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Supplemental Figure S1.  The phylogenetic analysis of bZIP proteins based on the bZIP domain sequences in maize, rice and Arabidopsis.

The phylogenetic tree was constructed by Phyml with model (JTT+G) selected by Akaike information criterion (AIC) implemented in ProtTest 3.0. Bootstrap
values from 100 replicates are indicated at each node.
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