Table S3. Unigene classification according to their GO “molecular function” term
assigned to the most similar Arabidopsis protein.

Molecular function

Induced unigenes

Repressed unigenes

Unknown

113; 115; 117; 127; 128; 137,
138; 143; 156

R5:; R7: R8; R12; R13; R18;
R21; R27; R31; R32; R33;
R34: R37; R39; R41: R44

Transcription factor

.. 11; 12; 142; 144; 152; 155; 157 R1; R14
activity
DNA binding 116; 122; 124; 148 R22; R38
Protein binding 126; 141; 153; 154 R3; R9
Kinase activity 120; 131; 149 R11; R17; R23
Structurgl constituent 13: 121: 135: R15
of ribosome
Hydrolase activity 130; 133 R20
Transferase activity 132; 159 R43
RNA binding 129 R16; R19
Nucleotide binding 147 R26; R42
Calmodulin binding 125 R24
Lyase activity 111 R40
Nucleotide e>_<c_hange 123 R29
factor activity
Phosphatase activity 158 R36
Transporter activity 160 R2
Electron!c.transfer 110: 112: 114 none
activity
ATP binding 134; 139; 153 none
Ublqumn-p_ro_tem ligase 19: 136 none
activity
RNA helicase activity 146; 150 none
Reductase activity 17; 18 none
Carboxilase activity 118 none
Decarboxilase activity 14 none
Pohgala_ctyronase 140 none
activity
Zinc ion binding 16 none
Acyl-CoA binding 151 none
Lipid binding 119 none
Fatty aC|d_ d_esaturase 145 none
activity
Peptidase activity none R4
Enzyme_ |r_1h|b|tor none R6
activity
Translation initiation none R10
factor activity
Acetate-(_?o_A ligase none R25
activity
Branching enzyme none R28

activity




GTPase activity | none | R30

Receptor activity | none | R35



