Table S1. Full length aptamer and extended hammerhead ribozyme sequences cloned into aptamer expression cassettes.

Aptamer 5’Constant Region®

Sequence

Aptamer 3’Constant Region®

b AGATGAATCACAGCCGCTCAACGAGATGCGAAGGAAAACG
70.03 GAATTCgggaaaagcgaatcatacacaaga @ATAAQAAAUAGATGGAA_CGAAGACC gggcataaggtatttaattccataGGATCC
TCCGAGGCAGAACGGGAAAATCTGCGAAGTAACTGTGGAA
70.05"¢ AATT e e —= AT
0.05 G Cgggaaaagcgaatcatacacaaga TCCGTGACCTTTGACGTGAAAACCGCGA gggcataaggtatttaattccataGGATCC
b CGAGACAAGTACCGAAAAAGAGATCTGGCAGTGTCACAAC
70.08 GAATTCgggaaaagcgaatcatacacaaga CAGGAAAAAGACACGACGA_ACACGCCGCAC gggcataaggtatttaattccataGGATCC
b,c TCACTTGAAAGACGCAGACCTACGAACCCAGGAGATAAGG
70.15 GAATTCgggaaaagcgaatcatacacaaga gGGAAAACTCTGGAAAACCA_ACCGG—TAGTC gggcataaggtatttaattccataGGATCC
b TGCTAAACCAAGTAAGAATCCGTGAAGTCACAGCACGGGA
70.26 GAATTCgggaaaagcgaatcatacacaaga TAAAACTGTGT_CAAAACG—CCATAGCT gggcataaggtatttaattccataGGATCC
b CTCACGCTIGACAACCACAAGGGGACAGAGCTAAGTTGTT
80.77 GAATTCgggcataaggtatttaattccata ATCC CTTNiG CAACACCGAC A—TT GCCGAGCGATG GTiT ATCA ttgattcggatgctccggtagctcaacctgGGATCC
b UGCAGTTGTACAATCCGTTTTACTGTGTTCGGGACAAAACA
80.80 GAATTCgggcataaggtatttaattccata CAGCAACATAGT A_G CTATCG CiT CAACC G_G ACATGC A—A GA ttgattcggatgctccggtagctcaacctgGGATCC
ArbLllerca " GAATTCgggaaaagcgaatcatacacaaga AATTTGGACTTTCCGCCCTTCTTGGCCTTTATGAGGATCTCT cataaggtatttaattccata
. g6gaaaagce & CTGATTTTTCTTGCGTCGAGTTTTCCGG gegcataage
Fragment
5’Active N/A GCTAGCGGATTAAACAAGCTGATGAGTCGCTGGGATGCGA N/A
HHRz“¢ CGAAACGCCTTCGGGCGTCCTTGTATCTGAATTC
5’Inactive N/A GCTAGCGGATTAAACAAGGAAATGAGTCGCTGGGATGCGA N/A
HHRz“¢ CGAAACGCCTTCGGGCGTCCTTGTATCTGAATTC
3’Active N/A GGATCCTGTCACGGATTGTGCTTATCCGTCTGATGAGTCCG N/A
HHRz“¢ TGAGGACGAAACAGCGGCCG
3’Inactive N/A GGATCCTGTCACGGATTGTGCTTATCCGTGAAATGAGTCCG N/A
HHRz“¢ TGAGGACGAAACAGCGGCCG
Empty GCTAGCGGATTAAACAAGCTGATGAGTCGCTGGGATGCGACGAAACGCCTTCGGGCGTCCTTGTATCTGAATTCCTGTCACGGATTGTGCTTATCCGTCTGAT
Cassette® GAGTCCGTGAGGACGAAACAGCGGCCG

®Lower case nucleotide regions were held constant during the original replicative selection
®Pseudoknot structures are indicated by bolding and underlining. Stem 1 is underlined once. Stem 2 is underlined twice.
‘Restriction enzyme sites present in 5" and 3’ HHRz for cloning purposes are bolded.

9Sites for HHRz modification to “active” or “inactive” forms are bolded and italicized.

®Full sequence of a representative empty cassette construct with center merged cloning site (GAATTCC).
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