
Term # of Genes % of List Bonferroni Genes
wtUN7vwt0_Mgt2_B0
GO:0009611~response to wounding 26 0.0552 0.00049 Saa3, Ccl2, Scube1, Mdk, Efemp2, Cxcl1, Fcgr2b, Saa1, Fcgr1, Ccl12, Cfi, Il11, Anxa8, Apoe, Ccl4, Saa2, Ccl8, Fn1, Anxa2, Il6, Serpina3n, Il20ra, Cxcl5, Cfb, Ccl7, Cd276, 
GO:0006954~inflammatory response 19 0.0403 0.028 Saa3, Ccl4, Ccl2, Saa2, Scube1, Cxcl1, Fcgr2b, Ccl8, Saa1, Fn1, Fcgr1, Il6, Serpina3n, Ccl12, Cxcl5, Cfi, Ccl7, Cfb, Cd276, 

wtUN7vwt0_Mlt2_B0
PIRSF001875:alpha-defensin 10 0.0382 0.00000047 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr-rs1, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
IPR002366:Defensin propeptide 10 0.0382 0.00000055 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr-rs1, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
SM00048:DEFSN 8 0.0305 0.000014 Defa1, 2010016B13Rik, Defcr6, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
defensin 10 0.0382 0.000036 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr-rs1, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
antimicrobial 10 0.0382 0.00016 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr-rs1, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
IPR006080:Mammalian defensin 8 0.0305 0.00017 Defa1, 2010016B13Rik, Defcr6, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
antibiotic 8 0.0305 0.0097 Defa1, 2010016B13Rik, Defcr6, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
IPR006081:Alpha defensin 6 0.0229 0.034 Defa1, Defcr6, Defcr20, Defcr23, Defcr4, Defcr3, 

wtUN2vwt0_Mgt2_B0
GO:0009611~response to wounding 32 0.1649 8.4E-18 Saa3, Ccl2, F7, Efemp2, Cxcl1, Ccr2, Fcgr2b, Saa1, Fcgr3, Fcgr1, Cd14, Tlr1, Ccl12, Stab1, Il11, Ccl4, Il1b, F13a1, Saa2, C3ar1, Tnfrsf1b, Mefv, Ccl3, Ccl8, Anxa2, Spp1, Fn1, Il6, Serpina3n, Cxcl5, Cd163, Ccl7, 
GO:0006954~inflammatory response 27 0.1392 3.4E-16 Saa3, Ccl2, Cxcl1, Ccr2, Fcgr2b, Fcgr3, Saa1, Fcgr1, Cd14, Ccl12, Tlr1, Stab1, Ccl4, Il1b, Saa2, C3ar1, Tnfrsf1b, Ccl3, Ccl8, Mefv, Spp1, Fn1, Il6, Serpina3n, Cxcl5, Cd163, Ccl7, 
inflammatory response 14 0.0722 2.2E-10 Ccl4, Il1b, Ccl2, Cxcl1, Ccl3, Ccl8, Mefv, Cd14, Cxcl5, Ccl12, Tlr1, Stab1, Cd163, Ccl7, 
GO:0006955~immune response 31 0.1598 4.8E-10 Gm1960, Ccl2, Clec4e, Cxcl1, Ccr2, Fcgr2b, Lat2, Lilrb4, Fcgr3, Fcgr1, Cd14, Ptx3, Ccl12, Tlr1, Ccl4, Il1b, Il1rl1, Il4ra, C3ar1, Clec4n, Ambp, Ccl3, Ccl8, Spp1, Ccl9, Il6, Bcl3, Cxcl5, Ccl6, Clec4d, Ccl7, 
IPR001811:Small chemokine, interleukin-8-like 11 0.0567 0.000000012 Gm1960, Ccl4, Ccl8, Ccl3, Ccl2, Ccl9, Ccl12, Cxcl5, Ccl6, Ccl7, Cxcl1, 
GO:0008009~chemokine activity 11 0.0567 0.000000012 Gm1960, Ccl4, Ccl8, Ccl3, Ccl2, Ccl9, Ccl12, Cxcl5, Ccl6, Ccl7, Cxcl1, 
GO:0042379~chemokine receptor binding 11 0.0567 0.000000016 Gm1960, Ccl4, Ccl8, Ccl3, Ccl2, Ccl9, Ccl12, Cxcl5, Ccl6, Ccl7, Cxcl1, 
GO:0002376~immune system process 35 0.1804 0.000000064 Gm1960, Ccl2, Tnfrsf11a, Csf1, Clec4e, Cxcl1, Ccr2, Fcgr2b, Lat2, Lilrb4, Fcgr3, Fcgr1, Cd14, Tlr1, Ptx3, Ccl12, Il11, Ccl4, Il1b, Il1rl1, Il4ra, C3ar1, Clec4n, Ambp, Ccl3, Ccl8, Spp1, Ccl9, Il6, Bcl3, Cxcl5, Timp1, Ccl6, Clec4d, Ccl7, 
GO:0006950~response to stress 34 0.1753 0.00000016 Saa3, Ccl2, F7, Angptl4, Efemp2, Cxcl1, Ccr2, Fcgr2b, Saa1, Fcgr3, Fcgr1, Cd14, Tlr1, Ccl12, Stab1, Il11, Ccl4, Il1b, F13a1, Saa2, C3ar1, Tnfrsf1b, Mefv, Ccl3, Ccl8, Anxa2, Spp1, Fn1, Il6, Serpina3n, Bcl3, Cxcl5, Cd163, Ccl7, 
mmu04060:Cytokine-cytokine receptor interaction 20 0.1031 0.00000028 Ccl4, Il1b, Ccl2, Tnfrsf11a, Ccr5, Csf1, Il4ra, Tnfrsf1b, Cxcl1, Ccr2, Ccl8, Ccl3, Ccl9, Il6, Ccl12, Cxcl5, Ccl6, Ccl7, Il13ra1, Il11, 
GO:0006952~defense response 30 0.1546 0.0000023 Saa3, Ccl2, Ccr5, Cxcl1, Ccr2, Fcgr2b, Saa1, Fcgr3, Fcgr1, Cd14, Tlr1, Ccl12, Stab1, Ccl4, Il1b, Il1rl1, Saa2, C3ar1, Tnfrsf1b, Ccl3, Ccl8, Mefv, Spp1, Fn1, Il6, Serpina3n, Bcl3, Cxcl5, Cd163, Ccl7, 
cytokine 15 0.0773 0.0000035 Ccl4, Il1b, Ccl2, Csf1, Cxcl1, Ccl3, Ccl8, Ccl9, Spp1, Il6, Cxcl5, Ccl12, Ccl6, Ccl7, Il11, 
GO:0002526~acute inflammatory response 12 0.0619 0.0000045 Fcgr2b, Saa3, Il1b, Fn1, Fcgr3, Saa1, Fcgr1, Il6, Serpina3n, Saa2, Cd163, C3ar1, 
IPR000827:Small chemokine, C-C 8 0.0412 0.0000053 Ccl4, Ccl8, Ccl3, Ccl2, Ccl9, Ccl12, Ccl6, Ccl7, 
GO:0005125~cytokine activity 16 0.0825 0.000039 Gm1960, Ccl4, Il1b, Ccl2, Csf1, Cxcl1, Ccl3, Ccl8, Ccl9, Spp1, Il6, Ccl12, Cxcl5, Ccl6, Ccl7, Il11, 
GO:0006953~acute-phase response 8 0.0412 0.000047 Saa3, Il1b, Fn1, Saa1, Il6, Serpina3n, Saa2, Cd163, 
acute phase 7 0.0361 0.000097 Saa3, Fn1, Saa1, Il6, Serpina3n, Saa2, Cd163, 

wtUN2vwt0_Mlt2_B0
IPR002366:Defensin propeptide 10 0.0645 5.5E-09 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr-rs1, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
PIRSF001875:alpha-defensin 10 0.0645 0.000000015 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr-rs1, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
SM00048:DEFSN 8 0.0516 0.00000039 Defa1, 2010016B13Rik, Defcr6, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
defensin 10 0.0645 0.0000004 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr-rs1, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
antimicrobial 10 0.0645 0.0000018 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr-rs1, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
IPR006080:Mammalian defensin 8 0.0516 0.0000048 Defa1, 2010016B13Rik, Defcr6, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
antibiotic 8 0.0516 0.00032 Defa1, 2010016B13Rik, Defcr6, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
GO:0042742~defense response to bacterium 9 0.0581 0.0017 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
IPR006081:Alpha defensin 6 0.0387 0.0028 Defa1, Defcr6, Defcr20, Defcr23, Defcr4, Defcr3, 
GO:0051707~response to other organism 11 0.071 0.0045 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, Itlna, Rsad2, 
GO:0009617~response to bacterium 9 0.0581 0.013 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 

wtS7vwt0_Mgt2_B0
GO:0009611~response to wounding 35 0.1026 2.8E-14 Saa3, Ccl2, F7, Cxcl10, Cxcl1, Efemp2, Fcgr2b, Fcgr3, Saa1, Fcgr1, Cd14, Tlr1, Ccl12, Stab1, Cfi, C1qa, Il11, Anxa8, Apoe, C1qc, Ccl4, Il1b, Saa2, C1qb, C3ar1, Tnfrsf1b, Ninj1, Ccl8, Ccl3, Fn1, Il6, Serpina3n, Cxcl5, Cfb, Ccl7, 
GO:0006954~inflammatory response 29 0.085 5.8E-13 Saa3, Ccl2, Cxcl10, Cxcl1, Fcgr2b, Fcgr3, Saa1, Fcgr1, Cd14, Ccl12, Tlr1, Stab1, Cfi, C1qa, Ccl4, C1qc, Il1b, Saa2, C1qb, C3ar1, Tnfrsf1b, Ccl8, Ccl3, Fn1, Il6, Serpina3n, Cxcl5, Cfb, Ccl7, 
GO:0002526~acute inflammatory response 16 0.0469 0.000000032 C1qc, Saa3, Il1b, Saa2, C1qb, C3ar1, Fcgr2b, Saa1, Fcgr3, Fn1, Il6, Fcgr1, Serpina3n, Cfi, Cfb, C1qa, 
GO:0006955~immune response 36 0.1056 0.000000079 Gm1960, Ccl2, Cxcl10, Cxcl1, Thy1, Fcgr2b, Lilrb4, Fcgr3, Fcgr1, Cd14, Ptx3, Ccl12, Tlr1, Cfi, C1qa, H2-Eb1, C1qc, Ccl4, Il1b, Il1rl1, Il1r1, C1qb, Il4ra, H2-Ab1, C3ar1, Tnfrsf10b, Clec4n, Ccl8, Ccl3, Il6, Bcl3, Cxcl5, Cxcl16, Zmynd15, Cfb, Ccl7, H2-Aa, 
mmu04060:Cytokine-cytokine receptor interaction 24 0.0704 0.0000018 Ccl4, Csf1r, Il1b, Ccl2, Tnfrsf11a, Il1r1, Ccr5, Il4ra, Cxcl10, Tnfrsf10b, Tnfrsf1b, Cxcl1, Ngfr, Gdf5, Ccl3, Ccl8, Il6, Ccl12, Cxcl5, Eda2r, Il10ra, Cxcl16, Zmynd15, Ccl7, Il11, 
inflammatory response 13 0.0381 0.0000018 Ccl4, Il1b, Ccl2, Cxcl10, Cxcl1, Ccl8, Ccl3, Cd14, Cxcl5, Ccl12, Tlr1, Stab1, Ccl7, 
GO:0008009~chemokine activity 11 0.0323 0.0000019 Gm1960, Ccl4, Ccl3, Ccl8, Ccl2, Ccl12, Cxcl5, Cxcl16, Zmynd15, Ccl7, Cxcl10, Cxcl1, 
GO:0042379~chemokine receptor binding 11 0.0323 0.0000025 Gm1960, Ccl4, Ccl3, Ccl8, Ccl2, Ccl12, Cxcl5, Cxcl16, Zmynd15, Ccl7, Cxcl10, Cxcl1, 
GO:0006950~response to stress 41 0.1202 0.000012 Saa3, Ccl2, Pmaip1, Pdia5, F7, Angptl4, Cxcl10, Efemp2, Cxcl1, Fcgr2b, Saa1, Fcgr3, Fcgr1, Cd14, Tlr1, Ccl12, Stab1, Cfi, C1qa, Il11, Anxa8, Apoe, C1qc, Ccl4, Il1b, Saa2, C1qb, C3ar1, Tnfrsf1b, Ninj1, Ccl3, Ccl8, Gpx7, Fn1, Il6, Serpina3n, Bcl3, Cxcl5, Cdkn1a, Cfb, Ccl7, 
GO:0002376~immune system process 41 0.1202 0.000024 Gm1960, Ccl2, Tnfrsf11a, Cxcl10, Cxcl1, Thy1, Fcgr2b, Lilrb4, Fcgr3, Fcgr1, Cd14, Tlr1, Ptx3, Ccl12, Cfi, C1qa, Il11, H2-Eb1, Itgax, C1qc, Ccl4, Il1b, Il1rl1, Il1r1, C1qb, Il4ra, H2-Ab1, C3ar1, Tnfrsf10b, Clec4n, Ccl8, Ccl3, Il6, Bcl3, Cxcl5, Timp1, Cdkn1a, Cxcl16, Zmynd15, Cfb, Ccl7, H2-Aa, 
IPR001811:Small chemokine, interleukin-8-like 10 0.0293 0.000063 Gm1960, Ccl4, Ccl3, Ccl8, Ccl2, Ccl12, Cxcl5, Ccl7, Cxcl10, Cxcl1, 
cytokine 15 0.044 0.0018 Ccl4, Il1b, Ccl2, Cxcl10, Cxcl1, Gdf5, Ccl8, Ccl3, Il6, Cxcl5, Ccl12, Cxcl16, Zmynd15, Ptn, Ccl7, Il11, 
GO:0006952~defense response 33 0.0968 0.0036 Saa3, Ccl2, Ccr5, Cxcl10, Cxcl1, Fcgr2b, Saa1, Fcgr3, Fcgr1, Cd14, Tlr1, Ccl12, Stab1, Cfi, C1qa, C1qc, Ccl4, Il1b, Il1rl1, Il1r1, Saa2, C1qb, C3ar1, Tnfrsf1b, Ccl8, Ccl3, Fn1, Il6, Serpina3n, Bcl3, Cxcl5, Cfb, Ccl7, 
immune response 13 0.0381 0.0095 H2-Eb1, C1qc, C1qb, Il4ra, H2-Ab1, Clec4n, Lilrb4, Cd14, Tlr1, Cfi, C1qa, Cfb, H2-Aa, 
GO:0006953~acute-phase response 7 0.0205 0.025 Saa3, Il1b, Fn1, Saa1, Il6, Serpina3n, Saa2, 
GO:0005125~cytokine activity 16 0.0469 0.026 Gm1960, C1qc, Ccl4, Il1b, Ccl2, Cxcl10, Cxcl1, Gdf5, Ccl8, Ccl3, Il6, Cxcl5, Ccl12, Cxcl16, Zmynd15, Ccl7, Il11, 

wtS7vwt0_Mlt2_B0
IPR002366:Defensin propeptide 10 0.0322 0.0000022 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr-rs1, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
PIRSF001875:alpha-defensin 10 0.0322 0.0000026 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr-rs1, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
SM00048:DEFSN 8 0.0257 0.000034 Defa1, 2010016B13Rik, Defcr6, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
defensin 10 0.0322 0.00017 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr-rs1, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
IPR006080:Mammalian defensin 8 0.0257 0.00049 Defa1, 2010016B13Rik, Defcr6, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
antimicrobial 10 0.0322 0.00074 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr-rs1, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
antibiotic 8 0.0257 0.031 Defa1, 2010016B13Rik, Defcr6, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 

wtS2vwt0_Mgt2_B0
GO:0009611~response to wounding 27 0.1134 4.4E-11 Saa3, Ccl2, F7, Cxcl1, Ccr2, Fcgr2b, Saa1, Cxcl2, Fcgr1, Cd14, Ccl12, Tlr1, Il11, Ccl4, Il1b, Saa2, C3ar1, Tnfrsf1b, Thbd, Ccl8, Ccl3, Anxa2, Il6, Serpina3n, Cxcl5, Gna13, Ccl7, 
mmu04060:Cytokine-cytokine receptor interaction 24 0.1008 1.5E-10 Tnfrsf12a, Ccl4, Il1b, Ccl2, Tnfrsf11a, Ccr5, Csf1, Il4ra, Tnfrsf1b, Cxcl1, Ccr2, Il1r2, Ccl3, Ccl8, Ccl9, Il6, Cxcl2, Ccl12, Cxcl5, Eda2r, Ccl6, Ccl7, Il13ra1, Il11, 
IPR001811:Small chemokine, interleukin-8-like 12 0.0504 1.6E-09 Gm1960, Ccl4, Ccl3, Ccl8, Ccl2, Ccl9, Cxcl2, Ccl12, Cxcl5, Ccl6, Ccl7, Cxcl1, 
GO:0006954~inflammatory response 22 0.0924 1.8E-09 Saa3, Ccl4, Il1b, Ccl2, Saa2, C3ar1, Tnfrsf1b, Cxcl1, Ccr2, Fcgr2b, Ccl3, Ccl8, Saa1, Fcgr1, Il6, Cxcl2, Serpina3n, Cd14, Tlr1, Ccl12, Cxcl5, Ccl7, 
GO:0008009~chemokine activity 12 0.0504 1.9E-09 Gm1960, Ccl4, Ccl3, Ccl8, Ccl2, Ccl9, Cxcl2, Ccl12, Cxcl5, Ccl6, Ccl7, Cxcl1, 
GO:0042379~chemokine receptor binding 12 0.0504 2.7E-09 Gm1960, Ccl4, Ccl3, Ccl8, Ccl2, Ccl9, Cxcl2, Ccl12, Cxcl5, Ccl6, Ccl7, Cxcl1, 
inflammatory response 12 0.0504 0.0000006 Ccl4, Ccl3, Ccl8, Ccl2, Il1b, Cxcl2, Cd14, Tlr1, Ccl12, Cxcl5, Ccl7, Cxcl1, 
GO:0002376~immune system process 36 0.1513 0.00000066 Gm1960, Ccl2, Tnfrsf11a, Csf1, Clec4e, Cxcl1, Ccr2, Fcgr2b, Lilrb4, Fcgr1, Cxcl2, Egr1, Cd14, Tlr1, Ptx3, Ccl12, Il11, Tpd52, Ccl4, Il1b, Il1rl1, Il4ra, C3ar1, Clec4n, Ambp, Ccl8, Ccl3, Cd300lf, Ccl9, Il6, Cxcl5, Timp1, Ccl6, Cdkn1a, Clec4d, Ccl7, 
GO:0006955~immune response 28 0.1176 0.0000025 Gm1960, Ccl2, Clec4e, Cxcl1, Ccr2, Fcgr2b, Lilrb4, Cxcl2, Fcgr1, Cd14, Ptx3, Ccl12, Tlr1, Ccl4, Il1b, Il1rl1, Il4ra, C3ar1, Clec4n, Ambp, Ccl8, Ccl3, Ccl9, Il6, Cxcl5, Ccl6, Clec4d, Ccl7, 
GO:0006950~response to stress 34 0.1429 0.000006 Saa3, Ccl2, F7, Angptl4, Cxcl1, Ccr2, Fcgr2b, Saa1, Fcgr1, Cxcl2, Nfe2l2, Cd14, Tlr1, Ccl12, Srxn1, 2310016C08Rik, Ccnd1, Il11, Ccl4, Il1b, Saa2, C3ar1, Tnfrsf1b, Thbd, Ccl8, Ccl3, Anxa2, Il6, Serpina3n, Atf6, Cxcl5, Cdkn1a, Gna13, Ccl7, 
IPR000827:Small chemokine, C-C 8 0.0336 0.000016 Ccl4, Ccl3, Ccl8, Ccl2, Ccl9, Ccl12, Ccl6, Ccl7, 
cytokine 15 0.063 0.000028 Ccl4, Il1b, Ccl2, Csf1, Cxcl1, Ccl8, Ccl3, Ccl9, Il6, Cxcl2, Cxcl5, Ccl12, Ccl6, Ccl7, Il11, 
GO:0005125~cytokine activity 17 0.0714 0.000054 Gm1960, Ccl4, Angpt2, Il1b, Ccl2, Csf1, Cxcl1, Ccl8, Ccl3, Ccl9, Il6, Cxcl2, Ccl12, Cxcl5, Ccl6, Ccl7, Il11, 
GO:0002526~acute inflammatory response 9 0.0378 0.031 Fcgr2b, Saa3, Il1b, Saa1, Fcgr1, Il6, Serpina3n, Saa2, C3ar1, 

wtS2vwt0_Mlt2_B0
PIRSF001875:alpha-defensin 10 0.0417 0.0000002 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr-rs1, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
IPR002366:Defensin propeptide 10 0.0417 0.00000021 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr-rs1, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
SM00048:DEFSN 8 0.0333 0.0000093 Defa1, 2010016B13Rik, Defcr6, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
defensin 10 0.0417 0.000014 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr-rs1, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
antimicrobial 10 0.0417 0.000061 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr-rs1, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
IPR006080:Mammalian defensin 8 0.0333 0.00008 Defa1, 2010016B13Rik, Defcr6, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
antibiotic 8 0.0333 0.0047 Defa1, 2010016B13Rik, Defcr6, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
IPR006081:Alpha defensin 6 0.025 0.02 Defa1, Defcr6, Defcr20, Defcr23, Defcr4, Defcr3, 
GO:0009617~response to bacterium 10 0.0417 0.03 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Cd209b, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 
GO:0042742~defense response to bacterium 9 0.0375 0.034 Defcr-rs7, Defa1, 2010016B13Rik, Defcr6, Defcr20, Defcr23, Defcr22, Defcr4, Defcr3, 

SvUNd7_Mgt1_fdr05
inflammatory response 11 0.0526 1.80855E-06 Cxcl13, Ccl4, Ccl3, Ccl2, Il1b, Cd14, Cxcl5, Cd163, Cxcl9, Cxcl10, Cxcl1, 
SM00199:SCY 8 0.0383 2.68772E-05 Cxcl13, Ccl4, Ccl3, Ccl2, Cxcl5, Cxcl9, Cxcl10, Cxcl1, 
GO:0006954~inflammatory response 16 0.0766 6.38154E-05 Fabp4, Ccl4, Cxcl13, Il1b, Ccl2, Cxcl9, Cxcl10, Cxcl1, Fcgr2b, Ccl3, Fcgr1, Il6, Cd14, Cxcl5, Cd163, Orm2, 
GO:0008009~chemokine activity 8 0.0383 0.000346599 Cxcl13, Ccl4, Ccl3, Ccl2, Cxcl5, Cxcl9, Cxcl10, Cxcl1, 
GO:0042379~chemokine receptor binding 8 0.0383 0.000416478 Cxcl13, Ccl4, Ccl3, Ccl2, Cxcl5, Cxcl9, Cxcl10, Cxcl1, 
IPR001811:Small chemokine, interleukin-8-like 8 0.0383 0.00046317 Cxcl13, Ccl4, Ccl3, Ccl2, Cxcl5, Cxcl9, Cxcl10, Cxcl1, 
GO:0009611~response to wounding 16 0.0766 0.005149229 Fabp4, Ccl4, Cxcl13, Il1b, Ccl2, Cxcl9, Cxcl10, Cxcl1, Fcgr2b, Ccl3, Fcgr1, Il6, Cd14, Cxcl5, Cd163, Orm2, 
GO:0006950~response to stress 26 0.1244 0.007433134 Uchl1, Gadd45a, Cxcl13, Ccl2, Hspb7, Hspb1, Cryab, Cxcl9, Cxcl10, Cirbp, Cxcl1, Hspb8, Fcgr2b, Fcgr1, Cd14, Hspb3, Nfe2l2, Fabp4, Ccl4, Il1b, Ccl3, Il6, Cxcl5, Cdkn1a, Cd163, Orm2, 
PIRSF002522:CXC chemokine 5 0.0239 0.01734652 Cxcl13, Cxcl5, Cxcl9, Cxcl10, Cxcl1, 

UNvSd7_Mgt1_fdr05
signal 129 43.73% 1.26E-39 Col10a1, C1qtnf3, Gpr64, Wif1, Rbp4, Col12a1, Gzmc, Col11a1, Dlk1, Rspo2, Adamts18, Sfrp4, Reck, Acp5, Glt25d2, Bambi, Lum, Igsf10, Matn1, Col6a1, Clec11a, Leprel1, Cpxm2, Pdyn, Angptl1, Kera, Pi16, Spp1, Lepre1, Dmp1, Prss35, Mia1, Epha3, Ptn, Mmp2, Serpine2, Hhip, Srpx2, Mmp9, Mgp, Gzmd, Fgfr2, Mdk, Fmod, Inhba, Dpt, Penk1, Sdk2, Car12, Loxl4, Ihh, Leprel2, Col14a1, Pyy, D930017K21Rik, Emilin1, Slitrk6, Ogn, Tmie, Moxd1, Comp, Aspn, Mmp13, Mmp10, Clec3a, Ibsp, Ctsk, Cd24a, Fgfr3, Nov, Edil3, Lrig3, Tnn, Cpm, Loxl2, Col11a2, Scube1, Col16a1, Emilin3, Plod2, Gzme, Gpr125, Dkk3, Col8a2, Omd, Col1a1, Adamts16, Ptgs2, Ntf5, Matn4, Scrg1, Htra1, Pdgfd, E430002G05Rik, Islr, Itga11, Smoc1, Col9a1, Fbn2, Chad, Fkbp14, Akp2, Mfi2, Igfbp4, Lrrn3, Antxr1, Megf6, Frzb, Matn3, Pcolce2, Col9a2, Ptprv, Rcn3, Tnfrsf11b, Fzd9, Smoc2, Thbs3, Bmp8a, Cspg4, Fkbp7, Thbs2, Cntnap2, Plxnb1, Ccl21c, Crispld1, Fn1, Dkk1, Gpr126, Col2a1, 
glycoprotein 133 45.08% 9.02E-35 Col10a1, Gpr64, Wif1, Col12a1, Col11a1, Gal3st1, Dlk1, Rspo2, Adamts18, Sfrp4, Reck, Acp5, Glt25d2, Aqp5, Bambi, Lum, Igsf10, Matn1, Col6a1, Clec11a, Tnmd, Leprel1, Cpxm2, Col13a1, Angptl1, Kera, Pi16, Spp1, Lepre1, Dmp1, Prss35, Epha3, Mmp2, Serpine2, Gpr88, Hhip, Hs3st3b1, Mmp9, Gzmd, Hmgcr, Fgfr2, Fmod, Gpr23, Inhba, Sdk2, Car12, Loxl4, Leprel2, Galnt3, Ihh, Col14a1, Tspan6, Emilin1, Ogn, Moxd1, Comp, Itm2a, Aspn, Mmp13, Mmp10, Ibsp, Ctsk, Cd24a, Fgfr3, Nov, Slc1a3, Creb3l2, Lect1, Lrig3, Tnn, Cpm, Loxl2, Col11a2, Scube1, Col16a1, Emilin3, Plod2, Gzme, Gpr125, Dkk3, Tpst1, Omd, Col1a1, Adamts16, Ptgs2, Ntf5, Matn4, Scrg1, Mrgprf, Pdgfd, E430002G05Rik, Itga11, Smoc1, Asphd2, Chst12, Ptch1, Col9a1, B4galnt4, Fbn2, Chad, Fkbp14, Akp2, Mfi2, Igfbp4, Chst11, Lrrn3, Antxr1, Megf6, Frzb, Chst5, Matn3, Pcolce2, Col9a2, Mest, Ptprv, Rcn3, Tnfrsf11b, Chst10, Fzd9, Smoc2, Thbs3, Bmp8a, Cspg4, Fkbp7, Thbs2, Cntnap2, Hapln1, Plxnb1, Fn1, Agtr2, Dkk1, Gpr126, Col2a1, 
Secreted 85 28.81% 5.36E-33 Col10a1, Lect1, Edil3, C1qtnf3, Wif1, Rbp4, Loxl2, Col12a1, Col11a2, Scube1, Col16a1, Emilin3, Col11a1, Rspo2, Dkk3, Adamts18, Sfrp4, Omd, Col8a2, Col1a1, Adamts16, Ntf5, Matn4, Lum, Scrg1, Htra1, Igsf10, Pdgfd, E430002G05Rik, Islr, Col6a1, Clec11a, Smoc1, Cpxm2, Pdyn, Angptl1, Kera, Spp1, Lepre1, Col9a1, Prss35, Dmp1, Ptn, Epha3, Mia1, Fbn2, Chad, Mmp2, Serpine2, Srpx2, Hhip, Mmp9, Mgp, Igfbp4, Wnt2, Fmod, Mdk, Inhba, Frzb, Matn3, Dpt, Pcolce2, Penk1, Loxl4, Col9a2, Col14a1, Pyy, Tnfrsf11b, Emilin1, Smoc2, Bmp8a, Cspg4, Ogn, Comp, Aspn, Mmp13, Hapln1, Mmp10, Ccl21c, Crispld1, Fn1, Ibsp, Dkk1, Nov, Col2a1, 
GO:0005576~extracellular region 117 39.66% 1.50E-31 Col10a1, Kdelr3, C1qtnf3, Wif1, Rbp4, Col12a1, Gzmc, Col11a1, Gal3st1, Dlk1, Rspo2, Adamts18, Sfrp4, Reck, Acp5, Aqp5, Lum, Matn1, S100b, Col6a1, Clec11a, Dbc1, Cpxm2, Angptl1, Kera, Pi16, Cmtm5, Spp1, Lepre1, Dmp1, Prss35, Mia1, Ptn, Mmp2, Serpine2, Hhip, Mmp9, Mgp, Gzmd, Wnt2, Fgfr2, Mdk, Fmod, Inhba, Dpt, Sdk2, Loxl4, Ihh, Col14a1, Pyy, Emilin1, 1500015O10Rik, Ogn, Comp, Mmp13, Aspn, Mmp10, Ibsp, Ctsk, Nov, Slc2a10, Edil3, Tnn, Col11a2, Emilin3, Col16a1, Plod2, Gzme, Dkk3, Tpst1, Col8a2, Omd, Col1a1, Adamts16, Ptgs2, Ntf5, Abi3bp, Matn4, Col27a1, Scrg1, Htra1, Pdgfd, E430002G05Rik, Islr, Smoc1, Ptch1, Col9a1, Fbn2, Chad, Akp2, Snx22, Mfi2, Igfbp4, Lrrn3, Antxr1, Frzb, Chst5, Matn3, Pcolce2, Col9a2, Col9a3, Mest, Ptprv, Tnfrsf11b, Aebp1, Smoc2, Thbs3, Bmp8a, Cspg4, Fkbp7, Thbs2, Hapln1, Ccl21c, Crispld1, Fn1, Dkk1, Col2a1, 
GO:0044421~extracellular region part 111 37.63% 2.30E-30 Col10a1, Kdelr3, C1qtnf3, Wif1, Rbp4, Col12a1, Gzmc, Col11a1, Gal3st1, Dlk1, Rspo2, Adamts18, Sfrp4, Reck, Acp5, Aqp5, Lum, Matn1, Col6a1, Clec11a, Dbc1, Cpxm2, Angptl1, Kera, Pi16, Cmtm5, Spp1, Lepre1, Dmp1, Prss35, Mia1, Ptn, Mmp2, Serpine2, Hhip, Mmp9, Mgp, Gzmd, Wnt2, Fgfr2, Mdk, Fmod, Inhba, Dpt, Sdk2, Loxl4, Ihh, Col14a1, Emilin1, 1500015O10Rik, Ogn, Comp, Mmp13, Aspn, Mmp10, Ibsp, Ctsk, Slc2a10, Edil3, Tnn, Col11a2, Emilin3, Col16a1, Plod2, Gzme, Dkk3, Tpst1, Col8a2, Omd, Col1a1, Ptgs2, Adamts16, Matn4, Abi3bp, Col27a1, Scrg1, Htra1, Pdgfd, E430002G05Rik, Islr, Smoc1, Col9a1, Fbn2, Chad, Akp2, Snx22, Mfi2, Igfbp4, Lrrn3, Antxr1, Chst5, Frzb, Matn3, Pcolce2, Col9a2, Col9a3, Mest, Ptprv, Tnfrsf11b, Aebp1, Smoc2, Thbs3, Bmp8a, Cspg4, Fkbp7, Thbs2, Hapln1, Ccl21c, Fn1, Dkk1, Col2a1, 
GO:0031012~extracellular matrix 47 15.93% 6.83E-30 Col10a1, Mmp9, Tnn, Col12a1, Col11a2, Wnt2, Col16a1, Emilin3, Fmod, Col11a1, Olfml2b, Adamts18, Matn3, Omd, Dpt, Col8a2, Col1a1, Adamts16, Col9a2, Col9a3, Matn4, Lum, Col27a1, Col14a1, Matn1, Tnfrsf11b, Emilin1, Smoc2, Col6a1, Cspg4, Ogn, Smoc1, Aspn, Mmp13, Hapln1, Kera, Mmp10, Spp1, Fn1, Lepre1, Col9a1, Dmp1, Ptn, Fbn2, Chad, Mmp2, Col2a1, 
GO:0005578~proteinaceous extracellular matrix 46 15.59% 2.85E-29 Col10a1, Mmp9, Tnn, Col12a1, Col11a2, Wnt2, Col16a1, Emilin3, Fmod, Col11a1, Adamts18, Matn3, Omd, Dpt, Col8a2, Col1a1, Adamts16, Col9a2, Col9a3, Matn4, Lum, Col27a1, Col14a1, Matn1, Tnfrsf11b, Emilin1, Smoc2, Col6a1, Cspg4, Ogn, Smoc1, Aspn, Mmp13, Hapln1, Kera, Mmp10, Spp1, Fn1, Lepre1, Col9a1, Dmp1, Ptn, Fbn2, Chad, Mmp2, Col2a1, 
extracellular matrix 37 12.54% 6.32E-27 Col10a1, Mmp9, Col12a1, Col11a2, Wnt2, Col16a1, Emilin3, Fmod, Col11a1, Adamts18, Col8a2, Omd, Dpt, Col1a1, Adamts16, Col9a2, Lum, Col14a1, Emilin1, Smoc2, Col6a1, Cspg4, Ogn, Smoc1, Aspn, Mmp13, Hapln1, Kera, Mmp10, Fn1, Lepre1, Col9a1, Dmp1, Fbn2, Chad, Mmp2, Col2a1, 
signal peptide 109 36.95% 2.30E-24 Col10a1, C1qtnf3, Gpr64, Wif1, Rbp4, Col12a1, Gzmc, Col11a1, Dlk1, Adamts18, Sfrp4, Reck, Acp5, Bambi, Lum, Matn1, Col6a1, Clec11a, Cpxm2, Pdyn, Angptl1, Kera, Spp1, Dmp1, Mia1, Epha3, Ptn, Serpine2, Mmp2, Hhip, Mmp9, Mgp, Gzmd, Fgfr2, Mdk, Fmod, Inhba, Dpt, Penk1, Car12, Loxl4, Ihh, Col14a1, Pyy, D930017K21Rik, Emilin1, Slitrk6, Ogn, Tmie, Comp, Mmp13, Aspn, Mmp10, Clec3a, Ibsp, Cd24a, Ctsk, Fgfr3, Nov, Edil3, Lrig3, Loxl2, Cpm, Tnn, Col11a2, Emilin3, Plod2, Gzme, Dkk3, Gpr125, Col8a2, Omd, Col1a1, Ptgs2, Adamts16, Matn4, Ntf5, Scrg1, Htra1, Itga11, Smoc1, Col9a1, Fbn2, Chad, Fkbp14, Akp2, Mfi2, Igfbp4, Antxr1, Frzb, Matn3, Pcolce2, Col9a2, Ptprv, Rcn3, Tnfrsf11b, Fzd9, Smoc2, Thbs3, Bmp8a, Cspg4, Fkbp7, Thbs2, Cntnap2, Plxnb1, Ccl21c, Fn1, Dkk1, Col2a1, 
GO:0005615~extracellular space 96 32.54% 3.35E-22 Col10a1, Slc2a10, Edil3, C1qtnf3, Kdelr3, Wif1, Gzmc, Col12a1, Rbp4, Col11a2, Plod2, Gzme, Gal3st1, Rspo2, Dlk1, Dkk3, Acp5, Reck, Sfrp4, Tpst1, Aqp5, Omd, Col1a1, Ptgs2, Abi3bp, Matn4, Lum, Scrg1, Htra1, Matn1, Pdgfd, E430002G05Rik, Islr, Col6a1, Clec11a, Dbc1, Cpxm2, Angptl1, Pi16, Kera, Cmtm5, Spp1, Col9a1, Prss35, Dmp1, Ptn, Mia1, Fbn2, Chad, Mmp2, Serpine2, Hhip, Mmp9, Gzmd, Mgp, Akp2, Snx22, Mfi2, Igfbp4, Wnt2, Fmod, Mdk, Fgfr2, Lrrn3, Antxr1, Inhba, Frzb, Chst5, Dpt, Pcolce2, Sdk2, Loxl4, Col9a2, Col9a3, Ihh, Mest, Ptprv, Tnfrsf11b, Emilin1, Aebp1, Smoc2, 1500015O10Rik, Thbs3, Bmp8a, Fkbp7, Thbs2, Comp, Aspn, Mmp13, Hapln1, Mmp10, Ccl21c, Ibsp, Ctsk, Dkk1, Col2a1, 
GO:0005201~extracellular matrix structural constituent 20 6.78% 5.82E-17 Col10a1, Matn1, Emilin1, Col6a1, Col12a1, Col11a2, Col16a1, Col11a1, Matn3, Omd, Col8a2, Col1a1, Col9a2, Col9a3, Col9a1, Matn4, Col27a1, Col14a1, Fbn2, Col2a1, 
glycosylation site:N-linked (GlcNAc...) 101 34.24% 4.71E-15 Gpr64, Wif1, Col12a1, Col11a1, Gal3st1, Dlk1, Adamts18, Sfrp4, Reck, Acp5, Aqp5, Bambi, Matn1, Col6a1, Tnmd, Cpxm2, Angptl1, Kera, Spp1, Dmp1, Epha3, Gpr88, Serpine2, Mmp2, Hhip, Hs3st3b1, Mmp9, Gzmd, Hmgcr, Fgfr2, Fmod, Inhba, Car12, Loxl4, Ihh, Galnt3, Col14a1, Tspan6, Emilin1, Ogn, Comp, Itm2a, Mmp13, Aspn, Ibsp, Cd24a, Ctsk, Fgfr3, Nov, Slc1a3, Lect1, Lrig3, Loxl2, Cpm, Tnn, Col11a2, Emilin3, Plod2, Gzme, Dkk3, Gpr125, Omd, Col1a1, Ptgs2, Adamts16, Matn4, Ntf5, Scrg1, Mrgprf, Itga11, Smoc1, Chst12, Ptch1, Fbn2, Fkbp14, Akp2, Mfi2, Igfbp4, Chst11, Antxr1, Matn3, Chst5, Frzb, Pcolce2, Rcn3, Ptprv, Tnfrsf11b, Chst10, Fzd9, Smoc2, Thbs3, Bmp8a, Cspg4, Fkbp7, Thbs2, Cntnap2, Hapln1, Plxnb1, Fn1, Agtr2, Dkk1, 
GO:0005581~collagen 15 5.08% 1.74E-13 Col10a1, Col12a1, Col6a1, Col11a2, Col16a1, Col11a1, Col8a2, Col1a1, Col9a2, Col9a3, Col9a1, Col27a1, Lum, Col14a1, Col2a1, 
collagen 19 6.44% 2.89E-13 Col10a1, Mmp9, Emilin1, C1qtnf3, Col12a1, Col6a1, Col11a2, Col16a1, Plod2, Col11a1, Col13a1, Col8a2, Col1a1, Col9a2, Col9a3, Col9a1, Col27a1, Col14a1, Col2a1, 
GO:0022610~biological adhesion 42 14.24% 6.34E-12 Col10a1, 2600006K01Rik, Edil3, Tnn, Col12a1, Col11a2, Sox9, Col16a1, Col11a1, Gpr125, Dpt, Omd, Col8a2, Col1a1, Sdk2, Col9a2, Col9a3, Col27a1, Col14a1, Emilin1, Aebp1, Col6a1, Twist1, Thbs3, Itga11, Cspg4, Thbs2, Cntnap2, Comp, Efs, Cpxm2, Col13a1, Hapln1, Itga10, Spp1, Fn1, Ibsp, Col9a1, Cd24a, Mia1, Fat4, Col2a1, 
GO:0007155~cell adhesion 42 14.24% 6.34E-12 Col10a1, 2600006K01Rik, Edil3, Tnn, Col12a1, Col11a2, Sox9, Col16a1, Col11a1, Gpr125, Dpt, Omd, Col8a2, Col1a1, Sdk2, Col9a2, Col9a3, Col27a1, Col14a1, Emilin1, Aebp1, Col6a1, Twist1, Thbs3, Itga11, Cspg4, Thbs2, Cntnap2, Comp, Efs, Cpxm2, Col13a1, Hapln1, Itga10, Spp1, Fn1, Ibsp, Col9a1, Cd24a, Mia1, Fat4, Col2a1, 
GO:0030020~extracellular matrix structural constituent conferring tensile strength13 4.41% 7.81E-12 Col10a1, Col12a1, Col6a1, Col11a2, Col16a1, Col11a1, Col8a2, Col1a1, Col9a2, Col9a1, Col9a3, Col14a1, Col2a1, 
GO:0006817~phosphate transport 17 5.76% 1.12E-10 Col10a1, Emilin1, C1qtnf3, Col12a1, Col6a1, Col11a2, Col16a1, Col11a1, Col13a1, Col8a2, Col1a1, Col9a2, Col9a3, Col9a1, Col27a1, Col14a1, Col2a1, 
GO:0007275~multicellular organismal development 76 25.76% 4.49E-10 Mlf1, Lect1, Edil3, Wif1, Tnn, Sox9, Scube1, Foxc2, Foxa3, Col11a1, Gal3st1, Dkk3, Sfrp4, Reck, Ngef, Col8a2, Ptgs2, Smarca1, Ntf5, Foxc1, Dlx5, Igsf10, S100b, Gsc, Efhd1, Smpd3, Ece2, Dixdc1, Col13a1, Spp1, Ptch1, Pcsk6, Dmp1, Aldh1a3, Ptn, Scin, Fbn2, Mmp2, Serpine2, Hhip, Mmp9, Mgp, Hmgcr, Epb4.2, Amd2, Sp7, Wnt2, Prkg1, Nr4a2, Mdk, Fgfr2, Pak3, Inhba, Frzb, Kel, Col9a2, Ihh, Papss2, Tnfrsf11b, Fzd9, Foxa2, Twist1, Slitrk6, Bmp8a, Cspg4, Tmie, Mmp13, Plxnb1, Ccl21c, Agtr2, Ibsp, Cd24a, Dkk1, Fgfr3, Col2a1, Serinc5, 
IPR008160:Collagen triple helix repeat 16 5.42% 6.59E-10 Col10a1, Emilin1, C1qtnf3, Col12a1, Col6a1, Col11a2, Col16a1, Col11a1, Col13a1, Col8a2, Col1a1, Col9a2, Col9a3, Col9a1, Col27a1, Col14a1, 
disulfide bond 77 26.10% 7.41E-10 Lect1, Edil3, Lrig3, Wif1, Tnn, Cpm, Loxl2, Rbp4, Gzmc, Emilin3, Gzme, Dlk1, Adamts18, Sfrp4, Reck, Acp5, Omd, Adamts16, Ptgs2, Ntf5, Matn4, Lum, Matn1, Itga11, Clec11a, Smoc1, Cpxm2, Angptl1, Kera, Col9a1, Ptn, Mia1, Fbn2, Chad, Mmp2, Hhip, Hs3st3b1, Mmp9, Mgp, Gzmd, Mfi2, Igfbp4, Fmod, Mdk, Fgfr2, Inhba, Frzb, Matn3, Dpt, Pcolce2, Penk1, Car12, Loxl4, Col9a2, Galnt3, Tnfrsf11b, Emilin1, Fzd9, Smoc2, Thbs3, Bmp8a, Cspg4, Ogn, Thbs2, Cntnap2, Comp, Aspn, Mmp13, Hapln1, Mmp10, Ccl21c, Clec3a, Fn1, Agtr2, Ctsk, Fgfr3, Nov, 
GO:0032502~developmental process 89 30.17% 1.85E-09 Mlf1, Lect1, Edil3, Wif1, Tnn, Gzmc, Sox9, Scube1, Foxc2, Col11a1, Foxa3, Gzme, Gal3st1, Dkk3, Reck, Sfrp4, Ngef, Col8a2, Ptgs2, Smarca1, Ntf5, Foxc1, Dlx5, Htra1, Igsf10, S100b, Gsc, Efhd1, Smpd3, Ece2, Dixdc1, Col13a1, Spp1, Lepre1, Ptch1, Pcsk6, Dmp1, Aldh1a3, Ptn, Scin, Fbn2, Mmp2, Serpine2, Hhip, Mmp9, Gzmd, Mgp, Hmgcr, Epb4.2, Amd2, Sp7, Igfbp4, Wnt2, Prkg1, Nr4a2, Mdk, Fgfr2, Pak3, Inhba, Frzb, Kel, Col9a2, Ihh, Ptprv, Shroom1, Papss2, Tnfrsf11b, Atp10a, Fzd9, 2610018G03Rik, Foxa2, Twist1, Slitrk6, Bmp8a, Cspg4, Tmie, Mmp13, 1200009F10Rik, Plxnb1, Ccl21c, Fn1, Agtr2, Ibsp, Cd24a, Dkk1, Fgfr3, Nov, Col2a1, Serinc5, 
GO:0044420~extracellular matrix part 17 5.76% 2.47E-09 Col10a1, Col12a1, Col6a1, Col11a2, Col16a1, Col11a1, Smoc1, Col8a2, Col1a1, Col9a2, Col9a3, Col9a1, Col27a1, Lum, Col14a1, Fbn2, Col2a1, 
GO:0048856~anatomical structure development 70 23.73% 3.59E-09 Mlf1, Lect1, Tnn, Sox9, Scube1, Foxc2, Foxa3, Col11a1, Gal3st1, Reck, Ngef, Col8a2, Ptgs2, Smarca1, Ntf5, Foxc1, Dlx5, Htra1, Igsf10, S100b, Efhd1, Ece2, Col13a1, Spp1, Ptch1, Lepre1, Dmp1, Aldh1a3, Scin, Ptn, Fbn2, Mmp2, Serpine2, Hhip, Mmp9, Mgp, Epb4.2, Sp7, Igfbp4, Prkg1, Nr4a2, Fgfr2, Mdk, Inhba, Kel, Col9a2, Ihh, Papss2, Shroom1, Tnfrsf11b, Atp10a, Fzd9, Twist1, Foxa2, Slitrk6, Bmp8a, Cspg4, Tmie, Mmp13, Plxnb1, Ccl21c, Fn1, Agtr2, Ibsp, Cd24a, Dkk1, Fgfr3, Nov, Col2a1, Serinc5, 
GO:0001501~skeletal development 21 7.12% 8.32E-09 Igsf10, Papss2, Mmp9, Mgp, Lect1, Sox9, Bmp8a, Sp7, Foxc2, Fgfr2, Col11a1, Mmp13, Col13a1, Spp1, Ibsp, Col9a2, Foxc1, Dmp1, Ihh, Ptn, Col2a1, 
mmu04512:ECM-receptor interaction 15 5.08% 3.91E-08 Thbs3, Col6a1, Tnn, Col11a2, Itga11, Col11a1, Thbs2, Fndc1, Itga10, Col1a1, Spp1, Fn1, Ibsp, Chad, Col2a1, 
hydroxylation 12 4.07% 3.84E-07 Col10a1, Col8a2, Col1a1, Col6a1, Col12a1, Col11a2, Col9a2, Col9a1, Col16a1, Col11a1, Col14a1, Col2a1, 
GO:0015698~inorganic anion transport 18 6.10% 5.13E-07 Col10a1, Emilin1, C1qtnf3, Col12a1, Col6a1, Col11a2, Col16a1, Col11a1, Wnk4, Col13a1, Col8a2, Col1a1, Col9a2, Col9a3, Col9a1, Col27a1, Col14a1, Col2a1, 
IPR008161:Collagen helix repeat 12 4.07% 6.58E-07 Col10a1, Col13a1, Col8a2, Col1a1, Col6a1, Col11a2, Col9a2, Col9a3, Col9a1, Col16a1, Col27a1, Col11a1, 
GO:0048731~system development 59 20.00% 7.79E-07 Mlf1, Lect1, Tnn, Sox9, Foxc2, Scube1, Foxa3, Col11a1, Gal3st1, Reck, Ngef, Col8a2, Ptgs2, Smarca1, Ntf5, Foxc1, Dlx5, Igsf10, S100b, Efhd1, Ece2, Col13a1, Spp1, Ptch1, Dmp1, Aldh1a3, Scin, Ptn, Mmp2, Serpine2, Hhip, Mmp9, Mgp, Epb4.2, Sp7, Prkg1, Nr4a2, Fgfr2, Mdk, Inhba, Col9a2, Ihh, Papss2, Tnfrsf11b, Fzd9, Twist1, Foxa2, Slitrk6, Bmp8a, Cspg4, Tmie, Mmp13, Plxnb1, Ccl21c, Ibsp, Cd24a, Fgfr3, Col2a1, Serinc5, 
IPR003129:Laminin G, Thrombospondin-type, N-terminal 9 3.05% 9.61E-07 Col12a1, Thbs3, Col11a2, Col9a1, Col16a1, Col27a1, Col11a1, Col14a1, Thbs2, 
IPR006210:EGF 19 6.44% 1.46E-06 Matn1, Edil3, E430002G05Rik, Wif1, Tnn, Thbs3, Scube1, Thbs2, Dlk1, Cntnap2, Comp, Megf6, Matn3, Ptgs2, Pcsk6, Matn4, Fbn2, Fat4, Hhip, 
SM00210:TSPN 9 3.05% 1.88E-06 Col12a1, Thbs3, Col11a2, Col9a1, Col16a1, Col27a1, Col11a1, Col14a1, Thbs2, 
GO:0001503~ossification 14 4.75% 3.03E-06 Igsf10, Mgp, Bmp8a, Sp7, Foxc2, Fgfr2, Col13a1, Mmp13, Spp1, Ibsp, Dmp1, Ihh, Foxc1, Ptn, 
GO:0031214~biomineral formation 14 4.75% 3.47E-06 Igsf10, Mgp, Bmp8a, Sp7, Foxc2, Fgfr2, Col13a1, Mmp13, Spp1, Ibsp, Dmp1, Ihh, Foxc1, Ptn, 
GO:0006820~anion transport 18 6.10% 7.47E-06 Col10a1, Emilin1, C1qtnf3, Col12a1, Col6a1, Col11a2, Col16a1, Col11a1, Wnk4, Col13a1, Col8a2, Col1a1, Col9a2, Col9a3, Col9a1, Col27a1, Col14a1, Col2a1, 
GO:0009888~tissue development 22 7.46% 7.79E-06 Igsf10, Mgp, Lect1, Sox9, Bmp8a, Sp7, Cspg4, Foxc2, Fgfr2, Col11a1, Mmp13, Col13a1, Inhba, Spp1, Ptgs2, Ibsp, Ntf5, Foxc1, Dmp1, Ihh, Ptn, Col2a1, 
GO:0048771~tissue remodeling 15 5.08% 9.03E-06 Igsf10, Mgp, Bmp8a, Sp7, Cspg4, Foxc2, Fgfr2, Col13a1, Mmp13, Spp1, Ibsp, Dmp1, Ihh, Foxc1, Ptn, 
GO:0046849~bone remodeling 14 4.75% 1.09E-05 Igsf10, Mgp, Bmp8a, Sp7, Foxc2, Fgfr2, Col13a1, Mmp13, Spp1, Ibsp, Dmp1, Ihh, Foxc1, Ptn, 
SM00181:EGF 19 6.44% 2.35E-05 Matn1, Edil3, E430002G05Rik, Wif1, Tnn, Thbs3, Scube1, Thbs2, Dlk1, Cntnap2, Comp, Megf6, Matn3, Ptgs2, Pcsk6, Matn4, Fbn2, Fat4, Hhip, 
structural protein 13 4.41% 5.19E-05 Col10a1, Col12a1, Col6a1, Epb4.2, Col11a2, Col16a1, Col11a1, Col8a2, Col1a1, Col9a2, Col9a1, Col14a1, Col2a1, 
mmu04510:Focal adhesion 17 5.76% 5.44E-05 Pdgfd, Tnn, Col6a1, Thbs3, Col11a2, Itga11, Col11a1, Pak3, Thbs2, Comp, Itga10, Col1a1, Spp1, Fn1, Ibsp, Chad, Col2a1, 
egf-like domain 17 5.76% 8.78E-05 Matn1, Edil3, E430002G05Rik, Wif1, Tnn, Thbs3, Scube1, Thbs2, Dlk1, Cntnap2, Comp, Megf6, Matn3, Matn4, Fbn2, Fat4, Hhip, 
GO:0030198~extracellular matrix organization and biogenesis 11 3.73% 9.21E-05 Reck, Mmp9, Matn1, Matn3, Foxc1, Matn4, Dmp1, Foxc2, Mia1, Col11a1, Col2a1, 
IPR013032:EGF-like region 19 6.44% 1.69E-04 Matn1, Edil3, E430002G05Rik, Wif1, Tnn, Thbs3, Scube1, Thbs2, Dlk1, Cntnap2, Comp, Megf6, Matn3, Fn1, Ptgs2, Matn4, Epha3, Fbn2, Hhip, 
GO:0048513~organ development 47 15.93% 1.99E-04 Mlf1, Mmp9, Mgp, Lect1, Epb4.2, Sox9, Sp7, Scube1, Foxc2, Prkg1, Mdk, Col11a1, Fgfr2, Reck, Inhba, Col8a2, Ptgs2, Col9a2, Smarca1, Ntf5, Foxc1, Ihh, Dlx5, Igsf10, Papss2, Tnfrsf11b, Foxa2, Twist1, Bmp8a, Cspg4, Tmie, Ece2, Mmp13, Col13a1, Ccl21c, Spp1, Ptch1, Ibsp, Dmp1, Cd24a, Aldh1a3, Ptn, Scin, Mmp2, Fgfr3, Col2a1, Hhip, 
IPR000372:Leucine-rich repeat, cysteine-rich flanking region, N-terminal12 4.07% 2.78E-04 D930017K21Rik, Igsf10, Aspn, Kera, Omd, Lrig3, Islr, Ogn, Lum, Fmod, Chad, Lrrn3, 
calcium 29 9.83% 2.84E-04 Mmp9, Fkbp14, Cacna1g, Scube1, Megf6, Galnt3, Anxa8, Rcn3, Pla2g4a, Smoc2, S100b, Thbs3, Itga11, Fkbp7, Thbs2, Efhd1, Comp, Smoc1, Mmp13, Mmp10, Efcab1, Plcd4, Pcp4, Scin, Fbn2, Trpv4, Mmp2, Camk4, Fat4, 
IPR006209:EGF-like 14 4.75% 3.31E-04 Matn1, Edil3, Wif1, E430002G05Rik, Scube1, Thbs2, Dlk1, Cntnap2, Megf6, Matn3, Ptgs2, Matn4, Fbn2, Fat4, 
heparin-binding 9 3.05% 3.73E-04 Col13a1, Pcolce2, Fn1, Ptn, Mdk, Fgfr2, Thbs2, Serpine2, Rspo2, 
GO:0005509~calcium ion binding 35 11.86% 5.58E-04 Mmp9, Mgp, Fkbp14, Edil3, Cacna1g, Scube1, Dlk1, Megf6, Matn3, Matn4, Galnt3, Anxa8, Rcn3, Pla2g4a, Smoc2, S100b, Thbs3, Itga11, Cspg4, Fkbp7, Efhd1, Thbs2, Smoc1, Comp, Mmp13, Efcab1, Mmp10, Plcd4, Pcp4, Scin, Fbn2, Camk4, Mmp2, Trpv4, Fat4, 
SM00013:LRRNT 12 4.07% 6.46E-04 D930017K21Rik, Igsf10, Aspn, Kera, Omd, Lrig3, Islr, Ogn, Lum, Fmod, Chad, Lrrn3, 
cell adhesion 20 6.78% 7.16E-04 Emilin1, Edil3, Col6a1, Col12a1, Thbs3, Itga11, Col16a1, Thbs2, Cntnap2, Comp, Efs, Col13a1, Dpt, Omd, Col8a2, Fn1, Spp1, Sdk2, Ibsp, Col14a1, 
GO:0008201~heparin binding 10 3.39% 7.23E-04 Col13a1, Pcolce2, Fn1, Ptch1, Ptn, Mdk, Fgfr2, Thbs2, Serpine2, Rspo2, 
GO:0005539~glycosaminoglycan binding 11 3.73% 7.44E-04 Col13a1, Hapln1, Pcolce2, Fn1, Ptch1, Ptn, Mdk, Fgfr2, Thbs2, Serpine2, Rspo2, 
mmu01430:Cell Communication 13 4.41% 7.61E-04 Thbs3, Col6a1, Tnn, Col11a2, Col11a1, Thbs2, Comp, Col1a1, Spp1, Fn1, Ibsp, Chad, Col2a1, 
domain:EGF-like 1 12 4.07% 0.001068482 Matn3, Edil3, Wif1, Tnn, Thbs3, Matn4, Fbn2, Thbs2, Cntnap2, Dlk1, Comp, Hhip, 
domain:TSP N-terminal 7 2.37% 0.001717256 Col12a1, Thbs3, Col11a2, Col9a1, Col11a1, Col14a1, Thbs2, 
GO:0030247~polysaccharide binding 11 3.73% 0.001818886 Col13a1, Hapln1, Pcolce2, Fn1, Ptch1, Ptn, Mdk, Fgfr2, Thbs2, Serpine2, Rspo2, 
IPR000742:EGF-like, type 3 15 5.08% 0.003038999 Edil3, E430002G05Rik, Wif1, Thbs3, Scube1, Thbs2, Dlk1, Cntnap2, Comp, Megf6, Matn3, Ptgs2, Fbn2, Fat4, Hhip, 
GO:0001871~pattern binding 11 3.73% 0.004058202 Col13a1, Hapln1, Pcolce2, Fn1, Ptch1, Ptn, Mdk, Fgfr2, Thbs2, Serpine2, Rspo2, 
repeat:LRR-T 4 6 2.03% 0.008137072 Aspn, Kera, Omd, Ogn, Lum, Fmod, 
repeat:LRR-T 3 6 2.03% 0.008137072 Aspn, Kera, Omd, Ogn, Lum, Fmod, 
repeat:LRR-T 2 6 2.03% 0.008137072 Aspn, Kera, Omd, Ogn, Lum, Fmod, 
repeat:LRR-T 1 6 2.03% 0.008137072 Aspn, Kera, Omd, Ogn, Lum, Fmod, 
repeat:LRR-S 3 6 2.03% 0.008137072 Aspn, Kera, Omd, Ogn, Lum, Fmod, 
repeat:LRR-S 2 6 2.03% 0.008137072 Aspn, Kera, Omd, Ogn, Lum, Fmod, 
repeat:LRR-S 1 6 2.03% 0.008137072 Aspn, Kera, Omd, Ogn, Lum, Fmod, 
GO:0030154~cell differentiation 51 17.29% 0.01233917 Mlf1, Lect1, Gzmc, Tnn, Sox9, Foxc2, Scube1, Gzme, Sfrp4, Ngef, Ptgs2, Smarca1, Foxc1, Ntf5, Dlx5, S100b, Efhd1, Ece2, Col13a1, Spp1, Scin, Aldh1a3, Serpine2, Hhip, Mmp9, Mgp, Gzmd, Epb4.2, Sp7, Prkg1, Nr4a2, Fgfr2, Mdk, Frzb, Inhba, Ihh, Ptprv, Tnfrsf11b, Fzd9, Twist1, Foxa2, 2610018G03Rik, Slitrk6, Cspg4, Bmp8a, 1200009F10Rik, Plxnb1, Ccl21c, Agtr2, Cd24a, Fgfr3, 
GO:0048869~cellular developmental process 51 17.29% 0.01233917 Mlf1, Lect1, Gzmc, Tnn, Sox9, Foxc2, Scube1, Gzme, Sfrp4, Ngef, Ptgs2, Smarca1, Foxc1, Ntf5, Dlx5, S100b, Efhd1, Ece2, Col13a1, Spp1, Scin, Aldh1a3, Serpine2, Hhip, Mmp9, Mgp, Gzmd, Epb4.2, Sp7, Prkg1, Nr4a2, Fgfr2, Mdk, Frzb, Inhba, Ihh, Ptprv, Tnfrsf11b, Fzd9, Twist1, Foxa2, 2610018G03Rik, Slitrk6, Cspg4, Bmp8a, 1200009F10Rik, Plxnb1, Ccl21c, Agtr2, Cd24a, Fgfr3, 
GO:0009653~anatomical structure morphogenesis 38 12.88% 0.015935623 Lect1, Epb4.2, Tnn, Igfbp4, Foxc2, Prkg1, Fgfr2, Col8a2, Kel, Ntf5, Foxc1, Ihh, Dlx5, Htra1, Shroom1, Tnfrsf11b, Atp10a, S100b, Twist1, Foxa2, Slitrk6, Cspg4, Tmie, Efhd1, Ece2, Col13a1, Plxnb1, Fn1, Ptch1, Lepre1, Agtr2, Cd24a, Aldh1a3, Fbn2, Dkk1, Fgfr3, Nov, Hhip, 
GO:0043062~extracellular structure organization and biogenesis 11 3.73% 0.01905916 Reck, Mmp9, Matn1, Matn3, Foxc1, Matn4, Dmp1, Foxc2, Mia1, Col11a1, Col2a1, 
short sequence motif:Cell attachment site 10 3.39% 0.021934249 Col1a1, Edil3, Fn1, Spp1, Col6a1, Col12a1, Ibsp, Dmp1, Col14a1, Thbs2, 
GO:0005518~collagen binding 5 1.69% 0.023179406 Mmp9, Matn1, Matn3, Matn4, Lum, 
region of interest:Triple-helical region 6 2.03% 0.024584856 Col10a1, Col1a1, Col6a1, Col11a2, Col11a1, Col2a1, 
leucine-rich repeat 14 4.75% 0.025381093 Igsf10, Lrig3, Islr, Slitrk6, Ogn, AI646023, Fmod, Lrrn3, Gpr125, Aspn, Omd, Kera, Lum, Chad, 
Proteoglycan 7 2.37% 0.030737465 Hapln1, Kera, Omd, Col9a2, Cspg4, Lum, Fmod, 


