

-0.31

0.029

-0.35

-0.36

1E+05

90500

1E+05

92000

127000

1E+05

1E+05

110000

449.7

1795

0.0149

8.295




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG
VMV
GmG
Qk

89%

44.5

53.28559

Ref

-0.39

0.17

-0.42

-0.36

-0.12

-0.32

-0.18

19300

14100

22500

16800

19400

19900

18100

19800

599.3

1795

0.0138

7.668

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG
VMV
GmG
Qk

66%

35.2

53.39294

Ref

-0.69

0.16

-0.46

-0.17

-0.09

-0.38

-0.29

8060

4080

7980

5850

7860

7300

6220

6550

898.5

1795

0.0091

5.082




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG
VMV
GmG
Qk

71%

36.2

53.38518|

Ref

-0.77

-0.07

-0.39

-0.11

-0.06

-0.26

-0.25

2790

1330

2330

2100

2820

2540

2310

2310

898.5

1795

0.0073

4.068

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

hQG
VMV
GMG

95%

50.2

53.46079

Ref

-0.05

-0.39

-0.08

-0.12

-0.32

-0.09

4340

2650

4200

3720

5090

4330

3950

4570

891

1780

0.0046

2.595




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA
N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

kDLY
ANT
VLSG

MYP
GIAD

76%

38.7

55.58748|

Ref

0.024

-0.42

-0.15

-0.39

-0.15

3230

2940

2340

3180

2940

2580

3200

3070

738.6

2950.5

0.0233

7.894

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

kDLY
ANT
VLSG

MYP
GIAD

95%

59.4

55.57691

Ref

0.043

-1.2

-0.14

0.037

-0.73

0.16

-0.79

2600

1890

880

2020

2530

1300

2520

1290

984.5

2950.5

0.0204

6.899




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

kDLY
AnTV
LSGG
™M
YPGI
ADR

95%

77.3

55.48924

Ref

0.17

-0.56

-0.25

-0.26

-0.26

-0.48

2000

2020

1320

1840

2020

1760

2050

1570

984.9

2951.5

0.017

5.763

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

kDLY
AnTV
LSGG
™M
YPGI

ADR

51%

34.9

55.43742

Ref

0.19

-0.75

-0.07

-0.26

-0.22

-0.14

-0.31

1610

1920

1090

1960

1890

1700

1870

1660

984.9

2951.6

0.0015

0.496




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

gEYD
ESGP
SIVH

87%

41.6

51.66362

Ref

-0.005

-0.21

-0.26

-0.31

-0.27

-0.17

-0.36

15000

13900

13100

14100

15100

13500

15200

13200

607.6

1819.9

0.0136

7.473

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

SYEL
PDG

QuIT
IGNE

84%

42.1

53.97831

Ref

0.11

-0.07

-0.28

-0.11

0.006

-0.62

8910

9520

5900

10200

9740

9560

10800

6990

699

2094.1

0.0129

6.171




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA
N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

SYEL
PDG

QuIT
IGNE

93%

46.3

54.06613

Ref

-0.011

-0.29

-0.28

-0.22

-0.47

0.18

-0.62

3850

3540

3170

3570

4110

3020

4930

2820

1048

2094.1

0.0061

2.898

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

SYEL
PDG

QuIT
IGNE

84%

42.1

53.97912

Ref

0.031

-0.28

-0.26

0.013

-0.05

2590

2860

2500

2260

3140

2660

3460

3290

699

2094.1

0.0148

7.044




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

SYEL
PDG

QuIT
IGNE

95%

58.7

54.02767

Ref

0.13

-0.31

-0.38

-0.27

-0.73

0.13

-0.85

1830

1460

1170

1250

1480

940

1790

897

1048

2094.1

0.011

5.227

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

tTGI
VMD
SGD
GVT
HTV
PIYE
GYAL
PHAI
LR

95%

69.4

55.9806

0.019

-0.34

-0.66

-0.26

0.26

-0.32

2830

2490

2110

1890

2750

1900

3600

2390

872.7

3486.8

0.0328

9.416




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

tTGI
VMD
SGD
GVT
HTV
PIYE
GYAL
PHAI
LR

95%

78.2

55.91866

Ref

0.03

-0.27

-0.11

-0.73

-0.62

0.46

-0.59

402

415

366

459

329

310

687

328

872.7

3486.8

0.0162

4.656

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

tTGI
VMD
SGD
GVT
HTV
PIyE
GYAL
PHAI

0,tr|F710

LR

63%

31.9

55.7202

0.1

-0.64

-0.37

-0.23

-0.41

-0.01

-0.28

2660

2440

1580

2130

2600

2000

2760

2270

759.2

3791

0.02

5.266




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA
N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

tTGI
VMD
SGD
GVT
HTV
PIyE
GYAL
PHAI
LR

84%

413

55.50587

Ref

-0.094

-0.18

0.001

-0.67

3E-04

-0.53

418

314

257

361

450

246

411

283

948.8

3791

0.0079

2.089

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

tTGI
vmD
SGD
GVT
HTV
PIyE
GYAL
PHAI

LR

72%

34.1

55.86567

Ref

-0.19

-0.32

0.049

-0.39

-0.39

-0.27

-0.24

583

435

430

624

508

444

503

509

762.4

3807

0.0218

5.723




Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME
r|[F1PQL8
|[F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

VAPE
EHP
VLLT
EAPL
NPk

72%

36.4

52.74303

Ref

-0.19

-0.27

-0.27

-0.26

0.005

-0.64

29200

20300

20800

23200

25900

21900

28300

18000

854.8

2561.5

0.005

1.946

Actin, cytoplasmic 2
0OS=Trichosurus
vulpecula
GN=ACTG1 PE=1
Sv=1

7|ACTG_T
RIVU,sp|P
63258|AC
TG_BOVI

N,sp|P63

259|ACTG
_RAT,sp|

P63260|A
CTG_MO

USE,sp|P6
3261|ACT
G_HUMA

N,tr| D217
PO|D2I7P
0_AILME,t
r|[F1PQL8
|F1PQL8_
CANFAtr|
F6TII3|F6
TII3_MAC
MU, tr|F7
AAK7|F7A
AK7_HOR
SE,tr|F7DI
B7|F7DIB
7_MOND

0,tr|F710

VAPE
EHP
VLLT
EAPL
NPk

95%

70.1

53.32305

Ref

-0.22

-0.18

-0.23

-0.16

-0.26

0.008

-0.49

2420

2020

2260

2450

2830

2310

2900

2030

1282

2561.4

0.0197

7.704




sp|QITS8

7|TAGL_B
OVIN,tr|A

Transgelin OS=Bos |8J714|A8J|aAE

taurus GN=TAGLN [714_HOR |DYG

PE=1SV=4 SE VTk | 80%| 38.6] 52.37591|Ref -0.4| 0.42| -0.39] -0.1] -0.36| 0.013| -0.77| 46300 34400(65500| 42200 56600({41200| 55900 32200| 521.3| 1560.8 0.016| 10.27
sp|Q9TS8
7|TAGL_B
OVIN,tr|A

Transgelin OS=Bos |8J714|A8J|aAE

taurus GN=TAGLN [714_HOR |DYG

PE=1SV=4 SE VTk | 59%| 33.2] 52.2839|Ref -0.71| 0.16| -0.62 0.081| -0.22 0.43| -0.9| 2E+05| 108000|2E+05( 141000 252000|2E+05| 3E+05| 116000| 521.3| 1560.8 0.012| 7.697
sp|Q9TS8
7|TAGL_B
OVIN,tr|A

Transgelin OS=Bos |8J714|A8J|aAE

taurus GN=TAGLN [714_HOR |DYG

PE=1SV=4 SE VTk | 60%| 33.1| 52.37438|Ref -0.68| 0.33| -0.45[ -0.028| -0.49 0.12 -0.68| 21800 11300|24800| 16200 23900|15100( 24100 13700| 781.4| 1560.8 0.0155| 9.915
sp|Q9TS8
7|TAGL_B Value Value Value Value
OVIN,tr|A Missi Missin Missing Missi

Transgelin OS=Bos |[8J714|A8) ng (- g(- (- ng (-

taurus GN=TAGLN |714_HOR |dLAA 1.338 1.2831 1.3385 1.283

PE=1SV=4 SE VQR | 73%| 33.8| 49.79093|Ref -0.26| 0.7|5901) | 0.26|969) -0.11| -0.58| 17500 12900|27100{901) 24800|1969) | 17400 12500| 359.5| 1075.6 0.0061| 5.631
sp|Q9TS8
7|TAGL_B
OVIN,tr|A|eFTE

Transgelin OS=Bos [8J714|A8J[SQL

taurus GN=TAGLN [714_HOR |QEG

PE=1SV=4 SE k 95%| 53.3| 53.38516(Ref -0.99| 0.43| -0.44( 0.058 -0.61| 0.27[ -1.1| 2E+05 79700(2E+05| 142000  221000(1E+05| 2E+05 92700| 952.5 1903 0.0209| 10.95
sp|Q9TS8
7|TAGL_B
OVIN,tr|A|eFTE

Transgelin OS=Bos [8J714|A8J[SQL

taurus GN=TAGLN (714_HOR |QEG

PE=1SV=4 SE k 94%| 50.4| 53.4564|Ref -0.96| 0.55[ -0.4(-0.033| -0.57| 0.12 -0.82 6E+05| 283000|9E+05|510000| 724000|4E+05| 7E+05| 379000( 635.3 1903 0.0138| 7.244
sp|Q9TS8
7|TAGL_B
OVIN,tr|A|eFTE

Transgelin OS=Bos [8J714|A8J[SQL

taurus GN=TAGLN [714_HOR |QEG

PE=1SV=4 SE k 95%| 57.8| 53.45268|Ref -0.85| 0.53| -0.47 0.055| -0.73| 0.16[ -0.87| 6960 3290| 9260 5200 8260| 4190 8110 3950| 952.5 1903 0.0149| 7.813
sp|Q9TS8
7|TAGL_B
OVIN,tr|A|eFTE

Transgelin OS=Bos [8J714|A8J[SQL

taurus GN=TAGLN [714_HOR |QEG

PE=1SV=4 SE k 76%| 38.2| 53.43617|Ref -0.87| 0.31| -0.6[-0.071| -0.42 0.36[ -0.61| 25900 12700|31300| 18600 29700|20300| 36400 18500| 635.3 1903 0.0125| 6.566
sp|Q9TS8
7|TAGL_B
OVIN,tr|A[gAS

Transgelin 0S=Bos [8J714|A8J|QAG

taurus GN=TAGLN |714_HOR |MTG

PE=1SV=4 SE YGR | 90%| 40.3| 49.95065|Ref -0.4| 0.45| -0.54| -0.051| -0.69| -0.06| -0.85| 30200 17500|34000| 19300 29800|16800( 27100 15500| 730.4| 1458.7 0.0118| 8.099




sp|QITS8

7|TAGL_B
OVIN,tr|A[gAS

Transgelin 0S=Bos [8J714|A8J|QAG

taurus GN=TAGLN |714_HOR |MTG

PE=1SV=4 SE YGR | 94%| 43.6] 50.06252|Ref -0.54| 0.38| -0.46( -0.037| -0.45| 0.01 -0.91| 15200 8340|17200( 10800 15900|10400| 15000 7840| 730.4| 1458.7 0.0111] 7.592
sp|Q9TS8
7|TAGL_B
OVIN,tr| A [gAS

Transgelin 0S=Bos [8J714|A8J|QAG

taurus GN=TAGLN |714_HOR [mTG

PE=1SV=4 SE YGR | 76%| 33.4] 49.0894|Ref -0.43| 0.48( -0.33| -0.22| -0.54( -0.13| -0.93| 10600 6070|12400( 7880 9440| 6580 9130 5200| 738.4| 1474.7 0.0133] 8.996
sp|Q9TS8
7|TAGL_B
OVIN,tr| A [gAS

Transgelin 0OS=Bos [8J714|A8J|QAG

taurus GN=TAGLN |714_HOR [mTG

PE=1SV=4 SE YGR | 87%| 37.1| 49.08324|Ref -0.76| 0.48| -0.59| 0.013| -0.66( 0.092 -0.98| 10600 4590(11700| 6280 10500| 5770| 10100 4770| 738.4| 1474.7 0.0124| 8.427
sp|Q9TS8
7|TAGL_B
OVIN,tr|A[gAS

Transgelin OS=Bos [8J714|A8J|QAG

taurus GN=TAGLN |714_HOR |MTG

PE=1SV=4 SE YGR | 52%| 32.4| 53.04027|Ref -0.53| 0.42( -0.47(-0.086| -0.87( 0.004| -1.1| 12200 5490|11500( 6950 10000| 5060| 9720 4620| 882.5| 1762.9 0.0118| 6.704
sp|Q9TS8
7| TAGL_B [gAS
OVIN,tr|A[QAG

Transgelin 0OS=Bos [8J714|A8J|MTG

taurus GN=TAGLN [714_HOR |YGR

PE=1SV=4 SE PR 60% 33| 52.27174|Ref -0.65| 0.39( -0.48| 0.058| -0.49 0.22 -0.79| 2540 1590| 3550| 2180 3480| 2080 3550 1760( 856.9| 1711.9 0.0121] 7.037
sp|Q9TS8
7| TAGL_B [gAS
OVIN,tr|A[QAG

Transgelin OS=Bos [8J714|A8J|MTG

taurus GN=TAGLN [714_HOR |YGR

PE=1SV=4 SE PR 94%| 49.9| 52.29664|Ref -0.64| 0.44( -0.54| 0.31| -0.91| 0.15[ -0.89| 6E+05| 354000|8E+05[/461000] 914000|3E+05| 7E+05| 361000 571.6| 1711.9 0.0115| 6.69
sp|Q9TS8
7| TAGL_B [gAS
OVIN,tr|A[QAG

Transgelin OS=Bos [8J714|A8J|MTG

taurus GN=TAGLN [714_HOR |YGR

PE=1SV=4 SE PR 91%| 45.2| 52.27326(Ref -1.1] 0.3| -0.67| 0.29| -0.64| 0.19| -0.68| 6E+05| 218000|6E+05|346000| 746000|3E+05| 6E+05| 343000 571.6| 1711.9 0.0127| 7.443
sp|Q9TS8
7| TAGL_B [gAS
OVIN,tr|A[QAG

Transgelin OS=Bos [8J714|A8J|MTG

taurus GN=TAGLN [714_HOR |YGR

PE=1SV=4 SE PR 90%| 44.9| 52.44631[Ref -0.5| 0.2| -0.58| -0.05| -0.26| -0.1| -0.48| 63500 36400(64100| 42000 66600|50300( 58500 44600( 571.6| 1711.9 0.0107| 6.27
sp|Q9TS8
7|TAGL_B
OVIN,tr|A

Transgelin OS=Bos [8J714|A8)|gDP

taurus GN=TAGLN |714_HOR |NWF

PE=1SV=4 SE Mk [ 56%| 32.2| 52.07903(Ref -0.97| 0.35 -0.42( 0.18| -0.68| 0.12 -0.69| 98500 41200[1E+05| 73600 123000{59300| 1E+05 60800| 801.9| 1601.8 0.016| 9.955




sp|QITS8

7|TAGL_B
OVIN,tr|A|hVIG

Transgelin 0S=Bos [8J714|A8J|LQM

taurus GN=TAGLN |714_HOR |GSN

PE=1SV=4 SE R 75%| 36.5 52.08535|Ref -0.4 0.14| -0.17| -0.31| -0.52| 0.14| -0.55| 17700 11600(18200| 16500 16500|12400| 20500 12700| 505.9| 1514.8 0.0103| 6.8
sp|Q9TS8
7|TAGL_B
OVIN,tr|A|hVIG

Transgelin 0OS=Bos [8J714|A8J|LOQM

taurus GN=TAGLN |714_HOR |GSN

PE=1SV=4 SE R 95%| 53.6| 52.00607|Ref -0.28 0.17| -0.26| -0.021| -0.61| -0.04| -0.68| 34000 23700[34900| 29100 37900|22100| 34100 21700( 505.9| 1514.8 0.012| 7.948
sp|Q9TS8
7|TAGL_B
OVIN,tr|A|hVIG

Transgelin 0S=Bos [8J714|A8J|LQM

taurus GN=TAGLN |714_HOR |GSN

PE=1SV=4 SE R 93%| 48.2| 52.0778|Ref -0.58 0.24| -0.35| -0.14| -0.54| 0.095 -0.53| 62100 33900(65300| 48500 62000|41100| 66500 42700| 505.9| 1514.8 0.0109| 7.216
sp|Q9TS8
7|TAGL_B
OVIN,tr|A|hVIG

Transgelin 0OS=Bos [8J714|A8J|LQM

taurus GN=TAGLN |714_HOR |GSN

PE=1SV=4 SE R 90%| 43.9| 51.98814|Ref -0.54| 0.29( -0.31| -0.005 -0.45[ 0.07 -0.79| 1E+05 77400[1E+05| 110000|  150000|96300| 1E+05 79100( 505.9| 1514.8 0.0088| 5.83
sp|Q9TS8
7|TAGL_B
OVIN,tr|A|hVIG

Transgelin 0S=Bos [8J714|A8J|LQM

taurus GN=TAGLN |714_HOR |GSN

PE=1SV=4 SE R 82%| 39.2| 52.16678|Ref -0.14| 0.3| -0.37| -0.18| -0.47| 0.017| -0.62| 58300 52900(78000| 54700 69000|49100| 72100 46000| 505.9| 1514.8 0.0079| 5.237
sp|Q9TS8
7|TAGL_B
OVIN,tr|A|hVIG

Transgelin 0OS=Bos [8J714|A8J|LQM

taurus GN=TAGLN |714_HOR |GSN

PE=1SV=4 SE R 91%| 44.8| 52.01343|Ref -0.41 0.11] -0.39| -0.15| -0.31| 0.13| -0.48[ 7900 5460( 8530| 6760 8820( 6870| 9720 6320| 505.9] 1514.8 0.0093| 6.127
sp|Q9TS8
7|TAGL_B
OVIN,tr|A|hVIG

Transgelin 0S=Bos [8J714|A8J|LQM

taurus GN=TAGLN |714_HOR |GSN

PE=1SV=4 SE R 92%| 45.9| 52.11313|Ref -0.22( 0.047| -0.32| -0.19| -0.16| -0.14| -0.27| 1830 1590| 2070 1800 2170( 1930| 2050 1870| 505.9| 1514.8 0.0073| 4.801
sp|Q9TS8
7|TAGL_B
OVIN,tr|A|hVIG

Transgelin 0OS=Bos [8J714|A8J|LOm

taurus GN=TAGLN |714_HOR |GSN

PE=1SV=4 SE R 95%| 52.7| 52.14748|Ref -0.67( 0.099| -0.29| -0.072| -0.05 -0| -0.59| 18900 10800[19900| 17100 21900|19400| 21000 13800| 511.3| 1530.8 0.0116| 7.599
sp|Q9TS8
7|TAGL_B
OVIN,tr|A|hVIG

Transgelin 0OS=Bos [8J714|A8J|LOm

taurus GN=TAGLN |714_HOR |GSN

PE=1SV=4 SE R 86%| 41.3| 52.16902|Ref -0.39( -0.08| -0.34| -0.21| -0.08| -0.05| -0.26 44200 31500{42300| 39700 47700[45700| 48700 41700| 511.3| 1530.8 0.01 6.522




sp|QITS8

7|TAGL_B
OVIN,tr|A|hVIG
Transgelin 0S=Bos [8J714|A8J|LQM
taurus GN=TAGLN |714_HOR (GSn
PE=1SV=4 SE R 95%| 51.1| 52.03169|Ref -0.035| 0.021| -0.06( -0.098| -0.45| -0.26| -0.34| 24800 25900|29200| 31000 33300|22700| 27100 25500| 506.3| 1515.8 0.0076| 5.041
sp|Q9TS8
7|TAGL_B
OVIN,tr|A|hVIG
Transgelin 0S=Bos [8J714|A8J|LQM
taurus GN=TAGLN |714_HOR (GSn
PE=1SV=4 SE R 95%| 61.2| 51.96008[Ref -0.67| 0.29( -0.46( -0.031| -0.48 0.08 -0.39| 29700 17000|35900| 23900 35500|22800( 35000 25000| 506.3| 1515.8 0.0119| 7.869
sp|Q9TS8
7|TAGL_B
OVIN,tr|A|hVIG
Transgelin 0S=Bos [8J714|A8J|LQM
taurus GN=TAGLN |714_HOR (GSn
PE=1SV=4 SE R 95%| 56.1| 51.9144(Ref -0.31| 0.077( -0.13 -0.15| -0.41| 0.16 -0.53| 13500 11600|16400| 16000 17300|12600| 19500 12000| 506.3| 1515.8 0.0111] 7.335
sp|Q9TS8
7|TAGL_B
OVIN,tr|A
Transgelin 0OS=Bos |[8J714|A8J|IGFQ
taurus GN=TAGLN [714_HOR |VWL
PE=1SV=4 SE k 84%| 36.5| 49.76208|Ref -0.83| 0.2 -0.57 0.013| -0.62( 0.33| -1.1| 10800 4160 9180| 6040 10000| 5640| 11400 4310 800| 1598 0.0101] 6.326
sp|Q9TS8
7|TAGL_B
OVIN,tr|A
Transgelin 0S=Bos |[8J714|A8J|IGFQ
taurus GN=TAGLN [714_HOR |VWL
PE=1SV=4 SE k 71%| 32.9| 49.99926(Ref -0.97| 0.29| -0.6| 0.047[ -0.7| 0.34 -1 1260 445| 1160 702 1210| 632| 1350 525| 800[ 1598 0.0121] 7.539
IVNS
sp|Q9TS8 [LYPD
7| TAGL_B|GSkP
OVIN,tr|A|VkVP
Transgelin OS=Bos [8J714|A8J|ENPP
taurus GN=TAGLN [714_HOR |SMV
PE=1SV=4 SE Fk 92% 43| 51.41798|Ref -0.69| 0.3 -0.24( -0.015| -0.69 0.26 -0.96 973 510| 1100 843 1090| 594| 1210 512| 990.6 3958.2 0.0289| 7.304
IVnS
sp|Q9TS8 [LYPD
7| TAGL_B|GSkP
OVIN,tr|A|VkVP
Transgelin OS=Bos [8J714|A8J|ENPP
taurus GN=TAGLN [714_HOR |SMV
PE=1SV=4 SE Fk 61%| 31.6| 52.17039|Ref -1.2| 0.18| -0.47| 0.12| -0.02| 0.22| -1.3| 1950 634| 1830 1310 2170| 1720 2130 722| 990.8 3959.2 0.0309| 7.799
sp|Q9TS8
7|TAGL_B
OVIN,tr|A
Transgelin OS=Bos [8J714|A8J|gME
taurus GN=TAGLN [714_HOR |QVA
PE=1SV=4 SE QFLk| 91%| 42.9] 52.37551|Ref -0.6| 0.29| -0.39| -0.023| -0.62| 0.078| -0.75 727 371 748 522 744| 431 728 407| 754.9] 1507.8 0.0101| 6.702




sp|QITS8

7|TAGL_B
OVIN,tr|A

Transgelin 0S=Bos [8J714|A8J|gME

taurus GN=TAGLN [714_HOR |QVA

PE=1SV=4 SE QFLk| 86%| 40.2] 52.3125|Ref -0.37| 0.12| -0.52| -0.17| -0.56| 0.011] -0.66| 4390 2300 3510 2520 3550| 2350 3660 2280| 754.9| 1507.8 0.0161| 10.67
sp|Q9TS8
7|TAGL_B
OVIN,tr|A

Transgelin 0OS=Bos [8J714|A8J|qME

taurus GN=TAGLN [714_HOR |QVA

PE=1SV=4 SE QFLk | 88% 42| 53.35374|Ref -0.76| 0.22| -0.35| 0.008| -0.57| 0.14| -0.55| 10500 5130{10900| 8270 11700| 6850| 11700 7190| 915.5 1829 0.0151| 8.254
sp|Q9TS8
7|TAGL_B
OVIN,tr|A

Transgelin OS=Bos [8J714|A8J|gME

taurus GN=TAGLN [714_HOR |QVA

PE=1SV=4 SE QFLk | 89%| 42.4| 53.25341|Ref -0.53| 0.32| -0.53| 0.092| -0.64| 0.12| -0.81| 12900 7400{14400| 9010 15300| 8010| 14200 7400| 915.5 1829 0.0094| 5.117
sp|Q9TS8
7|TAGL_B
OVIN,tr|A

Transgelin OS=Bos [8J714|A8J|qME

taurus GN=TAGLN [714_HOR |QVA

PE=1SV=4 SE QFLk| 90%| 43.6] 53.31974|Ref -0.6[ 0.32 -0.51 0.025| -0.63| 0.25| -0.84| 6960 3890 8030| 5070 8070| 4490 8610 4010 915.5 1829 0.0145| 7.926
sp|Q9TS8
7|TAGL_B
OVIN,tr|A

Transgelin OS=Bos [8J714|A8J|gmE

taurus GN=TAGLN [714_HOR |QVA

PE=1SV=4 SE QFLk | 85% 39| 51.61784|Ref -0.36| 0.1] -0.61| -0.13| -0.27| -0.17| -0.12 370 254 380 261 399| 318 355 365| 762.9| 1523.8 0.015| 9.829
sp|Q9TS8
7|TAGL_B
OVIN,tr|A

Transgelin OS=Bos [8J714|A8J|gmE

taurus GN=TAGLN [714_HOR |QVA

PE=1SV=4 SE QFLk | 94%| 44.8| 51.57976|Ref -0.75| 0.35| -0.42| -0.098| -0.34| 0.16| -0.54| 1020 583| 1360 890 1230| 904| 1340 820| 762.9| 1523.8 0.016| 10.47
sp|Q9TS8
7|TAGL_B
OVIN,tr|A

Transgelin OS=Bos [8J714|A8J|gmE

taurus GN=TAGLN [714_HOR |QVA

PE=1SV=4 SE QFLk| 95%| 48.4| 51.64097|Ref -0.085| -0.06| -0.82| -0.18| -0.82| -0.21| -0.27 750 427| 473 311 538| 302 479 455| 762.9| 1523.8 0.0134| 8.792
sp|QITS8
7|TAGL_B
OVIN,tr|A

Transgelin OS=Bos [8J714|A8J|gmE

taurus GN=TAGLN [714_HOR |QVA

PE=1SV=4 SE QFLk| 52%| 32.8| 53.41272|Ref -0.57| 0.41] -0.39| -0.045| -0.56| 0.089| -0.72| 8020 4840|10400( 6690 9370| 5740 9380 5330| 923.5 1845 0.0198| 10.7
sp|Q9TS8
7|TAGL_B
OVIN,tr|A

Transgelin OS=Bos [8J714|A8J|gmE

taurus GN=TAGLN [714_HOR |QVA

PE=1SV=4 SE QFLk | 71% 37| 53.45197|Ref -0.55| -0.11] -0.39| 0.083| -0.55| 0.065| 0.064| 37900 26700]|39300| 36200 55400(31100| 49900 49500 616 1845 0.0256| 13.88




sp|QITS8

7|TAGL_B
OVIN,tr|A [tDM

Transgelin OS=Bos [8J714|A8J|FQT

taurus GN=TAGLN |714_HOR |VDLF

PE=1SV=4 SE EGk [ 93%| 49.4| 54.01931(Ref -0.69| 0.44( -0.66[ -0.18| -0.41 0.27 -0.83| 62200 32000(76000| 39900 61200|45700( 76400 35400 713.7| 2138.1 0.0171] 8.015
sp|Q9TS8
7|TAGL_B
OVIN,tr|A [tDM

Transgelin OS=Bos [8J714|A8J|FQT

taurus GN=TAGLN |714_HOR |VDLF

PE=1SV=4 SE EGk | 94% 48| 54.01821|Ref -0.85| 0.35 -0.34[ 0.15| -0.71| 0.21 -0.96| 2860 1330| 3320 2300 3570| 1720 3390 1500 1070| 2138.1 0.0146| 6.838
sp|Q9TS8
7|TAGL_B
OVIN,tr|A tDM

Transgelin OS=Bos [8J714|A8J|FQT

taurus GN=TAGLN |714_HOR |VDLF

PE=1SV=4 SE EGk [ 91%| 47.5| 54.03055(Ref -0.53| 0.16( -0.48 -0.17| -0.52 0.26[ -0.35| 7130 4470 7840| 5640 7690| 5270 9450 6140| 713.7| 2138.1 0.0144| 6.724
sp|Q9TS8
7|TAGL_B
OVIN,tr|A [tDM

Transgelin OS=Bos [8J714|A8J|FQT

taurus GN=TAGLN |714_HOR |VDLF

PE=1SV=4 SE EGk [ 95%| 54.6| 54.0321(Ref -0.38| 0.17( -0.43| -0.085| -0.53| 0.017 -0.36| 1790 1200| 1910 1420 1980| 1270| 1940 1480( 713.7| 2138.1 0.0124| 5.785
sp|Q9TS8
7|TAGL_B
OVIN,tr|A [tDM

Transgelin OS=Bos [8J714|A8J|FQT

taurus GN=TAGLN |714_HOR |VDLF

PE=1SV=4 SE EGk [ 95%| 54.4| 54.09483(Ref -0.48| 0.14( -0.37[ -0.19| -0.33| 0.044( -0.27| 1720 1150| 1920| 1520 1890| 1500/ 2030 1620( 713.7| 2138.1 0.0063| 2.966
sp|Q9TS8
7|TAGL_B
OVIN,tr|A tDM

Transgelin OS=Bos [8J714|A8J|FQT

taurus GN=TAGLN |714_HOR |VDLF

PE=1SV=4 SE EGk [ 93%| 50.2| 54.09483(Ref -0.41| -0.05( -0.37[ -0.12| -0.28| 0.089( -0.41 927 609| 845 759 998| 780 1050 738| 713.7| 2138.1 0.0063| 2.966
sp|Q9TS8
7|TAGL_B
OVIN,tr|A [tDm

Transgelin OS=Bos [8J714|A8J|FQT

taurus GN=TAGLN |714_HOR |VDLF

PE=1SV=4 SE EGk | 75%| 38.4| 53.77208(Ref -0.47| 0.097( -0.26 -0.26 -0.42 0.31 -0.75| 17500 10900|17500| 15400 16900|13200| 22800 10900| 719( 2154.1 0.0205| 9.506
sp|Q9TS8
7|TAGL_B
OVIN,tr|A[TLM

Transgelin OS=Bos |8J714|A8J|ALGS

taurus GN=TAGLN |714_HOR |LAVT

PE=1SV=4 SE k 95%| 50.2| 50.93975[Ref -0.48| 0.46( -0.56( -0.012| -0.31| -0.03 -0.62| 3660 2680| 5590 3080 4980( 3530| 4500 2970| 503.6| 1507.9 0.0121| 8.02
sp|Q9TS8
7|TAGL_B
OVIN,tr|A[tLM

Transgelin OS=Bos |8J714|A8J|ALGS

taurus GN=TAGLN |714_HOR |LAVT

PE=1SV=4 SE k 95% 66| 50.37438|Ref -0.53| 0.21| -0.36[ -0.087| -0.66[ 0.27 -0.86| 57000 31700{57200| 43300 57600(33900| 67400 30400, 605/ 1812.1 0.0152| 8.402




sp|QITS8

7|TAGL_B
OVIN,tr|A[tLM

Transgelin OS=Bos |8J714|A8J|ALGS

taurus GN=TAGLN |714_HOR |LAVT

PE=1SV=4 SE k 95%| 60.5| 50.37912(Ref -0.57| 0.26( -0.56[ 0.014 -0.5[ 0.25[ -0.7| 18000 10800|20700| 13200 21700|13300( 23400 11900| 605 1812.1 0.0151| 8.303
sp|Q9TS8
7|TAGL_B
OVIN,tr|A[tLM

Transgelin OS=Bos |8J714|A8J|ALGS

taurus GN=TAGLN |714_HOR |LAVT

PE=1SV=4 SE k 95%| 68.5| 49.79885[Ref -0.41| 0.14( -0.33| -0.065| -0.53| 0.058| -0.54| 21200 13500|21400| 17400 23100|14600( 22900 15100| 907.1| 1812.1 0.0059| 3.28
sp|Q9TS8
7|TAGL_B
OVIN,tr|A[tLM

Transgelin OS=Bos |8J714|A8J|ALGS

taurus GN=TAGLN |714_HOR |LAVT

PE=1SV=4 SE k 95%| 62.1| 50.58027[Ref -0.66| 0.17( -0.38 -0.02| -0.66[ 0.29 -0.73| 10400 5360|10300( 7920 11200| 6280| 12700 6180 907| 1812.1 0.0173| 9.546
sp|Q9TS8
7|TAGL_B
OVIN,tr|A[tLM

Transgelin OS=Bos |8J714|A8J|ALGS

taurus GN=TAGLN |714_HOR |LAVT

PE=1SV=4 SE k 95%| 65.7| 49.70021(Ref -0.4| 0.21]| -0.42| -0.035| -0.48| 0.061| -0.6| 5860 3910| 6450 4680 6740| 4320 6570 4130 605| 1812.1 0.0046| 2.545
sp|Q9TS8
7|TAGL_B
OVIN,tr|A[tLM

Transgelin OS=Bos |8J714|A8J|ALGS

taurus GN=TAGLN |714_HOR |LAVT

PE=1SV=4 SE k 95%| 68.2| 50.16745[Ref -0.53| 0.25( -0.34 -0.11| -0.35[ -0.07 -0.49| 5230 3160| 5870 4380 5660| 4180 5290 3940| 605 1812.1 0.0132| 7.293
sp|Q9TS8
7|TAGL_B
OVIN,tr|A[tLM

Transgelin OS=Bos |8J714|A8J|ALGS

taurus GN=TAGLN |714_HOR |LAVT

PE=1SV=4 SE k 95%| 52.2| 49.98761[Ref -0.3| 0.28| -0.5| -0.21] -0.58| 0.12| -0.34| 4790 3700| 6000[ 3920 5300| 3580 6050 4390 605| 1812.1 0.0097| 5.374
sp|Q9TS8
7|TAGL_B
OVIN,tr|A[tLM

Transgelin OS=Bos |8J714|A8J|ALGS

taurus GN=TAGLN |714_HOR |LAVT

PE=1SV=4 SE k 95%| 71.3| 49.9829(Ref -0.54| 0.31| -0.17( -0.093| -0.46( -0.08 -0.46 907 603| 1180 949 1100| 744| 1010 774] 605 1812.1 0.0092| 5.076
sp|Q9TS8
7|TAGL_B
OVIN,tr|A[tLM

Transgelin OS=Bos |8J714|A8J|ALGS

taurus GN=TAGLN |714_HOR |LAVT

PE=1SV=4 SE k 95%| 62.3| 49.83396(Ref -0.32 -0| -0.41] -0.12| -0.5| 0.31] -0.5 800 598| 809 686 925| 618 1130 640| 605 1812.1 0.0068| 3.769
sp|Q9TS8
7|TAGL_B
OVIN,tr|A

Transgelin OS=Bos |8J714|A8J|tLmA

taurus GN=TAGLN |714_HOR |LGSL

PE=1SV=4 SE AVTk| 72%| 34.1| 50.45839|Ref -0.22| -0.1f -0.27| -0.079| -0.33| -0.05[ -0.35| 3520 2830| 3330 3320 4170( 3070| 3890 3120| 610.4| 1828.1 0.0038| 2.078




sp|QITS8

7|TAGL_B
OVIN,tr|A

Transgelin OS=Bos |8J714|A8J|tLmA

taurus GN=TAGLN |714_HOR |LGSL

PE=1SV=4 SE AVTk| 87%| 41.2] 51.6348|Ref -0.16 -0| -0.26| -0.18| -0.41| -0.06| -0.37| 3560 2930| 3540 3330 3880| 2880 3850 3070| 610.4| 1828.1 0.0237| 12.95
sp|Q9TS8
7|TAGL_B
OVIN,tr|A

Transgelin OS=Bos |8J714|A8J|tLmA

taurus GN=TAGLN |714_HOR |LGSL

PE=1SV=4 SE AVTk| 95%| 63.3] 51.17457|Ref -0.65| 0.22| -0.53| -0.091| -0.55[ 0.085 -0.53| 8020 3740| 7420 4960 7410| 4720 7640 4950| 610.4| 1828.1 0.0143| 7.828
sp|Q9TS8
7|TAGL_B
OVIN,tr|A

Transgelin OS=Bos |8J714|A8J|tLmA

taurus GN=TAGLN |714_HOR |LGSL

PE=1SV=4 SE AVTk| 76%| 36.3] 51.44521|Ref -0.2| -0.22| -0.23| -0.13| -0.23| -0.1] -0.11| 1030 919| 982 1090 1300 1060| 1200 1190( 610.4| 1828.1 0.0185| 10.14
sp|QITS8 [tLM
7| TAGL_B|ALGS
OVIN,tr|A[LAVT

Transgelin OS=Bos [8J714|A8J[knD

taurus GN=TAGLN [714_HOR |GHY

PE=1SV=4 SE R 76%| 37.6 54.676|Ref -0.52| 0.18( -0.43 0.077| -0.77| 0.3| -0.7| 5440 3340| 5910 4340 6790| 3310 7230 3600| 639.9 2555.4 0.016| 6.253
sp|QITS8 [tLM
7|TAGL_B|ALGS
OVIN,tr|A[LAVT

Transgelin 0S=Bos [8J714|A8J[knD

taurus GN=TAGLN [714_HOR |GHY

PE=1SV=4 SE R 89%| 45.7| 54.69888[Ref -0.6| -0.02| -0.28| 0.13| -0.47| 0.13| -0.33 930 606 979 918 1350| 773| 1230 886| 852.8| 2555.4 0.0151| 5.895
sp|QITS8 [tLM
7| TAGL_B|ALGS
OVIN,tr|A[LAVT

Transgelin 0S=Bos [8J714|A8J[knD

taurus GN=TAGLN |714_HOR [GHy

PE=1SV=4 SE R 61%| 33.5| 54.03729|Ref -0.41| -0.16( -0.12 -0.04| -0.26( -0.05[ -0.32| 6610 4750( 6100| 7050 8220| 6160 7450 6110| 715.9 2859.6 0.0184| 6.442
sp|QITS8
7|TAGL_B
OVIN,tr|A|vPEN

Transgelin 0OS=Bos |8J714|A8J|PPS

taurus GN=TAGLN [714_HOR |MVF

PE=1SV=4 SE k 75%| 38.1| 53.42875[Ref -0.49| 0.45 -0.56[ -0.3| -0.67| 0.046 -0.96| 68100 32300({67000| 37400 49300(33400| 57200 28200| 618.3 1852 0.0228| 12.32
sp|Q9TS8
7|TAGL_B
OVIN,tr|A|vPEN

Transgelin OS=Bos |8J714|A8J|PPS

taurus GN=TAGLN [714_HOR |MVF

PE=1SV=4 SE k 95%| 63.1| 53.32596(Ref -0.39| 0.43| -0.52 -0.16| -0.61| -0.11 -0.89| 13400 7240|13900( 8080 11400| 7280| 10800 6210 927 1852 0.0175| 9.469
sp|Q9TS8
7|TAGL_B
OVIN,tr|A|vPEN

Transgelin 0OS=Bos |8J714|A8J|PPS

taurus GN=TAGLN [714_HOR |MVF

PE=1SV=4 SE k 59%| 34.2| 53.30773|Ref -0.68| 0.46( -0.63 -0.18| -0.74 -0.01| -1.2| 68800 25100|59900| 31700 47800(28200| 49100 21700| 618.3 1852 0.0159| 8.56




sp|QITS8

7|TAGL_B
OVIN,tr|A|vPEN

Transgelin OS=Bos |8J714|A8J|PPS

taurus GN=TAGLN |714_HOR [MVF

PE=1SV=4 SE k 95%| 55.4| 53.28506(Ref -0.78| 0.35| -0.57| -0.057 -0.48| -0.03| -0.95[ 22700 8520(20200 12000 18900(12300| 17600 9180 927 1852 0.0132] 7.105
sp|QITS8
7|TAGL_B
OVIN,tr|A

Transgelin OS=Bos |[8J714|A8)

taurus GN=TAGLN |714_HOR (yDEE

PE=1SV=4 SE LEER | 56%| 28.2| 48.10206(Ref -0.57| 0.39| -0.26| -0.057 -0.48| 0.029( -0.83| 78000 46900/98800| 70700, 89900|58600| 87000 47700( 693.8| 1385.6 0.0123] 8.875
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0S=Callithrix r|F62290|

jacchus GN=MYH9 [F6ZZ90_C (aDG

PE=4 SV=1 ALIA AEAk| 80%| 37.1| 50.9899|Ref -0.47( 0.016| -0.66| -0.25 -0.21f -0.28| -0.24| 17000 9690(14700 10400 15200(13700| 13600 13800| 423.9| 1268.7 0.0028| 2.219
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F6ZZ90| [aLEE

jacchus GN=MYH9 |F6ZZ90_C [AME

PE=4 SV=1 ALIA Qk 63%| 35.1| 53.36289|Ref -0.5| 0.39| -0.57| -0.34| -0.63| -0.18| -0.36| 36300 21100|42300| 24600 31700|22600| 32200 28300| 553| 1655.9 0.0216| 13.04
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F6Zz90| [aLEE

jacchus GN=MYH9 |F6ZZ90_C [AME

PE=4 SV=1 ALIA Qk 95%| 53.9| 53.43412|Ref -0.41| 0.21] -0.82| -0.26 -0.49| 0.066( -0.51| 15000 9090(15100f 8300 13500(10100| 15500 10300| 828.9| 1655.9 0.019( 11.47
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F6ZZ90| [aLEE

jacchus GN=MYH9 |F6ZZ90_C [AME

PE=4 SV=1 ALIA Qk 95%| 50.9| 53.37932|Ref -0.52| 0.36] -0.72| -0.21 -0.63| -0.05[ -0.51| 19900 11200{22400| 11900 18700(12200| 19100 13700 829| 1655.9 0.0134| 8.094




tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F6Zz90| [aLEE

jacchus GN=MYH9 |F6ZZ90_C [AME

PE=4 SV=1 ALIA Qk 86%| 42.7| 53.43792|Ref -0.52| 0.27| -0.68| -0.24 -0.62| 0.065 -0.53| 84900 48100/90000| 52300, 78200|52400| 88000 57800| 553| 1655.9 0.0126| 7.627
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F62Z90| [aLEQ

jacchus GN=MYH9 (F6ZZ90_C |QVE

PE=4 SV=1 ALIA EMk | 95%| 60.9| 53.88856(Ref -0.51| 0.36] -0.68| -0.24( -0.64| 0.002 -0.59| 11700 663013200 7160 10700 7090| 11600 7600( 907 1812 0.0177| 9.75
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F62Z90| [aLEQ

jacchus GN=MYH9 [F6ZZ90_C |QVE

PE=4 SV=1 ALIA EMk | 90%| 46.4| 53.91803|Ref -0.65| 0.38]| -0.88| -0.22 -0.78| -0.06 -0.48| 54600 24400|53800| 25400 44000|26100| 44900 33300 605 1812 0.0165] 9.119
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F62Z90| [aLEQ

jacchus GN=MYH9 [F6ZZ90_C |QVE

PE=4 SV=1 ALIA EMk | 90%| 46.4| 53.91803|Ref -0.51| 0.38] -0.6| -0.08 -0.73| -0.19( -0.34| 42400 26700(53900| 30700 48500|27000| 41000 36600 605 1812 0.0165] 9.119
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F62Z90| [aLEQ

jacchus GN=MYH9 (F6ZZ90_C |QVE

PE=4 SV=1 ALIA EMk | 68%| 36.7| 53.98018|Ref -0.22| 0.14| -0.73| -0.16 -0.41| -0.13| -0.65[ 15200 10400|14500| 8910 14500(10700| 13500 9370 605 1812 0.0154| 8.507
tr|F6YYM

Uncharacterized 7|F6YYM |aNL

protein 7_CAUAt (QID

0OS=Callithrix r|F62Z90| [QINT

jacchus GN=MYH9 [F6ZZ90_C [DLNL

PE=4 SV=1 ALIA ER 95%| 58.4| 54.3738|Ref -0.29| -0.21| -0.13| -0.23 -0.4| -0.09| -0.26] 9820 8070 9270 11000 11300( 8770| 11400 10000| 725.4| 2173.2 0.0111] 5.126




tr|F6YYM

Uncharacterized 7|F6YYM |aNL

protein 7_CAUAt (QID

0OS=Callithrix r|F62Z90| [QINT

jacchus GN=MYH9 [F6ZZ90_C [DLNL

PE=4 SV=1 ALIA ER 82%| 40.3| 54.40805(Ref -0.33 0.4 -1| -0.28| -0.67| -0.12| -0.38| 1810 1150| 2070 870 1590| 1060 1630 1350/ 1088| 2173.2 0.0015] 0.681
tr|F6YYM

Uncharacterized 7|F6YYM |aNL

protein 7_CAUAt (QID

0OS=Callithrix r|F62Z90]| [QINT

jacchus GN=MYH9 [F6ZZ90_C [DLNL

PE=4 SV=1 ALIA ER 95%| 65.9| 54.38671|Ref -0.08| -0.09| -0.46| -0.26 -0.49( -0.03| -0.26[ 4270 4050| 4380| 3800 4820| 3580| 5140 4340( 725.4| 2173.2 0.0018| 0.849
tr|F6YYM

Uncharacterized 7|F6YYM Value

protein 7_CAUAt Missing Value

0OS=Callithrix r|F62Z90| |aQQ (- Missing (-

jacchus GN=MYH9 [F6ZZ90_C |AAD 2.9482 2.948213

PE=4 SV=1 ALIA k 95% 44| 48.91627|Ref 133) -0.04| -0.41 -0.15[ 0.16f -0.05[ 0.33 463(3) 562 488 645| 700 631 812| 539.3| 1076.6 0.0123] 11.42
tr|F6YYM

Uncharacterized 7|F6YYM Value

protein 7_CAUAt Missing Value

0OS=Callithrix r|F62Z90| |aQQ (- Missing (-

jacchus GN=MYH9 |[F6ZZ90_C |AAD 2.5589 2.558936

PE=4 SV=1 ALIA k 95%| 44.9| 49.01153|Ref 364) 0.19| -0.74| -0.068| 0.21]| -0.58| -0.06| 2350|4) 2120( 1250 2190( 2320 1400 1990| 539.3| 1076.6 0.0108| 10.07
tr|F6YYM

Uncharacterized 7|F6YYM Value

protein 7_CAUAt Missing Value

0OS=Callithrix r|F62Z90| |aQQ (- Missing (-

jacchus GN=MYH9 [F6ZZ90_C |AAD 2.5594 2.559426

PE=4 SV=1 ALIA k 95%| 49.4| 49.01153|Ref 263) 0.12| -0.79| 0.006| 0.28| -0.32| 0.068| 1380|3) 1500 896 1710| 1810 1250 1620| 539.3| 1076.6 0.0105] 9.715
tr|F6YYM

Uncharacterized 7|F6YYM Value

protein 7_CAUAt Missing

0S=Callithrix r|F62z90| |aQQ (- Value

jacchus GN=MYH9 [F6ZZ90_C |AAD 2.4648 Missing (-

PE=4 SV=1 ALIA k 89%| 38.1| 48.91091|Ref 61) 0.16| -0.73| -0.19| 0.11] -0.28| -0.19| 1040|2.464861) 846 515 824 883 703 743| 539.3| 1076.6 0.0079| 7.339




tr|F6YYM

Uncharacterized 7|F6YYM Value

protein 7_CAUAt Missing Value

0OS=Callithrix r|F62Z90| |aQQ (- Missing (-

jacchus GN=MYH9 [F6ZZ90_C |AAD 3.1708 3.170834

PE=4 SV=1 ALIA k 75%| 32.7| 48.91627|Ref 345) -0.18| -0.37| -0.36 0.2 -0.08[ 0.33 905|5) 802 786 875| 1120 967 1280| 539.3| 1076.6 0.0123] 11.42
tr|F6YYM

Uncharacterized 7|F6YYM Value

protein 7_CAUAt Missing Value

0OS=Callithrix r|F62Z90| |aQQ (- Missing (-

jacchus GN=MYH9 [F6ZZ90_C |AAD 2.1018 2.101822

PE=4 SV=1 ALIA k 88%| 37.5| 48.91627|Ref 224) -0.08| -0.6| -0.27| 0.082| -0.2| 0.24| 1500|4) 1260 986 1360| 1520 1300 1760| 539.3| 1076.6 0.0123] 11.42
tr|F6YYM

Uncharacterized 7|F6YYM Value

protein 7_CAUAt Missing Value

0OS=Callithrix r|F62Z90]| |aQQ (- Missing (-

jacchus GN=MYH9 [F6ZZ90_C |AAD 1.6794 1.679432

PE=4 SV=1 ALIA k 74%| 32.6| 49.01153|Ref 324) -0.03| -0.89| -0.12| -0.06| -0.16| 0.19| 1080|4) 908 563 1060| 961 935 1190| 539.3| 1076.6 0.0106| 9.826
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F62z90] |aSIT

jacchus GN=MYH9 [F6ZZ90_C |ALEA

PE=4 SV=1 ALIA k 77%| 36.7| 51.44198|Ref -0.38| -0.03| -0.5[-0.096( -0.28| -0.25 -0.24| 14600 10300{14400| 11600 16900(13000| 13800 13800| 504.6| 1510.9 0.0229| 15.17
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F62z90| |aSIT

jacchus GN=MYH9 [F6ZZ90_C |ALEA

PE=4 SV=1 ALIA k 95% 53| 50.86716|Ref -0.37| 0.096| -0.44| -0.21 -0.35 -0.15 -0.31| 18600 13800{20600| 15900 20500{16300| 19600 17400| 756.5| 1510.9 0.0102| 6.768
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUA,t |eLED

0OS=Callithrix r|F6ZZ90| |ATET

jacchus GN=MYH9 |[F6ZZ90_C |ADA

PE=4 SV=1 ALIA MNR| 95%| 63.3| 49.1494|Ref -0.71| 0.19| -0.97| -0.29( -0.27 -0| -0.24| 19500 9560(19400( 9740 17100(15200| 19100 16100| 935.4| 1868.9 0.0151| 8.08




tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUA,t |eLED

0OS=Callithrix r|F6ZZ90| |ATET

jacchus GN=MYH9 |[F6ZZ90_C |ADA

PE=4 SV=1 ALIA MNR| 91%| 39.6| 49.18119|Ref -0.45| 0.29| -0.79| -0.28 -0.23| -0.39 -0.16 10300 672012200 6470 10100 9170 8550 9980| 935.4| 1868.9 0.0144] 7.695
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F62290| [eME

jacchus GN=MYH9 (F6ZZ90_C |AELE

PE=4 SV=1 ALIA DER | 94%| 41.4| 47.72586|Ref -0.59 0.4 -0.58 -0.22 -0.57( -0.04 -0.57| 54900 31500|67800| 38600, 54600|37500| 56400 38700| 777.9| 1553.7 0.013( 8.382
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F6ZZ90| [eME

jacchus GN=MYH9 (F6ZZ90_C |AELE

PE=4 SV=1 ALIA DER | 95%| 42.4| 47.77644|Ref -0.37| 0.35| -1.1f -0.25[ -0.53| -0.08 -0.34| 78500 50100|89400| 37400, 73000|52600| 75000 62200| 777.9| 1553.7 0.0122| 7.842
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F6ZZ90| [emE

jacchus GN=MYH9 (F6ZZ90_C |AELE

PE=4 SV=1 ALIA DER | 51%. 26| 46.7408|Ref -0.71| 0.25| -0.34| -0.36[ -0.37| -0.17| -0.09| 6020 3680 7740 5770 6310 5470| 6530 6860( 785.9| 1569.7 0.0123] 7.835
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0S=Callithrix r|F62290|

jacchus GN=MYH9 |F62Z90_C [gALA

PE=4 SV=1 ALIA LEEk | 69%| 33.6] 51.11313|Ref -0.31| 0.11] -0.4| -0.44( -0.4| -0.2 -0.55| 2E+05 110000|2E+05| 125000 135000 1E+05| 1E+05 113000 719.9 1437.8 0.018( 12.54
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0S=Callithrix r|F62290|

jacchus GN=MYH9 |F62Z90_C [gALA

PE=4 SV=1 ALIA LEEk | 53% 31| 51.12132|Ref -0.25( 0.15| -0.59 -0.4| -0.35| -0.43| -0.43| 1E+05 61600|88500| 59400, 74700|67600| 66900 66000| 480.3| 1437.9 0.0122| 8.469




tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0S=Callithrix r|F62290|

jacchus GN=MYH9 |F62Z90_C [gALA

PE=4 SV=1 ALIA LEEk | 95%| 45.7| 51.13325|Ref -0.45| 0.23| -0.54| -0.24 -0.4| -0.15 -0.39| 23900 15400(26700| 17600 23800(18700| 23200 19400( 719.9| 1437.8 0.026( 18.06
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0S=Callithrix r|F62290|

jacchus GN=MYH9 |F62Z90_C [gALA

PE=4 SV=1 ALIA LEEk | 85%| 39.4| 50.82419|Ref -0.77| 0.39| -0.76] -0.13 -0.58| -0.23 -0.29| 1E+05 48000| 1E+05| 58600, 99800|64000| 85100 81200| 480.3| 1437.9 0.0137| 9.554
tr|F6YYM

Uncharacterized 7|F6YYM [hSQ

protein 7_CAUA,t |AVEE

0S=Callithrix r|F62290| |LAEQ

jacchus GN=MYH9 [F6ZZ90_C |LEQT

PE=4 SV=1 ALIA k 95% 54 54.8141|Ref -0.32| 0.17| -0.54| -0.099( -0.62( -0.01 -0.41 643 501 767 526 786 479 764 574| 816.8| 2447.3 0.0132| 5.378
tr|F6YYM

Uncharacterized 7|F6YYM [hSQ

protein 7_CAUA,t |AVEE

0S=Callithrix r|F62290| |LAEQ

jacchus GN=MYH9 [F6ZZ90_C |LEQT

PE=4 SV=1 ALIA kR 74%| 37.3| 55.02587|Ref -0.45| 0.15| -0.41| -0.24( -0.42| -0.03| -0.29 6550 4810| 7910| 6020 7490( 5770 7890 6570| 651.9| 2603.4, 0.0309| 11.86
tr|F6YYM

Uncharacterized 7|F6YYM [hSQ

protein 7_CAUA,t |AVEE

0S=Callithrix r|F62290| |LAEQ

jacchus GN=MYH9 [F6ZZ90_C [LEQT

PE=4 SV=1 ALIA kR 61%| 30.6| 54.8427|Ref -0.41| 0.18| -0.49 -0.2| -0.51] -0.1| -0.26] 5020 3630 5940 4190 5630 3980 5490 4880| 521.7| 2603.4 0.0102| 3.933
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUA,t |iAEF

0OS=Callithrix r|F6ZZ90| [TTNL

jacchus GN=MYH9 [F6ZZ90_C [MEE

PE=4 SV=1 ALIA EEk | 94%| 51.6| 54.16091|Ref -0.2| 0.17| -0.56| -0.31| -0.39| -0.21| -0.28| 2480 2060 2900f 1960 2580( 2130 2510 2380( 764.7| 2291.2 0.0184| 8.014




tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt [iIAQL

0S=Callithrix r|F62z90| |EEQL

jacchus GN=MYH9 (F6ZZ90_C |[DNE

PE=4 SV=1 ALIA Tk 92% 48| 54.14094|Ref -0.24 0.22| -0.62| -0.25( -0.43| -0.22 -0.45[ 6590 4840| 7210| 4530 6460( 4980| 6030 5100( 713.7| 2138.2 0.0137| 6.42
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt [iIAQL

0S=Callithrix r|F62290] |EEqL

jacchus GN=MYH9 [F6ZZ90_C [DnET

PE=4 SV=1 ALIA k 88%| 44.5| 54.20136|Ref -0.21| -0.07| -0.4| -0.28 -0.38| -0.14| -0.24| 3440 2800( 3350( 3000 3600 2930 3610 3350( 714.4| 2140.1 0.0048| 2.223
tr|F6YYM

Uncharacterized 7|F6YYM |KANL

protein 7_CAUAt (QID

0OS=Callithrix r|F62Z90]| [QINT

jacchus GN=MYH9 [F6ZZ90_C [DLNL

PE=4 SV=1 ALIA ER 87% 44( 54.09037|Ref -0.36| 0.19| -0.8| -0.11 -0.49( -0.08 -0.35 14800 10200{16300| 9210 16300(11000| 15300 12500| 869.5| 2605.4 0.0207| 7.933
tr|F6YYM

Uncharacterized 7|F6YYM |KANL

protein 7_CAUAt (QID

0OS=Callithrix r|F62Z90| [QINT

jacchus GN=MYH9 [F6ZZ90_C [DLNL

PE=4 SV=1 ALIA ER 85%| 42.6| 54.16271|Ref -0.59| 0.44| -0.78| -0.71 -0.49( -0.02 -0.31| 14000 7220(16000[ 7690 8870( 9050| 13100 10600| 869.5| 2605.4 0.0238| 9.13
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F62Z90| |kFD

jacchus GN=MYH9 [F6ZZ90_C |QLLA

PE=4 SV=1 ALIA EEk | 66%| 34.6|] 52.21975|Ref -0.51| 0.24| -0.62 -0.2| -0.47| -0.05| -0.47| 13600 8040(14700[ 9110 13400( 9700 13500 10100( 711.8| 2132.2 0.0289| 13.53
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUA,t [KVEA

0S=Callithrix r|F62z90]| |QLQ

jacchus GN=MYH9 [F6ZZ90_C [ELQV

PE=4 SV=1 ALIA k 91%| 43.6| 49.98843|Ref -0.42| 0.19| -0.55[ -0.22 -0.59 -0| -0.36] 2700 1810| 2990| 2000 2780( 1870 2950 2280 775.8| 2324.4 0.0356| 15.3




tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F62z90] [IEVN

jacchus GN=MYH9 [F6ZZ90_C [LQA

PE=4 SV=1 ALIA Mk 61%| 33.7| 52.34125|Ref -0.6| 0.23| -0.61| -0.39| -0.26 -0| -0.74| 10500 5160 9960 6260 8020 7680 9590 5700( 552 1653 0.0156| 9.442
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F6Zz90] [IEVN

jacchus GN=MYH9 [F6ZZ90_C [LQA

PE=4 SV=1 ALIA Mk 56%| 32.9| 52.52484(Ref -0.56| 0.16| -0.77| -0.12 -0.38| 0.016( -0.38| 21400 12700(22700| 13400 23100{16900| 23200 17500 552 1653 0.0189| 11.44
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F6Zz90] [IEVN

jacchus GN=MYH9 [F6ZZ90_C [LQA

PE=4 SV=1 ALIA Mk 95%| 46.9| 52.2273|Ref -0.33| 0.12| -0.68| -0.17 -0.51f 0.016 -0.38| 6830 4910| 7270 4690 7330( 5070| 7620 5740 827.5 1653 0.0069| 4.191
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F6Zz90] [IEVN

jacchus GN=MYH9 [F6ZZ90_C [LQA

PE=4 SV=1 ALIA mk 85%| 39.5| 52.32907|Ref -0.47| 0.31] -0.67| -0.27 -0.48| 0.087| -0.49 8560 5770(10700[ 6100 8920( 6730| 10400 6930 835.5 1669 0.0147| 8.829
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

05=Callithrix r|F62290| |IQE

jacchus GN=MYH9 |F6ZZ90_C [MEG

PE=4 SV=1 ALIA TVk | 73%| 36.7| 52.74038|Ref -0.57| 0.43| -0.83 -0.2| -0.46| -0.12| -0.38| 2E+05 130000|3E+05| 132000 226000|2E+05| 2E+05 180000| 548.3| 1641.9 0.0151] 9.173
tr|F6YYM

Uncharacterized 7|F6YYM [IQQE

protein 7_CAUA,t |LDDL

0OS=Callithrix r|F62zZ90| [LvDL

jacchus GN=MYH9 (F6ZZ90_C [DHQ

PE=4 SV=1 ALIA R 95%| 65.6] 54.5225|Ref -0.17| 0.28]| -0.61| -0.12 -0.88| -0.03 -0.8 310 224| 331 202 311 161 301 176| 752.1| 2253.2 0.0122| 5.404




Refer Refer

tr|F6YYM ence ence

Uncharacterized 7|F6YYM [IQQE No Missi |No No No No No No Missi |No No No

protein 7_CAUA,t |LDDL Values |ng Value [Values |Values|Value |Values|Values |No Values |ng Values [No Values [Value |Values [No Values

0OS=Callithrix r|F62z90| [LvDL (- (1.17 |s (- (- (- s(- (- (- (- (1.17 |(- (- s(- (- (-

jacchus GN=MYH9 (F6ZZ90_C [DHQ 0.3728 |96201(0.657 |0.7976)0.6017|0.664 |0.6536|0.5752 |0.372859 |96201|0.6571 |0.797626 [0.601 |0.6645[0.653646

PE=4 SV=1 ALIA R 58%| 35.3| 54.52676|Ref 5936) |) 1477) |267) [543) [5209) [4695) |495) (36) ) 477) 7) 7543) [209) |95) 752.1| 2253.2 0.0102| 4.512
tr|F6YYM

Uncharacterized 7|F6YYM [IQQE Value Value Value Value

protein 7_CAUA,t |LDDL Missi Missin Missing Missi

0OS=Callithrix r|F62z90| [LvDL ng (- g(- (- ng (-

jacchus GN=MYH9 (F6ZZ90_C [DHQ 2.228 21731 2.2285 2.173

PE=4 SV=1 ALIA R 95%| 65.9| 54.52717|Ref -0.2| 0.22|5376) 0.17|443) 0.36| -0.32 184 119| 173|376) 207|1443) 215 134| 752.1| 2253.2 0.01] 4.433

Refer

tr|FeYYM Refer Refere ence Refer Refere

Uncharacterized 7|F6YYM [IQQE No ence |No nce No Missi [No No ence |No No nce

protein 7_CAUA,t [LDDL Values |Missi |Value |Missin |Values|ng Values [Values [No Values |Missi [Values |Reference|Value |Missin |No Values

0OS=Callithrix r|F6Zz90| [LvDL (- ng s (- g (- (0.468|(- (- (- ng (- Missing |s(- |g (-

jacchus GN=MYH9 (F6ZZ90_C [DHQ 1.1854 |(0.86 |1.469 |(0.778 |1.4143|43225|1.4662|1.3878|1.185458 [(0.86 |1.4697 ((0.778891 (1.414 |(0.468 (1.466245

PE=4 SV=1 ALIA R 93%| 50.1| 54.50084(Ref 582) 723) |7465) [89115)|531) |) 458) (485) [2) 723) |465) 15) 3531) (43225)|8) 752.1| 2253.2 0.0017| 0.758
tr|F6YYM

Uncharacterized 7|F6YYM [IQVE

protein 7_CAUA,t [LDN

0OS=Callithrix r|F6Zz90| [VTGL

jacchus GN=MYH9 [F6ZZ90_C [LTQS

PE=4 SV=1 ALIA DSk | 95%| 84.3| 54.23231|Ref -0.38| 0.31] -0.68| -0.26[ -0.52 0.14 -0.57| 10600 7950(13900 7850 11600( 8450( 14000 8450| 856.8| 2567.4 0.0107| 4.159
tr|F6YYM |gAQ

Uncharacterized 7|F6YYM [QER

protein 7_CAUA,t |DELA

0OS=Callithrix r|F6Zz90| [DEIA

jacchus GN=MYH9 |F6ZZ90_C [NSS

PE=4 SV=1 ALIA Gk 83%| 42.6| 55.09005(Ref -0.46( 0.021| -0.6| -0.23( -0.37 -0.08| -0.2[ 5010 3170( 4800[ 3510 5010 3960| 5040 4620| 899.8 2696.4 0.0168| 6.24
tr|F6YYM |gAQ

Uncharacterized 7|F6YYM [QER

protein 7_CAUA,t |DELA

0OS=Callithrix r|F6Zz90| [DEIA

jacchus GN=MYH9 [F6ZZ90_C [nSSG

PE=4 SV=1 ALIA k 53%| 34.8| 54.96609|Ref -0.57| 0.22| -0.56| -0.24( -0.62| 0.015 -0.46| 18600 10000{18700| 12200 16900(11300| 18300 13100| 900.1| 2697.3 0.0213| 7.886




tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0S=Callithrix r|F62290] |qLEE

jacchus GN=MYH9 (F6ZZ90_C |AEEE

PE=4 SV=1 ALIA AQR | 95% 65[ 50.37897|Ref -0.29| 0.23| -0.86| -0.31 -0.31 -0.3| -0.22[ 9670 6750{10500f 5550 8950( 7810| 8190 8630| 818.4| 1634.8 0.0155| 9.466
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0S=Callithrix r|F62290] |qLEE

jacchus GN=MYH9 (F6ZZ90_C |AEEE

PE=4 SV=1 ALIA AQR | 81%| 36.3| 50.47617|Ref -0.3| 0.26| -0.74| -0.24| -0.55| -0.32| -0.29| 14900 9630(15400( 8630 13500 9490| 11600 11800( 818.4| 1634.8 0.0127| 7.742
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0S=Callithrix r|F62290] |qLEE

jacchus GN=MYH9 (F6ZZ90_C |AEEE

PE=4 SV=1 ALIA AQR | 95%| 65.3| 50.51519|Ref -0.59| 0.36| -0.81| -0.24 -0.45| -0.07 -0.36| 1E+05 61200| 1E+05| 63900, 104000|78800| 1E+05 86800| 818.4| 1634.8 0.0125| 7.668
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0S=Callithrix r|F62290]| |qLEE

jacchus GN=MYH9 (F6ZZ90_C |AEEE

PE=4 SV=1 ALIA AQR | 94%| 47.6 50.62822|Ref -0.32( 0.018| -0.9| -0.13( -0.16| -0.34 -0.31| 26400 16900(23200| 13800 26000(22000| 20400 20600| 545.9( 1634.8 0.009( 5.483
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F62Z90| [rGDL

jacchus GN=MYH9 [F6ZZ90_C |PFVV

PE=4 SV=1 ALIA PR 92%| 45.5| 51.33858|Ref -0.4| 0.38| -0.37| -0.44| -0.46| -0.35| -0.22| 2390 1750| 3250 2170 2270 1960| 2200 2410( 487.3| 1458.8 0.0132] 9.063
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F62Z90| [rGDL

jacchus GN=MYH9 [F6ZZ90_C |PFVV

PE=4 SV=1 ALIA PR 79%| 37.4| 51.45945|Ref -0.46| 0.37| -0.25| -0.29 -0.61| -0.06 -0.43| 45200 35300|68000| 49500, 53100(|37300| 56900 43600( 487.3| 1458.8 0.0186| 12.76




tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F62z90| [rGDL

jacchus GN=MYH9 [F6ZZ90_C |PFVV

PE=4 SV=1 ALIA PR 81%| 38.1| 51.32557|Ref -0.56 0.4 -0.18 -0.27 -0.78| -0.05[ -0.52 79200 52200| 1E+05| 82400, 85500|52400| 91200 65300 487.3| 1458.8 0.0116| 7.932
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F62Z90| [rGDL

jacchus GN=MYH9 [F6ZZ90_C |PFVV

PE=4 SV=1 ALIA PR 88%| 41.8| 51.44789|Ref -0.47| 0.21] -0.18| -0.25 -0.59| 0.037( -0.27| 36900 31600|55000| 47200, 49500|34200| 55200 44200( 487.3| 1458.8 0.0177| 12.15
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F6Zz90| [rGDL

jacchus GN=MYH9 [F6ZZ90_C |PFVV

PE=4 SV=1 ALIA PR 89%| 42.2| 51.14971|Ref -0.36| 0.19| -0.4| -0.25( -0.43| -0.13| -0.46| 18900 13700{21700| 16200 19800(15300| 19600 15500 487.3| 1458.9 0.0089| 6.124
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0OS=Callithrix r|F6ZzZ90| [rGDL

jacchus GN=MYH9 [F6ZZ90_C |PFVV

PE=4 SV=1 ALIA PR 74%| 35.3| 51.14971|Ref -0.44( 0.078| -0.24| -0.21| -0.44( -0.07| -0.38| 1170 854| 1330 1200 1340| 1000 1350 1080| 487.3| 1458.9 0.009( 6.186
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt [rQLE

0OS=Callithrix r|F6ZZ90| [EAEE

jacchus GN=MYH9 [F6ZZ90_C [EAQ

PE=4 SV=1 ALIA R 95%| 50.8| 52.05824(Ref -0.57 0.3| -0.69 -0.23 -0.22f -0.13( -0.49 1910 1140| 2270 1280 1940| 1710 1900 1470| 896.5| 1790.9 0.0135| 7.544
tr|F6YYM

Uncharacterized 7|F6YYM

protein 7_CAUAt

0S=Callithrix r|F62290|

jacchus GN=MYH9 |[F6ZZ90_C [tELA

PE=4 SV=1 ALIA Dk 60%| 32.6| 51.45174|Ref -0.67| 0.39| -0.89| -0.24 -0.72| 0.11 -0.5| 27300 13200{29800| 13900 23900(14900| 27800 18000( 428.9| 1283.7 0.0204| 15.86




Uncharacterized
protein
OS=Callithrix
jacchus GN=MYH9
PE=4 SV=1

tr|F6YYM
7|F6YYM

7_CAUALt
r|F62290|
F62290_C
ALA

tQLE
ELED
ELQA
TED
Ak

74%

39

54.7837

-0.18

-0.33

-0.21

-0.33

-0.16

-0.46

1670

1350

1560

1490

1780| 1430

1680

1360

857.4

2569.3

0.0165

6.402

Uncharacterized
protein
0OS=Callithrix
jacchus GN=MYH9
PE=4 SV=1

tr|F6YYM
7|F6YYM

7_CAUAt
r|F62290|
F62290_C
ALA

VEA
aLa
ELQV

90%

51.7981

-0.22

-0.87

-0.69

-0.84

-0.27

-0.33

5150

3590

7140

2800

3470

2740

4250

4040

631.7

1892.1

0.0149

7.893

Uncharacterized

protein (Fragment)
0S=Canis familiaris
GN=NCL PE=4 SV=1

tr|F1Q0B
0|F1Q0BO
_CANFA

alEL
TGLk

74%

34.1

49.84815

Ref

-0.079

-0.42

-0.18

-0.32

0.2

-0.63

0.032

12000

9730

8320

11100

11100

13900

8100

12800

485

1451.9

0.0278

19.13

Uncharacterized

protein (Fragment)
0OS=Canis familiaris
GN=NCL PE=4 SV=1

tr|F1Q0B
0|F1Q0BO
_CANFA

alEL
TGLk

75%

34.6

49.93

-0.025

-0.09

-0.24

0.07

-0.62

0.081

16300

13600

9940

15900

15700

17000

11000

17800

485

1451.9

0.0224

15.41

Uncharacterized

protein (Fragment)
0S=Canis familiaris
GN=NCL PE=4 SV=1

tr|F1Q0B
0|F1Q0BO
_CANFA

alEL

TGLk

85%

37

49.64867

-0.25

0.009

-0.15

0.12

-0.72

-0.03

43400

31200

30400

45300

44800

47200

27600

44000

727

1451.9

0.015

10.31




Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|aLEL

GN=NCL PE=4 SV=1 [ _CANFA |TGLk| 86%| 37.4| 49.57516|Ref -0.21| -0.42| -0.06| -0.31| 0.18| -0.5[ 0.019| 28900 22300{20900| 30100 27700|34000| 22300 31600| 727 1451.9 2| 0.014 9.651
Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|aLEL

GN=NCL PE=4 SV=1 |_CANFA |TGLk| 69% 32 49.133|Ref -0.22| -0.37| -0.17| -0.12 0.1 -0.71| 0.047| 16300 11700|11400| 14700 16900(17100| 10200 17100 485| 1451.9 3| 0.0044( 3.062
Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|aLEL

GN=NCL PE=4 SV=1 [ _CANFA |TGLk| 77%| 34.1| 48.91443|Ref 0.076| -0.34| -0.16[ -0.33( 0.051| -0.79( -0.04| 18700 15700{12800| 16300 15900(18100( 10600 17600 485| 1451.9 3| 0.0029( 1.988
Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|aLEL

GN=NCL PE=4 SV=1 [ _CANFA |TGLk| 91%| 40.7| 49.62412|Ref -0.27| -0.49| -0.04 -0.2| 0.21]| -0.58| 0.023| 51600 37900|35300| 54100, 53500|62200| 37400 56400 727 1451.9 2| 0.0143( 9.816
Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|aLEL

GN=NCL PE=4 SV=1 [ _CANFA |TGLk| 77%| 34.7| 49.59152|Ref -0.3| -0.38| -0.17| -0.26 0.2| -0.64 0.1 50800 34500|35500| 46100, 47700|57000| 33400 55500| 485 1451.9 3| 0.013( 8.926




Uncharacterized

protein (Fragment)
0S=Canis familiaris
GN=NCL PE=4 SV=1

tr|F1Q0B
0|F1Q0BO
_CANFA

alEL
TGLk

86%

37.2

49.54392|Ref

-0.26

-0.48

-0

-0.25

0.18

-0.67

0.087

47100

34400(32000

50200

46700(54800

31900

53300

727

1451.9

2[ 0.0116

7.958

Uncharacterized

protein (Fragment)
0S=Canis familiaris
GN=NCL PE=4 SV=1

tr|F1Q0B
0|F1Q0BO
_CANFA

aVVT
PGk

51%

27.2

47.60083

Ref

-0.023

-0.29

-0.21

-0.42

-0.13

-0.53

-0.03

28800

20500

18500

21900

20800

22400

17700

24900

427.3

1278.8

3[ 0.0058

4.504

Uncharacterized

protein (Fragment)
0S=Canis familiaris
GN=NCL PE=4 SV=1

tr|F1Q0B
0|F1Q0BO
_CANFA

eAM
EDG
EIDG

95%

51.80997|

-0.083

-0.35

-0.09

-0.33

0.12

-0.91

-0.04

16100

11500

10400

14000

13000

15600

7980

14500

958.5

1914.9

2( 0.0194

10.12

Uncharacterized

protein (Fragment)
0S=Canis familiaris
GN=NCL PE=4 SV=1

tr|F1Q0B
0|F1Q0BO
_CANFA

eVFE
DAV

87%

40.2

51.83014

Ref

0.081

-0.37

-0.15

-0.38

0.028

-0.74

-0.11

15000

11800

9360

12300

11500

13400

8170

12600

755.9

1509.8

2( 0.0113

7.492

Uncharacterized

protein (Fragment)
0S=Canis familiaris
GN=NCL PE=4 SV=1

tr|F1Q0B
0|F1Q0BO
_CANFA

eVFE
DAV

92%

43.6

51.93853

Ref

0.031

-0.41

-0.14

-0.45

0.067

-0.75

-0.17

37200

26200

21000

28400

25200

31500

18800

27800

755.9

1509.8

2{ 0.0111

7.334




Uncharacterized

protein (Fragment)
0S=Canis familiaris
GN=NCL PE=4 SV=1

tr|F1Q0B
0|F1Q0BO
_CANFA

eVFE
DAV

57%

32.1

51.9011

0.061

-0.14

-0.19

-0.34

-0.07

-0.63

-0.23

6460

5150

4860

5280

5230

5500

3910

5120

755.9

1509.8

0.0097

6.447

Uncharacterized

protein (Fragment)
0S=Canis familiaris
GN=NCL PE=4 SV=1

tr|F1Q0B
0|F1Q0BO
_CANFA

gFGF
VDF
NSEE
DAK

95%

52.4

53.05394

Ref

-0.42

-0.47

0.068

-0.27

0.16

-0.49

0.31

44000

36100

37900

61700

53800

63300

42200

72700

724

2169.1

0.0186

8.55

Uncharacterized

protein (Fragment)
0OS=Canis familiaris
GN=NCL PE=4 SV=1

tr|F1Q0B
0|F1Q0BO
_CANFA

gFGF
VDF
NSEE
DAK

84%

53.12491

-0.16

-0.69

-0.02

-0.17

-0.05

-0.04

-0.07

13400

11200

8480

15100

15000

14200

14900

14600

724

2169.1

0.0154

7.112

Uncharacterized

protein (Fragment)
0S=Canis familiaris
GN=NCL PE=4 SV=1

tr|F1Q0B
0|F1Q0BO
_CANFA

gFGF
VDF
NSEE
DAK

95%

51.6

53.01039

Ref

-0.25

-0.35

-0.09

-0.17

0.057

-0.58

0.18

4730

3800

3830

5180

5400

5510

3700

6220

724

2169.1

0.0204

9.393

Uncharacterized

protein (Fragment)
0S=Canis familiaris
GN=NCL PE=4 SV=1

tr|F1Q0B
0|F1Q0BO

_CANFA

gFGF
VDF
NSEE
DAK

83%

40.8

53.18243

Ref

0.081

-0.02

-0.31

-0.27

-0.56

-0

822

824

832

764

869

854

648

947

724

2169.1

0.0145

6.684




Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|glAYI

GN=NCL PE=4 SV=1 [ _CANFA |EFk | 78%| 36.9| 52.05183|Ref -0.34| -0.34| -0.09| -0.18 0.17 -0.62| 0.15[ 9030 6760 7340 9750 10200(11300f 6790 11500 775| 1547.9 2| 0.0245( 15.82
Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|glAYI

GN=NCL PE=4 SV=1 [ _CANFA |EFk | 86%| 39.3| 51.57717|Ref -0.22| -0.42| -0.14| -0.29( 0.22 -0.72 0.15[ 12200 9210( 8660 11800 11800(14600 7930 14400 775| 1547.9 2| 0.0138( 8.885
Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|glAYI

GN=NCL PE=4 SV=1 [ _CANFA |EFk | 85%| 38.4| 51.33446|Ref -0.29| -0.44| -0.03| -0.31 0.19| -0.61| 0.059| 18600 12800{12500| 18600 17000(20900| 12500 19800( 775| 1547.9 2| 0.0089( 5.735
Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|glAYI

GN=NCL PE=4 SV=1 |_CANFA |EFk | 88% 42| 51.39107|Ref -0.38| -0.7| -0.04| -0.36[ 0.15 -0.48 0.31| 26400 17400|15200| 26900 23700(29500| 20000 34200| 517| 1547.9 3| 0.0086( 5.583
Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|glAYI

GN=NCL PE=4 SV=1 [ _CANFA |EFk | 89%| 42.1| 51.11766|Ref -0.37| -0.36| -0.15| -0.089 0.17| -0.74| 0.17| 19900 14000{15200| 19900 22800(23800| 13200 24700| 517| 1547.9 3| 0.0052( 3.337|




Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|glAYI

GN=NCL PE=4 SV=1 [ _CANFA |EFk | 70%| 34.3| 51.0911|Ref -0.27| -0.59 0.1 -0.36[ 0.17[ -0.5[ -0.02| 24300 16800|14600| 26500 21200|26800| 17600 24400| 517| 1547.9 3| 0.0037( 2.388,
Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|glAYI

GN=NCL PE=4 SV=1 [ _CANFA |EFk | 78%| 36.3| 51.50898|Ref -0.29| -0.42| -0.03| -0.21 0.27| -0.79( 0.083| 25200 18800|18700| 27400 26700(32500| 16200 29600| 775 1547.9 2| 0.0118( 7.633
Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|glAYI

GN=NCL PE=4 SV=1 [ _CANFA |EFk | 88%| 42.1| 51.43018|Ref -0.38| -0.51| -0.04| -0.24 0.15[ -0.5| 0.29| 43600 33400(33100| 51500, 49200|56300| 37500 64300 517 1547.9 3| 0.0112( 7.249
Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|glAYI

GN=NCL PE=4 SV=1 |_CANFA |EFk | 86% 41| 52.06551|Ref -0.31| -0.43| -0.06| -0.27( 0.087| -0.51| 0.14 8730 6140 6110 8890 8420( 9440| 6530 10200( 517| 1547.9 3| 0.024 15.52
Uncharacterized

protein (Fragment) [tr|F1QO0B [gLSE

0S=Canis familiaris |0|F1Q0BO|DTTE

GN=NCL PE=4 SV=1 [ _CANFA |ETLk | 95%| 60.3| 53.66912|Ref -0.073| -0.35| -0.21| -0.29 0.2 -0.36[ -0.3| 35800 28500(25600| 31600 32900(40400| 28600 29600| 644.3 1930 3| 0.0158( 8.18




Uncharacterized

protein (Fragment)
0S=Canis familiaris
GN=NCL PE=4 SV=1

tr|F1Q0B
0|F1Q0BO
_CANFA

glLSE
DTTE
ETLK

95%

77.6

53.63727|Ref

-0.27

-0.28

0.007

-0.37

0.18

-0.87

-0.39

30200

16300

17500

24100

20500

26200

13200

18300

966

1930

2{ 0.0127

6.562

Uncharacterized

protein (Fragment)
0S=Canis familiaris
GN=NCL PE=4 SV=1

tr|F1Q0B
0|F1Q0BO
_CANFA

gYAF
IEFA
SFED

89%

45.7

54.15336

Ref

-0.18

-0.01

-0.38

-0.05

-0.52

0.33

1490

1300

1210

1780

1520

1670

1260

2250

735.1

2202.1

3[ 0.0124

5.616

Uncharacterized

protein (Fragment)
0OS=Canis familiaris
GN=NCL PE=4 SV=1

tr|F1Q0B
0|F1Q0BO
_CANFA

gYAF
IEFA
SFED

83%

54.24183

-0.29

-0.26

-0.16

-0.35

0.015

-0.44

866

681

907

875

985

1230

735.1

2202.1

3[ 0.0067

3.042

Uncharacterized

protein (Fragment)
0OS=Canis familiaris
GN=NCL PE=4 SV=1

tr|F1Q0B
0|F1Q0BO
_CANFA

GyAF
IEFA
SFED

61%

35.4

54.1572

-0.073

-0.28

-0.43

0.1

-0.56

-0.28

326

207

191

218

217

273

181

217

735.1

2202.1

3[ 0.0129

5.874

Uncharacterized

protein (Fragment)
0S=Canis familiaris
GN=NCL PE=4 SV=1

tr|F1Q0B
0|F1Q0BO
_CANFA

kATT
TPAk

64%

30

48.26574

Ref

-0.23

-0.33

-0.08

-0.25

0.13

-0.65

-0.01

42500

30100

30500

40800

40000

45400

27600

42700

577.4

1729.1

3[ 0.0039

2.243




Uncharacterized

protein (Fragment) [tr|F1Q0B [kAV

0S=Canis familiaris |0|F1Q0BO|VTP

GN=NCL PE=4 SV=1 |_CANFA |Gkk | 83% 29| 42.62855|Ref -0.57| -0.61| -0.12| -0.11 0.52 -0.66[ 0.13[ 1090 724| 768| 1200 1340| 1810 832 1430| 1073| 21434 2| 0.0451 21.05
Uncharacterized kFGY

protein (Fragment) [tr|F1QO0B |VDFE

0S=Canis familiaris |0|F1Q0BO|SAED

GN=NCL PE=4 SV=1 |_CANFA |LEk 80%| 41.5| 55.29611|Ref -0.038| -0.35| -0.1] -0.089| -0.03| -0.46] -0.1] 3330 3010 2630f 3520 3900( 3530 2750 3500( 897.1| 2688.4, 3| 0.028 10.39
Uncharacterized kFGY

protein (Fragment) [tr|F1QO0B |VDFE

0S=Canis familiaris |0|F1Q0BO|SAED

GN=NCL PE=4 SV=1 |_CANFA |LEk 95%| 53.6| 55.24596|Ref -0.4| -0.52| -0.03| -0.39| 0.38| -0.67| 0.13| 7510 4990| 4990| 7860 675010000 5090 8780| 897.1| 2688.4 3| 0.0386( 14.34,
Uncharacterized

protein (Fragment) [tr|F1Q0B [kVA

0S=Canis familiaris |0|F1Q0BO|VATP

GN=NCL PE=4 SV=1 [ _CANFA |Akk | 89%| 27.8| 36.56865|Ref -0.52| -0.37| -0.03| -0.17( 0.22 -0.47( 0.05[ 10700 6790 8210 11600 11600(13300 8630 12300| 743.8| 2228.5 3| 0.002 0.9
Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1QOBO|IELQ

GN=NCL PE=4 SV=1 [_CANFA |GPR | 89%| 40.5| 49.00198|Ref -0.19| -0.18| -0.27| -0.49( 0.44| -0.42 -0.07| 19200 17300{18800| 19900 18800(31300| 18000 22800| 372.9( 1115.7 3| 0.0078( 7.016




Uncharacterized

protein (Fragment) [tr|F1QO0B [nDLA

0S=Canis familiaris |0|F1Q0BO|VVD

GN=NCL PE=4 SV=1 |_CANFA |VR 95%| 49.6| 51.4814|Ref -0.16| -0.36| 0.01| -0.33( 0.06| -0.58 0.063| 76000 60500|57000| 82900, 72200|82600| 55300 85800| 652.9( 1303.7 2| 0.0107( 8.215
Uncharacterized

protein (Fragment) [tr|F1QO0B [nDLA

0S=Canis familiaris |0|F1Q0BO|VVD

GN=NCL PE=4 SV=1 |_CANFA |VR 56%| 31.4| 51.34891|Ref -0.05| -0.32| -0.22| -0.26 0.081| -0.64( 0.024 831 678 611 736 786 869 550 867| 653.4| 1304.7 2| 0.0052( 4.003
Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|qGTE

GN=NCL PE=4 SV=1 [ _CANFA |[IDGR| 85%| 37.5| 50.25781|Ref -0.27| -0.23| -0.07| -0.35[ 0.12| -0.69| 0.085[ 29900 21200|23600| 29700 26800(32600| 19300 32900| 590.3| 1178.6 2| 0.0119( 10.12
Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|qGTE

GN=NCL PE=4 SV=1 [ _CANFA |[IDGR| 87%| 40.1| 50.2037|Ref -0.33| -0.46| 0.016 -0.39( 0.25[ -0.5[ -0.03| 17800 11900{11800| 18400 15300(20800| 12900 17800| 393.9| 1178.6 3| 0.0096( 8.117
Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|qGTE

GN=NCL PE=4 SV=1 [ _CANFA |[IDGR| 85%| 37.4| 50.25122|Ref -0.1| -0.5| -0.02| -0.29| 0.16| -0.61| 0.017| 1E+05 98300|81300| 127000, 116000| 1E+05| 84700 130000| 590.3| 1178.6 2| 0.0094( 7.951




Uncharacterized

protein (Fragment) [tr|F1QO0B [sISLY

0S=Canis familiaris |0|F1Q0BO|YTGE

GN=NCL PE=4 SV=1 [_CANFA [k 85%| 40.5| 53.20352(Ref -0.24( -0.15| -0.08| -0.25( 0.045| -0.47( -0.06| 12900 9840(11400| 13500 13200(14100| 10300 13500 885 1768 2| 0.0141( 7.993
Uncharacterized

protein (Fragment) [tr|F1QO0B [sISLY

0S=Canis familiaris |0|F1Q0BO|YTGE

GN=NCL PE=4 SV=1 [_CANFA [k 93%| 45.6| 53.18364(Ref -0.2| -0.28| -0.07| -0.32| 0.12]| -0.66| 0.071| 20400 15500{16000| 20700 19200(22800| 13900 22800| 885 1768 2| 0.0133( 7.507
Uncharacterized

protein (Fragment) [tr|F1QO0B [sISLY

0S=Canis familiaris |0|F1Q0BO|YTGE

GN=NCL PE=4 SV=1 [_CANFA [k 95%| 49.6| 53.18257|Ref -0.31| -0.42| 0.002| -0.25( 0.17| -0.58 -0.01| 11000 7450( 7490 11300 10400(12200 7580 11200 885 1768 2| 0.0193( 10.89
Uncharacterized

protein (Fragment) [tr|F1QO0B [tGIS

0S=Canis familiaris |0|F1Q0BO|DLFA

GN=NCL PE=4 SV=1 [_CANFA [k 93%| 44.5| 52.08917|Ref -0.31| -0.41| -0.01| -0.22( 0.12| -0.66| 0.055| 27800 18900{19000| 28200 26900(29700| 18100 29400| 780.5[ 1558.9 2| 0.0133( 8.51
Uncharacterized

protein (Fragment) [tr|F1QO0B [tGIS

0S=Canis familiaris |0|F1Q0BO|DLFA

GN=NCL PE=4 SV=1 [_CANFA [k 76%| 37.1| 52.17687|Ref -0.33| -0.5| 0.044| -0.22 -0.03[ -0.5[ 0.32 17900 14000{13500| 22200 20400(20300| 15300 26900| 520.6[ 1558.9 3| 0.0108( 6.911




Uncharacterized

protein (Fragment) [tr|F1QO0B [tGIS

0S=Canis familiaris |0|F1Q0BO|DLFA

GN=NCL PE=4 SV=1 [_CANFA [k 75%| 36.4| 51.92891|Ref -0.11| -0.59| -0.13| -0.37 -0.01f -0.59 0.32| 15300 12000 9350| 14400 13400(15100| 10500 19600| 520.6| 1558.9 3| 0.0038( 2.449
Uncharacterized

protein (Fragment) [tr|F1QO0B [tGIS

0S=Canis familiaris |0|F1Q0BO|DLFA

GN=NCL PE=4 SV=1 [_CANFA [k 76% 37| 52.08917|Ref -0.19| -0.57| 0.029| -0.39( 0.079| -0.58 0.32| 25800 21700{18100| 30800 25400(30600| 20300 37500| 520.6[ 1558.9 3| 0.0134( 8.565
Uncharacterized

protein (Fragment) [tr|F1Q0B [vAV

0S=Canis familiaris |0|F1QOBO|ATP

GN=NCL PE=4 SV=1 |_CANFA |Ak 78%| 32.8| 47.23291|Ref -0.61| -0.34| 0.099 -0.25( 0.22[ -0.7| 0.006| 58800 31100{40900| 62100, 53600|64900| 35800 58100| 455.6| 1363.8 3| 0.0173( 12.69
Uncharacterized

protein (Fragment) [tr|F1Q0B [vAV

0S=Canis familiaris |0|F1Q0OBO|ATP

GN=NCL PE=4 SV=1 |_CANFA |Ak 89%| 36.5| 46.99768|Ref -0.2| -0.31| -0.15| -0.23| 0.15| -0.68| -0.02| 92100 65900|66100| 83200, 86300|98600| 57700 90500 682.9| 1363.9 2| 0.0103( 7.583
Uncharacterized

protein (Fragment) [tr|F1Q0B [vAV

0S=Canis familiaris |0|F1Q0OBO|ATP

GN=NCL PE=4 SV=1 |_CANFA |Ak 87%| 34.8| 46.57448|Ref -0.12| -0.24| -0.14| -0.22 0.1 -0.52 -0.05| 21500 18300{18400| 22200 23000(25200| 17100 23600| 682.9( 1363.9 2| 0.0037( 2.748,




Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|vFG

GN=NCL PE=4 SV=1 [ _CANFA |[NElk | 72%| 34.4| 51.2034|Ref -0.067| -0.37| -0.06| -0.29 -0| -0.24| -0.09| 19200 17300{15200| 21100 19900(21200| 18700 20600| 707.9| 1413.8 2| 0.024( 16.98
Uncharacterized

protein (Fragment) [tr|F1Q0B

0S=Canis familiaris |0|F1Q0BO|vFG

GN=NCL PE=4 SV=1 [ _CANFA |[NElk | 83%| 36.8| 50.52663|Ref -0.059| -0.33| -0.07| -0.17| -0.1] -0.36| -0.15| 21000 17500{15700| 21200 21600{19900| 17300 19800( 707.9| 1413.8 2| 0.0064( 4.552
Uncharacterized

protein (Fragment) [tr|F1Q0B [vPQ

0S=Canis familiaris |0|F1Q0BO|NQn

GN=NCL PE=4 SV=1 | _CANFA |Gk 79%| 37.3| 52.38212|Ref -0.12| -0.27| -0.04| -0.34 -0.03| -0.88| 0.024| 28100 19200(18800| 24700 22100{23900| 13900 25800 747.4| 1492.8 2| 0.0123( 8.241
Uncharacterized

protein (Fragment) [tr|F1Q0B [vPQn

0S=Canis familiaris |0|F1Q0B0|QnG

GN=NCL PE=4 SV=1 [_CANFA [k 84%| 39.2| 52.3522|Ref -0.15( 0.014| -0.16] -0.35[ 0.078| -0.83| -0.06| 12600 9400(11500{ 11400 11000(12900 7220 12200( 747.9| 1493.8 2| 0.0193( 12.88,
Uncharacterized

protein (Fragment) [tr|F1Q0B [vPQn

0S=Canis familiaris |0|F1Q0B0|QnG

GN=NCL PE=4 SV=1 [_CANFA [k 83%| 38.5| 52.23078|Ref -0.13| -0.1] -0.06| -0.35[ 0.14| -0.89 -0.23| 31900 22400|24800| 28700 25900(31700| 16200 25500| 747.9| 1493.8 2| 0.0084( 5.619




vTQ

Uncharacterized DELk

protein (Fragment) [tr|F1QO0B (EVFE

0S=Canis familiaris |0|F1Q0BO|DAV

GN=NCL PE=4 SV=1 [_CANFA |EIR 73% 39| 54.98573|Ref -0.27| -0.49| -0.05| -0.17( 0.11f -0.6f 0.16[ 3330 2510 2330[ 3560 3600( 3820 2430 4110| 876.8| 2627.4 0.0359| 13.67
vTQ

Uncharacterized DELk

protein (Fragment) [tr|F1QO0B (EVFE

0S=Canis familiaris |0|F1Q0BO|DAV

GN=NCL PE=4 SV=1 [_CANFA |EIR 68%| 37.6| 54.85085|Ref -0.31| -0.36| -0.03| -0.27( 0.27| -0.66| 0.076[ 1340 1020| 1060 1500 1400| 1770 972 1610| 876.8| 2627.4 0.0211] 8.025
vTQ

Uncharacterized DELk

protein (Fragment) [tr|F1QO0B (EVFE

0S=Canis familiaris |0|F1Q0BO|DAV

GN=NCL PE=4 SV=1 [_CANFA |EIR 52%| 34.5| 54.82848|Ref -0.36| -0.34| -0.2| -0.24 0.28| -0.81| 0.16[ 3130 2080( 2280 2820 3030 3790 1860 3610| 876.8| 2627.4 0.0147| 5.593
vTQ

Uncharacterized DELk

protein (Fragment) [tr|F1QO0B (EVFE

0S=Canis familiaris |0|F1Q0BO|DAV

GN=NCL PE=4 SV=1 [_CANFA |EIR 72%| 38.6| 54.82848|Ref -0.21| -0.49| -0.01| -0.27( 0.25 -0.66[ 0.15[ 1280 1090 976| 1520 1400| 1750 973 1690| 876.8| 2627.4 0.0147| 5.593
vTQ

Uncharacterized DELk

protein (Fragment) [tr|F1QO0B (EVFE

0S=Canis familiaris |0|F1Q0BO|DAV

GN=NCL PE=4 SV=1 [_CANFA |EIR 56%| 35.1| 54.83219|Ref -0.32| -0.53| -0.03| -0.18| 0.19| -0.57 0.2 1020 804| 754 1190 1190| 1340 829 1400| 876.8| 2627.4 0.014( 5.308




78 kDa glucose-
regulated protein

0S=Bos taurus sp|QOVCX[aLSS

GN=HSPAS5 PE=2 2|GRP78_[QHQ

Sv=1 BOVIN AR 80%| 37.4| 51.08254(Ref -0.019| 0.15| -0.07| -0.21 0.1 0.048 0.25| 14100 16000{19500| 18900 18800(20500( 20600 23500| 434.6| 1300.7 0.0093| 7.115
78 kDa glucose-

regulated protein dAG

0S=Bos taurus sp|QOVCX|TIAG

GN=HSPAS5 PE=2 2|GRP78_|LNV

Sv=1 BOVIN MR 95%| 51.8| 52.56306(Ref 0.11] 0.044| 0.16| -0.042| -0.34| 0.18| -0.16| 64200 63800|66100| 80500, 77100|54800| 81800 64200| 761.4| 1520.8 0.006( 3.917
78 kDa glucose- dNH

regulated protein LLGT

0S=Bos taurus sp|QOVCX|FDLT

GN=HSPAS5 PE=2 2|GRP78_|GIPP

Sv=1 BOVIN APR | 95%| 63.3| 54.68609|Ref 0.23] -0.02| -0.11] -0.075| 0.035| -0.1] 0.027| 4150 4480| 4080| 4310 4860| 4580| 4360 4720| 746.7| 2237.2 0.0207| 9.238
78 kDa glucose- dNH

regulated protein LLGT

0S=Bos taurus sp|QOVCX|FDLT

GN=HSPAS5 PE=2 2|GRP78_|GIPP

Sv=1 BOVIN APR | 95%| 86.6 54.61059|Ref 0.2 -0.18| 0.039 -0.14( -0.2f -0.01f 0.29( 6130 6770 5650 7360 7180 6020 7130 8710| 746.7| 2237.2 #i####| 0.163
78 kDa glucose- dNH

regulated protein LLGT

0S=Bos taurus sp|QOVCX|FDLT

GN=HSPAS5 PE=2 2|GRP78_|GIPP

Sv=1 BOVIN APR | 95%| 104| 54.68686|Ref 0.23| 0.17| -0.08| -0.15| -0.17| -0.12| 0.071] 3010 3190 3310f 3130 3290( 2830 3060 3470| 746.7| 2237.2 0.0205| 9.157
78 kDa glucose- dNH

regulated protein LLGT

0S=Bos taurus sp|QOVCX|FDLT

GN=HSPAS5 PE=2 2|GRP78_|GIPP

Sv=1 BOVIN APR | 94%| 51.7| 54.68027|Ref 0.17| 0.22| -0.28| 0.094| -0.28 0.3| -0.34| 2260 2370 2660 2110 3010 2030 3170 2010( 746.7| 2237.2 0.0159| 7.106




78 kDa glucose-
regulated protein

0S=Bos taurus sp|QOVCX |eLEEI

GN=HSPAS5 PE=2 2|GRP78_|VQPI

Sv=1 BOVIN 1Sk 95%| 51.7| 51.28173|Ref 0.19| 0.25| -0.3] -0.17| -0.05| 0.055| -0.29| 6590 5900 6670 5130 6190 5870| 6580 5130( 669.4| 2005.2 0.0062| 3.096
78 kDa glucose-

regulated protein

0S=Bos taurus sp|QOVCX|eTAE

GN=HSPAS5 PE=2 2|GRP78_|AYLG

Sv=1 BOVIN k 74% 37| 52.5507|Ref 0.24| 0.21] -0.01] -0.22| -0.17| -0.14| -0.52| 12200 9830(10400 10100 9610 8680 9270 7040( 530.6| 1588.9 0.0076| 4.788
78 kDa glucose-

regulated protein

0S=Bos taurus sp| QOVCX[fEEL

GN=HSPAS5 PE=2 2|GRP78_|NMD

Sv=1 BOVIN LFR | 73%| 34.7| 51.47444|Ref 0.089 0.1 0.13[ -0.19( -0.32f 0.029( -0.14| 6100 5020 5500[ 6300 5540( 4430 5890 5210( 809.4| 1616.8 0.0068| 4.209
78 kDa glucose-

regulated protein iINEP

0S=Bos taurus sp|QOVCX[TAA

GN=HSPAS5 PE=2 2|GRP78_|AIAY

Sv=1 BOVIN GLDk| 95%| 63.9| 53.34247|Ref 0.29| 0.44| -0.2| -0.25| -0.12| -0.13| -0.19| 12300 13600{16300| 11800 12500(12000| 12400 11900| 756.8| 2267.3 0.0176| 7.772
78 kDa glucose-

regulated protein iINEP

0S=Bos taurus sp|QOVCX[TAA

GN=HSPAS5 PE=2 2|GRP78_|AIAY

Sv=1 BOVIN GLDk| 95%| 62.5| 53.3085|Ref 0.42| -0.14| -0.12| -0.071| 0.22| -0.19 -0.4| 12400 13800{10200| 11600 13200(14100| 11100 9520| 756.8 2267.3 0.0167| 7.362
78 kDa glucose-

regulated protein iINEP

0S=Bos taurus sp|QOVCX|TAA

GN=HSPAS5 PE=2 2|GRP78_|AIAY

Sv=1 BOVIN GLDk| 95%| 52.9| 53.3485|Ref 0.26| -0.46 0.2| 0.007 -0.2[ 0.11f -0.23[ 2500 2420 1590 2830 2720( 2060| 2660 2100( 756.8| 2267.3 0.018 7.93




78 kDa glucose-

regulated protein iINEP

0S=Bos taurus sp|QOVCX[TAA

GN=HSPAS5 PE=2 2|GRP78_|AlAy

Sv=1 BOVIN GLDk| 59%| 31.1| 52.16232|Ref 0.06| -0.03| 0.099| -0.29| -0.02| -0.09| -0.27| 6590 4590| 4680| 5740 4820| 5080| 5050 4430| 643.9| 2571.5 0.0218| 8.492
78 kDa glucose- iINEP

regulated protein TAA

0S=Bos taurus sp|QOVCX|AIAY

GN=HSPAS5 PE=2 2|GRP78_|GLDk

Sv=1 BOVIN R 95%| 64.5| 53.08693|Ref -0.083| 0.053| 0.074| -0.087| -0.25| 0.15| 0.15| 4520 4010| 4790| 5450 5370( 4180 5790 5750( 808.8| 2423.4 0.0226| 9.315
78 kDa glucose- iINEP

regulated protein TAA

0S=Bos taurus sp|QOVCX|AIAY

GN=HSPAS5 PE=2 2|GRP78_|GLDk

Sv=1 BOVIN R 95%| 62.7| 52.90123|Ref 0.21] 0.044| 0.16| -0.17| -0.3| 0.23| -0.07| 25300 30900/29800| 36200, 31700|25400| 38300 30800| 808.8| 2423.4 0.0178| 7.347
78 kDa glucose- iINEP

regulated protein TAA

0S=Bos taurus sp| QOVCX|AIAY

GN=HSPAS5 PE=2 2|GRP78_|GLDk

Sv=1 BOVIN R 95%| 56.4| 52.57669|Ref 0.2 -0.14| 0.09| -0.066( -0.33 0.3] -0.01] 1030 1180| 1010 1330 1320 960 1540 1240| 808.8| 2423.4 0.0097| 4.018
78 kDa glucose- iINEP

regulated protein TAA

0S=Bos taurus sp|QOVCX|AlAy

GN=HSPAS5 PE=2 2|GRP78_|GLDk

Sv=1 BOVIN R 85%| 37.8 51.276|Ref -0.094| -0.15 0.2 -0.043( -0.19 0.22 -0.05[ 5210 4250| 4440| 6340 5910 4650 6460 5340( 682.9| 2727.6 0.0177| 6.494
78 kDa glucose- iINEP

regulated protein TAA

0S=Bos taurus sp|QOVCX|AlAy

GN=HSPAS5 PE=2 2|GRP78_|GLDk

Sv=1 BOVIN R 78%| 35.4| 51.97898|Ref 0.096| -0.07| 0.092( -0.034( -0.24 0.23( -0.02[ 4250 4420| 4270 5370 5420( 4110 5940 4940| 682.9| 2727.6 0.0333] 12.21




78 kDa glucose-
regulated protein

0S=Bos taurus sp|QOVCX
GN=HSPAS5 PE=2 2|GRP78_[iQQL
Sv=1 BOVIN Vk 64%| 27.4| 45.90708|Ref 0.074( -0.15| 0.17( -0.11f -0.16[ 0.17( -0.12| 36400 32800|30300| 42500, 38700(32700| 42900 34900| 668.9| 1335.9 2| 0.0039( 2.902

78 kDa glucose-
regulated protein

0S=Bos taurus sp|QOVCX
GN=HSPAS5 PE=2 2|GRP78_[iQQL
Sv=1 BOVIN Vk 69%| 27.4| 44.90647|Ref 0.037| -0.05| 0.12 -0.06( -0.07| 0.065( -0.06 14900 13800(14200( 17900 17400(15100| 17300 15700| 668.9] 1335.9 2| ###H#H##| 0.254,

78 kDa glucose-
regulated protein

0S=Bos taurus sp|QOVCX|iTITn
GN=HSPAS5 PE=2 2|GRP78_|DQN
Sv=1 BOVIN R 82%| 37.5| 51.53437|Ref 0.12| 0.09| 0.09| -0.06] -0.13| -0.04| -0.15| 68100 64100|68400| 76700 76300|63500| 70400 65000| 690.4( 1378.7 2| 0.0107( 7.774

78 kDa glucose-

regulated protein iTPS

0S=Bos taurus sp| QOVCX|YVAF

GN=HSPAS5 PE=2 2|GRP78_|TPEG

Sv=1 BOVIN ER 95%| 56.4| 53.13321|Ref 0.099( 0.013| 0.033( -0.068( -0.12| 0.056( -0.02 5480 5330 5450 6200 6370 5360 6340 5980( 936 1870 2| 0.0236( 12.64,

78 kDa glucose-

regulated protein iTPS
0S=Bos taurus sp| QOVCX|YVAF
GN=HSPAS5 PE=2 2|GRP78_|TPEG
Sv=1 BOVIN ER 95%| 60| 53.22157|Ref 0.06| 0.13| 0.12[ -0.1| -0.08| 0.074| -0.21| 28900 27900(31800| 35500 33400|29700| 34500 28000[ 936 1870 2( 0.0158| 8.471
Refer
No ence No No
78 kDa glucose- Value [Missi [No No No No No Value [Refere Value [No
regulated protein iTPS No s (- ng Values [Values [Value [Values [Values s (- nce No Values |s (- Values [No Values
0S=Bos taurus sp|QOVCX|YVAF Values |0.109 ((0.924((- (- s(- (- (- No Values [0.109 |Missing|(- 0.220 |(- (-
GN=HSPAS5 PE=2 2|GRP78_|TPEG (0.0086|08942|21865(0.4161|0.2202(0.283 (0.2721]0.1937 |(0.008603 |08942((0.92420.416163 |29106|0.2830|0.272183

Sv=1 BOVIN ER 95% 60| 53.21012|Ref 03867) |) ) 635) |9106) [0578) |838) |8622) |867) ) 1865) |[5) ) 578) |8) 624.3 1870 3| 0.0154| 8.239




78 kDa glucose-

regulated protein iTPS

0S=Bos taurus sp| QOVCX|YVAF

GN=HSPAS5 PE=2 2|GRP78_|TPEG

Sv=1 BOVIN ER 95%| 60.1| 53.29902(Ref 0.0024| -0.13| 0.02| -0.073| -0.06| 0.16| -0.01| 8450 7280 7230 8970 9270( 8140 9950 8780 936 1870 0.0133] 7.103
78 kDa glucose-

regulated protein iTPS

0S=Bos taurus sp|QOVCX|YVAF

GN=HSPAS5 PE=2 2|GRP78_|TPEG

Sv=1 BOVIN ER 95%| 59.5| 53.31539|Ref 0.0031| -0.04| 0.005| -0.031| -0.16| 0.17| -0.06] 6770 5740 6040 6990 7520 6010 7880 6650[ 936 1870 0.0122] 6.515
78 kDa glucose-

regulated protein iTPS

0S=Bos taurus sp| QOVCX|YVAF

GN=HSPAS5 PE=2 2|GRP78_|TPEG

Sv=1 BOVIN ER 87%| 41.5| 53.25692|Ref 0.1 0.12| 0.13|-0.069( -0.16| -0.04( 0.039 2800 3010 3300[ 3730 3590( 2940 3330 3500( 936 1870 0.0107| 5.724
78 kDa glucose-

regulated protein

0S=Bos taurus sp|QOVCX [KELE

GN=HSPAS5 PE=2 2|GRP78_|EIVQ

Sv=1 BOVIN PIISk | 83%| 33.7| 48.24906|Ref -0.042| -0.08| -0.11| -0.043| 0.086| -0.17| 0.002| 4160 2930( 3110{ 3400 3940( 3760 3280 3670| 610.4| 2437.5 0.0177| 7.255
78 kDa glucose-

regulated protein KKEL

0S=Bos taurus sp| QOVCX [EEIV

GN=HSPAS5 PE=2 2|GRP78_[QPII

Sv=1 BOVIN Sk 77%| 28.1| 43.09098|Ref -0.48| -0.07| 0.11| 0.14( 0.069| 0.12 0.081 1160 787| 1140 1450 1630| 1350| 1460 1410| 957.6| 2869.8 0.0223| 7.76
78 kDa glucose-

regulated protein kKEL

0S=Bos taurus sp|QOVCX [EEIV

GN=HSPAS5 PE=2 2|GRP78_[QPII

Sv=1 BOVIN Sk 83%| 28.5| 43.06897|Ref -0.16| -0.18| 0.12| -0.005 0.085| 0.067| 0.06[ 6720 5520 5880 8140 8230 7650 7890 7790 718.5| 2869.8 0.0211] 7.352




78 kDa glucose-

regulated protein kSDI

0S=Bos taurus sp|QOVCX|DEIV

GN=HSPAS5 PE=2 2|GRP78_|LVG

Sv=1 BOVIN GSTR| 87%| 43.4| 53.41625|Ref 0.12| -0.09( 0.11| -0.086| -0.14| 0.058| -0.09| 14400 13200{12400| 16000 15400(12900| 15500 14000( 733.1| 2196.2 0.0162| 7.383

78 kDa glucose-

regulated protein kSDI

0S=Bos taurus sp|QOVCX|DEIV

GN=HSPAS5 PE=2 2|GRP78_|LVG

Sv=1 BOVIN GSTR| 94%| 51.7| 53.45446|Ref 0.22| -0.1| 0.098| -0.004| -0.2| 0.063| -0.01| 80600 91000|79100| 102000, 105000|80000| 1E+05 94400| 733.1| 2196.2 0.0182| 8.298

78 kDa glucose-

regulated protein kSDI

0S=Bos taurus sp|QOVCX|DEIV

GN=HSPAS5 PE=2 2|GRP78_|LVG

Sv=1 BOVIN GSTR| 95%| 57.6| 53.45656|Ref 0.13] -0.17| 0.092 -0.1| -0.27| 0.22| -0.03| 32900 31200|27300| 36900, 35600(27600| 40500 33900 733.1| 2196.2 0.0177| 8.052

78 kDa glucose- ksal

regulated protein FSTA

0S=Bos taurus sp|QOVCX[SDN

GN=HSPAS5 PE=2 2|GRP78_[QPT

Sv=1 BOVIN VTIk | 95%| 50.1| 53.56833|Ref -0.28| -0.17| 0.27[ 0.07( -0.07 -0| -0.09| 8710 5650 6640 10100 9690 7680 8390 7880( 720.2| 2876.6 0.025( 8.699

78 kDa glucose- kTkP

regulated protein yiQv

0S=Bos taurus sp|QOVCX[DVG

GN=HSPA5 PE=2 2|GRP78_|GGQ

Sv=1 BOVIN Tk 80%: 35[ 50.56265|Ref 0.06| 0.11] 0.054| -0.15| -0.13| 0.25| -0.16] 7830 7910 8910f 9590 9160( 8150| 11100 8260( 734.7| 2934.7 0.0448| 15.26
kVTH

78 kDa glucose- AVV

regulated protein TVPA

0S=Bos taurus sp|QOVCX|YFN

GN=HSPAS5 PE=2 2|GRP78_|DAQ

Sv=1 BOVIN R 85%| 42.6| 54.20858|Ref 0.18]| -0.18| 0.06| -0.067| -0.03| 0.18| -0.09 820 901| 764 1010 1020 919| 1110 912| 875.5| 2623.5 0.0187| 7.107




78 kDa glucose- AVV

regulated protein TVPA

0S=Bos taurus sp|QOVCX|YFN

GN=HSPAS5 PE=2 2|GRP78_|DAQ

Sv=1 BOVIN R 59% 35| 54.15434|Ref 0.056| -0.05| -0.07| -0.26( -0.11 0.11 0.24 1890 1740| 1760 1940 1870| 1820 2220 2410 875.5| 2623.5 0.0166| 6.341
78 kDa glucose-

regulated protein

0S=Bos taurus sp|QOVCX [mkE

GN=HSPAS5 PE=2 2|GRP78_|TAEA

Sv=1 BOVIN YLGk | 70%| 36.5 53.35123|Ref 0.046| -0.12| 0.15( -0.049( -0.2| 0.16( -0.2 23800 19700(19000| 25700 24700|19400| 26000 20200 718.4 2152.2 0.0147| 6.829
78 kDa glucose-

regulated protein

0S=Bos taurus sp|QOVCX|nELE

GN=HSPAS5 PE=2 2|GRP78_|SYAY

Sv=1 BOVIN Stk 93%| 46.4| 53.64444|Ref -0.005| 0.009| 0.12| -0.11|] -0.04| -0.05| -0.04] 9860 8250( 9040 11000 10300 9460 9810 9810 963 1924 0.0178| 9.249
78 kDa glucose-

regulated protein

0S=Bos taurus sp|QOVCX|nELE

GN=HSPAS5 PE=2 2|GRP78_|SYAY

Sv=1 BOVIN Stk 93%| 48.7| 53.63371|Ref -0.049| 0.005| -0.13| -0.26| 0.073| 0.28| -0.05| 20000 16700({18800| 19200 19300(21300| 25700 20300| 642.3 1924 0.016( 8.307
78 kDa glucose-

regulated protein

0S=Bos taurus sp|QOVCX|nELE

GN=HSPAS5 PE=2 2|GRP78_|SYAY

Sv=1 BOVIN Stk 95%| 58.8| 53.66324|Ref 0.063| -0.02| -0.01f -0.089( -0.07| -0.16( -0.02[ 5180 4040| 4140| 4680 4880| 4310| 4250 4640 963 1924 0.0146| 7.597
78 kDa glucose-

regulated protein

0S=Bos taurus sp|QOVCX|nELE

GN=HSPAS5 PE=2 2|GRP78_|SYAY

Sv=1 BOVIN Stk 82%| 40.8| 53.64481|Ref -0.15| 0.21] -0.12| -0.034( -0.08 0.12 -0.14| 5250 3860 5360 4790 5610 4740 5680 4730| 642.3 1924 0.0131] 6.78




78 kDa glucose-

regulated protein nQLT

0S=Bos taurus sp|QOVCX|SNPE

GN=HSPAS5 PE=2 2|GRP78_|NTVF

Sv=1 BOVIN DAk | 94%| 51.6| 54.42474|Ref 0.11] 0.048| 0.068| -0.17| -0.4| -0.16| -0.05| 71500 51900|53900| 61300, 57200|42600| 52600 56400| 762.7| 2285.2 0.0164| 7.179
78 kDa glucose-

regulated protein nQLT

0S=Bos taurus sp| QOVCX|SNPE

GN=HSPAS5 PE=2 2|GRP78_|NTVF

Sv=1 BOVIN DAk | 84%| 42.4| 54.39655|Ref 0.23| 0.14] 0.15| -0.02 -0.4| -0.29| 0.069| 3460 3630 3710 4190 4110| 2750| 3110 3950( 763.1| 2286.2 0.0145] 6.341
78 kDa glucose-

regulated protein nQLT

0S=Bos taurus sp|QOVCX|SNPE

GN=HSPAS5 PE=2 2|GRP78_|nTVF

Sv=1 BOVIN DAk | 91%| 47.3| 54.38835|Ref 0.078| -0.05| 0.14| -0.13 -0.2| 0.12| -0.09|] 8010 7150 7120 9110 8290 6920 9000 7710( 763.1| 2286.2 0.0158| 6.905
78 kDa glucose-

regulated protein sDID

0S=Bos taurus sp|QOVCX [EIVL

GN=HSPAS5 PE=2 2|GRP78_|VGG

Sv=1 BOVIN STR | 95%| 54.4| 53.39004|Ref 0.13| 0.095( 0.045| -0.13| -0.28| 0.025| -0.03| 6880 6370 6730 7300 7130 5590 7230 6930 883| 1763.9 0.0116| 6.562
78 kDa glucose-

regulated protein tFAP

0S=Bos taurus sp| QOVCX [EEIS

GN=HSPAS5 PE=2 2|GRP78_|AMV

Sv=1 BOVIN LTk 88%| 44.6| 54.12434|Ref -0.091| 0.17| 0.093| -0.11] -0.03| 0.12| -0.09| 17900 16200(21100| 22400 21400{19800| 22900 19700( 715.7| 2144.2 0.0222| 10.36
78 kDa glucose-

regulated protein tFAP

0S=Bos taurus sp| QOVCX [EEIS

GN=HSPAS5 PE=2 2|GRP78_|AMV

Sv=1 BOVIN LTk 79%| 39.8| 53.92667|Ref 0.098| -0.03| 0.045( -0.023( -0.05[ 0.07( -0.02 11100 11500(11400( 13500 14200(12200| 13900 12900( 715.7| 2144.2 0.014( 6.51




78 kDa glucose-

regulated protein tFAP

0S=Bos taurus sp| QOVCX [EEIS

GN=HSPAS5 PE=2 2|GRP78_|AMV

Sv=1 BOVIN LTk 76%| 38.9| 53.95001|Ref 0.18] 0.031| -0.12| -0.009| -0.23| 0.23| -0.14| 2060 2100( 2050f 2080 2470( 1850| 2650 2040( 715.7| 2144.2 0.0129| 5.993
78 kDa glucose-

regulated protein tFAP

0S=Bos taurus sp| QOVCX[EEIS

GN=HSPAS5 PE=2 2|GRP78_|AMV

Sv=1 BOVIN LTk 91%| 46.9| 53.96014(Ref 0.16] 0.06| 0.007| -0.16| -0.21| 0.16| -0.16 750 711 720 779 766| 646 869 691| 715.7| 2144.2 0.0132] 6.175
78 kDa glucose- tkPYI

regulated protein QvD

0S=Bos taurus sp|QOVCX([VGG

GN=HSPAS5 PE=2 2|GRP78_[GQT

Sv=1 BOVIN k 76%| 36.8| 52.01334(Ref 0.14| -0.01 0.1 -0.16[ -0.2f 0.035[ -0.26[ 8680 7110 6940 8410 7740 6570 8080 6520( 835.2| 2502.4, 0.0144] 5.749
78 kDa glucose-

regulated protein tWN

0S=Bos taurus sp|QOVCX[DPS

GN=HSPAS5 PE=2 2|GRP78_[vaQ

Sv=1 BOVIN DIk 84%| 41.8| 53.95012(Ref 0.062| -0.11| -0.09 0.1] -0.35| 0.19| -0.08| 87500 71600|69200| 78400, 98800|63100| 96100 78700| 680.4( 2038.1 0.0173] 8.501
78 kDa glucose-

regulated protein tWN

0S=Bos taurus sp|QOVCX [DPS

GN=HSPAS5 PE=2 2|GRP78_[vaQ

Sv=1 BOVIN DIk 92%| 45.6| 53.9745|Ref 0.12]| -0.16| 0.15| 0.045| -0.44| 0.19| -0.14| 19700 17800(15800| 22100 22600(14100| 22800 18000 1020| 2038.1 0.0145] 7.115
78 kDa glucose-

regulated protein

0S=Bos taurus sp|QOVCX|VEIIA

GN=HSPAS5 PE=2 2|GRP78_[NDQ

Sv=1 BOVIN GNR | 89%| 41.8| 52.29767|Ref 0.2 -0.06] 0.12 -0.13( -0.17| -0.25 -0.04| 78100 67500|61300| 77500 72100|61100| 60400 69300| 766.9| 1531.8 0.0115| 7.474




78 kDa glucose-
regulated protein

0S=Bos taurus sp|QOVCX|VEIIA

GN=HSPAS5 PE=2 2|GRP78_[NDQ

Sv=1 BOVIN GnR | 85%| 39.4| 51.95565|Ref 0.15] 0.041| -0.04| -0.17| -0.12| -0.19| 0.15| 14900 13600({13700| 14500 14700(13200| 13100 16500( 767.4| 1532.8 0.0129| 8.426
78 kDa glucose-

regulated protein

0S=Bos taurus sp|QOVCX

GN=HSPAS5 PE=2 2|GRP78_|VvLED

Sv=1 BOVIN SDLk | 51%| 31.7| 52.42107|Ref 0.1 -0.03| 0.053 -0.2| -0.13| 0.19| -0.11| 27700 25300{25200| 29900 27700|25300| 33000 26700| 763.9| 1525.9 0.022( 14.38
78 kDa glucose- VTHA

regulated protein WT

0S=Bos taurus sp|QOVCX|VPAY

GN=HSPAS5 PE=2 2|GRP78_|FND

Sv=1 BOVIN AQR | 81%| 41.1| 54.43728|Ref 0.16| -0.05| 0.02| -0.18| -0.25| 0.089| 0.13| 5470 5390 5060 5970 5740 4750 6290 6440( 731.4| 2191.2 0.0123| 5.597
78 kDa glucose- VTHA

regulated protein WT

0S=Bos taurus sp|QOVCX|VPAY

GN=HSPAS5 PE=2 2|GRP78_|FND

Sv=1 BOVIN AQR | 89% 46| 54.43728|Ref 0.28| -0.04| 0.073| -0.079| -0.14| 0.098| -0.2| 4220 4800| 4150| 5050 5010 4180 5160 4160| 731.4| 2191.2 0.0123| 5.597
Putative

uncharacterized

protein (Fragment)

0OS=Ailuropoda

melanoleuca tr|D2HS9 [aDID

GN=PANDA_014933|2|D2HS92|ISGP

PE=4 SV=1 _AILME |k 89%| 41.2| 51.56422|Ref -0.53| -0.31|] -0.4| -0.27( -0.08| -0.51| -0.31| 18600 12000{15200| 16000 19300(19200| 15000 17000| 762.4| 1522.9 0.0102| 6.706




Putative
uncharacterized
protein (Fragment)
OS=Ailuropoda

melanoleuca tr|D2HS9 [aDID

GN=PANDA_014933|2|D2HS92|VSG

PE=4 SV=1 _AILME  |Pk 93%| 44.2| 51.98503|Ref -0.72| -0.41| -0.24| -0.035 -0.08| -0.84 -0.4| 2E+05 82600| 1E+05| 141000, 178000| 2E+05| 92800 126000| 755.4| 1508.9 0.0151] 10.01
Putative

uncharacterized

protein (Fragment) aPD

0OS=Ailuropoda VEV

melanoleuca tr|D2HS9 |QGA

GN=PANDA_014933|2|D2HS92|DWS

PE=4 SV=1 _AILME |Lk 75%| 38.7| 54.22068|Ref -0.44( -0.43| -0.3| -0.29( -0.13| -0.44( -0.17| 7000 5460 5980 7330 8160 7940 6670 8020( 708.4| 2122.1 0.0246| 11.61
Putative

uncharacterized

protein (Fragment) aPD

0OS=Ailuropoda VEV

melanoleuca tr|D2HS9 |QGA

GN=PANDA_014933|2|D2HS92|DWS

PE=4 SV=1 _AILME |Lk 88%| 44.6| 54.20558|Ref -0.77| -0.25| -0.39| -0.28 0.14| -0.68| -0.35[ 19600 10700{16600| 16900 20100|23400| 13800 17300( 708.4| 2122.1 0.0175] 8.242




Putative
uncharacterized

protein (Fragment) aPD

OS=Ailuropoda VEV

melanoleuca tr|D2HS9 |QGA

GN=PANDA_014933|2|D2HS92|DWS

PE=4 SV=1 _AILME |Lk 76%| 39.2| 54.20733|Ref -0.82| -0.45| -0.28| -0.17 -0.06| -0.45 -0.34| 29400 15000{21000| 26400 31500{29700| 23700 25300 708.4 2122.1 0.0146| 6.872
Putative

uncharacterized

protein (Fragment)

OS=Ailuropoda

melanoleuca tr|D2HS9

GN=PANDA_014933|2|D2HS92|aPEV

PE=4 SV=1 _AILME  |DIk 61%| 30.6| 49.70663|Ref -0.63| -0.18| -0.56| -0.21 -0.08| -0.71 -0.73| 1E+05 55200|82100| 70500, 99300|94800| 64000 62800| 690.4| 1378.8 0.0052| 3.791
Putative

uncharacterized

protein (Fragment)

0OS=Ailuropoda

melanoleuca tr|D2HS9 |eVG

GN=PANDA_014933|2|D2HS92|VDIN

PE=4 SV=1 _AILME |FPk | 76% 38| 53.06406|Ref -0.73| -0.41| -0.56| -0.19( 0.01f -0.87( -0.03| 22000 11400|15400| 15500 22200(22200| 12600 22400 576 1725 0.0188| 10.89




Putative
uncharacterized
protein (Fragment)
OS=Ailuropoda
melanoleuca
GN=PANDA_014933
PE=4 SV=1

tr| D2HS9
2|D2HS92
_AILME

gDF
DVS

74%

36.1

52.33116

Ref

-0.72

-0.27

-0.41

0.061

-0.67

-0.24

18600

11000

16400

16700

21300

22200

14000

18700

786.4

1570.9

0.0049

3.09

Putative
uncharacterized
protein (Fragment)
OS=Ailuropoda
melanoleuca
GN=PANDA_014933
PE=4 SV=1

tr| D2HS9
2|D2HS92
_AILME

gbVv
DVSL

77%

35.6

51.2592

Ref

-0.54

-0.35

-0.48

-0.24

-0.17

-0.53

-0.48

60900

32500

40100

41100

53500

49100

39800

40900

769.4

1536.9

0.0132

8.56

Putative
uncharacterized
protein (Fragment)
OS=Ailuropoda
melanoleuca
GN=PANDA_014933

tr| D2HS9
2|D2HS92

PE=4 SV=1

gDVs
1SGP

_AILME

k

85%

51.33341

-0.67

-0.28

-0.55

-0.028

-0.06

-0.62

-0.34

27400

15800

22500

21000

33100

28300

20100

24200

490

1466.9

0.0039

2.663




Putative
uncharacterized
protein (Fragment)

OS=Ailuropoda gEGP

melanoleuca tr|D2HS9 |DVD

GN=PANDA_014933|2|D2HS92|VNLP

PE=4 SV=1 _AILME |k 95%| 63.3| 53.45307|Ref -0.61| -0.27| -0.4| -0.28 -0.06 -0.57 -0.51| 15400 8200(11300| 11600 13900(14100| 10400 10700| 924.5 1847 0.0129| 6.986
Putative

uncharacterized

protein (Fragment)

0OS=Ailuropoda gEGP

melanoleuca tr|D2HS9 |EVD

GN=PANDA_014933|2|D2HS92|VNLP

PE=4 SV=1 _AILME |k 95%| 63.3] 53.4113|Ref -0.81| -0.27| -0.34| -0.19( -0.07| -0.73| -0.47| 24500 10800{17100| 18200 22300(21100| 14000 16600| 931.5 1861 0.0152| 8.182
Putative

uncharacterized

protein (Fragment)

OS=Ailuropoda gEGP

melanoleuca tr|D2HS9 |EVD

GN=PANDA_014933|2|D2HS92|VNLP

PE=4 SV=1 _AILME |k 95%| 67.8| 53.44697|Ref -1.2| -0.28| -0.36| -0.17| 0.011| -1.1 -0.5| 59700 17300|34400| 36500 45900|45500| 22000 33100 931.5 1861 0.014( 7.527




Putative

uncharacterized

protein (Fragment)

OS=Ailuropoda

melanoleuca tr|D2HS9 (gEYD

GN=PANDA_014933|2|D2HS92|VTVP

PE=4 SV=1 _AILME |k 95% 53| 52.51765|Ref -0.73| -0.25| -0.32| -0.19 -0.07| -0.62| -0.46| 26100 13400{20300| 21700 26100|24700| 17600 19600( 808.5| 1614.9 0.0136| 8.443
Putative

uncharacterized

protein (Fragment)

0OS=Ailuropoda gHYE

melanoleuca tr|D2HS9 VTGS

GN=PANDA_014933|2|D2HS92|DDE

PE=4 SV=1 _AILME |TGk | 88%| 43.1| 52.43123|Ref -0.63| -0.14| -0.45| -0.41 -0.05 -0.61| -0.37[ 3550 1940| 2950 2670 3020( 3390 2410 2810( 701.7 2102 0.0258| 12.27
Putative

uncharacterized

protein (Fragment)

0OS=Ailuropoda

melanoleuca tr|D2HS9 (gPEV

GN=PANDA_014933|2|D2HS92|DISG

PE=4 SV=1 _AILME  |Pk 88%| 41.1| 52.54376|Ref -0.42| -0.43| -0.46| -0.46( -0.21| -0.6[ -0.19| 11800 6860 7390 8130 8940( 9310 7410 9760 804 1605.9 0.0193] 11.99




Putative
uncharacterized
protein (Fragment)

OS=Ailuropoda gPSL

melanoleuca tr|D2HS9 |QGD

GN=PANDA_014933|2|D2HS92|LAVS

PE=4 SV=1 _AILME |GDIk | 86%| 42.4| 53.47523|Ref 1| -0.68| -0.7| -0.74 -0.44| -0.75 -0.72| 14500 38200|12800| 14200, 15200(16300| 13700 13900| 689.1| 2064.2 0.0152| 7.378
Putative

uncharacterized

protein (Fragment)

0OS=Ailuropoda

melanoleuca tr|D2HS9 [iSMP

GN=PANDA_014933|2|D2HS92|DFDL

PE=4 SV=1 _AILME  |HLk | 50% 33| 53.55614|Ref -0.54( -0.21| -0.44| -0.24 -0.06| -0.63| -0.46 4930 2960( 4020 3850 4870| 4840| 3400 3790 642| 1923.1 0.0162| 8.426
Putative

uncharacterized

protein (Fragment)

0OS=Ailuropoda iSMP

melanoleuca tr|D2HS9 |DIDL

GN=PANDA_014933|2|D2HS92|NLkG

PE=4 SV=1 _AILME |Pk 66%| 31.4| 50.98433|Ref -0.89| -0.44| -0.24| -0.006( -0.08| -0.51| -0.23| 13800 7750(11400| 14800 19100(15900| 12300 14800( 614.1| 2452.4 0.0072| 2.934




Putative
uncharacterized
protein (Fragment)

OS=Ailuropoda iSMP

melanoleuca tr|D2HS9 |DIDL

GN=PANDA_014933|2|D2HS92|nLkG

PE=4 SV=1 _AILME  |Pk 55%| 30.5| 52.07734|Ref -0.61| -0.55| -0.43| -0.14( 0.042( -0.34 -0.2| 3520 2540( 2870 3490 4700| 4670| 3740 4090| 614.4 2453.4 0.0167| 6.816
Putative

uncharacterized

protein (Fragment)

0OS=Ailuropoda iSMP

melanoleuca tr|D2HS9 |DVD

GN=PANDA_014933|2|D2HS92|LHM

PE=4 SV=1 _AILME |k 89%| 45.1| 53.61063|Ref -0.74| -0.29| -0.5| -0.11 -0.04| -0.56 -0.34| 17500 9290(13800| 13400 19300(17700| 12900 14900 632 1893 0.0149| 7.885
Putative

uncharacterized

protein (Fragment)

0OS=Ailuropoda

melanoleuca tr|D2HS9 [iSMP

GN=PANDA_014933|2|D2HS92|DVD

PE=4 SV=1 _AILME  |LNLk | 82%| 40.1| 53.09705|Ref -0.63| -0.29| -0.3| -0.28| -0.23| -0.57 -0.44| 1E+05 52600|72100| 80400, 89500|81200| 66800 72700| 618.4 1852 0.0142| 7.669




Putative
uncharacterized
protein (Fragment)
OS=Ailuropoda

melanoleuca tr|D2HS9 [iSMP

GN=PANDA_014933|2|D2HS92|DVD

PE=4 SV=1 _AILME  |LNLk | 94%| 49.9| 52.97373|Ref -0.33| -0.36| -0.37| -0.32 -0.27| -0.7| -0.43| 19900 12100{12900| 14400 16400(14800( 11500 13800| 618.4 1852 0.0102 5.5
Putative

uncharacterized

protein (Fragment)

0OS=Ailuropoda iSMP

melanoleuca tr|D2HS9 |DVD

GN=PANDA_014933|2|D2HS92|LNLk

PE=4 SV=1 _AILME |GPk | 72%| 35.4| 51.58848|Ref -0.79| -0.5| -0.29| 0.019 0.12| -0.66( -0.36 12300 7260 9660 12500 17100(16000f 9710 11900| 813.8| 2438.4 0.0139] 5.681
Putative

uncharacterized

protein (Fragment)

0OS=Ailuropoda

melanoleuca tr|D2HS9 [iSMP

GN=PANDA_014933|2|D2HS92|DVG

PE=4 SV=1 _AILME  |LNLk | 64%| 34.2| 52.32005(Ref -0.45| -0.52| -0.24| -0.27( 0.016| -0.81| -0.28| 12200 8030( 8320 11300 12200(13000 7660 11000{ 599 1794 0.0147| 8.194




Putative

uncharacterized

protein (Fragment)

OS=Ailuropoda tPQl

melanoleuca tr|D2HS9 |SMS

GN=PANDA_014933|2|D2HS92|DIDL

PE=4 SV=1 _AILME  |NLk | 82%| 41.3| 54.03853|Ref -0.26| -0.38| -0.48| -0.34 -0.16| -0.56 -0.47| 10200 7020( 6980 7330 8910( 8800| 6960 7360| 728.4| 2182.2 3| 0.0154( 7.033
Putative

uncharacterized

protein (Fragment) tPQl

0OS=Ailuropoda SMS

melanoleuca tr|D2HS9 |DIDL

GN=PANDA_014933|2|D2HS92|NLkG

PE=4 SV=1 _AILME  |Pk 75%| 35.8| 53.18356(Ref -0.8| 0.14| -0.26| -0.17| -0.11] -0.72| -0.41| 18200 11700|24400| 20800 24400(22100| 15100 18600( 693.1| 2768.6 4( 0.0245| 8.861
Putative

uncharacterized vDID

protein (Fragment) APD

OS=Ailuropoda VDV

melanoleuca tr|D2HS9 |HGP

GN=PANDA_014933|2|D2HS92|DWH

PE=4 SV=1 _AILME |Lk 93%| 47.8| 55.18826|Ref -0.5| -0.56| -0.41| -0.16| -0.12| -0.52| -0.58| 29300 15800{16500| 20500 26800(24100| 19100 18100| 659.8| 2635.4 4( 0.0233| 8.846




Putative

uncharacterized vDID

protein (Fragment) VPD

OS=Ailuropoda VDV

melanoleuca tr|D2HS9 |HGP

GN=PANDA_014933|2|D2HS92|DWH

PE=4 SV=1 _AILME |Lk 93%| 49.2| 55.32871|Ref -0.76| -0.39| -0.51| -0.14 -0.07| -0.71| -0.21| 26300 12600({17700| 18200 25900(23800| 15900 22300| 666.9| 2663.4 4( 0.0248| 9.297
Putative

uncharacterized vDID

protein (Fragment) VPD

OS=Ailuropoda VDV

melanoleuca tr|D2HS9 |HGP

GN=PANDA_014933|2|D2HS92|DWH

PE=4 SV=1 _AILME |Lk 93%| 48.2| 55.31913|Ref -0.95| -0.56| -0.46| -0.16 -0.05 -0.53| -0.04| 23100 10300{14700| 17600 24000(22500| 16900 23600| 666.9| 2663.4 4( 0.0201| 7.556
Putative

uncharacterized vDID

protein (Fragment) VPD

0OS=Ailuropoda VDV

melanoleuca tr|D2HS9 |HGP

GN=PANDA_014933|2|D2HS92|DWH

PE=4 SV=1 _AILME |Lk 95%| 60.6| 55.30541|Ref -0.66| -0.29| -0.45| -0.076 -0.06[ -0.7| -0.37| 6710 3770 5260 5280 7550 6670 4480 5590| 888.8| 2663.4 3| 0.0176 6.593




Putative

uncharacterized vDID

protein (Fragment) VPD

OS=Ailuropoda VDV

melanoleuca tr|D2HS9 |HGP

GN=PANDA_014933|2|D2HS92|DWH

PE=4 SV=1 _AILME |Lk 93% 49( 55.3121|Ref -0.19| -0.06| -0.46| -0.36[ -0.28| -0.55 -0.4 915 812 970 821 971 898 776 856| 666.9| 2663.4 0.0182| 6.82
Putative

uncharacterized

protein (Fragment) vDID

0OS=Ailuropoda VPD

melanoleuca tr|D2HS9 |VNIE

GN=PANDA_014933|2|D2HS92|GPD

PE=4 SV=1 _AILME  |Ak 51%| 32.3| 54.61552|Ref -0.54| -0.29| -0.47| -0.33 -0.3| -0.49| -0.42| 8430 4300| 5570| 5510 6670 5940 5460 5680( 576.8| 2303.2 0.025( 10.85
Putative

uncharacterized

protein (Fragment) vDID

0OS=Ailuropoda VPD

melanoleuca tr|D2HS9 |VNIE

GN=PANDA_014933|2|D2HS92|GPD

PE=4 SV=1 _AILME  |Ak 95%| 59.9| 54.60561|Ref -1.5| -0.14| -0.64| -0.071| 0.017| -0.69| -0.26| 51900 14500(39100| 31100 50900|47200| 30300 40400( 768.8| 2303.2 0.0181]| 7.857




Putative
uncharacterized

protein (Fragment) vDID

OS=Ailuropoda VPD

melanoleuca tr|D2HS9 |VNIE

GN=PANDA_014933|2|D2HS92|GPD

PE=4 SV=1 _AILME  |Ak 95%| 54.5| 54.58472|Ref -0.76| -0.15| -0.24| -0.061| 0.025| -0.99 -0.4| 2370 1370| 2260 2380 2970( 2750 1420 2120 1153| 2303.2 0.0154| 6.665
Putative

uncharacterized

protein (Fragment) vDID

OS=Ailuropoda VPD

melanoleuca tr|D2HS9 |VNIE

GN=PANDA_014933|2|D2HS92|GPD

PE=4 SV=1 _AILME  |Ak 70%| 37.7| 54.54792|Ref -0.37| -0.31| -0.16| -0.29 -0.09| -0.71 -0.2| 7560 6810 7750 9640 9690 9730| 6600 9330| 768.8 2303.2 0.0111| 4.836
Putative

uncharacterized

protein (Fragment) vDIE

0OS=Ailuropoda APD

melanoleuca tr|D2HS9 |VSLE

GN=PANDA_014933|2|D2HS92|GPE

PE=4 SV=1 _AILME |Gk 95%| 65.3| 54.81418|Ref -0.53( 0.004| -1.1| -0.13 -0.13| -0.89| -0.26| 85300 47100|73900| 39600, 83100|72700| 44800 69000| 755.1 2262.2 0.0178| 7.844




Putative
uncharacterized

protein (Fragment) VvDIE

OS=Ailuropoda APD

melanoleuca tr|D2HS9 |VSLE

GN=PANDA_014933|2|D2HS92|GPE

PE=4 SV=1 _AILME |Gk 95%| 61.6| 54.81418|Ref -0.63| -0.4| -0.36] -0.089 -0.2 -0.47 -0.29 5580 3360 4260 4910 6550 5310 4580 5140( 755.1| 2262.2 0.0178| 7.844
Putative

uncharacterized

protein (Fragment) VvDIE

OS=Ailuropoda GPD

melanoleuca tr|D2HS9 |VNIE

GN=PANDA_014933|2|D2HS92|GPE

PE=4 SV=1 _AILME |Gk 51% 34| 54.51963|Ref -0.38| -0.14| -0.72| -0.24( -0.46| -0.06 -0.72| 16400 10400{13400| 10100 15500(11600| 16000 10000| 759.4| 2275.2 0.0258| 11.34
Putative

uncharacterized

protein (Fragment)

0OS=Ailuropoda vDIN

melanoleuca tr|D2HS9 |APD

GN=PANDA_014933|2|D2HS92|VEV

PE=4 SV=1 _AILME |QGk | 75%| 38.4| 53.75225|Ref -0.38| -0.18| -0.39| -0.43 -0.2| -0.52| -0.43| 25700 17200{21500| 20800 22300(22800| 19100 20100 664.7| 1991.1 0.0189| 9.498




Putative
uncharacterized
protein (Fragment)

OS=Ailuropoda vDIS

melanoleuca tr|D2HS9 |APDL

GN=PANDA_014933|2|D2HS92|SLEG

PE=4 SV=1 _AILME  |PEGk| 70%| 37.6| 54.31232(Ref -0.03| -0.41| -0.33| -0.42 -0.26] -0.5 -0.5| 2470 2230 1860 2210 2290( 2220 1980 1960| 745.7 2234.2 0.0186| 8.326
Putative

uncharacterized

protein (Fragment)

0OS=Ailuropoda vDIS

melanoleuca tr|D2HS9 |APDL

GN=PANDA_014933|2|D2HS92|SLEG

PE=4 SV=1 _AILME  |PEGk| 78%| 39.7| 54.31232(Ref -0.027| -0.28| -0.44| -0.35| -0.23| -0.63| -0.41] 5100 4890| 4460| 4460 5260( 4980 3930 4550( 745.7| 2234.2 0.0186| 8.326
Putative

uncharacterized

protein (Fragment)

0OS=Ailuropoda vDIS

melanoleuca tr|D2HS9 |APDL

GN=PANDA_014933|2|D2HS92|SLEG

PE=4 SV=1 _AILME  |PEGk| 93%| 49.8| 54.29207|Ref -0.68| -0.2| -0.59| -0.35[ -0.12 -0.4 -0.13| 13600 7880(11900| 10200 13300(13600| 11700 14000( 745.7| 2234.2 0.017| 7.588




Putative

uncharacterized vDV

protein (Fragment) DVP

OS=Ailuropoda DVD

melanoleuca tr|D2HS9 |VHG

GN=PANDA_014933|2|D2HS92|PDW

PE=4 SV=1 _AILME |HLk | 77%| 40.5| 55.38118|Ref -0.68| -0.3|] -0.49 -0.3| -0.05| -0.54| -0.38| 3250 1640| 2310 2280 2850( 2970 2200 2450 884.1| 2649.4 0.0137| 5.173
Putative

uncharacterized

protein (Fragment) VEG

0OS=Ailuropoda DLkG

melanoleuca tr|D2HS9 |PEV

GN=PANDA_014933|2|D2HS92|DIkG

PE=4 SV=1 _AILME  |Pk 66%| 25.5| 48.78079|Ref -0.93| -0.47| -0.43| -0.097( 0.12| -0.28| -0.05[ 43600 29900|44600| 51600 71500]|72600| 57400 66900| 580.4 2896.7 0.0126| 4.349
Putative

uncharacterized

protein (Fragment)

0OS=Ailuropoda

melanoleuca tr|D2HS9 [vkGD

GN=PANDA_014933|2|D2HS92|VDLS

PE=4 SV=1 _AILME |LPk | 64%| 26.3| 49.99683|Ref -0.56| -0.5| -0.43| -0.24 -0.17| -0.36 -0.35[ 3270 1860| 2110 2480 3120( 2850 2610 2620( 417.5| 2082.2 0.0327| 15.72




Putative
uncharacterized
protein (Fragment)
OS=Ailuropoda

melanoleuca tr|D2HS9 [vkGD

GN=PANDA_014933|2|D2HS92|VDV

PE=4 SV=1 _AILME  |SLPk | 89%| 37.7| 48.67155|Ref -1| -0.34| -0.42| -0.042| 0.052| -0.58| -0.4| 4830 2060( 3580 3810 5460 5090 3430 3860 1035| 2068.3 0.0073| 3.526

Putative

uncharacterized

protein (Fragment)

0OS=Ailuropoda

melanoleuca tr|D2HS9 |vQTP

GN=PANDA_014933|2|D2HS92|EVD

PE=4 SV=1 _AILME  |Vk 90%| 41.6| 51.48998|Ref -0.67| -0.46| -0.39| -0.13 -0.1| -0.58| -0.32| 33700 17900|22500| 26600 35000{31200| 23400 27700| 812 1621.9 0.0119] 7.355
cLM

Serotransferrin sp| Q2944 [EGA

0S=Bos taurus 3|TRFE_B |GDV

GN=TF PE=2 SV=1 |OVIN AFVk| 95%| 56.4| 53.08236|Ref 0.99| 0.15| 0.57| 0.32| -0.49 1| 0.22| 5890 10500| 6370| 9560 8820( 4390| 12900 7470( 997.5 1993 0.0245] 12.29
cLM

Serotransferrin sp| Q2944 [EGA

0S=Bos taurus 3| TRFE_B |GDV

GN=TF PE=2 SV=1 |OVIN AFVk| 95%| 51.8| 53.26315|Ref 0.87| 0.24| 0.43] 0.31] 0.051] 0.77| 0.02| 19700 23900(16800| 21600 21900{15900| 27400 16200| 665.3 1993 0.0157| 7.885
cLM

Serotransferrin sp| Q2944 [EGA

0S=Bos taurus 3|TRFE_B |GDV

GN=TF PE=2 SV=1 |OVIN AFVk| 95%| 69.7 53.07753|Ref 1| -0.09| 0.64| 0.31 -0.29( 0.99( 0.32[ 3340 6560 3330 6210 5440( 3130| 7940 4950| 665.3 1993 0.0273| 13.68




cLM

Serotransferrin sp| Q2944 [EGA

0S=Bos taurus 3|TRFE_B |GDV

GN=TF PE=2 SV=1 |OVIN AFVk| 95% 57 53.331|Ref 0.7 0.1 0.63 0.4| 0.081| 0.76] 0.34] 1730 2230 1610f 2590 2450 1710 2850 2120 665.3 1993 0.0143] 7.163
dNP
QTH

Serotransferrin sp| Q2944 [YYAV

0S=Bos taurus 3| TRFE_B |AVV

GN=TF PE=2 SV=1 |OVIN k 63%| 35.9| 54.33354|Ref 0.99| 0.21] 0.58| 0.32| -0.13 1| -0.06| 9460 18600{11700| 17000 15700(10000| 23200 10900( 738.4| 2212.2 0.0192| 8.677
dNP
QTH

Serotransferrin sp| Q2944 [YYAV

0S=Bos taurus 3| TRFE_B |AVV

GN=TF PE=2 SV=1 |OVIN k 92%| 48.6| 54.33035|Ref 1| 0.19| 0.38 0.4| 0.03] 0.85| 0.21] 5770 10800 6700 8570 9560( 6470| 11900 7630( 738.4| 2212.2 0.0141| 6.36
dNP
QTH

Serotransferrin sp| Q2944 [YYAV

0S=Bos taurus 3| TRFE_B |AVV

GN=TF PE=2 SV=1 |OVIN k 69%| 37.3| 54.32285|Ref 0.75| 0.36|/ 0.46] 0.37| 0.24] 0.61] 0.37| 6650 9460( 7850 9430 9770| 7770| 10500 8850( 738.4| 2212.2 0.0155| 7.024

Serotransferrin sp| Q2944 [ecVP

0S=Bos taurus 3| TRFE_B |nSNE

GN=TF PE=2 SV=1 |OVIN R 72%| 28.5| 45.44836|Ref 0.97| 0.22| 0.57| 0.34] -0.24| 0.92| 0.18] 59300 108000|69500| 99700 94100|54600| 1E+05 75800| 699.8| 1397.6 0.0107| 7.661

Serotransferrin sp| Q2944

0S=Bos taurus 3| TRFE_B |eNFE

GN=TF PE=2 SV=1 |OVIN VLick | 95%| 48.8| 52.52188|Ref 0.74 0.2| 0.53| 0.42 -0.05( 0.98[ 0.18 7500 10900 8060| 11400 11700( 7340| 15600 8920| 818.4| 1634.9 0.0097| 5.958
fDEF
FSAG

Serotransferrin sp| Q2944 cAP

0S=Bos taurus 3| TRFE_B |GSP

GN=TF PE=2 SV=1 |OVIN R 95%| 56.9| 47.81985|Ref 1| 0.22| 0.55| 0.33( -0.23| 0.84| 0.14 4250 7200( 4530 6360 6030 3570 7820 4780( 969.4| 1936.9 0.0126| 6.477




fDEF
FSAG
Serotransferrin sp| Q2944 cAP
0S=Bos taurus 3| TRFE_B |GSP
GN=TF PE=2 SV=1 |OVIN R 95%| 62.4| 47.8159|Ref 1.1 0.073( 0.54| 0.47| -0.57 1| -0.03 614 1120 613 952 999| 423| 1350 639| 969.4| 1936.9 2| 0.0122( 6.292
Serotransferrin sp| Q2944
0S=Bos taurus 3| TRFE_B |gDV
GN=TF PE=2 SV=1 |OVIN AFVk| 93%| 42.5[ 50.21019|Ref 0.94| 0.13| 0.62| 0.47| -0.27 1| -0.07| 1E+05 230000(1E+05( 224000 224000|1E+05| 3E+05 139000 672.4| 1342.8 2| 0.0098( 7.256
gEAD
AMS
Serotransferrin sp|Q2944 [LDG
0S=Bos taurus 3| TRFE_B |GYLY
GN=TF PE=2 SV=1 |OVIN IAGk | 61%| 35.9| 54.52795|Ref 0.82| 0.22| 0.58| 0.37| 0.15| 0.56] 0.22] 2610 3370( 2400( 3470 3300( 2480| 3440 2700( 813.8| 2438.2 3| 0.0239( 9.784
No Refer Refer No Refere
gEAD Refere |Value |ence |No No ence |No No Value [Refere No nce
AMS nce s (- Missi |Values [Values [Missi [Values [Values [Reference (s (- nce No Values [Value [Missin [No Values
Serotransferrin sp| Q2944 [LDG Missing|0.842 |ng (- (- ng (- (- Missing  |0.842 |Missing|(- s(- |g (-
0S=Bos taurus 3| TRFE_B |GYLY (1.3384]44597|(1.160|1.1495|0.9536|(1.746|1.0055/0.9271 |(1.338421 [44597|(1.1601(1.149519 (0.953 |(1.746 [1.005540
GN=TF PE=2 SV=1 |OVIN IAGk | 65%| 36.6] 54.61601|Ref 217) ) 1716) |199) [475) |[6938) [403) |425) |(7) ) 716) 9) 6475) [6938) |3) 813.8| 2438.2 3| 0.0191| 7.828
gEAD
AmS
Serotransferrin sp|Q2944 [LDG
0S=Bos taurus 3| TRFE_B |GYLY
GN=TF PE=2 SV=1 |OVIN IAGk | 95%| 60.2| 54.36261|Ref 0.82 0.2| 0.41| 0.34( 0.014 0.88[ 0.21| 4460 5940( 4190 5470 5710 3990 7610 4750( 819.1| 2454.2 3| 0.0217( 8.845
Serotransferrin sp|Q2944 (gPN
0S=Bos taurus 3| TRFE_B |HAV
GN=TF PE=2 SV=1 |OVIN VSR | 77%| 35.1| 50.86758|Ref 0.87| 0.26( 0.62| 0.34] -0.04| 0.87| 0.18| 3540 6170 4400 6330 5740( 3850 7590 4660| 620.9| 1239.7 2| 0.0105( 8.446
Serotransferrin sp| Q2944 [gPN
0S=Bos taurus 3| TRFE_B [HAV
GN=TF PE=2 SV=1 |OVIN VSR | 60%| 31.9 50.89619|Ref 0.55| 0.36( 0.61| 0.32| 0.32| 0.74 0.3| 20500 26300{25000| 33400 30100{26100| 36500 26800| 414.2( 1239.7 3| 0.0093( 7.524




Serotransferrin sp| Q2944 [gPN
0S=Bos taurus 3| TRFE_B |HAV
GN=TF PE=2 SV=1 |OVIN VSR | 84%| 37.8| 50.96861|Ref 0.79 0.3| 0.62[ 0.35[ 0.003[ 0.93( 0.12 12000 20000|15400| 21700 19800(13600| 26900 15300( 620.9| 1239.7 0.011( 8.833
Serotransferrin sp| Q2944 [gPN
0S=Bos taurus 3| TRFE_B |HAV
GN=TF PE=2 SV=1 |OVIN VSR | 77%| 35.4| 50.87143|Ref 0.86| 0.17( 0.63 0.3|] -0.07| 0.94| 0.094| 32000 50000(|33700| 52000, 45500|30800| 64600 35700| 620.9( 1239.7 0.01| 8.043
Serotransferrin sp| Q2944 [gPN
0S=Bos taurus 3| TRFE_B |HAV
GN=TF PE=2 SV=1 |OVIN VSR | 90%| 42.8 50.84222|Ref 0.57| 0.29( 0.63| 0.26/ 0.19| 0.87| 0.33| 1E+05 142000| 1E+05| 180000 154000 1E+05| 2E+05 146000| 414.2( 1239.7 0.0092| 7.379
Serotransferrin sp| Q2944 [gYLA
0S=Bos taurus 3| TRFE_B |VAV
GN=TF PE=2 SV=1 |OVIN Vk 95%| 49.6| 47.06086(Ref 1.1] -0.18 0.5 0.4| -0.15 1.1 0.045( 15800 34800|15300| 27600, 28200(16900| 40800 20000 510 1527 0.0052| 3.375
Serotransferrin sp|Q2944 [gYLA
0S=Bos taurus 3|TRFE_B |VAV
GN=TF PE=2 SV=1 |OVIN Vk 85%| 35.6| 46.97778|Ref 0.79] 0.012| 0.45| 0.26] 0.18] 0.91] 0.22] 3910 4930| 3120| 4740 4580| 3790| 6550 4040 510 1527 0.0039| 2.531
Serotransferrin sp| Q2944 [gYLA
0S=Bos taurus 3| TRFE_B |VAV
GN=TF PE=2 SV=1 |OVIN Vk 94%| 46.5| 48.7458|Ref 1.1] 0.33|] 0.49| 0.29| -0.24| 0.91] -0.04| 7840 16300{10300| 12900 12300( 7480| 17400 8930 510 1526.9 0.0248| 16.26
Serotransferrin sp| Q2944 [gYLA
0S=Bos taurus 3| TRFE_B |VAV
GN=TF PE=2 SV=1 |OVIN Vk 95%| 53.4| 47.22634|Ref 0.87| 0.29] 0.57| 0.45 -0.2| 0.95| 0.043| 9400 16200{11700| 16000 16200 9030| 20900 11100| 764.5 1527 0.0078| 5.093




Serotransferrin sp| Q2944 [gYLA

0S=Bos taurus 3| TRFE_B |VAV

GN=TF PE=2 SV=1 |OVIN Vk 92%| 40.9| 46.54889|Ref 0.68| 0.093| 0.52| 0.47| 0.19| 0.73] 0.28] 5930 6990 5050 7620 8090( 5830 8860 6420( 510 1527 0.0021| 1.356

Serotransferrin sp| Q2944 gYLA

0S=Bos taurus 3| TRFE_B |VAV

GN=TF PE=2 SV=1 |OVIN Vk 74%| 31.1| 46.8985|Ref 0.67| 0.32| 0.41] 0.34] 0.28] 0.62| 0.36] 2160 2510 2140 2550 2670( 2240 2950 2460( 510 1527 HitHHHE 0.1

Serotransferrin sp| Q2944 |GyLA

0S=Bos taurus 3| TRFE_B |VAV

GN=TF PE=2 SV=1 |OVIN Vk 55%| 26.9| 46.70237|Ref 0.57 0.2| 0.66[ 0.47( 0.25( 0.77( 0.087 444 516 434 671 647| 483 724 449 510 1527 0.0012| 0.784

Serotransferrin sp| Q2944 gyLA

0S=Bos taurus 3| TRFE_B |VAV

GN=TF PE=2 SV=1 |OVIN Vk 54%| 23.1| 44.86176|Ref 0.87| -0.03| 0.62| 0.46] -0.1| 0.91] 0.066| 7770 11300| 6550/ 11600 11400( 6770| 14200 7860 458.8| 1831.2 0.0077 4.2
hSTV

Serotransferrin sp| Q2944 [FDNL

0S=Bos taurus 3| TRFE_B |PNPE

GN=TF PE=2 SV=1 |OVIN DR 90%| 44.6| 52.08704(Ref 0.77| 0.23| 0.41] 0.37| 0.36] 0.55| 0.26] 7030 8530 6400 8140 8730( 7560 8980 7290 649 1944 0.0135| 6.924
iLES

Serotransferrin sp| Q2944 (GPF

0S=Bos taurus 3| TRFE_B |VScV

GN=TF PE=2 SV=1 |OVIN k 57%| 34.2| 53.61836|Ref 0.99| 0.25| 0.78] 0.31] -0.57 1 -0.1| 13300 25300{16500| 26800 21300{10100| 31600 14500( 645| 1932.1 0.0164| 8.491
iLES

Serotransferrin sp| Q2944 (GPF

0S=Bos taurus 3| TRFE_B |VScV

GN=TF PE=2 SV=1 |OVIN k 92%| 47.5| 53.57346|Ref 1.1 -0 0.7 0.35[ -0.77 1.1 0.18 3490 7850( 3980 7250 6300 2520 9380 5060 645| 1932.1 0.0104| 5.356




Serotransferrin sp| Q2944 (GPF

0S=Bos taurus 3| TRFE_B |VScV

GN=TF PE=2 SV=1 |OVIN k 80%| 39.7| 53.5998|Ref 0.87| 0.038| 0.79| 0.42| -0.19] 0.91] 0.11 804 1410 861| 1630 1390| 797| 1780 1010| 645 1932.1 0.0137| 7.063
kNYE

Serotransferrin sp| Q2944 [LLcG

0S=Bos taurus 3|TRFE_B |DNT

GN=TF PE=2 SV=1 |OVIN R 92%| 48.5| 53.75581|Ref 1.1] 0.028| 0.55| 0.48] -0.28| 0.89| 0.11] 18200 35400|18700| 30200, 31700|16400| 38300 22200| 694 2079.1 0.0118| 5.693
kPVT

Serotransferrin sp| Q2944 [DAE

0S=Bos taurus 3| TRFE_B |NcHL

GN=TF PE=2 SV=1 |OVIN AR 95%| 93.7| 54.21559|Ref 0.75| 0.25 0.6| 0.44( -0.15| 0.92( 0.21| 1E+05 188000| 1E+05| 207000 204000|1E+05| 3E+05 157000| 527.8| 2107.1 0.016( 7.594
kPVT

Serotransferrin sp| Q2944 [DAE

0S=Bos taurus 3| TRFE_B |ncHL

GN=TF PE=2 SV=1 |OVIN AR 80%: 40| 53.84613|Ref 0.69| 0.28| 0.52| 0.42| 0.18] 0.71] 0.22| 10600 13100(10700 14100 14500(10700| 16200 11500( 703.7| 2108.1 0.0197| 9.338
kSVD
DYQ
EcYL
AMV

Serotransferrin sp| Q2944 [PSH

0S=Bos taurus 3| TRFE_B |AVV

GN=TF PE=2 SV=1 |OVIN AR 89%| 44.3| 55.41418|Ref 0.73| 0.34| 0.38] 0.44| 0.098| 0.73| 0.27 503 635| 526 608 696| 480 778 562| 784.6| 3134.6 0.0155| 4.948
kTYD

Serotransferrin sp| Q2944 [SYLG

0S=Bos taurus 3| TRFE_B |DDY

GN=TF PE=2 SV=1 |OVIN VR 81%| 40.6| 54.04171|Ref 0.66| 0.36/ 0.51| 0.46] 0.33] 0.68| 0.12| 14500 18600(16400 20500 21800|17400| 23200 15600 735| 2202.1 0.0185| 8.418
kTYD

Serotransferrin sp| Q2944 [SYLG

0S=Bos taurus 3| TRFE_B |DDY

GN=TF PE=2 SV=1 |OVIN VR 76%| 36.9| 54.04002(Ref 0.75| 0.34( 0.34| 0.51] 0.12 1.2| 0.014( 15600 35300/28900| 32200, 40000|26800| 58600 25700 551.5( 2202.1 0.0182| 8.253




kTYD

Serotransferrin sp| Q2944 [SYLG

0S=Bos taurus 3| TRFE_B |DDY

GN=TF PE=2 SV=1 |OVIN VR 87%| 43.8| 54.07889|Ref 0.66| 0.33( 0.52| 0.49| 0.019| 0.74 0.2 6300 7510 6460 8300 8930 5630 9650 6630 735| 2202.1 0.0167| 7.587
Serotransferrin sp| Q2944

0S=Bos taurus 3| TRFE_B (lcQL

GN=TF PE=2 SV=1 |OVIN cAGk| 75%| 35.6 51.65194|Ref 1/ 0.059| 0.63| 0.23 -0.2| 0.91] 0.19] 2380 4290| 2390| 3980 3320( 2160| 4860 2910( 768.4| 1534.8 0.0089| 5.791
Serotransferrin sp| Q2944 (ILEAC

0S=Bos taurus 3| TRFE_B |TFHk

GN=TF PE=2 SV=1 |OVIN P 58%| 34.5| 53.88741|Ref 0.7 0.25| 0.71] 0.35 -0.1| 0.88] 0.22| 3060 4300| 3410| 5270 4530| 2890| 5960 3750( 605 1812 0.0147| 8.102
Serotransferrin sp| Q2944 (ILEAC

0S=Bos taurus 3| TRFE_B |TFHk

GN=TF PE=2 SV=1 |OVIN P 92% 46| 53.98067|Ref 0.85 0.1 0.75| 0.44( -0.18[ 0.92 0.008[ 1590 2530 1640 2880 2560( 1450 3240 1720 907 1812 0.0127| 6.99
Serotransferrin sp| Q2944 (ILEAC

0S=Bos taurus 3| TRFE_B |TFHk

GN=TF PE=2 SV=1 |OVIN P 60%| 35.1| 53.98747|Ref 0.64| 0.013| 0.95 0.3] -0.11] 0.93| 0.26| 56000 83000|58400( 126000, 88000|58000| 1E+05 77700 605 1812 0.0125| 6.894
Serotransferrin sp| Q2944 (ILEAC

0S=Bos taurus 3| TRFE_B |TFHk

GN=TF PE=2 SV=1 |OVIN P 87% 44( 53.90485|Ref 0.69| 0.28| 0.69| 0.37| 0.025| 0.74| 0.27| 1610 2150 1750 2620 2300 1590 2720 1960 605 1812 0.007| 3.866
Serotransferrin sp| Q2944 (ILEAC

0S=Bos taurus 3| TRFE_B |TFHk

GN=TF PE=2 SV=1 |OVIN P 60%: 35[ 53.96886|Ref 0.71] 0.15| 0.91] 0.32 -0.3| 0.91] 0.14| 12100 16700({12300| 23300 17100( 9720 23400 13700 605 1812 0.0096| 5.273




Serotransferrin sp| Q2944 (ILEAC

0S=Bos taurus 3| TRFE_B |TFHk

GN=TF PE=2 SV=1 |OVIN P 91%| 44.9] 53.9043|Ref 0.76] 0.11| 0.66 0.4| -0.06| 0.98| 0.078| 1220 1800| 1240 2030 1870| 1190 2560 1360 907 1812 0.0071| 3.89

Serotransferrin sp| Q2944 (ILEAC

0S=Bos taurus 3| TRFE_B |TFHk

GN=TF PE=2 SV=1 |OVIN P 72%| 37.7| 53.90621|Ref 0.77| -0.09| 0.83 0.5 -0| 0.76] -0.04 753 946| 568 1200 1060| 650 1150 655| 605 1812 0.003( 1.649
sVD
DYQ
EcYL
AMV

Serotransferrin sp| Q2944 [PSH

0S=Bos taurus 3| TRFE_B |AVV

GN=TF PE=2 SV=1 |OVIN AR 95%| 58.1| 52.73266|Ref 0.78| 0.13] 0.22| 0.51] 0.23] 0.92| 0.27 933 1390 957| 1150 1550| 1110 1870 1180| 901.8| 2702.3 0.0043] 1.602
tSDA

Serotransferrin sp| Q2944 [NIN

0S=Bos taurus 3|TRFE_B |WN

GN=TF PE=2 SV=1 |OVIN NLk | 64%| 35.8| 53.90113|Ref 0.96| 0.044| 0.44] 0.51] -0.03] 0.83] 0.13]| 15800 25300{14500| 21400 24800(14900| 28200 17200| 666.7| 1997.1 0.011f 5.516
tSDA

Serotransferrin sp| Q2944 [NIN

0S=Bos taurus 3| TRFE_B |WnN

GN=TF PE=2 SV=1 |OVIN Lk 95%| 57.6| 53.89657|Ref 1.1] -0.02 0.6 0.33( -0.33 1 -0| 10800 23800{11500| 19900 18200(10000| 26800 13100 1000 1998.1 0.0127| 6.34
tYDS

Serotransferrin sp| Q2944 [YLGD

0S=Bos taurus 3|TRFE_B |DYV

GN=TF PE=2 SV=1 |OVIN R 95% 53| 49.52396|Ref 0.89| 0.26|/ 0.47| 0.49| -0.03| 0.84| 0.25| 46000 86700|60800| 78600, 88000|53400| 1E+05 67500| 885.9| 1769.8 0.0152| 8.604
tYDS

Serotransferrin sp| Q2944 [YLGD

0S=Bos taurus 3|TRFE_B |DYV

GN=TF PE=2 SV=1 |OVIN R 95%| 44.1| 49.40317|Ref 0.62| 0.17| 0.55 0.5 0.053| 0.91 0.3| 2010 2720( 2160[ 3160 3370( 2150 4060 2650( 885.9] 1769.8 0.0179| 10.12




Serotransferrin sp| Q2944 |wcAl

0S=Bos taurus 3|TRFE_B |GHQ

GN=TF PE=2 SV=1 |OVIN ER 67%| 31.4| 48.88387|Ref 0.84| 0.044( 0.63| 0.25| 0.27| 0.78 0.2| 10900 16300(10200 17100 14600(12900| 19200 12700( 483.9| 1448.7 0.0098| 6.748
Serotransferrin sp| Q2944 |wcAl

0S=Bos taurus 3|TRFE_B |GHQ

GN=TF PE=2 SV=1 |OVIN ER 88%| 39.4| 48.89134(Ref 1.1 0.002( 0.72| 0.22| -0.41 1| -0.06| 39600 73900|37800| 69600, 54600|30700| 86300 40700( 483.9| 1448.7 0.0093| 6.438
Serotransferrin sp| Q2944 |wcAl

0S=Bos taurus 3|TRFE_B |GHQ

GN=TF PE=2 SV=1 |OVIN ER 63%| 30.7| 49.06567|Ref 0.68| 0.34| 0.56] 0.25| 0.32| 0.57| 0.37| 5470 6870 5920 7710 6890 6310 7850 6760( 483.9| 1448.7 0.0056| 3.851
Uncharacterized aEES

protein OS=Bos tr|FLIME6 |AAH

taurus GN=Bt.3071 |5|F1ME6 |LPEEI

PE=4 SV=1 5_BOVIN (R 78%| 38.5| 52.96837|Ref -0.13| -0.15| -0.16] -0.29( -0.11f -0.29( -0.12| 10100 8290( 8890 9910 9970( 9850 9100 10200( 586 1754.9 0.0097| 5.526
Uncharacterized

protein OS=Bos tr|FLMEG6 [aSVG

taurus GN=Bt.3071 [5|F1ME6 |QVE

PE=4 SV=1 5_BOVIN |[SDLk | 95%| 75.7| 52.8841|Ref -0.34( -0.03| 0.034| -0.11 -0.19| -0.41| -0.35 19100 12900{17300| 20300 20300{16700| 15100 15600 871 1740 0.0158| 9.098
Uncharacterized

protein OS=Bos tr|FLME6 |dFTS

taurus GN=Bt.3071 |5|F1ME6 |LENT

PE=4 SV=1 5_BOVIN [VEER| 90%| 41.5[ 51.31795|Ref -0.009| 0.035| -0.23| -0.15| -0.32| -0.4| -0.42| 5760 4660| 5220| 4880 5680( 4420 4360 4270| 872.4| 1742.8 0.0136| 7.821
Uncharacterized

protein OS=Bos tr|FLMEG6 |dFTS

taurus GN=Bt.3071 |5|F1ME6 |LENT

PE=4 SV=1 5_BOVIN [VEER| 95%| 51.4| 51.34489|Ref -0.25| -0.1] -0.1f -0.16 -0.35 -0.28| -0.41 9430 5790 6970 7800 8270( 6320 6930 6290 872.4| 1742.9 0.0123] 7.053




Uncharacterized eELG

protein OS=Bos tr|FIME6 |QGL

taurus GN=Bt.3071 [5|F1ME6 |QGV

PE=4 SV=1 5_BOVIN [EQk | 92%| 48.2 53.90889|Ref -0.057| -0.12| -0.2| -0.25| -0.29| -0.16| -0.51| 40600 29600(30800| 32700 34700(29500| 33800 26300 675 2022.1 0.0144| 7.108

Uncharacterized eRDF

protein OS=Bos tr|FLMEG6 |TSLE

taurus GN=Bt.3071 [5|F1IME6 |NTV

PE=4 SV=1 5_BOVIN [EER | 91%| 43.3| 52.36499|Ref -0.38| -0.06| -0.22| -0.027 -0.18| -0.33| -0.29 1510 928| 1260 1260 1590| 1250 1170 1200| 1015 2028 0.0176| 8.652

Uncharacterized

protein OS=Bos tr|FIME6 |eSQ

taurus GN=Bt.3071 |5|F1ME6 |GLDS

PE=4 SV=1 5_BOVIN (R 72%| 32.6| 49.33781|Ref -0.39| -0.09| -0.06| -0.16 -0.23| -0.26 -0.26| 94500 59100|79100| 90500 93000|77100| 79100 78600| 598.3| 1194.6 0.0105| 8.757

Uncharacterized

protein OS=Bos tr|FIME6 |eSQ

taurus GN=Bt.3071 |5|F1ME6 |GLDS

PE=4 SV=1 5_BOVIN (R 63% 31| 49.41079|Ref -0.25| -0.13| -0.04| -0.34( 0.034( -0.31| -0.15[ 15100 12300{14400| 17300 15500(17500( 14400 16000( 399.2| 1194.6 0.0095| 7.942
gAH

Uncharacterized PSG

protein 0S=Bos tr|FLME6 |GAD

taurus GN=Bt.3071 [5|F1ME6 |DVA

PE=4 SV=1 5_BOVIN [k 65%| 35.2| 53.08426|Ref -0.3| -0.25| -0.37| -0.12| -0.06| -0.22| 0.073| 16300 12300{13800| 14200 18700(17100| 15900 19400( 597.3| 1788.9 0.0249| 13.94

Uncharacterized gGH

protein OS=Bos tr|FLIME6 |GAA

taurus GN=Bt.3071 [5|F1ME6 |SPSE

PE=4 SV=1 5_BOVIN [k 77%| 37.8| 52.57295|Ref -0.1| -0.15| -0.12| -0.19| -0.11] -0.31] -0.17| 7930 7140( 7480 8600 9000 8310 7570 8260 536 1604.9 0.0203] 12.65




Uncharacterized gGH

protein OS=Bos tr|FLIME6 |GAA

taurus GN=Bt.3071 [5|F1ME6 |SPSE

PE=4 SV=1 5_BOVIN [k 95%| 52.8| 52.79649|Ref -0.13| -0.09| -0.27| -0.083( -0.08| -0.42 -0.23| 20300 16500{18300| 18100 22800(20000| 16500 18700 536/ 1604.9 0.0086| 5.348

Uncharacterized gGH

protein OS=Bos tr|FIME6 |GAA

taurus GN=Bt.3071 [5|F1ME6 |SPSE

PE=4 SV=1 5_BOVIN [k 51%| 32.3| 52.79471|Ref -0.23| -0.1] -0.33| -0.19 -0.15| -0.36 0.064| 12900 9840(11700 11200 13600(12200( 11100 14700 536/ 1604.9 0.0084| 5.236
gLGE

Uncharacterized AQLs

protein OS=Bos tr|FIME6 [LAG

taurus GN=Bt.3071 [5|F1ME6 |DVD

PE=4 SV=1 5_BOVIN |ELk 95%| 67.6|] 54.32064(Ref -0.36| -0.25| -0.1 -0.1| -0.16| -0.19| -0.18| 12300 8170 9600 11900 13100({11000| 11300 11300( 775.1| 2322.3 0.0225| 9.694
gLGE

Uncharacterized AQLs

protein OS=Bos tr|FLME6 [LAG

taurus GN=Bt.3071 [5|F1ME6 |DVD

PE=4 SV=1 5_BOVIN |ELk 95%| 57.2| 54.28412|Ref -0.26| -0.26| -0.05| -0.25( 0.12| -0.43 -0.2| 6070 4540| 4930| 6400 6110 6900 4940 5720| 775.1| 2322.3 0.0176| 7.563
gLGE

Uncharacterized AQLs

protein OS=Bos tr|FIME6 [LAG

taurus GN=Bt.3071 [5|F1ME6 |DVD

PE=4 SV=1 5_BOVIN |ELk 87%| 43.9| 54.18303|Ref -0.3| -0.38| -0.06| -0.22| -0.09| -0.02| -0.07| 1500 1220| 1250 1740 1720| 1640 1800 1730| 775.1 23223 0.0128| 5.51
gLGE

Uncharacterized AQLs

protein OS=Bos tr|FIME6 [LAG

taurus GN=Bt.3071 [5|F1ME6 |DVD

PE=4 SV=1 5_BOVIN [ELkR | 94% 51| 54.18764|Ref -0.35| -0.18| -0.09| -0.062( -0.13| -0.31| -0.28| 17600 11500{14000| 16800 18900(15800| 14500 14700| 827.1| 2478.4 0.0178| 7.161




Uncharacterized iETN

protein OS=Bos tr|FLME6 |ENN

taurus GN=Bt.3071 [5|F1ME6 |LESA

PE=4 SV=1 5_BOVIN [k 95%| 73.1] 53.9869|Ref -0.66| -0.17| -0.08| -0.016( -0.1| -0.4 -0.21| 25400 12300{18700| 22500 25800(21300| 18100 20500| 985.5 1969 0.0129| 6.56
Uncharacterized iETn

protein OS=Bos tr|FLME6 |ENN

taurus GN=Bt.3071 [5|F1ME6 |LESA

PE=4 SV=1 5_BOVIN [k 93%| 49.7| 53.67427|Ref -0.14| -0.2| -0.18| -0.38 -0.27| -0.03| -0.13| 17800 14100|14600| 16700 16000(15100| 18700 17300| 657.7 1970 0.0165| 8.39
Uncharacterized

protein OS=Bos tr|FLME6 [iETN

taurus GN=Bt.3071 |5|F1ME6 |EnNL

PE=4 SV=1 5_BOVIN |[ESAk| 95%| 55.9| 53.6849|Ref -0.55| -0.1] 0.044| -0.048( -0.19| -0.29( -0.36 10900 6050( 8980 11100 11500 9090 8850 8410 986 1970 0.0148| 7.484
Uncharacterized

protein OS=Bos tr|FLME6 [iETN

taurus GN=Bt.3071 |5|F1ME6 |EnNL

PE=4 SV=1 5_BOVIN |[ESAk| 95%| 53.8 53.69086|Ref -0.39| -0.18| -0.19| -0.028( -0.12| -0.16 -0.18| 6500 4530| 5670| 6320 7810 6400| 6500 6380[ 986 1970 0.013( 6.612
Uncharacterized

protein OS=Bos tr|FIME6

taurus GN=Bt.3071 |5|F1ME6 |[IQNE

PE=4 SV=1 5_BOVIN |[ILk 80%: 35[ 49.58339|Ref -0.29| -0.15| 0.004| -0.15 -0.18| -0.39 -0.3| 52500 35100{41900| 52300, 51800|44200| 39900 42300( 733.5| 1464.9 0.0042| 2.893
Uncharacterized

protein OS=Bos tr|FIME6

taurus GN=Bt.3071 |5|F1ME6 |[IQNE

PE=4 SV=1 5_BOVIN |[ILk 84%| 37.4| 50.63652(Ref -0.13| -0.18| -0.1| -0.062 -0.15| -0.33| -0.35[ 14500 11600{12300| 14500 16400(13500( 12400 12200| 733.5| 1464.9 0.0233| 15.88




Uncharacterized Iasv

protein OS=Bos tr|FLME6 |EDG

taurus GN=Bt.3071 [5|F1ME6 |VQA

PE=4 SV=1 5_BOVIN [AR 79%| 37.4| 52.32539|Ref -0.16| -0.15| -0.11| -0.23 -0.28| -0.2 -0.2| 11900 9100( 9940 11500 11600 9830( 10800 10800( 788.9| 1575.8 0.0117| 7.419

Uncharacterized Iasv

protein OS=Bos tr|FLME6 |EDG

taurus GN=Bt.3071 [5|F1ME6 |VQA

PE=4 SV=1 5_BOVIN [AR 89%| 41.7| 52.31457|Ref -0.42| -0.17| -0.14| -0.35[ -0.23| -0.16 -0.07| 83700 48300|62500| 71900, 68200|64800| 71300 75200| 788.9| 1575.8 0.008( 5.098

Uncharacterized

protein OS=Bos tr|FIME6

taurus GN=Bt.3071 |5|F1ME6 |qGES

PE=4 SV=1 5_BOVIN [EINR| 82% 37| 49.72054|Ref -0.46| -0.13| -0.17| -0.34 0.34( -0.13| -0.37| 11900 861011700 12800 12500(17600| 13200 11100| 412.9| 1235.6 0.01| 8.107
gREE

Uncharacterized LGQ

protein OS=Bos tr|FIME6 |GLQ

taurus GN=Bt.3071 [5|F1ME6 |GVE

PE=4 SV=1 5_BOVIN |Qk 51%| 33.2| 53.86624|Ref -0.55| -0.14| -0.31| -0.068| -0.16[ -0.1| -0.11| 17100 9730(14000| 13900 18200(14900| 16200 16000| 993.5 1985 0.0152| 7.668
qREE

Uncharacterized LGQ

protein OS=Bos tr|FIME6 |GLQ

taurus GN=Bt.3071 [5|F1ME6 |GVE

PE=4 SV=1 5_BOVIN |Qk 72%| 37.9| 54.22436|Ref -0.47| -0.14| -0.04| -0.04 -0.12| -0.29( -0.29| 35700 22200|30300| 36500 40100|33200| 30800 30600| 769.8| 2306.3 0.0211] 9.144
qREE

Uncharacterized LGQ

protein OS=Bos tr|FIME6 |GLQ

taurus GN=Bt.3071 [5|F1ME6 |GVE

PE=4 SV=1 5_BOVIN |Qk 60%| 35.2| 54.1071|Ref -0.35| -0.17| -0.18| -0.01 -0.2| -0.22| -0.12| 7360 5290 6480 7220 8970( 6880 7050 7530 769.8| 2306.3 0.0178| 7.714




Uncharacterized sIND
protein OS=Bos tr|FLMEG6 |NIAI
taurus GN=Bt.3071 |5|F1ME6 [FTDV
PE=4 SV=1 5_BOVIN |Qk 95% 49| 53.99097|Ref -0.2| -0.41| -0.14| -0.017| -0.35| -0.36| -0.35| 5760 3410| 3190 4340 5190| 3590 3730 3740| 1094 2185.2 0.0205| 9.369
Uncharacterized sIND
protein OS=Bos tr|FLMEG6 |NIAI
taurus GN=Bt.3071 |5|F1ME6 [FTDV
PE=4 SV=1 5_BOVIN |Qk 95%| 59.4| 53.91616(Ref -0.061| -0.3( -0.1f-0.088| -0.2| -0.21| -0.24 1010 916| 845[ 1090, 1210| 974| 1010 983| 729.4| 2185.2 0.013| 5.941
Uncharacterized sIND
protein OS=Bos tr|FIMEG6 |NIAI
taurus GN=Bt.3071 |5|F1ME6 [FTDV
PE=4 SV=1 5_BOVIN |Qk 91%| 47.4| 53.85202(Ref -0.034| -0.41( -0.18 0.003| -0.5[ 0.044| -0.21 586 530| 444 582 730 448 684 569| 729.4| 2185.2 0.0086| 3.938
Uncharacterized sinD
protein OS=Bos tr|FLMEG6 |NIAI
taurus GN=Bt.3071 |5|F1ME6 [FTDV
PE=4 SV=1 5_BOVIN |Qk 93%| 49.7| 54.15179|Ref -0.047| -0.22| -0.15 -0.21| -0.33| -0.22| -0.07| 3730 3270| 3130[ 3700 3900| 3130 3550 3900| 729.7 2186.2 0.0208| 9.51
Uncharacterized sTIQ
protein OS=Bos tr|FIME6 |TME
taurus GN=Bt.3071 |5|F1ME6 [SDVY
PE=4 SV=1 5_BOVIN |TEVk| 90%| 47.2| 54.57743(Ref -0.24| -0.11| -0.41 0.055 -0.31| -0.16 -0.45| 22000 13900|16600| 15100 23000|15600( 18000 14600| 780.4 2338.2 0.0034| 1.462
Uncharacterized sTIQ
protein OS=Bos tr|FIME6 |TME
taurus GN=Bt.3071 |5|F1ME6 [SDVY
PE=4 SV=1 5_BOVIN |TEVk| 95%| 53.5| 54.47431(Ref -0.25| -0.32( 0.083 -0.33| -0.16[ -0.25[ -0.1| 2000 1480| 1530 2270 1880| 1840| 1810 2000| 780.4| 2338.2 0.0157| 6.695




Uncharacterized

protein OS=Bos tr|FIME6 [tAVD

taurus GN=Bt.3071 |5|F1ME6 |SLVA

PE=4 SV=1 5_BOVIN [YSVk| 95%| 59.7| 52.75967|Ref -0.47| -0.33| -0.07| -0.077 -0.12f -0.1| -0.03| 17000 12000{14300| 19200 21000{17900| 18900 19700 621| 1860.1 0.0168| 9.014
Uncharacterized

protein OS=Bos tr|FIME6 [tAVD

taurus GN=Bt.3071 |5|F1ME6 |SLVA

PE=4 SV=1 5_BOVIN [YSVk| 95% 58| 52.64334|Ref -0.26| -0.16| -0.01 -0.1| -0.35| -0.25| -0.17| 77400 57300|66600| 82600, 85500|62800| 70400 73700 621 1860.1 0.0146| 7.837
Uncharacterized

protein OS=Bos tr|FIME6 [tAVD

taurus GN=Bt.3071 |5|F1ME6 |SLVA

PE=4 SV=1 5_BOVIN [YSVk| 95% 66| 52.64334|Ref -0.38| -0.24| 0.002| 0.068( -0.23| -0.27 -0.22 7820 5490 6560 8730 10100 7170 7250 7470 931 1860.1 0.0145| 7.796
Uncharacterized

protein OS=Bos tr|FIME6 [tAVD

taurus GN=Bt.3071 |5|F1ME6 |SLVA

PE=4 SV=1 5_BOVIN [YSVk| 95%| 56.7| 52.63468|Ref -0.36| -0.2| -0.16] -0.21 -0.15( -0.3| -0.07| 18900 11900|14400| 16700 17700(16100| 15100 17600 621| 1860.1 0.0118| 6.354
Uncharacterized

protein OS=Bos tr|FIME6 [tAVD

taurus GN=Bt.3071 |5|F1ME6 |SLVA

PE=4 SV=1 5_BOVIN [YSVk| 95%| 72.3| 52.60498|Ref -0.29| -0.15| -0.25| -0.14 -0.19| -0.25 -0.21| 3760 2420( 2910[ 3050 3620( 3040 3050 3110( 931| 1860.1 0.0117] 6.281
Uncharacterized VvQE

protein OS=Bos tr|FIME6 |QVH

taurus GN=Bt.3071 [5|F1ME6 |TLLG

PE=4 SV=1 5_BOVIN (R 85%| 39.8| 52.35708|Ref -0.16| -0.16] -0.1| -0.24( -0.1f -0.33| -0.22 9490 7380( 8000f 9360 9360 9020 8020 8580( 792.5| 1582.9 0.013( 8.229




Uncharacterized VvQE
protein OS=Bos tr|FIME6 |QVH
taurus GN=Bt.3071 [5|F1ME6 |TLLG
PE=4 SV=1 5_BOVIN (R 73%| 36.3| 52.31684|Ref -0.28| -0.32| 0.037| -0.16 -0.22| -0.31| -0.26[ 9300 6050 6370 9160 8780( 7350 7260 7460| 528.6| 1582.9 0.0113] 7.115
Uncharacterized VvQE
protein OS=Bos tr| FIME6 |QVH
taurus GN=Bt.3071 [5|F1ME6 |TLLG
PE=4 SV=1 5_BOVIN (R 94%| 50.6| 52.42924|Ref -0.48| -0.09| -0.28| -0.17( -0.3| -0.14 -0.11 7440 4110| 5810| 5720 6790 5450 6330 6450( 528.6| 1582.9 0.0164| 10.35
Uncharacterized VvQE
protein OS=Bos tr|FIME6 |QVH
taurus GN=Bt.3071 [5|F1ME6 |TLLG
PE=4 SV=1 5_BOVIN (R 90%| 44.5| 52.3005(Ref -0.3| -0.08| -0.02| -0.32| -0.26| -0.14| -0.24| 9930 6890( 8720 10200 9130 8270 9380 8710| 528.6| 1582.9 0.0105] 6.661
Uncharacterized VvQE
protein OS=Bos tr|FIME6 |QVH
taurus GN=Bt.3071 [5|F1ME6 |TLLG
PE=4 SV=1 5_BOVIN (R 95%| 48.6| 52.48628|Ref -0.31| -0.18| -0.2| -0.16 -0.15 -0.11| -0.19 5490 3880( 4590 5080 5750 5080| 5430 5120( 792.5| 1582.9 0.01] 6.31
Uncharacterized VvQE
protein OS=Bos tr|FIME6 |QVH
taurus GN=Bt.3071 [5|F1ME6 |TLLG
PE=4 SV=1 5_BOVIN (R 90%| 42.7| 52.46585|Ref -0.3| -0.15| -0.14| -0.099| -0.24| -0.1| -0.17| 5830 4450| 5350/ 6070 6870 5420 6270 5910( 792.5| 1582.9 0.0096| 6.07
Uncharacterized VvQE
protein OS=Bos tr|FIME6 |QVH
taurus GN=Bt.3071 [5|F1ME6 |TLLG
PE=4 SV=1 5_BOVIN (R 94%| 50.7| 52.5329|Ref -0.35| -0.33| 0.043 -0.3 -0.2| -0.17| -0.19| 28500 17700]19500| 28300 24600(23000| 24500 24000 528.6| 1582.9 0.0089| 5.619




Uncharacterized VvQE
protein OS=Bos tr|FIME6 |QVH
taurus GN=Bt.3071 |5|F1ME6 (TLLG
PE=4 SV=1 5_BOVIN |R 79%| 38.2| 52.27961(Ref 0.056| -0.1| -0.41| -0.16] -0.42| -0.06| -0.18| 1120 1080| 1050 951 1240| 906| 1220 1110( 528.6| 1582.9 0.0058| 3.649
Uncharacterized VvQE
protein OS=Bos tr| FIME6 |QVH
taurus GN=Bt.3071 |5|F1IME6 (TLLG
PE=4 SV=1 5_BOVIN |R 59%| 33.2| 52.31087|Ref -0.26| -0.03| -0.45[ -0.12| -0.01f -0.09 -0.25 815 651 828 693 963| 906 899 793| 528.6| 1582.9 0.0067| 4.236
vQsL
Uncharacterized QAT
protein OS=Bos tr|FIMEG6 |FGTF
taurus GN=Bt.3071 |5|F1ME6 (ESLV
PE=4 SV=1 5_BOVIN |R 84%| 42.3| 53.99956(Ref -0.15| -0.09( -0.2 -0.28| -0.54( 0.096 -0.11| 1070 900| 1010 1060 1100| 804| 1300 1120( 696.4| 2086.1 0.0024| 1.171
vQsL
Uncharacterized QAT
protein OS=Bos tr|FIME6 |FGTF
taurus GN=Bt.3071 |5|F1ME6 (ESLV
PE=4 SV=1 5_BOVIN |R 89%| 43.6| 54.07025[Ref -0.94| -0.32( 0.08[ -0.27| -0.05[ -0.03[ -0.3 326 125| 208 308 266| 271 287 236| 1044 2086.1 0.0107| 5.136
vQsL
Uncharacterized QAT
protein OS=Bos tr|FIME6 |FGTF
taurus GN=Bt.3071 |5|F1ME6 (ESLV
PE=4 SV=1 5_BOVIN |R 95%| 68.3| 54.0557[Ref -0.21| -0.2 -0.35[ -0.66| -0.31| -0.1f 0.33 360 271| 296 300 266| 295 356 479| 696.4| 2086.1 0.0087| 4.147
IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr [iITHP
|C5IWV5 | |NFn
C5IWV5_ |GNT
PIG,tr|F1S|LDN
Trypsin - Sus scrofa [RS2|F1SR [DIML
(Pig). S2_PIG 1k 62%| 34.9| 55.21031(Ref -0.004| -0.01 0.18(-0.072| 0.16| 0.14| -0.11| 23100 20400|22100| 28300 26100|26800( 27500 23000| 723.9| 2891.5 0.0209| 7.221




Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

iITHP
NFN

GnTL
DNDI
MLIk

55%

35.4

55.13255

Ref

0.18

0.14

0.14

-0.27

0.13

-0.03

0.003

1380

1410

1490

1680

1390

1600

1490

1520

964.9

2891.6

0.016

5.546

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

iITHP
nFN
GNT
LDN
DImL
1k

69%

36.5

55.37371

Ref

0.053

-0.09

0.018

-0.008

0.064

0.17

-0.07

1320

1090

1070

1290

1400

1290

1450

1220

727.9

2907.5

0.017

5.831

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

iITHP

72%

55.24775

0.074

-0.07

0.079

-0.035

0.15

0.024

4910

4540

4450

5550

5650

5620

5550

5330

724.1

2892.5

0.0072

2.494




Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

iITHP

90%

47.8

55.17055

Ref

0.16

-0.11

0.058

0.052

0.052

0.012

-0.04

1850

1700

1520

1920

2110

1840

1870

1800

965.2

2892.6

0.0011

0.395

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWV5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEG
NEQ
FINA

55%

35.6

55.33766

Ref

-0.29

0.005

0.24

-0.038

0.11

-0.08

15400

8580

11400

15100

13700

13300

12000

12100

940.5

2818.5

0.0337

11.94

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEG
NEQ
FINA

83%

43

55.28796

0.029

0.034

0.04

-0.069

0.23

0.027

0.12

2900

2860

3120

3510

3590

3860

3500

3700

940.5

2818.5

0.0238

8.441




Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEG
NEQ
FINA
Ak

95%

54.9

55.28796

Ref

0.066

-0.16

0.11

0.039

0.13

-0.04

5210

4350

4040

5440

5730

5330

4930

5050

940.5

2818.5

0.0238

8.441

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWV5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEG
NEQ
FINA
Ak

94%

52.5

55.27961

Ref

0.12

0.088

0.33

0.24

0.078

-0.35

-0.22

29300

30300

32100

42600

44000

34400

26800

29100

940.5

2818.5

0.0212

7.526

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV

NEQ
FINA

89%

55.27953

0.03

-0.07

0.028

-0.23

0.16

-0.08

0.49

20300

20200

20500

24500

22600

25900

22800

33700

705.6

2818.5

0.0197

6.974




Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEG
NEQ
FINA
Ak

95%

55.6

55.2774

0.2

-0.26

0.33

-0.12

-0.16

0.19

-0.04

1E+05

142000

1E+05

189000

153000

1E+05

2E+05

145000

705.6

2818.5

0.0179

6.364

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWV5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEG
NEQ
FINA
Ak

78%

38.9

55.24023

Ref

Refere
nce
Missing
(1.4091
66)

No
Value
s(-
0.624
62616

)

No
Value
s (-
0.791
2209)

Refere
nce
Missin
g
(0.966
28785)

No
Values
(-
0.7358
2774)

No
Value
s (-
0.798
5944)

No
Values

(-

0.

7877

202)

No
Values

(-

0.7093
227)

Reference
Missing
(1.409166

)

No
Value
s (-
0.624
62616
)

No
Values
(-
0.7912
209)

Reference
Missing
(0.966287

85)

No
Value
s (-
0.735
82774

)

No
Values

(-

0.7985
944)

No Values
(-
0.787720
2)

705.6

2818.5

0.016

5.669

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV

NEQ
FINA

95%

55.33192

-0.14

0.32

0.26

-0.13

0.27

-0.25

-0.33

3090

2230

3330

3580

3000

3480

2530

2370

940.5

2818.5

0.0348

12.33




Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEG
NEQ
FINA
Ak

95%

55.9

55.28259

Ref

0.29

0.016

-0.05

-0.058

-0.04

0.094

0.07

9350

10400

9380

10100

11000

9780

11200

10900

705.6

2818.5

0.0248

8.79

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWV5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEG
NEQ
FINA
Ak

86%

44.6

55.29058|

Ref

0.22

0.11

0.032

0.12

0.11

-0.02

1690

1620

2190

2290

2390

2220

2300

2090

940.5

2818.5

0.0223

7.919

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV

NEQ
FINA

94%

55.2898

-0.19

0.36

0.12

-0.41

0.26

-0.06

0.1

85400

66600

1E+05

101000

76600

1E+05

89600

99100

940.5

2818.5

0.0203

7.206




Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEG
NEQ
FINA
Ak

90%

47.9

55.29619

Ref

0.22

0.093

0.094

0.083

0.29

-0.47

0.025

2910

3310

3300

3710

4060

4080

2520

3530

940.5

2818.5

0.0188

6.685

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEG
NEQ
FINA
Ak

95%

56.6

55.26518|

Ref

0.37

0.012

-0.01

0.073

-0.18

0.021

-0.21

4E+05

372000

3E+05

349000

406000

3E+05

4E+05

301000

705.6

2818.5

0.017

6.024

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV

NEQ
FINA

95%

55.31115

Ref

-0.01

-0.19

0.009

-0.03

0.33

3090

3160

3030

3380

3290

3300

3350

4270

705.6

2818.5

0.0263

9.315




Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEG
NEQ
FINA
Ak

76%

40.1

55.25506

Ref

0.084

-0.05

0.32

0.051

0.32

-0.41

-0.13

319

302

300

432

397

418

263

317

940.5

2818.5

0.0174

6.164

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWV5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEG
NEQ
FINA
Ak

93%

48.1

55.29341

Ref

0.055

0.007

0.081

0.004

-0.09

0.21

0.047

2840

2640

2770

3280

3420

2800

3590

3190

705.6

2818.5

0.0255

9.046

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV

NEQ
FINA

95%

55.23403

-0.11

0.4

-0.14

0.27

-0.13

-0.14

790

1050

717

940.5

2818.5

0.0135

4.802




Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEG
NEQ
FINA
Ak

95%

62

55.19981

Ref

-0.18

0.073

0.014

-0.31

0.21

0.036

0.22

345

239

309

333

292

368

340

382

940.5

2818.5

0.0101

3.567

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEG
NEQ
FINA
Ak

89%

44.1

55.26901

Ref

0.25

0.19

-0.11

-0.24

-0.15

0.39

0.011

177

209

217

198

200

184

280

214

705.6

2818.5

0.0192

6.804

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWV5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV

NEQ
FINA

95%

55.2525

0.076

0.009

-0.02

0.16

0.073

-0.05

288

342

343

368

329

705.6

2818.5

0.0155

5.499




Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEG
NEQ
FINA
Ak

79%

39.1

55.18532

Ref

-0.024

0.33

-0.02

-0.11

0.23

-0.03

-0.04

249

228

317

277

288

317

277

273

705.6

2818.5

0.0065

2.293

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEGn
EQFI
NAA

86%

42.5

55.32903

Ref

0.035

-0.08

0.082

-0.051

0.064

0.082

0.16

8820

7950

7960

10000

10100

9500

10100

10500

705.9

2819.5

0.0209

7.401

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEGn
EQFI
NAA

92%

55.32756

0.093

-0.02

-0.04

-0.084

0.28

-0.19

13000

11700

11700

13000

13900

15500

11700

14800

940.8

2819.5

0.0147

5.229




Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEG

NEqF
INAA

94%

50.8

55.34314

Ref

0.32

-0.34

0.077

-0.11

-0.06

-0.07

0.27

20000

20400

14100

21100

20400

18400

19200

24000

705.9

2819.5

0.0253

8.961

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

IGEH
NIDV
LEG
NEQ
FInA
Ak

78%

38.8

55.33054

Ref

0.076

-0.13

-0.04

-0.029

0.094

-0.22

0.41

10000

8960

8430

10100

11200

10600

8900

13800

705.9

2819.5

0.0196

6.962

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

ISSP
ATLN
SR

91%

52.03449

0.23

0.009

-0.16

-0.03

-0.03

9E-04

1E+06

1070000

1E+06

1E+06

1100000

1E+06

1E+06

1120000

675.4

1348.8

0.0104

7.676




Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

ISspP
ATLN

89%

41.6

52.03735

Ref

0.18

0.035

0.017

-0.17

-0.12

0.1

-0.02

6E+05

532000

5E+05

580000

564000

5E+05

6E+05

563000

675.4

1348.7

0.0133

9.839

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWV5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

ISsP
ATLN

68%

34.5

52.2753

Ref

0.11

0.055

0.092

-0.029

-0.02

0.1

0.017

15900

15400

16100

18600

18800

16600

18800

17600

675.4

1348.8

0.0077

5.676

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

ISspP
ATLN

59%

52.27393

0.21

0.072

0.066

-0.18

-0.09

0.077

0.027

34500

33000

32600

36400

33900

31600

36900

35400

675.4

1348.8

0.0085

6.313




Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

ISspP
ATLn

85%

39.4

52.09574

Ref

0.27

-0.06

0.032

-0.17

0.13

0.096

4300

4370

3760

4510

4310

3970

4850

4700

675.9

1349.7

0.0307

22.75

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWV5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

ISsP
ATLn

74%

35.7

52.23991

Ref

0.12

0.04

0.16

-0.14

0.11

-0.04

-0.08

12000

10600

11000

13300

12000

12400

11700

11300

675.9

1349.7

0.0117

8.656

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

ISspP
ATLn

95%

48.4

52.24522

0.093

0.002

0.11

-0.042

0.049

-0.05

1E+05

102000

1E+05

126000

125000

1E+05

1E+05

126000

675.9

1349.7

0.0115

8.478




Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

ISspP
ATLn

81%

38.1

52.29767

Ref

0.098

0.26

0.11

0.022

-0.04

-0.06

1E+06

931000

1E+06

1E+06

1090000

1E+06

1E+06

1010000

675.9

1349.7

0.0108

8.019

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

ISspP
ATLn

62%

33.4

52.25888|

Ref

0.17

0.008

-0.02

-0.084

0.12

-0.04

-0.07

26900

23400

22700

25000

26400

26600

24900

24100

675.9

1349.7

0.0107

7.93

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

sSGS
SYPS
LLQc

73%

54.19979

0.13

0.09

0.098

-0.09

0.1

0.062

707

749

886

754

896

866

708.7

2123.1

0.0123

5.796




Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

VATV
SLPR

59%

31.2

50.57114

Ref

0.19

0.044

0.22

-0.22

-0.04

0.068

0.007

4E+06|

4250000

4E+06

5E+06|

4300000

4E+06

5E+06

4540000

573.9

1145.7

0.0089

7.745

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

VATV
SLPR

70%

33.4

50.57114

Ref

0.16

0.025

0.12

-0.16

0.003

0.14

-0.07

1E+05

111000

1E+05

132000

119000

1E+05

1E+05

115000

573.9

1145.7

0.0088

7.64

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

VATV
SLPR

95%

50.57114

Value
Missing
(-
1.2373
568)

0.47

0.21

-0.19

-0.07

0.046

84100

Value
Missing (-
1.237356
8)

72700

68200

57100

54100

51800

60800

382.9

1145.7

0.0086

7.524




Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

VATV
SLPR

95%

57.7

50.56596

Ref

-0.25

-0.07

0.055

0.26

-0.26

0.19

-0.12

55700

31900

39400

48000

60900

37200

53000

42400

382.9

1145.7

0.0085

7.445

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

VATV
SLPR

73%

33.7

50.19457

Ref

0.17

0.084

0.016

-0.16

0.013

0.07

0.022

2E+06

2260000

2E+06

2E+06

2410000

2E+06

3E+06

2470000

573.9

1145.7

0.0068

5.949

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

VATV
SLPR

52%

50.5816

0.16

0.076

-0.07

-0.03

0.01

42000

40700

41600

46900

46700

42000

46600

44700

573.9

1145.7

0.0102

8.914




Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWVS5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

VATV
SLPR

78%

36.2

50.56238|

Ref

-0.15

0.095

-0.01

0.17

-0.16

0.22

5460

3810

4890

5090

5290

5560

4630

5960

382.9

1145.7

0.0084

7.367

Trypsin - Sus scrofa
(Pig).

IPI:CON_T
rypsin|S
WISS-
PROT:POO
761|TRYP
_PIG,sp|P
00761|TR
YP_PIG,tr
| C5IWV5|
C5IWV5_
PIG,tr|F1S
RS2|F1SR
S2_PIG

VATV
SLPR

51%

29.9

50.56238|

Ref

0.39

0.19

-0

-0.22

0.025

0.085

-0.17

2120

2600

2450

2410

2290

2370

2580

2150

573.9

1145.7

0.0082

7.117

Protein disulfide-
isomerase OS=Bos
taurus GN=P4HB
PE=1SV=1

sp|P0530
7|PDIAL_
BOVIN, tr|
A6H7J6|A
6H7J6_BO
VIN

alAP
EYAk

87%

50.86933

-0.05

0.089

-0.12

-0.15

-0.01

-0.25

18000

15900

19000

18400

19300

17400

20100

16800

735.9

1469.9

0.0033

Protein disulfide-
isomerase OS=Bos
taurus GN=P4HB
PE=1SV=1

sp|P0530
7|PDIAL_
BOVIN, tr|
A6H7J6|A
6H7]6_BO
VIN

gNF
DEAL
AAH

95%

59.2

53.43972

Ref

-0.34

0.23

-0.01

0.035

-0.33

-0.16

5920

4210

6800

6470

6260

6420

5210

5830

891

1780

0.0156

8.762

Protein disulfide-
isomerase OS=Bos
taurus GN=P4HB
PE=1SV=1

sp|P0530
7|PDIAL_
BOVIN, tr|
A6H7J6|A
6H7J6_BO
VIN

gNF
DEAL
AAH

95%

52.5

53.39366

Ref

-0.17

-0.05

-0.033

0.16

-0.26

-0.16

41000

32600

36000

44000

49000

48800

38300

40500

594.3

1780

0.0143

8.018




sp|P0530

7|PDIAL_

Protein disulfide-  [BOVIN,tr| [gNF

isomerase OS=Bos [A6H7J6|A [DEAL

taurus GN=P4HB 6H7J6_BO|AAH

PE=1SV=1 VIN k 95%| 51.7| 53.4314|Ref -0.037| -0.2| 0.083| -0.079 -0| -0.33| -0.02| 49500 48000|46500| 63500, 62600(|57500| 47800 59200| 594.3 1780 0.0174] 9.753
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos [A6H7J6|A [gnFD

taurus GN=P4HB 6H7J6_BO|EALA

PE=1SV=1 VIN AHk | 69%| 36.3| 53.38158|Ref -0.066| -0.07| 0.048 -0.1| -0.23| 0.08| -0.12| 14300 14800({16000| 19500 19400(15500( 20000 17400| 594.7| 1780.9 0.0188| 10.58
sp|P0530
7|PDIAL_ |hNQ

Protein disulfide- BOVIN,tr| [LPLV

isomerase OS=Bos |A6H7J6|A [IEFT

taurus GN=P4HB 6H7J6_BO|(EQT

PE=1SV=1 VIN APk | 79%| 39.7| 53.80213|Ref -0.12| -0.19| 0.014 -0.056( -0.21| 0.092 -0.23| 2030 1700| 1750 2270 2390( 1870 2410 1910| 858.5| 2572.4 0.0154| 5.972
sp|P0530
7|PDIAL_ |hNQ

Protein disulfide- BOVIN,tr| [LPLV

isomerase OS=Bos |A6H7J6|A [IEFT

taurus GN=P4HB 6H7J6_BO|(EQT

PE=1SV=1 VIN APk | 87%| 41.7| 53.85225|Ref -0.089| -0.05| -0.09| -0.23| -0.44| 0.18] -0.15| 3000 2390( 2670 2900 2910( 2200 3530 2780| 644.1| 2572.4 0.0172| 6.686
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A

taurus GN=P4HB 6H7J6_BO|iLEFF

PE=1SV=1 VIN GLk | 88%| 40.6[ 50.15616|Ref -0.081| -0.09| -0.25| -0.27| -0.47| -0.05| 0.31] 4010 3200( 3450 3460 3760( 2870 4010 5090( 525.7 1574 0.0174| 11.04
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A

taurus GN=P4HB 6H7J6_BO|iLEFF

PE=1SV=1 VIN GLk | 59%| 29.9( 49.35306|Ref -0.025| -0.1| -0.09| -0.11] -0.55| 0.066| -0.37| 2390 1680| 1730 1950 2120 1370 2190 1610 788 1574 0.0053] 3.393




sp|P0530

7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A

taurus GN=P4HB 6H7J6_BO|iLEFF

PE=1SV=1 VIN GLk | 59%| 30.2| 49.30531|Ref -0.042| -0.14| -0.14| -0.38| -0.15| -0.22| 0.23 782 651 658 741 693| 707 707 958| 525.7 1574 0.0024| 1.511
sp|P0530
7|PDIAL_

Protein disulfide- BOVIN,tr| [iLFIFI

isomerase OS=Bos |A6H7J6|A [DSD

taurus GN=P4HB 6H7J6_BO|HTD

PE=1SV=1 VIN NQR | 54% 34| 53.94569|Ref 0.26| -0.01| -0.57| -0.22| -0.44| 0.074| 0.092 251 281| 253 192 270| 203 303 304| 713.4| 2137.1 0.0068| 3.161
sp|P0530
7|PDIAL_

Protein disulfide- BOVIN,tr]| [iLFIFI

isomerase OS=Bos |A6H7J6|A [DSD

taurus GN=P4HB 6H7J6_BO|HTD

PE=1SV=1 VIN NQR | 95%| 60.5| 53.90458|Ref 0.026| -0.24| 0.059( -0.32 -0.02 0.1] -0.43 258 229| 206 285 242| 259 295 203| 713.4| 2137.1 0.0112] 5.223
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A

taurus GN=P4HB 6H7J6_BO|iTEFc

PE=1SV=1 VIN HR 72%| 32.3| 48.60871|Ref 0.08| -0.11| -0.04| -0.34| -0.05| -0.03| -0.28| 9870 9140( 8720 10200 9170( 9770| 10300 8650( 419.2| 1254.6 0.0063| 5.042
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A

taurus GN=P4HB 6H7J6_BO|iTEFc

PE=1SV=1 VIN HR 83%| 35.9| 48.38541|Ref 0.0073| -0.16| 0.074| -0.34| -0.08| 0.029| -0.26| 7740 7010 6750 8940 7380( 7740 8710 7080( 419.2| 1254.6 0.0091| 7.24
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A

taurus GN=P4HB 6H7J6_BO|iTEFc

PE=1SV=1 VIN HR 79%| 34.2| 48.38276|Ref 0.012( -0.24| 0.11 -0.37( 0.088| -0.11 -0.28| 10000 8860( 8050 11500 9120{10900| 9990 8770| 419.2| 1254.6 0.0082| 6.499




sp|P0530

7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A [[ITLE

taurus GN=P4HB 6H7J6_BO|EEM

PE=1SV=1 VIN Tk 80%| 39.4| 53.1219|Ref 0.0049| -0.1| -0.08 -0.2| -0.14| -0.04| -0.11| 11700 10800{10900| 12400 12600(11400( 12800 12100| 605.7 1814 0.022( 12.13
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A [[ITLE

taurus GN=P4HB 6H7J6_BO|EEM

PE=1SV=1 VIN Tk 94%| 47.4] 53.0936(Ref -0.042| -0.02| -0.06| -0.086| -0.21| -0.04| -0.19| 7100 6480 7160 7800 8430 6770 7930 7100( 908 1814 0.019( 10.47
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase OS=Bos |A6H7J6|A [[ITLE

taurus GN=P4HB 6H7J6_BO|EEM

PE=1SV=1 VIN Tk 88%| 43.9| 53.04566(Ref -0.066| 0.15| -0.18| -0.12| -0.22| -0.14| -0.24| 3880 3120 3920[ 3500 4020| 3280| 3630 3360( 605.7 1814 0.0175| 9.618
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A [[ITLE

taurus GN=P4HB 6H7J6_BO|EEM

PE=1SV=1 VIN Tk 86%| 42.2| 52.97237|Ref 0.17| -0.05| -0.11| -0.28| -0.35| 0.035| -0.13| 1240 1280| 1190 1280 1250| 1050 1430 1270| 605.7 1814 0.0092| 5.072
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase OS=Bos |A6H7J6|A [[ITLE

taurus GN=P4HB 6H7J6_BO|EEM

PE=1SV=1 VIN Tk 87%| 42.5| 53.02628|Ref 0.11] -0.23| -0.13| -0.036| -0.18| -0.27| -0.22 800 674 578 693 817| 647 634 649| 605.7 1814 0.0138| 7.601
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A

taurus GN=P4HB 6H7J6_BO|ILDFI

PE=1SV=1 VIN k 68%| 28.2| 45.94481|Ref 0.022( -0.12| -0.08 -0.14( -0.3| 0.036( -0.33( 2320 1900| 1870 2170 2290 1790 2350 1810| 678.9| 1355.9 0.0029| 2.134




sp|P0530

7|PDIAL_

Protein disulfide-  [BOVIN,tr| [mDS

isomerase OS=Bos |A6H7J6|A [TAN

taurus GN=P4HB 6H7)6_BO|EVEA

PE=1SV=1 VIN Vk 95% 52| 53.24254|Ref -0.28| -0.22( 0.041 0.085 -0.14| -0.17 -0.08| 1E+05 74700(84700| 114000( 129000{96300| 98300 104000| 634.7 1901 0.0178| 9.371
sp|P0530
7|PDIAL_

Protein disulfide-  [BOVIN,tr| [mDS

isomerase OS=Bos |A6H7J6|A [TAN

taurus GN=P4HB 6H7)6_BO|EVEA

PE=1SV=1 VIN Vk 95%| 61.4| 53.24391(Ref -0.37| 0.13| -0.15[ -0.16| 0.031| -0.11 -0.21| 21700 14100|21600| 20000 21900|21900| 20700 19200| 951.5 1901 0.016| 8.395
sp|P0530
7|PDIAL_

Protein disulfide-  [BOVIN,tr| [mDS

isomerase 0S=Bos [A6H7J6|A [TAnE

taurus GN=P4HB 6H7)6_BO|VEA

PE=1SV=1 VIN Vk 95%| 71.4| 53.07898[Ref -0.26| 0.12( 2E-04| -0.2| -0.02| -0.15[ -0.08| 8610 7110|10100( 10400 9960| 9880 9450 9830 952 1902 0.0143| 7.491
sp|P0530
7|PDIAL_

Protein disulfide-  [BOVIN,tr| [mDS

isomerase 0S=Bos [A6H7J6|A [TAnE

taurus GN=P4HB 6H7)6_BO|VEA

PE=1SV=1 VIN Vk 94%| 50.5| 53.13304|Ref -0.18| -0.19( -0.04| -0.2| 0.032( -0.22 -0.13| 31700 22000|23700| 29500 29200|29900| 26300 27600 635 1902 0.0129| 6.754
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A [nFEE

taurus GN=P4HB 6H7)6_BO|VAF

PE=1SV=1 VIN DEk [ 90%| 43.1| 53.00837(Ref -0.034| 0.018( -0.04 -0.13| -0.26| -0.13| -0.46/ 8330 6170| 6940 7480 7750| 6200 7090 5600| 918.5| 1834.9 0.0096| 5.24
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos [A6H7J6|A [nNFE

taurus GN=P4HB 6H7)6_BO|GEV

PE=1SV=1 VIN Tk 92%| 44.9| 52.79092(Ref 0.011| 0.017| -0.2| -0.12| -0.33| 0.043| -0.32| 43100 35400(38500| 37200 43400(32700| 44200 34000| 823.4| 1644.9 0.0191] 11.62




sp|P0530

7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos [A6H7J6|A [nNFE

taurus GN=P4HB 6H7]6_BO|GEV

PE=1SV=1 VIN Tk 64%| 34.2| 52.68203|Ref 0.046( 0.007| -0.02| -0.22 -0.2| -0.09| -0.47| 15800 13000{13700| 15100 14500(12900| 14500 11000| 823.9| 1645.9 0.0128| 7.773
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A [THIL

taurus GN=P4HB 6H7]6_BO|LFLP

PE=1SV=1 VIN k 83%| 34.7| 48.4279|Ref -0.14| -0.04| -0.11| -0.095( -0.14 0.1 -0.1| 1300 1210| 1400 1510 1680| 1420 1750 1510| 693.4| 1384.9 0.0072| 5.184
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A [THIL

taurus GN=P4HB 6H7J6_BO|LFLP

PE=1SV=1 VIN k 88%| 37.4| 48.58796|Ref -0.021| -0.01| -0.22| -0.12| -0.21| 0.21] -0.14 997 1040| 1140 1110 1310| 1070| 1500 1170| 693.4| 1384.9 0.0092| 6.67
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase OS=Bos |A6H7J6|A

taurus GN=P4HB 6H7J6_BO|tHILL

PE=1SV=1 VIN FLPk | 90%| 37.8| 47.4538|Ref -0.074| -0.39| -0.1] -0.19| -0.15| 0.092| 0.043| 1250 1050 913 1250 1290| 1170 1440 1380| 423.3| 1689.1 0.022 13.01
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A

taurus GN=P4HB 6H7J6_BO|tHILL

PE=1SV=1 VIN FLPk | 91% 40| 46.61519|Ref 0.094( -0.07| -0.15( -0.16( -0.2 -0.08( -0.25[ 12400 11200{10800| 11500 12600(10700| 12200 10700 564| 1689.1 0.0115] 6.825
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A

taurus GN=P4HB 6H7J6_BO|tHILL

PE=1SV=1 VIN FLPk | 95%| 44.9| 46.61387|Ref 0.051| -0.02| -0.19( -0.16( -0.32| 0.066( -0.31f 3990 3400 3510f 3510 3940( 3090 4210 3220 845.5| 1689.1 0.0106| 6.265




sp|P0530

7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A

taurus GN=P4HB 6H7J6_BO|tHILL

PE=1SV=1 VIN FLPk | 94%| 44.7| 46.45412|Ref 0.093| 0.092| -0.24 -0.16( -0.32| 0.046( -0.35 12700 11700{12700| 11300 13200(10300| 13800 10500 564| 1689.1 0.0091| 5.405
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A

taurus GN=P4HB 6H7J6_BO|tHILL

PE=1SV=1 VIN FLPk | 93%| 42.2| 47.00418|Ref 0.08| -0.08| -0.15| -0.24| -0.23| -0.05 -0.2| 4060 3530 3420 3660 3800( 3340 3950 3530 564| 1689.1 0.0146| 8.653
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A

taurus GN=P4HB 6H7J6_BO|tHILL

PE=1SV=1 VIN FLPk | 95% 45| 46.33791|Ref 0.11] 0.061| -0.26| -0.19| -0.36| 0.12| -0.27 700 675 708 639 738| 570 833 632| 845.5| 1689.1 0.008( 4.75
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase OS=Bos |A6H7J6|A

taurus GN=P4HB 6H7J6_BO|tHILL

PE=1SV=1 VIN FLPk | 81% 31| 46.33791|Ref -0.15| -0.04| -0.16] -0.33( -0.29( -0.17( 0.23| 1800 1330| 1560 1600 1570| 1410 1600 2100( 423.3| 1689.1 0.0069| 4.106
sp|P0530
7|PDIAL_ Value |Value [Value |Value Value [Value

Protein disulfide-  |BOVIN,tr| Missing |Missi |Missi |Missin Missi |Missing|Value

isomerase 0S=Bos |A6H7J6|A (- ng(- |ng(- |g(- Value ng (- |(- Missing (-

taurus GN=P4HB 6H7J6_BO|tHILL 0.7059 (0.823 (0.990 (1.1307 Missing (- [0.823 10.9902 [1.130728

PE=1SV=1 VIN FLPk | 53%| 24.4| 46.26833|Ref 61) 6544) [2493) (284) 0.44| 0.43| 0.38 101{0.705961) [6544) [493) 4) 102 106 101| 423.3| 1689.1 0.0043] 2.521
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase OS=Bos |A6H7J6|A [tVID

taurus GN=P4HB 6H7J6_BO|YnGE

PE=1SV=1 VIN R 61%| 31.2| 50.21019|Ref -0.18| 0.14| -0.06| -0.15( -0.17| -0.19( -0.18| 3E+05 199000|3E+05| 262000 271000|2E+05| 2E+05 242000( 686.3| 1370.7 0.0134| 9.776




sp|P0530

7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase OS=Bos |A6H7J6|A [tVID

taurus GN=P4HB 6H7J6_BO|YnGE

PE=1SV=1 VIN R 87%| 40.1| 50.21239|Ref -0.016| -0.28| 0.39| -0.21] -0.15| -0.46| -0.18| 15400 13200{12000| 21300 15600(14200( 11900 14400( 457.9| 1370.7 0.0133] 9.679
sp|P0530
7|PDIAL_ |vDAT

Protein disulfide- BOVIN,tr| [EESD

isomerase OS=Bos |A6H7J6|A [LAQ

taurus GN=P4HB 6H7J6_BO|QYG

PE=1SV=1 VIN VR 95% 80| 52.77208|Ref -0.11| 0.052| -0.27| 0.046 -0.22 -0| -0.33| 12100 9540(11600| 10400 14200(10400| 12600 9900| 1043 2084 0.0139| 6.658
sp|P0530
7|PDIAL_ |vDAT

Protein disulfide- BOVIN,tr| [EESD

isomerase OS=Bos |A6H7J6|A [LAQ

taurus GN=P4HB 6H7J6_BO|QyG

PE=1SV=1 VIN VR 69%| 37.6| 54.60417|Ref 0.032 0.12| -0.23( -0.14( -0.27| -0.08( -0.32( 14100 11700{13500| 11900 14000(11100| 13300 11100| 797.1| 2388.2 0.0221] 9.263
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase OS=Bos |A6H7J6|A

taurus GN=P4HB 6H7J6_BO|VHSF

PE=1SV=1 VIN PTLk | 56%| 30.9| 50.62826|Ref -0.23| -0.09| -0.1| -0.078| -0.08| -0.08 -0.15 1E+05 80600|96700| 108000, 120000| 1E+05| 1E+05 104000 513| 1535.9 0.015( 9.771
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase OS=Bos |A6H7J6|A

taurus GN=P4HB 6H7J6_BO|VHSF

PE=1SV=1 VIN PTLk | 60%| 31.4| 50.62176(Ref -0.024| -0.03| -0.06| -0.22| -0.12| -0.21| -0.03| 8390 7500 8100f 8930 8800( 8200 8090 9070 769| 1535.9 0.0145] 9.441
sp|P0530
7|PDIAL_

Protein disulfide-  |BOVIN,tr|

isomerase 0S=Bos |A6H7J6|A

taurus GN=P4HB 6H7J6_BO|VHSF

PE=1SV=1 VIN PTLk | 62%| 31.9] 50.5294|Ref -0.051| -0.23| 0.042| -0.17| -0.08] -0.2| -0.01] 2E+05 213000(2E+05[ 276000 263000|2E+05| 2E+05 266000f 513| 1535.9 0.0135| 8.814




Protein disulfide-
isomerase OS=Bos
taurus GN=P4HB
PE=1SV=1

sp|P0530
7|PDIAL_
BOVIN, tr|
A6H7J6|A
6H7J6_BO
VIN

VHSF
PTLk

60%

31

50.28738|

Ref

-0.14

0.017

-0.16

-0.13

-0.09

11500

10000

12200

12600

13400

11800

12800

13500

769

1535.9

0.0047

3.078

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,5p|Q5R9

43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,5p| Q71U
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

alLv
DLEP
GTM
DSV
R

95%

53.75987

-0.06

-0.11

0.057

-0.12

-0.04

-0.18

0.051

10100

8610

9050

11400

11100

10200

9700

11300

960.5

1919

0.0132

6.857




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

alLv
DLEP
GTM
DSV

74%

37.3

53.72858|

Ref

0.21

0.12

-0.07

-0.083

-0.14

-0.19

-0.14

5500

6230

6340

6240

6820

5720

5790

5940

960.5

1919

0.0121

6.284

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

alLv
DLEP
GTM
DSV

95%

52.5

53.7385

0.051

-0.03

-0.03

-0.17

-0.14

-0.07

8200

7090

7270

8170

8550

7150

7610

7910

960.5

1919

0.0112

5.836




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI

GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

alLTv
PELT
Qaqv
FDAk

95%

60

53.49744

Ref

0.41

-0.21

-0.11

-0.17

-0.37

0.18

-0.23

9730

11900

8340

10000

10600

8090

12300

9210

756.8

2267.3

0.0224

9.874

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SvV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

alLTv
PELT
Qaqv
FDAk

95%

62.5

53.33862

Ref

0.061

-0.61

0.038

-0.29

-0.05

0.5

-0.03

2790

3110

2120

3730

3280

3370

5140

3560

756.8

2267.3

0.0173

7.613




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

alLTv
PELT
Qaqv
FDAk

92%

47.4

53.34184

Ref

0.21

-0.04

-0.19

-0.28

0.029

-0.15

1450

1410

1230

1450

1430

1180

1520

1330

756.8

2267.3

0.0178

7.851

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

elVH
IQAG
QcG
NaQl
GAk

78%

40.2

54.72711

Ref

0.23

-0.07

-0.28

-0.03

-0.09

-0.18

4820

4780

4210

4070

5080

4650

4670

4360

807.4

2419.3

0.0182

7.534




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

elVH
IQAG
QcG
NaQl
GAk

95%

57.4

54.76372

Ref

-0.16

0.039

0.048

-0.029

0.003

-0.09

-0.27

12700

9810

12200

13800

14400

12900

12600

11100

807.4

2419.3

0.0265

10.94

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SvV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

elVH
IQAG
QcG
NaQl
GAk

78%

40.3

54.7514

0.057

-0.19

-0.15

0.32

-0.19

-0.32

-0.01

3960

3680

3370

3880

5940

3630

3480

4270

807.4

2419.3

0.0234

9.654




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

elVH
IQAG
QcG
NaQl
GAk

53%

32.8

54.74505

Ref

-0.11

0.064

0.011

-0.17

0.031

-0.03

-0.21

9300

7580

9310

10100

9810

9830

9820

8620

605.8

2419.3

0.0231

9.528

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SvV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

elVH
IQAG
QcG
NaQl
GAk

71%

36.3

54.72698|

Ref

0.16

-0.49

0.1

-0.15

0.18

-0.56

0.11

19400

18400

12700

21500

19900

21800

13700

21500

605.8

2419.3

0.0172

7.115




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

elVH
IQAG
QcG
NaQl
GAk

95%

64.7

54.73624

Ref

-0.078

0.015

0.13

-0.091

0.1

-0.28

-0.19

3460

3000

3470

4220

3990

3980

3200

3360

807.4

2419.3

0.0162

6.704

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

elVH
IQAG
qcG
NQl
GAk

79%

38.5

54.79253

Ref

0.01

0.078

0.094

-0.05

-0.15

-0.02

18900

20600

20600

26200

29300

23200

22500

24400

606.1

2420.3

0.0221

9.132




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI

GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

gHYT
EGA
ELVD
SVLD
VVR

95%

62.2

54.35093

Ref

-0.031

0.032

-0.18

-0.57

-0.08

-0.04

0.079

948

682

773

750

631

772

832

895

755.1

2262.2

0.0121

5.365

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

gHYT
EGA
ELVD
SVLD
VVR

94%

51.9

54.35917

Ref

0.23

-0.21

0.042

0.07

-0.65

0.093

-0.37

430

394

314

420

472

250

437

315

755.1

2262.2

0.0142

6.253




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI

GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

gHyT
EGA
ELVD
SVLD
VVR

82%

42

55.10381

Ref

0.11

-0.22

-0.05

-0.029

-0.14

-0.05

-0.03

1490

1440

1240

1570

1750

1420

1570

1590

856.5

2566.4

0.0187

7.27

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

gHyT
EGA
ELVD
SVLD
VVR

73%

37.3

55.16132

Ref

-0.053

-0.25

0.17

0.072

-0.14

-0.13

0.1

2050

2050

1940

2920

3000

2250

2370

2770

642.6

2566.4

0.0155

6.041




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI

GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

gHyT
EGA
ELVD
SVLD
VVR

89%

44.6

55.07319

Ref

0.045

-0.01

-0.029

-0.26

-0.15

0.27

3140

3380

3330

3970

4310

3220

3630

4780

642.6

2566.4

0.0123

4.81

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

gHyT
EGA
ELVD
SVLD
VVR

91%

47.8

55.06995

Ref

0.19

0.042

0.07

-0.052

-0.16

-0.04

1720

1860

1830

2090

2120

1720

1940

1500

856.5

2566.4

0.0115

4.489




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI

GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

iMN
TFSV
VPSP

89%

42.1

52.88612

Ref

0.4

0.06

-0.17

-0.21

-0.11

-0.14

4760

5650

3770

5450

5120

4350

4870

4720

964.6

1927.1

0.0125

6.506

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

iMN
TFSV
VPSP

95%

49.6

52.95538|

Ref

0.21

-0.36

0.051

-0.14

-0.26

-0.01

-0.17

3780

3400

2490

3710

3590

2870

3580

3180

964.6

1927.1

0.0169

8.788




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI

GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

iREE

=

65%

33.4

51.27516|

Ref

0.032

0.34

0.35

-0.17

-0.37

-0.37

-0.27

1E+05

125000

2E+05

191000

146000

1E+05

1E+05

123000

461.2

1380.7

0.0114

8.271

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

iISEQ
FTA
MFR

86%

39.5

51.69157

Ref

0.087

-0.21

0.064

-0.26

-0.09

-0.15

-0.13

9170

7320

6450

8770

7740

7570

7590

7640

767.4

1532.8

0.0052

3.41




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

iSVY
YNE
ATG
Gk

95%

51.9

53.63629

Ref

0.065

-0.15

0.036

0.093

-0.24

-0.18

7120

6360

5960

7590

7600

7600

6290

6530

955.5

1909

0.0155

8.101

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SvV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

iSVY
YNE
ATG
Gk

95%

52.3

53.58586

Ref

-0.006

-0.15

-0.04

0.16

-0.32

-0.15

7510

5910

5800

7030

8870

6480

5800

6500

955.5

1909

0.0126

6.572




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

iSVY
YNE
ATG
Gk

91%

46.3

53.578

0.1

-0.07

-0.03

-0.053

-0.17

-0.13

-0.13

24600

22200

21300

24600

26700

21500

23000

22900

637.4

1909

0.0104

5.455

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

iSVY
YNE
ATG
Gk

95%

59.6

53.5379

-0.13

-0.12

0.014

0.081

-0.09

-0.21

-0.07

5080

3770

4140

5090

5880

4550

4370

4780

955.5

1909

0.0157

8.227




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

iSVY
YNE
ATG
Gk

80%

40

53.5894

Ref

-0.055

-0.06

-0.11

-0.07

-0.25

0.014

0.092

4200

3520

3820

4130

4680

3620

4530

4740

637.3

1909

0.0205

10.73

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

iSVY
YnEA
TGG
k

86%

42.8

53.45797

Ref

0.039

-0.07

-0.26

-0.075

0.02

-0.18

0.033

15000

13000

13100

12900

16100

15000

13600

15700

637.7

1910

0.0212

11.11




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

iSVY
YnEA
TGG
k

95%

58

53.55244

Ref

0.13

-0.26

0.065

-0.19

0.002

-0.12

9950

7010

9620

8190

11300

8290

9900

9050

956

1910

0.0144

7.526

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SvV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

KLAV
NMV
PFPR

55%

29.7

51.34665

Ref

0.19

0.11

0.03

-0.15

-0.24

3710

4000

4100

4350

4230

3560

3980

3600

470.8

1879.1

0.0234

12.46




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI

GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

IAVN
MvP

84%

38.5

51.89869

Ref

0.32

-0.22

0.13

-0.25

-0.17

-0.03

-0.29

32500

35100

26300

37600

31800

29300

33800

27900

724.4

1446.8

0.0122

8.414

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

IAVn
MVP

81%

37.9

52.28172

Ref

0.29

-0.11

-0.06

-0.24

-0.12

-0.22

-0.07

13600

14000

11600

13400

13100

12400

12100

13300

724.9

1447.8

0.0104

7.144




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

IHFF

MPG
FAPL
TSR

93%

48.7

53.62568|

Ref

0.15

-0.34

-0.27

-0.24

-0.19

0.8

1150

1290

995

1170

1310

896

1250

2450

642.3

1924

0.0101

5.227

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

IHFF

MPG
FAPL
TSR

94%

50.3

53.75047

Ref

0.044

-0.08

-0.09

-0.23

Value
Missin
gl
0.5304
6674)

-0.22

0.51

1450

1340

1330

1490

1490

Value
Missi
ng (-
0.530
46674

1370

2250

642.4

1924

0.0016

0.847




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI

GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

IHFF

MPG
FAPL
TSR

93%

49.1

53.68575

Ref

-0.14

-0.02

0.35

-0.24

-0.46

-0.19

0.069

477

361

424

617

450

339

425

505

642.3

1924

0.0075

3.886

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SvV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

IHFF

mPG
FAPL
TSR

95%

59.5

53.67796|

Ref

0.096

-0.18

-0.17

-0.16

-0.03

-0.11

0.14

1630

1550

1390

1560

1740

1670

1640

1940

647.7

1940

0.0085

4.371




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI

GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

IHFF

mPG
FAPL
TSR

92%

48.4

53.70511

Ref

0.15

-0.21

0.19

-0.28

-0.22

0.14

-0.35

561

519

441

651

518

472

630

447

647.7

1940

0.0081

4.17

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

IHFF

mPG
FAPL
TSR

95%

59.9

53.69752

Ref

0.16

-0.08

-0.03

-0.12

-0.49

-0.12

0.32

837

929

855

991

1030

695

939

1260

647.7

1940

0.0072

3.706




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI

GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

nM
MAA
cDPR

85%

313

44.21209

Ref

0.18

-0.05

0.016

-0.11

-0.24

-0.13

-0.14

67600

65600

60700

71300

71800

57400

64900

63700

679.8

1357.6

0.0049

3.578

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

nSSY
FVE
WIP
NNV
k

62%

36.2

54.62914

Ref

0.034

-0.34

0.14

0.043

-0.44

0.49

-0.19

3960

4700

3950

6160

6350

3980

7900

4900

769.1

2304.2

0.0176

7.619




Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI

GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

yLTv
AAV

77%

35.3

50.78294

Ref

0.21

-0.32

0.14

-0.22

-0.39

-0.04

-0.05

6410

5890

4410

6840

5880

4540

6060

5950

672.4

1342.8

0.0038

2.804

Tubulin beta chain
0OS=Homo sapiens
GN=TUBB PE=1
SV=2

7|TBB5_H
UMAN,sp
|P69893 |

TBBS5_CRI
GR,sp|P6

9895|TBB
5_MACM

U,sp|P69

897|TBB5
_RAT,sp|

P99024|T
BB5_MO

USE,sp|Q
2KJDO|TB
B5_BOVIN
,sp|Q5R9
43|TBB5_
PONAB,sp
|1Q767L7|
TBB5_PIG
,splQ7IU
6|TBB5_P
ANTRtr|E
2QSF4|E2
QSF4_CA

NFAtr|F7
EOH3|F7E

yLTv
AAV

79%

36

50.90808|

Ref

0.36

-0.46

0.027

-0.23

-0.16

9E-04

-0.27

1280

1270

785

1240

1140

1050

1220

1000

672.4

1342.8

0.007

5.245




Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr|E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

akG
DVA
ALN

94%

50.80778|

-0.54

-0.02

-0.38

-0.16

0.27

2E+05

128000

2E+05

174000

224000

3E+05

2E+05

263000

660.4

1318.7

0.0103

7.839

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_
HORSE,sp
|P67936|
TPM4_HU
MAN,sp|P
67937|TP
M4_PIG,tr
|DOG7F7|
DOG7F7_
PIG,tr|E2
R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)
7_MOND
[0}

aEVvsS
ELk

51%

51.71753

-0.05

-0.34

-0.082

0.19

-0.55

3E+05

139000

2E+05

203000

267000

3E+05

2E+05

302000

692.4

1382.8

0.0158

11.45

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr| E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

aGL
NSLE
AVk

95%

51.53116|

Ref

-0.51

0.31

-0.18

-0.21

0.075

0.2

1000

615

1180

941

1020

1080

575

1230

674.4

1346.8

0.0132

9.767




Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr|E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

aGL
NSLE
AVk

95%

60

51.54987

-0.083

-0.48

-0.32

0.18

-0.54

-0.11

2730

1860

2130

1720

2120

2610

1650

2210

674.4

1346.8

0.0139

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_
HORSE,sp
|P67936|
TPM4_HU
MAN,sp|P
67937|TP
M4_PIG,tr
|DOG7F7|
DOG7F7_
PIG,tr|E2
R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)
7_MOND
[0}

aGLn
SLEA

95%

51.90029

0.15

0.17

-0.49

-0.62

-0.19

-0.33

-0.03

1220

1020

1120

798

804

946

894

1100

674.9

1347.7

0.0176

13.01

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG,tr
|DOG7F7|
DOG7F7_

PIG,tr| E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

aGLn
SLEA

95%

51.90475

0.032

0.35

-0.65

-0.62

-0.22

-0.18

-0.02

681

553

749

421

473

546

586

649

674.9

1347.7

0.0171

12.66




Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr|E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

cGDL
EEEL

56%

51.48902

-0.07

-0.12

-0.34

-0.12

0.008

-0.34

0.008

42500

34200

35900

34500

44200

42300

34700

43800

564

1688.8

0.0169

10

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_
HORSE,sp
|P67936|
TPM4_HU
MAN,sp|P
67937|TP
M4_PIG,tr
|DOG7F7|
DOG7F7_
PIG,tr|E2
R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)
7_MOND
[0}

cGDL
EEEL

65%

51.51272

-0.58

0.019

-0.29

-0.14

0.033

-0.47

0.056

20500

9820

16100

14600

17900

17600

13000

18500

845.4

1688.8

0.0157

9.308

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG,tr
|DOG7F7|
DOG7F7_

PIG,tr| E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

cGDL
EEEL

74%

35.4

51.69136

Ref

-0.32

-0.13

-0.26

0.023

-0.49

0.12

10500

5900

7270

7480

8020

8750

6400

9700

845.4

1688.8

0.0097




Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr|E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

hIAE
EAD
R

74%

50.20245

-0.44

0.091

-0.17

-0.24

0.22

35000

22000

34500

32300

33900

40700

22500

39300

415.6

1243.6

0.0108

8.671

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_
HORSE,sp
|P67936|
TPM4_HU
MAN,sp|P
67937|TP
M4_PIG,tr
|DOG7F7|
DOG7F7_
PIG,tr|E2
R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)
7_MOND
[0}

hIAE
EAD
R

78%

50.20519

-0.51

0.11

-0.28

-0.18

0.12

-0.51

0.2

37300

23200

38800

33100

39300

42200

28500

46100

415.6

1243.6

0.0107

8.599

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG,tr
|DOG7F7|
DOG7F7_

PIG,tr| E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

iQAL
QaQ
ADE
AED

95%

72.1

52.89125

Ref

-0.43

0.091

-0.39

-0.18

0.011

-0.28

0.11

8100

5010

7780

6240

8000

7950

6790

8830

960

1918

0.0044

2.281




Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr|E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

iqLv
EEEL

94%

52.39497

-0.51

0.45

-0.62

-0.062

0.077

-0.45

-0.23

1E+05

81700

2E+05

91900

149000

1E+05

1E+05

120000

774.4

1546.8

0.0056

3.617

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_
HORSE,sp
|P67936|
TPM4_HU
MAN,sp|P
67937|TP
M4_PIG,tr
|DOG7F7|
DOG7F7_
PIG,tr|E2
R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)
7_MOND
[0}

iaLv
EEEL

95%

49

52.38994

-0.45

0.35

-0.49

-0.22

-0.09

-0.19

2620

1450

2730

1720

2290

2180

2110

2110

774.4

1546.8

0.0121

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr| E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

iqLv
EEEL

94%

52.33138|

Ref

0.36

-0.54

-0.22

0.013

-0.18

-0.11

2870

1670

3300

1970

2720

2790

2550

2650

774.4

1546.8

0.0116




Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr|E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

iqLv
EEEL

79%

52.28772

-0.53

0.3

-0.43

0.024

0.028

-0.04

2070

1330

2560

1730

2620

2300

1910

2270

774.4

1546.8

0.0083

5.348

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_
HORSE,sp
|P67936|
TPM4_HU
MAN,sp|P
67937|TP
M4_PIG,tr
|DOG7F7|
DOG7F7_
PIG,tr|E2
R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)
7_MOND
[0}

iaLv
EEEL

73%

52.56576

-0.25

0.2

-0.52

-0.14

-0.01

-0.25

-0.05

1470

1060

1560

1070

1530

1460

1300

1480

774.4

1546.8

0.0024

1.562

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr| E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

iqLv
EEEL

95%

53.4

52.41823

Ref

-0.52

0.19

-0.35

-0.19

-0.22

644

330

453

477

538

774.4

1546.8

0.0064

4.159




Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr|E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

iqLv
EEEL
DRA
QER

52%

54.10924

-0.47

0.002

-0.37

-0.047

0.15

-0.14

654

569

855

739

1020

1020

873

1160

678

2031.1

0.0135

6.631

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_
HORSE,sp
|P67936|
TPM4_HU
MAN,sp|P
67937|TP
M4_PIG,tr
|DOG7F7|
DOG7F7_
PIG,tr|E2
R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)
7_MOND
[0}

=

QA
LaQ
QAD
EAE

84%

54.76839

-0.32

-0.19

-0.08

-0.13

0.088

-0.31

0.12

5250

3990

4730

5740

6100

6190

4900

6550

784.4

2350.2

0.0253

10.77

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_
HORSE,sp
|P67936|
TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_
PIG,tr| E2
R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)
7_MOND

=

QA
LaQ
QAD
EAE

0]

95%

54.7773

-0.49

0.12

-0.23

-0.29

0.19

-0.49

0.17

7950

5080

8430

7430

7840

9550

6200

9750

784.4

2350.2

0.0215

9.126




Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr|E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

=

QA
LaQ
QAD
EAE

84%

54.77318|

-0.27

-0.03

-0.19

-0.06

-0.23

10600

8100

10400

10400

11500

11000

10200

13100

784.4

2350.3

0.0206

8.743

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_
HORSE,sp
|P67936|
TPM4_HU
MAN,sp|P
67937|TP
M4_PIG,tr
|DOG7F7|
DOG7F7_
PIG,tr|E2
R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)
7_MOND
[0}

=

QA
LaQ
QAD
EAE

92%

54.78451

-0.13

0.034

-0.23

-0.24

-0.07

-0.35

0.1

6890

5700

6910

6460

7060

6940

5960

8100

784.4

2350.3

0.0202

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_
HORSE,sp
|P67936|
TPM4_HU
MAN,sp|P
67937|TP
M4_PIG,tr
|DOG7F7|
DOG7F7_
PIG,tr| E2
R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)
7_MOND

=

QA
LaQ
QAD
EAE

0]

95%

54.74796|

-0.49

-0.01

-0.24

-0.016

-0.03

-0.33

12500

7820

11800

11300

14600

12600

10700

14700

784.4

2350.3

0.0191

8.118




Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr|E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

=

QA
LaQ
QAD
EAE

95%

54.79657

-0.08

-0.08

0.074

-0.44

51500

28000

46700

44800

57600

56000

40900

72400

784.4

2350.2

0.0218

9.292

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_
HORSE,sp
|P67936|
TPM4_HU
MAN,sp|P
67937|TP
M4_PIG,tr
|DOG7F7|
DOG7F7_
PIG,tr|E2
R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)
7_MOND
[0}

=

QA
LaQ
QAD
EAE

95%

54.77318|

0.097

-0.061

0.25

34000

18200

34300

27400

38000

41200

23900

41700

784.4

2350.3

0.0206

8.743

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_
HORSE,sp
|P67936|
TPM4_HU
MAN,sp|P
67937|TP
M4_PIG,tr
|DOG7F7|
DOG7F7_
PIG,tr|E2
R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)
7_MOND

kLVIL
EGEL

]

ER

68%

32.1

49.39265

-0.57

-0.16

0.028

-0.21

-0.14

11800

7550

16200

11100

13500

13400

11800

12300

636.4

1906.2

0.0101

5.273




Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr|E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

kLVIL
EGEL
ER

79%

49.57301

0.22

-0.18

0.076

0.046

-0.41

-0.14

11300

4880

11500

9760

12900

11000

8400

10000

636.4

1906.2

0.0124

6.516

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr|E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

kLVIL
EGEL
ER

65%

29.4

49.25379

-0.46

-0.05

-0.25

-0.13

0.006

0.071

-0.02

1420

964

1390

1360

1630

1560

1710

1590

477.5

1906.2

0.0074

3.902

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr| E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

kLVIL
EGEL
ER

72%

48.88337

-0.17

-0.15

-0.11

0.19

-0.21

-0.14

694

586

642

695

818

879

695

726

636.4

1906.2

0.002

1.057




Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr|E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

IVILE
GELE
R

59%

51.6123

-0.11

-0.45

-0.13

0.2

-0.48

577

437

503

448

615

673

674

737.9

1473.9

0.0064

4.365

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_
HORSE,sp
|P67936|
TPM4_HU
MAN,sp|P
67937|TP
M4_PIG,tr
|DOG7F7|
DOG7F7_
PIG,tr|E2
R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)
7_MOND
[0}

meEl
QEM
QLk

87%

53.20975

-0.98

0.83

-0.86

0.075

-0.47

0.11

-0.85

13000

4900

18700

6480

13700

8200

12800

6530

879.5

1756.9

0.0207

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr| E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

meEl
QEM

Qlk

95%

53.20105

Ref

-0.59

0.071

-0.42

-0.038

0.41

-0.78

-0.02

24400

13100

22500

18000

25800

30700

14100

23700

879.5

1757

0.0176

9.987




Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr|E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

nVTn
NLk

67%

51.81103

-0.32

-0.03

-0.25

-0.16

0.029

-0.39

39800

27100

36000

34600

40800

40500

31700

44700

706.4

1410.8

0.0057

4.041

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr|E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

riQL
VEEE
LDR

93%

52.64631

-0.26

0.094

-0.07

-0.15

-0.07

-0.15

-0.18

4260

3360

4680

4690

4870

4510

4470

4340

568.7

1703

HHH#H

0.553

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr|E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

riQL
VEEE
LDR

93%

48

52.84164

Ref

-0.44

0.42

-0.15

-0.005

-0.22

-0.11

17000

12200

24000

18100

22100

16600

15300

18600

568.7

1702.9

0.0121

7.088




Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr|E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

riQL
VEEE
LDR

86%

52.78941

-0.28

-0.05

-0.04

-0.057

-0.02

-0.02

8680

6490

8280

9360

10200

9080

7280

9440

568.7

1702.9

0.0044

2.564

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_
HORSE,sp
|P67936|
TPM4_HU
MAN,sp|P
67937|TP
M4_PIG,tr
|DOG7F7|
DOG7F7_
PIG,tr|E2
R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)
7_MOND
[0}

riQL
VEEE
LDR

66%

52.71126|

-0.047

-0.11

-0.26

-0.25

1450

830

1440

1340

1530

1280

1200

1200

852.5

1702.9

0.0027

1.557

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr| E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

SLEA
ASEk

93%

52.04728|

Ref

-0.55

-0.09

-0.45

-0.057

0.16

-0.57

0.4

30800

18500

27800

24200

35100

35700

22400

43600

721.9

1441.8

0.0251

17.41




Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr|E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

SLEA
ASEk

75%

52.11046|

0.024

-0.24

-0.078

0.33

-0.67

1E+05

74400

1E+05

124000

154000

2E+05

93000

165000

721.9

1441.8

0.0185

12.85

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG tr
|DOG7F7|
DOG7F7_

PIG,tr|E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

SLEA
ASEk

52%

51.75065

-0.58

0.02

-0.41

-0.12

0.22

-0.47

37600

22100

36300

30400

40700

45000

29200

47400

481.6

1441.8

0.0044

3.057

Tropomyosin alpha-
4 chain OS=Equus
caballus GN=TPM4
PE=1SV=2

sp|P0256
1|TPM4_

HORSE,sp
|P67936|

TPM4_HU
MAN,sp|P
67937|TP
M4_PIG,tr
|DOG7F7|
DOG7F7_

PIG,tr| E2

R662|E2R
662_CANF
Atr|F7GG
J7|F7GG)

7_MOND

[0}

SLEA
ASEk

84%

52.05313

Ref

-0.67

0.081

-0.33

-0.04

0.21

-0.44

0.049

21600

11500

21000

17700

23900

24800

16500

23000

721.9

1441.8

0.0256

17.75




sp|P0256

1|TPM4_
HORSE,sp
|P67936|
TPM4_HU
MAN,sp|P
67937|TP
M4_PIG,tr
|DOG7F7|
DOG7F7_
PIG,tr| E2
R662|E2R
662_CANF
Tropomyosin alpha- |A,tr|F7GG
4 chain OS=Equus |J7|F7GG)
caballus GN=TPM4 [7_MOND |tIDD
PE=1SV=2 [0} LEEk | 80%| 37.8| 52.54756(Ref -0.64| 0.13| -0.29| -0.17( 0.19| -0.55[ 0.19| 10600 5870(10800[ 9070 10900(12300f 7650 12600( 785.9] 1569.9 0.0193| 12.26
Hemoglobin fetal
subunit beta sp|P0208 |aAVT
0S=Bos taurus PE=1|1|HBBF_B|SLFA
Sv=1 OVIN k 91%| 43.5| 50.68931|Ref -0.18| 0.076| -0.15[ 0.14 -0.52 0.6| 0.24] 9690 11300{14700| 14100 18900(10500| 23800 18400( 506 1514.9 0.0269| 17.74
Hemoglobin fetal
subunit beta sp|P0208 |aAVT
0S=Bos taurus PE=1|1|HBBF_B|SLFA
Sv=1 OVIN k 78%| 36.1| 50.46905|Ref -0.31| 0.29| -0.23| 0.24 -0.58 0.55 0.088| 31200 30000{49300| 38700, 59000]29200| 66700 48100( 506/ 1514.9 0.0154| 10.14
Hemoglobin fetal
subunit beta sp|P0208 |aAVT
0S=Bos taurus PE=1|1|HBBF_B|SLFA
Sv=1 OVIN k 95%| 60.4| 51.06126(Ref -0.022| 0.22| -0.11] 0.13 -0.4| 0.56| -0.26] 7080 8120(10400f 9300 12100( 7310| 14900 8390| 758.5| 1514.9 0.0252| 16.65
Hemoglobin fetal
subunit beta sp|P0208 |aAVT
0S=Bos taurus PE=1|1|HBBF_B|SLFA
Sv=1 OVIN k 78%| 36.1| 50.47064(Ref -0.11| 0.35| -0.3| 0.085[ -0.46( 0.61 -0.01| 46800 57300|85300| 61100, 87800|52500| 1E+05 74300 506 1514.9 0.0177| 11.64




Hemoglobin fetal

subunit beta sp|P0208 |ILGN

0S=Bos taurus PE=1|1|HBBF_B|VLVV

Sv=1 OVIN VLAR| 95%| 60.8| 41.3615|Ref 0.084( -0.08| 0.03( -0.063( -0.48 0.5| -0.27 994 886| 855 1040 1070 701| 1450 842| 785.5 1569 0.0103| 6.544

Hemoglobin fetal

subunit beta sp|P0208 |ILGN

0S=Bos taurus PE=1|1|HBBF_B|VLVV

Sv=1 OVIN VLAR| 95%| 61.6| 41.3615|Ref 0.2 -0.03| -0.11| 0.11 -0.23| 0.22 -0.55 219 191 177 188 241| 166 237 139| 524 1569 0.0119| 7.584

Hemoglobin fetal

subunit beta sp|P0208 |ILGN

0S=Bos taurus PE=1|1|HBBF_B|VLVV

Sv=1 OVIN VLAR| 95%| 65.8| 43.56026|Ref -0.046| -0.33| -0.03| 0.24| -0.33| 0.096| 0.089 228 171 153 212 281| 165 232 229| 524 1569 0.0134] 8.505

Hemoglobin fetal

subunit beta sp|P0208 |ILGN

0S=Bos taurus PE=1|1|HBBF_B|VLVV

Sv=1 OVIN VLAR| 95%| 43.4| 42.97279|Ref 0.03| -0.04| 0.008| -0.057| -0.49| 0.54| -0.19| 3170 2900 2990 3470 3660 2370| 5060 3020( 785.5 1569 0.0106| 6.743

Hemoglobin fetal

subunit beta sp|P0208 |ILGN

0S=Bos taurus PE=1|1|HBBF_B|VLVV

Sv=1 OVIN VLAR| 95%| 40.7| 42.7358|Ref -0.088| 0.15| -0.02| -0.16| -0.63 0.6| -0.28| 1330 1030| 1320 1310 1320 827| 2030 1100| 785.5 1569 0.0074| 4.73
Value |Value Value [Value Value Value

Hemoglobin fetal Missing | Missi Missin [Missin Value Missi Value Missi

subunit beta sp|P0208 |ILGN (- ng (- g(- g(- Missing (- [ng (- Missing (- [ng (-

0S=Bos taurus PE=1|1|HBBF_B|VLVV 1.3099 |1.427 1.7347(1.5388 1.309947 (1.427 1.734715 (1.538

Sv=1 OVIN VLAR| 95% 50| 42.71074|Ref 478) 6413) | 0.74(155) [427) 0.64| 0.64 221|8) 6413) 222|5) 8427) 208 206| 524 1569 0.0071| 4.549




Hemoglobin fetal

subunit beta sp|P0208 |ILGN

0S=Bos taurus PE=1|1|HBBF_B|VLVV

Sv=1 OVIN VLAR| 84%| 31| 42.97301|Ref -0.27| -0.14| -0.03| -0.095| 0.065| -0.17| 0.36 266, 173 206 249 263 256| 227 327| 524 1569 0.0093| 5.944
Hemoglobin fetal

subunit beta sp|P0208 |ILGN

0S=Bos taurus PE=1|1|HBBF_B|VLVV

Sv=1 OVIN VLAR| 95%| 47.9| 42.5691|Ref -0.062| -0.14| -0.03| -0.15| -0.35| 0.8| -0.29 636, 598 616 746 756 575| 1330 619| 785.5 1569 0.0061| 3.877
Hemoglobin fetal

subunit beta sp|P0208 |ILGN

0S=Bos taurus PE=1|1|HBBF_B|VLVV

Sv=1 OVIN VLAR| 73%| 26.6| 42.54959|Ref 0.031| 0.11f -0.02| -0.31| 0.16| -0.51| 0.011 276 197 225 232 208 252| 166 235 524 1569 0.0046| 2.906
Hemoglobin fetal

subunit beta sp|P0208 |ILGN

0S=Bos taurus PE=1|1|HBBF_B|VLVV

Sv=1 OVIN VLAR| 81%| 29.3| 42.71074|Ref 0.34( -0.09| -0.39| -0.42| -0.4| 0.13| 0.24 206, 185 149 135 146| 129 196 209 524 1569 0.0071| 4.549
Hemoglobin fetal

subunit beta sp|P0208 |ILGN

0S=Bos taurus PE=1|1|HBBF_B|VLVV

Sv=1 OVIN VLAR| 74%| 27.1| 42.83482(Ref 0.12| -0.1f -0.02| -0.3| 0.38 -0.19| -0.19 128 111 103 122 111| 155/ 109 108| 524| 1569 0.0086| 5.466
Hemoglobin fetal

subunit beta sp|P0208 |ILVV

0S=Bos taurus PE=1|1|HBBF_B|YPW

Sv=1 OVIN TQR | 52%| 31.2| 51.53592|Ref -0.35[ -0.2| -0.18| 0.043| 0.11| 0.61| -0.32( 3210 2190( 2630| 2990 3850( 3530/ 5200 2720 527| 1577.9 0.0119| 7.522




Hemoglobin fetal
subunit beta sp|P0208 |ILVV
0S=Bos taurus PE=1|1|HBBF_B|yPW
Sv=1 OVIN TQR | 63%| 32.6 50.87|Ref -0.17| 0.25[ -0.11 0.1| -0.46| 0.57| -0.18| 4360 4180| 6100 5340 6780( 4010| 8560 5060| 628.4| 1882.1 0.0105| 5.596
Refer |Refer Refer Refer
ence [ence [Refere ence |Refere ence [Refere Refere
Refere |Missi |Missi |nce No Missi [nce No Missi |nce No nce
Hemoglobin fetal nce ng ng (- |Missin [Values|ng Missin |Values [Reference [ng Missing [Reference |Value |Missin |Reference
subunit beta sp|P0208 Missing|(0.53 10.173 |g (- (0.708|g (- (- Missing  [(0.53 |(- Missing |s(- |g Missing (-
0S=Bos taurus PE=1|1|HBBF_B|mLS (0.1478|09423|02555((0.466 |1.9149(85056(0.0204|1.8884 ((0.147820|09423(0.1730 ((0.466972(1.914 |(0.708 |0.020461
Sv=1 OVIN AEEk| 63%| 30.6| 49.4172(Ref 204) ) ) 97262)|995) |) 6124) (946) |4) ) 2555) |62) 9995) [85056)(24) 577.3] 1152.6 0.0099| 8.552
Hemoglobin fetal vDEV
subunit beta sp|P0208 |GGE
0S=Bos taurus PE=1|1|HBBF_B|ALG
Sv=1 OVIN R 76%| 35.6 51.50695|Ref 0.036| 0.31| -0.18| 0.013| -0.23| 0.41| -0.25| 54800 61200{80100| 64000 80800(59800| 97200 61000( 703.4| 1404.7 0.0112| 7.976
Hemoglobin fetal vkVD
subunit beta sp|P0208 |EVG
0S=Bos taurus PE=1|1|HBBF_B|GEAL
Sv=1 OVIN GR 57%| 33.1| 52.78962|Ref -0.22 0.23| 0.075| 0.33| -0.53| 0.6 -0.28| 2880 3520( 5210| 5260 6900( 3330| 7590 4110( 969.1| 1936.1 0.0197| 10.19
Hemoglobin fetal
subunit beta sp|P0208 |vLDS
0S=Bos taurus PE=1|1|HBBF_B|FcEG
Sv=1 OVIN Lk 87%| 43.1| 53.37445|Ref -0.004| 0.11] -0.17| -0.12| -0.45| 0.47 -0| 2750 2460( 2890| 2670 3060 2120| 4190 2990 589| 1763.9 it 0.303
Hemoglobin fetal
subunit beta sp|P0208 |vLDS
0S=Bos taurus PE=1|1|HBBF_B|FcEG
Sv=1 OVIN Lk 77%| 38.4| 53.22582|Ref 0.1| 0.16| -0.14| -0.13| -0.48| 0.43| -0.25 993 876 986 899 1000| 687 1350 831 589| 1763.9 0.0135| 7.663




Hemoglobin fetal wWTG
subunit beta sp|P0208 |VAN
0S=Bos taurus PE=1|1|HBBF_B|ALA
Sv=1 OVIN HR 95%| 67.6 51.74688|Ref 0.23| 0.023[ 0.19] -0.071| -0.41| 0.19| -0.47 246 231 217 274, 252 174| 275 173| 504.6| 1510.9 it 0.225
Hemoglobin fetal wWTG
subunit beta sp|P0208 |VAN
0S=Bos taurus PE=1|1|HBBF_B|ALA
Sv=1 OVIN HR 95%| 71.4| 51.89617|Ref 0.27| -0.18| 0.08| -0.15| -0.28| 0.35| -0.36| 10300 10200| 8110 10900 10300| 8150| 13200 8000( 504.6 1510.9 0.0114| 7.573
Hemoglobin fetal wWTG
subunit beta sp|P0208 |VAN
0S=Bos taurus PE=1|1|HBBF_B|ALA
Sv=1 OVIN HR 95%| 68| 52.02393|Ref 0.33| -0.13| -0.11| -0.1| -0.37| 0.33| -0.21| 3720 3880( 3060| 3490 3870( 2800| 4770 3250| 504.6] 1510.9 0.0077| 5.093
Hemoglobin fetal wWTG
subunit beta sp|P0208 |VAN
0S=Bos taurus PE=1|1|HBBF_B|ALA
Sv=1 OVIN HR 82%| 38| 51.90119|Ref 0.15| -0.02| 0.052 0.033| -0.42| 0.37| -0.09| 2270 2610( 2520| 2970 3230( 2060| 3730 2680| 756.4| 1510.9 0.0117| 7.735
Hemoglobin fetal WTG
subunit beta sp|P0208 |VAN
0S=Bos taurus PE=1|1|HBBF_B|ALA
Sv=1 OVIN HR 95%| 71.4| 51.63835|Ref 0.26| -0.01| 0.058| -0.14| -0.25| 0.12| -0.12| 4370 4600| 4120| 4860 4670| 3770 5110 4280( 504.6| 1510.9 0.0092| 6.065
Hemoglobin fetal wWTG
subunit beta sp|P0208 |VAN
0S=Bos taurus PE=1|1|HBBF_B|ALA
Sv=1 OVIN HR 95%| 73.3| 52.03794|Ref 0.0072| -0.04[ 0.13| -0.17| -0.47| 0.47| -0.16| 9720 8320( 8720| 11000 9880( 7010| 14000 8990( 504.6 1510.9 0.0082| 5.41




Hemoglobin fetal wWTG
subunit beta sp|P0208 |VAN
0S=Bos taurus PE=1|1|HBBF_B|ALA
Sv=1 OVIN HR 95%| 50.7| 52.02393|Ref 0.021| 0.013 -0| 0.017| -0.31| 0.47| -0.19| 5220 5310( 5730| 6370 7110( 4960| 8880 5580| 756.4| 1510.9 0.0079| 5.234
Hemoglobin fetal wWTG
subunit beta sp|P0208 |VAN
0S=Bos taurus PE=1|1|HBBF_B|ALA
Sv=1 OVIN HR 95%| 83.5| 52.0584|Ref -0.087| 0.086| 0.16| 0.057| -0.57| 0.37| -0.2| 18000 15100(18400| 21800 22300|12600| 25300 16900| 504.6| 1510.9 0.0064| 4.259
Hemoglobin fetal wWTG
subunit beta sp|P0208 |VAN
0S=Bos taurus PE=1|1|HBBF_B|ALA
Sv=1 OVIN HR 95%| 74.5| 51.80258|Ref 0.14]| 0.008| -0.02| -0.2[ -0.3| 0.22| -0.14| 4970 4190| 4150 4590 4460| 3610 5410 4190( 504.6 1510.9 0.0039| 2.553
Hemoglobin fetal wWTG
subunit beta sp|P0208 |VAN
0S=Bos taurus PE=1|1|HBBF_B|ALA
Sv=1 OVIN HR 95%| 67.6 51.63835|Ref 0.2| 0.096| -0.03| -0.091| -0.26| 0.23| -0.21| 1690 1730| 1750 1800 1910| 1480 2170 1590| 504.6| 1510.9 0.0093| 6.125
Hemoglobin fetal wWTG
subunit beta sp|P0208 |VAN
0S=Bos taurus PE=1|1|HBBF_B|ALA
Sv=1 OVIN HR 95%| 65.6| 52.0744|Ref 0.23| -0.09| -0.05| -0.075| -0.18| 0.2 -0.2| 1660 1600| 1390 1610 1740| 1410( 1920 1440| 504.6| 1510.9 0.0065| 4.319
Hemoglobin fetal wWTG
subunit beta sp|P0208 |VAN
0S=Bos taurus PE=1|1|HBBF_B|ALA
Sv=1 OVIN HR 95%| 73.6| 52.06448|Ref -0.035| -0.13| 0.043| -0.16| -0.03| 0.098| 0.05 563 442| 448 568, 543 521] 593 569| 504.6| 1510.9 0.007| 4.617




Hemoglobin fetal wWTG
subunit beta sp|P0208 |VAN
0S=Bos taurus PE=1|1|HBBF_B|ALA
Sv=1 OVIN HR 95%| 60.3| 51.86863|Ref -0.24| 0.32| -0.07| 0.035| -0.29| -0.12| 0.096 310 207 331 284, 337\ 235 277 318| 504.6| 1510.9 0.0052| 3.466
Hemoglobin fetal wWTG
subunit beta sp|P0208 |VAn
0S=Bos taurus PE=1|1|HBBF_B|ALA
Sv=1 OVIN HR 95%| 78.4| 52.11478|Ref 0.14] 0.075| -0.17| -0.031| -0.42| 0.35| -0.14| 6960 6510 6750/ 6390 7760( 5180| 9210 6500 505| 1511.9 0.013| 8.605
Hemoglobin fetal wWTG
subunit beta sp|P0208 |VAn
0S=Bos taurus PE=1|1|HBBF_B|ALA
Sv=1 OVIN HR 95%| 79.6| 52.15053|Ref 0.11] 0.22| -0.35| 0.05| -0.25| 0.38| -0.26| 14800 14700{17100| 13000 18900|13500| 21600 13800| 505/ 1511.9 0.0122| 8.07
Hemoglobin fetal wWTG
subunit beta sp|P0208 |VAn
0S=Bos taurus PE=1|1|HBBF_B|ALA
Sv=1 OVIN HR 91%| 43.1| 52.16145|Ref 0.42| 0.34| -0.2[ -0.19| -0.36] 0.3| -0.16| 4230 6900 7090| 5480 6070( 4710| 7760 5590( 756.9| 1511.9 0.0107| 7.088
Hemoglobin fetal wWTG
subunit beta sp|P0208 |VAn
0S=Bos taurus PE=1|1|HBBF_B|ALA
Sv=1 OVIN HR 91%| 45.5| 51.90307|Ref 0.24| -0.12| -0.05[ -0.057| -0.15| 0.35| -0.12| 2290 2710( 2300| 2710 2970( 2430| 3590 2570 505| 1511.9 0.0092| 6.067
Hemoglobin fetal wWTG
subunit beta sp|P0208 |VAn
0S=Bos taurus PE=1|1|HBBF_B|ALA
Sv=1 OVIN HR 95%| 70.7| 51.98203|Ref 0.25| 0.13| -0.14| -0.12 -0.39| 0.27| -0.14| 2160 2250( 2250| 2100 2340( 1690| 2810 2100 505| 1511.9 0.0059| 3.886




aFGP

Uncharacterized GLQ
protein OS=Bos tr|FIN16 |GGS
taurus GN=FLNA 9|F1N169 |AGS
PE=4 SV=1 _BOVIN |PAR | 95%| 52.9| 52.75682(Ref -0.21 -0| -0.29| -0.11f -0.17| -0.27 -0.22 3410 2450( 3080 2830 3540( 2970 2890 2970 867.5| 1732.9 0.0107| 6.176
aGQ
SAA
Uncharacterized GAV
protein OS=Bos tr|FIN16 |LGIG
taurus GN=FLNA 9|F1N169 |ADT
PE=4 SV=1 _BOVIN (R 95%| 76.6| 53.45642|Ref -0.53 0.2| -0.25| -0.19 -0.3| 0.074| -0.43| 17600 10000{18000| 14900 17000(13800| 18600 13100 910 1818 0.005( 2.738
Uncharacterized
protein OS=Bos tr|FIN16 |aHV
taurus GN=FLNA 9|F1N169 |VPcF
PE=4 SV=1 _BOVIN |DPSk| 95%| 55.4| 53.42476(Ref 0.036| -0.22| -0.14 -0.24( -0.14| -0.04( -0.41| 11100 10500 9590| 11400 11700({11000| 12200 9420| 618.7 1853 0.0121] 6.517
Uncharacterized
protein OS=Bos tr|[FIN16 |alLTQ
taurus GN=FLNA 9|F1IN169 |TGG
PE=4 SV=1 _BOVIN |PHVk| 77%| 37.2| 52.05502(Ref -0.18| -0.13| -0.19| -0.13( -0.15[ -0.1| -0.25[ 50900 40700|45400| 48900, 56200|48500| 52500 47100 573 1716 0.0122] 7.132
Uncharacterized
protein OS=Bos tr|[FIN16 |alLTQ
taurus GN=FLNA 9|F1N169 |TGG
PE=4 SV=1 _BOVIN |PHVk| 88%| 42.7| 52.05061|Ref -0.16| -0.08| -0.27| -0.04( -0.1| -0.24 -0.3| 69800 55300|63100| 62400, 80500|67300| 63800 60900 573 1716 0.0141| 8.198
aSGP
GLN
TG
Uncharacterized VPAS
protein OS=Bos tr|FIN16 [LPVE
taurus GN=FLNA 9|F1N169|FTID
PE=4 SV=1 _BOVIN |Ak 95%| 56.3| 54.86772|Ref -6E-04| -0.22| -0.24| -0.12| 0.097 -0| -0.63| 2360 2310 2150 2380 2850( 2900 2820 1810| 984.2 2949.6 0.0213] 7.216




asSGP

GLN
TTG

Uncharacterized VPAS

protein OS=Bos tr|FIN16 [LPVE

taurus GN=FLNA 9|F1N169 [FTID

PE=4 SV=1 _BOVIN |Ak 95%| 55.1| 54.44304|Ref -0.37| -0.09| -0.07| -0.16| -0.24| -0.28| -0.18| 2880 1740| 2300 2620 2710( 2240| 2270 2420| 984.2| 2949.6 0.0077| 2.62
dAG

Uncharacterized EGG

protein OS=Bos tr|FIN16 [LSLAI

taurus GN=FLNA 9|F1N169 [EGPS

PE=4 SV=1 _BOVIN |k 89%| 45.3| 54.09065|Ref -0.13| -0.01| -0.23| -0.16| -0.44| -0.1| -0.41| 17700 12300(14500| 14000 16200|11700| 15400 12300| 703.7| 2108.1 0.0243| 11.52
dAG

Uncharacterized EGLL

protein OS=Bos tr|FIN16 |AvQl

taurus GN=FLNA 9|F1N169 |[TDPE

PE=4 SV=1 _BOVIN |GkPk| 95%| 55.5| 53.44032|Ref -0.25( -0.03| -0.32| -0.12| -0.31| -0.01| -0.34| 7790 5260 6670 6120 7740( 5940| 7600 6010| 950.9| 2849.6 0.0279| 9.778

Uncharacterized dAP

protein OS=Bos tr|FIN16 |QDF

taurus GN=FLNA 9|F1N169 [HPD

PE=4 SV=1 _BOVIN |R 95%| 51.2| 49.29025|Ref -0.47| 0.6| -0.49| -0.1| -0.32| -0.07| -0.33| 42800 34100(77500| 41000 58900(44300| 55000 45500| 501.2| 1500.7 0.0115| 7.686
eAG

Uncharacterized AGG

protein OS=Bos tr|FIN16 |LAIA

taurus GN=FLNA 9|F1N169 [VEG

PE=4 SV=1 _BOVIN |PSk | 95%| 80.6| 53.28781|Ref -0.21{ 0.024| -0.24| -0.073| -0.41| -0.11| -0.56| 5900 3720( 4760| 4440 5500( 3810| 4900 3550 1018| 2034.1 0.0159| 7.788

Uncharacterized

protein OS=Bos tr|FIN16 [eATT

taurus GN=FLNA 9|F1IN169 [EFSV

PE=4 SV=1 _BOVIN |DAR | 86%| 38.2| 50.65565|Ref 0.046| -0.03| -0.18| -0.18| -0.42| -0.11| -0.35| 36200 32900(33900| 34400 37700|27900| 36100 30400( 765.4| 1528.8 0.0135| 8.839




eGPY

Uncharacterized SISV
protein OS=Bos tr|FIN16 [LYGD
taurus GN=FLNA 9|F1N169 [EEVP
PE=4 SV=1 _BOVIN |R 88%| 44.6| 53.77803|Ref 0.12| -0.21| -0.3| -0.25| -0.31| -0.28| -0.24| 4630 3810( 3290| 3490 3970( 3320| 3540 3620| 738.7| 2213.1 0.0041| 1.873
Uncharacterized
protein OS=Bos tr|FIN16 |enGl
taurus GN=FLNA 9|F1N169 [YLID
PE=4 SV=1 _BOVIN [Vk 51%| 32.2| 52.61196|Ref 0.4| -0.68| -0.52| -0.6| -0.99| -0.56| -0.74| 32300 17300| 8890| 11100 11600| 7750| 10900 9510( 591.7 1772 0.0106| 5.955
fNEE
HIPD
SPFV
Uncharacterized VPV
protein OS=Bos tr|FIN16 [ASPS
taurus GN=FLNA 9|F1IN169 [GDA
PE=4 SV=1 _BOVIN |R 95%| 55.8| 54.72347|Ref 0.13| 0.5 -0.35| -0.26 -0.48| -0.2| -0.68| 1650 1770| 2490 1540 1810| 1370 1720 1230| 924.5| 2770.4 0.0085| 3.054
gAG
TGG
Uncharacterized LGLA
protein OS=Bos tr|FIN16 |VEG
taurus GN=FLNA 9|F1N169 [PSEA
PE=4 SV=1 _BOVIN |k 95%| 62.3| 54.20746|Ref -0.37( 0.054| -0.27| 0.18| -0.31| -0.21| -0.43| 5400 3470( 5070| 4540 6850( 4250| 4760 4050 1090 2178.2 0.0215| 9.846
gQH
VPG
SPFQ
Uncharacterized FTVG
protein OS=Bos tr|FIN16 [PLGE
taurus GN=FLNA 9|F1IN169 [GGA
PE=4 SV=1 _BOVIN [Hk 77%| 38.8| 55.44592|Ref -0.024| -0.2| -0.24| -0.12| -0.22| -0.15| -0.27| 2940 2480( 2370| 2590 3100( 2540| 2770 2530 728.9] 2911.5 0.0136| 4.656
Uncharacterized iVGP
protein 0S=Bos tr|FIN16 [SGA
taurus GN=FLNA 9|F1N169 |AVPc
PE=4 SV=1 _BOVIN |k 76%| 37.9| 52.88746|Ref 0.2| -0.01| -0.23| -0.062| -0.7| -0.26| -0.18| 12800 13800(12900| 12400 15400| 8610 12200 12800 585| 1752 0.0112| 6.394




Uncharacterized

protein OS=Bos tr|FIN16 |lIALL

taurus GN=FLNA 9|F1N169|EVLS

PE=4 SV=1 _BOVIN [Qk 95%| 47.5| 45.52084(Ref 0.22| -0.34| -0.33 -0.2| -0.26 -0| -0.74 366 317 233 262 316 266 331 197| 612.4| 1834.2 0.0075| 4.079
Uncharacterized

protein OS=Bos tr|FIN16 |lIALL

taurus GN=FLNA 9|F1N169|EVLS

PE=4 SV=1 _BOVIN [Qk 75%| 30.1| 45.52206(Ref 0.13]| -0.04| -0.04| -0.43| -0.53| -0.46| -0.37 180 137| 132 148 124 101 111 118| 612.4| 1834.2 0.0082| 4.487
Uncharacterized

protein OS=Bos tr|FIN16 [lIYSV

taurus GN=FLNA 9|F1IN169|SYLL

PE=4 SV=1 _BOVIN |k 91% 43| 50.24502|Ref -0.016| -0.28| -0.17 -0.2 -0.5| 0.24| -0.42| 5030 4260| 3830| 4660 5010 3570 6240 3890( 565.3 1693 0.0103| 6.054
Uncharacterized rLTv

protein OS=Bos tr|FIN16 |SSLQ

taurus GN=FLNA 9|F1N169 |ESGL

PE=4 SV=1 _BOVIN |k 66%| 33.7| 51.32692|Ref -0.14( -0.04| -0.11| -0.12 -0.28| 0.039( -0.44| 9610 8370 9690 10400 11400( 8880| 11600 8240| 676.1| 2025.2 0.017( 8.373
Uncharacterized sPFS

protein OS=Bos tr|FIN16 |VGV

taurus GN=FLNA 9|F1N169|SPSL

PE=4 SV=1 _BOVIN |DLSk | 95%| 53.5| 53.51976(Ref -0.31| -0.05| -0.11| -0.17 -0.36| -0.04( -0.34| 12200 7800(10200| 10900 11600( 8850( 11600 9330( 710.1| 2127.2 0.0158| 7.444
Uncharacterized sPFS

protein 0S=Bos tr|FIN16 |VGV

taurus GN=FLNA 9|F1N169|SPSL

PE=4 SV=1 _BOVIN |DLSk | 86%| 42.5| 53.40361|Ref 0.034( -0.19| -0.26[ -0.24( -0.08| -0.16( -0.17[ 5070 4970| 4610| 4940 5520 5390 5330 5230( 710.1| 2127.2 0.0098| 4.611




Uncharacterized sPFS

protein OS=Bos tr|FIN16 |VGV

taurus GN=FLNA 9|F1N169|SPSL

PE=4 SV=1 _BOVIN |DLSk | 90%| 45.2| 53.29536(Ref -0.32| -0.12| -0.29| -0.34 -0.23| -0.25 -0.36 12100 5920 7390 7370 7870( 7380 7600 7010( 710.1| 2127.2 0.0067| 3.145

Uncharacterized sPFS

protein OS=Bos tr|FIN16 |VGV

taurus GN=FLNA 9|F1N169|SPSL

PE=4 SV=1 _BOVIN |DLSk | 90%| 45.8| 53.52422(Ref 0.42| 0.058( -0.32| -0.33] -0.37| -0.32| -0.35| 4460 5840( 4940 4270 4660| 3970| 4290 4180( 710.1| 2127.2 0.0155| 7.275

Uncharacterized sPFS

protein OS=Bos tr|FIN16 |VGV

taurus GN=FLNA 9|F1N169|SPSL

PE=4 SV=1 _BOVIN |DLSk | 79%| 39.6| 53.65355|Ref 0.038| -0.19| -0.1f -0.32 -0.38| -0.15( -0.19 1300 1120| 1040 1240 1170 980 1210 1160| 710.1| 2127.2 0.0212| 9.94
tFSV

Uncharacterized WYV

protein OS=Bos tr|FIN16 [PEVT

taurus GN=FLNA 9|F1IN169 |GTH

PE=4 SV=1 _BOVIN |k 95%| 55.1| 54.59512|Ref 0.19]| -0.02| -0.4 -0.2| -0.21| -0.08| -0.65 717 695 651 565 714 617 709 472( 787.1| 2358.3 0.0173] 7.313
tFSV

Uncharacterized WYV

protein OS=Bos tr|FIN16 [PEVT

taurus GN=FLNA 9|F1IN169 |GTH

PE=4 SV=1 _BOVIN |k 94%| 51.1| 54.57061|Ref -0.068| -0.23| -0.1] -0.069| -0.37| -0.07| -0.28 834 708| 689 842 949| 675 863 742| 787.1| 2358.3 0.0114] 4.833

Uncharacterized VNV

protein OS=Bos tr|FIN16 |GAG

taurus GN=FLNA 9|F1N169 |SHP

PE=4 SV=1 _BOVIN |Nk 72%| 35.8| 52.61971|Ref -0.17| 0.016| -0.16| -0.18 -0.21| -0.24| -0.4| 4830 3480( 4290 4260 4620| 3970| 4070 3600( 844.5 1687 0.0123] 7.293




Uncharacterized VNV
protein OS=Bos tr|FIN16 |GAG
taurus GN=FLNA 9|F1N169 |SHP
PE=4 SV=1 _BOVIN |Nk 77%| 37.7| 52.44445|Ref -0.11| 0.065| -0.29 -0.11 -0.28| -0.21| -0.25[ 19200 15900{19500| 17200 21400|16600| 18200 17600| 563.3 1687 H#Hi###A| 043
Uncharacterized
protein OS=Bos tr|FIN16 [vPVH
taurus GN=FLNA 9|F1N169 |DVT
PE=4 SV=1 _BOVIN |DASk| 61%| 34.4| 53.2462(Ref 0.24| 0.31] -0.34| -0.15| -0.37| -0.43| -0.57| 38400 42900|49200| 35100, 4410033100 33100 29800| 592.7 1775 0.0129| 7.278
vSG
QGL
HEG
Uncharacterized HTFE
protein OS=Bos tr|FIN16 [PAEF
taurus GN=FLNA 9|F1IN169 |IIDT
PE=4 SV=1 _BOVIN (R 91% 46| 54.93943|Ref 0.033| 0.044| -0.16 -0.3 -0.3| -0.11| -0.15| 1550 1680| 1840 1800 1800| 1560 1860 1800| 686.9| 2743.4 0.0133] 4.849
Uncharacterized vTVL
protein OS=Bos tr|FIN16 [FAG
taurus GN=FLNA 9|F1IN169 [QHIA
PE=4 SV=1 _BOVIN |k 95%| 63.8| 49.66076(Ref 0.037| -0.27| -0.16[ -0.12 -0.45[ 0.011 -0.39 1210 1020| 894| 1080 1230| 854 1230 923| 946.6| 1891.1 0.0085| 4.501
Uncharacterized vTYT
protein OS=Bos tr|FIN16 [PMA
taurus GN=FLNA 9|F1N169 |PGSY
PE=4 SV=1 _BOVIN |LISIk | 69%| 36.9] 53.8133|Ref 0.22| -0.06( -0.31| -0.034| -0.44| -0.28| 0.013 895 1220| 1090 1030 1370 906 1050 1280| 783.8| 2348.3 0.0175| 7.456
Uncharacterized yGG
protein OS=Bos tr|FIN16 |DEIP
taurus GN=FLNA 9|F1N169 |FSPY
PE=4 SV=1 _BOVIN (R 91%| 42.3| 51.50968|Ref -0.12| -0.05| -0.22 -0.1| -0.27| -0.14| -0.26] 6100 5070 5780 5740 6880( 5340 6090 5590( 852.9| 1703.8 0.0044| 2.566




Uncharacterized yGG
protein OS=Bos tr|FIN16 |DEIP
taurus GN=FLNA 9|F1N169 |FSPY
PE=4 SV=1 _BOVIN (R 61%| 32.4| 51.55224|Ref -0.19( 0.009| -0.28 -0.1| -0.28| -0.02| -0.26| 3440 2790( 3480 3200 3990( 3070 3840 3240( 852.9| 1703.8 0.0018| 1.065
Uncharacterized yGG
protein OS=Bos tr|FIN16 |PYHI
taurus GN=FLNA 9|F1N169 |AGS
PE=4 SV=1 _BOVIN |PFk | 53%| 33.8| 53.93145|Ref 0.026| -0.13| -0.32 -0.13( -0.24| -0.05( -0.11 9310 9910 9670 9480 11900 9630 11500 10900( 668| 2001.1 0.0175| 8.748
yTPV
QQG
PVGI
Uncharacterized NVT
protein OS=Bos tr|FIN16 |YGG
taurus GN=FLNA 9|F1N169 |DAIP
PE=4 SV=1 _BOVIN |k 95%| 58.8| 54.98977|Ref -0.095| -0.05| -0.14| -0.22| -0.06| -0.29| -0.19| 2080 1900| 2130 2230 2340( 2280 2030 2160( 961.5| 2881.6 0.027( 9.35
yTPV
QQG
PVGI
Uncharacterized NVT
protein OS=Bos tr|FIN16 |YGG
taurus GN=FLNA 9|F1N169 |DAIP
PE=4 SV=1 _BOVIN |k 80%| 41.3| 54.89337|Ref 0.15| -0.44| -0.24| -0.12| 0.14] -0.35| -0.55| 1140 1070 772 994 1190| 1240 924 801| 961.5| 2881.6 0.0209| 7.258
tr|celuQ
Protein disulfide 0]cejuQo
isomerase family A |_SHEEP,tr
member 3 0S=Ovis ||D3K382|
aries GN=PDIA3 D3K382_C|aQE
PE=2 SV=1 APHI DL 64% 30| 48.44701|Ref -0.11| -0.16| 0.003| -0.074 0.28| -0.32( 0.063 776 603 633 796 832 931 639 828| 440.2| 878.46 0.0048| 5.452




tr|ceIuQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr

member 3 0S=Ovis ||D3K382|

aries GN=PDIA3 D3K382_C|aQE

PE=2 SV=1 APHI DL 60%| 29.3| 48.56644(Ref 0.14| -0.21| -0.17| -0.082| 0.045| -0.09| -0.09| 5330 4410| 3750| 4330 5070( 4830 4600 4550( 440.2| 878.46 0.0056| 6.362
tr|C6IUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr [dGEE

member 3 0S=Ovis ||D3K382]| [SGA

aries GN=PDIA3 D3K382_C|YDG

PE=2 SV=1 APHI PR 92%| 38.5| 46.89211|Ref 0.37| 0.17| -0.02| -0.16| -0.13| -0.38| -0.32| 13100 13600{12900| 12700 12600(11300f 9930 10300| 778.9| 1555.7 0.0099| 6.33
tr|CeIUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr

member 3 0S=Ovis ||D3K382| [dLFS

aries GN=PDIA3 D3K382_C|EAHS

PE=2 SV=1 APHI EFLk | 87% 44( 54.20421|Ref 0.25| -0.35( 0.16| -0.068| 0.085| -0.2| -0.21| 63400 64300|46100| 73500, 69100|67100| 57600 56500| 677.7| 2030.1 0.018( 8.854
tr|C6IUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr

member 3 0S=Ovis ||D3K382| [dLFS

aries GN=PDIA3 D3K382_C|EAHS

PE=2 SV=1 APHI EFLk | 95%| 63.5| 54.20972|Ref 0.18| -0.2| -0.03| -0.075| 0.14| -0.2| -0.11| 2090 2020 1680 2120 2260( 2300f 1890 2000 1016/ 2030.1 0.0168| 8.285




tr|ceIuQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr [dLLI

member 3 0S=Ovis [|D3K382]| [AYY

aries GN=PDIA3 D3K382_C(DVD

PE=2 SV=1 APHI YEk | 95%| 62.2 54.60251|Ref 0.081| -0.2| 0.12( -0.14( 0.11f 0.023( -0.09( 1130 1140| 1010 1420 1310| 1360 1340 1230| 743.4| 2227.2 0.0122| 5.498
tr|C6IUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr [dLLI

member 3 0S=Ovis [|D3K382]| [AYY

aries GN=PDIA3 D3K382_C(DVD

PE=2 SV=1 APHI YEk | 95%| 65.2 54.55527|Ref 0.14] -0.29| 0.077| -0.25| 0.073| 0.075| -0.08| 2360 2260 1830 2640 2320( 2530 2650 2350( 743.4| 2227.2 0.0141] 6.319
tr|CeIUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr [dLLI

member 3 0S=Ovis [|D3K382]| [AYY

aries GN=PDIA3 D3K382_C(DVD

PE=2 SV=1 APHI YEk | 94%| 52.2 54.59309|Ref 0.38| -0.3| 0.14] -0.31] -0.03| -0.03| -0.09 668 801 541 825 665| 708 740 700| 743.4| 2227.2 0.0106| 4.757
tr|CeIUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr [dLLI

member 3 0S=Ovis [|D3K382]| [AYY

aries GN=PDIA3 D3K382_C(DVD

PE=2 SV=1 APHI YEk | 95%| 55.3| 54.5719|Ref 0.27| -0.05( -0.11| -0.26] 0.25| -0.1| -0.01 404 508| 441 476 473| 587 482 508| 743.4| 2227.2 0.0077| 3.451




tr|ceIuQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr [dLLI

member 3 0S=Ovis [|D3K382]| [AYY

aries GN=PDIA3 D3K382_C(DVD

PE=2 SV=1 APHI YEk | 66%| 36.9 54.58197|Ref 0.072( 0.031| 0.11f -0.021| 0.26| -0.24( -0.41 369 361 381 451 454| 481 356 315| 743.4| 2227.2 0.0165| 7.396
tr|C6IUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr

member 3 0S=Ovis ||D3K382|

aries GN=PDIA3 D3K382_C|dPNI

PE=2 SV=1 APHI VIAKk | 51% 29| 49.48604(Ref 0.18] 0.043| 0.12| -0.36| 0.15| 0.031| -0.35| 10200 10800{10700| 12700 9990(12500| 12000 9130 493.3| 1476.9 0.0243] 16.42
tr|C6IUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr [eAT

member 3 0S=Ovis ||D3K382]| [NPP

aries GN=PDIA3 D3K382_C|VIQE

PE=2 SV=1 APHI EkPk | 81%| 39.1| 52.6331|Ref -0.16| -0.01| 0.14| -0.018 0.28| -0.41| -0.15[ 9550 7290( 8780| 10900 10800(11600f 7520 8910| 831.5( 2491.4 0.0178| 7.126
tr|C6IUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr

member 3 0S=Ovis ||D3K382| [eLSD

aries GN=PDIA3 D3K382_C[FISYL

PE=2 SV=1 APHI k 70%| 36.1| 52.98945|Ref -0.099| 0.01] -0.01| -0.079| 0.007| -0.04| 0.098| 1150 996| 1170 1290 1360| 1260 1270 1390| 608.3 1822 0.0131] 7.199




tr|ceIuQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr

member 3 0S=Ovis ||D3K382| [eLSD

aries GN=PDIA3 D3K382_C|FISYL

PE=2 SV=1 APHI k 90%| 44.7| 52.98925|Ref -0.2| -0.04| 0.014| 0.12| 0.009| 0.047| -0.12 924 720 874 1020 1210 976 1050 925| 608.3 1822 0.0111] 6.08
tr|C6IUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr

member 3 0S=Ovis ||D3K382| [fLED

aries GN=PDIA3 D3K382_C|YFD

PE=2 SV=1 APHI GNLk| 94%| 50.7 53.83518|Ref 0.18] -0.22| -0.06| -0.15 -0| -0.15| 0.11] 6280 5980( 4930 6190 6410 6180 5840 6940 657 1968 0.0123] 6.258
tr|CeIUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr (gFPT

member 3 0S=Ovis ||D3K382] [IYFS

aries GN=PDIA3 D3K382_C|PAN

PE=2 SV=1 APHI k 58%| 34.6| 53.92202(Ref -0.075| -0.24| 0.086| -0.16 0.2 -0.23| 0.097 527 420 406 571 533| 597 463 574| 650.7| 1949.1 0.0211] 10.83
tr|C6IUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr (gFPT

member 3 0S=Ovis ||D3K382] [IYFS

aries GN=PDIA3 D3K382_C|PAN

PE=2 SV=1 APHI k 91%| 46.7| 53.91743|Ref -0.23| -0.19| -0.02| -0.021 0.15| -0.34 0.32| 20200 14800|16400| 20900 22900(22500| 16800 26300 650.7[ 1949.1 0.0209| 10.74




tr|ceIuQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr (gFPT

member 3 0S=Ovis ||D3K382] [IYFS

aries GN=PDIA3 D3K382_C|PAN

PE=2 SV=1 APHI k 93%| 46.1| 53.57588|Ref 0.16| -0.06 0.1 -0.11 0.15 -0.42 -0.08 4530 4450| 4160| 5220 4950| 5200| 3660 4600( 975.5| 1949.1 0.0106| 5.437
tr|C6IUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr (gFPT

member 3 0S=Ovis ||D3K382] [IYFS

aries GN=PDIA3 D3K382_C|PAN

PE=2 SV=1 APHI k 89%| 43.2| 53.60177|Ref 0.049( -0.09| 0.14( -0.14( 0.11f -0.21 -0.07| 7470 6770 6670 8770 7960( 8250 6920 7600( 975.5| 1949.1 0.0127| 6.493
tr|CeIUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr (gFPT

member 3 0S=Ovis ||D3K382] [IYFS

aries GN=PDIA3 D3K382_C|PAnk

PE=2 SV=1 APHI k 83%| 40.1| 52.71223|Ref -0.18| -0.13 0.1 -0.033( 0.19| -0.39( 0.078| 4180 3030( 3410[ 4490 4500| 4570| 3220 4400| 795.1 2382.4 0.0108| 4.532
tr|C6IUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr

member 3 0S=Ovis ||D3K382|

aries GN=PDIA3 D3K382_C|glIVP

PE=2 SV=1 APHI LAk | 66%| 23.6 41.344|Ref 0.022| -0.21| 0.072 -0.071| 0.003| -0.22 -0.08| 47300 35500{32900| 44800, 44700|41100| 36700 40400 436| 1304.9 0.0064| 4.876




tr|ceIuQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr

member 3 0S=Ovis ||D3K382|

aries GN=PDIA3 D3K382_C|glIVP

PE=2 SV=1 APHI LAk | 56%| 21.4 41.344|Ref 0.068 -0.1| 0.002 0.065( -0.03| -0.24( -0.15 86100 70400|68000| 81900, 94300|77100| 69500 73400| 653.4| 1304.9 0.0049| 3.723
tr|C6IUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr

member 3 0S=Ovis [|D3K382| [kDP

aries GN=PDIA3 D3K382_C|[NIVI

PE=2 SV=1 APHI Ak 71%| 26.6| 43.72009|Ref -0.13| -0.08| 0.046| -0.12 0.22| -0.23 -0.1| 5980 4260| 4780| 5870 5750 6360 4870 5310( 955.6| 1909.2 0.0012| 0.651
tr|CeIUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr [kQA

member 3 0S=Ovis ||D3K382| [GPA

aries GN=PDIA3 D3K382_C|SVPL

PE=2 SV=1 APHI k 67%| 28.6| 46.16958|Ref 0.16| -0.05| -0.01| -0.21| 0.037| -0.1] 0.042| 10500 10800{10100| 11600 11200({11600| 11000 12100| 670.1| 2007.3 0.0024| 1.173
tr|C6IUQ

Protein disulfide 0|c6JuQo|kQA

isomerase family A |_SHEEP,tr [GPA

member 3 0S=Ovis ||D3K382]| [SVPL

aries GN=PDIA3 D3K382_C|kSEE

PE=2 SV=1 APHI EFEk | 76% 35[ 52.00941|Ref -0.18| -0.07| 0.22| 0.076[ 0.11| -0.24 -0.04| 5020 4210| 4920| 6750 6740 6040 4930 5620( 798.5| 3189.8 0.0136| 4.252




tr|ceIuQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr

member 3 0S=Ovis ||D3K382| [IHFA

aries GN=PDIA3 D3K382_C|VAS

PE=2 SV=1 APHI R 55%| 30.1| 50.03254(Ref 0.36| 0.047| 0.013| -0.28| -0.32| -0.32| -0.03] 5580 5490( 4780 5240 4710| 3990| 4180 5080( 402.2| 1203.7 0.0108| 8.951
tr|C6IUQ

Protein disulfide 0]C6JUQO|mDA

isomerase family A |_SHEEP,tr [TAN

member 3 0S=Ovis ||D3K382]| [DVP

aries GN=PDIA3 D3K382_C|SPYE

PE=2 SV=1 APHI VR 95%| 51.9| 51.34333|Ref -0.27| -0.07| 0.13| -0.081 0.27| -0.48 0.18| 13800 10000{12500| 16100 15300(17000| 10600 16600 985| 1967.9 0.0146| 7.429
tr|C6IUQ

Protein disulfide 0]C6JUQO|mDA

isomerase family A |_SHEEP,tr [TAN

member 3 0S=Ovis ||D3K382]| [DVP

aries GN=PDIA3 D3K382_C|SPYE

PE=2 SV=1 APHI VR 95%| 74.4| 51.26356|Ref -0.11| 0.12| -0.01| -0.13( 0.11f -0.18| 0.056 3740 3150( 4020 4120 4180| 4320| 3670 4310 993| 1983.9 0.0108| 5.461
tr|C6IUQ

Protein disulfide 0]C6JUQO|mDA

isomerase family A | _SHEEP,tr [TAn

member 3 0S=Ovis ||D3K382]| [DVP

aries GN=PDIA3 D3K382_C|SPYE

PE=2 SV=1 APHI VR 95%| 71.6| 50.59556(Ref -0.12| 0.008| 0.028| -0.14 0.16| -0.26[ 0.11 5450 4470| 5280| 6010 5890( 6340 4960 6350( 985.5| 1968.9 0.0163]| 8.292




tr|ceIuQ

Protein disulfide 0]C6JUQO|mDA

isomerase family A |_SHEEP,tr [TAN

member 3 0S=Ovis ||D3K382]| [DVP

aries GN=PDIA3 D3K382_C|SPyE

PE=2 SV=1 APHI VR 59%| 34.8| 53.83171|Ref 0.05| -0.07( 0.047| -0.12| -0.08| 0.025| 0.036| 10600 10200{10200| 12400 12200(11000| 12300 12300( 758.4| 2272.1 0.0225] 9.909
tr|C6IUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr [sEPI

member 3 0S=Ovis ||D3K382| [PESN

aries GN=PDIA3 D3K382_C(DGP

PE=2 SV=1 APHI Vk 91%| 44.8| 53.93998|Ref 0.054( -0.08 0.3 -0.057( 0.14| -0.31 -0.23| 17800 17200{17000| 24900 21400|21400| 16400 17100 989| 1976.1 0.0166| 8.383
tr|C6IUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr [sEPI

member 3 0S=Ovis ||D3K382]| [PESn

aries GN=PDIA3 D3K382_C(DGP

PE=2 SV=1 APHI Vk 86%| 41.5| 53.77016|Ref 0.18]| -0.19| 0.17| -0.14| 0.15| -0.28| -0.28| 11400 10600 8860| 12800 11300(12100 9390 9300| 989.5 1977 0.0169| 8.565
tr|CeIUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr

member 3 0S=Ovis [|D3K382| [tAD

aries GN=PDIA3 D3K382_C|GIVS

PE=2 SV=1 APHI HLk | 95%| 66.4| 51.23068|Ref 0.15| -0.03| 0.052| -0.26| 0.042| -0.13| -0.16] 4210 3790 3610[ 4300 3810 4110 3810 3690 825 1648 0.0106| 6.425




tr|ceIuQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr

member 3 0S=Ovis [|D3K382| [tAD

aries GN=PDIA3 D3K382_C|GIVS

PE=2 SV=1 APHI HLk | 95%| 63.8] 51.0779|Ref 0.17| -0.09( 0.13| -0.082| -0.05| -0.27| -0.21| 5500 4880| 4420 5750 5490( 4880| 4380 4540 825 1648 0.0057| 3.466
tr|C6IUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr

member 3 0S=Ovis ||D3K382|

aries GN=PDIA3 D3K382_C|tVSY

PE=2 SV=1 APHI TEQk| 78%| 37.9| 53.18687|Ref 0.2 -0.1] 0.19]-0.077( 0.023| -0.3( -0.24| 30500 29700|26200| 35900 32900{30800| 25600 26700| 782.4| 1562.9 0.0142] 9.111
tr|CeIUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr

member 3 0S=Ovis ||D3K382|

aries GN=PDIA3 D3K382_C|tVSY

PE=2 SV=1 APHI TEQk| 75% 37| 53.18153|Ref 0.058| -0.14| 0.15( -0.032( 0.16f -0.39( -0.01| 15800 15000{14200| 19500 18900(18900| 13500 17300( 782.4| 1562.9 0.0091| 5.837
tr|C6IUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr [vDcT

member 3 0S=Ovis ||D3K382| [ANT

aries GN=PDIA3 D3K382_C[nTcN

PE=2 SV=1 APHI k 60%| 28.2| 47.14925|Ref -0.02| 0.09| -0.08| 0.003 -0.08| -0.11| 0.004| 13200 11400{13300| 13300 15500(12800| 13100 14000| 662.3| 1983.9 0.0267| 13.43




tr|ceIuQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr

member 3 0S=Ovis [|D3K382]| [yGVS

aries GN=PDIA3 D3K382_C|GYPT

PE=2 SV=1 APHI Lk 64%| 34.5| 52.52935|Ref 0.13]| -0.27| 0.14]| 0.023| 0.006| -0.12| 0.04| 24100 26300({21700| 32300 32800(28300| 27000 30000 565 1692 0.0143] 8.462
tr|C6IUQ

Protein disulfide 0]cejuQo

isomerase family A |_SHEEP,tr

member 3 0S=Ovis [|D3K382]| [yGVS

aries GN=PDIA3 D3K382_C|GYPT

PE=2 SV=1 APHI Lk 75%| 36.7| 52.68611|Ref 0.16| -0.15| -0.09| -0.087| 0.02| -0.22| 0.042| 22400 20400{17900| 20900 23100{21700| 19200 22800| 847 1692 0.0189| 11.16

Uncharacterized tr|FIMDC |aAIL

protein OS=Bos 1|FIMDC [EAA

taurus PE=4SV=1 |1_BOVIN [Pk 90%: 41| 49.19941|Ref -0.011] -0.12| -0.21| -0.34| -0.25| -0.27| -0.36] 8900 8000 8050 8480 8550 7960| 8200 7610 498| 1490.9 0.0285| 19.09

Uncharacterized tr|FIMDC |aAIL

protein OS=Bos 1|FIMDC [EAA

taurus PE=4SV=1 |1_BOVIN [Pk 62%| 28.3| 47.25544|Ref -0.15| -0.19| -0.21| -0.13 -0.15| -0.29 -0.3| 16300 14300{15200| 16700 19500(16800| 15900 15700( 746.5| 1490.9 0.0049| 3.262

Uncharacterized tr|FIMDC |aAIL

protein OS=Bos 1|FIMDC [EAA

taurus PE=4SV=1 |1_BOVIN [Pk 53%| 26.7| 46.78873|Ref 0.11] 0.32| -0.44| -0.23| -0.49| -0.35| -0.43| 4110 4670| 5900| 3910 4970| 3620| 4170 3920 498| 1490.9 0.0016| 1.054

Uncharacterized tr|FIMDC |aDG

protein OS=Bos 1|FIMDC [TPN

taurus PE=4 SV=1 |1_BOVIN |QGk | 71%| 35.7| 52.19794|Ref -0.36| -0.02| -0.35| -0.27( -0.11 -0.5[ -0.14| 17900 11400(15700 14000 16300(16000| 12700 16200( 499.3| 1494.8 0.006( 4.023




Uncharacterized tr|FIMDC |aEG

protein OS=Bos 1|FIMDC |AQN

taurus PE=4 SV=1 |1_BOVIN |QGk | 63%| 33.9| 52.28393|Ref -0.33| -0.09| -0.29| -0.32 -0.1| -0.24| -0.22| 23000 16200{20700| 20200 21800(22100| 21000 21100 504.3| 1509.8 0.0136| 8.988

Uncharacterized tr|FIMDC |aEG

protein OS=Bos 1|FIMDC |AQN

taurus PE=4SV=1 |1_BOVIN |QGk | 81% 38| 52.35663|Ref -0.34( -0.14| -0.19| -0.27( 0.06| -0.43| -0.32[ 8690 6020 7460 8080 8440( 9270 6890 7400( 755.9| 1509.8 0.0199] 13.15

Uncharacterized tr|FIMDC |aEG

protein OS=Bos 1|FIMDC |AQN

taurus PE=4 SV=1 |1_BOVIN |QGk | 64%| 34.1| 52.28726(Ref -0.15| -0.03| -0.23| -0.29 -0.12| -0.48 -0.3| 41800 33600|39400| 38600, 40900|40000| 32600 36700| 504.3| 1509.8 0.014( 9.286

Uncharacterized tr|FIMDC |aEG

protein OS=Bos 1|FIMDC |AQn

taurus PE=4 SV=1 |1_BOVIN |QGk | 91%| 43.3| 52.4612(Ref -0.45| -0.04| -0.21| -0.16 -0.07| -0.44( -0.45[ 6960 4040| 5820| 5820 6610 6160 4980 4890| 756.4| 1510.8 0.0123| 8.144

Uncharacterized tr|FIMDC [aEGT

protein OS=Bos 1|FIMDC |SnQ

taurus PE=4 SV=1 |1_BOVIN |Gk 92%| 43.8| 51.78865|Ref -0.47| -0.04| -0.3| -0.14( -0.14| -0.27| -0.5| 4620 2580( 3770[ 3550 4370| 3800| 3630 3070( 750.9| 1499.8 0.0169| 11.29
dALN

Uncharacterized tr|FIMDC |QAT

protein OS=Bos 1|FIMDC |SQV

taurus PE=4SV=1 |1_BOVIN |[ESk [ 95%| 62.2 53.95279|Ref -0.022| -0.02| -0.5| -0.47| -0.29| -0.3] -0.19| 2510 2010 2190f 1760 1970| 1950 2020, 2170 667| 1998.1 0.0114| 5.698
dALN

Uncharacterized tr|FIMDC |QAT

protein OS=Bos 1|FIMDC |SQV

taurus PE=4 SV=1 [1_BOVIN |[ESk | 95%| 71.9| 53.91692|Ref -0.2| -0.32| -0.1| -0.16| -0.25| -0.36| -0.27| 7560 5570 5580 7310 7730( 6340 6140 6480 1000/ 1998.1 0.014( 7.01




Uncharacterized tr|FAMDC |eQEl

protein OS=Bos 1|FIMDC [TAV

taurus PE=4 SV=1 |1_BOVIN |QAR | 57%| 32.2| 51.9168|Ref -0.17| -0.23| -0.31| -0.19 -0.26| -0.15 -0.27| 28800 22500(23400| 24800 29800(24700| 28000 25500| 724.9 1447.8 0.0138| 9.501
eQQ

Uncharacterized tr|FAMDC|QQ

protein OS=Bos 1|FIMDC [MAE

taurus PE=4SV=1 |1_BOVIN |[LHGk| 95%| 57.8| 54.22288|Ref -0.08| -0.28| -0.74| -0.13| 0.036[ 0.12 -0.95| 25100 19300{18200| 14900 25000(24500| 27300 12800 679| 2034.1 0.0192| 9.435
eQQ

Uncharacterized tr[FIMDC|QQm

protein OS=Bos 1|FIMDC |AELH

taurus PE=4 SV=1 |1_BOVIN |Gk 95%| 62.7| 53.75638|Ref -0.26| -0.14| -0.7| -0.042 0.12| -0.36[ -0.38| 4970 3570 4210 3200 5570 5450| 4080 3980( 684.4| 2050.1 0.0222| 10.8

Uncharacterized tr|FIMDC

protein OS=Bos 1|FAMDC (eSEE

taurus PE=4 SV=1 |1_BOVIN |ALQk| 72%| 35.6| 52.51993(Ref -0.29| -0.27| -0.1| -0.17 -0.11| -0.44( -0.27| 20900 14600{16000| 20200 21300{19400| 16100 18000( 771.4| 1540.8 0.0268| 17.41
eVP

Uncharacterized tr|FAMDC [MVV

protein OS=Bos 1|FAMDC |VSPV

taurus PE=4SV=1 |1_BOVIN |GAk | 57%| 31.9| 51.6482|Ref -0.3| -0.22| -0.2| -0.23| -0.41| 0.15 -0.4| 3780 2730( 3140[ 3580 3850( 2960| 4560 3110( 960.6| 1919.1 0.0149| 7.747

Uncharacterized tr|FIMDC |gDP

protein OS=Bos 1|FIMDC [VVIL

taurus PE=4 SV=1 |1_BOVIN |k 88%| 34.7| 46.11288|Ref -0.2| -0.1| -0.26| -0.21| -0.22| -0.29| -0.39| 43500 31600|36700| 36900, 42000|36400| 36200 33600| 725 1447.9 0.0078| 5.376

Uncharacterized tr|FIMDC [gEG

protein OS=Bos 1|F1IMDC |AQn

taurus PE=4 SV=1 |1_BOVIN |QGk | 91%| 43.6| 52.46117|Ref -0.54| -0.22| -0.19| -0.15 -0| -0.38| -0.28| 3510 1980| 2670 3070 3490 3360 2710 2870( 749.4| 1496.8 0.0011| 0.714




gSAP

Uncharacterized tr|FLMDC [ATSS

protein OS=Bos 1|FIMDC |TQG

taurus PE=4 SV=1 |1_BOVIN |k 95%| 51.3| 53.09458|Ref -0.18| -0.37| -0.22 -0.32 0.092| -0.34 -0.32 7140 5440( 5180 6460 6640 7710 5970 6030( 850.5| 1698.9 0.016( 9.389
gSAP

Uncharacterized tr|FLMDC [ATSS

protein OS=Bos 1|FIMDC |TQG

taurus PE=4 SV=1 |1_BOVIN |k 77%| 38.1| 53.00295|Ref -0.29| -0.14| -0.32| -0.35[ -0.05[ -0.18| -0.29| 13700 9690(11700 11500 12500(13400( 12800 11700| 567.3| 1698.9 0.0227| 13.38

Uncharacterized tr|FIMDC [KAEG

protein OS=Bos 1|FIMDC |AQn

taurus PE=4SV=1 |1_BOVIN |QGk | 79%| 38.8 53.00782|Ref -0.47| -0.06| -0.11| -0.21 -0.01| -0.51| -0.33| 3E+05 202000(3E+05[ 315000 325000|3E+05| 2E+05 269000( 648.7| 1943.1 0.0213] 10.95

Uncharacterized tr|FIMDC [KAEG

protein OS=Bos 1|FIMDC [TPN

taurus PE=4 SV=1 |1_BOVIN |QGk | 57%| 32.1| 51.51532[Ref -0.37| -0.02| -0.31| -0.098( -0.02| -0.45 -0.28| 12100 8650(12000( 11000 14000(13000| 10100 11200( 648.1| 1941.1 0.0046| 2.345

Uncharacterized tr|FAMDC [KAEG

protein OS=Bos 1|FAMDC [TPn

taurus PE=4 SV=1 |1_BOVIN |QGk | 59%| 34.1| 53.1828|Ref -0.42| -0.22| -0.15| -0.26( 0.083 -0.4| -0.31| 19700 12600{15800| 18500 18900(21000| 15700 16600( 648.4| 1942.1 0.0381] 19.59
ILAT

Uncharacterized tr|FIMDC |EQE

protein OS=Bos 1|FIMDC [DAA

taurus PE=4SV=1 |1_BOVIN |[VAk [ 95%| 65.6 53.22463|Ref -0.25| -0.36| -0.34| -0.082 -0.16| -0.01| -0.41| 23100 17200(17300| 19700 26000(21500| 24900 18700( 656.4| 1966.1 0.0165] 8.373
ILAT

Uncharacterized tr|FIMDC |EQE

protein OS=Bos 1|FIMDC [DAA

taurus PE=4SV=1 |1_BOVIN |[VAk [ 95%| 75.9| 53.18739|Ref -0.18| -0.11| -0.21| -0.12 -0.15 -0.38| -0.5| 6980 5340 6080 6360 7470 6370 5680 5200( 984.1| 1966.1 0.0145] 7.369




Uncharacterized tr|FIMDC

protein OS=Bos 1|FIMDC (IMEI

taurus PE=4SV=1 |1_BOVIN [LADk| 58%| 31.9 51.09592|Ref -0.3| -0.31| -0.13| -0.25| -0.22| -0.11| -0.24| 8160 5910 6350 8100 8210 7310 8230 7480( 514.3| 1539.9 H#i####| 0.435

Uncharacterized tr|[FIMDC

protein OS=Bos 1|FIMDC (IMEI

taurus PE=4SV=1 |1_BOVIN [LADk| 64% 34| 52.02259|Ref -0.29| -0.19| -0.34| -0.33( -0.27| -0.14 -0.38| 5450 3250 3770[ 3800 4230| 3860| 4400 3700( 514.3| 1539.9 0.0218| 14.17
nAD

Uncharacterized tr[FAMDC |MVQ

protein OS=Bos 1|FIMDC [SQE

taurus PE=4 SV=1 [1_BOVIN |APk | 95%| 48.7| 53.38974|Ref -0.4| -0.23| -0.18| -0.16| -0.07| -0.3 -0.4| 5950 3690( 4520 5230 5870( 5460| 4830 4480| 963.5 1925 0.0204| 10.57

Uncharacterized tr|FIMDC |gLSL

protein OS=Bos 1|FIMDC [TEA

taurus PE=4 SV=1 |1_BOVIN |QTk | 95%| 55.3| 52.30513|Ref -0.44| -0.2| -0.25| -0.082 -0.09( -0.2 -0.44| 12100 7480( 9580| 10400 12900(11200| 10800 9120 864 1726 0.0156| 9.028

Uncharacterized tr|FAMDC [qVL

protein OS=Bos 1|FIMDC |QLQ

taurus PE=4 SV=1 |1_BOVIN |ASHk| 54%| 31.3| 51.56685|Ref -0.37| -0.08| -0.33| -0.14 -0.04| -0.37| -0.3| 26200 17700|23600| 22100 28000(26100| 21600 22500| 719.9 1437.8 0.0123| 8.556

Uncharacterized tr|FAMDC [qVL

protein 0S=Bos 1|FIMDC |QLQ

taurus PE=4SV=1 |1_BOVIN |ASHk| 95%| 60.4| 51.34563|Ref -0.23| -0.31| -0.29| -0.16 -0.15 -0.19( -0.21| 30000 22900|23400| 26600 32200(28300| 28700 28100| 587.4 1759 0.012 6.79

Uncharacterized tr|FIMDC [qVL

protein OS=Bos 1|FIMDC |QLQ

taurus PE=4SV=1 |1_BOVIN |ASHk| 91%| 44.4| 51.30884|Ref -0.19| -0.18| -0.29| -0.18| -0.18| -0.19 -0.2| 29400 25200(27400| 28500 3400029600 30900 30400| 587.4 1759 0.0111] 6.279




tLQE

QLEn
Uncharacterized tr|FLIMDC |GPS
protein OS=Bos 1|FIMDC |AQL
taurus PE=4 SV=1 |1_BOVIN (AR 95% 70| 54.59827|Ref -0.064| -0.12| -0.22| -0.36| -0.34| -0.32| -0.17| 6200 5230 5460 5720 5740( 5050 5380 5900 1031 2059.1 0.0047| 2.297
tLVS
AVG
SMV
Uncharacterized tr|FIMDC [LSEG
protein OS=Bos 1|FIMDC |EAQ
taurus PE=4 SV=1 |1_BOVIN (R 95% 58| 54.05085|Ref -0.008| -0.04| -0.35| -0.27| -0.27| -0.19| -0.08| 4240 4920| 5230| 4710 5500( 4820 5300 5710( 713.4| 2137.1 0.0172| 8.039
tLVS
AVG
SMV
Uncharacterized tr|FIMDC [LSEG
protein OS=Bos 1|FIMDC |EAQ
taurus PE=4 SV=1 |1_BOVIN (R 95%| 73.1| 54.09299|Ref -0.18| -0.21] -0.1| -0.29 -0.24( -0.29( -0.28 915 708 753 912 883 793 803 800| 713.4| 2137.1 0.0132] 6.159
tLvS
AVG
SMV
Uncharacterized tr|FIMDC [LSEG
protein OS=Bos 1|FIMDC |EAQ
taurus PE=4 SV=1 |[1_BOVIN |R 79%| 39.8| 54.11519|Ref -0.24| -0.12| -0.03| -0.25( -0.29( -0.26 -0.13 243 221| 260 311 295| 250 266 290| 713.4| 2137.1 0.0075| 3.507
Uncharacterized tr|FIMDC [vDAS
protein OS=Bos 1|F1IMDC [ANQ
taurus PE=4 SV=1 |1_BOVIN |Gk 83%| 38.5| 52.21394(Ref -0.28| -0.2| -0.19| -0.29( -0.15( -0.4| -0.17| 12000 8220( 9460 10600 11000(10500 9280 10800( 749.4| 1496.8 0.0031] 2.099
Uncharacterized tr|FIMDC [VEAD
protein OS=Bos 1|F1IMDC [QQQ
taurus PE=4 SV=1 |1_BOVIN (AR 95%| 64.6| 50.64645|Ref -0.33| -0.08| -0.22| -0.069( -0.08| -0.19( -0.34| 17100 14600(18800| 19100 23400(20200| 19600 17600( 450.2| 1347.7 0.0098| 7.285
Transgelin-2
0S=Bos taurus sp|QSESF [eNF
GN=TAGLN2 PE=2 |5|TAGL2_|QN
Sv=3 BOVIN WLk | 94%| 47.1| 53.08963|Ref 0.044( -0.16| 0.017| -0.072 -0| -0.46| -0.13| 4220 3440( 3250 4110 4260| 3900| 2980 3700 844| 1685.9 0.0167| 9.901




gAS

Transgelin-2 QAG

0S=Bos taurus sp|QSE9F [MTG

GN=TAGLN2 PE=2 |5|TAGL2_|YGM

Sv=3 BOVIN PR 95%| 57.7 50.092|Ref -0.12| -0.34| -0.1f 0.03( 0.23| -0.47( -0.04| 22000 16000{15000| 19800 23900(23900| 15400 20600| 844.4| 1686.8 0.0124] 7.361
gAS

Transgelin-2 QAG

0S=Bos taurus sp|QSE9F [MTG

GN=TAGLN2 PE=2 |5|TAGL2_|YGM

Sv=3 BOVIN PR 95%| 71.1| 50.28531|Ref -0.074| -0.28| -0.03| -0.066| 0.28| -0.49| 0.085| 9850 8750( 8230 11000 11800(13100f 8050 11900| 844.4| 1686.8 0.01] 5.915
gAS

Transgelin-2 QAG

0S=Bos taurus sp|QSE9F [mTG

GN=TAGLN2 PE=2 |5|TAGL2_|YGM

Sv=3 BOVIN PR 86%| 36.9| 49.23379|Ref -0.35| -0.23| -0.15| -0.067 0.34( -0.37| 0.15[ 3810 2640( 3090 3670 4290| 4970| 3170 4500( 852.4| 1702.8 0.0154| 9.015
gAS

Transgelin-2 QAG

0S=Bos taurus sp|Q5SE9F [mTG

GN=TAGLN2 PE=2 |5|TAGL2_|YGM

Sv=3 BOVIN PR 95%| 47.3| 49.45606(Ref -0.29| -0.21| 0.003| -0.11 0.31f -0.56[ 0.27[ 5720 4560| 5230/ 6800 6960 8100 4620 8160| 852.4| 1702.8 0.0128| 7.512
gAS

Transgelin-2 QAG

0S=Bos taurus sp|QSE9F [MTG

GN=TAGLN2 PE=2 |5|TAGL2_|yGM

Sv=3 BOVIN PR 59%| 33.6| 53.04734|Ref -0.13| -0.38| -0.09| -0.012 0.18| -0.45 0.064| 7000 5030 4580 6280 7310 7270| 4910 6980( 996.5 1991 0.0175] 8.809
gAS

Transgelin-2 QAG

0S=Bos taurus sp|QSE9F [MTG

GN=TAGLN2 PE=2 |5|TAGL2_|YGm

Sv=3 BOVIN PR 95%| 48.6| 49.58181|Ref -0.19| -0.21| -0.12| -0.072 0.34| -0.43| 0.18| 8040 7090 7540 9060 10300(12000 7310 11100| 852.4| 1702.8 0.0104| 6.08
gAS

Transgelin-2 QAG

0S=Bos taurus sp|QSE9F [MTG

GN=TAGLN2 PE=2 |5|TAGL2_|YGm

Sv=3 BOVIN PR 95%| 51.7| 49.32606(Ref -0.17| -0.25| -0.14| -0.026 0.44| -0.49( 0.14 3330 3080 3160 3820 4560| 5510| 3020 4630| 852.4| 1702.8 0.0145| 8.51




Transgelin-2

0S=Bos taurus sp|QSE9F [iQAS

GN=TAGLN2 PE=2 |5|TAGL2_|TMA

Sv=3 BOVIN Fk 79%| 38.3| 52.50839|Ref 0.033| -0.31| -0.09( -0.018( 0.014| -0.46( -0.08| 22100 16500({14100| 18400 21400(19100| 14300 18500( 535.6/ 1603.9 0.017( 10.61
Transgelin-2

0S=Bos taurus sp|QSE9F [iQAS

GN=TAGLN2 PE=2 |5|TAGL2_|TMA

Sv=3 BOVIN Fk 92%| 44.4| 52.50703|Ref -0.081| -0.29| 0.008| -0.041| 0.11]| -0.26| -0.03| 15000 12300{11500| 15900 17000(16400( 13300 15400( 803| 1603.9 0.0173] 10.79
Transgelin-2

0S=Bos taurus sp|QSE9F [iQAS

GN=TAGLN2 PE=2 |5|TAGL2_|TMA

Sv=3 BOVIN Fk 82%| 39.9| 52.61884(|Ref -0.054| -0.33| 0.19] -0.094| 0.25| -0.46| -0.19| 1E+05 105000|93300| 151000 136000| 2E+05| 96400 115000| 535.6[ 1603.9 0.0154| 9.579
Transgelin-2

0S=Bos taurus sp|QSE9F [iQAS

GN=TAGLN2 PE=2 |5|TAGL2_|TmA

Sv=3 BOVIN Fk 79%| 38.8| 52.80588|Ref 0.05| -0.22| -0.18| -0.14| 0.14] -0.31| -0.02| 29400 25300{22800| 26300 29700|31600| 24200 29400| 541 1619.9 0.0132| 8.16
Transgelin-2

0S=Bos taurus sp|QSE9F |kIQA

GN=TAGLN2 PE=2 |5|TAGL2_|STM

Sv=3 BOVIN AFk | 93% 47| 51.96715|Ref -0.24| -0.37| -0.02| -0.017( 0.27| -0.27 -0.09| 1E+05 71300|70700| 101000, 111000]| 1E+05| 85100 95900| 679.7| 2036.2 0.0374| 18.34
Transgelin-2 nVIG

0S=Bos taurus sp|QSESF [LOM

GN=TAGLN2 PE=2 |5|TAGL2_|GTN

Sv=3 BOVIN R 70%| 35.8| 52.51446|Ref 0.081| -0.25| -0.19( -0.37( -0.1f 0.42 -0.16[ 9420 9530 8230[ 9640 9360( 9850| 14800 9800| 508.3| 1521.8 0.0109| 7.129
Transgelin-2 nVIG

0S=Bos taurus sp|QSE9F [LQM

GN=TAGLN2 PE=2 |5|TAGL2_|GTn

Sv=3 BOVIN R 81%| 38.4| 52.62363|Ref 0.012( -0.24| -0.03( -0.14( 0.057| -0.34( 0.041| 36600 31300/|28600| 37100, 37800({37900| 30000 38800| 754.4| 1506.8 0.0112| 7.437




Transgelin-2 qME
0S=Bos taurus sp| QSE9F [QISQ
GN=TAGLN2 PE=2 |5|TAGL2_|FLQA
Sv=3 BOVIN AER | 94%| 51.1| 53.35508|Ref 0.051f -0.19| 0.12 -0.29( 0.004| -0.21 -0.05( 4330 4000| 3680| 5110 4240| 4540| 4070 4530| 661.7 1982 0.0126| 6.368
Transgelin-2 qME
0S=Bos taurus sp| QSE9F [QISQ
GN=TAGLN2 PE=2 |5|TAGL2_|FLQA
Sv=3 BOVIN AER | 95%| 62.4| 53.18614|Ref 0.3 0.4 -0.19 -0.25 -0.54( -0.59( -0.42 2750 2340( 2730 2040 2160 1530f 1550 1730| 661.7 1982 0.0183] 9.227
Transgelin-2 qME
0S=Bos taurus sp| QSE9F [QISQ
GN=TAGLN2 PE=2 |5|TAGL2_|FLQA
Sv=3 BOVIN AER | 88%| 42.4| 53.41179|Ref -0.003| -0.48| 0.043| -0.12| 0.21] -0.34| 0.033| 2000 1750| 1360 2200 2170( 2370 1700 2180( 992 1982 0.0108| 5.467
Transgelin-2 qME
0S=Bos taurus sp| QSE9F [QISQ
GN=TAGLN2 PE=2 |5|TAGL2_|FLQA
Sv=3 BOVIN AER | 82%| 40.4| 53.38771|Ref 0.25] 0.003| -0.32| -0.24| -0.35| 0.11] -0.21 426 413 379 340 395 320 459 367| 661.7 1982 0.0112| 5.626
Transgelin-2 qME
0S=Bos taurus sp| QSE9F [QISQ
GN=TAGLN2 PE=2 |5|TAGL2_|FLQA
Sv=3 BOVIN AER | 95%| 55.9( 53.43911|Ref 0.18] -0.24| 0.047| -0.26| 0.097| -0.18| -0.12 436 473| 384 525 466 523 449 465( 661.7 1982 0.0086| 4.341
Transgelin-2 qME
0S=Bos taurus sp| QSE9F [QISQ
GN=TAGLN2 PE=2 |5|TAGL2_|FLQA
Sv=3 BOVIN AER | 85% 42| 53.43983|Ref -0.19| -0.25| -0.15| -0.018 0.19( -0.38( 0.23 277 224| 234 282 340 342 241 366| 661.7 1982 0.0073| 3.69
Transgelin-2 tLM
0S=Bos taurus sp|QSE9F [NLG
GN=TAGLN2 PE=2 |5|TAGL2_|GLA
Sv=3 BOVIN VAR | 65%| 33.7| 51.95706|Ref -8E-04| -0.37( 0.033| -0.088| 0.057| -0.36| 0.015| 89000 73000|61200| 91000, 92200|89100| 69800 89600| 760.4| 1518.9 0.0116| 7.613




Transgelin-2 tLM
0S=Bos taurus sp|QSE9F [NLG
GN=TAGLN2 PE=2 |5|TAGL2_|GLA
Sv=3 BOVIN VAR | 95%| 50.4 51.99785|Ref -0.26| -0.9| -0.43| -0.72 -0.61| -0.93| -0.81| 15200 3500( 2430[ 3800 3430 3220 2700 2910( 507.3| 1518.9 0.01] 6.59
Transgelin-2 tLM
0S=Bos taurus sp|QSESF [NLG
GN=TAGLN2 PE=2 |5|TAGL2_|GLA
Sv=3 BOVIN VAR | 84%| 38.6| 51.70253|Ref 0.068| -0.41| 0.14 -0.13( 0.044| -0.37( 0.037| 43200 40000{31200| 51300, 46700|46100| 36100 47600( 760.4| 1518.9 0.0046| 3.033
Transgelin-2 tLM
0S=Bos taurus sp|QSE9F [NLG
GN=TAGLN2 PE=2 |5|TAGL2_|GLA
Sv=3 BOVIN VAR | 95%| 64.5 51.48451|Ref 0.048| -0.05| 0.16| -0.35 0.2 -0.53 -0.12 9680 9040( 9180 11900 9200(11800| 7410 9770| 507.3| 1518.9 H#HiH###| 0.141
Transgelin-2 tLM
0S=Bos taurus sp|QSESF [NLG
GN=TAGLN2 PE=2 |5|TAGL2_|GLA
Sv=3 BOVIN VAR | 95%| 52.7 51.95562|Ref 0.0067| -0.42| 0.072| -0.089| 0.038| -0.24| -0.03| 34200 29000|23400| 36900 3640034700 29800 34300 760.4| 1518.9 0.0112| 7.376
Transgelin-2 tLM
0S=Bos taurus sp|QSE9F [NLG
GN=TAGLN2 PE=2 |5|TAGL2_|GLA
Sv=3 BOVIN VAR | 95%| 50.7 51.94243|Ref 0.054( -0.18| 0.013( -0.033( -0.33| -0.06( 0.059 725 714| 661 845 902| 642 810 871| 507.3| 1518.9 0.0081| 5.327
Transgelin-2 tLM
0S=Bos taurus sp|Q5E9F [NLG
GN=TAGLN2 PE=2 |5|TAGL2_|GLA
Sv=3 BOVIN VAR | 86%| 40.8| 51.94243|Ref 0.12] -0.18| 0.023| -0.13| -0.17| -0.33| 0.002 780 713| 627 811 805 684 639 797| 507.3| 1518.9 0.008( 5.268
Transgelin-2 ttm
0S=Bos taurus sp|QSE9F [NLG
GN=TAGLN2 PE=2 |5|TAGL2_|GLA
Sv=3 BOVIN VAR | 93%| 48.5 52.14741|Ref 0.7 -0.21| -0.03 -0.4| -0.51] -0.3 -0.1) 1950 2870 1660 2110 1800| 1460 1750 2010( 512.6| 1534.9 0.0124| 8.054




Transgelin-2 ttm
0S=Bos taurus sp|QSE9F [NLG
GN=TAGLN2 PE=2 |5|TAGL2_|GLA
Sv=3 BOVIN VAR | 59%| 32.7| 52.19357|Ref 0.2| -0.31 -0| -0.082| 0.11] -0.51| -0.03| 8260 8550 6540 9050 9450( 9440| 6410 8880| 768.4| 1534.9 0.0111] 7.216
Transgelin-2 yFSD
0S=Bos taurus sp|QSE9F [NQL
GN=TAGLN2 PE=2 |5|TAGL2_|QEG
Sv=3 BOVIN k 76%| 38.2| 53.44782|Ref -0.12| -0.43| 0.13| 0.078| 0.23| -0.49 -0.1| 2E+05 162000|1E+05| 236000  250000|2E+05| 2E+05 201000 646.3 1936 0.0213 11
Transgelin-2 yFSD
0S=Bos taurus sp|QSESF [NQL
GN=TAGLN2 PE=2 |5|TAGL2_|QEG
Sv=3 BOVIN k 69%| 36.4| 53.54022(Ref -0.098| -0.21| -0.09| 0.015| 0.25| -0.58| -0.01| 29400 23300(23400| 28500 33800(34700| 20400 30100| 646.3 1936 0.0154| 7.96
Transgelin-2 yFSD
0S=Bos taurus sp|QSESF [NQL
GN=TAGLN2 PE=2 |5|TAGL2_|QEG
Sv=3 BOVIN k 67%| 36.1| 53.56821|Ref 0.051| -0.19| -0.05( -0.081| -0.06 -0.16( -0.09( 9530 8570 7890 9740 10500 9330 9100 9460| 646.3 1936 0.0158| 8.161
Transgelin-2 yFSD
0S=Bos taurus sp|QSE9F [NQL
GN=TAGLN2 PE=2 |5|TAGL2_|QEG
Sv=3 BOVIN k 92%| 45.6| 53.51823|Ref -0.17| -0.16| -0.06| 0.011 0.29| -0.58 -0.04| 25300 19500{21100| 25600 29500(31400| 17900 25800 969 1936 0.0166| 8.561
Transgelin-2 yFSD
0S=Bos taurus sp|QSESF [NQL
GN=TAGLN2 PE=2 |5|TAGL2_|QEG
Sv=3 BOVIN k 51%| 32.9| 53.60262(Ref -0.13| -0.36| 0.11f -0.056 0.32| -0.62| 0.028| 10500 8570 7900 12300 12100(13700| 7440 11600 969 1936 0.0125| 6.475
Transgelin-2 yFSD
0S=Bos taurus sp|QSESF [NQL
GN=TAGLN2 PE=2 |5|TAGL2_|QEG
Sv=3 BOVIN k 95%| 49.5| 53.49138|Ref -0.19| -0.46| 0.034| -0.033( 0.21| -0.45 0.079 3290 2330( 2100{ 3320 3490( 3610f 2390 3420( 969 1936 0.0202| 10.45




Transgelin-2
0OS=Bos taurus
GN=TAGLN2 PE=2
SV=3

sp| QSE9F
5|TAGL2_
BOVIN

yFSD
nQL
QEG

93%

46.2

53.04376

Ref

-0.22

-0.02

-0.042

0.32

-0.44

-0.02

12300

9640

10300

13200

14400

16200

9940

13300

969.5

1937

0.0182

9.376

Peptidyl-prolyl cis-
trans isomerase A
0OS=Bos taurus
GN=PPIA PE=1 SV=2

sp|P6293
5|PPIA_B
OVIN,sp|
P62936|P
PIA_PIG,tr
|FIMNO8
|FIMNO8
_BOVIN,tr
|F2Q9A3|
F2Q9A3_
PIG,tr|F2
Q9A4|F2
Q9A4_PH
AAF,tr|Q8
61V5|Q86
1V5_BOVI
N

alsT
GEk

55%

30.9

51.00008|

Ref

0.053

-0.05

-0.19

0.056

-0.26

-0.08

6710

6190

5630

7050

7040

7270

6090

6840

657.4

1312.8

0.0083

6.298

Peptidyl-prolyl cis-
trans isomerase A
0OS=Bos taurus
GN=PPIA PE=1 SV=2

sp|P6293
5|PPIA_B
OVIN,sp|
P62936|P
PIA_PIG,tr
|FIMNO8
|FIMNO8
_BOVIN,tr
|F2Q9A3|
F2Q9A3_
PIG,tr|F2
Q9A4|F2
Q9A4_PH
AAF,tr|Q8
61V5|Q86
1V5_BOVI
N

eGM
NIVE
AME

69%

32.4

49.97041

Ref

0.2

-0.38

0.13

-0.14

-0.04

-0.26

-0.23

36000

37200

27000

43200

39500

36800

33000

33600

791.9

1581.8

0.02

12.63




Peptidyl-prolyl cis-
trans isomerase A
0OS=Bos taurus
GN=PPIA PE=1 SV=2

sp|P6293
5|PPIA_B
OVIN,sp|
P62936|P
PIA_PIG,tr
|FIMNO8
|FIMNO8
_BOVIN,tr
|F2Q9A3|
F2Q9A3_
PIG,tr|F2
Q9A4|F2
Q9A4_PH
AAF,tr|Q8
61V5|Q86
1V5_BOVI
N

eGM
NIVE
AME

89%

50.49137

-0.086

-0.34

0.39

-0.19

0.036

-0.51

-0.25

3630

2800

2550

4740

3500

3570

2550

3020

528.3

1581.8

0.0103

6.517

Peptidyl-prolyl cis-
trans isomerase A
0OS=Bos taurus
GN=PPIA PE=1 SV=2

sp|P6293
5|PPIA_B
OVIN,sp|
P62936|P
PIA_PIG,tr
|FIMNO8
|FIMNO8
_BOVIN,tr
|F2Q9A3|
F2Q9A3_
PIG,tr|F2
Q9A4|F2
Q9A4_PH
AAF,tr|Q8
61V5|Q86
1V5_BOVI
N

eGM
NIVE
AmE

64%

49.74539

0.23

-0.18

0.038

-0.39

0.082

-0.51

-0.14

24100

23800

19500

25400

20800

25200

17500

22500

799.9

1597.8

0.0116

7.244

Peptidyl-prolyl cis-
trans isomerase A
0OS=Bos taurus
GN=PPIA PE=1 SV=2

sp|P6293
5|PPIA_B
OVIN,sp|
P62936|P
PIA_PIG,tr
|FIMNO8
|FIMNO8
_BOVIN,tr
|F2Q9A3|
F2Q9A3_
PIG,tr|F2
Q9A4|F2
Q9A4_PH
AAF,tr|Q8
61V5|Q86
1V5_BOVI
N

fDDE
NFIL

80%

53.56148|

0.14

-0.32

0.055

-0.18

0.052

-0.38

-0.23

21500

19300

15200

22100

20800

21300

16500

18100

875

1747.9

0.0198

11.3




Peptidyl-prolyl cis-
trans isomerase A
0OS=Bos taurus
GN=PPIA PE=1 SV=2

sp|P6293
5|PPIA_B
OVIN,sp|
P62936|P
PIA_PIG,tr
|FIMNO8
|FIMNO8
_BOVIN,tr
|F2Q9A3|
F2Q9A3_
PIG,tr|F2
Q9A4|F2
Q9A4_PH
AAF,tr|Q8
61V5|Q86
1V5_BOVI
N

fDDE
NFIL

95%

53.57506

0.21

-0.37

0.024

-0.15

-0.01

-0.42

-0.32

54700

48100

34800

51300

50300

48400

37900

40300

875

1748

0.0091

5.224

Peptidyl-prolyl cis-
trans isomerase A
0OS=Bos taurus
GN=PPIA PE=1 SV=2

sp|P6293
5|PPIA_B
OVIN,sp|
P62936|P
PIA_PIG,tr
|FIMNO8
|FIMNO8
_BOVIN,tr
|F2Q9A3|
F2Q9A3_
PIG,tr|F2
Q9A4|F2
Q9A4_PH
AAF,tr|Q8
61V5|Q86
1V5_BOVI
N

fDDE
NFIL

87%

53.52331

0.35

-0.38

-0.04

-0.29

-0.05

-0.28

26800

25200

16400

23400

21700

22400

18300

19700

875

1748

0.0033

1.874

Peptidyl-prolyl cis-
trans isomerase A
0OS=Bos taurus
GN=PPIA PE=1 SV=2

sp|P6293
5|PPIA_B
OVIN,sp|
P62936|P
PIA_PIG,tr
|FIMNO8
|FIMNO8
_BOVIN,tr
|F2Q9A3|
F2Q9A3_
PIG,tr|F2
Q9A4|F2
Q9A4_PH
AAF,tr|Q8
61V5|Q86
1V5_BOVI
N

fDDE
NFIL

95%

55

53.32249

Ref

0.23

-0.42

-0.05

-0.02

-0.26

-0.33

8300

7640

5280

7670

8130

7500

6650

6270

875

1747.9

0.0223

12.76




Peptidyl-prolyl cis-
trans isomerase A
0OS=Bos taurus
GN=PPIA PE=1 SV=2

sp|P6293
5|PPIA_B
OVIN,sp|
P62936|P
PIA_PIG,tr
|FIMNO8
|FIMNO8
_BOVIN,tr
|F2Q9A3|
F2Q9A3_
PIG,tr|F2
Q9A4|F2
Q9A4_PH
AAF,tr|Q8
61V5|Q86
1V5_BOVI
N

hTGP
GILS
mAN
AGP
NTN
GSqF
FlcT
Ak

82%

55.00013

-0.071

-0.57

-0.02

-0.16

0.052

0.082

-0.03

1640

1400

1070

1760

1770

1790

1900

1750

852.2

3404.7

0.0233

6.845

Peptidyl-prolyl cis-
trans isomerase A
0OS=Bos taurus
GN=PPIA PE=1 SV=2

sp|P6293
5|PPIA_B
OVIN,sp|
P62936|P
PIA_PIG,tr
|FIMNO8
|FIMNO8
_BOVIN,tr
|F2Q9A3|
F2Q9A3_
PIG,tr|F2
Q9A4|F2
Q9A4_PH
AAF,tr|Q8
61V5|Q86
1V5_BOVI
N

iIPGF
McQ
GGD
FTR

95%

51.17096

0.21

-0.23

0.021

-0.19

-0.09

-0.23

-0.18

7350

7540

6020

8070

7710

7180

6800

7030

946.5

1890.9

0.0055

2.894

Peptidyl-prolyl cis-
trans isomerase A
0OS=Bos taurus
GN=PPIA PE=1 SV=2

sp|P6293
5|PPIA_B
OVIN,sp|
P62936|P
PIA_PIG,tr
|FIMNO8
|FIMNO8
_BOVIN,tr
|F2Q9A3|
F2Q9A3_
PIG,tr|F2
Q9A4|F2
Q9A4_PH
AAF,tr|Q8
61V5|Q86
1V5_BOVI
N

iIPGF
McQ
GGD
FTR

93%

50.93467

0.22

-0.31

0.073

-0.26

-0.04

-0.21

-0.22

1870

1890

1420

2080

1830

1850

1720

1700

946.5

1890.9

0.0105

5.537




Peptidyl-prolyl cis-
trans isomerase A
0OS=Bos taurus
GN=PPIA PE=1 SV=2

sp|P6293
5|PPIA_B
OVIN,sp|
P62936|P
PIA_PIG,tr
|FIMNO8
|FIMNO8
_BOVIN,tr
|F2Q9A3|
F2Q9A3_
PIG,tr|F2
Q9A4|F2
Q9A4_PH
AAF,tr|Q8
61V5|Q86
1V5_BOVI
N

iIPGF
mcQ
GGD
FTR

92%

50.52571

0.19

-0.39

-0.06

-0.057

-0.03

-0.03

5910

6150

4460

6290

6950

6180

5370

6410

954.5

1906.9

0.0033

1.715

Peptidyl-prolyl cis-
trans isomerase A
0OS=Bos taurus
GN=PPIA PE=1 SV=2

sp|P6293
5|PPIA_B
OVIN,sp|
P62936|P
PIA_PIG,tr
|FIMNO8
|FIMNO8
_BOVIN,tr
|F2Q9A3|
F2Q9A3_
PIG,tr|F2
Q9A4|F2
Q9A4_PH
AAF,tr|Q8
61V5|Q86
1V5_BOVI
N

KITIA
DcG
Ql

65%

52.9209

0.15

-0.44

-0.03

0.071

-0.28

-0.14

33100

31800

22900

34000

35800

35200

28900