
Table S1. Strains used in this study 
Strain Genotype Source 
C. albicans   
SC5314 Clinical isolate  Gillum et al. (1984) 
CAI4 ura3∆::imm434/ura3∆::imm434  Fonzi and Irwin (1993) 
RM1000 ura3∆::imm434/ura3∆::imm434, his1::hisG/his1::hisG   Wilson et al. (1999) 
BWP17 ura3∆::λimm434/ura3∆::λimm434, his1::hisG/his1::hisG, arg4∆::hisG/arg4::hisG Wilson et al. (1999) 
NGY152 ura3∆::λimm434/ura3∆::λimm434, CIp10-URA3 Walker et al. (2009)  
CA510 ura3∆::λimm434/ura3∆::λimm434, his1::hisG/his1::hisG, icl1::loxP-HIS1-loxP/ICL1  Manson, unpublished 
CA517 ura3∆::λimm434/ura3∆::λimm434, his1::hisG/his1::hisG, icl1::loxP-HIS1-loxP/icl1::loxP-URA3-loxP Manson, unpublished 
CA674 ura3∆ ::λimm434/ura3∆::λimm434 his1::hisG/his1::hisG, CIp-20-URA3 Smith et al. (2004) 
CA1395 ura3Δ::λimm434/ura3Δ::λimm434, his1::hisG/his1::hisG, ICL1/ICL1-Myc3-URA3 This study 
CA1431 ura3Δ::λimm434/ura3Δ::λimm434, his1::hisG/his1::hisG, PCK1/PCK1-Myc3-URA3 This study 
MLC40 ura3∆ ::λimm434/ura3∆::λimm434 his1::hisG/his1::hisG arg4∆::hisG/arg4::hisG, ubi4::loxP-URA3-

loxP/ubi4::loxP-ARG4-loxP 
Leach et al. 2011 

DSCO ura3∆ ::λimm434/ura3∆::λimm434 his1::hisG/his1::hisG, arg4∆::hisG/arg4::hisG, 
ubi4∆::loxP/ubi4∆::loxP-ARG4-loxP 

This study 

DSCO1 ura3∆ ::λimm434/ura3∆::λimm434 his1::hisG/his1::hisG, CaICL1/CaICL1p-ScICL1-Myc3-URA3 This study 
DSCO2 ura3∆ ::λimm434/ura3∆::λimm434 his1::hisG/his1::hisG, Caicl1/CaICL1p-ScICL1-Myc3-URA3 This study 
DSCO3 ura3∆ ::λimm434/ura3∆::λimm434 his1::hisG/his1::hisG, arg4∆::hisG/arg4::hisG, 

ubi4∆::loxP/ubi4∆::loxP-ARG4-loxP CaICL1/CaICL1p-ScICL1-Myc3-URA3 
This study 

DSCO4 ura3∆ ::λimm434/ura3∆::λimm434 his1::hisG/his1::hisG, CaICL1/CaICL1-Ubi-Myc3-URA3 This study 
S. cerevisiae   
W303-1Bα MATα, ade2, his3, leu2, trp1, ura3 Euroscarf 
BY4743 MATa/α, his3/his3, leu2/leu2, lys2/LYS2, MET15/met15, ura3/ura3  Euroscarf 
Y30202 MATa/α, his3/his3, leu2/leu2, lys2/LYS2, MET15/met15, ura3/ura3, icl1/icl1 Euroscarf 
DS1-W10 W303-1Bα, pYM21 This study 
DS2-W20 W303-1Bα, pYM3 This study 
DS3-Y30 MATa/α, his3/his3, leu2leu2, lys2/LYS2, MET15/met15, ura3/ura3, ICL1/ICL1-Myc3-URA3 This study 
DS4-Y40 MATa/α, his3/his3, leu2leu2, lys2/LYS2, MET15/met15, ura3/ura3, ICL1/ScICL1p-CaICL1-Myc3-URA3 This study 
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