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Figure S1  Mutation mapping using indel and snip-SNP polymorphisms. The images show DNA bands on 4% (for
indels) and 1% (for snip-SNPs) agarose gels. The polymorphisms have been previously described (KosoLDT et al. 2010).
See Materials and Methods and Table 3 for details. M: DNA molecular weight marker, F1 Wt: DNA from F1
heterozygous animals, F2 Wt: DNA from phenotypically wild type pool of F2 animals, F2 Mutant: DNA from

phenotypically mutant pool of F2 animals.
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