
Supplementary figure 1:

Distribution of the number of Pfam families vs number of sequences per family.

# of sequences MSA_100 MSA_62 MSA_50

0 51 113 159

100 28 68 84

200 16 51 46

300 21 45 27

400 15 31 20

500 15 14 9

600 13 11 6

700 16 13 4

800 26 8 0

900 20 7 0

1000 21 5 0

1100 11 7 0

1200 7 4 0

1300 10 6 0

>1400 154 41 0
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